Supplemental Table 3.  Unadjusted associations between circadian polymorphisms and measures of circadian timing (n = 289)

	
	
	ACROPHASE
	BEDTIME
(actigraphy)
	BEDTIME
(self-report)
	WAKE TIME
(actigraphy)
	WAKE TIME
(self-report)

	Gene
	SNP
	β
	p
	Model
	β
	p
	Model
	β
	p
	Model
	β
	p
	Model
	β
	p
	Model

	CLOCK
	rs1801260
	.029
	.633
	A
	.067
	.256
	A
	.111
	.063
	D
	-.051
	.393
	R
	.055
	.367
	D

	
	rs3736544
	.044
	.467
	A
	.036
	.544
	R
	-.044
	.465
	R
	.099
	.092
	A
	.040
	.503
	A

	
	rs6849474
	.054
	.370
	R
	.053
	.371
	R
	.084
	.158
	A
	.057
	.338
	A
	.092
	.126
	R

	
	rs11932595
	.058
	.334
	D
	.044
	.460
	D
	.109
	.068
	D
	.047
	.428
	D
	.019
	.751
	A

	
	rs11735267
	.043
	.473
	A
	.036
	.549
	R
	-.043
	.470
	R
	.098
	.097
	A
	.039
	.519
	A

	
	rs2070062
	.028
	.638
	A
	.068
	.247
	A
	.110
	.066
	D
	-.050
	.397
	R
	.054
	.367
	D

	
	rs6850524
	-.048
	.430
	A
	-.062
	.291
	A
	-.156
	.009
	R
	-.051
	.385
	R
	-.089
	.142
	A

	CRY1
	rs10746075
	-.044
	.468
	A
	-.060
	.308
	R
	-.061
	.309
	R
	-.069
	.243
	A
	-.048
	.425
	D

	PER1
	rs2253820
	-.052
	.391
	D
	.065
	.271
	R
	-.083
	.161
	D
	-.103
	.081
	D
	-.102
	.090
	A

	
	rs885747
	-.075
	.214
	A
	-.077
	.195
	A
	-.106
	.076
	A
	-.056
	.346
	R
	-.116
	.055
	A

	PER2
	rs10198215
	-.086
	.153
	D
	.038
	.518
	R
	-.130
	.029
	D
	-.124
	.035
	D
	-.110
	.067
	D

	
	rs7570188a
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	rs2304676a,b
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	rs2304674
	.012
	.846
	A
	.054
	.361
	A
	-.094
	.114
	A
	-.039
	.506
	D
	-.087
	.147
	A

	
	rs10462023
	.038
	.526
	D
	-.074
	.213
	A
	-.036
	.552
	R
	.090
	.128
	D
	-.077
	.204
	R

	PER3
	rs228729
	.085
	.159
	D
	-.062
	.292
	R
	-.047
	.430
	R
	.121
	.040
	D
	.123
	.041
	D

	
	rs228682
	.072
	.229
	A
	.080
	.175
	D
	.095
	.112
	D
	.158
	.007
	D
	.124
	.039
	D

	
	rs1012477
	-.103
	.087
	R
	-.083
	.161
	R
	-.074
	.212
	R
	-.106
	.072
	R
	-.089
	.141
	R

	
	rs707465
	-.158
	.009
	R
	-.120
	.041
	R
	-.092
	.121
	R
	-.216
	<.001
	R
	-.167
	.005
	R

	
	rs4908482
	-.043
	.477
	A
	-.033
	.575
	A
	-.022
	.717
	D
	-.115
	.050
	A
	-.085
	.157
	R

	
	rs228697a
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	rs2640908
	-.034
	.574
	R
	-.037
	.531
	A
	-.064
	.281
	D
	-.129
	.028
	R
	-.087
	.152
	R


Analyses were based on log-transformed acrophase, bedtime (actigraphy and self-report), and wake time (actigraphy) values and square root-transformed wake times (self-report). A, additive model; CLOCK, circadian locomotor output cycles kaput gene; CRY, cryptochrome gene; D, dominant model; PER, period circadian clock gene; R, recessive model; SNP, single nucleotide polymorphism.
a SNP excluded from analysis because one of the genotypes had a frequency <3 (n = 3).
[bookmark: _GoBack]b SNP excluded from analysis because minor allele frequency < 0.05 (n = 1).
