		
Table S1. Primers used in this study. 

Primer		  Sequence					Descriptiona

#1: Δ17598-01F_NheI	   5’- ACGCTAGCTTACTCAGAATGGCGTTATGT -3’	Inward primer for construction of pJΔ17598 (NheI site created for IPCR) 
#2: Δ17598-02R_NheI	   5’- ACGCTAGCTGAGTCAATAGCTGCCAATAG -3’	Inward primer for construction of pJΔ17598 (NheI site created for IPCR) 
#3: Δ17598-03F_NotI	   5’- ATATGCGGCCGCGGCCTTACCTAAGAACCCATA -3’	Outward primer for construction of pJΔ17598 (NotI site created for vector cloning)
#4: Δ17598-04F_NotI	   5’- ATAAGCGGCCGCCATAGAGCCCAAGGTAGAGTT -3’	Outward primer for construction of pJΔ17598 (NotI site created for vector cloning)
#5: Δ10397-01F_NheI	   5’- ACGCTAGCAACAACTGGCAAGGAACTAAA -3’	Inward primer for construction of pJΔ10397 (NheI site created for IPCR) 
#6: Δ10397-02R_NheI	   5’- ACGCTAGCCCAGTCGGCCTGCTTGTTATT -3’	Inward primer for construction of pJΔ10397 (NheI site created for IPCR)
#7: Δ10397-03F_NotI	   5’- ATATGCGGCCGCTTATAGAGGTGGGCGTTGGTG -3’	Outward primer for construction of pJΔ10397 (NotI site created for vector cloning)
#8: Δ10397-04R_NotI	   5’- ATAAGCGGCCGCTCTATTGCGAGAACTGGTAGG -3’	Outward primer for construction of pJΔ10397 (NotI site created for vector cloning)
#9: dFGSG_17598-06F	   5’- CCGCCTGTGTGCATTTAGTTC -3’		Primer for screening of the FGSG_17598 disruption mutant
#10: check on TrpC	   5’- TGAATGCTCCGTAACACCCAATA -3’		Primer for screening of the FGSG_17598 and FGSG_10397 disruption mutants
#11: pCSN43_Sac side_Fw	   5’- CACTAAAGGGAACAAAAGCTG -3’		Primer for screening of the FGSG_17598 and FGSG_10397 disruption mutants
#12: dFGSG_17598-05F	   5’- GTTTGTTCCGGAAAGGTAGCC -3’		Primer for screening of the FGSG_17598 disruption mutant
#13: dFGSG_10397-05F	   5’- TTGACTCGCGACATAGTTGAA -3’		Primer for screening of the FGSG_10397 disruption mutant
#14: dFGSG_10397-06R	   5’- ATTTACGAAGCGCAAGCATAG -3’ 		Primer for screening of the FGSG_10397 disruption mutant
#15: hph-PR1		   5’- GGGGCGTCGGTTTCCACTATCG -3’		Primer for preparation of the hph probe
#16: hph-PL1		   5’- AGCTGCGCCGATGGTTTCTACAA -3’		Primer for preparation of the hph probe
#17: FG_Tri5_F	   5’- ATGGAGAACTTTCCCACCGAG -3’		Primer for preparation of a northern probe and RT-PCR of Tri5
#18: FG_Tri5_R	   5’- TCACTCCACTAGCTCAATCGA -3’		Primer for preparation of a northern probe and RT-PCR of Tri5
#19: FG_Tri4_F	   5’- GAAATGGGAGTTCCTTTAGGG -3’		Primer for preparation of a northern probe and RT-PCR of Tri4
#20: FG_Tri4_R	   5’- GAGATCTCCAAGATGCACGAT -3’		Primer for preparation of a northern probe and RT-PCR of Tri4
#21: FG_17598_F	   5’- ATGTTACTCATTATAGTCGTC -3’		Primer for preparation of a northern probe and RT-PCR of FGSG_17598
#22: FG_17598_R	   5’- TCACAGTACGACCATATCCTG -3’		Primer for preparation of a northern probe and RT-PCR of FGSG_17598
#23: FG_10397_F	   5’- ATGCTTGCTACACCGACCCTG -3’		Primer for preparation of a northern probe and RT-PCR of FGSG_10397
#24: FG_10397_R	   5’- TCAAATCTTCTTGATGACTTC -3’		Primer for preparation of a northern probe and RT-PCR of FGSG_10397
#25: FG_GPD_F	   5’- GGTCGTATCGGCCGTATCGTCTTC -3’		Primer for preparation of a northern probe and RT-PCR of GPD
#26: FG_GPD_R	   5’- TGGGTGGCAGTGTAGGAGTGGA -3’		Primer for preparation of a northern probe and RT-PCR of GPD

[bookmark: _GoBack]aRestriction enzyme recognition sites created for primers are underlined (NheI) or dotted underlined (NotI).





Table S2. Media used in this study.7)

Glutamine or agmatine medium1
	element			concentration


sucrose			30 g/L
KH2PO4			1 g/L
KCl			0.5 g/L
MgSO4・7H2O		0.5 g/L
trace element		0.2 mL/L
phytagel			0.3 g/L
FeSO4・7H2O		10 mg/L
nitrogen source2		5 mM		
	1 pH is approximately 4.2 without adjustment. 
2 glutamine or agmatine.




5,000 × Trace elements7)
	element			concentration


citric acid			5 g/100 mL
MnSO4			50 mg/100 mL
ZnSO4•6H2O		5 g/100 mL
H3BO3			50 mg/100 mL
Na2MoO4•2H2O		50 mg/100 mL
CuSO4•5H2O		250 mg/100 mL	
	



Thirty milliliters of either medium was added into a 100 mL-Erlenmeyer flask and used for culturing. Trace element and nitrogen sources were passed through a sterilized filter and added to an autoclaved solution containing the remainder of the ingredients.

[7]	Gardiner DM, Kazan K, Manners JM. Novel genes of Fusarium graminearum that negatively regulate deoxynivalenol production and virulence. Mol. Plant Microbe Interact. 2009;22:1588-1600.




