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Figure legends
Figure S1 CRISPR/Cas9-mediated genome disruption of human Killin. (A) The sgRNA sequence for killin gene targeting was illustrated. The two sgRNA sequence sites were labeled as pink. (B) Sequence analysis confirmed the nucleotides deletion (indicated by red square) in the selected Killin KO cell lines, i.e., clone 1and clone 2, in comparison with the wild-type (WT) human killin sequence. 
Figure S2 Western blots quantification. Western blots analysis and quantification of protein levels of p53 (A), Killin(B), p21(C) and cleavage PARP (D) of Western blots from Fig. 1C and p53 (E), Killin(F), p21(G) and cleavage PARP (H) of Western blots from Fig. 2A. Data are normalized by the loading control ACTIN.
Figure S3 Cell cycle analysis after DOX(0.34μM) treatment for 48h and 72h. The different phases of the cell cycle are showed in HCT116 parental cells, p53 KO, p21 KO, killin KO and killin /p21KO cells after DOX(0.34μM) treatment for 48h and 72h. 
Figure S4 Western blots quantification. Western blots analysis and quantification of protein levels of p53 (A), Killin(B), p21(C) and cleavage PARP (D) of Western blots from Fig. 3A, and p53 (E), Killin(F) and p21(G) of Western blots from Fig. 3B. Data are normalized by the loading control ACTIN.
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