[bookmark: _GoBack]S10 Table. Best-supported HCT116 mRNA synthetic reads spanning novel splice junctions.
	Chromosome
	Intron start position
	Intron stop position
	No. of supporting synthetic long reads
	Typea

	10
	47377806
	47387310
	4
	Partial novel

	16
	88425214
	88425694
	4
	Complete novel

	10
	88902957
	88903646
	4
	Partial novel

	7
	176762677
	176764141
	8
	Complete novel

	6
	64445080
	64447943
	3
	Complete novel

	2
	176761404
	176762672
	5
	Partial novel

	7
	88424101
	88425210
	8
	Partial novel

	19
	64440441
	64444965
	4
	Partial novel


aPartial novel: alternative 5’ or 3’. Complete novel: alternative 5’ and 3’.
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