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[bookmark: _GoBack]Supplementary Text S2. The point mutations in cas1 and cas2 genes in Shigella spp.
This supplementary text includes the sequence of cas1 and cas2 genes in S. sonnei, S. dysenteriae subtype D1 and S. boydii strains detected in our research. The marked bases represent the locations of point mutations.

CAS1
S. sonnei, S. dysenteriae subtype D1 and S. boydii subtype B1/2/3/4/8/10/18:
GTGACGTTTGTACCGCTGAGCCCGATCCCGTTAAAAGATCGCACCTCTATGATCTTCCTCCAGTACGGGCAAATCGACGTACTGGACGGCGCTTTCGTGCTGATCGATAAAACCGGGATCCGCACGCACATTCCGGTGGGATCGGTCGCCTGCATTATGCTCGAACCGGGAACGAGAGTTTCCCACGCGGCGGTGCATCTGGCCGCCACGGTGGGGACGCTACTGGTCTGGGTCGGTGAAGCGGGTGTTCGCGTCTACTCTTCCGGACAACCCGGTGGGGCGCGTGCTGATAAGTTACTCTACCAGGCAAAGCTGGCTTTAACGGAAGATCTACGTCTGAAGGTGGTGCGCAAAATGTATGAATTACGTTTTCGTGAGCCACCGCCAGCTCGCCGTTCAGTGGAGCAGCTACGTGGAATTGAGGGATCTCGCGTTCGCCAGACGTATGCATTACTGGCGAAACAATATGGTGTGAAATGGAATGGTCGCAAATACGATCCTAAAGACTGGGAAAAAGGCGATGTTGTGAATCGCTGCATCAGTGCTGCTACATCATGTCTGTACGGTATATCTGAAGCGGCAGTATTAGCCGCGGGATATGCGCCCGCTATTGGGTTTATCCATAGTGGCAAACCGCTTTCATTTGTTTATGACATAGCCGATATCATTAAATTTGATTCGGTTGTACCAAAGGCATTTGAAATAGCGGCGAGGCAACCCGCAGAACCTGATAAAGAAGTCAGATTAGCCTGTCGTGATATTTTCCGTAGCACTAAGTTAACGGGCAAATTAATACCGTTAATTGAGGAAGTCCTTGCCGCAGGTGAAATTGAACCGCCACAACCTGCGCCGGATATGTTACCGCCAGCCATCCCCGAACCTGAAACGTTGGGCGATAGCGGTCATCGAGGACGCGGCTGA

S. boydii subtype B5 B9:
GTGACGTTTGTACCACTGAGTCCGATCCCGTTAAAAGATCGCACCTCTATGATCTTCCTCCAGTACGGTCAAATCGACGTACTGGACGGCGCTTTCGTGCTGATCGACAAAACCGGGATCCGCACGCACATTCCGGTGGGATCGGTCGCCTGCATTATGCTCGAACCGGGAACGAGAGTTTCCCACGCGGCGGTGCATCTGGCCGCCACGGTGGGGACGCTACTGGTCTGGGTCGGTGAAGCGGGTGTTCGCGTCTACTCTTCCGGACAACCCGGTGGGGCGCGTGCTGATAAGTTACTCTACCAGGCAAAGCTGGCTTTAACGGAAGATCTACGTCTGAAGGTGGTGCGCAAAATGTATGAATTACGTTTTCGTGAGCC-CCCCCAGCTCGCCGTTCAGTGGAGCAGCTACGGGGAATTGAGGGATCCCGCGTTCGCCAGACCTATGCATTACTGGCGAAACAATATGGTGTGAAATGGAATGGTCGCAAATACGATCCTAAAGACTGGGAAAAAGGCGATGTTGTCAATCGCTGCATCAGTGCTGCCACATCATGCCTGTACGGTATTTCTGAAGCGGCAGTATTAGCTGCGGGATATGCGCCCGCTATTGGATTTATCCATAGTGGCAAACCGCTTTCATTTGTTTATGACATAGCCGATATCATTAAATTTGATTCGGTTGTACCAAAGGCATTTGAAATAGCGGCGAGGCAACCCGCAGAACCAGATAAAGAAGTCAGGTTGGCCTGTCGCGATATTTTCCGTAGCACTAAGTTAACGAGCAAATTAATACCGTTAATTGAGCAAGTCCTTGCCGCAGGTGAAATTGAACCGCCACAACCTGCGTCGGATATGTTACCGCCAGCCATCCCCGAACCTGAAACGTTGGGCGATAGCGGTCATCGAGGACGCGGCTGA

CAS2
S. sonnei, S. dysenteriae subtype D1 and S. boydii subtype B1/2/3/4/8/10/18:
ATGAGCATGGTCGTGGTTGTTACAGAAAATGTCCCGCCGCGCTTACGTGGACGGCTCGCAATCTGGCTACTGGAAGTGCGTGCCGGTGTGTATGTTGGTGATACATCAAAACGTATTCGGGAGATGATCTGGCAGCAAATTACCCAACTGGCTGGTTGCGGAAATGTGGTGATGGCCTGGGCGACCAATACCGAGTCGGGTTTTGAATTTCAGACCTGGGGAGAAAACAGACGTATTCCGGTGGATTTGGATGGGTTACGTTTGGTTTCTTTTCTTCCTGTTGATAATCAATAA

S. boydii subtype B5 B9
ATGAGCATGGTCGTGGTTGTTACAGAAAATGTCCCGCCGCGCTTACGTGGACGGCTCGCAATCTGGCTACTTGAAGTGCGTGCTGGCGTTTATGTCGGTGATACATCCAAACGTATTCGGGAGATGATCTGGCAGCAAATTACCCAACTGGCAGGTTGCGGGAATGTGGTGATGGCCTGGGCGACCAATACCGAGTCGGGTTTTGAATTTCAGACCTGGGGAGAAAACAGACGTATTCCGGTGGATTTGGATGGGTTACGTTTGGTTTCTTTTCTTCCTGTTGATAATCAATAA

