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why do I care about community building?



doing science can be amazing



thrill of discovery



thrill of discovery
of something no one else has ever 

seen before



freedom to explore your curiosity 



opportunity to innovate, to make 
something new and useful



travel to interesting places



flexible working hours and 
conditions



but doing science can also be 
tough



lonely



isolating



feeling like you don’t belong



feeling like you don’t belong

perhaps feeling like an imposter



don’t know who to trust



junior scientists have these 
feelings



"Ready, set..." - originally published 12/2/2009 ; ”The Daily Routine" - originally published 4/20/2012 

Piled Higher and Deeper by Jorge Cham www.phdcomics.com

http://www.phdcomics.com/comics/archive.php?
comicid=1488

http://www.phdcomics.com/comics/archive.php?
comicid=1259

(slide originally shown with comics you find at the above links 
included - I had permission to use the images in the 

presentation, but not to share under a CC-BY license)

http://www.phdcomics.com
http://www.phdcomics.com/comics/archive.php?comicid=1259


senior scientists have these 
feelings too



“Athene Donald: I still suffer from ‘Imposter Syndrome’”, Indrayani Ghangrekar. June 21st 2013

http://blogs.nature.com/naturejobs/2013/06/21/athene-donald-i-still-suffer-from-imposter-syndrome

Athene Donald's Blog “Getting away with it”, February 2nd 2014

http://occamstypewriter.org/athenedonald/2014/02/02/getting-away-with-it/

“I still suffer from ‘Imposter Syndrome’” 
Athene Donald, Master of Churchill College Cambridge, UK 
Professor of Physics, 2013



so, as I said 

science can be tough if you feel like 
you’re alone and isolated



but doing science can feel different



it can look like this…



  

Join us to discuss what they are and how to solve them.

Thursday 18th October
19:00 – 21:00

HUB is a participant-driven meeting where people with an interest in 
bioinformatics come together to discuss hot topics and exchange ideas. 

Contact:  jonathan.fuller@h-its.org

Organisers:
Adam Gristwood
Aidan Budd
Andrew Brown
Grainne Kerr
Jing Zhou
Jon Fuller
Katja Linssen
Matthew Betts
Pavlos Pavlidis
Rebecca Wade

HUB is collectively organized by bioinformatics 
scientists and science communicators from across 
Heidelberg, including from these institutions and more: 

● EMBL – Heidelberg
● Heidelberg Institute of Theoretical Studies
● University of Heidelberg

“Biggest Challenges
in Bioinformatics”

Grabengasse 3-5, Building 2170, Hörsaal 12a 

Tell us what you want to talk about...
Let us know if you're coming...

www.hub-hub.de

Heidelberg
Unseminars
 in

Bioinformatics
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meeting pointmeeting point

The Heidelberg Unseminars in Bio-
informatics (HUB) are participant-
driven meetings. As Wikipedia notes 

(as of 18th January 2013), “the term ‘uncon-
ference’ [unseminar] has been applied, or 
self-applied, to a wide range of gatherings 
that try to avoid one or more aspects of a 
conventional conference, such as high fees, 
sponsored presentations, and top-down 
organization”. At HUB, we have experi-
mented with several formats to encourage 
participation in the meetings. For the third 
HUB, the organizers chose to discuss the 
‘Biggest Challenges in Bioinformatics’. We 
adopted a format called the ‘World Café’, 
with participants engaging in a series of 
short (approximately 20 min) conversa-
tions in groups of between four and five. 
After each round of conversation, the table 
host remained in place and the other par-
ticipants visited another table with a spe-
cific topic of their choice. The table host 
then summarized the previous discussion 
to the new participants who added their 
ideas to the conversation. After a series 
of these conversations, the ideas were 
reported to the whole group in short form. 
We decided to take the idea one step fur-
ther and share our deliberations with the 
wider scientific community through this 
article, which was written collaboratively at  
http://www.hub-hub.de.

This article therefore summarizes some 
of the main discussions around the biggest 
challenges in bioinformatics. The summa-
ries are not intended to be comprehensive 
reviews of the state-of-the-art, but rather to 
reflect the discussions that took place at the 
meeting. As such, there are probably con-
flicting views on some areas, particularly 
relating to the question ‘what is a species’?

Data deluge
The continuing development of high-
throughput measurement techniques is 
leading to a constant increase in the volume 
of data available for analysis. For each piece 
of biological information in a measurement, 
any number of technical variables can be 
included, and it is not always clear which 
of these are relevant. Biological conclusions 
come only after multiple steps of quality 
control, filtering, normalization and pro-
cessing have been undertaken, all of which 
might involve ad hoc cut-offs, settings and 
procedures. Unless all relevant informa-
tion is retained, full reproducibility is not 
guaranteed. At the same time, the consid-
eration of storage and processing, as well as 
the transfer of data between collaborating 
partners,  is necessary and often limiting.

Even with sophisticated methods for 
information reduction, data-archiving costs 
can be considerable. One main challenge 
that the HUB meeting addressed is how to 
decide which data sets to archive and which 
to discard. The participants proposed that a 
benefit–cost ratio could be applied to each 
dataset to help to guide such decisions. Such 
a quantitative score would ideally take into 
account the estimated ‘scientific value’ to 
the community, the cost of archiving and the 
cost of recreating an equivalent data set. A 
formula to determine the cost–benefit ratio 
was even proposed; however, it became 
clear that an a priori measure of the scientific 
value of the data set was required to specify 

a truly useful cost–benefit ratio score. As the 
suggestion of the formula was only made at 
the end of a session, determining an abso-
lute measure for ‘scientific value’ remained 
an open question, given that several par-
ticipants considered this aspect hard to 
define, subjective and occasionally biased. 
A consensus from HUB participants was that 
quantitative scores should act only as an aid 
to those managing the data. Some data sets 
can never be recreated and so should argu-
ably be archived even when their value to 
the community is low. Similar ideas to those 
discussed in this section have been explored 
in the context of DNA archiving [1].

Knowledge management
The fact that information is available is not 
sufficient; it also has to be made accessi-
ble and useable. Barriers to its use include 
a lack of standardized formats, a lack of 
common interfaces to data, inconsistency 
in identifiers for biological entities, insuf-
ficient support for data-exchange frame-
works and insufficient visibility. Countless 
PhD projects involve attempts at solving 
this problem by introducing a new, com-
mon standard to eliminate inconsistencies. 
Unfortunately, unless these projects result in 
widely used, established standards, they just 
add additional layers of obfuscation.

A solution might be to accept the pres-
ence of parallel interfaces, whilst ensuring 
that new resources are available through 
as many formats as possible—for example, 
flatfile download, BioMart access and the 
Distributed Annotation System. Users can 
benefit from these resources according to 
their personal preferences. As with systems 
biology, redundancy of access to data can 
bring robustness to the tools using the data.

Biggest challenges in bioinformatics
Jonathan C. Fuller, Pierre Khoueiry, Holger Dinkel, Kristoffer Forslund, Alexandros Stamatakis, 
Joseph Barry, Aidan Budd, Theodoros G. Soldatos, Katja Linssen, Abdul Mateen Rajput & HUB Participants

The third Heidelberg Unseminars in Bioinformatics (HUB) was held on 18th October 2012, at Heidelberg University, Germany. 
HUB brought together around 40 bioinformaticians from academia and industry to discuss the ‘Biggest Challenges in Bioinformatics’  
in a ‘World Café’ style event.

One main challenge […] is how 
to decide which data sets to 
archive and which to discard
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help people find things they want 
to talk about and do together



helping them make these things 
happen



different images from the earlier 
lonely isolated ones



part of the difference is about 
“community”



being around people  
you trust, where you feel you 

belong



being around people  
who share your interests, goals, 

values



chances to make things happen 
you would not have done on your 

own



and can help reduce feelings of 
isolation



helping people experience more of 
this



can be great for them



and great for science



and great for science

by forging useful collaborations



what is community?



a social container
i.e. a group of people with something in common 



“the Ensembl user community”



but also



a characteristic of the interaction  
within such a group



more specifically…



a shared sense of belonging and 
trust

Caron, B (2015) Getting a Handle on Community, retrieved 25.10.2015  
http://dx.doi.org/10.6084/m9.figshare.1439803

http://dx.doi.org/10.6084/m9.figshare.1439803


a weak community

group has a  weak  sense of 
shared belonging and trust?



group has a  strong  sense of 
shared belonging and trust?

a strong community



what do you find in a strong 
community?



members of strong communities 
typically have strongly 

overlapping…



interests

members of strong communities 
typically have strongly 

overlapping…



values

members of strong communities 
typically have strongly 

overlapping…



goals

members of strong communities 
typically have strongly 

overlapping…



share a strong collaborative spirit

members of strong communities 
typically have strongly 

overlapping…



helping make weak communities stronger

“community building” 



why invest in building community?



volunteer to work together

members of strong communities 
typically



interact frequently and effectively

members of strong communities 
typically



members of strong communities 
typically

enjoy working together - making their  
work more productive



engage in knowledge-sharing

members of strong communities 
typically



are strong advocates for their 
community

members of strong communities 
typically



identify and address inefficiencies

members of strong communities 
typically



volunteer feedback

members of strong communities 
typically



members of strong communities 
typically

are innovative



where might you want to build community?



building community within your 
organisation



members of the organisation; e.g. staff 
(community as “social container”)



if this group develops community-
sense



more discussion about shared 
interests and goals



discussions uncover new 
opportunities for collaboration and 

innovation



greater commitment and loyalty to 
shared goals and values



more cheerful and productive 
members



members feel empowered - 
motivates them but needs careful 

management



building community around your 
product



group of users/customers/clients 
(community as “social container”)



if this group develops community-
sense



more feedback about their 
experience with your product



more ideas about possible 
developments of the product



more advocacy to other potential 
users



more loyalty from your users 



also… an increased sense of 
ownership amongst your users - 
needs to be carefully managed



how can we build community?



1. facilitate development of trusting, 
high-quality relationships 

2. give the group the power to make 
happen what they want to happen 

3. trust the community - trust them to 
want to make good things (for you and 
them) to happen



1. 
facilitate development of trusting, 

high-quality relationships

provide contexts for people to meet (in person 
and/or virtually) and find their common 
interests, goals, and values



1. 
facilitate development of trusting, 

high-quality relationships

commit to clear transparent respectful 
effective open communication



1. 
facilitate development of trusting, 

high-quality relationships

commit to clear transparent respectful 
effective open communication

publicise a clear concise description of the 
goals, vision, and mission of the community



1. 
facilitate development of trusting, 

high-quality relationships

commit to clear transparent respectful 
effective open communication

publicise a clear concise description of the 
organisational structure of the group



1. 
facilitate development of trusting, 

high-quality relationships

commit to clear transparent respectful 
effective open communication

ensure contributions are acknowledged and 
publicised



1. 
facilitate development of trusting, 

high-quality relationships

commit to clear transparent respectful 
effective open communication

support and encourage the use of a range of 
communication channels - although need to 
strike a balance of not providing too many



1. 
facilitate development of trusting, 

high-quality relationships

commit to clear transparent respectful 
effective open communication

make an extra effort to welcome and engage 
with any (potential) new members of the group



1. 
facilitate development of trusting, 

high-quality relationships

commit to clear transparent respectful 
effective open communication

make it easy for people who might want to join 
the group to find out about it and start joining in



2. 
give the group the power to make 
happen what they want to happen

resources



2. 
give the group the power to make 
happen what they want to happen

decision-making powers



if they are your users - then who knows better 
what they need your product to do for them? If 
they really want to make this work for 
themselves, then trust them and their opinions

3. 
trust the community - trust them to 
want to make good things (for you 

and them) to happen



challenges for community building?



building high-quality relationships 
takes time and resources



enabling growth of a strong 
community cedes control from 

other sources of power



want to read more?





Bruce Caron’s blog 
http://cybersocialstructure.org/

Virtual Democracy
We all want more say in our online lives

Lou Woodley’s blog  
https://socialinsilico.wordpress.com/

Association of community professionals  
http://www.communityroundtable.com/

http://cybersocialstructure.org/
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thanks
to BioRN for the invitation 



thanks
to you for listening



thanks
to Peer Bork and Toby Gibson at EMBL



thanks
to de.NBI for my funding



thanks
to my collaborators and other community members


