Table S1. List of proteins containing LC3-interacting region motifs WxxL+ILV (WxxL+xLIR) in M. tb.
	WxxL+ILV
	Protein names

	Rv0041
	Leucine--tRNA ligase (EC 6.1.1.4) (Leucyl-tRNA synthetase) (LeuRS)

	Rv0064
	UPF0182 protein Rv0064

	Rv0083
	Uncharacterized protein Rv0083

	Rv0092
	Copper-exporting P-type ATPase 

	Rv0101
	Mycobactin synthetase protein B (Phenyloxazoline synthase MbtB)

	Rv0107c
	Probable cation-transporting ATPase I 

	Rv0194
	Multidrug efflux ATP-binding/permease protein Rv0194 

	Rv0225
	Possible conserved protein

	Rv0293c
	Conserved protein

	Rv0337c
	Alanine aminotransferase 

	Rv0338c
	Probable iron-sulfur-binding reductase

	Rv0412c
	Possible conserved membrane protein

	Rv0451c
	Siderophore export accessory protein MmpS4 (PGB14T-X)

	Rv0507
	Probable transport protein MmpL2

	Rv0517
	Possible membrane acyltransferase

	Rv0631c
	RecBCD enzyme subunit RecC 

	Rv0663
	Possible arylsulfatase AtsD

	Rv0676c
	Siderophore exporter MmpL5

	Rv0677c
	Siderophore export accessory protein MmpS5

	Rv0760c
	Conserved protein

	Rv0849
	Uncharacterized MFS-type transporter Rv0849

	Rv0875c
	Uncharacterized protein Rv0875c

	Rv0917
	Uncharacterized transporter Rv0917

	Rv0925c
	Conserved protein

	Rv0936
	Phosphate transport system permease protein PstA 2

	Rv0969
	Probable copper-exporting P-type ATPase V 

	Rv0987
	Uncharacterized ABC transporter permease protein Rv0987

	Rv0996
	Probable conserved transmembrane protein

	Rv1020
	Transcription-repair-coupling factor (TRCF) 

	Rv1070c
	Probable enoyl-CoA hydratase echA8 

	Rv1097c
	Probable membrane glycine and proline-rich protein

	Rv1101c
	Putative transport protein Rv1101c

	Rv1178
	Aminotransferase 

	Rv1183
	Acyltrehalose exporter MmpL10

	Rv1203c
	Uncharacterized protein

	Rv1216c
	Probable conserved integral membrane protein

	Rv1228
	Probable lipoprotein LpqX

	Rv1237
	Trehalose transport system permease protein SugB

	Rv1254
	Probable acyltransferase

	Rv1279
	Uncharacterized GMC-type oxidoreductase Rv1279 

	Rv1282c
	Putative peptide transport permease protein Rv1282c

	Rv1320c
	Uncharacterized protein Rv1320c

	Rv1355c
	Uncharacterized protein Rv1355c

	Rv1397c
	Ribonuclease VapC10 (RNase VapC10) 

	Rv1403c
	Uncharacterized protein Rv1403c

	Rv1405c
	Uncharacterized protein Rv1405c

	Rv1431
	Conserved membrane protein

	Rv1490
	Uncharacterized protein Rv1490

	Rv1491c
	TVP38/TMEM64 family membrane protein Rv1491c

	Rv1510
	Uncharacterized protein Rv1510

	Rv1527c
	Mycocerosic acid synthase-like polyketide synthase (MAS-like PKS) 

	Rv1551
	Putative acyltransferase plsB1

	Rv1563c
	Putative maltooligosyl trehalose synthase 

	Rv1589
	Biotin synthase 

	Rv1622c
	Probable integral membrane cytochrome D ubiquinol oxidase (Subunit II) 

	Rv1634
	Probable multidrug-efflux transporter Rv1634

	Rv1635c
	Probable mannosyltransferase. Probable conserved transmembrane protein

	Rv1671
	Probable membrane protein

	Rv1695
	NAD kinase 

	Rv1704c
	Probable D-serine/alanine/glycine transporter protein CycA

	Rv1737c
	Probable nitrate/nitrite transporter NarK2

	Rv1795
	ESX-5 secretion system protein EccD5 (ESX conserved component D5) 

	Rv1819c
	Hydrophilic compounds import ATP-binding/permease protein BacA 

	Rv1822
	Putative cardiolipin synthase 

	Rv1823
	UPF0749 protein Rv1823

	Rv2201
	Putative asparagine synthetase [glutamine-hydrolyzing] 

	Rv2231c
	Uncharacterized aminotransferase Rv2231c 

	Rv2281
	Putative phosphate permease Rv2281

	Rv2316
	Probable sugar-transport integral membrane protein ABC transporter UspA

	Rv2381c
	Polyketide synthetase MbtD (Polyketide synthase)

	Rv2395
	Probable conserved integral membrane protein

	Rv2414c
	Competence domain-containing protein

	Rv2443
	Probable C4-dicarboxylate-transport transmembrane protein DctA

	Rv2467
	Alanine aminopeptidase 

	Rv2469c
	HNHc domain-containing protein

	Rv2476c
	NAD-specific glutamate dehydrogenase (NAD-GDH) 

	Rv2505c
	Probable fatty-acid-CoA ligase FadD35 (Fatty-acid-CoA synthetase) (Fatty-acid-CoA synthase)

	Rv2524c
	Probable fatty acid synthase Fas (Fatty acid synthetase)

	Rv2587c
	Protein translocase subunit SecD

	Rv2673
	Alpha-(1->3)-arabinofuranosyltransferase 

	Rv2690c
	Probable conserved integral membrane alanine and valine and leucine-rich protein

	Rv2729c
	Probable conserved integral membrane alanine, valine and leucine-rich protein

	Rv2732c
	Probable conserved transmembrane protein

	Rv2823c
	CRISPR system single-strand-specific deoxyribonuclease Cas10/Csm1 (subtype III-A) (ssDNase Cas10) 

	Rv2836c
	Possible DNA-damage-inducible protein F DinF

	Rv2858c
	Probable aldehyde dehydrogenase AldC

	Rv2914c
	Serine/threonine-protein kinase PknI 

	Rv2931
	Phenolphthiocerol/phthiocerol polyketide synthase subunit A 

	Rv2935
	Phenolphthiocerol/phthiocerol polyketide synthase subunit E 

	Rv2963
	Putative permease Rv2963

	Rv2968c
	Probable conserved integral membrane protein
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