Supplementary Table S3. Number of Illumina SSU rRNA gene sequences, observed OTUs (Sobs), richness and diversity indices for NEEM Greenland ice core samples from different depths. 

	Sample

(bag #)
	Sample

depth (m)
	Number of sequences
	Sobs
	Chao1
	Shannon
	Inverse

Simpson

	    V6(3260)
	1792.45
	913,306
	283 (± 8.1)
	486 (± 50)
	  0.63 (± 0.0018 )

	1.36 (± 0.0014)

	V7(3262)
	1793.55
	1,001,399
	288 (± 8.1)
	452 (± 42)
	0.61 (± 0.0017)
	1.39 (± 0.0014)

	V8(3380)


	1858.45
	1,489,602
	245 (± 7.8)
	379 (± 36)
	0.50 (± 0.0020)
	1.22 (± 0.0012)

	V9(3309)
	1819.40
	982,006
	212 (± 7.4)
	388 (± 49)
	0.35 (± 0.0017)
	1.14 (± 0.0008)


The average values (±SD) were calculated for genus level. A normalized equal number of sequences (341,215) from each sample were randomly selected for analysis. 

