[bookmark: _GoBack]S3 Table. S. tuberosum synthetic read alignment statistics.
	Mapping Quality (MapQ)  cutoff
	Total alignments
	% Total synthetic reads

	Unaligned
	38
	2.7%

	Multimapping (MapQ = 0)
	11
	0.8%

	MapQ >= 30
	1,329
	94.2%

	MapQ >= 60
	1,291
	91.5%


1,411 synthetic reads were aligned to the potato draft genome (v 4.03) with BWA-MEM.
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