Figure S1. Western blotting analysis of transgenic plants expressing the HA-tagged HsfA1a transgene. Total proteins were extracted from the leaves and equal amounts of proteins (10 µg) were subjected to SDS-PAGE, and probed with an anti-HA monoclonal antibody. Three independent experiments were performed with similar results. OE, overexpressing; 1#, 2#, 3# and 4#, 4 independent lines of HsfA1aOE plants.

Figure S2. Relative mRNA abundance of HsfA1a in VIGS plants. The expression of HsfA1 family genes was analyzed at 30 d after Agrobacterium-infection in TRV-HsfA1a plants. Data represent the means of the 5th leaf of 6 silenced plants (±SE). Means with the same letter did not significantly differ at P < 0.05 according to the Duncan multiple range test. Three independent experiments were performed with similar results. 

[bookmark: OLE_LINK11][bookmark: OLE_LINK12]Figure S3. Electrolyte leakage (EL) of the terminal leaflets of the fifth leaves were determined immediately after 13 days of control or drought treatment in TRV and TRV-HsfA1a plants or WT and HsfA1aOE plants. All data are presented as the means of 5 biological replicates (± SE). Means with the same letter did not significantly differ at P < 0.05 according to the Duncan multiple range test. Three independent experiments were performed with similar results. 1# and 3#, 2 lines of HsfA1aOE plants; OE, overexpressing; WT, wild-type.

Figure S4. Profiles of total, soluble and insoluble proteins in tomato leaves under drought stress. (A) Profiles of proteins in TRV and TRV-HsfA1a plants collected at day 13 under drought stress. Proteins from the starting homogenates (T), first supernatant fractions (S) and last pellet fractions (P) were subjected to SDS-PAGE and stained with Coomassie Brilliant Blue. Major proteins accumulated in the pellet fractions are indicated by arrows. (B) Profiles of proteins in WT and HsfA1aOE plants collected at day 13 under drought stress. Proteins from the starting homogenates (T), first supernatant fractions (S) and last pellet fractions (P) were subjected to SDS-PAGE and stained with Coomassie Brilliant Blue. Major proteins accumulated in the pellet fractions are indicated by arrows. 

[bookmark: OLE_LINK31][bookmark: OLE_LINK32][bookmark: OLE_LINK19][bookmark: OLE_LINK30]Figure S5. Cluster analysis of the expression profiles of autophagy genes under drought stress. Six-week-old tomato WT Ailsa Craig plants were exposed to dehydration by withholding water and total RNA was isolated from leaf samples at the indicated times. Transcript levels were determined using qRT-PCR and the cluster analysis was performed using MeV version 4.9. The color bar at the top shows levels of expression. 0 d, 3 d, 6 d, 9 d and 13 d: drought for 0 d, 3 d, 6 d, 9 d and 13 d respectively. Three independent experiments were performed with similar results.

Figure S6. Heat-shock elements in the promoters of tomato ATG genes. Numbering is from predicted transcriptional start sites.

Figure S7. Functional analysis of tomato ATG10 and ATG18f in HsfA1a-induced drought tolerance using TRV-mediated gene silencing. (A) The expression of the ATG10 and ATG18f genes was analyzed at 30 d after Agrobacterium-infection in VIGS plants. Data represent the means of the 5th leaf of 6 silenced plants (± SE). Means with the same letter did not significantly differ at P < 0.05 according to the Duncan multiple range test. Three independent experiments were performed with similar results. (B) The expression of HsfA1a in WT TRV, TRV-ATG10 and TRV-ATG18f was analyzed under drought stress. Data represent the means of the 5th leaf of 6 silenced plants (± SE). Means with the same letter did not significantly differ at P < 0.05 according to the Duncan multiple range test. Three independent experiments were performed with similar results. (C) Phenotypes of WT and HsfA1aOE TRV, TRV-ATG10, and TRV-ATG18f plants. Six-week-old plants in soil were exposed to dehydration by withholding water for 13 days. Bars: 10 cm. (D) Relative water content (RWC) of the terminal leaflets was determined immediately after 13 days in WT and HsfA1aOE TRV, TRV-ATG10, TRV-ATG18f plants under control or drought treatments. Data represent the means of 5 biological replicates (± SE). (E) Electrolyte leakage (EL) of the terminal leaflets of the fifth leaves was determined immediately after 13 days in WT and HsfA1aOE TRV, TRV-ATG10, TRV-ATG18f plants under control or drought treatments. Data represent the means of 5 biological replicates (± SE). Means with the same letter did not significantly differ at P < 0.05 according to the Duncan multiple range test. Three independent experiments were performed with similar results. OE, overexpressing; 1#, line of HsfA1aOE plants.
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