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MetabolLights
Abbreviation: MTBLS

General Information

Metabolights is a database for Metabolomics experiments and derived information. The database is cross-species, cross-technique and covers
metabolite structures and their reference spectra as well as their biological roles, locations and concentrations, and experimental data from metabolic
experiments. We offer user-submission tools and have strong reporting capabilities. We will utilise and further develop de-facto standard formats
where various components are encapsulated, such as the encoded spectral and chromatographic data, and associated information about the
chemical structure, as well as metadata describing assays and the study as a whole. We are dedicated to collaborate closely with major parties in
warld-wide metabolomics communities, such as the Metabolomics Society and the associated Metabolomics Standards Initiative (MSI).

Last updated: Oct. 30, 2015, 3:51 p.m.

Homepage http://www.ebi.ac.uk/metabolights/

Developed in United Kingdom , European Union

Created in 2012 Records are
cross-linked
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—(ISA-Tab - Investigation Study Assay Tabular

MODEL/FORMAT

General Information

General-purpose ISA-Tab file format - an extensible, hierarchical structure that focu
characteristics, technology and measurement types, sample-to-data relationships)

Last updated: Nov. 6, 2015, 11:28 a.m.

Homepage http://isatab.sourceforge.net/format.html
Developed in United Kingdom
Created in 2010
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Philippe Rocca-Serra, after an engineering
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