Supplemental methods
Generation of ATG7pro-GUS, ATG8epro-GUS, ATG8hpro-GUS, and ATG8ipro-GUS transgenic plants and GUS staining

1.5-kb DNA fragments of the promoters of ATG7, ATG8e, ATG8h, and ATG8i were obtained by PCR using primer pairs XS447/XS448, XS467/XS468, XS027/XS028, and XS479/XS480 (Table S2). The PCR fragments were cloned into the XcmI-digested pCXGUS-P vector.1 The inserts were confirmed by DNA sequencing and introduced into Agrobacterium tumefaciens strain LBA4404, and then transformed into wild-type Arabidopsis using the ﬂoral dip method.2 Putative transformants were selected on MS medium containing hygromycin (25 mg ml–1) and verified by PCR using a promoter-specific forward primer and GUS-specific reverse primer GUS-SEQ (Table S2). The PCR-positive lines were tested by GUS staining. Subsequently, the T2 homozygous lines were sown on MS medium containing hygromycin and the resistant plants were used for further analysis.
Histochemical staining for GUS activity was carried out according to Zheng et al.3
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