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>smart|AT_hook-uniprot|B8IWL6|B8IWL6_METNO/162-174 Transcriptional regulator, MucR family [Methylobacterium nodulans ORS 2060]
KKGRGRPKKAAAS
>smart|AT_hook-uniprot|B8II85|B8II85_METNO/160-172 Transcriptional regulator, MucR family [Methylobacterium nodulans ORS 2060]
KKGRGRPRKAAAS
>smart|AT_hook-uniprot|Q2KBD9|Q2KBD9_RHIEC/14-26 Hypothetical conserved protein [Rhizobium etli CFN 42]
NKGAGRPRKANVE
>smart|AT_hook-uniprot|A5V9C1|A5V9C1_SPHWW/210-222 Putative uncharacterized protein [Sphingomonas wittichii RW1]
VRRRGRPPKAKPA
>smart|AT_hook-s|290633.GOX0092/159-171 ATP-dependent RNA helicase [Gluconobacter oxydans 621H]
PKRRGRPRKTPVV
>smart|AT_hook-s|290633.GOX0092/190-202 ATP-dependent RNA helicase [Gluconobacter oxydans 621H]
PRRRGRPRKVDVA
>smart|AT_hook-uniprot|B8IGD9|B8IGD9_METNO/11-23 Transcriptional regulator, TetR family [Methylobacterium nodulans ORS 2060]
PRTRGRPPKTAPG
>smart|AT_hook-s|546272.BMEA_A1008/12-24 annotation not available [Brucella melitensis ATCC 23457]
KRSRGRPKKEGVL
>smart|AT_hook-uniprot|Q2K2G0|Q2K2G0_RHIEC/274-286 Probable insertion sequence ATP-binding protein, IS21 family [Rhizobium etli CFN 42]
QKPRGRPPKNPQF
>smart|AT_hook-uniprot|Q1GKA5|Q1GKA5_SILST/7-19 Transcriptional regulator, TetR family [Ruegeria sp. TM1040]
VRGRGRPRKFDEQ
>smart|AT_hook-uniprot|B8GYY8|B8GYY8_CAUCN/31-43 Transcriptional regulator, TetR family [Caulobacter crescentus NA1000]
AGGRGRPSKAKGL
>smart|AT_hook-uniprot|Q3J1F1|Q3J1F1_RHOS4/2-14 Phage terminase-like protein large subunit [Rhodobacter sphaeroides 2.4.1]
KRPRGRPRKDGLP
>smart|AT_hook-s|190650.CC_0334/31-43 TetR family transcriptional regulator; identified by match to  protein family HMM [Caulobacter crescentus CB15]
AGGRGRPSKAKGL
>smart|AT_hook-s|290633.GOX2686/228-240 annotation not available [Gluconobacter oxydans 621H]
GRKRGRPRKDHLF
>smart|AT_hook-s|317655.Sala_0084/7-19 Transcriptional regulator, TetR family [Sphingopyxis alaskensis RB2256]
SRTRGRPRKFDPE
>smart|AT_hook-uniprot|Q2IU72|Q2IU72_RHOP2/205-217 Peptidase C15, pyroglutamyl peptidase I [Rhodopseudomonas palustris HaA2]
KLARGRPRLARPD
>smart|AT_hook-uniprot|Q165C6|Q165C6_ROSDO/5-17 Acetate operon repressor, putative [Roseobacter denitrificans OCh 114]
KRPRGRPKSQFKE
>smart|AT_hook-s|470137.BSUIS_A1013/12-24 annotation not available [Brucella suis ATCC 23445]
KRSRGRPKKEGVL
>smart|AT_hook-uniprot|B8IQQ2|B8IQQ2_METNO/104-116 Putative uncharacterized protein [Methylobacterium nodulans ORS 2060]
LRGRGRPRKQPAS
>smart|AT_hook-uniprot|B7KZW1|B7KZW1_METC4/108-120 HMG-I and HMG-Y DNA-binding domain protein [Methylobacterium chloromethanicum CM4]
PRRRGRPRKVIVQ
>smart|AT_hook-uniprot|Q2IS60|Q2IS60_RHOP2/27-39 Transcriptional regulator, TetR family [Rhodopseudomonas palustris HaA2]
PKKRGRPRSYEPE
>smart|AT_hook-uniprot|A9W4W1|A9W4W1_METEP/4-16 Putative uncharacterized protein [Methylobacterium extorquens PA1]
SRRRGRPPGASTT
>smart|AT_hook-uniprot|B8IQF6|B8IQF6_METNO/161-173 Transcriptional regulator, MucR family [Methylobacterium nodulans ORS 2060]
KKGRGRSRKTDAS
>smart|AT_hook-uniprot|B8INQ0|B8INQ0_METNO/161-173 Transcriptional regulator, MucR family [Methylobacterium nodulans ORS 2060]
KKGRGRSRKTDAS
>smart|AT_hook-uniprot|B0U9X2|B0U9X2_METS4/274-286 IstB domain protein ATP-binding protein [Methylobacterium sp. 4-46]
PRRRGRPPKNGGA
>smart|AT_hook-s|290633.GOX0489/60-72 annotation not available [Gluconobacter oxydans 621H]
KRKRGRPRSTGQI
>smart|AT_hook-uniprot|B3Q2P5|B3Q2P5_RHIE6/13-25 Putative uncharacterized protein [Rhizobium etli CIAT 652]
KRRRGRPASFATI
>smart|AT_hook-uniprot|C6ARW9|C6ARW9_RHILS/9-21 Transcriptional regulator, TetR family [Rhizobium leguminosarum bv. trifolii WSM1325]
PKKRGRPPSAAAQ
>smart|AT_hook-uniprot|Q1MNA7|Q1MNA7_RHIL3/58-70 Putative two-component response regulator transcriptional regulatory protein [Rhizobium leguminosarum bv. viciae 3841]
AKSRGRPPKYAVV
>smart|AT_hook-s|483179.BCAN_A0985/12-24 annotation not available [Brucella canis ATCC 23365]
KRSRGRPKKEGVL
>smart|AT_hook-uniprot|Q2GBN9|Q2GBN9_NOVAD/320-332 Putative uncharacterized protein [Novosphingobium aromaticivorans DSM 12444]
PKKRGRPRKTPAP
>smart|AT_hook-s|246200.SPOA0143/5-17 IclR family transcriptional regulator; identified by match to protein family HMM PF01614 [Ruegeria pomeroyi DSS-3]
KRKRGRPKSFADK
>smart|AT_hook-uniprot|A8IM14|A8IM14_AZOC5/8-20 Regulatory protein [Azorhizobium caulinodans ORS 571]
PRRRGRPASTSPD
>smart|AT_hook-uniprot|Q1MJY1|Q1MJY1_RHIL3/9-21 Putative TetR family transcriptional regulator [Rhizobium leguminosarum bv. viciae 3841]
PKKRGRPPSAAAQ
>smart|AT_hook-uniprot|Q217L0|Q217L0_RHOPB/11-23 Transcriptional regulator, TetR family [Rhodopseudomonas palustris BisB18]
PRQRGRPKLMPDD
>smart|AT_hook-uniprot|Q210R7|Q210R7_RHOPB/7-19 Transcriptional regulator, TetR family [Rhodopseudomonas palustris BisB18]
VKRRGRPRKTEQP
>smart|AT_hook-uniprot|C6B153|C6B153_RHILS/58-70 Response regulator receiver protein [Rhizobium leguminosarum bv. trifolii WSM1325]
AKSRGRPPKYAVV
>smart|AT_hook-uniprot|Q2IVE0|Q2IVE0_RHOP2/76-88 HMG-I and HMG-Y, DNA-binding [Rhodopseudomonas palustris HaA2]
QRQRGRPRKQADA
>smart|AT_hook-uniprot|Q8KKX5|Q8KKX5_RHIEC/253-265 Probable insertion sequence transposase protein [Rhizobium etli CFN 42]
KRQRGRPASFATI
>smart|AT_hook-uniprot|B4RC35|B4RC35_PHEZH/10-22 Transcriptional regulator, TetR family [Phenylobacterium zucineum HLK1]
GRRRGRPRSFDPD
>smart|AT_hook-uniprot|B6JE42|B6JE42_OLICO/6-18 Acetate operon repressor [Oligotropha carboxidovorans OM5]
HRKRGRPRSFNPA
>smart|AT_hook-s|258594.RPA4091/26-38 Transcriptional regulator, TetR family [Rhodopseudomonas palustris CGA009]
VKRRGRPRKTEQP
>smart|AT_hook-uniprot|B8IQR3|B8IQR3_METNO/153-165 Transcriptional regulator, MucR family [Methylobacterium nodulans ORS 2060]
KKGRGRPRKAAAS
>smart|AT_hook-uniprot|C7CFJ2|C7CFJ2_METED/161-173 Transcriptional regulator, Ros/MucR family [Methylobacterium extorquens DM4]
PKRAGRPRKVAET
>smart|AT_hook-uniprot|C7JIC1|C7JIC1_ACEP3/304-316 Putative uncharacterized protein [Acetobacter pasteurianus IFO 3283-01]
GRKRGRPRKSESL
>smart|AT_hook-s|568815.BMI_I971/12-24 annotation not available [Brucella microti CCM 4915]
KRSRGRPKKEGVL
>smart|AT_hook-s|204722.BR0970/12-24 annotation not available [Brucella suis 1330]
KRSRGRPKKEGVL
>smart|AT_hook-uniprot|B8IXM4|B8IXM4_METNO/161-173 Transcriptional regulator, MucR family [Methylobacterium nodulans ORS 2060]
KKGRGRPRRAAAS
>smart|AT_hook-uniprot|Q2RML6|Q2RML6_RHORT/220-232 Putative uncharacterized protein [Rhodospirillum rubrum ATCC 11170]
PRPRGRPRKDKTS
>Aph AnkA cons
KSVKGGGRGR
