Dog/GVI.1/HKU Ca035F/2007/HKG 1 CKK-CKNIKGEICRKHT -—2A 7S SK| DIFYINK IINHERCGK << fIOE 48 47
Mu/NoV/GV/MNV1/2002/USA 1 CKK-CKNIKGEICR-PG--V 3 RTR DIHEFINKRIHSRCGK) <= DD a8 46
Hu/GI/Norwalk/1968/USA 1 GRNKCKTRKGECGRKNNYNA SRR EIHY K TIRHEKNGN) ¢ piOE afl 50
Hu/GII/Lordsdale/1993/UK 1 GCKK-CKNISTGIRICKKHT - -2 5S SKI DINY MR IINFERNGK) - MEE, 48 47
Bo/GIII/B309/2003/BEL 1 - SIIKGI-RKT - -NA/J SRR DIFYINK TIFERCGN) <= JlOE af 41
Hu/GIV.1l/LakeMacquarie/NSW2680 1 GCKKKCGKN ACRKHT--2J7SSK EXFROLIIFEKCCGK << piOE a8 48
.* * %k . .* :**:****:*:*: **.:.*:***::**
Dog/GVI.1/HKU Ca035F/2007/HKG 48 RYEEBVTLAQANEENETENDAAKIRORIFRPTRRORKEE--QRNLG 95
Mu/NoV/GV/MNV1/2002/USA 47 ABEER--EXELLERDEEEAIFGDGEFG——-—-—-— LKATRRSRKAE--RAKLC 86
Hu/GI/Norwalk/1968/USA 51 EBBRORYEEMLAEVOACCDCCICETEMEIRHRVEYKSKSKKHOQEQRRQOLG 100
Hu/GII/Lordsdale/1993/UK 48 QEDKYYEIXVAIARATEEDFCEEEEAKIRQRIFRPTRKQRKEE--RASLG 95
Bo/GIII/B309/2003/BEL 42 LAERQAGDEA---YDDSSIRQKYFGRGKAAKAQ--—————~— 80
Hu/GIV.1/LakeMacquarie/NSW2680 49 EDRDRFEE AYAQACGGDCDDIEISRIRNSIFRPSRKQRKEE——RVKLG 96

Dog/GVI.1/HKU Ca035F/2007/HKG 96 133
Mu/NoV/GV/MNV1/2002/USA 87 124
Hu/GI/Norwalk/1968/USA 101 13g Boxed sequence:
Hu/GII/Lordsdale/1993/UK 96 133 cpngmvedeﬂF4G-
Bo/GTIT/B309/2003/BEL 80 109 binding motif
Hu/GIV.1l/LakeMacquarie/NSW2680 97 134
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Highlighted amino acids (MNV numbering): V115 D116 F123

Fig S1



