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File S1. Representative output from the tal gene RVD sequence exporter for a set of 
assemblies of the BLS256 tal genes. Sequences are listed in alphabetical order with the 
number of occurrences on the left to facilitate picking maximal length sequences. An 
exclamation point indicates a repeat of atypical size, hash indicates the exporter could not find 
the conserved residues flanking the RVDs, and “[]->” indicates a likely frameshift as judged by 
lack of conserved residues and by sequence length.  
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