Supplemental Table 2.  Unadjusted associations between circadian polymorphisms and measures of circadian rhythm strength (n = 289)

	
	
	MESOR
	AMPLITUDE
	CIRCADIAN QUOTIENT
	AUTO-CORRELATION

	Gene
	SNP
	β
	p
	Model
	β
	p
	Model
	β
	p
	Model
	β
	p
	Model

	CLOCK
	rs1801260
	-.060
	.322
	A
	-.029
	.631
	A
	.030
	.617
	D
	.010
	.863
	R

	
	rs3736544
	.061
	.312
	A
	.076
	.207
	D
	-.038
	.532
	R
	.038
	.528
	A

	
	rs6849474
	-.059
	.331
	R
	-.058
	.340
	R
	-.017
	.783
	R
	-.105
	.082
	R

	
	rs11932595
	-.077
	.201
	A
	.013
	.835
	D
	.084
	.162
	D
	.073
	.224
	D

	
	rs11735267
	.060
	.319
	A
	.081
	.181
	D
	-.036
	.547
	R
	.041
	.500
	A

	
	rs2070062
	-.052
	.386
	A
	-.028
	.642
	A
	.025
	.676
	D
	.005
	.931
	A

	
	rs6850524
	.093
	.124
	D
	.078
	.194
	D
	-.011
	.861
	A
	.110
	.068
	D

	CRY1
	rs10746075
	.094
	.121
	D
	-.018
	.769
	A
	-.070
	.245
	A
	.013
	.831
	A

	PER1
	rs2253820
	.116
	.053
	D
	.058
	.339
	D
	-.055
	.364
	D
	-.071
	.236
	R

	
	rs885747
	.040
	.512
	R
	.027
	.658
	R
	-.014
	.817
	A
	.015
	.804
	R

	PER2
	rs10198215
	.192
	.001
	A
	-.044
	.464
	D
	-.179
	.003
	A
	-.016
	.792
	D

	
	rs7570188a
	
	
	
	
	
	
	
	
	
	
	
	

	
	rs2304676a,b
	
	
	
	
	
	
	
	
	
	
	
	

	
	rs2304674
	.154
	.010
	A
	.000
	.998
	A
	-.149
	.013
	A
	.041
	.492
	A

	
	rs10462023
	-.151
	.012
	D
	.049
	.414
	A
	.175
	.003
	A
	.053
	.379
	A

	PER3
	rs228729
	.049
	.413
	D
	.048
	.427
	D
	.029
	.631
	D
	-.038
	.524
	A

	
	rs228682
	-.009
	.880
	A
	.101
	.094
	R
	.074
	.219
	R
	-.027
	.659
	D

	
	rs1012477
	-.053
	.383
	A
	.029
	.637
	A
	.072
	.234
	A
	.046
	.446
	A

	
	rs707465
	.011
	.849
	A
	-.049
	.413
	A
	-.037
	.538
	A
	.104
	.084
	A

	
	rs4908482
	.066
	.272
	D
	-.038
	.525
	R
	-.040
	.508
	A
	.099
	.099
	A

	
	rs228697a
	
	
	
	
	
	
	
	
	
	
	
	

	
	rs2640908
	.090
	.136
	A
	-.044
	.468
	D
	-.092
	.126
	A
	.121
	.044
	R


Mesor and amplitude analyses were conducted with square-transformed values and CD4+ T-cell count analyses were conducted with square root-transformed values. Bold associations have p<.05. A, additive model; CLOCK, circadian locomotor output cycles kaput gene; CRY, cryptochrome gene; D, dominant model; PER, period circadian clock gene; R, recessive model; SNP, single nucleotide polymorphism.
a SNP excluded from analysis because one of the genotypes had a frequency <3 (n = 3).
b SNP excluded from analysis because minor allele frequency <.05 (n = 1).
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