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	Nearby genes
(MHF of ASD, MHF of controls)
	
	MHF >0.05

	Chromosome
	SNP
	
	
	
	Chi_square
	df
	P-value

	3
	rs3849516-rs9873293-rs3914502
	
	NAALADL2
	(7kb away)
	
	26.52
	3
	7.41X10-06

	
	GGT
	
	(0.12, 0.20)
	
	16.81
	1
	4.12X10-05

	
	GGA
	
	(0.36,0.30)
	
	9.13
	1
	2.52X10-03

	
	ACA
	
	(0.48,0.45)
	
	1.94
	1
	1.63X10-01

	
	GCA
	
	(0.03,0.06)
	
	5.66
	1
	1.73X10-02

	17
	rs2002863-rs2447097-rs2447095
	
	SGSM2/MNT
	(In gene)
	
	17.29
	2
	1.76 X10-04

	
	CAA
	
	(0.31,0.24)
	
	13.78
	1
	2.06X10-04

	
	CCG
	
	(0.08,0.12)
	
	6.77
	1
	9.27X10-03

	
	TCG
	
	(0.61,0.64)
	
	2.73
	1
	9.87X10-02

	20
	rs6068777-rs290409-rs12479663
	
	CYP24A1/BCAS1
	(15-50kb away)
	
	28.01
	3
	3.62X10-06

	
	CAG
	
	(0.15,0.09)
	
	19.57
	1
	9.68X10-06

	
	AAT
	
	(0.16,0.13)
	
	2.14
	1
	1.43X10-01

	
	CAT
	
	(0.10,0.15)
	
	8.70
	1
	3.18X10-03

	
	CGT
	
	(0.59,0.63)
	
	2.79
	1
	9.50X10-02


MHF: Minor Haplotype Frequency

