Table 1S Percentage identity of representative 16S rRNA sequences. The V5 region of the 16S rRNA gene sequence was amplified using Ion Torrent sequencing platform. Identified key OTUs were matched against NCBI sequence database using BLAST search tool. Percentage identity was obtained using GeneDoc program v 2.7.
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Uncultured Pseudomonas sp. KF851137


Desulfosporosinus sp. BG KP184717
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	Anaerobic cellulolytic microbial consortium

Storm water canal

Pleistocene terrestrial sediment


Mining waste


Gut



Glacier ice



Baltic sea


Kerosene storage tank

Chandra Tal Lake Water
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