[bookmark: _GoBack]Supplementary Table 2 Primers for targeted sequencing
Ion_AmpliSeq_Forward_Primer	Ion_AmpliSeq_Reverse_Primer	Gene	Chromosome	Amplicon_Start	Amplicon_Stop
CTTGTTTTATTTTAGCGAAGAATAGCCAGA	CTATTTTTATACCCACAAACAAGAAAGGCA	APC	chr5	112128128	112128266
TGCTTAATTTTTAGGGTTCAACTACACGA	CATTAGTGACCAGGGTTTGTAATCTTCT	APC	chr5	112151178	112151323
TCCTTTTTAACCTTATAGGTCCAAGGGTA	GGAATTATCTTCTAGCTCTTGTCGAAGATT	APC	chr5	112090552	112090680
ACTGCTTAAAGCAATTGTTGTATAAAAACTTGT	CCCATAGGAACAGGACTGCAC	APC	chr5	112102838	112103012
GCACTTTAGGTAGAGAAGTTTGCAATAAC	AGCGTAATACCAGTCTTTTTCCTTTTCTT	APC	chr5	112111219	112111383
TGCCTTATGCCAAATTAGAATACAAGAGAT	AACTGCAAAACTTACTTTCATCATCTTCAG	APC	chr5	112174137	112174280
ATTGCAGAATTATTGCAAGTGGACTG	CTCATACCTGAGCTATCTTAAGAAATACATGTT	APC	chr5	112162819	112162989
TCATTGTTGTCAATGCTTGGTACTCA	GGGAATTTCCCAACAATACAGAGTCTTT	APC	chr5	112154678	112154849
CCACAAAATACTGAATATAGGACACGTGTA	CTGACTCTATCTTCATTATTTGGGAGCTT	APC	chr5	112176629	112176795
TCACTCACAGCCTGATGACAAG	ACATGCACTACGATGTACACTATAGAGAA	APC	chr5	112154902	112155075
GGGAGAAAAGTACATTGGAAACTAAAAAGA	ATTGAAGGCATGTTTGCTTGAAGG	APC	chr5	112177803	112177962
GCCAATATTATGTCTCCTGGCTCAA	CCATAGAGACTTTGCTTGTGTCTCT	APC	chr5	112173509	112173681
TAAAACAAAGTGAGCAAAGACAATCAAGG	CGATTTGTTTCTGAACCATTGGCT	APC	chr5	112174470	112174632
AGAGTTGCGATGGAAGAACAACT	GCCAAAATAAACACAGCCTTATGTCTTTAA	APC	chr5	112116544	112116718
AGGTTCTTCCAGATGCTGATACTTTATTAC	TGAACTGGAGGCATTATTCTTAATTCCAC	APC	chr5	112175730	112175877
CTTCCTCGAGTAAGCACTTGGA	GCGGATACTTGGTTTTCTTTACTTTGTTTG	APC	chr5	112178963	112179114
AGTGTTTTGAGGAATTTGTCTTGGC	AAATGTTTTCAAAGGTACCTTTTTAACTTCTAA	APC	chr5	112164562	112164687
GTCATGGAAGAAGTGTCAGCCAT	TGTCCTATTTGAATTTTCCGACTTAGTGAA	APC	chr5	112173959	112174129
ACAATTTTAATACTGGCAACATGACTGTC	GGATTTTCTGTTGCTGGATGGTAGT	APC	chr5	112173726	112173900
TTTGACAATAGTCAGTAATGCATGTGGA	CTTCCCATAGCAATCATTTTGTGCT	APC	chr5	112173310	112173456
CATGAAACCGGCTCACATGATG	AGAACCATCTTGCTTCATACTTTTCTGAT	APC	chr5	112136994	112137151
GACTGCAGGGTTCTAGTTTATCTTCAG	ACTGACAGAAGTACATCTGCTAAACATG	APC	chr5	112175298	112175464
GCAGTGGAATGGTAAGTGGCAT	ACTCTCTCTCTTTTCAGCAGTAGGT	APC	chr5	112175520	112175686
CGTGCTTTGAGAGTGATCTGAATTT	GTCCAGAAGAAGCCATAGCTTCA	APC	chr5	112101906	112102080
ACCATGACTGACGTATTTGCTTATTCA	TGATTTGCCTTGCTTCATATTCCAATTG	APC	chr5	112116370	112116544
TGAGGGACGGGCAATAGGATAG	TGCTGACAAATTCCATAAGGCACT	APC	chr5	112170529	112170695
GCACTGAGAATAAAGCTGATATATGTGC	ACCTGTGGTCCTCATTTGTAGC	APC	chr5	112170700	112170864
AAGGCTGCATGAGAGCACTT	AGATTGCACAACTGCCCTCTAAG	APC	chr5	112163645	112163800
CTGTCCTGCTGTGTGTGTTCTA	GAATTTCTACCATGATTTAAAAATCCACCA	APC	chr5	112157618	112157756
CCGACCTAGCCCATAAAATACATAGT	TCTTGCCCATCTTTCATTCTGTGAA	APC	chr5	112174296	112174444
TGTAAGCCAGTCTTTGTGTCAAGAA	TGATCCACATGACGTTTCTCTTCATTAT	APC	chr5	112174663	112174815
AGATATTCCTTCATCACAGAAACAGTCATT	AGGCTGACCACTTCTACTCTGT	APC	chr5	112174846	112175020
CACTTGCAAAGTTTCTTCTATTAACCAAGA	GCTTCCTGTGTCGTCTGATTACATC	APC	chr5	112175032	112175178
TTCAGGAAAATGACAATGGGAATGAAAC	GGCATGGCAGAAATAATACATTCTTCTAGT	APC	chr5	112175874	112176042
CCAACAAAGTCATCACGTAAAGCA	CCCGGTGTAAAACTAACATGCTTT	APC	chr5	112176041	112176195
CCACAGCTACATCTCTAAGTGATCTAAC	GTTTTTCCTCCTTGAGCCTCATCT	APC	chr5	112176246	112176405
GGTGATATTCTTGCAGAATGCATTAATTCT	GGTTTTACTGGTGAAGTTGGTTTCTTTTT	APC	chr5	112176452	112176624
GGAAGTTTTGCTTTTGATTCACCTCA	CTCTGATTCCTTATTTTCTTTTGCCTTTCT	APC	chr5	112176797	112176964
CACAGAACTAACCTCCAACCAACA	GCAAAATTCTGTAACTTTTCATCAGTTGCT	APC	chr5	112176982	112177155
GTTCTCTCAGTGACATTGACCAAGA	GAGAACTGTTTCTTGAGAAACAAACTGG	APC	chr5	112177200	112177370
GACCTGTTGCAGGAATGTATAAGCT	CATGTTCTGAATCTGGTCTCTGTATATCTT	APC	chr5	112177400	112177562
GGAAAGCTATTCAGGAAGGTGCAA	GGTTTTTCTTCTTGATCAGGTGTAAGATGA	APC	chr5	112177593	112177764
CTCGAGGCAGGACAATGATTCA	CTTGGCTCCTCTAGGAGAAGTG	APC	chr5	112177965	112178116
TTGCCAGGCAGACATCCCAAAT	GTTAGGAGGACTTATTCCATTTCTACCAG	APC	chr5	112178145	112178311
GTCCTCAGGTTCTGGAAAAATGTCA	TTCTACCTTTTTATTGGCTCCATTACCATT	APC	chr5	112178362	112178536
AGAATGTCTTCAACTAAATCAAGTGGAAGT	GGAGAAGCTGGTCTAGATGATGGA	APC	chr5	112178543	112178712
GTCTCTATCCACACATTCGTCTGTT	TGATTGGAAGTCTAGAAGGACTTTCAGA	APC	chr5	112178764	112178915
CCACAAATAGTACTTCTCAGACCGTT	GGATTGTTAATGGGACAGTCCTCAA	APC	chr5	112179156	112179297
CAGTGTTTCAGAAAAGGCAAATCCAAA	GGTTTTATCTCAGTTCCTTTTTGGTCAG	APC	chr5	112179343	112179510
CAGGACAAAATAATCCTGTCCCTGTA	GGCTTGGGTTGTAATTAAAAGGAGTC	APC	chr5	112179510	112179659
CCATCTCAGATCCCAACTCCAGT	ATTCTTCCTCTCTTTTAAACAGATGTCACA	APC	chr5	112179695	112179837
CGAGGTTGGCTCGATGCT	GTGCTCCAGGACCCGAGAA	APC	chr5	112043321	112043494
AAAAATAGGTCATTGCTTCTTGCTGA	ATTAAAGTTTCAAATAAGTTGTACTGCCAAGTT	APC	chr5	112111318	112111473
CTGCATACACATTGTGACCTTAATTTTGT	GGTCTTTAGGATTTCTTGCTGAGAGA	APC	chr5	112173200	112173374
TCTGCTGCCCATACACATTCAA	TTACCATAACCATCACTACTACTGACACT	APC	chr5	112174067	112174215
AAAGAGGTCAAATGAAACCCTCGAT	GGTGTATCTAGTTCTCCATCATTATCATCC	APC	chr5	112174215	112174362
AGACATTTAGTAGCCAAAAATAAAGCTTGG	CCTGCTGTAAGTCTTCACTTTCAGATTTT	APC	chr5	112163548	112163704
AAGTTACCAACTTGGTACCAGTTTGT	GTGTAATACTGTAGTGGTCATTAGTAAGCC	APC	chr5	112162733	112162885
AAGCAAGTTGAGGCACTGAAGA	CCTCAAGTTTACAAGAGGGAATACTGAAT	APC	chr5	112090618	112090792
CTTCCTCTCCTCATCCAGCTTTTAC	CCAAAAGATGAAGGACTCGGATTTCA	APC	chr5	112154786	112154960
CCGGGAAGGATCTGTATCAAGC	GGAGTACACAAGGCAATGTTTACTATATGA	APC	chr5	112102959	112103128
CGCTTCTGTACCACCCTCA	GAGACGTCAATGCCTGCAG	APC	chr5	112043456	112043608
AAGAAAATTGGAGGAATCTGCTTCATTT	ATTAGGTGGGAGTTTTCGCCAT	APC	chr5	112178650	112178821
CCTGCTGTTTCTAAAACAGAGGATGT	CCACATTTTGTTTTGCCTGATTATCTTTTG	APC	chr5	112179236	112179410
ACGGCTAGCCAGAATTTCTTTCT	TCTTTTTACTATTTACATCTGCTCGCCA	APC	chr5	112164436	112164610
CAGATGAGCAGTTGAACTCTGGA	CAGTGCTCTCAGTATAAACAGGATAAGTT	APC	chr5	112174386	112174538
CTCAAACCAAGCGAGAAGTACCT	TGAACAAGAAAATCCATCTGGAGTACTTTC	APC	chr5	112175628	112175800
CCAGCAAAGCGCCATGATATTG	TGATGAAGCAGAAAGAATTGAAGATGAACT	APC	chr5	112178855	112179025
GAAGTTGGAAGTGTGAAAGCATTGA	GGTAAGAAATTAGGAAATCTCATGGCTAAA	APC	chr5	112164619	112164764
TTGATGCATTCAGAGCTTTAAAGCAAAA	TCTCCCACTCCTTGACCTTCATT	APC	chr5	112136875	112137049
GCAGTTAGCATGCTCAAGAACCT	CTAGGGCTTTTTGTTTCCTAACATGAAG	APC	chr5	112173398	112173572
ACAATTTAAGTCCCAAGGCATCTCA	GAGCTGGGTAACACTGTAGTATTCAAA	APC	chr5	112173621	112173792
GTTTGGAGAGAGAACGCGGAAT	AGACCCAGAACTTCTGTCTTCCT	APC	chr5	112173843	112174015
CTAAGCGCCATTCTGGGTCTTA	ACAAAAACCCTCTAACAAGAATCAAACCTA	APC	chr5	112179783	112179955
CCCTGCAAATAGCAGAAATAAAAGAAAAGA	TCCTGAAGAAAATTCAACAGCTTTGTG	APC	chr5	112175193	112175362
AAGTCCACCTGAACACTATGTTCAG	CCAGGGCTATCTGGAAGATCAC	APC	chr5	112175401	112175574
TATCATACAGACACTTCATTTGGAGTACCT	ACTAGAACTCAAAACACTGGCTGTT	APC	chr5	112151095	112151242
ACAGGAAGTACTTAAACAACTACAAGGAAG	ACACACCTAAAGATGACAATTTGAGCTTA	APC	chr5	112102019	112102170
TTGTGGTTTTAGTTTTCCTTACAAACAGATA	CCTGTGCTCGTTTTTCCATATCCT	APC	chr5	112116475	112116601
TCTGTTTCTTACTAGGAATCAACCCTCA	GTGCCAACCAAAAATGCAAGTG	APC	chr5	112170633	112170760
ACATCATTGCTCTTCAAATAACAAAGCATT	CATTGCATGTCTATGCTCTTCATCAAAT	APC	chr5	112157536	112157678
ATCCCATTCATCACTTAATTGGTTTTTGG	ATAGCTAGCAAAGTTCGCGACATAT	APC	chr5	112154583	112154739
ACAGCAGGAATGTGTTTCTCCATAC	CGTTCACTATAATTGGTAGGCTTATCATCT	APC	chr5	112174573	112174728
GCATGAAGAAGAAGAGAGACCAACAAATTA	TTTTACTGCTTTGTCCAGATGAACTCT	APC	chr5	112174747	112174913
CAAGAGGCAGAATCAGCTCCAT	AGCTGATGACAAAGATGATAATGAACTACA	APC	chr5	112174966	112175140
CTGAGCCTCGATGAGCCATTTA	TCTCTTGGTTTTCATTTGATTCTTTAGGCT	APC	chr5	112175816	112175942
GAAAAGGACCTATTAGATGATTCAGATGATGAT	TGGAGGTAATTTTGAAGCAGTCTGG	APC	chr5	112175969	112176100
GTACAAACTTCTACCATCACAAAACAGG	TCCAGCAGCTAACTCATTTGGAG	APC	chr5	112176133	112176307
TTTGAAAAACGAGATACCATTCCTACAGAA	GGAAAGGCTTGTGACTTTTCCCT	APC	chr5	112176341	112176515
CTTCTGCACCCAACAAAAATCAGT	TGTCTGAGAAAACTCTCTCAGCATTTAAAT	APC	chr5	112176561	112176713
CTCAGACAACAAAGATTCAAAGAAACAGAA	GTGAAAAACAGTAAGGAGTTCCTTCAATAG	APC	chr5	112176706	112176863
ATGATGTTGACCTTTCCAGGGAAA	CTGCTTTGCAATAGCTTGTGTCT	APC	chr5	112176900	112177039
CCCAGTCATCCAAAGACATACCA	GCTCAGTCTCTTTGATAGGTTCATTTTCTT	APC	chr5	112177092	112177265
TCAGGCTATGCTCCTAAATCATTTCATG	CCTTGAGTCTTGAAGGCTTTTTCTTTTT	APC	chr5	112177304	112177463
GGTGGCATATTAGGTGAAGATCTGAC	AGCAGCAGCTTGATGTAAACTACT	APC	chr5	112177496	112177651
CTTTCCCTGAAATCAGGAATCTCTCTG	TTTTTCCTCCTTTGATTCCTTTACTTTCAG	APC	chr5	112177697	112177868
TCGATCTAATTCAGAAATTTCAGGCCAA	GACTTGTACTTGAGGAGCTATTTCGAA	APC	chr5	112177900	112178024
CTCCAAAAGCCCTAGTGAAGGT	TCTAGATCCTGATCTAGAAGGTGCTTTAC	APC	chr5	112178062	112178206
CCTATACAGTCTCCTGGCCGAAA	TCTGTTGGCTCATCTGTCTACCT	APC	chr5	112178249	112178420
TGAGTCTGCCTCCAAAGGACTAA	GGCGTACTAATACAGGTCTTTCTGAT	APC	chr5	112178473	112178609
AGTGAGGATGAAAAACATGTGAACTCT	AGAGTCTTTGATTCAGCACCATTTGTA	APC	chr5	112179047	112179219
GGAAAATCGCCTGAACTCCTTTATTCA	GGGTACGTTCCACTATAGAACTTTCA	APC	chr5	112179445	112179572
ACAGTTCACCTAGTGGGACTGTT	GTCAGTTTTGGAATCTCGCTTCTTTG	APC	chr5	112179600	112179754
AGAATGATTTGACATAACCCTGAGCTT	TGTCGTATACGAAGTATGTCCTTTTCG	APC	chr5	112128034	112128195

