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a web-based curated and searchable registry of content standards, databases and policies
in the life sciences
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Progressively, BioSharing will monitor the maturity of content standards, collecting metrics of mended in their policies /VTERM.NOLOGES 4\ re-usable

usage, and the level of endorsement. BioSharing is also being further developed as content-
provider for standards-driven metadata templates for data collection and curation.

BioSharing works to serve those seeking information on existing standards and databases, and to FUNDERS, JOURNAL EDITORS
identify areas where duplications or gaps in coverage exist, promoting harmonization to avoid

wasteful reinvention.

POLICIES

A catalogue of data preservation, management
and sharing policies from international funding
agencies and regulators.

Call for collaborators

T you have catalogues you would like us to link
to, contact us.
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Stem Cell Discovery Engine
Abbreviation: SCDE

General Information

Comparison system for cancer stem cell analysis

Developed in L5A
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