RepeatModeler identified consensus sequence library
Solanum tuberosum
>rnd-1_family-238#LTR/Gypsy ( RepeatScout Family Size = 393 Final Multiple Alignment Size (possibly truncated)  = 100 Localized to 2361 out of 4218 contigs )

TGTAACAGCCCGTATTACGCATATGCTTGTTCTATTCTTGTGATACTTGACATAGCCTTATAGTATAGGTGAGGGACCATGTTTCTTATATGATTAGCGTTGGTTTAAACTAGCTCGGAAGGTGATGTGATGCCTTGCACGTTTCAGCATGTGTACTGCAAGTTATAACTCCGACGGAAGTATTTAAACTCGAGACGGTAAGGTGGTAATTGAGCTTAAAGTTGAAAGTTAAGTGCTAAGTTAAAGAAAAAGGGATTAATATTTAGAAAATGGAATAAAATAAGTGAGCTGCTTGCTTGACTTAACTAAGCTAGTAGGTGACAAGTAGGTGCATCACCTACTTTGACTTATTGACCAGTCCAAAGGACCAAGTAGGTGCATCACCTACTTGAGCTATATGGATCTAGTTAAAAAGGCCAAGGTTTATGGATCAGATTTGGGCCTATGCTAATGGACTCACTTGAGGCCCAAACTAAGTTAAATAAAACGAAAATGAAATTAAAGCCCAGCAGCCAAATCTGCCAAGGCCCAATATATTTAAGCCCAAGTGAAAGCAAGTAGGTGCATCACCTAGTTTGACCTTTTGAGCTGCTTGATGTACATAAGCAGGTGCATCACCTACTTGACCAATTAGTGGCTGAAAATGGACCAAAAAAAGGGAGGTTCTAGAGGATTATTCTTAAAGGTNAAGAAGGCTCNATATAAACCCAATATNGGCTGATCTTTTCACTCATTTTAACACACAAAATTCANAATTAACTCCAGCTCTCTCTCTCTCTTTCTCTCAAGGATTAAAACAGCAGCCTTAAAGTTCCTTCTAGGGTTCTTGAAGAAACCCTCATATCTGCAAACCAAGGTAAGAGAAACACTTATGGATTTAGCTTAATTCTCCCATGGAAGACTAGGAAAACATGTTATTCATGCTCAATTATAAGTACAAGGCAGAAGTTCCCACAAGCTACTGCTCACTTTCCTTAGTTATTAAGATACTTTTCTCTTCTTCTTTGGTTTAAGTGTGAAGGGAAGTTGAAGTTCTAGAGGAATTCAAGTTATAAGGAGAAGTTGCAGAAATTGAGGTAAGGTGACTGCTCCATTTTCTTCCTCCTTATGTATGAGTTTGAGTGAGGAATTATGGGTGTGCTGTCATAAAGAACTCAAGGGGGTGGTGAGTTCAATAATTGGTTGTATGATAAAGAATATTTGAGGCTGTTTTATGTGTATTGTTGTTGGTGCAGCTTGGGTAATCTTGGAAAAGGATATATAATGTATGTATTGGGCAGAGAAGGAGGGTGTGGTGATACACATTATTTTAAGGGCTGTATGGGCTCATTATCCGTCAAAGTTAGCTACTGTTTTACGAGGCTCACGGTGTGATAGCTGCTAATNTTAGTTTATCATGACTTATATTGTAGATTAAAACCTAAAAGGGGAGGCTGAATCGTGATAGTTGTATTGGTCAGAGGATAAGGTATGTAAGGCTATTCGATTCAATATTCTTCGGCATGAAATCTGATACTTGCGATTAATATCAATAAGTGAATTTCCTAAGTTCTATTCCTAGTAAAGGAAACATAGTGGCAGCGTACGATCTCCAAATAGCTAACAATATTTCCCCCTCTCCTTAGTGTATAGAATTACTTCATTATATGTTCACTACTCTATACTTGTGTAATTATCCTCCTATGTGCTGGTATAGAAATGGTATTTGCAAAAGCAAGTTTGGTGAATCCTCCTCTTAGTCAGTTGAAGTCAATTGTGTCATTTAAGCTCACAAGTAATGCATTGATGTTACATAGCTCCTTATGTCATTGTTACTGCCTTGAAGTATTATTTTCATGTCTTCTACTACTGGTCCGTAGTTCCGAATATNAAAAATGATTATGACCACCAAAACAACAATCTCAAAGATTAAAGAATCTAAGTGAAGCAATCTGTATAATTAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCC

>rnd-1_family-389#Unknown ( RepeatScout Family Size = 192 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

TGATATAAAGCCGATGGGAAATGGTTCCGGCTAGTGATATGATATAAAGCCGATGGGAAATGGTTCCGGCTAGTGATATGATATAAAGCCGATGGGAAATGGTTCCGGCTAGTGATNTGATATAAAGCCGATGGGAAATGGTTCCGGCTAGTGATNTGATATAAAGCCGATGGGAAATGGTTCCGGCTAGTGATATTGTGCCGATGGGAAATGGTTCCGGCGAGAGATTGATTATTGTGACTTGATGCANTTTGATGCTTGTGNTTGACTTACTTGATANTTGTGATTGATGTACTTGTTACGTGTGATTGANCTACTTGACATTGAGATTGACTTATTTGACTGATTTCTGTGCAGGTTGTAGTTTGAGGAGGTTCGGTTGGGATGAAAGGAGTATTCGTTTTCTAGCTAGTTGCTTTGTTTAGTAGGTTGCTTGCTGGGTACCGTGTTGTTG

>rnd-1_family-426#LTR/Gypsy ( RepeatScout Family Size = 166 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

GAGGAGCNNTAATCCTGTCGGAGATGGACGGCACCGAGTGGCCGAAACCGATCAACTCAGACGCCGTCAAGAGATACTACGTCCGACCTGAATTCTCAAGAATGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCGTTCCCTTGTAATCCCTTTTTTAATATTTTATCCCTTTGTANTGAACTACGTTCGACCTGAATTCTCAAGAACGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCGCCCTTTTATTTGAACTACGCNCGACCTGAATTCTCGTCTCGACGAGATACGTAGGCAACCCTCCTCGGGTTCGGTC

>rnd-1_family-239#LTR/Gypsy ( RepeatScout Family Size = 390 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

TGTAACGACCCGGAAAACGANAGAGTGAAACTAGAGCCTCACATGTGAGTTTGGAGTCGAGAACTTAATGAAATGATTATATTTGAAACGACCCCAAAAGTGCCCGAAAATGTGCTTCGGAAATCACCTANAACTTGTAATTTANCCATATATCTCAAAATCCGTTNCGTGATTTCGGAAATCCGACTTCATATTCTTGTTCAGGGGGTCAAATTGAGTGGGAAATGGGTCTAACCCGAATTTTAGAGCAACCGTATCAAAATCCGAAATTTCCAAGCGAAGCCTTTTTCGAGGGTCNACTTTGGAGGGTCATATCTCCTAGCACACAAATTATTGGGNGGCCAATAACATATCCATGGAAAGCCCTTTGAGTTAGCTNCCCAACGCACTTCGTTTCACCTCATTCGGAGTTCGGACGAAGAAGTTATGCCCATTTTCGTAAAACCTGTCCGGCAGGAAAGGCAATTTCCAGTGAGCGTNTTTACTGTTCACCCGCCTCATTTTTTTTTCTAAGTGTTGGACCATTTTTTCCAAAGGGCATATGTTATTTCCTATATACCATTAGTTCAATTCCCATCTCTAAAACATTTCCCAAAACACCTCTCCCATACTTAGACACATTTTCTCTCAAGTTCTCTCAAGAACCCTAATCCAAAACCTTCCTCAAGATTGAAGAGACTCT

>rnd-1_family-69#LTR/Gypsy ( RepeatScout Family Size = 909 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

GTTCTAACAACATCACTTCCTCGTTTTCTGAGGAAGATAGTGCGGGCGACATTCCAGTTCCCCCTGTATCGAGCCTGCACCAGTTGCTAAGGAGCCTAATCGATGGTGTGTGGATGGCCAGTACCAAATTTACAGGGATGCTTGTATGCTGAACGAGAATGATAAGCCAGCCAGATTGATCACCGAGGAGCACCGGGATCTCAAAGATAGCGTCCACACCGCTCCGATCATTGAGGGGCTATTCCATAAACACAGGTGTAAGTGGATGGAACGACCCCAAGGCACGTACAACGAGGAGATAGTCAAGGAGTTCTACGCCTCTTATGCCGCCACTGTTAGAGGGTCCATCTCTAAGGGGACCNATGGACCGCAGGTCAGCCTCCCTCGACGGACCGTNGGTACCCACCGTGGGTCGACAGTTCAGCTACTGCCCAAAAGTTTTTTAGATTTTTTTCGTTTTGGTTCGTTTCTTGTTCTAAAATTCATCCANGTGTTTTTCTTTGCTTGTTTTGGTACTGACTAAGCTCCCACAATTAATATGGACCCCAACAAAGCTCCGACCTACGCCGCAAAGGGTAANTCAAAATCGGTCGCTTCCTCGTGCGGTTTGGTCATTGCCGAGGNCGCATAGGACACGGACTACATTTCNCCCACCACCGGGACCTCCCCCACTGCTCCNCGCACTACGAGGAACCGAGCCCGGTNGGTGATTGCCGAGTTGGTCACTACCTCCTAGTCTGATGAGGGGGCCACAACGATCGGATCACCGGCTGGCTCTGAGNCCGCATCTGGCTCNGGCTCCGACTCCAATTCTAACGGCATCACCGCCTCGTCTTCTGAGGCNGATAGTGCGGGCGACATTCCAGTGACCCATNGTNTCGAGCCTGCACCAGTNGCTGAGGAGCCTAATCGATGGTGTGTGGAGGGCCAGTNCCAGNTNTACAGGTATGCCCGCATGCTGAACGGGAACGATAAGACAACCNGACTGGTCACCGAGGAGCGCCGGGTTCTCACAGGTAGCCCCTNCACCGCTCCGGTCATTGAGGGGCTATTCCGTAGACACGTGTGTCAGTGGANGGCACGGCCCCNAGACACGTACAACGAGGAGATAGTCAAAGAGTTCTACGCCTCTTATGCCGCCACTGTTAGAGGGTCAATCTCCAAGAGGGCAAAGCCCGCAGCTCAGCCTCCNTCGACGGACCGTAGGTACCCACCGTGGGTCGGCAGTTCAGCTACTGCCCAGTTTTTTTAANTTTTTGTTTTGGTTCGTTTCTTGTTCTAAAATTCTTCCGTGTGTTTTATTGGCTTGTNTTGGTACTAACTAAGCTCCCACATGTACAATGGCCCCTAAGCAAGCCCCCACTTATGCCGCGAAGGGCAAGTCGAAGTCTGTNGCNCCCTCCNTGCGGCTGATCGATGAGGATACGGATGGGGAGTACGTTCCACCTCCCACCAGGACATCCCCCACTGCTCCACGCACTACACGGAATCGANCCCGGCAGGTGANTTCCGACGTGGTCACTGCCTCCCAGTCTGATGAGGGGGCCACACCGATCGGNTCACCGGCTGGCTCTGAGTCCGCATCCGGCTCCGNCTCCGGCTCCAGCTCTAACGGCGCCGCCGCCTCATCCTCCGAGGCCACTAGTGCGGGGGACATTCCAGCGCCACCAAACACCGATCCTGCTCCAGTTGCTGAGGAGCCAAACCGATGGTGTGCGAGTGGCCAGTGGCAGATATNCAGAGACGCTCGCATGCTGACCGAGAAGGAGAAGACGGCTCGATTGGTCACCGAGGAGCACCGGGTACTCACATGNAGCCTTCATACCATGCCCGACATCCATCGGCTCTTCCAGAAACATAAGTGTGAGTGGATGGCCCGTAGCCCAGGGNCCTTCAGCGAGGAGATAGTTANGGAGTTCTACGCTTCCTACGCAGCCACCCTCCGAGGTTCGATCGACAGACGGGCCAAGCCCGCTNCCCANGCTTCACTCACGGACCGTAGGTGCCCACTTTAGGTGGTCACTGCTGATACTGCCCAAATTTTTTTAATTGTTTTTGTTTTGTTTCGTTTCTTGTTCTNAAAANCTTCCGNGTGTGTNATTTGCTTGTCTTGGTACTAACTAAAGCTCCCACATGTACCATGGCCCCCAACAAAGCTCCGACNTACGCCGCGAAGGGGAAGTCAAAATTCGTCGCTCCATCGCGATGCATGATCATTGANGAGGGCATGGAGGACACGGAGTACGTTCCNCCCACCACCAGGACCTCTCCCACTGGTCCNCGCACCACGAGGAACCGAGCACGGTNGGTGATTCCCGACGTCGTCACTGCCTCCCAGTCTGATGAGGGGGNCACACCAATCGGTTCACCGGCTGGCTCTGNGTCCGCNTCTGCCTCCGGCTCCGTCTTTGCATCCGGCTCTAACAACATCACTTCCTCGTTTTCTGAGGAAGATAGTGCGGGCGACATTCCAGTGCCCCCCTGTATCGAGCCTGCACCAGTTGCTGAGGAGTCTAATCGATGGTGTGTGGATGGCCAGTACCAAATTTACAGGGATGCTTGTATGCTTAACGAGAATGATAAGCCAGACAGATTGATCACCGAGGAGCAGCGGGATCTCAAAGATAGCGTCCACACCGCTCCGATCATTGAGGGGCTATTCCATAAACACAGGTTTAAGTGGATGGCACAACCCCAAGGCACGTACAACGAGGAGATAGTCAAGGAGTTCTACGCCTCTTATGCCGCCACTGTTAGAGGGTCCATNTCTACAGAGGGCCGATCCCGCGGCCCAGCGCTCCATCGACGGACCGTAGGTACCCACCGTGGGTCACCAGNCCAGNTACTGCCCGAAATTTTTTTGATTTTTTCGTCTAGGTCCGANTCTTGTTCTAAAATTCTTCCATGNGTTTTATTGNCTTGTTTTGGTACTAACTANTCTTCCACAGGTACCATGGCTCCGAAACAAGCTCNNGCGTACGCCACGAGAGGGCAAGTCNAAATCAGTCGCCCCNTCCCGACGCCTGTTGGATGAGGACACCGATCAGGAGTACGTTCCGCCNACCACCAGAGGCTCCCCTACTGTNCCCCGGACCACTAGGAGCCGGNCCCGGCAGGTGGTTTCTACTAGTGACGAGGTCGNAGGTCACCGTCCCCCAGTCTGAGGAGGGGGCCACACAGNCTGGAGAGTCGCAGTCCGGCTCGAGTCGCAGTCCGGCTCCAGTCCTAGCGGCANTNCCGCTTCTTCATTCGAGGCCGATAGCTCGGGNGACGTCCTGGTACCNCCTAGAGTTGAGCCGGCTCCCAGTGCCACNGAGCCGAACAGATGGTGTGTTGAGGGCCAGTACCAAATNTATGAGGATGGNACNGTTCTGAACGAGCACCGGAAGATGGCCAGGACCGTTACTGAGGAGCGTNGGGTNCTNACAGGNAGCCTCCACACCGCGCCCGCTATTGAGGAGCTATTCAGGAGGCACAAATGTGAGTGGATGGCACGGGGCCCGGGGAACTNTAGCGAGGAGATGACTAGAGAGTTNTATGCCTCTTACGCCGCCACCGTCCGNAACTCCATCTCCAAACGGGCCAAGCCCGTAGCTCAGCCTCCACTTCAGGCGACTNTAGGTACCCACCGTGGCTCGGTAGTTCGGCTACTGCCCAATTTTTTTTNTNAAAAAAATTNTTTTNGTTTTGTTCATTTCTTGTTCTTAAATTCTTCCATGTGTTTTATTGGCTTGTATTGGTACTAACTAAGCTCCCACAGGTACCATGGCCCTTNAAGCAACCCCCAACTTACGCCGCAAAGGGAAANTCAAAATCCGTCGCNNCCTCCTTCAAACTGATTGATGAGGACGAGGATGTGGAGTACATTCCGCCTCCACCAGNGACATCCCCCATTGCTCCACGCACTACACGGAATCGAAGCCGGTAGGTGAGAATNNCGNNCGACGTAGTCGCTGCCCACTAGTCTAATGAGGGGGTCACAACAATCGGCTCGNNNCACCGACTGGTTCTGAGTCAGCTTCTGGCTTCGGCTCCGACTCCGGCTCCGGCTCCGGCTCCAGCTCACAGCGGTAGCACCGCCTCGTCNNACGAGGCTGNTAGTGCGGGGGACACCCCAGTGCCACCCANTACCGAGCCTCCAGCGGTTGCTACGGAGCCAAATAGGTGGTGTGTGGAGGGCCAATNCNAGATATACACGGATGCTCGCATGNTGAATGAGCAAGANAAGATAGCCCGATTAGTCACCGAGGAGCGTCGGGTTCTCACAGGTAGCCTCCACACCGCTCCAGTCATTCACGANCTTTTCCGGAGGCACAGGTGCGAGTGGATGGCNCGTAGCCCAGGGTCNTACAGCGAGGAGATCGTGCGGGAGTTCTACGCTTCCTACGCGGCCACCCTCACGGGGTCCATCTCTAAGCGGGCCAAGCCCGCCGCTCAACCTCCACTCGA

>rnd-1_family-123#LTR/Gypsy ( RepeatScout Family Size = 651 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

ATTNAAGAGGTAGTNAGACTNCATGGGGTTCCGGTCTCTATTATTTCAGATAGAGGTGCGCAATTTACTGCACANTTCTGGAAGTCNTTTCAGAAAGGTTTGGGTNCAAAGGTGAACTTAAGTACNGCCTTTCATCCTCAGACAGATGGTCAAGCAGAGCGCACNATTCAGACNTTAGAGGATATGTTGAGGGCTTGTGTGATTAGACTTCAAGGGTAGTTGGGATGATCACCTACCTCTCATTGAGTTCGCTTACAACAATAGTTACCACTCTAGCATCCAAATGGCTCCTTATGAAGCTCTNTATGGGAGAAGATGCAGATCTCCNATTGGATGGTTCGAAGTNGGTGAAGCNGGGTTGATAGGACCAGACTTAGTTCATCAAGCTATGGAAAAGTNAAAGTGATTCAAGAGAGGTTGAAAACGGCNCAGAGTCGNCAGAAATCCTACGCNGATGTTAGGAGAAGGGANTTAGAGTTCGAAGTAGATGATTGGGTNTNCTTGAAAGTNTCACCCATGAAGGGTGTTATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATATTGGNCCTTACAGGATTATCCGAAGGATTGGCAANGTAGCTTATGAGTTAGAGCTACCNCAAGAGCTAGCAGCGGTTCATCCGGTGTTTCACGTCTCNATGTTGAAGAAGTGCGTGGGCGATCCTTCTCGTATCGTNCCNACTGAAGATGTTGGGATCAAGGATAGCTTATCTTATGAGGAGATTCCCGTTCAGATTCTAGATCGNCAAGTTCGCAAGTTGAGGACNAAAGAAGTAGCNTCAGTCAAAGTNCTNTGGAGGAACCAATTCGTNGAGGAAGCTACTTGGGAAGCTGAGGAGGATATGAAGAAGAGATATCCNCATCTCTTTCAGNCCGAAGAGAAAGATGAAAATGTTGAGTTGAGGCGTTAACAAGTAAGTATAAGTCTATATGTTTAATGTGATTAATAGTAATACTAACTTAGGCTTGAACTTGTTTGGGCTGGATAACCATGCTAACATTCGAGGACGAATGTTTTAAGGGGGGAAGGATGTAACAGCCCGTATTATGCATATGCTTGTTCTATTCTTGTGATACTTGACATAGCCTTATAGTATAGGTGAGGGACCATGTTTCTTATATGATTAGCGTTGGTTTAAACTAGCTCGGAAGGTGATGTGATGCCTTGCACGTTTCAGCATGTGTACTGCAAGTTATAACTCCAACGGAAGTATTTAAACTCGAGACGGTAAGGTGGTAATTGAGCTTAAAGTTGAAAGTTAAGTGCTAAGTTAAAGAAAAAGAGATTAATATTTAGAAAATGGAATAAAATAAGTGAGCTGCTTGCTTGACTTAACTAAGCTAGTAGGTGACAAGTAGGTGCATCACCTACTTTGACTTATTGACCAGTCCAAAGGACCAAGTAGGTGCATCACCTACTTGAGCTATATGGATCTAGTTAAAAAGGCCAAGGTTTATGGATCAGATTTGGGCCTATGCTAATGGACTCACTTGAGGCCCAAACTAAGTTAAATAAAACGAAAATGAAATTAAAGCCCAGCAGCCAAATCTGCCAAGGCCCAATATATTTAAGCCCAAGTGAAAGCAAGTAGGTGCATCACCTAGTTTGACCTTTTGAGCTGCTTGATGTACATAAGCAGGTGCATCACCTACTTGACCAATTAGTGGCTGAAAATGGACCAAAAAAAGGGAGGTTCTAGAGGATTATTCTTNNATGGTCAAGAAGGCTCCATATAAACCCAATATGAGCTGATCTTTTCACTCATTTTAACACACAANATTCANAATTCACTCCAGCTCTCTCTCTCTCTCTCTTTCTCTTAA

>rnd-1_family-441#LTR/Gypsy ( RepeatScout Family Size = 158 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

AAATGGAATAAAATAAGTGAGNTGCTTGCTTGACTTAACTAAGCTAGTAGGTGACAAGTAGGTGCATCACCTACTTTGACTTATTGACCAGCCCAAAGGACCAAGTAGGTGCATCACCTACTNAGACTCTTTGACCANGTTAANGGGCCAAGTAGGCGCATCACCTACTTGCATTAATCTGGCCCAAAGGACCAAGTAG

>rnd-1_family-110#LTR/Gypsy ( RepeatScout Family Size = 701 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

TGAATGAATGTTGGGTTTGAGATGGATGCTCATCCGTGAGTTGAGGCGGGGTATCTAGTAGCAATCTCTTATCCCATAATAATGAACTAANGTAATGAATGTCAAGTACTCCGTGGGGAATAATGCTTAGCACCGAGTGGATATGAATATGAGATGGANGCTCTCNCGTTAGTTGAGGCGGGGTTTCTAGTAGCAATCTCTTGAGATGGANGCCCTCACGTTAGTTGAGGCGGGGTNTCTAGTAGCAATCTCCTTATCCCATAACTATGTGCCCACATAGGTTATTAGCTAGTGGATCCACCTAAGCTAAAAAGTAATGGTCCTACCTTAGGCAAGTAGGACACCCCTTATTCGGTGTGGGTGACACCGGATTCCATGTTAAGCTCACATGGTCTATGTCGGTTAAGGCTTATCCCCACATAAGAATGTTAATGAACTATGGCTTCTCAAGAATGCNCTACTTAGTGTGGGTGGTGGTATGGGACGTCATCCATGCATTGCACAAGTAGGCTTTGAGAGNGGTTATGGTGTGTTCCTTTATAATGTTAAATGAAATGAATGTGCTCTTATGATGANGCTAATGAAGAATGTTGATTTAATGTCTAATGAATGAAGGTGCTCTTAATGAAGCTAATGAAGNATGTTGACTTANATGCTTAAATGTGATGAT

>rnd-1_family-11#LTR/Gypsy ( RepeatScout Family Size = 1497 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

AACCTTGAATTCATAATTCAAATTCAAGGTAGAGTTAAGAGTTAAGTCTTGAGAGTTCTTTCGAACATTTTGAGAAAGTCCCTTTGAGTCCTTTTGAGGAGTCTTCTACAACTTCTAATAACTTGTTTCAAGACTCGAGCAAGTGAGTATGAGAATGAGGAGAATGTATTCATGAGTCTACTTTATCATCACGAGATCCTTCATATCATGAACCATAACTCTTGAATTCATAATTCACATTCAAGAGAGAGTTAAGAGTAGAGTTCAAGAAAGTCTTTGAGTTCAATTGTGAATCCTTTGAGATCAACTATCGATTTGAGCTAAGTTTTGAGGAAGTAAGTATGAGAATGAGAAGAGTCGTATACATGAGTTCCATATTGTTATGTAGACCCTCGAGTCGAGTCGTTCATGCCCATAAATTCCGCATGAACTCCATAAGTTGAGTATCTTTGAGAGGAGTAGTATCTTCAAGTTCTAAGTCTTGAGTATTGAGTTCCTAACCCTTTTGAGATTATATTCCTAATCATGGGACTATTACATGTTACCCATGAAGTCCTTGAGTTGAGTTGTTCATGCCCATAATTCCGCATGAACCCTATAAGTCGAGCAGTCTTGAGATGAGAAGTATCTTTGAGTCCTTGAGTTGAGTAGTTCATGCCCATAATTCCGCATGAACCCTCTGAGTCGAGCATTCTTGAAATGAGTAGTATCATTGAAGTTCTTGAGTTCCGAGTATTGAGTTCTATCTATGGTTATTGAAAACCTTGCATTGAGTCGTTCACGTCCATAATTCGGCATGAACCATATTTTAAGAAGTCTTTTACAAACGTTTTAACTTTGTTTTAAGACTTAAGCTTTGAGTTGAGTAAAGAGTAAGAGTNAAGTTCTTTTTCAAAGAT

>rnd-1_family-41#LTR/Gypsy ( RepeatScout Family Size = 1139 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

TTAAGCAAAGAGTAAAGAGTNGAGTTCATTTCTTCAAAAGTTATACGGGAACTAAGTATTCCCAAGAGTTTAAAATGTTTTCACATTTGAGCAAGAAAGGGAAACACCGATTTCCAAGAGAGCTTTTAAGCTAAGTTTTGAGTAATTATCTCAAACCAAAGAAAGAAGTTTTGTTTTAAAACATATGAGCTAAGTATATTTTGGGAGTAGTATTGAGCACCGATATGGGGACGCGAGTTCATANTAACTCAAGTCTCCATAAACCATGTAGCCATCATGGGTAGTAAAGGATCATACTTTTTAGATGACTCCTTAAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTTAAGGCGTTCTATATGACGGCAAAGTATAGGACAGTTCTGGCAGCGTGGGCAAGACGTTGTATCACCACTTAGGCTCATAGTGGTGGTTGTCGGTTAGAGAAACTCCCACAGAAACTATATTACTTTATTATATGAGTAAAGTTGAGTTTGTTATTGCATTTCTTTAACGAACTAAGTTGCTTTCTACTGTTTTAAAAGCTTTCTATATATTGCATGTGTTTTATTGCTTTATATTGAGTTAAGTTATTCATGAGTTGAGTAAAGCCAAGGTAAGTGTTCCTTTCAGATTCCTTTCAAGCTTATGTTATGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCGTNTTATGATGCAGACGCAGGTAACCAGGATCAGCATCCAGCGCCTCGTTGATCCAGTTGAGCACTCAGAGTCAGTTGGTGAGCCTCCTTGCTTTCCGGAGGACTCCTTTTTACATTGCTTTCTAGTTTTCAGTTGTTAGGATGATCGGGGGTCTTGTCCCGACATCCCTCTTTGTTTTAGAGGCTTCATAGACAGNTAGNTNTAGTTCTTTAGTCTTATTCATTTCAGTTGTATACGTTTAAGACTTGAGTT

>rnd-1_family-16#LTR/Gypsy ( RepeatScout Family Size = 1425 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

TTATGAATGATGATGATATATGTGAAAGGTTATTCTCACATACACACACACTCATGAATGAAGAATGAATGAAGTTTCTATGATTATGTTAATGATGATGTGTTGATTGAAAGGCTATTCTCAATTGTACNCTAATGAATGATAATGACATGTTGTGAAAGGACTTTCTCACAATATGGGGATTCTTAGNTGAAAGGCTATTCTCATCTTTGAATCTATGAGCTATCCAATGAATGAATGTTGGGTTTGAGATGGATGCTCATCCGTGAGTTGAGGCGGGGTATCTAGTAGCAATCTCTTATCCCATAATAATGAACTAAAGTAATGAATGTTAAGTACTCCGTGGGGAATAATGCTTAGCACCGAGTGGATATTGATATGAGATGGAAGCTCTCCCGTNAGTTGAGGCGGGGTTTCTAGNAGCAATCTCTTGAGATGGANGCCCTCCCGTGAGTTGAGGCGGGGTNTCTAGTAGCAATCTCCTTATCCCATAACTATGTGCCCACATAGGTTATTAGCTAGTGGATCCACCTAAGCTAAAAGTAATGGTCCTACCTTAGGCAAGTAGGACANCCCTTATTCGGTGTGGGTAACACCGGGATTCCATTATTAGCTCACATGGTCTATGTCGGTTAAGGCTTATCCCCACAATGAATGTTAATGAACTATGGCTTCTCAAGAATGCNCTACTTAGTGTGGGTGGTGGTATGGGACGCCATCCATGCATTGCACGAGTAGGCTTTGAGAGTGGTTATGGTGTGTTCCTTTAT

>rnd-1_family-6#LTR/Gypsy ( RepeatScout Family Size = 1646 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

AATAGAGCCCAATCTTCTTCAGTTGCTCCACCAGACAGAGCTGCACCTAGAGGAGCTACTTCNGGTACTGGCGGAGGAGCAAACCGCCTNTATGCTATCACTAGTCGCCAAGAGCAAGAGGATTCTCCAGATGTTGTCACTGGTATGATCCAAGTCTTTACTTTTGATGTTTATGCTTTGCTAGACCCAGGAGCGAGTTTATCTTTTGTAACTCCTTATGTTGCGATGAATTTTGATGTTCTTCCTGAGAAACTTNGTGAACCCTTCNGTGTTTCTACACCTGTTGGTGAGTCTATTCTAGCAGAGGAGTCTATCGTGATTGTNCCGTTTCCGTCAATCACAAGAGCACCATGGCTGATTTAGTTGAGTTAGACATGGTAGATTTTGATGTCATTCTNGGTATGGACTGGCTTCATGCCTGTTATGCCTCAGTTGATTGTAGAACTCGAGTTGTCAAGTTCCAGTTTCCNAATGAGCCAGTCTTAGAGTGGAAGAGTAGTTCAGCAGTGCCTAAGGGTCGTTTCATTTCGTACCTTAAGGCGAGAAAGTTAGTTTCCAAGGGGTGTGTCTATCACTTAGTCCGAGTTAATGACTCTAGTGTTGAGATACCTCCTATTCAGTCAGTTCCAGTAGTAAAAGAGTTTCCAGAAGTCTTTCCAGATGATCTTCCCGGAGTCCCTCCTGAGAGAGAAATAGACTTCGGTATAGATATTCTTCCNGATACTCGTCCTATCTCTATTCCGCCATATAGAATGGCNCCAGCAGAGTTGAAAGAGTTNAAAGAGCAGTTGAAAGATCTCCTNGATAAGGGTTTTATTCGACCAAGTGTCTCACCTTGGGGCGCTCCGGTCTTATTTGTGAGGAAGAAAGATGGTTCCCTTAGGATGTGTATAGATTACCGTCAGTTGAACAAGGTTACCATCAAGAATAAGTATCCTCTTCCGAGAATTGATGATCTTTTCGATCAACTTCAGGGTGCCACTTGTTTCTCTAAGATAGACCTCAGATCNGGCTACCATCAGTTGAGAGTAAGGGAATGTGATATTCCAAAGACAGCNTTCAGGACCCGTTATGGTCATTATGAGTTTCTGGTCATGTCNTTCGGTTTGACCAATGCGCCTGCAGCGTTCATGGACCTTATGAATAGAGTATTCAAGCCTTATTTAGATATGTTTGTTATCGTNTTCATTGATGACATNCTAATCTATTCGAGGAATGAGGAAGATCATGCTAGTCATCTCAGAATAGTTCTCCAAACTCTNAAGGATAGAGAGTTGTATGCTAAGTTCTCTAAGTGTGAGTTTTGGCTTGAGTCTGTGGCATTCTTAGGCCACATTGTNTCCGGTGANGGAATTAGAGTTGATACTCAGAAAATNGAGGCAGTGCAGAATTGGCCTAGACCCACATCTCCAACTGATATTAGGAGTTTCTTGGGNTTGGCTGGCTATTATAGAAGGTTCGTAGAGGGGTTCTCATCTATTTCGTCCCCTTTGACCAAGTTGACTCAGAAAACAGTGAAGTTTCAATGGTCTGAAGCTTGTGAGAAAAGCTTTCAGGAATTGAAAAAGAGGTTGACTACTGCCCCAGTNTTGACCTTACCAGAAGGTACGCAAGGTTTTGTNGTGTATTGTGATGCGTCTAGAGTTGGTTTGGGTTGTGTGTTAATGCAGAATGGCAAGGTTATAGCTTATGCCTCCAGACAGTTGAAGGTTCACGAGAAGAATTACCCAACCCATGACCTAGAGTTGGCTGCCGTAGTATTCGCTTTGAAGATATGGCGTCATTATCTNTATGGTGTTCATGTNGATGTGTTCACCGATCACAAGAGTCTTCAGTATGTGTTCANTCAGAAAGAGCTTAATCTCAGACAAAGGAGGTGGTTAGAGTTACTCAAGGATTATGACATGAGTATTCTTTATCACCCAGGTAAGGCTAATGTTGTTGCTGATGCCTTGAGCAGGTTGTCTATGGGTAGTACCGCCCATGTTGAGGAAGAAAAGAGAGAGTTAGCGAAAGATGTGCACAGACTTGCACGNTTAGGAGTCCGACTAATGGATTCCACAGAAGGAGGAGTAGTGGTGATGAATGGGGCTGAATCATCATTAGTGTCAGAAGTGAAAGAGAAGCAAGACCAAGATCCTATTTTGCTTGAATTGAAGGCAAATGTTCATAAGCAAAAAGTANTGGCTTTTGAACAAGGGGGAGATGGTGTATTGAGGTATCAAGGTAGATTGTGTGTACCAANGGTGGATGAACTCCAAGAGAGGATCATGGAGGAAGCTCATAGCTCCAGATATTCCATCCATCCGGGTTCCACAAAGATGTATCGCGACTTGAGAGAAGTNTATTGGTGGAGTAGTATGAAGAAGGGCATTGCAGAGTTCGTTGCTAAGTGCCCGAATTGCCAACAAGTTAAAGTAGAGCACCAAAGGCCCGGTGGTATGGCTCAGAATATAGAACTTCCGGAATGGAAGTGGGAGATGATCAATATGGATTTCATCACAGGTTTGCCAAGGTCTCGCAGGCAGCATGATTCTATTTGGGTGATTGTCGATAGAATGACNAAATCAGCCCACTTTTTGCCGGTAAAGACTACCCATTCAGCAGAGGATTATGCCAAGTTGTATATTCAAGAGGTAGTNAGACTTCATGGAGTTCCGGTNTCCATTATTTCAGATAGAGGTGCGCAATTTACTGCACAGTTTTGGAAGTCNTTCCAGAAAGGCTTGGGTTCAAAGGTGAACTTGAGTACTGCTTTTCATCCTCAGACNGATGGNCAAGCAGAGCGCACTATTCAGACCTTAGAGGATATGTTGAGGGCNTGTGTGATCGATTTCAAAGGTAATTGGGATGATCACCTACCTCTCATTGAGTTTGCTTACAACAATAGTTACCACTCTAGCATCCAAATGGCTCCTTATGAAGCTCTTTATGGGAGAAGATGCAGATCTCCTATTGGATGGTTTGAAGTTGGTGAAGCTGGGTTGATAGGACCAGACTTAGTTCATCAAGCTATGGAGAAGGTGAAAGTNATTCAAGAGAGGTTGAAAACGGCGCAGAGTCGTCAGAAATCCTACACTGATGTTAGGAGAAGGGANTTAGAGTTCGAAGTAGATGATTGGGTNTACTTGAAAGTTTCACCCATGAAGGGTGTTATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATATTGGNCCTTACAGAATATCCAAGAGGATTGGCAATGTAGCTTATGAGTTGGAGCTACCGCAAGAGTTAGCAGCGGTTCATCCGGTATTTCACATCTCCATGTTGAAGAAGTGCATGGGCGATCCTTCATTNATCATACCAACTGAAGATATTGGGATCAAGGATAGCTTATCTTATGAGGAGATTCCNGTTCAGATTCTAGATCGCCAAGTTCGCAAGTTGAGAACNAAGGAGGTAGCATCAGTCAAGGTCCTTTGGAGGAATCAGTTTGTTGAGGAAGCTACTTGGGAAGCTGAGGAGGATATGAAGAAGAGATATCCACATCTCTTCGAATCCGGAGAAATTCCAGATCAAGGTACTAATCCTCTTCTTGGTACTCTTTAATTTATAAGTTGGCATGTTGTATTTGCATTGCTTGTTGGGTGTTTGAGCTGGATGTTAGATGTTACACCCTTAGCCTACTAAGAGTAATCTCATTCGAGGACGAATGTTCCCAAGGGGGAGATATTGTAACATCTCGCNANTTGAAAGAACTAGAAAGAGCTAGAATTGGAAAGAGTCATTTTTGGAAAGAATGAAAATCTGGAAAATTTGTCAAGTATGTTAAGTTTGAGTTTTNGGTCAACTTCAAACGACCATAACTCCTAGCTCAGGATGAGTTAGGTGTGCTNCAAGATATCGTAGGAAAGATCTTGGAATTATCTTTCCAACGCCGCCGAGTTTGCNCGATTTCGAGTTCGTATGAGTGAGATATGCCCGTTTGAAGTTGGGCTGTCTAGNTAAGGAAAGTCAANCCGGATTTTAGAAGGGTATTTTGGTCTTTTCCTTACCCAATTAATTTAATTCGTTTTTAGTAATTTANTTGGGGTNTAAACTGATTTGGTTCAGTTTACGCNATCGAAAATTACGCTAGGGTTTTGAGAGAAGAGAAAAGAAGAGAA

>rnd-1_family-26#Unknown ( RepeatScout Family Size = 1283 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 2361 out of 4218 contigs )

TTACATATTCAGTACATTTTCTCGTACTGACGTCCCTCGCGGGGGACGCTGCATTTCATGCTGCAGGCACAGGTACTTCAGCTAGTAGACCTCCTCGGTAGGAGCACACGACACTCAGCTACTTTTGGTGAGCTCCAGGTTGATTCGGAGCTTTACTGAGTCCTTGGTAGATTCATTTTGGTATTGTATCGTAGTTAAGGGTAAGGCGGGGTCTGTCCCGACCTACTCTAAGGTTTTCTATCTTTTAGAGGCTTTGTAGACTTATGTATATGGTTCAGTTGCGTCTTAACAAGTTGTGGCCTCAACGGCCAAGTCTTGTATATAAGTTTTGGGTCTACTTATGTTGGTTCGTATCGCTGCATCCTATGTGAACTTGTCACAAGATTGTCATAGTTATATGCATAGTAAGCACAGGTTACATGTTGGTTCTCTCGGGCCTTTAGGGCATCGGGTGCCTGTCCGTCTTAATGGGATTTGAGGCGTGACAAAAGTGGTATCAGAGCAGGTCATCCTAGGGAGTCTACAAAGCCGTGTCTGTGTAGAGTCTTGCTTATGGATGTGTTGTGCACCACATTTATAAACAGGAGGCTACGGGACATGTAGGAGTTGTCTCTTTTCTTTCATTTCTTAGATCGTGCGATAGAACCAATGTTGTAGGCGAATCGTATCTAACTTCTAAATTGTTTTATTATAGCAAAGATGCCGGTTACGAGAAGGAGTAAAAGTACAGGTAAGCGAGTAGATGTGGCTGCCCAAGAAGGGACCAGCCAACCACCACCTAGTCAAGCTGTTCAAGGTGAGGCTCAAGATGAGTCTCTATCACAGACTTCCCCGACCCCTCCATCTCCAGAAGATCTAAGGAGGGAAGCTGCACCTCAAGAACCCCCTATTAATGCTACCGAGCAAGATTTGAGGAATGCGGTCCAATTATTGACTCGTATAGTTGCTGGCCACGGCCAAAGGCAAGAAGGTCCAGTTGCAGGTACTAGTGGTGTAGATAGAGCAGCTGGCACGCGGATACGTGATTTCCTTAATTTGGACCCTCCATCATTCACCGGGTCAGATCCTAATGAAGATCCACAAGACTTTATAGATCAGATCCAACGCACTTTCGATGTTATGCATGTAAGTGGTAAAGAAGCGCTCGAGCTAGCAGCATATAGATTAAAGGGTGTGGCTATATTGTGGTATGAAGCTTGGAAGCAATCCAGGGGAACAGATGCACCTTCAGCTACGTGGAAAGAGTTCAAAAAGGCATTCCTTGACCATTACCTGCCATTGGAGATCCGAGAGGCCCGTGCGGATCAGTTCTTAAATCTCCACCAAGGAAGTATGAGCGTGAGAGAGTACAGTCTCAAATTTAATTCCTTGGCCAGGTATGCTCCTAATGTAGTAGCTACTATGGGGGATAGAGTTCATCGATATGTGGATAGATTAGATTCATATCTGGTTAGAGACTGTACCATTGCTTCGTTGAATAAAGATATGGATATAGCAAGGATGCAAGCTTTTGCGCAAAAGTTGGAGGATCAAAGGCAAAGAAGAAGGACACAAGAGTCAGAAACAGGGCATTCTAAGAGGGCCAGATCCATGGGGCAGTTTACACCATCCCAAGGTGAGTTTAGGCCTCGGTTCTTTAACAGACCGCCTAGGCCATCATCTTCCTACTCTACAGCTAGCGCCCCACCTCGGTTTCAAGGGTCTAGGGGCAATCAGTTTGGGCAAAGAGGTGAAAGCCAAGGTTCACGAACAGCGGGGTACCAAGAGCAGGGAAGTACGAGCCAATCAAGACCTCCTCGACAGTCTTGTAAACAATGTGGAAGGAATCATTTAGGTGCATGTCGGTTTGGGACAAATGTTTGTTTTTGGTGTGGTACACCGGGTCATATGATGAGAAATTGCCCTCATAGGGGTGTGGGTGGTGTGGCACAACCTACTAGATCAGTTGTTGCATCCTCATCATCAGCACCTTCTTTAGGTAGGGGACAGACGCCTACTGGTCGTGGTAGAGGAGNTAGGGGAGCANCTAGTTCTAGCGGAGTTCAGAACCGCNCATATGCTCTCGNGGGTCGACAAGATTNAGAGGCNTCGCCGGATGTNGTCACNGGTACGTTGNCCGTCTTTTNACNTANTGTTTATGCNTTGNTAGATCCGGGGNCTACTCTGTCNTNTGTNACTCCATNTATTGCNGNGAAGTTCGATGTNANNCCAGAATTATTAGTGAAACCCTTCGNNGTNTCTACACCGGTCGGTGAGTCTATTATAGCTAGAAGGGTCTATCGNGATTGCACCGTNNCNGTCNNCGACCGNGNTACCTCGGCNGATCTCGTNGAGTTAGANATGGTAGATTTCGATGTCATTNTGGGTATGGATTGGTTAGCTTCTTGTTATGCCNCGGTCGATTGTNGAACTAGGATTGTTCGNTTCCAGTTTCCAGANGAGCCAGTCCTNGAATGGAAAGGTAGTATCGCAGCGCCTAAGGGTCGGTTTATTTCNTACCTTAAGGCGAGGAAGATGATTTCTAAGGGNTGTATCTATCATCTAGTTCGAGTTAANGATNTAGATGCGGAGCCACCGACTCTTCAGTCNATTCCGGTAGTNAATGAGTTTCCAGANGTATTTCCAGACGATCTTCCCGGNGTCCCTCCNGAANGGGAAATNGACTTCGGTATCGATNTNCTTCCAGATACNCAACCTATNTCTATTCCTCCNTATAGAATGGCTCCGGCNGAGCTAAAGGAGTTGAAGGAGCAGTTGAAAGACCTNCTAGATAAGGGCTTCATCAGGCCTAGTGTTTCNCCATGGGGCGCACCGGTNTTGTTCGTGAGGAAGAAAGATGGCTCNCTNAGAATGTGTATCGACTACCGGCAGTTGAATAAGGTNACNATCAAGAATAAGTATCCCCTCCCGAGGATTGATGACTTGTTCGATCAGCTNCAGGGTGCTAGNCGTTTCTCAAAGATNGACCTNAGATCGGGTTACCATCAGNTGAGAGTCAGGGANAGTGACATTCCGAAGACAGCTTTCAGAACNCGGTATGGTCATTNTGAGTTTTTGGTCATGTCNTTCGGNCTAACNAATGCNCCNGCAGCGTTCATGGACCTGATGAATAGGGTGTTCAAGCCGTATTTAGACNTGTTCGTNATCGTATTTATTGATGATATTCTGGTNTATTCAAGGAATGAAGAAGANCATGCNAATCATCTGNGAGTAGTTCTNCAAACTCTTCGAGATCGNGAGTTGTATGCNAAGTTCTCTAAGTGTGAGTTTTGGTTGGANTCTGTGGCNTTCTTAGGCCATATTGTGTCCGGTGAAGGAATTAGGGTTGATACNCAGAAGATAGAGGCAGTGAAGAATTGGCCCAGACCCACGNCTCCNACNGANATTNGNAGTTTCTTGGGNTTGGCNGGNTATTACAGAAGGTTCGTNGAGGGGTTCTCNTCCATTTCNTCNCCNTTGACNAAGTTGA

>rnd-1_family-103#Retroposon ( RepeatScout Family Size = 725 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTATCTCCTGTATTCAGATTAGCAAACCAGAAATAATAAAAGATGAAAAGAAAAACANAAAGAACTATCCGAGTCCACAGAACCCACTGTGTGTCCTTAAGAAATTTAATCCCCTCAAGTACCCGAGGTTGCAGATTAATTCCTCCCAAGATAAAACGGATTAACCGTTAAAGAAGTAGCGGTACCTCAAACTTCGATAATTTCAACGAACTCAAAATGACAGCAACGAATCGCACACACAGACACGATCGATCGATTTTGTTTTGTAAGAAATGTATGCAGAAGAAGGGAAGAATTCGATGTTGAAAAATGAGAGAAAACCTCTCTATTTATAGCCAACAAAGGGTAAAGGTCACAACTCTTCGGAAAGAAGACAACCTTTCGGAAAGGTCACAACCCTTCGGAAAAGTCACAACCTTTCGAAAGGTCACAACCCTTCAGAAAAGTCACAACCTTTCATAAAGGTCGCAACCCTTCGNAAAAGTCGCAACTCTTCATAAAAGTCACAACTCTTCATTTCCCGTTCACACCTTTAAAACCCAACAAT

>rnd-1_family-399#DNA/CMC-EnSpm ( RepeatScout Family Size = 187 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTATCCAATAGGAAGACGCCACGTAATAAATAATAATAATAATAATTTAAAAATANAAGGCTGTTAGTTTTAAGGGTAATNNTGGACCAAAAAGGTNGACGTGAGGGGTATTTTTAGCCCAATAGGTGGACGAAGGGTATNTTTGAACCATTTCGAATAGTTCAAGGGTATTTTTGGCCCTTTTCCGT

>rnd-1_family-57#LTR/Gypsy ( RepeatScout Family Size = 1015 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCTCACCTATTGAATCTATGAGCTATAGTATGAGTTATGTTGGATTGAGTGTCAAGACATTCTTCCATAAATATGAACTTAAGTCAAGACTTAATATGAACTCNATGGGAATTAATGCTTAGCACCGAGTGGATATGAATATGAGATGGAAGCTTTTACGCTAGTTGAGTCCGGCTTCCCAATGAAAGCTTTTACGCTAGTTGAGTCCGGCTTTCCAAATGGGTTCCTTCTACGCTAGTTGAGTCCGGGTTCCCAAAATGTGTATCTCATGAGATGGAAACCTTCTACGTTAGTTGAGTCCGGGTTTCTAGTAGCAATCTCCTTATCCCATAAACTATGTGCCCACATAGGTCTTTAGCTAGTGGATCCACCTAAGCTAANAGTNTAGTTCTACCTTAGGCAAGTAGGACAACCCCTTTTCGGTGTGGGGTAGACACCGGATTCCATGTNAGCTCACATGGTCTATGTCGGTTAAGGCTAAT

>rnd-1_family-155#LTR/Gypsy ( RepeatScout Family Size = 569 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACTGAGTTGTTNTCTACTGTTTTAAANGCTTTNTATANACTGCATGTGTTTTATTGCTTTATATTGAGTTGAGTTATTCATGAGTTGAGTAAAGCCGAGGTAAGTGTTTCTTTCAGATTCCTTTCAAGCTTATGTCATGTTTAGCATTCCCACTCGCATGCTCGTACATTCAATGTACTGATGCCATTTGGCCTGCATCGTTTTATGATGCAGACACAGGTAACCAGGATCAGCATCCAGCGCCTCGTTGATCCAGTTGAGCACTCAGAGTCAGTTGGTGAGCCTCCTTGCTTTCCGGAGGATCCTTTTTATTGCTTT

>rnd-1_family-18#LTR/Gypsy ( RepeatScout Family Size = 1364 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCAGAANNTTTTTGAGCTAAGACTCGAACCATCCTTCGTTGTGAGTAGGATTTTACCGAGGAATTTAAAATTTCTTAAGTGTTAAGGTCACTAGATGTAGCACCTTGAGTTCCAAAAAGAACTAAAGAGAATTCGTTCAAGTCATTCCTAAGTTCTTTTAAGTTTTGGGTCAACTTCAAACGACCATAACTTTCAGTACANGATGAGTTAGGTGGCCCATAAGATATCAAATGAAAGGTCTTTGAATCNTCTTTCCAACGCCACCGAGTTTGCTAANTTTCGAGCTCGNATGAGGGAGATATGCCCGTTTGAAGTCGGGCTGTCCAGTTAAGGAAAGTTACCCGAAAATAGTGAGGGGTATTTTGGTCTTTTCCTTACCCAATCAGATTTAATNCGTTTTTAGTAAGGTTTTAGGGGTCTAANCCGATTAGGNTCAGTTTCATTAATCCCNAAATACGCTTAGGGTTTTAGAGAGAAGATTCAAGAGGAGAAAAAGTTCAAAGTTTCAAGCGTTCGTTCAAGAAATTCGAGATTTCGCCAAGAACCTAGTTCTTTGAGGTATGTAAGCTTCCATAGTGTTGGGTTCGTTCACCCACACGCCAATCATGAGTTTCTTTTGCGAATTTATCCATAAATATTGAGCGATTTAAGTTCTTGATGAGTTCTTGATAAGTGTTCTTGAAGTTTCCTTATCGATTAAGTTTTGATGTAAGATTCTACTTGGGTCAACTTCAAACGACCATATCTCTTAGAATATAAAGAGTTACGTGGCCCATAACCTATCAAATTAAAGGTATTTGAATCTNCTTTCCAACGCCACCAATTTCGCGTCAATCCAATTTTTGAGTAAAAAGTTATGACCATTTTAGTAACCTGATACAGTGCNGTNACGAATTAGCCGACGGGAAAACATTAAAAAGGGTCGTTTTTGTCTTTTTACCTCCAAGAAAACCCTAAACGAATTTCTTGACTAATNAAAGGCCCAAAACAATCAGATTTTCATCTCTTAATCCATCATTCTCTTCTCTCTCAAACCCTAAGGNAAAACCCTAAGGAAAAATCAAAGTAGAAGACTCCATTCAAGATTCTTCTTCAAGGTAAGTCCTTCTCCAAGAATTTCATTCTTTCCAACTCAAATTC

>rnd-1_family-381#Retroposon ( RepeatScout Family Size = 199 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGTTCAGCCCTACCTTTTGCTTTACATATATCATTTTAAAGTTCCCCATTTAAATGTATCATAAGTAATTATTAAAATGGAAAATTAAAGGGAGAATGTATCATATTGGACAACAATTCAACTTATTATATATACTTGAAAGGGAAAAATATTACACAAAACTATTCAGTTTGTTTGGGTGTTTTTTNAAAATCAACATACCAGAGTGATGAAGTTCAATTTGAAACTACACTTCTATTCCAATCGCAGTGTCGAGAAACACATCTATTACTTCAAGAAAAGTATTTACAACTTGCAGTAAACTTGAGAATCTGTCCATACTTCATATTGAATATGAGCAATTAATTTATTGTGTAGTTATCTATGTCTTTGGGATTAAAAGANGCTCCAGTCTAGTCATATTCCTCTATAGGTCATCCGGCACATCCTTGAACCCATGTCAAAAGTTTATTAATTCTTGTCTTCTTTTCCTGGTTCACTTCGCACATCAAGGTGCGATAAAGTTTTTAAGGTCTTTATGTCCTTACAATGGCATACCAAATTTGAATTTTGTCTTCAAGAGATGGTAGTATAGATCTTTAAGGAATTTTTTTACTGTACCTTCAACAATTTCAGTAGAGAAAACTTGCGTGAATACTCAATTAACGTGTGTTGTTCAATCTGTACTAACAAATACTTATAACAATAACTTTGCAGAAACATAAACAACAAAGTTTAAANCATGTACTCAAAAACAACAATTAATAACATAAGCANAAATTAATGACTGTAAAAAACATACCAGGATCTGTAACAATAGAATGAAACAGAAAGGAAAAAATCGAGCCCACTGAATGCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTACCCGAGGTTTAANGGAATATATCCTCCCAGGATAGAACGATCTTANTCACCAGTGTATTGATACCNAAAACNATGGTGTCAGCGAGCCACTCAACGGCAGTAAA

>rnd-1_family-301#LTR/Gypsy ( RepeatScout Family Size = 282 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTATCGGATTGTCGTGGTATCTTCTATTCTTGTGTGTTGATTATGGTCCTGCCTTGTTGTAGTATCGAGGGGGTTGTGAGTAAAAGTCGTTAGGCCACGTGAATTCAGCGAAAAAGGTATGTTAAGGCTATTCCCTACTTACGGCATGTTTCCTTAAAGCTTAGGAGCGATGTAATTGGGTTGTTATCCTTGNTATACTTGTAGCCGTNATTGTTGATTGTTGGCTGCTCGAGTNGATATAATCCTCCCTTGTCGGGATTCTTATTCAGTTAGTAGCGTCCCTATGTTGGACACGACTTAGAGGCTATTCGTATAGGTTGCTTATAACTAAATTGCTCGCTTTTAGCGATTGGATTGTTATTGTTGCCCTTGGGGCTATTGTGGTTAGCTGCAGGAATGTGATCTATGCCTAGGAGGGCTATGTGCTGCCTACGGGGCTATATTGATGCCTAAGAGGGCTATGNGTTGCCTACGGGGCTATATTGACGCCTAAGAGGGCTATGTGTTGCCTACGGGGCTATATTGACGCCTAAGAGGGCTATGT

>rnd-1_family-293#DNA/CMC-EnSpm ( RepeatScout Family Size = 296 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAAGTTTGACTTTGGTCAACATTCTGAGTAAACGCGCTCGGATGAGAATTCCGTCAGCGCGGTTAGCTCCGGAATGTCGAGTTTGGTCTAGAACGACCCTTCGTTCGNNTCCCGAGGCTTCCGATCTCATTCCGAGCCCTTTTGTGGATTTTGGCTTAAAATGGCNTTTGGGNGTGGGACCCACTTTTTATCGAGACGACCTCGGATGGAAATTTCGACTGCGCCGTTGAGTCCGGAATATCGAATTTGGTAGGGTNGCATATCTCGTTTGCGTGCACGGGGTTCCGAACGAGTTCGGAGCACCCCGTCGGAGTTTTTAGTTTTTGGGAAATTGCAGATTTTCTGCAATAAATGCAGAAAAACCAGCAACATTTCCCAAACTTCAAACCCTCATAACTCTCTCATCTCTCAACCGATTTGGGCGATTCGAAAGGCAAAGTTGTGAGATTTTTCGAGGACAACGCGTTGGTGAGCTCGGATAGTGATTTGGGGTCCCCGTTTGAGGTAAATTTCGTAANATACCTGCTGCCACGACCCTTTTTGCGAGCTTGATTTTTGGAATTTTGACTTGATTATATCTCGGTCATTTTAGGTCCGATTTCGGTGATTCGAAGTCCCGCGCGTTGGGAATTGTCGTGGCTTCGTCGTAGAGTGTTCAAGGAGTGTTGGGAACCTCTCGTTTCTGGTAAATTTCGAGTTTAGGCTGCTGCATGTTTTCTTTTAAGTTGATATAANTGTGGTTTTCTTGCATGTTGGGTGTTGNTGCGTTTCGAGCCCCGAATTGTGTTCCATTTTGGGACACGAGTTCGGGGNGCTGTTTAGGACCTTTTGACGGAGTCAATTCCGGAATTTCGGCGCGGGTCCCACGATTCCCGTTTTGACTCCAAAATTGGTCCGTCTCCGTTTNTTGTGATTTTGGTGTCTAAACGACCGTANTAACGTTGTGATCCTATTTTTGATAGCGTGGCAGCGTTCCGAGGCCGTTCGGAAGGGAAAAGCTCCGGNGAAGTGATTTTGGAGCGCGCGCGATCGGCCTACAGGTAGGCTACGGCTTCCCTTCTCTTAGATTGAGCTCGAGTGTGTGAATGCATGTTGATTAGTTGGGATTTGGGGTGGGTAGTTATTGAATCNTGCNTAGGTGTTTAGAAATCATGTTTTAGGCCTATTTCGGGAATTATCGGGTAACTGTGAGCATGCTTTGTGTTATTAATGGACCCTCCTCGCTATGTGGAGTGCTTGCGTGCTTAATTATTGTTTATTTGAAGCATGTTTGGCCTTAGTCTAGGTTTAGACTAG

>rnd-1_family-542#Unknown ( RepeatScout Family Size = 112 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGCACAACGCTATGTATCCCGCTATGTGGAATGTATCAAACCTAATGTATCCCGTGCACAACGCTATGTATCCCGCTNACATCATTTTTAAGGGATTTTTGTAAATAGAAAANTAGAAGGGATAGGATGTAATTTAGTNCTTACACTATGTGATTCCTGTAATTTATACAATTTAA

>rnd-1_family-526#LTR/Gypsy ( RepeatScout Family Size = 119 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATCTTGATCCTAAACAAGGTATGTTTTTAGGAATGATGCAAATTGTTACTGCTCATAAATGGTATGTTAAATGTACCATATTGATTGATAATANTTTTTCTATAACTGATATTGCTATGATTGATAGTGGNGCCGATGTTAGTTGCATTCAAGAAGGTCTTGTACCTACTAAATATTTTGAAAAAACAACTCATATGGTTAAATCTGCTTCTGGACATGCTTTAGATATAAAGTATAAATTACCTAATACTCGTATTTGCCAAAATAAAGTTTGCATTCCNCATTTCTTTTTCTTGGTNAAAAATCAGTTATACCCTCCAATTATTCTNGGAACCCCTTTTATAAATGCTATTTATCCTTTTACTAGCATAAATGCTAAAGGNTTTTCTGCTACTTATGAAGACAGAGATATTAGTTATACTTTTATCACCGANCCTATTTCTCGNGATATTAATGCTTTGATTAATATGAAACAAAAGCATGTTGATTCTTTACAACTTGAGNTATTTAGTATGAATATATTCGATACTTTGAAATCTACTAAAGTACAGGAAAAATTAAATTAATTTCCGAACAAATNGCCATTGATATTTGTGCTGATCATCCTAGTGCTTTTTGGAATCGAAAAAAGCATATCGTNACTCTTCCATATGAAGATGATTTCTCTGAGGATGATATTCCTACCAAATCNCGTCCTTGTCAGATGAACGCCGAATTGGTNGAATTCTGCAAAAAGGAAATTGATAATTTGTTACAAAAGGGTTTGATAAAGCCTTCNAAATCACCNTGGTCTTGTACTGCNTTTTATGTTAATAACGCTGCTGAAAAAGAACGAGGTGTCCCCAGGTTGGTTATNAATTATAAACCTTTAAACAAATATTTAAAATGGATTAGGTATCCTATTCCNAATAAAAGAGATTTATTGNCNAGATTATATGATGCCAATATATTTTCAAAATTTGATTTAAAATCAGGATATTGGCAGATCCAAATATTTAAAGAGCATTCTTATAGAACGGCTTTTAATGTCCCGTTTGGACAATACGAATGGAATGTNATGCCNTTTGGNTTGAAAAATGCTCCNTCCGAATTTCAGAAAATNATGAATGATATTTTCAANCCATATTTGGATTTCATCATTGTTTATATTGATGATATTTTGGTNTACTCAAAAACTCTTGAAACGCATATTAAGCATCTAGACATTTTCAAGAAAATNGTTATNCAAAATGGTTTGGTNATTTCTAAACCAAAAATGAGTTTATTTCAAACNGANGTTAGATTTTTNGGNCATCATATTTGTCAAGGGAAAGTTACCCCTATTCAAAGATCTATTGANTTCGCATCAAAATTTCCTGATGTTATTACNGATAGGACNCAATTGCAGAGATTTTTGGGAAGTTTAAATTACGTNTCCCCCTTTTACAAAAATTTATCTCGNGATTTAGCCCCTTTATACGACAGGCTAAAAAAGGATCATAAANCGCCTTGGACTGATAGTCACACCGATCTGGTAAAGAATATTAAACTTCGNGTTNAATCTTTACCTTGTTTAACTCTTGCTAACCCTGCTTGGCAAAAGATTGTNGAGACGGATGCGTCTAATATTGGTTATGGNGGNATNTTGAAACAAATTAATCCNCATGATAAAAATGAATATCTNATTCGATTTCATTCNGGAAAATGGAGCGATGCCCAGAAGAAATATGCTACGGTGGCNCATGAAATGTTAACCATCGTTAAATGCGTNTTAAAATTTCAAGATGATTTATATAATCAAAAGTTTTTGATAAAAACTGATGCTCAATCTGTNAAATATATGTTTGATAAAGATTTTAAACATGATGCNTCNAAATTGATNTTCGCTAGGTGGCAGGCNCAGTTAGCCCCTTTTGATTTCGAAATCCATTATAAAAAGGGAAGTGATAACTCTCTTCCAGATTTCCTATCTAGAGAATATTTATCTTCATAATGAGTTTTCTTNCNCCCTTCTTTACTGANAAAACTTTGGTTACTATNTTGAAGGTAGTTCCTCTTAATAGAGATNTACAGGAATTNATTTTATGGAAAATTATAGATGATATGGTTAGAGAAGATTTCTCTATACATGATTTCGAAGAAATCGTCGATATCGACGACGAAAATTATTACAGTGATTACTATGATGCATTCGAATAAAACAAAATGTTATGTTTGCAGGATGGACCCTCCTTGGGTAACCAAGGGTAGAGGNAAAGGNAATAACACNCGNGGAAGGGGAAGATCATC

>rnd-1_family-295#LTR/Gypsy ( RepeatScout Family Size = 291 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTGATAGTTCTCTTGGTTACTTTAATGTGCTCTTAGATGGGTTTACCCTAAGTGGGGGATGATGAGTGAGTAGTGAGGTTGTTGATATCCTTATCTTTCCTTCTATTCCTATTCAAGCTTGAGACCAAGAGTTCCTCGTAGCTTGTTTCATGTTTTGGAGTCATGTGTGATTATGAGTTTCCATGATCTCCTTATGTTATGCATGTTCTTGANGAAATTATGTTATGCATGTTTTGAAGGATTCTTATTACATGAAAATGGAATTTTAGTGATAAAATTCATGTTTCTCATGTCGTTGTGCATCTTAGTATGGTGAATGCACTNTTGACTTCATGAGANGANTNTATGAGCATGCTTAGGTTNGGAGTTGAGAGATTCCTCCTTGAATGAATTGACCTTTGTGTAATANTTGCATATGAGCTCCATGATGCCATGTGTAGCATGTTNTGACTAGGAGATGGTAGTTCCTCCTTGAACATGACTAAACATGGTAATGTCATGCATGTTCTTGATAGTATGATGATTAAATGATAAGACTAGTAGATGATCTATANTCCTCATGTTGNGGTGCANCTAGTATGAGTTGCTTANTTGCCTCATGAGTNGAAATGTTGATCATGTCTATGTGTGCNTTTGAAAGNCATTGCATATTGGACCCTATGATGATATAAAAGGGGTAAATATCATG

>rnd-1_family-275#LTR/Gypsy ( RepeatScout Family Size = 324 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGTTTTTACACTAATGTNCATGATGATTCTTAAACTTGGTAAANTGCATGNTTTCAACTAAAATGTCCCTTTTAGCATGTTTTAAGGATTTTTATGCATGGCTATCATACTTAGTGCATTTTTGTACTAACCCATATTTTC

>rnd-1_family-364#LTR/Copia ( RepeatScout Family Size = 223 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAGCATTCATATCATCCATTGAGCCNAAGAACGTCAAGGAAGCCTTNNAGGATGCAGATTGGGTNACNTCAATGCAAGAGGAACTTCATCAGTTTGAGAGAAGCAAAGTNTGGNACCTGGTCCCCAGACCTNTCGACAGAACCGTCATTGGNNCNAAATGGGTCTTCAAAANCAAACTNAANGCNGATGGNANCATCGANAGATACAAGGCNAGACTNGTNGTNAAGGGNTACANNCAANAGGAAGGNATTGATTACGATGAGACNTTTTCTCCNGTNGCNAGAATGGNNACNATNAGAATNNTNNTAGCNTTNGCNGCTCACATGGAATTTAAGCTNTATCAAATGGATGTCAAAANTGCCTTCCTNAATGGNGATCTGGAGGAAGAAGTNTACGTGGANCAACCNCAAGGTTTTGAAGATGCAGAACTGCCAAATTATGTGCTAAACTNAANAAGNCNCTGTATGGNCTNAAACAAGCNCCNAGAGCNTGGTATGAAAGNTTGNCNAAATTCCTGCTTGCAAATGGATTCAAAAGAGGTAAGATTGATAATACNTTGTTCCTAA

>rnd-1_family-34#LTR/Gypsy ( RepeatScout Family Size = 1192 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGTGTCGTCACGCAATCACCCCACTCCTCGTTGCTTGTAAGGTAATAGACTTTCCCCTCACTTTGAATTTCGGTTCATAGATTGAATATAGAAAGTCGGGAGTCGGGTCTTGACCTTGGGTAATTGTTAGATGAAATTGCATGATAAANTTGAAAGTTACAATGCCCTTGGAACGATAGATAGTGATTGTGTNGCCTTATTGTATGTGATCGTAAGTCTANATGTNAGTTTCGACTTAGGGTTCCACAACTAGTCTAAANTGTTTGGTAAAATGATCAGTCGGAATCCTAAGAATGACGAACTAGCATAATTTAATGTTGTAAATGCATGATNAGACTGTGNTAATGTTGAAAACTAAGGCCAAAAATGTATGATACCTGGCACAGATGGCATCCACGATACCCCGTCTACGGACCGTAGATCCGTCTACGGACCGTAGATNAGGTTCGTGANTGGATGCACATGAAAAATTTCACCAAGTGTGAAACCACGGATGTGGACTACGGTCCGTAGATCGATCTACGGACCGTTCTGCACATCCGTGGTTTCCATCTGCGACCNATATTGTNGGCCCCCTGATCCACGGAAGGGATCCACGGACCGTAGATCAGTCTACGGACCGTAGGTCTCCTCCGTGGATGACCACTGTAGCCTCTGTCTGAAATTTTCTTGGGACTTNGTTGNTGTTCGTTNNCAGTTCTAAAAGTTTTTTTTTGTTGCGTATGGTTAGTTTTGGCACTAATATCGCTCCCGCAGGTACGATGGCACCCAAGAAGCTGGTCACCTACTCAAAACGGGGCAAGTCAAAATCTGTTGCCCCTAGCTTCNGGTTAATCGATGAGGACACGGACACCGANANAGATCCAGCATACGTTCCTCCCAACACNAGGACTTCTCCCACTGCACCCCGAGCCACCAGAGGCACCCCCCGGAAGGTGNTTCCCGACGTAGTCACTGTCTCCCAGTCTGATGAGGAGCACACACTGATCGGGTCACCAACTGGGGCTGCTTCCAGTTCAGAGGGGTCTACGTCCGGNTCCGAGTCTGCCCATGCTTCGGGCTCCGAGTCCGCCCATGCTTCAGGNTCCGAGTCTGCCCATGCTNCGGGGTCCGGTGCCGAGTCAGCCACAGGGTCCGGCGAGAATGACCAAGCAGCCTCGTCTGATGAGGCNACTAGCTCGGAGTCCGTACCNGTACCACGGAACGACGACCCCGCTCCAGTGGCCGGCGAGCCGAATAGATGGTGCGTNGAGGGCCAATGGCAAATNTATCGGGATGCCAAGATGATNAATGACAAAGAGAAGATGGCCCGACTTATTACAGAGGAGCGCAGAGTCCTCACGGGGAGCTTGCACACCGTNCCCGACATCCACCGGCTNTTCAACCTTCACAAGTGTGACTGGATGGCTCGAGACCCAGGGACNTATAGCGAGGAGATCGTGCGGGAGTTCTACGCCTCCTATGCCGCCACTCTCCGNGGTTCGATTTCCAAGCGGTCAAAGCCCNTAGCCCAGGACCCTCTCACTTCCACTATGGTCCGGGGTTGTCCGGTGGACATATCACACGCCACCATCAGCCGNTTTCTCTATGGTCCTACCACGGGTCACTCTTGGTCNCTCAACACGGCGGAGTTTGACTACCGATGGGACATCGTGCGGAGCGGCGCTTTCCAGAGGAACGCCGAGCAGCGGGAGGCTGTTNTACTATGGTTGGCCAGGTACATTGCTGCAGATGGNGAGCGCGCGGAGTGGGTCGCCGCTCCGCGGTTGGGCATCCGGAAGGCCACATTGAATTTTGCGGCCAAGTTCTTCTGGCTGTTGGTGCGNAACAGAGTGTCGCCTACAAAGGCTGACAATNAAGTCACNTGGGACAGAGCGGTCATGGTTGCAGCATTGGTAGCAGGANTGGAGATCGACTTTGCCCGCATGCTGCTGGCAGAGATTCACGAGAGGGCNTTCAAGACCTCCACTACTTACCCTTCCCATGTCTGATTTTTCANTTGTGCAGGGACTCTGGAGTGCCGATCTGGCATTGTGACAGGTTGGTCCACCCTACAGGGACNTTGGACATCGGCCTCATTCGAGATGAGGCAAATGTGGCGGCACCTCGCAGAGAGCCCCAGGTTGAGGTACCTCCCTTGGGCGCCGATCTTGCAGACGCGGTGGGGCAGGCGCAGGGCGGTGACCCCATTATCCCAGACCACACCGACGCTGTCCCGGCCTCCTCTTCTCAGGCCGCTAGTNNGGCTCCTAGCTCNTCCCGGTCCACACCACCNTCAGGAGCTACCGTCGTCCCGTTGGCCAGAGTACAGAAGTTAGAGGCTCAGATGGCCACACTGCTGCATCACGTCCAGCCNTGGATGCAAAAGTCGATAGCCGAGTCCGAGGCNAGGATGGAGCGNAGGATGGAGGGGATGATGGACCGGAAGGTCCAGGCCGTTAATAAGCGCCTCGATGCCTTTGA

>rnd-1_family-443#Unknown ( RepeatScout Family Size = 156 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCAATTACATGNTTTCCAATCGATTTCATATGAACCCATGCATTGATCATGATTTTGACTATGAACCCTAANTCGTATGAATTTATGAAGAAGCTATGAANCTATGAATGATGTTTTTATGAANTTATGCATGATTTATGAAAAGAAGAGTTTTATGATCTAGGTTGCTTTAAGATAAGCATCAATGAAATTGTGAAAGGATTTTCTCACATATTAAGGAATCATGATTTGGTGAAAGGTTTTCTCACATATGCNTGATTCAAGATTTAAGGAGCTACTCTATGATGTTTT

>rnd-1_family-391#Unknown ( RepeatScout Family Size = 191 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCCAAGTGAGGACCACGGGGACCTTCACGGTCCGTGGTCCTCGNCACGGGCCGTGGTGGCGTCCGTGAAGCCTAGCCAGTAGCCCCCTAAATCCTGAGCCACCAGACCTCAGCCCAAGTGAGGACCACGGGGACCTTCACGGTCCGTGGTCCTTCACACGGGCCGTGGTA

>rnd-1_family-457#DNA/hAT-Tip100 ( RepeatScout Family Size = 145 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATAATACATAAACATGACNCTTAACTTGGCCTCAGCTGACAANTAAGCACTCCAACTTTGAGTGTGCACATCTAGACACCTCAACT

>rnd-1_family-380#DNA/PIF-Harbinger ( RepeatScout Family Size = 200 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAGGGGTCGTTTGGTAGAGTGTATTAGNAAAAATAATGCATGCATTAGCTTTGTGTATTANTAGTACCTTGTTTGGTACGCTTTTTCANCCTATGTATAACTAATGCNTGCATTAGTTATACACTCTATTGTGTATTAAGGTGTGTATTACTAATACCATGGATTTCTAGGTATTAGTAATGCAANGGTTTTAATGCATGCATTAGCATGATTAAAGACNCAATTACCCCTCAAAACCTTTTTTACATCTTTTCCACCATAATTGTGGAGGGTATTTTTGTAAATAAATATTTTTATGCAATGCATGCTATTTTTAATACACCAAACCAAACAATGCATAAAAATAATCTATGTATAACTAATGCAAGCATAACTAATACANGCATTACTAATACACTCTATTTAGCATTATTTTTATACACTCTA

>rnd-1_family-49#LTR/Gypsy ( RepeatScout Family Size = 1091 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTTTCTTTATATTGCACTTGTTTTTAAACTGCTTTATATTGAAATGAGTTCAGTTATGTTGAGTTGAGTNGAGCCAAGGTAAGTGTTTCTTTCAGATTCCTTTCAAGCCTATGTTGTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCNTATTATGATGCAGACGCAGGTAACCAGGATCGGCATCCAGCGCATCGTTGATCCAGTTGAGCAGTTCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGATCCCCCTTTTTATTGCTTTATCATTTTAGTTCGTTAGGATGTCGTGGGTCTGTCCCGACATCCATCTCAGTTGTTTTAGAGGCTTCATAGATAGNCAGTCAGATGTTAGTTCATTNGTCTTTCATTTTGTTATTGGCTTATGTTNAGACTTGAGTTGCCATTTTGGCTAAGTTGAATGTTTATTTTTAAAACATTCTGAGTTCATTTTGAGACAGTTGAGTTATNTTGCATTTGAATCGTTTTNNTTATGCNTANAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCNCGCCCAGGGTGTAGGCTCGGGGCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGAGTCCTAGGGAGTCTATGAAGCCGTGTCTGTAGAGTCCTAGTTATCGGTGTGAAGCGCGCCACATCTATAATTAGGAGGCTGCAACATTTAGGAANTNTCTCACTTCTTTCACACTCATTTCGTGCGNTAGAGTTCGATCTCTAAAAAGTTTCCTTCTAATTCGTGCTTGCGCGTGTTTTT

>rnd-1_family-152#LTR/Gypsy ( RepeatScout Family Size = 579 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGATGAGTCCGAGATTTCGACTCATTTAGGGCTTTGTTTTNATAGTTTTAGTGTCCTCAAATGCCTAATTTATGCTATAAACTGATGTTAAAGCGTTGATTTNCAGNNATGNAGGCTAAGGAGCAAGGCAAGGACACTACCGGGCAAAAAGGAGCGAAACAAGCTGAAGAAGTGAAGAAAGGCGAGCCTGGTGATCGCCAAGACCACTCGGCGAGTCGCCGAGTGGCTCTTTAGCTCGCCTAAAGTTCCAGCGTGCCAGCCCTGGGGAAGAACCAANTCGGCGACGGAAATGGGCAGTCGGCGA

>rnd-1_family-307#LTR/Copia ( RepeatScout Family Size = 272 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTAAAGAATGACAAAAGTCCCACATCGGTGGTTAATGAGATGGGTGGACTCCTTATAAGGCTTGGGCAATCCTCCTCCCTTTGAGCTAGCTTTTGGGGTGTGAGTTAGGCCTAAGACCTAATTTAACATGGTATCAGAGCAGGGCCCGTCTCACCCGATGTTGGGGCCCCCAAAATCAAAATTGCCCACGCACCAGATGCTAAGCACTGGGCGTGAGGTGGGGTGTTAAAGAATGACAAAAGTCCCACATCGGTGGTTAATGAGATGGGTGGACTCCTTATAAGGCTTGGGCAATCCTCCTCCCTTTGAGCTAGCTTTTGGGGTGTGAGTTAGGCCTAAGACCTAATTTAACA

>rnd-1_family-222#LTR/Gypsy ( RepeatScout Family Size = 421 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATCAAAATGGCGCCGCTGCCGGGGAGTGGTGTTGTTTGAGAATTCTTTTAGTNAAGTTGAATTTTGTTCTTNTTAGTCGTAGTTGAATCTACTTACTTTTAGTTTTGGTTTTTGTGTGTTGTTGAAACAGAAGANATGAGTGTNAACGGNAGCAATGGTAGCCAAGTGGGCCACCAAGACGACATCGGAAACCTCAACGATGTCAATGAGCCNAACGTCAATGACCCANATCNAATGGGTGGTGTTGGTGCCATTCGTTTGCCTCCGGCCGAAGGGAACGCGGTGTTCCACGTNACGAGCACNATGCTGCAGCTCTTGCAANTGAAGGGNCTNTTCGGNGGGTTGGCTCATGAGGATCCCCATGAGCATATTCGAAACTTCGTGGATGTNTGCGGNCCGTTCTCGTTCAAGAACATATCNCAAGAATCGGTCCGGCTNAGGTTGTTCCCATTTTCTCTGATGGGGGAAGCNAGCAAGTGGTTGGCCGAGTTGCCAAGGGACTCCATCACTTCGTGGGANGAGCTNATCACNGCATTTCANGTGAGATTTTTCCCTCCNTCGAAGATGATGACNCTNAGGGATAACATCCAAAGCTTCAAGCGNTTGGAGGGTGAGCCAATCCACGAGACNTGGCTGAGGTTTAAGAAGTTGGTGCTNCAATGCCCAACTCACGGNCTNCCNGACAACGTGTTGCTGCAATACTTCTACCGGAGTCTNGACTCGGTNAACAAAGGNGTNGCTGACCAACTTNTTCCGGGAGGNATAATGCAACAACCNTNCGAAGTAGCGTCTCAACTCCTTGATGGCATGACNAAGATNAACCGGGCGTGGTACACCCGNGAAGACCAAGTCTCTCCTCTCACTTTTAGANTGACGAAAGAGCAGATCGAGAAAGATCAAGAGAGGGACCAAAACATGGCCAAGATGATGACCCAAATGGAANTNCTACAAGAACGTCATGGA

>rnd-1_family-469#DNA ( RepeatScout Family Size = 141 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGTATGAAGGAAATGTTTTCCAATTTTCTCATGTTTGGTTGGGTTAAATGTTTTGGAAAATGTTTTCCAAATCAACTCATTTTCCTCAAATTTAAGGAAAATGACTTCCCTTCAAAACTTAAGGAAAACATTTTCCAAAACTCTCTTCCAACTTCAAATTACAATTATTTTTTTGTTGAAAAAATCAATTTATTTTGTCCCTACCCTCAAACCAGCCCCCCAACCA

>rnd-1_family-115#LTR/Gypsy ( RepeatScout Family Size = 679 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTGAGTAATTATCTCAAACCANAGAAAGAGTTTTGTTTTTAAACATATGAGCTGAGTATATTTTGGGAGTAGTATTGAGCACCGATATGGGGACGAGTTCATAATAACTCAAGTCTCCATAAACCATGTAGCCATCGTGGGTAGAAAGGATCATACTTTTTAGATGATTCCTTAATGCTTTTTAGCATAGACTAGTGGATCCACTTAGTTGAGGCGTTCTATACGACGGCAAAGTATAGGACAGTTCTGGCAGCGTGGGCGAGACGTTGTATCATCACTTAGGCTCATAGTGGTGGTTGTCGGTTAGAGAAACTCCCACAGAGTTATATTATATTTTTATATACAAATTGAGTTGTTATTGTATTTTTTCAATACATTGAGTTGTTATCTACTGTTTTAAAGCTTTCTATATATTGCATCTTTATTGTTGCTTTATCCTTGAGTATTGAGTTGAGTATTCATGAGTTGAGT

>rnd-1_family-22#LTR/Gypsy ( RepeatScout Family Size = 1313 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCCTTCAAAACTCGATTTCGAAGCTNGCAANTTCTCCAAAANCTAGGGTTTTCAATCTAAGTCATGGGTTCTTCCTAAAAACGNTTTCAATTGTTGATTTATGTTGATTATGATGGATTATGGTTGAATTGATGGTTTATTGNTGATTTATGATGAAAATCCCCATGAACCCATGAATTCCCCATNTTNCTAAATTGTGAATTATGATGTGGGTTGATTGATCATAGAAGNATGACAATTGATTATGTCTATGTTGATTGAGTTATTGAATCATGATATTCCCNTATCTAATGTAGTAATTCTAGATGTTTGGGTTGANCGTGATTCATGGCCCTTGAAGGGCAAATTATGAGGGTTTGTACATGTTGATGAGAATTGTGTATGAGCTTATGATTCACTTAGAAAGTGAAGATCCTATGACTATTGTGTAATTGTGGTATTGTTGAAAGATCATTCTCCCCNTACCCTTACACATGACTATGCATGAANTGTCTATGATTATGATAATGTTGTTGTGTTGATTGAAAGGCTATTCTCATGAACACACTATGAACATGATGTGAAAGGTTTACTCACATATTGATGATTCTAAGGTTGAAAGGNCATTCTCACCTAATGAATCTATGAGCTATTATGATATCGTGTTGGATTGAGTGCTAGGGCATTCTTTCACGAACATGAACTTAAGTNAAGACTTAACATGAATTTAAAGGGAATTATGCTTAGCACCGAGTGGATATGAATATGAGATGGAGGCCTTCACGTTAGTAAGTCCGGGTTCCCAANGTAGTTATCTCATGAGATGGAAGCCCTCACGTTAGTAGTCCGGGTTTCTAGTAGCAATCTCCTTATCCCATAACTATGTGCCCACATAGGTCTTTAGCTAGTGGATCCACCTAAAAGCTAATACGTTAGTTCTACCTTAGGCAAGTAGGACACCTCTTTTCGGTGTGGGGGTANGACACCGGATTCCATGTAGCTCACATGGTCTATGTCGGTTAAGGCTATACTTCCCTACATGATAAGAATA

>rnd-1_family-555#Unknown ( RepeatScout Family Size = 107 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGTCAAGTCAAGTCTCCANTCTTCCAAGCTTTGTGGGCTTTGTAATCAAGGTATGATGGCTTATTCATCCAT

>rnd-1_family-134#LTR/Gypsy ( RepeatScout Family Size = 620 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGAAAGAACTAAATTGGAAATAGCAAAATCTGAAATTTTGCAAGTTATGCTAAGTTATGAGTTTTGGGTCGACTTCAAACGACCATAACTCTCAGTACAGGATGAGTTAGGTGGNCCACAAGATATCGAATGAAAGGTCTTTGAATTATCTTTCCAACGCCACCGAGTTTGCTAAGTTTCGAGCTCGTATGAGGGAGATATGCCCGTTTGAAGTCGGGCTGTCCAGTTAAGGAAAGTTACCCGAAAATAGTGAGGGGTATTTTGGTCTTTTCCTTACCCAATCAGATTTAATTCGTTTTTAGTAATATTTTAGGGGTCTAATCCGATTNGGTTCAGTTTTATAATCCTAANATACGCCTAGGGTTTTAGTTGAGAGTTCAAGAAGAGAAAAGAAGAAGAGA

>rnd-1_family-28#LTR/Gypsy ( RepeatScout Family Size = 1262 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTCCTTAGCTTTGAAGAATTGAAGNTTTTCACTTTTGAGAAATTGGAAGTGGGTCTTTGAGATTCTTCAANTTGGACCNTTGTAAAGACGAAATTAATCTTACCCAGTTGATGGAAACNCAATTTGGTAACGATTTTTATCTTTTTATGATGTCTAGCTAAAACCCCAATTCTTGGGGTGTGATTATGTGATTATGGGCTGATTTAGCTTATGGGTATTGCTAATTGTTAGTTTAAATGCTGTTTAGAAGTGATTTCAATCAGTAATTGTGGTTTAATTTAAGAATTGTAGTTGCAAATGCAGTTCTACCTTCGTGTTTTTGGCTTGCTCGAGAGAGAGGTTTTAAAACCAAGATTATTGATTGATGGTCTGTGGGTATTGGGTTGTCATGGGTTCAGCTCGAGAGAGTGAATCCTAAACCCTNTCCCACACATTCAGCTCGAGAGAGTGAATGGACTAAGGCGTAGGCTGTTCTTAATTTGCATGCTTGTTGGTGTTCGAGAGAAACCGACTTGATTCGGGGTAAATTGTTCGAGAGAAAGTTTACCTCCNCTATAGTCTAGCTTACTCACTAATNTNCAGCTATTTACTAATAGTTGCAATTACCCATTTGTCTATATTAGCCTATAATCCGATCACATCCCAAGAACCCGTCTCATTATTGTTATTTCGTATTGTTTGCGGCTGTTGTAGTTGATAATTAAAACCAAAACCCCCCATTTGACATTCGTGTCACCCCTTGATTTGAATTATGTTTTTATTCGATAATGTCTATTCCTATGACTGATTTGANCATATTCGTACTTTCCTATTGAATCTTAAACACGTACCGCTCCCTGTGGGATTCGACCCCAACTCATTTAGTTGGGTTNTATACTGATTAACGATCGTTGACGCTTAGAATTGGATGAAGTGTCCTTGAAACGTTAAATCAAAATGGCGCCGCTGCCGGGGAGTGGTGTTGTTTGAGATTCTTTTGGTNAAGTTGAATTTTGTTCTTNTTAGTCGTAGTTGAATCTACTTATTTTTAGTTTTGGTTTTTGTGTTGCTTGTTTAAACAGAGAAAATGAGCGTNAACGGAGCAACGGTAGCCAAGTGGGCCACCAAGACGACATCGGAAACCTCAACGATGTCAACGAGCCNAACGTCAATGACCCNNATCTAATGGGTGGTGTTGGTGCCATTCGTTTGCCTCCGGCCGAAGGGAACGCNGTGTTCCACATCACGAGCACCATGTTGCAGCTCTTGCAACTGAAAGGGTTGTTCGGTGGGTTGGCTCATGAGGATCCCCATGAGCATATTAGAAACTTCGTGGATGTNTGCGGACCGTTCTCNTTCAAGAACATATCNCAAGAGTCGGTCCGGTTGAGGTTGTTCCCGTTTTCTCTGATGGGAGAAGCGTGCAAGTGGCTGGCTGAGTTGCCANGNGANTCNATCACTTCGTGGGANGAGCTGGTCACCGCATTTCAAGTGCGATTTTTCCCTCCTTCGAAGATGATGACTCTTCGGGACAGCATCCAAAGCTTCAAGCGTTTGGAGGGCGAGCCAATCCACGAGACTTGGCTGNGATTTAAGAAGTTGGTGCTNCAATGCCCAACTCATGGNCTGCCCGATAACGTGTTGCTGCAATACTTTTACCGGAGCCTTGACTCGGTGAACAAAGGNGTNGCTGACCAACTTTCTCCCGGAGGTTTAATGCAACAACCNTACGCGGTAGCGNCCCAACTCCTNGATGGCATGACCAAGATCAACAGGGCGTGGTACACCCGCGAAGACCAAGTCTCCCCTCTCACNTTTAAANTGACNAAGGAGCAGATCGAAAAAGATCAAGAGAGGGACCAAAACATGGCCAAGATNATGACCCAGCTNGACATCTTGNCCAAAAATGTCATGGGNGCTGGTGCNAGGAGTGTCAATGTTGTGGGTGTCGGTGGTGCGAACCCCGANGAGGCCAAGTTTGAAGCGTTGTACAACGAGGAAGTGAACTTCCTAGCCAACCAAGGAGGNGGTTATCGTTCAAACTACCCGAGGCAGGGTGGTAACCAAGGTTGGAATAGAGATGAGGGCTGGAGAGATCGTGACAGAGAATGGNGNGATCGTAACGCCACTTGGAAGGANAGAGAGGGGGAGAAGGATAGGTACGTNCCTCCCCACGAGCGTCAAAAGCCCAAGGATTCNGAGGGTGGCCGNNCGGAGGATATGCTCTCNCGTATTCTCAACAAAGTTGAAGGGTCGGACAAAGTNTTGAAAGAAATGAAGGAAGATGTGTCGACCCTCAGCCAGACGGTCACCTCTCATTCAGTCTCNATCAAGCAGTTGGAGACCCAAATGGGTCANATCTCGTCTCATCTGAACCCGAGACAACAAGGGGGGTTGCCTAGTGATACTATGGCNAACCCCAAGAATGAGGCTTGAATGGGTACTTGCGTCGTGCCACGACGTTAACTAAGGCGCTNCTTGGGAGGCAACCCAAGTTTTTANTGCTTTNTGTTTTGATTTTGAATAACGGTGTGTTGATTGTGCAGGTTGAAAAGTGGAAAGTGTTTGAAAAGTGCAGGTTGGCGAGCCAAAAGTCCAGTCGGCGACTCGCCGAAGAGGTCGGCGAGCCCGACTTGGACCGCCGTTGGACTCA

>rnd-1_family-78#LTR/Gypsy ( RepeatScout Family Size = 844 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCAAGCTTATGTCNTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCGTNTTATGATGCAGACGCAGGTAACCAGGATCAGCATCCAGCGCCTCGTTGATCCAGTTGAGCACTCAGAGTCNGTTGGTGAGCCTCCTTGCNTTCCGGAGGACTCCTTTATTTGCTTTCTAGTNTTTCAGTTGTTAGGATGATCGGGGGTCTTGTCCCGACATCCCTCTTNGTTTTAGAGGCTTCATAGACAGTTAGTTAGTTCAGTTGTCTTTACATTNTCATTTCATATGTTAAGACTTGAGTTGCCATTTTGGCCAAGTTGAATGTTTACCTTTAAACGTTCTAAGTTATTTTATTAAACAGTTGAGTAAGTTCATTTGATTATTGTAAAATGCTTAGAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCCCGCCCAGGGTGTAGGCTCGGG

>rnd-1_family-402#DNA ( RepeatScout Family Size = 183 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTAGGGGGGTAATTATTTCANTTTNAAATAGTTCAGGGGGGTAATAGGACCCCCGTAAAGTATGAGTGTGTAGTTGGGAATTCGGNTATAGGTTGGGGGGGCATTTGACCATTTTCTCTA

>rnd-1_family-225#LTR/Gypsy ( RepeatScout Family Size = 417 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GATGTTGTATATGTTCGGTATGTGCATGTGTTACTATGTTGTAGTTACTTGCGTATGTTNCACTTANTGGGATAGCCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTGCACTTGCTCTTTCTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGATAGACCTCGGCTAGGAGACCATGAGCGTGACCGAATTCAAGGGTGAGCCAGTTCTTCCGGGCTGCCATGGATCTTCCTTGTTTAAGTCCACTCTTTTCGGACTCAGACTATTTGTTTAAGGTGTTGTTTAGTTTCGGGGTTGTACCCCTTNTTCTTAGACTTGTCGTTAGTAGAGTTTTGGTACAATGACTTTCAGGTTCTAGGGGTTGTTCTTCCGCATTAGTT

>rnd-1_family-400#Unknown ( RepeatScout Family Size = 186 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATGCCCTTAAACTATGCGAAAGGAACAAAAATGCCCTCCGTTTATAGTTTGGTTCAAAAATGCCCTTGCCGTCAATACTTTGGTCCAAAAATGCCCTT

>rnd-1_family-361#LTR/Copia ( RepeatScout Family Size = 225 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCAGAATCAGGTTCCACATTCCATACTGTNTCCTCAGTCACATCTCTATTCTATCCCCCCTCGTGTCTTTGGGAGCACATGCTTTGTTCATAACTTAGCCCCAGGGAAAGATAAATTAGCCCCTCGTGCCCTTAAATGTGTCTTTCTTGGTTACTCTCGAGTTCAAAAAGGGTATCGTTGCTATTCACATGATCTCCGTCGATACCTTATGTCCGCCGATGTTACATTCTTTGAGTCTCAACCTTACTATACATCTTCTGATCATCCTGATGTCTCTGAGGTCTTACCCATACCTCAGGTCTTACCTGTACCGACTTTTGAGGAATCTACGGTTACTTCTACATCTCCAGTTGTAGTGCCACCACTCCTAACTTATCATCGCGTCCGCGTCCAGCACTAGTCCCAGATGATTCATGTCATGCGCCGGACCCTGCTCCTACTGCGGACTTGCCTCCTCCTAGCCAACCGNTTGCNCTTCGAAAAGGTACACGATCCACTCGAAATACTAACCCACATANTNCNTTNTTAATTTTGTTTCCTATGATCGTTTATCCTCACCNCATTATGCCTTTGATTGCCTCTCTANACTCTATNTCCGTTCCTAAGACTACAGGTGAAGCACTTTCTCATCCTGGATGGAGGCAGGCTATGNTTGATGAGATGCGTGCTTTAGANGANAATCGTACTTGGGAGCTTGTCTNCCTTCCCGNAGGTAAANCTACCGTTGGNTGTAAATGGGTNTATAAAGTCAAAATCGGTCCAGATGGTNANGTNGANAGGTTCAAGGCTAGACTNGTNGCTAAAGGGTATACTCAGANANANGGGNTNGATTATNNTGANACTTTCTCTCCNGTNGCCAAAATGGCNACCGTNNGNNCTNTTATTTCTNTGGCTGCCGTTCGNCATTGGCCTNTNCATCAGNTGGATGTCAANAATGCNTTTCTNCATGGTGATCTNNANGAAGAAGTNTATATGGAGCAACCACCTGGTTTTGTTGCTCAGGGGGAGTCTAGTAGCCTTGTATGTCGATTGCGNAAGTCNCTNTATGGNCTGAAACAGNCTCCTCGAGCTTGGTTTGGNAAGTTCAGCGCGGTAGTTCAGGAGTTTGGCATGACTCGTAGTGGAGCTGATCACTCTGTGTTTTATCGACATTCTGCACCGAATCGGCGTATCTNTTTGGTTGTNTATGTTGATGATATTG

>rnd-1_family-247#Unknown ( RepeatScout Family Size = 366 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTTCACGAGCCACTTCACGGCTCGTGGTCATGACCACGGCCCGTGGGAAGGCTCGTGGGGTTGCCTTGGCCTCGTGGGAGTCGTGNAAAGTTGAGGGAGCTACTGCCTCAAGGACCACGGGCACCACCACGAGCCGTGGTGCCCTTGACGGNCCGTGAAGGTGGTCGTGAAGATCACTTGGGCGCGTGGGAGGCAAGGCTTCGAGGCCTAGCCACTGCCTCAAGGACCACGACCGTCACCACGACTCGTGGTCTTGACCACGGNTCGTGGGAGGTCTCGTGGTCATGCCTTGGGCCCTTGAGGGCTTGGCACGTTGAGGAAGGCTACTGCCCAAGGGACCACGGGCGGGACCACGGGCCGTGGTCCCCNCCACGGCTCGTGAAGGTGGGCGTGGTCCCTGACGGGGCCGCCTAAGTTGAGGGCTTTTGGGTAATTTCCTTTTAATTAATTATTAAGTGGGGTCGTTTTGGGTAGTTTTATAGCACTAGTATATATAGTTTTAAGTCTTAAACANTTCATTTACTCCATTATTCTCCAACACCCAAATCAAATCAAAAAGTTCCTCCTCTCAAAAATTCTCTCTCTAGAACTCGAAGAAGAAGAAGAA

>rnd-1_family-325#LTR/Gypsy ( RepeatScout Family Size = 256 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAAAAAAAAAAAAATGATTGAAGCATTCTTGAGATGATGAGAATTACTTGTGAAATAATTGTTGAAGAGAGGGCTGAAAATAAAGAGAAGAAAATAATGGGTGATGAAGTCTAAAATTGCAAAGTGCTTAAGGAAGTGTAAGTCACTATTATATAGTTTTCCTACCCGTCCCCTAGCCTACATTACAACCCGTTAAAGTCCTATTTGATTCTATTCGAGCATGCTTAATTAGTGGAGATGTACATAATGGGCAAGCNTATGGTTCTTTGTGCATACATGTGAATTTTNTTTGTGAGTGTGAGAGTGTTCTTTGATGCGAAGTCCTTAATTTATATTCAATCTTTTGAATTGAGTGTGTGGACTATTTCTTCTTGTGAGGGCACTTGTTTCATGATAGATAGGTGATTTTATTAACTTTCTTTGATGAGAGTAGGTGAGCAAGCTTAAATTTGATGAGTTCAAAGTCCTTCCTTGAGGTTAGGAGGTTAGAGGTTTGTTGTTTATTTGGATGTCTTGCATAATGATTGAGAAGTGTACTTGATGTTTTGAAATTGGTATATGGCCTAATTGTTTGTATTAACCAAAGTGATGACATTCCTAGTNTGATTTTTTGAGATGAGCTTTAATGTTTGCTCGAGGACGAACAAAAGTTTAAGTGTGGGGTGTTGATGTGAGGCCAAAAATACATATTTTTAATCATTATTTGCCTCACATTTATTATTTATATTTGTCCTTTTTGAGCATGAATTTTATGGATTGTGCTAAATAGTGTATTTTATTTGTAGGATTAAATTGGTGGAAAAATGAAGAAGTTTGGAGCTAAAACGAATTAAAGATGGAAGGTTGAAGAAGGAAATCAAGCAGACAGCTTAATGGATTAAATTNAATAAAATAATATATTTATATATAAAA

>rnd-1_family-448#Unknown ( RepeatScout Family Size = 152 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAAAAATATCTTGTTGAGTTGTCAAAAATTGAAGCACATGGTCATATTCATTTCTCTTTCACTTAGAACCTTTCAGCCCCCAAGGCCTAGCTCGAGTGGCAAAAGGTGGAGGATTTGTGGCTTAGGTCGCAGGTTCAAGCCCCGCACCATGCAAAGCGAAGCCCGGTATTTAAGTGGAGAAGGGTAGAGGGGCGGGCCCATTATCCACCGAGTTTAGAAGGCTGTGATTGGTCCAAAGGGCGGGTCACAGACGGATTTCTCGGTTATCAAAAAAAAAATATCTTGTTGAGTTGTCAAAAATTGAAGCACATGGTCATATTCATTTCTCTTTCACTTAGAACCTTTCAGCCCCCAA

>rnd-1_family-356#DNA/hAT-Ac ( RepeatScout Family Size = 226 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCAGATACATGTATCTCGGGATACATGGGGTCAAAATTAGGTGTAATTTGTTCTAGATACACTGTATCCAAGTGGATTCGCATGTATCTGGGATACATAACAAATCTCGCCCCTCGCCTCCCTCCCATCTCGCTCGCCACTCTCCTATCTCGCTCGCGTATCTGGTATCCCAGATACATGCGAATCACACTAGATTTTTTGCTAGTGTTATTGAAACAACACCATTGTTTGCCATATTTGATTTGAAAATCTTCTCATTTTCTTGATGTTATAGAATTNTAAGTTTGAAAAGAAAAAAAAA

>rnd-1_family-289#DNA/hAT-Ac ( RepeatScout Family Size = 300 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGAGCCGTCAAAATGGGCTTAGCCCATGGGGCCGGCCCGACCCAACCCGTTATTGGGGTAGGGTTGGGATAGGATTTTTCAAGCCCATTTAAAACTAGGGCTTATAAGCCCGGCCCATATAAGCCCTTGGCCCTTGAGGCTTGATCGGGGCCGGGCCGGGGTCGGCCCATGGGCCAAAACTNTTTATTTAAGGGTAACTTACAANAATCTCACTAGTNTATGAGCTAATTACTTAGATACACGCTATGTTGTAATATTACGAATCTTACCAGATTTTGGTACGTCCAGATACATGTATCTCGGGATACATGGANTCAAAATTAGGTGTAATTTGTTCTAGATACACTGTATCCAAGTGGATTCGCATGTATCTGGGATACATAGACAAATCTCGCCCCTCGCCTCCCTC

>rnd-1_family-543#Unknown ( RepeatScout Family Size = 112 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACTTAGCCCTAGTTCATCATCTAAGGCTTCTTTCTAGGGTTTAATCATATTTCGTTCGGTGCACGAAGGCCTACGCATAATCCTACCGTCGATTTACATATATTACGCAGTGAGCACGGATTTATAACTACTCAATTNATAAAACCTAGCCTACCTGGGCGCCAAGCAGCTGCACGGAGTTNTAGATAATTTTCTGGTTTCCGGGCTNCGTGACGGTGAATTTGGCCGGGAATCCGCAAGCTATCGCCATCCTCACGCTAGAAATCTCCTTCTCCTTCCTTCCCAAGCTTAGAGCAGCTTTTTGAGGGTTTCTAGGGTGNTTTACGNCTNATTTAGGTATTTTAGGAAGAAGGAGAAAATAAGATTTCGCGTNATTTACGTTCTGCCTCGCCTATCCCGCTCTGGCGCCAACTTACCCCGCCCTGGCGCCGCCGCCCTAGCGGCATCTGGCCCGCTCTGGCGGGACGGTGGCCCAGAATTTTTCCCGAATTTTTGCTTTTCCTAAATAACGACGGTTCGGGTCGTTACA

>rnd-1_family-266#LTR/Gypsy ( RepeatScout Family Size = 335 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCTCTCTCTAAAACCTCCATTGAAGAAGAAGAAGAAGTTGAAGCTAGGGTTCAAGAACTCAGCTTTTCTACTCAAATTCGTGAGGAAATCTTCAACTAAGGTATGGTAGTCTTCATCCNTGGNTAGCTTTCACCCANGGAGCCCTCAAANTNTGATTTCAAAGTTNGAAATTCCCCAAAACCTAGGGTTTTCANTCTAAGTCATGGGTTCTTCCTAAAAACGATTTCAATGGTTTAATTATGTTATATTATGATTGAATTGATGATTTATGGT

>rnd-1_family-226#Unknown ( RepeatScout Family Size = 417 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTAATACGGAAAAGGGTCAAAATTGCCCCTGAACTATGCGAAATAGACCACTTATACCCTTCGTTACATTTTGGGATCAAAAATGCCCCCGCCGTTATCCTAAGAGACCACAAATACCCTCAAGAGTTAACACCCCAAATTTTTAGTGACGTGGCAAGCCACGTGGGACTAATCCCTCCACCTAAGCGTTGCCAACTAGGATTCACTACAAAAGAACTNGACCTTTAGCGGCGACAAAGTCGCCACAAAATCCCAAAATATCGCCACTAAAGGTTTTTAACATTAAATTCTAATTTTGTGTTTTTTTCTTCATTGTTTTTAAAAAACCAAAAATGATATCGATTAAGTAGGAGTTTGAAGACACTGTATGTTTTATTTTTATGTCATATGTAAATGTATAAAATGTACAATGATGCATTATATAGTAGGAGATTTGAATCGAGAAGTAATTTTGATGATTTTTCGTAATAATATTGGATGTTTTTAATATTGATATTGCAAGTTATTTATTTTAGAAAATTAGGTCGCAACCGAAAATTAATTATCATATTTTTTTGTTGAAAAAATAGGTTTTACTAGCGAATGGTTGTTGGAGCCTTAGTCGCCACTAAAAATCACTCATAACCTTTAGTGGCGATATTTTGGGATTTTGTGGCGACTTTGTCGCCGCTAAAGGTCNAGTTCTTTTGTAGTGAATCCTAGTTGGCAACGCTTAGGTGGAGGGATTAGTCCCACGTGGCTTGCCACGTCACTAAAAATTTGGGGTGTTAACTCTTGAGGGTATTTGTGGTCTCTTAGGATAACGGCGGGGGTATTTTTGATCCCAAAATGTAACGAAGGGTATAAGTGGTCTATTTCGCATAGTTCAGGGGCAATTTTGACCCTTTTCCGT

>rnd-1_family-130#LTR/Gypsy ( RepeatScout Family Size = 640 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGATCGGGTGTCACGTTCCGACACACTANATTGGATCGGGTGCCACGTTCCGACGCATATATTGGATCGGGTGTCACGTTCCGACACACTAATTGGATCGGGTGCCACGTTCCGGCACACTAACAGTTTGGGTGTGGGTTCCATGAGAGGACCATTGACTTGTCATATCTACNTGTCATTGANAATGTGGAATTGTACGTTGCTCCTGAAATGATAATTGATATTGTATATGTTCGGTATATGCGTGTTTACTGTGTTGTAATTGCTTGCGTATGTTNCGCTTACTGGGATAGCCGCGTGATC

>rnd-1_family-137#LTR/Gypsy ( RepeatScout Family Size = 616 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACGGCNATGCTCGTCGATGACATGGACATCTCTCGTCTTATGGTNCATGCTCAACAAATCGAGGAGGAGAAACTCAAGAGAAAGGTCTAGGGAGGCAAAGAGGGCTAGGACCGGTGATGGTAACTTCTCNCATGCNAGGTCCGATGGACATGGTCGTCCTAGGTTTCGACAAAGGTTTTCCGGNCAAGGTTCCTCCAATGCTCCTATTCACAAAGATGAGAGGGTGTCTAACCCTAAGCCTCAAGGAGGNAGTAGTGGGTCCCTATGGCCTACTTGCGCTAAGTGTGGAAGGAAGCATGAGGGTAAGTGTCTAGCCGGCACGGATGGTTGCTTTGGTTGTGGNAAGAGTGGCCACAAGATGAGGGATTGCCCGATGCTTAAGGCTAAGGGAAGAGAGGGTAAGCAAGCTGCCTCTAGTGGTTCGGATNCGGATGCTCCAAAGNAAGAATAGGTTTTATGCTCTCCAATCTAGAGATGATCAAGAGNGNTCTCCNNATGTCGCTACCGGTATGTTTTATGCTTTAGTAGATTTCCGGATTTCTTGTCTTTTGTGACTTGNTATGTTGGACTTTGAAGTTGTCTTTAGTATGAATGATGTTTAGAAGAGTTTGTGTAGGCTTACTCCCAAGGGGGAGATAGTGTGCCTATCTAGTAAGGTTATTGTGTGTTTATGTGTTGCCATGATTTCCTTATATGCATGTTCATGAAAATGCTTAGGTCTTGTTAGAAATGACTTATATGCATTGTTTTCCTCATGTTGTA

>rnd-1_family-63#LTR/Gypsy ( RepeatScout Family Size = 978 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCTTATTATGATGCAGACGCAGGTAACCAGGATCAGCATCCAGCGCGCCGTTGATCCAGTTGAGCACTCCAGAGTCAGTGGTGAGCCTCCTTGCNTTCCGGAGGACTCTTTTATTTCGCTTTCCTAGTTTTGNTTTATTAGGATGTCGCGGGGTCTGTCCCGACATCCATCTCAGTATTTTAGAGGCTTCATAGACAGTCAGNCAGTTAGTTTTGAGTCTCTCATCTATGTNTTGCANATATTCTGTTTTGAGACTCGAGTTGCCNTTTTGGCCAAGATGTTATCATTTAAGTTATTNCATGAGTTTATTTCGTTGAGTTAAGTCTTCCGCTGAGTTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTCTTCGAGTGCCGGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-89#Unknown ( RepeatScout Family Size = 800 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCTTCCAATGTTGTGGGTTATGATGATTGTTGATCCAATTGAGTGGATTATGATTGTTTATGATNGAATTGATAGAATTACATGTTTTTAGGGTGAAATTACATGTACCCATGCCTATCCTATGATTNTAANCTAGAATTGATATAATTGGGTTGATGCCATGAAGGGAAACTTTATGGGTTTAGATNTATCCTTATAGGATTGATGAATTATGATTAGAATTGCTTGAGANTGAAGCATANATGATGATCATGAGATGTAGTGCTTTGAGAGTAAAGCTTATGATATGAATTGTTGATTATTGATGTTATTGTTGTGGAAGGGATACTTCCCACATGAATTGCTTAATTATGAATGTATGAATGTGAAAGGTTTTCTCACATGAATGATTCTAGGTTGAAAGGATTGCTCACCTAAAATGAATCTAGACTAAAAGACTATGAAATTGATGAGGCTAGAGGCGATTACCCTTGACCTCCATATGANAAGGATATGAGGCGATTACCCATACTCCTTAGAATTGAACAAGAGGCGANTCCCCACGTTCCTATTATGATGAATGGACATGGAGGCGAGTACCCACGNTCCTTATGAAATGACGTGGAGGCGAGTACCCGCGTCATATGATGAGATTGTGGAGGCGAGTACCCGCGATCTNAAAGTAAGTAAGGCAAGAGGCGAATACCCATTAGCCTTTATAAGTTAGGCAAAGAGGCGAATCCCCATGTCTTTAAAAGTAAGTATGAACTAAGTGAATTATGTTATGAAGAATGANTAGCTTGGATTGTTGCTNGATATGCCTTCCATGAGGTAAGCTTGACTAGAGGCGGATGACCCAAGTCTTGGCTAAGGATGAGTGAGGTTACTTAAGAAGTATTCCTTTCTTATTATGATGCTGATTTATGTGCATTGATTATGCTTATGNCTTATGTTGACTAACNCTTATGTTTATGTTGTTTATGCTAGCTATCATATTTAGTACATNNTTGTACTAACGCATACTCTTGCCTACATTCTTATCAAATGTAGGGTCCGGCGATATCGACTCTCATCCTCGTGGCTAGGTTCNTAGTAGATCAAGGAAGTGAAGATTTGGTGAGTCCTCATNGCATTCGAGGATTTGACCACCCATTTCTCTTATGTCTTTCTTTTATGTTTTGGACTATTGTATGGGCTGCGTCCCAAGATT

>rnd-1_family-132#LTR/Gypsy ( RepeatScout Family Size = 621 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAAGTGAAGACCACGGGCGACTTCACGGGCCGTGGTCTTCACGACGGNCCGTGGTGGCGNTCGTGAAGTTGAGCCAGTGNTGGGCCTCGAGAAGCTGAAGAGCGGGATTGACCAAGTGAAGACCACGGACGACTTCACGGGCCGTGGTCCTCANNACGGNCCGTGGTGCGTGCCGTGAAGNCGANCCAGTGNGNAGGCNNCGAAGAGCCGCAAGACGTCGAAGCCCAAGTGAAGACCACGGGCGACTTCACGGNCCGTGGTCCTCGNCACGGGCCGTGGTAGCGCTCGTGGTGCATTTTCCAGTGNNCAGGCNTTGAAGACCCACTTTCGGGAAGTCCAAGTGAAGACCACGGAGGGCTTCACGGACCGTGAAGCCCTTGACGGGCCGTGGTAGCGGCCGTGAAAGCGGCCCGACAANTCAGTCCTACTTCGAGTAGGACTCNTTTTAAACATTCTATTTGAATTANTTTAGGTCGTTTTGATTATTATTCATTATCTTATATTGGACGACGAAGAACNGAGTTTCGATTATTTTTAGCTTTCGGTTTTTGAATCATCGATTATTGTTATCAGTTGGAAATTCGGATTCAGACTNTCGGATTATCAAAGTGATTGTTGATTTGCTAATTATTTTCGTAAGTCTTTCTCAATATGTTTTCATTCCAAATTNCTGNTCGTTTACGTGAAANCATGAGTGGCTAAACACCACGACTGGGGTTGTGGGATCTATGACGAAAATCTAAGTGCGATTTCGTAAAACGAGTAAAAGGCGGTTTGTGTTTGCAANNTGTAGTTCTTAGCTTTCGTTATCTTATTCTAATGAGTGCACGCATTAGACGAGCCTGTATCTGTCATTTGTTCGAGAGAAAAATANCAGTTAGGAAAAAGCTGAATTAAATTAACGAATTGGAGTTAAAGCTCGAGTTCGAGAGAAAAGANCTTTAACACCANATCATTCAAGCGAGGGTCAANGTTAGTAACACTCTAAGACCGAGAGGACNTGAGTGANAGTTATCTGATTAGGCTGAGAAGCGTTAGATANATTTAACTCGCAAGGATTATGTAAACANTGANTCGCCTGANACTCAAATTACGGGAGAACACTAGAACTAACGTCATGGGGAACACAATCCTGGTTTCNTTTAATTAATCGAATCAACCTTGNAACGNAATAGTCTGTTAGTCTTGAGCTTGGATTTTGACTGCAAGTTTTGGTTACTAGAACAATTCAACCAAACCCAATTTACTTTCCGCAATTATTTCTTTAGGAAATAATAACGACANTTGAATAAACGCGACAGTGAAACCATTTCTGTAAAGAAATTCTCTGTGGGATCGACCTCAACTCNCGTTGAGTTCTGTAAATTGACTTCGACCGTTTATACTTCTTAATTGAAGTGTAAGTTTGGACGTATCA

>rnd-1_family-333#LTR/Copia ( RepeatScout Family Size = 248 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTAGAGTGGGTAAAAGTCCCACATCGGTTGGGGAATGAGACGGGTGGTCTCCTTATATGGACTTGGGCAATCCTCCCCTCGTGAGCTAGCTTTTGGGGTTGAGTTAGGCCCANGTGTCATATCTTTACA

>rnd-1_family-475#Unknown ( RepeatScout Family Size = 137 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAAATTGTAGAAGCAAGGGGTGAGTACCAAACCACACGGTACTCAGCAAGTAAACCTCTAAACACAAGCTAAGGGGATAGAATACGGGTACTCCTTACACCCCAACCGAACCTCCACAACTACAACCTGCATAAAACCAGCCCAACCTAACAGTTCACAATTTACATAGCACACAGCTCAACAACAACACTCTAACAATTACATATCCTCAACAACAAGCTCAATATTCATCAATCACAAGTTCCACAAAAAGGCACTCACAAGATCAGCAACACACAAGATCAAGTTCACAATTTA

>rnd-1_family-549#Unknown ( RepeatScout Family Size = 110 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAGATAAGTGTCAAAAACACACCTAAACTATCTTTTTTTTTAGTTTCATACCTAAACTATTGAGAGTGTGAGTTTCATACCTAAACTATCACTTATTAGTTTGAGAAACACACCTCTCTCTTTTATTACACTCTCATCATGGTGTGTGTAATACACTCTCTCTTTTATTTAAAAAATTGTCACATCACACTCCACATGGACAAAACATTCCACCTTGACAAAAATTAAATAAACTATTAGTATTAGTTAAAAATTAAAGATTAAA

>rnd-1_family-368#LTR/Copia ( RepeatScout Family Size = 218 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGATGAAGCTGAATCTGATGCTGACGCGGAAGAAGAGATNACCAGAAGTCCGGATGGAAACATCAATCNTCTCATCCNCTGGACAATCTCATTTCCCCACTTGACTCTGGAATACAAACCAGATCCAAAACAAGAAATCTAGTTGCATATTCAGCATTCATATCATCCATTGAGCCAAAGAACGTCAAAGAAGCCTTACAGGATGCGGATTGGGTNACNNCAATGCAAGAGGAACTNCATCAGTTCGAGAGAAGCGAAGTNTGGNACCTGGTCCCCAGACCTNCCGACAGAACCGTCATTGGNNCNAAATGGGTNTTCAAAANCAAACTNAANGCNGATGGNACNATCGACAGATACAAGGCNAGACTNGTNGTNAAGGGNTACANNCAAGAGGAAGGNATTGATTACGATGAGACNTTTTCTCCNGTNGCNAGGATGGANACNATCAGAATNNTNNTAGCNTTNGCNGCTCACATGGAATTTAAGCTNTATCAAATGGATGTCAAAANTGCCTTCCTNAATGGNGATCTGGAGGAAGAAGTNTACGTGGAACAACCNCNAGGTTTTGAAGATGCAGAACTGCCAAATTATGTGCTAAATTGAANAAGNCNCTNTATGGNCTAAAACAAGCTCCNAGAGCNTGGTATGAAGCTTGNCAAAATTCCTTCTTGCAAATGGNTTCAAAAGAGGTAAAATTGACAATACCTTGTTCTTAAAATCCGAGGTAAGGAGTCGTTGATCGTNCGGGTNTATGTNGATGACATCATCTTTGGAGCCACTTCAGANTCGTTGTGCGAAGAGTTTGCCGATTTGATGAGTAGTGAGTTCGAAATGAGCATGATGGGGGAGCTCACCTTCTT

>rnd-1_family-365#LTR/Gypsy ( RepeatScout Family Size = 221 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCTCACTTACACACTTAGGCATAAATATGCTAGGAGATGAAAGGTTTTCTCACATAGAATGATTCTAGGTTGAAAGGCTTGCTCACCTAAAATGAATCAAAGCATGTTAGACTAGGATAGCTTGAAGTNGTGACATANGATCCCTTCATGNATAGCTTGACTTGGTAAGACAAGACCATGATTGGTAGCTTAGGATTGAGGATCTATACTCTCCTAAGGGTAGCTTGACTTAGCATCGTAGGATGCATTTCAANGGTAGCTTGAGTTAGGAGTAGTCATGGTAGCCTAGGATTGAGGACTCATACTCTCCTAAGGGTAGC

>rnd-1_family-438#LTR/Gypsy ( RepeatScout Family Size = 160 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATTATACNGTGACCGAACAAGAGCTNCTTGCGGTGGTNTNCGCATTCGAGAAATTTNGATCNTACTTGCTNGGTACTAAGGTNATNGTGCATACTGACCATGCTGCATTGAGGTATTTGATGGCGAAGAAGGATGCAAAACCGAGGTTGATTAGATGGGTGTTGCTGCTGCAAGAGTTTGATTTTGAGGTNAAAGATAGAAAGGGNACCGAAAATCAAGTNGCCGATCACTTGTCCAGGTTAGAGGAAGAGGCTATGCTAAAGCTCGGAGATAGGGCTGAAATTAATGATGCNTTTCCNGATGAACAGGTATTGGCTGCTTCTCATGATCTGATTCCTTGGTNCGCAGACTTTGCTAATTATTTGGCGAGCGATATTGTGCCNCCGGATTTGACNTTTCACCAAAGGAAAAGGTTCATGCATGATGTGAAGAAGTNCTTTTGGGATGAACCNTACTTGTTTCGTAGTTGTGCTGACCGGATNATTCGNCGNTGTGTGCCCGAGGTTGAGATGNTGAGTATNCTCGAGGCNTGTCATTCATCGCCCGTTGGTGGGCATCATGGTGGTATTCGNACTGCNCATAAGATNCTNCAGTGTGGNTACTACTGGCCTACCATCCACCAAGATGCTCATGATTTCGCNAAGNNTTGTGATCGTTGCCAAAGAGAAGGAGGGATTTCGAGGAGGCANGAGCTNCCTNTGAATCCTATNTTGGAGGTNGAGTTGTTTGATGTNTGGGGNATCGATTTCATGGGTCCATT

>rnd-1_family-286#Unknown ( RepeatScout Family Size = 305 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACTCCCTCCGTCCCAATTTATGTGACACTTTTCGGATTTCGAGATTCAAACAAGTCTATCTTTGACCGTAAATTTTTCATATATCTTTTAAATATTTTGAATTGTCAATTATTGTGACTTATAGTACTTTTTACGTAGTTTACAAATATATAAATTTCATTTCAAAAAATTGAAGATTTCATGCGCAAATTTCCGGTCAAACTTAAACTGTTTGACTCTCGAAAAACGAAAAGTGTCACATAAATTGGGACAGAGGGAGTA

>rnd-1_family-423#Unknown ( RepeatScout Family Size = 167 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGCTTGGATTGACTATCTCCAAGGCTTGTGGTGAGTCCTCATGGTTCGAGGACGAGATGTTATTCATTTCTAG

>rnd-1_family-511#DNA/CMC-EnSpm ( RepeatScout Family Size = 126 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGACTTTGGTCAACATTCTTGGTAAACGCGCTCGGATGAGAATTCCGTCAGCGCGGTTAGCTCCGGAATGTCGAGTTTGGTCTAGAACGACCCTT

>rnd-1_family-344#LTR/Gypsy ( RepeatScout Family Size = 238 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAGGGTGAGCACCAGGANCCTCAGGCTGCANTTTCTGAGCCTGAGGATGACGAGCCGCTAGCAGCNCGGAGGGCNGAGCTGCGATCCAAGAGGNTGAATGATCCGTCTAGGATCAGGACTCCCCAGNCCACCACTACTCCTCCTCCAGCTCCAGCGCAGGCNGTGGTCCCGGCACCACCGGTACAGGGTCCTCCTCCCCGGTCTATGAACAGACTAAAGGCCGAGGGGTTGAGGACNATCNTNGAGGAGAAGCGGTTGTCCACGGATGGNGTGGTGGACAGGTACCCAGAGATGTGGGACGCCTNAAGTNCCACAAGTTCGAGATNTTCACCAGGCCCCGTGGCCCNTACATTCCNACNTGGGTCCGGGAGTTCTACGCTGCNTACGGNGCCTTGGTACCNCAGGGGAAGAAGAAGGCAGCTGCNTTCAAACCGGTNGACTACGTGGTNGTCCGGGGNAAGAAGGTGAAGTGCGACAGCGATGATATCAACGCNGTNTTGGGATGTCCCGACGATATTGANGACGACTGCCAGNACATGATCAGGACGAAGACNCTGGATGACNTGAAGGGNTGGTTGGCCCCNCTNATTTCTGACGNCACCCCGAGGTGGATNGAGGCGGGAGCNCCNATCGAGAAGAAGGACCTGAACGTAGCNGCNAGGTACTGGTTCGGNTTCATCAGCAGCACNATCATGCCGTCCCAGAACGAGTCNATCCTCCGCCACGCNAAGGCGGCCTGTCTNGGTTGCATCATNGACGGGACGAGGNTNAACTTGGGGNTGATCATTGNGCAGGAGATGGCCATGAGGGCCAAGCAGCGCCAGACNTCCCTTCCNTTCCCGGTGTTGATCACGGAGCTGTGCAGACGNGCTCGGGTNCCTCGAGATGCGAAGAAGGATGTGGAGGTGACTCCCACATCCTCTACCGACATCCGGCGNATCGAGGCCGAGTACNCGAAGGATGAGGCNGANAGGAAGAGGGCAGCCCCGGTGGACACNTCCCCGGNGGTTGACGTTGANNCGNTACCTGCAGAGGCANCTTTGCCTACTCCGGCCNCCGGGCCTTCAGGTACNTCTAGTNCCGCTCCTTCTGANACTCCNAGTTCTTCTGCTGCTCCCCTGCCTCCTAGATCTGCTGCT

>rnd-1_family-369#Unknown ( RepeatScout Family Size = 218 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACTCCCTCCGTCCAACAATAGTTGTCCACTATACTAAAAATAGATGTCCAACAATACTTGTCCACTTTATGAAATCAATGGATAATTTTACACTTAGTTCCTAATTTACCCTTATCATTAATTATAGTCATTTCCCTATTACATTTTTCAAGACATTGTATTTATTATATTCAAAGGGTGATATAGTAAAATTACCCTTCTATTTATAGTTTCTTAAGAAGTGTGCNAAGTCAATAGTGGACAANTATTGTTGGACAGAGGGAGTAA

>rnd-1_family-458#LINE/L1 ( RepeatScout Family Size = 145 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTGGAGGTACTCNAATGAAGATCAAGCACTGTGGAGAAGAGTGATNAGNGCNAAATATGAGGAGGAGGATAGTTGGATGACCAAGGAGGTNACTACACCTTATGGNGTCGGTNTATGGAGATCCATCAGAANNTTATGGNATGAAGTCAAACTCAACTCCAAGATCAAAGTGGGNAATGGGAACAAAACNANNTTCTGGAAGGACGAATGGCATGAGNCAGGTAATCTGGAAGANCTNTTTCCNGACATNTNTAACCTAGTTCTCTCACAACAAAGGACNATNGCNGAAATGTGGACANCACAAGGNTGGAATNTNANCTTCAGAAGACATCTNAATGACTGGGAGGTNGNNAGAGTGGCNGAATTTCTCAACATCGTTGGAAACTTCAACGGACTNCAGGCTGANGAGGACGCATTATGGTGGAANGGNAACAGCAAAGGCGTNTTCAAAGTAAGTNCAGCTTACAGGNTGATGGANCAACCAAGTCAACAGATTNCTAACTGGCCNTGGAAGCANATNTGGAAAGTCAAGATNCCNCACAAGGTGGCNTGTTTCGCNTGGCTGNTGGCTAAGGAAGCAGCTCTGACNCAGGANAATCTNACGAAAAGGGGGATAACCTTGTGCTCNAGGTGCTTTTTNTGCGGAGAAACAGCGGAGACAGTCAACCATCTNTTTCTNCACTGCAAANTNACTGNNCAGCTGTGGAANATNTTCNTCAGTCTCAAAGGCATATCCTGGACNATGCCTAGGAGNATTACTGAGGCCCTANNNAGCTGGGAGGAGGCGGGAGTGCGAGCAAAAGACAGAAGAGATGGAGGATCGTCCCNGCTTGCATNTGGTGGACAATNTGGAAGGAGAGGAATNNNAGATGTTTTGAGAGCATAGAGAATAGTATGCAGAAAGTTAAANTGAACTGCATTTTGTTNTTATGTTTTTGGTGTAANCAANTATACTCNAATGANACTGTCTCTATNATTGATGTTTTAGACTCAATTTAGA

>rnd-1_family-144#LTR/Gypsy ( RepeatScout Family Size = 597 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACGGACGCCTAGACGGCCCGTGGNGCTTCGCACGGNCCGTGAAGTGGTCCGTGCAAGTCACCCGTCAGATTTTGAGTTTTGGGTCAACTTCAAACGATCATATCTTTTAGCACAAAATGAATTAGGTGGCCCATGACCTATCAAATTAAAGGTCTTTGAGTCCTCTTTCCAACGCCACCGAGTTTGCCTAATTCCGAGCTCGGAGTAAAAAGTTATGCCCGTTTTAGTGAAGCC

>rnd-1_family-540#Unknown ( RepeatScout Family Size = 115 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTAAAANTAAAATATTGTATTCACTCGCTTTNAAGCGCGTGTAATCACGCATTTTTCCAACTCAGCAATNTTAATGCCACATAAGCTCGGTCAATGGTCAGAGGGGTTTAAAATATTGTGTTTTANTGAGTTTAAGGGTTCAGTTGACAAAGTGATAAGTAGAAGGGTCCAGANTACAAACGGANNCAAGTACA

>rnd-1_family-256#LTR/Gypsy ( RepeatScout Family Size = 348 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTGAGTATCGGTTGTGATCAATACCGATGACTTGAATAGTGCTCATGATCGAACGAAATGAATGTGCGGCTACGATGAGGCCAAATGAAGTTGCATAGGCAATATGTGAACTTTTTGCATCTCGTTGTGACTAGCCGATTATCGAAGTGAGTCTCTTGCGATGAACATCGCACGCTAGCGAAAGTGTGGAGTCTTGTTTGATATTGGTGTCAATGCCTTGTGTGGTGAGCTTACCTTGAACCATGCGTGATGACACCTAGAATTTGCCCCGTTGGTCCGGTTGACTAAGTGATGCAANCTCTTGAAATGATCTTAGGCAACAATTTTGAAGAGTGAACCAATTTGACATTATACCTCTTTTGTGGCCTACCTTGTGAGTGTGTGAACCTCGCTTGAGCACCNTTTGAGCCTTAACCCTTTTCTTGGAAGAAACTTGATGCAATTGTGACCTTTCTTTATCCATTCACCCATAATCCTCATGAAGCGTGGTTTGTTTGAATAGCCAACTTAGGCCAAAAGCCTAAGTTGGGGGTGTGGTGAAAAGAGAAGGNAAATCAAGAAGTGCAAAGAA

>rnd-1_family-268#LTR/Gypsy ( RepeatScout Family Size = 332 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTTGTGTAATTATGAGGACGGCATCCCAGGGGTTAAAATGCCTAGCATGGGTCATCCTCTTCTACCACTGATCAGCTGGTCATTCGTATCACATGCCTTATAAAGATCATAACGCACAGAAAAGTAAAGAAAAGAATGTAACATACACGATCCCACAAGAGTNAACAAAGGTGGTCTTCTATTCTGATCTATGCACCATATATTGATACTTGGTTTCACTCGAGCTCTTATTTTACATATGTTATTGCCTTACATATTCAGTACATTCTTTCGTACTGACGTCCCTCGCGGGGGACGCTGCATTTCATGCTGCAGGCACANGTACTCCAGCTAGTAGACCTCCCCAGTAGGAGCACACGACACTCAGCTGCTNTTGGTGAGCTCCAGGTTGATTCGGGGCTTTACCGAGTCCTTGGTAGATTCATTTTGGTATTGTATCGTAGTTAAGGGTAAGGCGGGGTCTGTCCCGACCTACTCTAAGGTTTTCTATCTTTTAGAGGCTTTGTAGACTTATGTATATGGTTCGGTTGCGTCTTAACAAGTTGTGGCCTCAACGGCCAAGTCTTGTATATAAGTTTTGGGTCTACTTATGTCGGTTCGTATCGCTGCATCCTATGTGAACTTGTCACAAGATTGTCATAGTTATATGCATAGTAAGCGCAGGTTACATGTTGGTTCTCCCGGGCCNTTNAGGCATCGGGTGCCTGTCCGTCTTAATCGGATCTGAGGCGTGACA

>rnd-1_family-217#LTR/Gypsy ( RepeatScout Family Size = 435 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGACTAATGCGGAGNTTAGGNCGGCTTTTCAAATGTTGGCTCAAGCCGTGACGGCTCAAGCCAATAGGGATGTTGGGCCCCGGTGAACCCTAATGTGAGTACCGCGGCTTCNAGGNTGAGGGACTTCGCGAGGATGAACCCTCCNGNGTTTCNTGGTTCCAAAGTGGANGAAGATCCTCAAGAGTTCGTNGATGAGGTNTATAAGGTANTTGATGCTATGGGGGTGACTTCGGTAGAGAAGGCGGAGCTGGCCGCTTACCAATTGAAGGATGTNGCCCAAGTNTGGTACGNTCAATGGAAGGANAATAGGCCGGTAGGAGCGGGTCCCATAGANTGGGAGGTGTTCAAGNNAGCNTTCCTTGATAGGTTCTTTCCCCGNGAGATGAGGGAGGCNAAGGTGGAAGAGTTCATCAACCTTCGNCAAGGNAGTATGAGTGTGAAGGAGTATNCTTTGAAGTTCACCCAATTGTCCAAGTATGCTCCATCTTTGGTGNCGAATCCTAGGGATGAGATGAGT

>rnd-1_family-169#Unknown ( RepeatScout Family Size = 524 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGGAAAAGGGTCTGAAANATATTCGAACTTTGGCCGAAATTGCTGTNACGATACCAAACTTTGGGGAGGACCTTTTACCCCCTGCACTATTTAATAGTGTATTTTAAAGGTATATATGTGCCCACGTGGACATCATNANTATTGCATAATTATGCAATATTNATGATGTCCACGTGGGCACATATATACCTTTAAAATACACTATTAAATAGTGCAGGGGGTAAAAGGTCCTTCCCAAAGTTCGGTATCGTNACAGCAATTTCGGTCAAAGTTCGAATATNTTTCAGACCCTTTTCCCTTTAAA

>rnd-1_family-83#LTR/Gypsy ( RepeatScout Family Size = 830 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAGTTGAGTATCCATGAGTTGAGTNGAGCCGAGGTAAGTGTTTCTTTCAGATTCCTTTCAAGCTTATGTCTTGTTTAGNATTCCCCTCGCATGCTCGTACATTCAATGTACTGACGCCATTTGGCCTGCATCNTTTTATGATGCAGATACAGGTAACCAGGATCAGCATCCAGCGCNTCGTTGATCCAGTTGAGCACTCAGAGTCGTTTGGTGAGCCTCCTTGCTTTCCGGAGGATCCCTTTTTCATGCTTTTAGTATTTCAGTTGTTAGGATGATCGNGGGTCTTGTCCCGACGTCCCTCTTAGTTTTAGAGGCTTCATAGACAGNTAGNTATAGTTCGTNAGTCTTTNCATTTCAGTTGTTTTGTTTGAGACTTGAGTTGCCACTTTGGCCAGTTGAATGTTTAATTTTAAAACATTCTAAGTTATTTTGAGCAGTTGAGTAAAGTTGCATTTGTTTTCTTTATTTAATGNTTAAAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCNCGCCCAGGGTGTAGGCTCGGGGCGTGACAA

>rnd-1_family-302#Retroposon ( RepeatScout Family Size = 274 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGAAGAACATAAATTAATTCACAAAACTAAAATCTGTAAAAACATACCAGAATCTGGAAAAACAGAATCAGAAAAAAATCGAGCCCACTGAATGCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTACCCGAGGTTTAATGGAATATATCCTCCCAGGATAGAACGATCTTANTCACCAGTGTATTGATACCCAAAACNATGGTGTCAGCGAGCCACTCAACGGCAGTAAAGTACACGAAGAATATTTGATTGTGCAGAAGAAGAAGAAGAAGTCAGAAATATTCGTAAGGAATAAGTCTGAGGAATCACTNTATTTATAGACAAGAGGAACTGGTTCCGAAAGGTTGCGACCTTTCGGAAACCACACGACCGTTCGTGAAAGTTCGCAACCTTTCAAACGGTCACGGCCGTTTCTGAAAGTCGCAACCTTTCAGAACAGTCACTTCCAACGGCGGGAAATTCAAATAAAACGGGAAAGAATTTAAATAAAACGGGTCGCGCGCGGATCCGAGTCGGGTCGGGTTAATTAACTAANTAATTGAAACGTTTCGGTTAATTAACTAATTAATTGAAACGTTTTGGCCATTTAATTTAATTTAATTAATTAAATAAATAATTA

>rnd-1_family-270#LTR/Gypsy ( RepeatScout Family Size = 330 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CACTCGGCGACTCGCCGAAAGTCTCCCTTGATCGCCCTTTCTGCGCCCCTAACCCCTAAAATGCACTGTAACTTTCGGCGGGCTAGTCCTNGCTCGCCGAATGNTGTCGGCGATTCGCCGAAAGGCCCTTCNCATCGCCGACATGCCATTTTTCTGGGAAATTTTTGAGCCAATCCTTTCGGCGAGCCCGATCTGGCTCGCCAAAGTGATTCGGCGACTCGCCGACCGGTTCGGCGAGTCTNTCTGCAACTTATTTTCTGCGTTTTTCTTGAATTGTTCTAACTTTTTTCGATGTGTTTTGCAGATATGGCTAGAACCAA

>rnd-1_family-190#LTR/Gypsy ( RepeatScout Family Size = 485 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCTTTGTATGCTTGAGTTAGTCTTCCGCTTGTAGTCAGCCAGGATGAGGGTTCGCTTGGGGACCAGCAATGGTTCTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGTCGTGACA

>rnd-1_family-163#Unknown ( RepeatScout Family Size = 542 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGATGAGTGGTAGATTTGCACTCATTTGAGGCCTATTTAGTTCAACAATTAGTGTCCTCAATGCCTAATTATGTCCTATTCTAATGATATTTTGATGATTTGCAGCTATGAAGGCTAAAGGACAAGGCAAGGATGAATGTTTGAAAGAATGGCCAAAAACGCGAAAAGAAGTGCAAACTCCACATTGNTGATCGCCTAACAAGAAGGGCGGATCGCCCAANTGGCACGACCTCGCCCAAATTGACAGTGCACAACACTTGAATTAATCGAGGCAGGTCGGCGAACTCAGAGAGGAACGGCGATTCGCCGAATGCGAAAGGCGAACANGATGACCATCGCCGAAAGTGACAGTACTTGGAGAAAAANTGAAGGCTTAAAGGCGAACAAAGGTGGTANTCGGCGATTCGCCGAACGTGAAAGGCGGACTCGANCGAGTTCGCCGACTGAGGTTCAAACACCTGAAGCCTGGAGCAAGAGAAAGGCGAGCTGAAGAGCGANCGGCGATTCGCCGAACGAGTTCGGCGAGCCCGACTAACGTCGCCGAATNGGTCGCGCATTGAATTTTGGGCCAAATTTTGGGAAACTATAAATAGCCCAAAGGAGAGAGAAA

>rnd-1_family-104#LTR/Gypsy ( RepeatScout Family Size = 713 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTATACTTNTGTTCATGAAGTTTTACCAAAATGGCATAAAAGCATGACTTTCAAATAAATGTCCTTTTTAGCATGTTTTTGCATGGCTTCCATACTTAGTACTTAATTGTGCTAACCCCTTTCTTTCCCTTTTTACTAAAGTGTAGGGATTTGGAGATGTTGACGTTCCATGGCTTGGATAGGTTTCTAAGTGTCGAAGATGAAGACTTGGTGAGTCCTCATAGATTCGAGGACAATACCCANTATGTTCCTTTATGTCTTTTTTGTATTGTTTGAGTTNTGTACGGGCTNAGTCCCGAATTTTGTACTCTAAAGTATTAGATGGTTTGAGACATCATGTATAAAGTCTAGAAAGTCTTCCGCTTGCTATTTTTAATTAAATGTCTTCGATTGTAAAGAAAGTTTTAAATTCCTTATGGTTTTAGTGTCTATGCGATGAATGAATGCTAAGAGGCTTGTATNAGACCTCTTCGGGGTCGAGTACGCCGTGTTACGACTAGGGGGTGCTCCCGGGTCGTGACA

>rnd-1_family-170#SINE ( RepeatScout Family Size = 523 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCCTTATGTTGTTTATTGCGTTTCGCTTCTCGCATTATTTTNTTGTTGTTATTGTCTCCTTTGTTGATTNTGCACTATTTTTCTTATTGGTTGTTATGCTTTATATATTTCTCTTCTTTTACTTGGATTTGTTGCACTTGAGCCGAGGGTCTNTCGGAAACAGCCTCTCTACCTCCACGAGGTAGTGGTAAGGTCTGCGTACACTCTACCCTCCCCAGACCCCACTTGTGGGATTNCACTGGGTATGTTGTTGTTGTTGTTG

>rnd-1_family-407#Unknown ( RepeatScout Family Size = 179 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCAACTCCACTGCGCATCACTTTGTTATTTCAGGGGGTCCAAATTCTATATATACCAATATTAAATCAAAATTTTACNTGTATATATAGTGTAATTTTTCGACGAAGGGTGTCCGGNTGGACACCCTNGAGCCNACGTGGCTCCGCCCCTG

>rnd-1_family-128#LTR/Gypsy ( RepeatScout Family Size = 645 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGATAATATTGTATATGTTCGGTATATGCATGTTATTATAATGTTGTGGTTACTTGCGTATGTTNCACTTANTGGGATAGCCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTGCACTTGCTCTTTCTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGACAGACCTCAGCTAGGNGACTATTGANCGTGACCGGATTCAAGGGTGAGCCAGTTCTTTCGGGCTGCCATGAGNTCTCTCTTGTTTAAGTCCACTCTTTTCGGACTCAGACTATCTTTAGTTAGTNTTATGTTTAGTTTCGGGGTTGTACCCCTTNTTCTTAGACTTGTCGATTAGTAGAGTTTTGGTACANTGACTTTCAGGTTCTAGGGGTTGTTCTTCCGCATTGTTTGTTTGGTTAGACTTTTATGGAGTTTATGGGAACTCCATTTTTNTAGCATTTAAACCTGCTTCCGTATCTTTAAATGCCTTAGTTTTCGGTTAAGTTGCTTAGTTTGGGTTGTAGTAATGGTTCTCCCACCGGAGGGTTAGTGTGGGTGCCAATCACGACGGTCTGGGTCGTGACAAAGTTGGTATCAGAGCCCTAGGTTCGTTGATCTCGNTGTACCAAAACGAGTCTAGTAGAGTCTTGCGGAACGGTACGGAGACGTCTGTACTTTTCTTCGAGAGGCTATAGGACTTTAGGAAATCTCTCTGTTTTCTCTTGTCTCCTTTCGTGCTATGACTTGATTCCAATTGGTATCTGGCGATNCAAATTGGTATCTAACCTCCTTCACTCTTCTGTCCGCAGATGGTTAACACTAGATTCAACGGCGTCAGGCCCGTAGCTCCCGTCAATGCTCCAGCTGAGGAATCCGCAGCGAGAGGTCGCGGTCGAGGCAGGGGTAGAGGAAGAGCTAGGGGTAGAGGCCGAGGAAGGGTAGCGCCTGCTAGGGATGGAGCNCCGGTTGAGAATGCTCCCAGGAATGAGGNCCCTCCTGCGCATCATGAAGAGATAGAGGAGAATGTNGAGGTTGAGGACGNNGAGGATGTTGGACAAGAGGAAGAGGTGCAGGCTGAGACTACAGGTATTCCTCCCTTAGACCCAGTGTTAGCTCAACAGATCATGTCGTTCTTGAAAGGGTTGGTTGGTCCTGGAGTGCTTCCCTCTGTTCAAGCAACTCAAGCTCCCGCCAATCCCCCTATTGCTANCACTGTNCCCAAGGTGGGTGGAACTGTAGGTAATGATGCTTTCTTCCGTCCTTTGTTGGGTCCTGTTATGACTGGTAATGAGCATGAGATGTTGACTAAGTTTTTGAAGCTGAAGCCNCCTGTGTTCCNTGGTTCTGAGAGTGAGGACGCCTATGAGTTCATCCTAGATTGCTATGAGAGGCTTCATAAGTTGGGNATTGTCCATCAGCATGGGGTTGAGTTCGTGACCTTTCAGCTTCAAGGTGAGGCTAAGCAGTGGTGGAGAGCTTATGTGGAATGCAGATCTTCAGCTTTACCTCCACTCACTTGGACCCAGTTTCATGCTCTGTTTCTGGAGAAGTATGTGCCTCGGACTTTGAGGGATCGCAAGAAGGATGAGTTCATGGCTTTGGAGCAAGGTGGTATGNCTGTGGCTGCTTATGAGGCCAAGTTCCATGCTTTGTCTAGATATGCTACNCAATTGGTGACTACTGAGGAAGAGAGGATCCGTCTATTTATTAAGGGACTAAATTCCGAGTTGCAGGTATTGTCTGTTCATATGACCTCTGCAGGGAGAAGCTTTAATGAGGTGACAGACTTTGTNAAGAAAGTGGAGGGGGTGAGGCGAGACGGTCAGGCTAAGGCATTGGCTAAGAAGGCCAAGAACTCGGGTAACTTTCAGGGTTCTTACTCCAGAGGTTCAGGNAGGCCGACGCTTGCAGCCCGGCCAATTCAGTCCGCTATGCCCGCCTCTACAGGTAGTTACTCGGGAACTCCACCTCATAATTTGATTCAGGATAGCCAGGGAGTCGCGCCTTCGGCGGGCGGCAGGCCATCTTTTGATCGTACTTGTTACAACTGTGGAGAACCTGGGCATATGAGGAGAGATTGTCCCCACCCGCGCGTGTTGGATTCCGCGCAGCAGCAGNCTAGAGCAGTGGTACCCGCGGGNAATGGTAATAATGGTAGAGGACGTCCACAAGGTGGGCGAGGAGGNAATCAGCGAGGCCGCGGAGGTAGAGGAAATGGTAA

>rnd-1_family-283#LTR/Gypsy ( RepeatScout Family Size = 312 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACGTCCCATATTTTGCATATACTAGTTTTATGTGAGTAGTGAGGGTTTGAAATAGGTTTGACAATATTCGAAAGAGGTTTGAGGCTAAATAGAGTAAGTAAAGTATAATTTGTCATAGTAATCAACCTACTTGCTTAAGCTACTGATTCGGATGTCTTACGTAATTAAGTTACTTACGTACATGTGTAGCTTACGTAGAAAGGATGACATAGGTTCTTAATGGTAGATTAACTGCTGACCTACTTAAATAAGTGGTAAGTAGGTGATGCACCTACTTAGGAAATATGTGGACTGCATTTTAAAAGAAAAGGGCAACTAGGTGATGCAGCTACTTAAAGAACTTGTGGCAGAAATTAAGGGAGTGATGTACCTGCTTACTTAAAGTGAGGGACTAGATATTTCTACACATTTCTTAATGTGAAAAACGTCCATAAAGGACCCTTAAGAGAATGAAGCTCATTTCATATATCTCATCACTTGTTCTACAGCAATTTACTCCCAAAGAGAAGCCCTAGAAGCTCCAAGAGTGCTGGCCTGCAAGTTCACCATTAAAAATCTGAAGAAAACCCTTTATTTTTTTCAAGTCCAAGTTGGTGTAACATCTCCCATCTTAAGGAATTCAAGNGGAGGAACTGATTTCACCTCAAGGTAAGGCTACTGCCATATGTTAATTTTTTCATCCCTCTTTTGTGCTTGAATCGGTTAGGAGATTTGGTATGTGTTAATGAGCTGAGAATTGTTCCTTCTACATGGTGTGAGATTGGGGAATGTTCTGGTTGATTGTGCATGTTGGGACAGCCATGGAGGGGAGTCCCCTTTAACTCGATTGTGAGCTCGTTTGAGCATCTTAAATGTAATGTTAGTTGGAACTCAAGGGACGGTGATCGGAAACCGTGAGTTCATATTGCTACTGCCACATTNTGATGTTTAGGGACTGTTTTGTGTATNGTAAAATAAGGGGGCATGTGCGGAGAAGTCATGGGAACTTGTTAAAGGATAAAACGTTGAAGGGTGTAGTGACGCACCACTTAATTGAGCGTTGCATGAGCTTGCTTCCTGCCACCCCTTTTGTATACTGTTTTCCANACGTTATGAAGCCCGAGGAGTTTCGGGGGACCTTATAAGAAGGTCGTATAGTATATGACGTTATTAGAGGAGAAGGGGTGGAANGAACACCATCGGTTNGATAAGTATGGGCTTACTGCTTGATTACTGTTTTGGTCNGATCAAGTAGCCCAAACTGTTGATTAGCTACTAATATTAGTTTTATNACTTATTTCATTGTAGATTAATAATCTGAAAGGAAGGAGGTTAANTCGTTGTACTATCCGAGTGGTACAGCAAGGTATGTAAGGCTATTCGATTCNATATTCTTCGGCATGAAATCCGATACTTGCGATTAATATCAACAAGTGAGCTTCCTAAGTTCTNTTCCTAGTAAAGGANACATAGTGGCAGCGTACGATCTCCAAATAGCTAACAATATTTCCCCCTCTCCTTAGTGTGTNGAATTACTTCANTATACGTGCGTAATTACCCTCCTATGTGCTGGTATAGAAATGGTATTTGCAAAAGCAAGTTTGGTGAATCCTCCTCTTAGTCAGTTGAAGTCAATTGTGTCATTTAAGCTCACAAGTAATGCATTGATGTTACATAGCTCCTTATGTCATTGTTACTGCCTTGAAGTATTATTTTCATGTCTTCTACTACTGGTCCGTAGTTCCGAATATCAAAAAATGATTATGACCACCAAAACAACAATCTCAAAGATTAAAGAATCTAAGTGAAGCGATCTGTATAATTAAGGGTGGCAGCCCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTT

>rnd-1_family-96#LTR/Gypsy ( RepeatScout Family Size = 760 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGACCACGGCTCGTGGTCNTGACCACGGCTCGTGGGGNGCCTCGTGGNNATGCCTTGGGCTTGTGAGCTTCATGGCCCAAGTTCCTAGCTACTGCCCCAAGNCCACGGGCGGGACCACGGGTCGTGGTCCTCACCACGGCTCGTGAAGCCGCTCGTGGCGCCTGGGCGGGGTCGCTTAAGTGAGGGTCANTTNGGTNATTTCCTTTTTTAAGTCCAATTAAGTGGGGTCGTTTTGGGTANTTTTAGGGGTACTATATAAGTTGTTTTAAGTCNAAATTCACCCAATTTAAGTCATTATTCNCAAACACCCAAATCAAACCAAAAGTTCTCTTCCTCTCAATATTTCTCTCTCTAGAACTCGAAGAAGAAGAAGAAGAAATTGGAGCTAGGGTTCGAAGAATTCAAGGTTTCTTCCTCAAATTTCTTGGAGATTCTTAATCAAGGTATGGTAGCTTTTCATCCATGGGTAGCTTTCACCCATGGAGTCCCTTCAAAACTCGATTTCAAGNTTTCAATTTCCCCAAAANCTAGGGTTTCAATCTAAGTCATGGGTTCTCTTTCAAAACGTTTTCAATTGTTGATTTATGATTGATTATGATTGAATTGATGAATTATGGTTGAATTTATGATGAATT

>rnd-1_family-564#Unknown ( RepeatScout Family Size = 104 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGAGGACTGGTGATTTTATCTTAAGCCATAAAGGAGTGGATTGATACCGGAATGACAAGCTTATGGATAAAGAAAGTCCCANTGAGTATACTTGGGTGAAGGCAATTGAAGATTTTAGTAAGAAAGTGCGTATAAAATTGGGTTAGTCCTTTGAATTTGATGGGTATANCTGAGTTTGAGGTGTCGTGTCGATGAAAGGTTGACTTCGTGGTGATGGCGAGGGCTAACTGAGCGTAATGGTAATAAGAGTTCGTGATGGATTGTGATTGGGATGCAACTATATAATAAGATTGTTGGTTAAGCGAATTTTGTATAGTAATNACGACTTGCGAGTATCTAAGGTTGTGGTTTTCTANTATTTGGTGAGTAACGTGGTTGTATGGAAAGTTTTAAGAGATGGTGGGACACCGCTCGAATAGAATTTAAAGAGCTAGAGTCATAATGAAGAAAAATATAGTGGGATGTAGTACAGCCTTTAGAGAGAGGCGAGAGCAAGAATATTTTATTTGATTGCAAGGGCTAAAGAGGTATCTTCAGAGGGGTAGATAATTGGGTTCAGAGACGCGTGATTTCATTCGTTTTGCTNTGGCTATGGTAATAGTGTCACGGGTCCGTCAGATTGGTTAAAAACTATTGGAAAAGACTTGAGAAAGGAGTGTACAGACGTTAGCTCGAGTGTGATGATAAGTGCTTTGTTTTGTTTTTGAGTTTGGTAATGAGTACGGTTGAANTTTTAGCGAAGGATATNGTAAGATCGATGGAGATGCGATCAATGATAAGCGAAGATCCGTGAATTCATAAAAATCTTCAAGGTACGAGCTAATGTTGATAGATAAGGGGATTGTGTTATACGGTTGAANTTACAATTCAGATTTTTCATTGTAAGTCTACGTTCGTGGTGGTATATTTTGTCAAGGTATGAATTGGTAAGGTGAGAAATGATCGATCGTATCGGGTATTGAGCATTTGAAAGGACTTACGCNTGGNTTGAGTCGTAAAGTTTATTACTNTTGATTGTTAAAGTACCTAAGAAAGGTTTTCATTTAAAAGTGTTGGTTTAGAATAAGGTAAATGGTCGGAGTGTTTATGATGGTTGTTAGTATTGTGAGTATGATTCACTAGCTATGCTCNCGCGTGTTTTCACTTTTGTGGGTGGATCCCTAGTGGTGGATCGGGTGTACCGAATCCTGCGATGTTCTCTTGGTTGAGTGGGANGATTGGGAAGACTTGGTTATTTCGGATGACATANTTGGTGTTGTCTTGGAGTTGTTAAAGTATTTTAGTGGTTCTACACGTACCACCTTGCTTATG

>rnd-1_family-124#LTR/Gypsy ( RepeatScout Family Size = 649 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACGACCCTAAAAACGAACTAGTGAAACTAGAGCCTCACATGTGAGTTTGGAGTTGAGAACTTGATGAAATGATGAGAAATGACCGTGACGTCCGGAAACTAGTCGTTTGAACTAGTGAGTTGTAAGGGTCTTGTCGTTGAAGTTTGGAGTGTTGTCTAAGGGCTTAAGGGGTTGATTAGCTAGTTGATTAATCACCTTTATAAGCTAGCAAGACCTTAAGCTAGGTCATGAAATCATTTAGAACCGAGACCCTCAAAACAGTCCCCTAAAAACAGTTTTTAGTTTTAAGTTAGGAGTTAGGGTCAACTTCAAACGGTCATATCTTTTAGCACAAAATGAATTAGGTGGCCCATGACCTATCAAATTAAAGGTCTTTGAGTCCTCTTTCCAACGCCACCGAGTTTGCCNAATTCCGANCTCGGAGTAAAAAGTTATGCCCGTTTTAGTGAAGCCCTGTC

>rnd-1_family-58#LTR/Gypsy ( RepeatScout Family Size = 1010 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTGGAAAGAATAAGAAAATCTGGAAANTTTGTTTAAGTTAGGAAAAGTTGAGTTTTGGTCAACTTCAAACGGCCATAACTCCTAGCTCAGGATGAGTTAGGTGTACTTCCAGATATGGTNGGAAATNTCTTGGAATGATCTTTCCAACGCCGCCGAGTTTGCGCGATTCCGAGTTCGTATGAGTGAGATATGCCCTTCGGAAGTTGGGCTGTTGGATTAAGGAAAGTCCAATCCGGATTTTGGAAGGGTANTNTGGTCTTTTCCCTACCCAATTATTCTAATTCGTTTTTAGGAATTTAATTGGGGTAAAATCGGATTTTAGTCAGTTTTAGAAAAATTAATTTACGCTAGGGCTTGGAGAAGAGGAGAAAGGAGAAGAAAGNCAAGATTCGTCAAGATCGTCGAGNTTNGCTTGTGGATTTCGTCGGGGGTGATCCCTACGAGGTATGTGAGATCACATAGCGTTGGGTTAGTTCACCCACGCGCCAATCATGATTCAATTCAGCGAAATTTGTGTNATTTGAAAGTAAATCNTTGAGTTCTTGATGAAATTCGTTTGAATTCTTGTGGGTTGTGTTGTTGAAGTTTCTTGNGATTTGATTCGTGTTTCCGGGTGTNATTTCGAGTTGAATCTATCGTATATTGAGGGTATAAATGATTCTAAGTGTTTGGGGAAAGAACCATTGAAGTTTAGAGGGTTTAGAGNTGAAAAACGAAGAAGAAAAGTCGTCGAACACCTGGGGAAGGGGGTGGGGCGTCGCGCCAGCCAGNGCGCCCCAAAAGGGTCTCTGAAGTTTGGCCTCTGGGGCGCCGCGCCAGCCAGNGCGCCCCAACCCGGTCTCTGAAGTTTGAGGGCTGGCGCCCCGCGCCTCTCAGAGCGCCAGGGACGCCAGTTCTCCCCATTCNTTCCCCACCTTTTCGTACTTGTTCCTTAGCGACGTACCTATGTTTTCTAGTTGATTCCAACACTCTAAGGTACGTCTAAACATCATGAAATCATCCATAAACATGAGATCATGAACCTTGAATCCATAATCCAATTCAAGGAAAGTTAAGATCAAAGTCAAGAGAAGTTAAGAGTCAAGTCGAGAAGTTAAGAAGCAAGTCAAAGTAAAGTTTTCAAAAGTCTTTTCAAACGTTTTAACAA

>rnd-1_family-75#Unknown ( RepeatScout Family Size = 858 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCGTCCCCNTTGACNAAGTTGACTCAGAAGACGGTNAAGTTTCAGTGGTCTGANGCTTGTGAGAAAAGCTTTCAGGAATTGAAAAANAGGTTGACTACCGCNCCAGTNTTGACCTTACCAGAGGGTACGGAAGGCTNTGTGGTGTATTGTGATGCNTCTAGAGTTGGNTTGGGTTGTGTGTTAATGCAGNATGGTAAGGTTATAGCTTATGCCTCNAGACAGCTGAAGGTNCATGAGAAGAACTACCCGACCCATGATCTAGAGTTGGCTGCNGTNGTGTTTGCTTTGAAGATNTGGCGNCACTATTTGTATGGTGTTCATGTNGACGTGTTCACCGATCACAAGAGCCTTCAATATGTGTTCANNCAGAAAGAGCTNAATCTCAGACAGAGGAGGTGGCTNGAGTTACTCAAGGATTATGACATGAGTATTCTTTATCACCCAGGTAAGGCTAATGTNGTNGCTGATGCCCTNAGCAGGTTGTCTATGGGTAGTACCGCCCATGTTGAGGAAGAAAAGAGAGAGCTAGCGAAAGATGTGCATAGACTTGCNCGCTTGGGAGTCCGACTNATGGATTCCACAGAAGGAGGAGTAGTGGTGACGAATGGGGCNGAATCATCATTAGTGGCGGAAGTGAAAGAGAAGCAAGACCAAGATCCTATTTTGCTTGAATTGAAGGCAAATGTTCANAAGCAAAAAGTATTAGCTTTCGANCAAGGGGGAGATGGNGTNCTTAGGTATCAAGGTNGATTGTGTGTNCCGAANGTGGATGGACTCCGAGAGAGGATTATGGAGGAAGCNCATAACTCCAGATATTCTATTCATCCGGGTTCCACGAAGATGTATCGCGATTTGAGAGAAGTCTATTGGTGGAATGGCATGAAGAAGGACATTGCGGAGTTTGTGGCTAAGTGTCCNAATTGCCAACAAGTNAAGGTAGAGCACCAAAGGCCCGGTGGTNTGGCTCAGGANATAGANNTTCCNNNNTGGAAGTGGGAGGCGATCAATATGGATTTCATCACAGGTTTACCTCGGTCTCGCAGGCAGCATGACTCTATTTGGGTGATTGTCGATAGAATGACNAAATCAGCCCACTTTTTGCCGGTNAAGACTACCCATTCGGCGGAAGATTATGCNAGGCTNTATATTCAAGAGATNGTNAGGCTNCACGGGGTTCCGGTNTCTATTATCTCAGATAGAGGTGCNCAATTTACCGCACANTTCTGGAAGTCNTTCCAGAAAGGTCTGGGTACGNAGGTNAACCTNAGTACNGCCTTTCATCCTCAGACGGATGGNCAGGCAGAGCGCACNATTCAGACNTTAGAGGATATGTTGAGGGCTTGCGTGATCGACTTCAAGGGTAGTTGGGATGATCACCTACCTCTTATTGAGTTCGCTTACAACAATAGTTACCATTCTAGCATCCAGATGGCNCCTTATGAGGCTCTNTATGGGAGAAGATGTAGATCTCCNATTGGATGGTTTGAAGTNGGTGAAGCNGGGTTGATAGGACCAGACTTAGTTCATCAAGCTATGGAGAAGGTGNAAGTCATTCGAGAGAGGTTGAAAACGGCNCAGAGTCGNCAGAAGTCCTACGCAGATGTTAGGAGAAGGGANTTAGAGTTCGAAGTNGATGATTGGGTNTNCTTGAAAGTNTCACCCATGAAGGGTGTTATGAGATTTGGTAAGAAGGGGAAGCTTAGTCCCCGATATATTGGNCCTTACAGGATATCCAAGAGGATTGGCAANGTGGCTTATGAGTTAGAGCTGCCGCAAGAGTTAGCAGCGGTTCATCCGGTNTTTCACGTCTCNATGTTGAAGAAGTGCGTGGGNGATCCTTCATCGATCGTNCCAACTGAAGATGTTGGGATCAAGGATAGCTTNTCTTATGAGGAGATTCCGGTTCAGATTCTAGATCGNCAAGTTCGNAAGTTGAGAACCAAAGAGGTAGCTTCGGTCAAAGTNTTNTGGAGGAATCAGTNCGTNGAGGAAGCTACTTGGGAAGCCGAGGAGGACATGAAGNNNAGATATCCTCATCTCTTT

>rnd-1_family-263#LTR/Gypsy ( RepeatScout Family Size = 338 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAGGGGAGGCTGAATCGTGATAGTTGTATTGGTCAGAGGATAAGGTATGTAAGGCTATTCGATTCAATATTCTTCGGCATGAAATCTGATACTTGCGATTAATATCAATAAGTGAATTTCCTAAGTTCTATTCCTAGTAAAGGAAACATAGTGGCAGCGTACGATCTCCAAATAGCTAACAATATTTCCCCCTCTCCTTAGTGTATAGAATTACTTCATTATATGTTCACTACTCTATACTTGTGTAATTATCCTCCTATGTGCTGGTATAGAAATGGTATTTGCAAAAGCAAGTTTGGTGAATCCTCCTCTTAGTCAGTTGAAGTCAATTGTGTCATTTAAGCTCACAAGTAATGCATTGATGTTACATAGCTCCTTATGTCATTGTTACTGCCTTGAAGTATTATTTTCATGTCTTCTACTACTGGTCCGTAGTTCCGAATATCAAAAATGATTATGACCACCAAAACAACAATCTCAAAGATTAAAGAATCTAAGTGAAGCAATCTGTATAATTAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTTGTGTAATTATGAGGACGGCATCCCAGGGGTTAAAATGCCTAGCATGGGTCATCCTCTTCTACCACTGATCAGCTGGTCATTCGTATCACATGCCTTATAAAGATCATAACGCACAGAAAAGTAAAGAAAAGAATGTAACATACACGATCCCACAAGAGTNAACAAAGGTGGTCTTCTATTCTGATCTATGCACCATATATTGATACTTGGTTTCATTCGAGCTCTTATTTTACATATGTTATTGCCTTACATATTCAGTACATTCTTTCGTACTGACGTCCCTCGCGGGGGACGCTGCATTTCATGCTGCAGGCACANGTACTCCAGCTAGTAGACCTCCCCAGTAGGAGCACACGACACTCAGCTGCTTTTGGTGAGCTCCAGGTTGATTCGGAGCTTTACCGAGTCCTTGGTAGATTCATTTTGGTATTGTATCGTAGTTAAGGGTAAGGCGGGGTCTGTCCCGACCTACTCTAAGGTTTTCTATCTTTTAGAGGCTTTGTAGACTTATGTATATGGTTCGGTTGCGTCTTAACAAGTTGTGGCCTCAACGGCCAAGTCTTGTATATAAGTTTTGGGTCTACTTATGTCGGTTCGTATCGCTGCATCCTATGTGAACTTGTCACAAGATTGTCATAGTTATATGCATAGTAAGCACAGGTTACATGTTGGTTCTCTCGGGCCTTTAGGGCATCGGGTGCCTGTCCGTCTTAATGGGATTTGAGGCGTGACAA

>rnd-1_family-180#LTR/Gypsy ( RepeatScout Family Size = 503 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGTTTTTATTCGTAAATGTCTATNCCTATGATTGACTTGANCATATTCGTACTTTNCTATTGANTCTCAAACACGTACCGCTCCCTGTGGGATTCGACCCCAACTCACTTAGTTGGGTTATATTACTGACTAACGATCGTTGACGCTTAGAATTGGATGAAGTGTCTTTGATACGTNAAATCA

>rnd-1_family-341#Unknown ( RepeatScout Family Size = 243 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACATGACCAATTTTTATTGGTCAGTGCTGTCAAAAAGCTGCACCCACGCGCCTAACATNGGTGGAGTCACGGAGTGTGCCACGTAGGCCGAAAAGGGGTAGAAAATTATNTATAAAATAAGTTCGGGGGGGTAATAGGACCTTAGTANAGNTTAGGTGTGTCTCTGGGATTTCGGGCATAGGCTGGGGGGTACTTATGCATTTTCCC

>rnd-1_family-109#LTR/Gypsy ( RepeatScout Family Size = 702 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCTTGAATTGGTAGGCTTAGGCATCCTCTTCTTGTGTAATGAATGTGTCTTGACTTGATGAATATGAATCGGTAGGCTTATGGCATTCCTTTCATATATGAGTAATGAATGTGTCTTGACTTGATGGATATGAATCGATAGGCTTATGGCATTCCTTTCATAAATGATCTAATGTAATGANGACTCTNGAATCGATAGGCTAATGGCATTCCTTTCATTAATGATGTCAATGNACCTTGAATCGGTAGGCCTATGGCATCCCTTTCATGAGTATAAGATGTAATGATGAACCTTGAATCGGTAGGCTTATGGCGCCCTTTCATGAGGANTCAATGAGCTATCCTAATAATGTACCTTGAATCGGTAGGCCTATGGCGCCCTTTCATGTGTAATAATGTACCTTGGGTCGGTAGGCCTAATGTTGGCGGCCCTCTCAAGTACAATAATGTTAATGTGAATGAANTACTCTATGGGAATGNAGGCTAAGCACCGAGTGGATATGGTAAGATGGAAGCTCTCCCNACGTTAGGCCGGGTTCCAATGAACATCTTCCTTATCCCATAACTATGTGCCCACATAGGATATTAGCTAGTGGAT

>rnd-1_family-29#LTR/Gypsy ( RepeatScout Family Size = 1249 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTGTGGATGTTTGAGCTTGTGGCTCCTTTTATTTTAAATTGCAAAATGATTTTTGACCCTTCCGAAAAATTTTTGCCACCTCTTGTNTGTGTTGAATGTGGCTGTTCTTTTGCAAATTTGAGTATCGGTTTCGATCAATACCGATGACTTGAATAGTGCTCNTAATCGAACGAAAATGAATGTGCGGCTACGATGAGGCCAAATGAAGTTGCATAGACAATATGTGAACTCTTTGCATCTCGTTGTGACTAGCCGATTATCGAATCGAGTCTCTTGTGATGANCGTTGCACACTAGCGAAAGTGTGGAGTCTTGTTTGACNTTGGTGTCGATGCCTTGTGTGATGAGCTTACCGTGAACCATGCGTGATGACACCTAGAATTTTCCCCGTTGGTCCGGTCGACTAAGTGATGCGANCTCTTGANATGATCTTAGGCAACTTTGAAGAGTGTGAACCAATTTGACATATACCTCTTTTGTGGCCTACCTTGTGAGTGTGTGAACCTCTCTTGAACACCCCTTGAGCCTTACCCTTCTCTTGGAAGAAACTTGATGAAAACTNGACCTTTCTTNATCCATTACCCATAATCCTCATGANTTGTGGTTTGTTTGAATAGCCAACTTAGGCCAAAAGCCTAAGTTGGGGGTGTGGTGAAAAGAGAAGGTAAATCAAGAAGTGCAAGGAAAGTCCCCTTTAACCCATGGTTTTGAGAAAAATGGAACCCCTCCATACAAAAAAAAGAGAGAGAAGAGAAAGAAAAAGAAAAAGAATGAAAAAGAAAGTTGTGGAATAAAGTACAAAAGAAATGGGGTTTCCGAGCAATCCATGGAAAGTGAATAATGGGATGACTTATGAGCACTAAAGAGAATGATGAAGGAAAAGGAAAGGAAGTGTTGTGAGCACCACATTTCATGAGGATGAAAGCCACTGAGCCTAAATGACCATACCTTTGCACTCAGCCCCGTTACAAGCCTTGAAAAGACCTTTTTGATCTTGAGTGAGCTGAAACGAATGTCGATTGGAAAATANGGGCAAACCTATGGGTGAAANCATGCATTGTGTTCNTCTTTGTGAGTGTGAGCGTTGCATCTGATTCCGGAGCTTTAAATTGTTGAACCATTGTGTGTGAATATGGAATCATTCTTTGTGTGAGGGCATTTGAATACTTTTGTTGAGCTTGAACTTGCATTTGAAGCAAGTATTGCGAGCTTGAGAATCTTTGATAATGGTGAGTCACAACTTGAATCTTTGAGTGCACAATTGATCCTTGCATGAGTAAGTTGAGTCTTGTTGTGTGCATTCATGATTGAGTCTTGTGTAGCACTGTTTGAGACATCCTTTTTGAACTGCTGAACTTGAGTTTTACTTGAGGACAAGCAAAAGTTTAAGTTGGGGGTGTTGATGAGTCCACGAATTGGACTCATTTAGGGCTTTATTTTAATAGAANTAGTGTCCTCAAATGCTTATTTTGTCTCAATATCTGATGAAAACCCTTAAGTTTCAGGTATTTGAAGTTTGAGGGAAAGCATGGACACTANGGCGCAAAAAGGAACGAAAAGGCTGAAAAGAACGAAGAAATGAAGGCCTGAGGATCGCCGAGTCCACTTGGCGAGTCGCCGAAGGGNCNTACTTCGCCTTTTGTTCCAGTGCGCCGAGCCCTGAAGGAAAGGATCAAGTCGGCGANGAAAAGGAGCAGTCGGCGCGTCGCCGAGNAGTTCCGCGAAGCAGTACTATATCGCCCAATGACNCAGAACGCGANGATGCTGAAGGCNAGCGCAAGACGGCGATGAACTACACCAAAGGGCGGATCGCCGAGTTGATCGGCGATCCCGACTAACNNCGCCGAACGATCCGCCGCAGCACAAATTTCTGAAGACTATAAATACTAGTTAGAGTTNTAGTTTTTAGGAGTCGAACAATTATTATAATTTTCATATAGAATAGTACTTTTTAGTATTTTTTCTCTAAGTTTGAGAGGGTTTTGGAGACTTGAAGAAAGAGAGGGTTTCATCTTCGAGAANTTGGAAGTGGGTCTTCTNGATTCTTCATCCTTGGCCTGTATCAAGACTTAANTCTTCATACCCATTTGANTGCAANCTCATTTTGGTATAAATTTTTATCTCTTGATGTGTGGCTAAAAACCCCAATTCTTGGGGTGTGATTTAGCGAATATGGGTTGATATNATTGTTGGGTCTTGCTTGCTGATAGTTTAGATGTAGTTTAATGGTGATTTCGCCTAGTGGTTGTGGTTNAATTTAATGGGTTTGTAGTTGCAAATACAANNCCACCCATGTGTTTTCGGCTTGCTCGAGAGAGAGGTCGCGAAACCAAGACCACTAGATTGATGGCCTANGGAGTGGGTCGACATGAGGTTCAGCCCGAGAGGGTGAGCCCTAGTCCCATNTCCNNACACTCAGCTCGAGAGAGTGAGTGGGNTAAGGCGTAGGCTGGTCTTCATGCGGCAAATGGGTGTCCGAGAGGAACCCATTTGAAACGGGGTAAGTTGCTCGAGAGAGAACTTATCCCCATTAAAGCCTAGCCTAGTCACTATTATTCTACGAATTTCCTATCGAAAGCATGTACCCAACGATTTANCTTAACCCGTATTCCGGTCACATCCCAAGAATCCCNTCTCATTACTTAGATTTCTTGTTTATTTTGTTGTTTTTACTTACTTGTGACAAAACCCCCATTGATATTTGACACTTTTGTGTCCCCCTTTAATTTACNATGTTTTTANTCGTTAATGTCTTTAGCTACGACTAGTTAGAACTAAATTTTATTTTTCTATTAATTCTCAAAACCACTCCCTTGGGACACGACCCCAACCCTTGGTTGGGTTACTATACTATCGACGATCGTAGACACTCGCACCGTAGGTTAGTGTCGTTGGTCACGATAAGCATCA

>rnd-1_family-206#LTR/Gypsy ( RepeatScout Family Size = 457 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTGTCTTTTTACCTCCAAGAAAACCCTAAACGAATTTCTTGACTAATNAAAGGCCCAAAACAATCAGATTTTCATCTCTTAATCCATCATTCTCTTCTCTCTCAAACCCTAAGGCAAAACCCTAAGGAAAAATCAAAGTAGAAGACTCCATTCAAGATTCTTTCAATCTTTTTCAAGATTCTTCTTCAAGGTAAGTCTTTCTCCAAGAATTTCATTCTTTCCAACTCAAATTCCTCCATACAATTATGAATCACTAATGAAAATCATAATTCTTGGCCATAGAGATTTCAAGAAACTAATTCAAGAATCTCAAGAAAGGTTTTCTTGATCGTTCNCCTTCAAGCTAGGGTTTCAAGGCTTCTAATCAAGTTCTTCTTCAAGATTCTTCAAGAACCTTGTTCTTCCAGGTATGTAAGGCTATCATAGTGTTGGACTAGTTCGTCCTCACGCCCTACATCTACTTTCAAATCAGTAAAAGAGTAATCTAGGATTCTATCCCTAGATTTGAGTATTCTTGAGATGAGTTGATTTTGAGTTCTTGAGTTCNTGNTTCTTTTTGAAATTCTATTCCTAATTATTGAATTGCTATATGTTATGCATTGAGATTCTTGAGTTGATTCGTTCATGTCTATATTTCAGCATGAACCCTATNAATTGAGTTATAAATCTTGAGAGAGAGTNTTTTCGAGTGCCAACACTTGAGTTTTAAG

>rnd-1_family-44#LTR/Gypsy ( RepeatScout Family Size = 1113 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAAGTCAAAAACCCAATTCTAGCTAGGGTTTCCTTCTACATTGTGGGTAGGGTTTGGGTATGATTCCAATCGAGTGGATAATACCCGATTATGATTGANTTAGCATTGAATTATGATATTATGATGAATTTACGTGATTTCCATGGTTAACCCTAGTCTAAATTGATGAANNTGATATTTGTGGGTTTATGCCATTAGAGGCGAAATTGAAGGTTCATAGGTGATCTTCTNAAATCGATGTCATGTGTAGTAATTGTTCAAGATTAGGAGCATATAGACATGAATTGAACTAGACTNTANTGTATATGATGGATCNTGACTNGTAAAGCTNGAATTGAACCTTTATGATGAATTATGACTAGAATCGCCTAGTAATGAAGNATGTGATTAGAATGCCTTGAAATCTAGGTACGTATGATGATTGTAAGAAGTAAAGCTTTGAGAGTAAGGCTCGTAGTCATGAATGTTGATCACTAGGGCTTTGAGAGTAAAGCTAATATGATGAACTATGNATGTTAAGGCTTTGAGAGTAAAGTCTATATGAGAATAGAAGACTAATGGATAGAATTGTGGTGAAAGGCCTTTACCCACCTAATCTACCTTATGAATCNTNGATGGTATGAAGTGATAGAATCACTTGAGTCATGATGATATCCNTGTCTAATGTAGAATTCTAGACATGATGTTAGGCATGAATATGAACTTAACATGAAAGACTTCTCACATAGTAATGGTTCTAGGGTTGAAAGGGCTTCTCTTACCTAATTGAACCTAAGGCTATAGAGCCTTTATACCTAGGTCATGGATGGTGATAGTTGCTCACACATGGTCTAAAAGAGGTATTAGCATGGATTGGTTGTCAAGGACATCTTTCCATGAACTTGAGTCAAAGTAGAGACTTAATGATTATCTCGTGGGATTNATGCCTAGCACCGAGTGGATATTGAAATGAGATGGAAGTTCCCACCTAGTTGAGTCCGGGCTTCCATGGAGGCTCCCACCTAGTTGAGTCCGGGCTTCCAACATGGGATCTCTCACCTAGTNGAGTCCGGGTTTCCCAAAGTATGTCTCATGAGATGGAAGCCTTCACCTAGTNGAGTCCGGGTTTCTAGTAGCAATCTCCNTATCCCATAAACTACGTGCCCCCGTAGGATANTTAGCTAGTGGATCCACCTAAGCTAACAGACCGGTTCTACCTTAGGCAAGTAGACCAACCCTTTNCGGTGTGGGTAACACCGGGAGATCATGTNATAGCTCACATGGTCTCATGTCGGTTAAGGCTATATCCCAANTAAACAAGATTAGTAATGAACTAAGATTGTGC

>rnd-1_family-129#LTR/Gypsy ( RepeatScout Family Size = 643 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CGTTTTTGGGGGTTAGACATTATTGTANACTTTTAGTTTTTGGTATTTTTGGGAATTAACTTGCAAACTTTAGCAATTTAATTTCCGGANTTCGGTTTATACGATTTTCGCTTTGAANTTCAATTGAAGATTTCGGGTTTCATCTACTCTAATCGTAAGTTCATGAATTCTTCTNACCTAANTATGAATTGTGNNCTCTCAAGCATGAGTAGCTAAATCCACAACTAGGGTTGTGGGAACCATGAGCAATTAACAAAGTATGAATAATAATTAAGTAATTCTTGAATAGTGTTTATGCATGTATTGNTAATTCTTTCGTTTAGAAGTCTTTTTAACGGTGCGCAACGTTAGAACTCGCCTCGTTCCTACTTGCCGGACCAAGGAGGTAATNAATGAGAAAAGAATTAACAACAGAGATTTAGTGTGATGCTATCTAATAGTCTAATGTCGATTGGTGCGAGGGTGAAAACTAAGCCATACATCGACGTGATGTCTAATNTGAGGTAAAGGTAAGGGTTAGTAAANTATACACNCGTAGCCGGACCAAGGTGCGGGGTGAAATTCCCTANTTGGAGGACCAATCACTTAGGGATACCTAACTTACCGACTTTGCATGTAANACACTAGGAAAGGATTACTATTATTAGGATTACCGCGTTAAGAGCTTGTGGGGAACACGTACACCCTAGTTTCTCTCTCATATTGATAACTCAAAAGTTTGAATCTTGCTTACTTGTTACTTAACGACAATCAATTATTTGTTTCACAAACCCCCCCCCCCCTTTANTTACTTGTCTCGGAAATAGTTTGACTAAACGAATATAATCGTGAGTTAAGTTTAAGTCTAAACCATATTCCTCGTGGGATCGACCCCAACCTACAAGTTGGGTTCTTTACTTGATAACGATCGCTTATACTTCTTTAGGGAGGTGTAATTTGAGCGTATCA

>rnd-1_family-262#Unknown ( RepeatScout Family Size = 341 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCATCCATGGAATCCTTCCATCCATGGAGCCCCCTAGAATTCCCCAATTTGAAGAAGAATTCCCCAATTCNAGTTAGGGTTTCTTCCAATGTTGTGGGTTATGNTGAATGTTGATCCAATTGAGTGGATNATGATTGTTTATGATTGAATTGGTAGAATTACATGTTTTTAGGATGAAATTACATGTA

>rnd-1_family-13#LTR/Gypsy ( RepeatScout Family Size = 1448 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATCATAACCTTGAATTCATAATTCAAATTCAAGGTAGAGTTAAGAGTTAAGTCTTGAGAGTTCTTTCGAACATTTTGAGAAAGTCCCTTTGAGTCCTTTTGAGGAGTCTTCTACAACTTCTAATAACTTGTTTCAAGACTCGAGCAAGTGAGTATGAGAATGAGGAGAATGTATTCATGAGTCTACTTTATCATCACGAGATCCTTCATATCATGAACCATAACTCTTGAATTCATAATTCACATTCAAGAGAGAGTTAAGAGTAGAGTTCAAGAAAGTCTTTGAGTTCAATTGTGAATCCTTTGAGATCAACTATCGATTTGAGCTAAGTTTTGAGGAAGTAAGTATGAGAATGAGAAGAGTCGTATACATGAGTTCCATATTGTTATGTAGACCCTCGAGTCGAGTCGTTCATGCCCATAAATTCCGCATGAACTCCATAAGTTGAGTATCTTTGAGAGGAGTAGTATCTTCAAGTTCTAAGTCTTGAGTATTGAGTTCCTAATCCCTTTTGAGAAGTATCTTTGAGTCCTTGAGTTGAGTAGTTCATGCTCATAATTCCGCATGAACCCTCTGAGTCGAGCATTCTTGAAATGAGTAGTATCATTGAAGTTCTTGAGTTCCAAGTATTGAGTTCTATCTATGGTTATTGAAAACCTTGCATTGAGTCGTTCACGTCCATAATTCGGCATGAACCATATTTTAAGAAGTCTTTTACAAACGTTTNAACTTTGTTTTAAGACTTAAGCTTTGAGTTGAGTAAAGAGTAAGAGTAAAGT

>rnd-1_family-84#LTR/Gypsy ( RepeatScout Family Size = 828 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGAAGCTATATGTGAAGGAATGATGTGAATGAGTTTTATGTGATGATCTTGTGATGATCCTATGTAAAGTGGATAGCGTTGTGAGTTAAAGTATGATTTCTCGTGATGTATATATGAAATGATGTTGGATTATGAAGTATCCTTAAATGAAAATGTTGTGACTTGGTTGGTAGACTAAAGTGTCCCTCCTTGTTACTTAAAGTCTTGAACGCATGAATGTGTGAAATGGGCAGAACTAAGAAATGGTGCCCTTTCATAAGTCTAGCTTTCCTAAGTAAATGTAAAACCTTGAAGTCGGTGGACCTNAGGGTGGTGGCCCTTCTCATGTGTGAAATGATGGACCTTGGATCGGTAGGCCTAAGGCACCCTTCTAGGGGGATTTAATGAGCTATCCTTATGAACCTTGATCGGCCATGACTAAGAAATGGGGCCTTTCTTGGGAAGAGGTACTATGAGTCGGTTGAACTAGAAAAGGAACCCTCTCTAAGTACATATGTGANTGAATACTCTATGGGAANCAAGGCTAAGCACCGAGTGGATGTGGTTAGGANGGTGGCCTNGTCGAGTATGAGGTTAGGCACAATGAACTTCCTTGGACATCCCCTAAACCATGTGCCTACATGGGTTGCTTACTAGTTCTACCTTNGGCAAGTAGAACACCTTCCACGGTGTGGGGTTTATGACACCGGATTCCATGTCTAGCTCGCATGGTCTATGTCGGTTAACGCCTATTCCCATCATGTGGGATGTGCACTCTAGTTACTTGATAGGTTCTACGAAGTGTAGGTAGTAGTATGGGATGCTATCTACACATNGCACGAGTAGGCTTTGAAGGTGCTANAGTGAGTTCCCTAAGTCTTAACGACTANTGTGTGAAAGTCCCCTTATGTGCNTGAATGTCTCCTAAATGGTTTNATGAAGAATGTTGGCCTATTGATGTTATGTTGTAAAGGAAATGTCCTTATCTAAGGTAATCTTGGGGAACACTTAAGTGTGCTTGAAGAGGTTGTATGGGCGGTCACTTCTTGTCTCACTCAAGTGTGTCTTAAGGTTATATTAGGTAGAGGTCCTATGGTAATGAAATGACATGTGTTCTTTTAAAGTTAAGCATGGGTTGTATATGGATNTATGTTGAGTATGTGTACGGTTGGCTATGGTCTTATATGTGAACGTTGACTT

>rnd-1_family-514#Unknown ( RepeatScout Family Size = 123 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTATTATTTTTATGTTAAATCATTTTTTCTAAAAATAGTCAAAATATATTTTAGTCAAGTCGCCGGNCAACCGCGTGTTAGCGGACACTTCGAGTGCTTTAAAACCTTCTCGAAGTGTAAATATGAACCCCGAACCCTTTTTNGTATTTTCAANTGATTTTATCTGTTTAAATCTTTGAAAATTATAAGTTTTCTTAATTTCTTTAAAAAATTAAGTGGCGACTCTTTTCTAAGTATTTTTCTCAAATTGTTTTATACTTAGAACATTTCAAAAAGTGATTTTTCTAAAGATAGTAAAATTACGGCACAACA

>rnd-1_family-244#Unknown ( RepeatScout Family Size = 375 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAATGGTAAATATCCCACAAAATGAACTAAGTTTCTTTCAAAGGTTTTACGAAGCTTTCANTATGATTTTAAGATGCATTGACCATGTTCATGATTTATGATTCTTCTTTAAAGGTTTTACTATGTTTTAGCTTGGTCATGCATATCATGTTTTGATTATGTCCTCTTATGATCATGTTTCATGTTTTATGCATTTCCCTCATACTTAGTACATTCCATGTACTAATGCATACTTGTGCCTACATTGTTTCACTAATGTAGGG

>rnd-1_family-205#LTR/Gypsy ( RepeatScout Family Size = 461 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTCTGAGGTGACTCCGGGCACTGATGCCCAAGTCCAGAGTGNTACACCGGGCACTGATGCCCAGACAGATGGAGCGACTGCGTAGACAGGATCCCTTCTTTACCTCCCTCTCTGTCTTACTTTATTTTGACTTTTGGATATTATTTTGCTTGCATTTGAGGACAAATGNTTTTTATTTGTGGTGGGGTGAGGCCCACCTTTTGTGACCTTTTGTGACTATGGTTTTGTTTATATATTTGGGTTTTTGAGCTATAATTGTGTTTTACACTGTTTTGTGGATGTTTGAGCTTGTGGCTCCTTGTTTTNAATTGCAAATGATTTTTGGACCCTTCCGAAAAATTTTTGCCACCTCTTGTTTGTGTTTGAATGTGGCTGTTCTTTTGCAAATTTGAGTATCGGTTTCGATCAATACCGATGACTTGAATAGTGCTCNTAATCGAACGAAAATGAATGTGCGGCTACGATGAGGCCAAATGAAGTTGCATAGACAATATGTGAACTCTTTGCATCTCGTTGTGACTAGCCGATTATCGAATCGAGTCTCTTGTGATGAACGTTGCACACTAGCGAAAGTGTGGAGTCTTGTTTGACNTTGGTGTCGATGCCTTGTGTGATGAGCTTACCGTGAACCATGCGTGATGACACCTAGAATTTGCCCCGTTGGTCCGGTCGACTAAGTGATGCAATCTCTTGANATGATCTTAGGCAACTTCGAAGAGTGTGAANCAATTTGACATTATACCTCTTTTGTGGCCTACCTTGTGAGTGTGTGAACTCTGCTTGAACACCCTTTGAGCCTTACCCTTTTCTTGGAAGAAACTTGATGAAATCGTGACCTTTCTTTATCCATTACCCATAATCCTCATGANTTGTGGTTTGTTTGAATAGCCAACTTAGGCCAAAAGCCTAAGTTGGGGGTGTGGTGAAAAGAGAAGGNAAATCAAGAAGTGCAAGAAAGTCCCCTTTGACCCATGGTTTTGAGAAAAATGGAACCCCTCCATATAAAAAAAAAGAGAGAAAAAGAAGAAAAGAATGAAAAAGAA

>rnd-1_family-260#Unknown ( RepeatScout Family Size = 344 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTTTTTTGGTTTCCCACCCGGTGTCCGGTACCCACATTGGAGCCCGACTAAATTCGGATTCGCGCCGGAAAGTCCCACATTGGGGGTAAAGCGCTCCCTAACAAAGGCGACTCCGTACCCAAGGGGACTCGAACCCGAGACCTCTTGGTTAAGGATGAAGGAGTACTTACCACTCCACCACAACCCTTGTTGGT

>rnd-1_family-213#LTR/Gypsy ( RepeatScout Family Size = 439 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGTCTTGTCCCGACATCCATCTTAGTATTAGAGGCTTCATAGACAGTTAGTCAGTTAGTTTTGAGTCTCTCATCTATGTTT

>rnd-1_family-355#Unknown ( RepeatScout Family Size = 227 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATACAGAATTCGAAAGAAAATATACAAGTCTCAAATGACNTTGTTTCTAGAATAGAACAAGATCGTAAATAAGGGTAACGAGGGCCGTCTGGGATGACAAACAGCTACCTCNCAAGTATCTCCCGAAGCTCAATCTGAAAGAAAATANCAAGCCGAATCCGAGAGGGCCGTAACCTACANAAGTGTAGAAGCAAGGGGTGAGTACCAAACCACACGGTACTCAGCAAGTAAACCTCTAAACACAAGCTAAGGGGATAGAATACGAGTACTCCTTNCACCCCAACCGAACCTCCGCAACTACAACCTGCATAAAACCAGCCCAACCTAACAGTTCACAATCAACAGCCACAACCAACAGTATATCCTCAACAACCTCATATCAACAAATAAGATCAAGTAGATCAAATTTCACATAAGAAGGGCAAACNGATAAGATCCACACATCACAGACAAAGATGAAGTCAAATGCGATGCAAAATGCAATAACGATGTCANGTAGTNGTGATGCATGTCTGNCCTACGATACACATCCGTTGACGTAATCAGTCCGCGCTGAATACTCAAATCAGAACCCATGGGGGCCGCACATGGACCATGTATCGCCGGCCGGAGCCAGATCCCATCGGCATCCAAATCGCTAGCCGGAGCTAGTCTCAACTGTGTCTCATATCCATCCATCCTCATATCAGTGTCTCAGAACTCATGCAACAGATAGTTCACACATGGGATGAATAATGAATATGCACATGTCTCAATCACAACCATATCACGACCACATCATAGTATTACACATCATCTGTCTCAATCACAACCGTATCACGACCACATCATAGTATTACACATCATCTGTCTCAATCACAACCATATCACATGACTTATTCAACAAATTCAAGTCACATATAACACATTTAGCTCGTTTTATTCCCCATCTTTCATTTACAACAATTCCAATCAACAAATAAAACCCATCCTCAATCCCCATTACTCCCCAACACAATTAGGAAAGTAGTCATGCGTAGTCTAAGAGTTTAACAAAGTTTAGAAGCCACTTGCCTTAAAACACTCCAACAGTCACTCGAGACTTGAGCCTTNCCCTTCCGAGCACGNTCCGAATCACCGCAATCTATTCAAACAAGTAATCACAATAACAATTCGAATCCAACGACACCAANATCANGAAATTTAGGGAAAAAGGGCAAAACGGTCCAAAAGTCTCGTACCGGAAAACGATACCCAAATCTGGAAATTTTT

>rnd-1_family-254#Unknown ( RepeatScout Family Size = 351 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGGGTTGTTCGTGTGTTGTAATGGCGAGAAGTGGGGGTAGCGTACGTGATGTAAATGCTTAGGTGGATTTCACCTTGGAGAAAGGGATTCGTGTTTAGTGGTTAGNAAGCTTGACGTAATGTACTATGTGGCCATGGCTGGGTAATATGAAGAGGAAGTAAGGGTATGNCGTGAGCGGTTAGTCGGAATGCTNGTAGTTGTATTCGGGGACTCTTCTATGCGTTAGAATGGTTAGGCTATGATCAAGAACCTAGTAAGTAGGTTGACCGAGAGGGTGGTTAGTAGTAAGGGTACTAGTGTAATTCGGAGGTATTCCGGAGAGGGTAAAGGTGGAGGAGCGAGTGGTTTATTGCATGTTCTTGCTAGTTGATTTCTTATGTTATGCGGTGGGCGTCGGGTTGACCGATGATGCCTACCAGTACGTGTGGTTTGTACTGATACTACTCTTGCTATGCCTTTTGGCATAGTCTGGNTGCAGGATCGGTGATGTTTCATTAGGTGAAGACGAAGANAATCTCCAGCAGCTTCTACTTTTCCTTCCGCGTGGTGGGAGCTGTGTCTTTTATTTATTTTGTCCAGTTGTACTCTTAGTAGCTCTTGTACCTGTTTAGACTAGATCCTTGGGGGTGTTAATTACTTTACAAGTCTTAACTCGAATTGTTTAAAAGTTTTATTTATAAAAATCTTATGATTTCTTTATTCTCCGTTTTTCTTAATTTTCCGCATGTTTTAACTATTGGGATATGAGGGTTCTCCTACTTAGGTGTTAGAGTAGGTGCCCGCACGGCCCGGTGGGTTGGGTCGTGACAAATTGGTATCAGAGCCCAGGTTACCGGTCTCCCAGTACAAGAGCAAAATGTGGANTAGACTCCTGCGGATTGGTGTGTTGACGTCCACATCTAATCTTCAGGAAGCTANGAAGCATTCTAGGAAGTCGTTCCACTTNTTCTCTCCTTTCGTGCGATGTGTCGCTTGTGGTATGAGTTGAGTCCAATTGGTATCTCCCGATTCCAATTGGTATCTCAACGAAGTGAACTAGACGTCGTNGTCACGGCTGAAGGGACACAAGCAAGGTAAATTGGAACTGAGAAGGTTCCAATTGGTATCTGGCCCT

>rnd-1_family-348#DNA ( RepeatScout Family Size = 234 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTATATTAGTGTATCTCGCGCATCAGATTAGTGTATCATGTATAAAATGTACATCAGATTAGTGTATCATGTATAAAATGTAATGTATCTTACTTAACGATTAATGTATCTCGCGCATCAGATTAATGTATCAGCGCTTATATTATTGTATCCGTTTGAGGGATTTCTGTAATTATAAACTTTTAAGGGATAGATTGTAATTTTGCCTTAAAAGTATGTGATTTCTGTAATTTGCCCTAAATTAAAT

>rnd-1_family-164#LTR/Gypsy ( RepeatScout Family Size = 541 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCAATGGTTGATTTATGATGNATTATGATTGAATTGATGATTTAATGTTGATTTATGATGAAATTCCCCCANGAACCCATGATTCCCCCANATTNCTAAATTGTGANTTCGTGATGTGGGTTGATTGATTATGGAAGCATGTTAATNGATTATGTCTATATTGATTTAGTTATTGAATCATGTTATTATCCATGTCTAATGTAGTATTCTAGATGTTTGGGTTGAGANTGATTCATGGCCTTGAAGGGCAAATTATGAAGGTTNATGTATGATTATGATGNTTATGTATATGCNTGTGATTTCAATGAAAGTAATGTGATCATGNCTANAATGTAATTGTGTTATTATTGAAAGGTTATTCTCAATTATACACTTATGAATGATGATATATGTGAAAGGTTTCTTCAATGTAATGTTATATCTTGAATTGGTAGGCTTAGGGCATCCTCTTCTTGTATAAATGAANGTGATCTTGATTGATGAACCTTGAATCGGTAGGCTTAGGGCATCCTCTTCTTGTATAANTAATGTATCTTGACTTAATGAACNTTGAATCGGTAGGCCTAATGGTGGT

>rnd-1_family-296#LTR/Gypsy ( RepeatScout Family Size = 289 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGTTAGAGTCGTAAAATGACTTCCCGTACTTAGAATGAAGGGTTTAGGGGTTAAACGTCAAGGTACGACCCCCCAAGGACCANCCAAGGGTCCTTGAGGAGGACCCCAAAACTGGCCCNAAAAGCTGTCAAAAACAGCTTGACCCACGGATGGGCACCCACGNGCCGTGGGTGGACCCACGCCCCGTAGGTGGGGTCGTGGGTCAAGGCTGGA

>rnd-1_family-94#LTR/Gypsy ( RepeatScout Family Size = 767 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTCTTGTCACTTTGCATTGTCGTGTTGGTATCCTTTAAGACGTTAAAGACGCTTGTGTAACTCGCCCACTTGTACGGATTGTTTGATCACTTGGCACTCTTGTTGGGACCTTGTCCTTCTTGTGGCTGTGACTTTGTCACTATTGGCATGCCTCTTGATTCGGATCATTTGCCATCTTGACTCTGGATTTTTAGTCCGTCTTAAGAATGGAAGTTGTCCATTTTAAGTACGAACTAGAAAGCCATTTTTAATATGGTTCTTGGTTCTCTTGATTATTGGGCTTTGACCCTTCTTGATACAGGGCGTCGGCCCTTCTTGATACCTGCTTGTGCTTGGTGTGACGACATGATGTATATATTGGGCGAGCCTTGTTATTGAATCTCTTGGAAANTGGTGCTATGAGCGTTCTTGACACTTGGATCTTTAAATATCGAACTTGATACCCTTAATGTGCACTCTAGTTACTTGATAGGTTCTACAACGTGTAGGTAGTAGTATGGGATGCTATCTACACATGGCACGAGTAGGCTTTGAAGGTGCTAAAGTGAGTTCCCTAAGTCTAACGACTAATGTGTGAAAGTCCCCTAAATGCATGAATGTGTCCTAAATGANTTTAATGAAGAATGTTGACTTATTGTCTAAATGATATGTTGAATGAATAGCTTATATTAATGAAGTGAGTTACTTAGCATGTTACGTTGAAGCGTGATGGTTCTTGTCTATNGTAGCCTTGAGGAACACTTAGGTGTGTATGAAGAGGTNGTATGGGCNGCCACTTCATGTCTCGCTCAAGTGTGTCTTAGGGTNACTTTAGATGAAGGTCCTTGGATGATGAAATGANTTACTTGGTGAAATGTTGAGTATGTCTATAATGTGGTTAATGNCTTGTATGTTGGTTATGNCTTATATTATGCCTCTTATGTCAATGTTCATGAAGTTTTACCAAAATGGCATAAAGCATGACTTTCAACCAAATGTCCTTTTTAGCATGTTTTTGCATGGCTTCCATACTTAGTACTTAATTGTGCTAACCCCTTTCTTTCCTTTTGACTAAAGTGTAGGGATTTGGAGATGTTGACGTTCCATGGTTGATGGATAGGTTTCTAAGGTGCTTGAAGATGAAGACTTGGTGAGTCCTCATAGATTCGAGGACAATACCCAATATGTTCCTTTATGTCNTTTTAGTTTTGTTTAAGTTTTGTACGGGCTTAGTCCCGAATGTTGTACTCTAAAGTATTAGATGGTTTTGAGACATCGTGTATAAAGTCTAGAAAGTCTTCCGCTTGCTATTT

>rnd-1_family-315#LTR/Copia ( RepeatScout Family Size = 265 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGAAAGAGGCTGTCAATAGTGAGATCGAATCAATCTTAAGCAATCATACTTGGGANTTGGTTGATCTNCCTCCAGGGAANAAACCNTTGGGTTCNAAATGGGTCTTCAAAANGAAAATGAAAGCCGATGGNACTATTGACAAATATAAGGCTAGACTTGTTGCCAAAGGNTNTANNCAAAAAGAAGGNNTTGATTATTNTGANACNTTCTCNCCGGTNGCNAGGATNACATCCGTTCGGATGTTAATTGCNCTAGCTGCAGTATATGGTCTTGAAATNCATCAAATGGATGTNAAAACCGCNTTCTTAAATGGAGANCTGGAGGAAGAAATTTATATGGAACAACCCGAGGGTTTCGTAGTTCCNGGTAAAGAAAAGAAAGTGTGTAAACTCGNNAAGTCNCTNTATGGNCTNAAACAAGCNCCNAGACAATGGCATGNAAAGTTTGATCAAACCATGTTGTCAAATGGATTTAAGATCAACGAGTGTGATAANTGTGTTTACATTAAAGACGCTCGGATCAGGAAGTCATTGTTTGTCTGTATGTTGATGACATGTTGATAATGAGTAAGGATATTGCCGATATAAAAGCTACTAAGCGCATGCTCGCTAGCAAGTTCGATATGAAAGATCTNGGAGNNGCCGATTTGATCTTAGGAATAGAAAT

>rnd-1_family-241#SINE/tRNA ( RepeatScout Family Size = 377 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACCCAAGGGTGTGGCCTAGTGGTCAATGAAGTGGGTTGAGAACCATGAGGTCTCAGGTTCAAATCCCAGCGGAGACAAAAACACTAGGTGATTTCTTCCCATCTGTCCTAGCCTTGGTGGACAGAGTTACCCGGTACCTGTTGCTGGTGGGAGGTGGCAGGTATCCCGTGGAATTAGTCGA

>rnd-1_family-202#LTR/Gypsy ( RepeatScout Family Size = 471 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTAACACCCCGGAAATTCTATGACTTAAGTTAGAGCCTCACCTTATGAATAATGACTTAAAAATAGTTAAAATGATGTTTCTAAACCTAAATTAATGCAATTGACTCGGTTTGGAAGAGTTTGGAAGTCTAAACGTCAAGGGACGACCANGACGTCCGGAAACTAGNCNNTNACGTGTTCGGTGTGTTCTAGTATGTTGTTGGGCATGTTTNNGNGTGTCGTNTGGNGTCTANAATCAGTGGAAAGGTGACCCTAGTGTCTTAATANATGTTTTTAGGGTCAAAACGTTCGGATACGACTCCCCGGGGCCACCCTAAGGGTCCCCGAGGAGGACCCCAACCTTGGCCAAGCAAGCTGCCAAGGCAGCTTGCAAATTGCNCTTGGAGGGAGCGGCTCCGCGTCGCGGACTNGCTCCACCAAGGACAAAAAGTTCGGTTCGCGNCGCGGNCGCGTCGCGGACTCTACTGTCTCGAAATTTAATTCCAGANATCTTGNGGGAACACCTCCGCGTCGCGGACTTGTTCCCCGACGAAATNTGCGAAAATTCAAAACTCGAGTTTNACTTNNTTAAAGAGTCCAACTAAGTGAGGGGTATTTNGGGTACTTTAGGGGACGTGTATATAATGATTTTTAAGTCNACCTACCTCANGGTATTTTATCGCTCAAACACAAAACCCCAAAGATCAAAACCTAAAGTTCCTCCTTCTCTCTAACTCTCTCTCTCTTCTCAAGAACTCCATTGAAGAACATTGGAGCTTCAAGAAGAAGACCGACTCTCCNAGGTTTCAACTCGGATTTTCGTGGTTAATTCGTCAATAAGGTATGGTTGCTTATCACTCTTGGGATTCCTTTCCCCAAGAGGCCCCTTCAAGATGAATTTCAAAATCTCCAATTTCTAGGTTTCAATCCAAAAACGTGGGTCTTCTTTCTAAAGTGAAATTGATGTTATAAACTGACTTTGATTGATGTTATATGAACAATTATGGATGAATTTATGTTGTATTGGTGGTTTCTTGAAGAATTCCCCATGAGACCCATGTTTCTCCTTCTTTTCCTAATTCTAACCCTAGTTTGTGTTGGATATTGATTGAAGGCTATGAATTGAATGTGATGTTATGTAATTCATGTTTGTATGATGATTCTACCCTAGGTTATGTATAATTTCTATGAAATTAGGGTTGAGTCTTTGAATGAAGCCTTGAAGGCTATGAAGGGAATATGTCAATTGCTTATATTGATGTTGATTATGTTATTACTTCATGAATTACCTTGTATTATGTATTGGTTATGAATTGTTTGGTAATTGAAGTATGGATGTCCCACGAAGGGCAAGAAGGTATGAAGGTTGGTTCTTCTTTGAACTCAAGTATGAAAGGTGAATTACTTAGATTGTAATGATGCTATACCTAATGTGTTGTTGTGGTGTTGATGACCTAGTTTCCTCATCCTTAACCCTCTACACTTGAATTAGCTATGAAGTATGTATGTATGTTATGGTATGATTGCTATATGATTGAAAGGTAGTTCTCATGATTATAGTGTAATGTAAAGTGAAAGGTTTACTCACTTGCTAAGTGT

>rnd-1_family-195#Unknown ( RepeatScout Family Size = 482 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGCTGGCGCGACGCGCCCCCGTAGCGCCAGGGGGGCTGGGGCGGCGCGCCAGCAGTGCGCCAGAAACGAGCCCCTGAAGTTTAGGGGCTGGCGCCCCGCGCCAGNAGCGCGCCNGGGTCGCCTGCCCCACCCGTTTTTCGTCGTTTAGCCCGTTTGAGTCCTTCTAAAGTGTACCNNCACTCCCTATTGATTCTAACTACTCTAAACGACTTCTAAACATCTAGAAATCATCCATAAACATGAATCATAACCTTGAATCCATAAATTCAAATTCAAGGTAGAGTTAAGAGCCAAGTCTNGAGAGTTCTTAGAGTCTTT

>rnd-1_family-493#Unknown ( RepeatScout Family Size = 130 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAATACTTGTCATTTCACAAAATCAATGCATAAATNACANTATTCTTCCTATTTTACCCTTGAGAGTTATTAGCCTTGAAAATATGNATTTGACCAACATAGGAAAACTAAATAATTAATTCATGTTCATTGGTCAAATTAATTAATCAAAATAAATTAATTCATGTTCATTTATTGAAAACTTGACTTCAAGAGAACACTAAATAAGGGTANAATGGTAAACTTACNTAGTTTCTTAAGGNACGTGAAATCTAAAATGGTGACATATAAATAGGAACGGAGGGAGTAA

>rnd-1_family-527#LTR/Gypsy ( RepeatScout Family Size = 119 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAATATTCGTTTCAATTAAGAATGTGGTTACACATCTTTTTTGAGACACTTAAAAGAAACTCAAGGATGCGGTGACGCACCTTGTCCAATAATATAATTAATTTTTATTAATTTAAANTAAGACTTGTAGATAAGATTATTAGGTGTGATGCGAAGAAGACAGTTATGTCTCTAAATGTCAAGACCGAGAATGCGGTTACGCATCTAGGTTGAGACCAAATAAAAGTTCAACAATAAAAAATAAGCGAACCATGGCCTGTAAACATAATATATCCAAAAATANTTTAAGATAAGTATAAGTCAATAAAAGCGACCGTGCTAGAACCACGGGACTCGAGGGATGCCTAATACCTTCCCCTCGGTCAACAGAATTCCTTACCCGAATTTCTGGTTCGCAGACCAAAATAAAGAGTCATTTCCTTTTGATTAGGGATTCAAAAAGGTGACTTGGAACACCATAACTCAATTCCAAGTGGCGACTCTGAAANAAAATNAAAATAATCCCTANTCAATACCGTCACTTAAATTGGAAAAACCCTTCC

>rnd-1_family-112#LTR/Gypsy ( RepeatScout Family Size = 695 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGAGTCCTAGGGAGTCTATGAAGCCGTGTCTGTAGAGTCCTAGTTATCGGTGTGAAGCGCGCCACATCTATAATTAGGAGGCTGCAACATTTAGGAAATNTCTCACTTCTTTCACACTCATTTCGTGCGTTAGAGTTTATCTCTAAAAAGTTTCTTTCTAATTCGTGCTTGCGCGT

>rnd-1_family-72#LTR/Gypsy ( RepeatScout Family Size = 893 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCCTACTTGCGCCAAGTGTGGNAGGAGNCATTATGGTAAGTGCCTAGCCGGCANGGAGGGTTGCTATGGTTGTGGNGAGAGTGGNCACAAGATGAGAGATTGCCCGAAGGCTAAGGCTAAAGAAGGGAGGGTAAGCAAGTTGCCTCTAGTGGTCCGGATGNGGAGCCTCAAAAGAAGAATAGGTTTTATGCTCTCCAATCTAGAGAAGATCAAGAGTGATCTCCTCATGTCGCTNCCGGTATGTGTTTTATGCTTTAGTAGATTTCCGGATTTCTTGTCTTTTGTGACTTGNTATGTTGGACTTTGAAGTTGTCTTTAGTATGAATGATGTTTAGAAGAGTTTGTGTAGGCTTACTCCCAAGGGGGAGATAGTGTGCCTATCTAGTAAGGTTATTGTGTGTTTTATGTGTTGCCATGATTTCCTTATATGCATGTTCATGAAAATGCTTANGTCTTGNNAGAAATGACTTATATGCATTGTTTTCCTCATGTTGTAGTGCATTTGAGTATGAGTTGCNTATAGACTTCATGAGATGAATTATGAGCATGCCTTAGCTTGGAGTTGAGAGATTCCTCCTTGAATANATGCTTTTTGAGAGTAAATTGCATATAGGCTCCATGAGATTGTGTTGAGCATGTTTTAGCTTGGAGATGGTAGTTCCTCCTTGAANATGAGTAAATGTNGAATTTCATGCATATTGGGTTGTTAGATGTAGTTCCTACTTCCTTGTGTTGCATTGAGTATGTTTAGNTTGGAGTTGANGTTTCCTTCCTTGGTTGTGTGCATTTAGATGTAGTGCATGCATGATGGGCTGCTAGTCTTGAGTCTTTACTTTAAGAAGTGTCTAGAACGTCATTCGAGGACGAATGTTCCCAAGGGGGAGATANTGTAACACCCCGGAAACTAGTAGGCTAAACTAGAGAGTTCTAGAGCCTTT

>rnd-1_family-162#LTR/Gypsy ( RepeatScout Family Size = 543 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTGTAACATCCGGCAATTTGAAATAACTANGAAGAGGCTTAGAATTGGAAATAGTCATTTTTGGAAAGAATTTGAAAATCTGGAAATTTGGCTAAGTATGGGAAAAAGGTGAGTTTTTGGCCAACTTCGAGCGGTCATAACTCCTAGCTCAGGATGAGTTAGGNGTAGTTCCAGTTATGGTTGCGAAGCTCGTGGAATGATCTTTCCAACGCCGCCGAGTTTGCTCGATTCCGAGTTCGTATGAGCGAGTTATGCCCTTTGGAAGTTGGGCAGTTGGCAGGGAAATCCGTCCGGAAATTTTAAGGGCATTTTGGTCTTTTCCCTAGCCANTTCTTTTGGTTATATTGTTGTGTTAGGCTGATTTTTGGATCAGTTTGTCCCNTTTTAAAAGAGTGAGAGTTAGGGTTTGAGAGTGAAGAGGAGAAAGAGAAGA

>rnd-1_family-114#LTR/Gypsy ( RepeatScout Family Size = 680 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTAACACCCCGGAAAATTTTTGAGCTAAGACTCGAACCATCCTTCGTTGTGAGTAGGATTTTACCGAGGAATTTAAAATTTCTTAAGTGTTAAGGTCACTAGATGTAGCACCTTGAGTTCCAAAAAGAACTAAAGAGAATTCATTCAAGTCATTCCTAAGTTCTTTTAAGTTTTGGGTCAACTTCAAACGACCATAACTCTTAGTACAGGATGAGTTAGGTGNNCCACAAGATATCAAATGAAAGGTCTTTGAATTATCTTTCCAACGCCACCGAGTTTGCTAAGTTTCGAGCTCGGATGAGTGAGATATGCCCTTTTGAAGTCAGGCTGTCCAGTTAAGGAAAGTTACCCGAAAATAGTGAGGGGTATTTTGGTCTTTTCCTTACCCAATCAGATTTAATTCGTTTTTAGTAAGGTTTTAGGGGTCTAATCCGATTAGGTTCAGTTTTATAATCCTAATATACGCCTAGGGTTTTAGTTGAGAGTTCAAGAAGAGAAAAGAAGAGAAAAGAGGAGA

>rnd-1_family-153#LTR/Gypsy ( RepeatScout Family Size = 575 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTGGTGGTTGTCGGTTAGAGAAACTCCCACAGCAGTAATTGCATGGTTCCTCAAGGGGTTCTGCTTAGTGTGAGTGGGGGTATGGGACTTCATTCATGCATTGCACAAGTAGACTTTGAGAGGGGGCATGGTATGTCTTTTTATGATATTATGATTATGAGTTGACGNCATGTTTTAAACAGTTTTCGCTCTTTATATTGCACTTGTTTTAAACTGCTTTATAATGA

>rnd-1_family-452#LTR/Copia ( RepeatScout Family Size = 150 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACTTTTNCTCCCGTNGCCAAAATGGCNACCGTNNGANCNNTNATTGCTNTNGCTGCTTCCAAGAATTGGCCTNTNCATCAAATGGATGTCAANAATGCNTTCCTNCATGGTGATCTNNANGAAGAAGTNTATATGGAGCAACCACCTGGTTTTGTTGCTCAGGGGGAGTATGNGAAAGTNTGCGANTTGAAGAAGTCNTTGTATGGNCTGAAACAAGCTCCCGGGCTTGGTNTGGNAAGTTTAGCGAGGCNGTTCAAGATTTGGTTTCAAAATGAGCAAATNTGATCACTCAGTCTTCTATCGACAATCAACAGCTGGCATTGTCCTTCTTGTTGTNTATGTNGATGACATTGTTATCACAGGAAGTGATTATNCGCGGATCTCATCCCTCAAGTCTTTCCTGCATACTAGATTTCATACGAAGGACTTGGGNCNNTTACANTACTTTCTGGGNGTNGAAGT

>rnd-1_family-413#Unknown ( RepeatScout Family Size = 174 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTGATCCAATTGAGTGGATTATGATTGTTTATGATTGAATTGATAGAATTACATGTTTTTAGGATGAANTTACATGTACCCATGCCTAACCCATGATTCTAGGGTGAAATTGATGTAATTGGGTTTATGCCATGAAGGGGAAATTTATGGGTT

>rnd-1_family-330#LTR/Gypsy ( RepeatScout Family Size = 252 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAATCGGTAGGCTTAGGGCATCCTCTTCTTGTGTAATGAATGTATCTTGACTTAATGAACCTTGAATCGGTAGACCTAATGTTGGTAGCCCTTTCAT

>rnd-1_family-46#LTR/Gypsy ( RepeatScout Family Size = 1110 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATGNATGAATGTGCCCTAAATGAAGCTAATGAAGAATGTTGACTTATATGCTTAAATGNAATGATGCATGCTATACTTGGATTGTATTATGAGTTACTTCCTTGTCATGACTTATTGAATATGAATGTGCCTTGTCTATGGTGGCTTCAAAGGAGTACTTAGTGTGAGTAGTAGTATGGGATGCTACTCGCACATTGCACAAGTATGACTTAGGGTTGTCTTAGGTGATGGTCCTTATGTGATGATATGNCTTATGNAATGTTTATGTCTCTTATGTATGAGTATTGTGTAAAGGTGGAAAGGATGAATGGTAAGTTCACTTTTGGTGACCTTAANGTGGTACCTTAGTGTGGATGGTGGTATGGGACGCTATCCATACATTGCACAAGGTATAGCTTGAGGGTTACTTGAGGTGAAGGCTTAA

>rnd-1_family-567#LTR/Gypsy ( RepeatScout Family Size = 103 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTATTTTTAAAAATTTACATTTGCTAATAACTCACAAAAATTTTCCAGTGAAAACTGGGGCAAAATNTTTTGTTTATTTCTTTTGTTTGTGATGGTTTTCAGGTTTCTTCAAGCGAAACATGGATTTGAAATTCAAGAACAAAGTTTCAACTCTTTTCAGAATGATCAATCCCATGATAGCCAGAATCAACTTCTTCAATGCATGTAGCAGCCTGACTTCCTGACATCTATTTCTATTCAGCTTCTGATCAAGAAAACATGCAGTCATTCAAGAACATTTTCAAATTGTCATTTTGAAGAGTGCCAAAAACTCACTCTAAGTGGCAAGTTAAGCATCGAATCCAATTCAAGATCAAGATACTCACCCAAAATCAAGGTGATATCTCAAAGTCAAGACTCAAGTGAAGACTCAAGAGAAGCTGCATAGATAGGAGCTTGTACTTTTATTTTCCTTTTGACTATTAGCTTTCATTTTTTTTATGTAAGGATAGGAGCCGCGACCTGGAGCCTCGATGGAACCTCACTTAACTTCCAACTCATCACCTCATCTCCTCGAACTACACGTGACCTGATTCTCNTATAACCCGGGATATGTAGGATGTCCAAAACCAGGGCTCGGTCGCACAAATTTTTCTTTCGAATAAGAGTCCGGTCAAAACTTGTCGCGTTGTCTACTTCTTTGTCTGAAAACTCTTCGTGTTTCCAGTCAAAGAGGGGCAAACTGTAGACACGTAATTTTTGACCGAACTTAAGGTTTTACACCATTTTTAGNGCTTAAATATTTTATAAAAATCTAAATTAAATATTTTGACTTTTATCTTATTTTANTAAGTTTATTTTAAAAGATTTGAAAACAACAAAAAA

>rnd-1_family-401#Unknown ( RepeatScout Family Size = 185 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGTGAGGTCGTTTTGCCTAAGCCTAGNACACCTATATAAGTNATTTTAACCCNTTAAACTCACCATTCAAGTCATTATTTCCAAAACCCCAAAAGAATCCCAAAGTTCTTCCTCTCAAATATTTCTCTCTCTAGAA

>rnd-1_family-534#Unknown ( RepeatScout Family Size = 117 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATTGGGTTATTGGGTAAACCGATAACCCATTAAGACNATAGTAATTTACTACTTTACCCGTACATAAATATTAAATATTAATCTCAATACCTTACTAGTTACTGTCTTTGTCCTTTAGCCTTCAATTCACACTTCACAGTGACTTTGAGTTCACAACTTCACATTATACAAAACGTCAAAACCTAAAGTAAGAACCATATTCCTCTTAATTTCTCTTTGTGTTACACTTGTATAGTTCTTTTCATGTTAGTTATTATTGTTTCTATTTTATGAGCGTTTGTAAAGTTACATTATTGTCTTGTCGCGTCAAATTTATTGGAGAAGTCATATATTTGTTTTATAAGCATTTTCTTATTGGTTAAACCGAAAACCGAACCGTTAAGGACCAAAACCGATAAACCGAAAACCGATAAAAAA

>rnd-1_family-59#LTR/Gypsy ( RepeatScout Family Size = 1004 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGGGGGAGATGATAAGATGAGAAATCAAGTCAAGTGTTGAGAATTTCTTAAGGAGCTGGTTAGTAGGAGTCCATGGAGTTGTTAGAGTACTAAGCTTGAATGTGGTGTTGTTAAACATTAGGTGGTTCTTGATATGAGCCCAATGTGGTGGTAAAGAGTAATAGTTTTGGGATGAGATTCCCTATAGAGAGGTATAGAACCCGAACCTAAGGATTTGGGTTAAGCTTGAATATAGTAAGAGCATACCATTAGACTCAGACCTTAGTAAGAGTAACCCCATTCCATACCCAGTCCAGTCGTCATTCGAGGACGAATGATCCCAAGGGGGAGATATTGTAACACCCCAGAAANTTTTTGAGCTAAGACTCGAACCATCCTTCGTTGTGAGTAGGATTTTACCGAGGAATTTAAAATTTTCTTAAGTGTTAAGGTCACTAGATGTAGCACCTTGAGTTCCAAAAAGAACTAAAGAGAATTCATTCAAGTCATTCCTAAGTTCTTNTGAGTTTTGGGTCGACTTCAAACGACCATAACTCTTAGTACAGGATGAGTTAGGTGNNCCACAAGATACCGAATGAAAGGTCTTTGAATTATCTTTCCAACGCCACCGAGTTTGCTAAGTTTCGAGNTCGGATGAGTGAGATATGCCCTTTTGAAGTCGGGCTGTCCAGTTAAGGAAAGTTACCCGAAAATAGTGAGGGGTATTTTGGTCTTTTCCTTACCCAATCAGATTTAATTCGTTTTTAGTAAGGTTTTAGGGGTCTAATCCGATTAGGTTCAGTTTTATAATCCTAATATACGCCTAGGGTTTTAGTTGAGAGTTCAAGAAGAGAAAAGAAGAGAAAAGAGGAGAAGA

>rnd-1_family-10#Unknown ( RepeatScout Family Size = 1502 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCNCGCCCAGGGTGTAGGCTCGGGGCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGAGTCCTAGGGAGTCTATGAAGCCGTGTCTGTAGAGTCCTAGTTATCGGTGTGAAGCGCGCCACATCTATAATTAGGAGGCTGCGACATTTAGGAANTATTCTCACTTCTTTCATACTCATTTCGTGCGNTAGAGTTTATCTCTAAAAAGTTTCCTTCTAATTCGTGCTTGCGCGTGTCTTTCAGATAATCATGCCTCCACGAAGAGCTGTCAGAGGTCGTCCTGCTAGGAGGAATGTTGAGGANCAAGGGGTACCCAATGCACCNGAAGTGCAACCCCAAGGAGAGGTCACCAATGCTGAGTTCCGNGANGCTATCCGGATGTTGAGTCAAGTTGTGACCAACCAGGTTGGGCAACAGAGAGGGGCTCGACAGGAAGTGGCTGATACTTCGAGGATCCGTGAGTTCTTGAGGATGAATCCTCCAAGCTTCACTGGTTCGAGCGCCACTGAGGATCCGGAGAACTTCGTTGAGGAGCTGCAGAAGGTNTTTGAGGTNATGCACGTTGCCGATGCTGAGCGAGTGGAACTAGCTGCATACCAACTGAAGGGTGTCGCTAGGACNTGGTTCGACCAGTGGAAGAAGAGTAGAGCTGAGGGTGCACCACTTGCGAGTTGGGCTTGTTTCGAGGAGGCCTTCTTGGGGCGTTTCTTTCCCCGNGAACTGAGAGAGGCNAAGGTACGAGAGTTCCTCACNCTTAAGCAGGANTCTNTGAGTGTTCATGAGTACGGNCTGAAGTTCACCCAACTNTCCCGCTATGCTCCGGAGATGGTTGCGGACATGAGGAGCAGGATGAGTTTGTTTGTTGCTGGGTTGTCTCGTCTGTCAAGCAAGGAGGGCAAGGCAGCTATGCTGATAGGGGACATGGACATAGCAAGGCTGATGGTCCATGTGCAGCAGGTTGAGGAAGANAAGCTGAGGGATAGAGAAGAGTTCAGAAATAAGAAGGCTAAGACAGGGAATGAGTCCGGGCAGCAGAAGAGTAATGCGAACCGGTCGTCCTTTCAACAGAAGCAAAAGGGACCTGCTCCATCATCTGCTAGTGCACCTGCACCAAGGAACAAAGGTGAGTACAATAGTCAGAATTCGCAGAACTTCAGAGCTAGACCTGCNCAGTCTCAGGGTAGTGTGGCACAAGGGGGTAATNGGGCTCCTGCATGTGCTAAGTGTGGTAGGAACCACCCAGGTACGTGTCGTGATGGCTCCACTGGTTGTTTCAAGTGTGGNCAGAANGGTCACTTCATGAGAGAGTGCCCTAAGAACAGGCAGGGTAGTGGNAATNGGGGCAATAGAGCCCAATCTTCTTCAGTTGCTCCACCAGACAGAGCTGCACCTAGAGGAGCTACTTCNGGTACTGGCGGAGGAGCAAACCGCCTNTATGCTATCACCAGTCGCCAAGAGCAAGAGAATTCNCCAGATGTTGTCACTGGTATGATCAAAGTCTTTACTTTTGATGTTTATGCTTTGCTAGATCCAGGAGCGAGTTTATCTTTTGTGACTCCTTATGTTGCNATGAATTTTGATGTTCTTCCTGAGNAACTTCGTGAGCCCTTCAGTGTTTCTACACCTGTTGGTGAGTCTATTCTAGCNGAGAGAGTCTATCGTGATTGTNCCATTTCCGTCAATCACAAGAGCACCATGGCTGATTTAGTTGAGTTAGACATGGTAGATTTTGATGTCATTCTAGGTATGGACTGGCTTCATGCCTGTTATGCCTCAGTTGATTGTAGAACTCGAGTTGTCAAGTTCCAGTTTCCTAATGAGCCAGTCNTAGAGTGGAGGAGTAGTTCAGCAGTGCCTAAGGGTCGTTTCATTTCGTACCTTAAGGCGAGAAAGTTAGTTTCCAAGGGGTGTGTCTATCACTTAGTCCGAGTTAATGACTCTAGTGTTGAGATACCTCCTATTCAGTCAGTTCCAGTAGTAAGAGAGTTTCCAGAAGTCTTTCCAGATGATCTTCCCGGAGTCCCTCCTGAGAGAGAAATAGACTTCGGTATAGATATTCTTCCNGATACTCGTCCTATNTCTATTCCGCCATATAGAATGGCACCAGCAGAGTTGAAAGAGTTNAAAGAGCAGTTGAAAGATCTCCTNGATAAGGGTTTTATTCGACCAAGTGTCTCACCTTGGGGCGCTCCGGTCTTATTTGTGAGGAAGAAAGATGGTTCCCTTAGGATGTGTATAGATTACCGTCAGTTGAACAAGGTTACCATCAAGAATAAGTATCCTCTTCCGAGAATTGATGATCTTTTCGATCAACTTCAGGGTGCCACTTGTTTCTCTAAGATAGACCTCAGATCNGGCTACCATCAGTTGAGAGTAAGGGAATGTGATATTCCAAAGACAGCATTCAGGACCCGTTATGGTCATTATGAGTTTCTGGTCATGTCGTTCGGTTTGACCAATGCGCCTGCAGCGTTCATGGACCTTATGAATAGAGTATTCAAGCCTTATTTAGATATGTTTGTTATCGTNTTCATTGATGACATACTAATCTATTCGAGGAATGAGGAAGATCATGCTAGCCATCTCAGAATAGTTCTCCAGACTCTGAAGGATAGGGAGTTGTATGCTAAGTTCTCTAAGTGTGAGTTTTGGCTTGAGTCTGTGGCATTCTTAGGCCACATTGTTTCCGGTGATGGAATTAGAGTTGATACTCAGAAAATNGAGGCAGTGCAGAATTGGCCTAGACCCACATCTCCAACTGATATTAGGAGTTTCTTGGGNTTGGCTGGCTATTATAGAAGGTTCGTAGAGGGGTTCTCGTCTATTTCGTCCCCTTTGACCAAGTTGACTCA

>rnd-1_family-135#LTR/Gypsy ( RepeatScout Family Size = 618 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACGACCCTAAAAACGAACTAGTGAAACTAGAGCCTCACATGTGAGTTTGGAGTTGAGAACTTGATGAAATGATGAGAAATGACCGTGACGTCCGGAAACTAGTCATTTGAACTAGTGAGTTGTAAGGGTCAACTTCAAACGGTCATATCTTTTAGCACAAAATGAATTAGGTGGCCCATGACCTATCAAATTAAAGGTCTTTGAGTCCTCTTTCCAACGCCACCGAGTTTGCCNAATTCCGANCTCGGAGTAAAAAGTTATGCCCGNNNTAGTGAAGCCCTGTC

>rnd-1_family-101#LTR/Gypsy ( RepeatScout Family Size = 737 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGGGTCATACTTTTTAGATGATTCCTTAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTAGTTAGGTTCTATACCCTCGGCAAGGTATAGGACGGCCCTGGCAGCGTGAGGCGAGACGTTGTATCATCACATAGCTCNTAGTGATGGTTGTCGGTTAGAGAAACTCCCACAGAGGTATTTTGTATTCTTATATACACAGAGTTTATTTGTATTTTTATATACANNCAGAGTTTATATTGTATCTTTGCATACANACNGAGTTACTATCGTATTTTTAAATACACAGAGTTGNTATCCATGTTTTAAAAGCTTTNCTTTATATTGCATTCGTATTNTTGCTTTATATTGAGTTGAGTTAAGTTGAGTTGAG

>rnd-1_family-552#LTR/Gypsy ( RepeatScout Family Size = 108 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATGAAGTAGGATAAACTAGAGCCTCACATGGGTTTTATGCGTTGATAACTTGTTAAAATGATGAAGAATAGCCTTTTNAGTCGGTTTTGAAGAGTTTGGAAGTCAAACGTCAAGGGACGACCANGACGTCCGGAAACTAGT

>rnd-1_family-218#LTR/Gypsy ( RepeatScout Family Size = 433 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGAAGGNTTGGGAGTTGATGAGAACCTTTCTTATGAAGAGGTTCCGGTTGAGATTTTAGACCGGCAAGTCAAGAAGTTGAGAAACAAGGAAGTAGCTTCCGTGAAGGTNTTATGGAGGAATCACTTAGTTGAGGGTGCTACTTGGGAGGCCGAGGCCGATATGAAGTCCCGATATCCTCATCTTTTTCCTTCTACTCCTATTCNAGCTTGAGGTAANNAGTTCCTCTTGAGTTTTNTTGTTTTGGGAGTCATGTGTGTTATATGTGTTTTCCATGATTTCCTTATGTTATGCATGTTCTTGAGAAATTCATGTTTAGTAANAAAATGAGTTTTCATGATTTATTTTCCTCATGTTGTTGTGCATTNAGTATGAGTTGCNTATTTGACTTCATGAGATGANTTGATGAACATGCTTAGTTATGCTTTTGAGAGTAATNGCATATTGGCTCCATGATGTTGTGTTGAGCATGCTTTTAGTTGGAGAAGGTAGTTCCTCCTATGAATATGAGAAATGNTGAGTTTCGTGCATANTGGGTTGTAGATGTAGTTCCTA

>rnd-1_family-208#LTR/Gypsy ( RepeatScout Family Size = 454 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGCACTGTAACTTTCGGCGGACAAACCCTTGCTCGCCGAAAGTAGTCGGCGATTCGCCGAAAGGGCCTTCCCATCGCCGACTTGCCNTAATTTTTNAGCCAATCCCTTCGGCGAGCCCGATCTAGCTCGCCAAAGAGGTTCGGCGACTCGCCGACTGGATCGGCGAGTCTGTCTGCAATAAATTTTCTGTGCTTNTGTTTGAATTTTNTCCTAATTTNTCCCGATCTTTTGCAGATATGGTACGCACAAACCTAAACGCGCCACCCCAGAAAAAAGCACGGGGCATTACNATNAACGAAGGGGGATCAAATCCTCCAAAGAGGAGAAGGGAAGANCTCCCACCGGGAGATAAAGGCAAAAGGAAGAAGCACATAGCTAGAAAAGGAGTAGCTATTGANNCCCAGGCTGNTTTNTCTGAGCCNGAGGACGACCAGCCTTTGNNGTCCCGGCGGGATGAGATCCGGGCTAGATCTCAGCCCACACCCACCAGAGTTCCCTCAGCTGCCACCCCTCCGGCAGCAGACTCAGTGCCAGCTCCGGCACCTCCNGTGGCCCCAGCGCCACCNGTCGTTCCTCCTCCCAGGCTACTNAACAGATTAAAAGNCGANGGNTTGCGGACCATCCTNGAGGAGAAGNTATTGTCCACGGANGGCGTGGNGGGCAGGTACCCCGANGTGNGGGACACCCTCCGGTNCCACGGGTTCGAGCAGTTCACCAGGCCCCGAGGCCCNTACATTCCTNCNTGGGTCCGGGAGTTCTACGCNGCNTACGGNGACTTGGTNCCNAAGGGNAAGAAGAAGGCCAGCGCGTTCAGACCGGTGGAGTCNGTCATGGTCCGAGGNAAGGAAGTNGAGTGCGACAGCGANCATATCAACGCTGTATTNGGTAGACCGCTGCACTCTGCACTTCCCTACGAGGGNTTGCCTATCGCTCAATCCCTGGATGACCTGAAGGGTTGGCTGGCTCCCCTGATTTCTGACACCACCCCGAGGTGGATCGAGGCGGGAGCNCCNATCGAGAAGAAGGACCTGAACGTNGCCGCCCGGTACTGGTTCGGNTTCATCAGCAGCACCATCATGCCGTCCCAGAACGAGTCCATCCTCCGCCATCCNAAGGCGGCCTGCCTCGGNTCTATCATGTCCAGGAGG

>rnd-1_family-327#LTR/Gypsy ( RepeatScout Family Size = 254 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGATCAAGGTCTATCTGGGAAATGCTGAGAGTGTGCAAGAAGTGATTGAGGCCTACNATCTTGATGAAGTCTGAGTAATCAAGGGGCCTGCGTCGTGCCGCGACGTTAAATCAAGCGCTGCTTGGGAGGCAACCCAAGATGTACAATCTAGCCAACNATAGGNTTCTCTTTTCCATTT

>rnd-1_family-497#Unknown ( RepeatScout Family Size = 129 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCACCAATGAGTTCCAAANGCCTTGGGTAACGTTTTCAAGTAAAGATTTTCGGATTCAAACCTCATTTTCGGAATTGGGTTTTGAGTTGATTGACCCATTTTTCAAAGTAATTGATATGGGTGTTGTTANTTTCGAAATCTTATTGTGATTACTTANTTGAATAGATTGCGTNGNTTTGGAAGTCGATCGGAAGGGGAAGACTCAAGTCTCGGAGTGATTGTTCGATTGATTTGAGGCAAGTGATCTCTTAAACCTTGTTAAGTCTAGTAGAATTCGTGTATTTCCTTNTTTANTTATGTGTTGGGAGTAATGGGAATNAGGTGATGGGTTGACTTGTTCCACTTGATTAATCTTAATGAATAAAAAAGGGTTGAAATGAAAAGGCAATGTGTTGATCGTGATGNTTGTGAATTGCCTTGTTGTGACCCTTATTGATTGATTGATGAAATGCTTGATAGCATGANTGTGGACTTGAATTGCTTGAATTGTTGTCTCTTCCNTGTGGTGTGANATTGCTTATGTGCATTGATTGTTGNACACCGTGATGAGACATGTGATGATTATGCCGACG

>rnd-1_family-490#Unknown ( RepeatScout Family Size = 131 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGNAAAAGGGCGAGCTAAGACGGGCAAGGGGCGAATTTTTAAGTCGAAACTTTANGGGTCCTTAGTTCTTTTCCNAAGTTGAGTCCCCATTATTCTATTCCTTTCCTAGCAACTATAAGACCTTTTTAGACCCGAATTCNTTCAATTAAGTCTCTCCAAATAGAATCAAAAGAAAACCCACCTCCTCTCAAATATTTCTCTCTCTAGAAATCCTCCATTGAAGAAGAAGAAGAA

>rnd-1_family-415#LTR/Gypsy ( RepeatScout Family Size = 173 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAAATTTTGAGCAACGTTTGACTTGGGAAAGGATTGTAGGCTTTCTTTGATCCGATTGTGCCTTTCAAAGCCTACCGAATGACATGTTATCCATAGAACTCCCATTTCGAGCCTGAAACCTTTTTATTTGGACAACCGCATCTTAGNCATATATCCTTTTGAGTGCATAAATGCACTATCCCTTGGTCCCACCTCCTTGAGCGCACTATCAATNATCTACACAATGCCAAAGATCTAAGTTGGGTAACAAAGTGNAAAGGCCAAATATGCGAAAGTCCAAAAAAAAAATGACAAAGAAAAGCTAGAACAGAAAAATGAAAAAAAAAACCTCCAACGAAAAGGAGAGAAAATGAGAAAAAAAAGGAAAATAAATGAGGAGAAGCTTTCAAGAAAACAAAGGTCGAATGCGAAAATGAAAAGGTTGAAAGCACTGTGCAANGTTCAAGGAGGAGAAAGTCACTANATNTACCCAAATGTATCCTACCCGNCCCCGAGCCTACGTTACAAGCCGATAAAGTCCTATTTGATCTCATTTTCGAGCGTNCTTAATTAGTGGAGATGTACATAAGGGCAAGCCTATGGTTCTCGTGCATGCATGTGAATTTNCTTCTGAGTGTGAGTGTCTTTGAANAAGTCCTACGATCTANATTCATTCTTATTGTGTGTGAANTAGGATTTCGTTTGTTGTGAGGGCACTTGNTNCATGATGGATATGAATGATTTTATTCCTTAATTTANGCAAGATGAACTGATCTTGTNAATACTTAAGTATGTTTGAGATACCATTTGAAACTATAGGGATTACTCAAAGTTGACCTCAAATTTGTTTGAAAGTAGTTGAAGGNGATTCATATGCATAATACTAATTGTTGGTACCAACTAAAGTCAAGACATCGTCGANCATGAACCGATTCNTTTCTCAAAAGATGTCTTTTGTAAAAAAAA

>rnd-1_family-73#LTR/Gypsy ( RepeatScout Family Size = 881 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACGACCCGGAAAACTAGTAGGTGAAACTAGAGCCTAACGNGTGTGTNTTTGAGTTTGNTGTGGGGTTTGANGTTGTAAAATGNTNTCCCGAGCTTAGGTTGAGGGGTTTAGGGGTTAAACGTCAAGGTACGACTCCCCAAGGACCAACCCAAGGGTCCTTGAGGAGGACCCTAAAGCCTAACCCCAAGGCTGCCCCAAGAAACCAAAGCTGCCAAAATGTGGTGACCTACGGATGGGACCTACGCCCCGTAGGTCCATCCACGCCCCGTGGATGGGCTCCGTAGGTCAAGGCCCCAAAATGNCGAGCCGCAGACCCAAACCACGGACCNNCAGNACGGGNCGTGGGCCCACCCACGGTCCGTGGGTCGGGGGTCGTGGGTCGCGCCTGNAAATCTGCCNAGGCTCGGCCAAGTGAGGGGTAANTTGGTAAATTCCTANNTTGGTTAGTTAAGTTAGGGGACGGTTTATTTTGATTNATTANAGTTATTTAAGGNTTTTTAAANCATTAAACACCCTTTACAATTCATTATTCCCAAAACCCAAAATAGAAACCACCCTCTCTCCAAAANATTCTCTCTCTAGAAACCTCCATTGGAGAAGAAGAAGTCAAGGTCTAGGGCTCAAGANTTCANCTTTTCCACTCAATTTCGTGGAGATTCTTCAATTAAGGTATGGTAGTCTTCATCCNTGGTTAGCTTTCATCCANGGAGCCCCTTCAAAACNTGATTTCAAAGTTTCCAAATTCCCCCAAAANCTAGGGTTTCAATCTAAGTCATGGGTTCNTTTCAAAACGTTTTCAAAGGTTGATTTATGACGAATTATGATTGAATTGNTGATTTAATGATGATTTATGATGAAATTCCCCCATGAACCCATGATTTCCCCAAATTCCTAAATTG

>rnd-1_family-54#LTR/Gypsy ( RepeatScout Family Size = 1031 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCTCACATGGTCTATGTCGGTTAAGGCTATGTCTCCCGAANGNTANGAATACGAACTATGATAAGAACATGGACTCTAATCATGACTTCTTAAGGGGTACTACTTAGTGTGAGTGGGGGTATGGGACTTCACTTATGCATTGCACAAGTGGACTCTAAGAGGGGTTATGGTTAGGCTCTCTTATGTNATGAAGACTTATGGATTATGTATGTTAATATGAANGCATGTTAAGGTTGACTTTACTTATGACAAGATATGAAGTATGATTATGCACGTGAATTACACTTATGACTTCTTAATGGGTTTGCTTAGTATATGTGGGGGTATGGGACTCCACGTGTACATTGCACAAGTGGGCTTGTGAAGGGGTTGTGAGGGTGGTTTNCCTATGATATGAACTAAATGGGTTATGACTAATGATGTAGTAAATGAATGAGTCCTTATATGATGTTATGAAGTATGTTGGTCTTATGTCTAATGTTAAATGAAGATGTTATGACTTATTGAATATGAATGTGCCTNGTCTATGGTGGCTTCAAAGGAGTACTTAGTGTGAGTAGTANTATGGGATGCTACTCGCACATTGCACAAGTATGACTTAGGGGTTGTCTTAGGTGATGGTCCTTATGTGATGATATGACTTATGGTGTGCTTATGNCTCTATGAATATGTGTAGTTGGGTNGATGAAGGCTGAATGGTAAGTTCACCTTTGGTGACCTTAAGGTGGTACNTTGCGCCGAGTATTCCCTAAGGGNCGCTTGAGGNANACAGTTAAGATAAAGAGGAAGGTAATGTATTGTATGCGTTGAATGTGCCTAAAATGTTATAAGTGGNTCTATGTGCTATTATGAATGGTTTCCATGTGTATGATGATGTATGTGGCTTATATTGTGCCTCTTGTACTAAATGTTCATGAAGTTTCTCTAAAAAGGCATAATGCATGGTTTCCAACTAAAATGTCCCTTTTAAAAGCATGTTTTTGCATGGTTATCATACTTAGTACATTCTTGTGCTAACCCATNCTTCTTCATCTTTTTACACCAAGTGTAGGTNNCGGCGGCTAAAGGGCCTTTCCTAGAAGTGATGAGCTTGGNTTACTATTCCCAAGTTCGGGTGTGTCCTCANAGATTCGAGGACCTTTATGTTNAAGAGTTTCCTTAAGTTCAATGTACTAGATA

>rnd-1_family-211#LTR/Gypsy ( RepeatScout Family Size = 444 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCATATTGCCTTTACTTTTCTTGCTCAGTCGGCCTATGATGCCTACTGGGTACCTGTTGTTTTGGTACTCATGCTACGCTCTGCATCTATTTCGTGATGCAGGTCCGAGCACCAGTNACCAGCGTTGATCGAGCTTGGAGCAGACTGATCCGGAGACGAGGGTGAGCACACGGCGTTCTGGACTATTTCAGTCTCCNTCTGTATATATAGACTNGTCTTTTGCCTTTCGAGACAGTCCNGTCTCTGTNGTCCACTTTTGGGACTTGTACTCATTTTGTTAGTAGCTCTGTACTNGTGACTTCCAGGTTCTGGGAGGGATCTTTATTTGTATATATGTTTTGGTTTGCTTCCGCCTGTTTATATTGTTATTTGCCTACTCTTGTTTAGTTTCTACCCTTANACCCATTACTTGTCGTTCCGGGTTACGGGTTGGCTTACCTACTGGTGGGTTATAGTAGGTGCCATCACGACTCGAGAAATCGGGTCGTGACAAGTTGGTATCAGAGCCCCAGGTTCGTCGGTCTCACTTGTACAGAGCTAACGTCTAGTAGAGTCCTGCGGATCGGTGCGGAGACGTCCGTAACTTATCTTCGGGAGGCTACAGGATGTCTTTAGGAAAATCTCCTCTTTTGTTTCGCTTTCGTGCAGCGTGTGTCTTATTGGTTTCTGGAAATCTCACTTGTTTCACTCTTTCGCAGGATGGCTCGCACGCGAGGTGGCGCGGCCAGGGGTGGCGCACCCGGGCCTGCAGGCAGAGCCCCAGCCTGGGGTAGACGCCGACCCCGAGGTCGAGGCAGGGCCGTAGCACCAGCCCCGGATAGGGAGGAGGAGCCTCAGGCAGCATATGTACCT

>rnd-1_family-159#LTR/Gypsy ( RepeatScout Family Size = 554 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTAACATCCGGCAATTTGAAATAACTANGAAGAGGCTTAGAATTGGAAATAGTCATTTTTGGAAAGAATTTGAAAATCTGGAAATTTGGCTAAGTATGGGAAAAAGGTGAGTTTTTGGCCAACTTCGAGCGGTCATAACTCCTAGCTCAGGATGAGTTAGGNGTAGTTCCAGTTATGGTTGCGAAGCTCGTGGAATGATCTTTCCAACGCCGCCGAGTTTGCTCGATTCCGAGTTCGTATGAGCGAGTTATGCCCTTTGGAAGTTGGGCAGTTGGCAGGGAAATCCGTCCGGAAATTTTAAGGGCATTTTGGTCTTTTCCCTAGCCANTTCTTTTGGTTATATTGTTGTGTTAGGCTGATTTTTGGATCAGTTTGTCCCATTTTAAAAGAGTGAGAGTTAGGGTTTGAGAGTGAAGAGGAGAAAGAGAAGA

>rnd-1_family-326#LTR/Gypsy ( RepeatScout Family Size = 255 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCACTTCGCCAACTGGTTCGGCGAAGCGATTCTACACCCAGAACTCCCCTGCTCTTGTTTGAATACTNTCTAACTTTTTCTCGAAGTCTTTTGCAGAAATGGCTAGACCGAAAGTCGCAGGGAGAGATATGCCACCCCGACACGTAAGAGCACGAGATTTCAAAAGAGACGAAAAGANAGCAGANCCGGCCAAANAGAGAAGNGAGAGCAAGAAAGCNAGCGCCAGCAGAAGAATCCCCGTCGACCCCACTATTCCTTCGTGGANACGCGGATTCTACACGGCTATACACTCCTTTTCGGCGGCTCATGACGTGGACAGAATGGTTGCAGCTAATCTCGCTGCAGAGGCTAAGGCAAAGGNAAACAATGAGGACCAAAATGACATCCGGGNACCGNTGCCCAAGTTCAGANTGATGCACCGGGCACTGATGCCCAGACAGATGGAGCGACTGCGTAGACAGGATCCCCTCTTTACCTCCCTCTCTGTCTTTCTTTATTTTNACTTTTGGATATTTTTTATTTGCATTTGAGGACAAATGTTTTTATTTGTGGTGGGGTGAGGCCCACCT

>rnd-1_family-353#LTR/Copia ( RepeatScout Family Size = 228 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAGAAAGTTGATTCTCAGAACAGTGAGAGCCTAGTTGATGTTGATCCAGTTCCTTTGACTATTCCACCAGATGAAAATCTTCAAAATGATGAAAATCAAGTTGATATTGAAGATGGTGATCATATTCAGAATGACCAGTATGCCGTTGATGCTCCAGTGCAAGACGATGTGGTTGGTCAGCAACCAACTATTATTGATGCTCCAGAGAGTTCTCTCAGAAGATCTACTAGAGAGAAAATACCTTCATCTCGTTATTCTCCCAATGAGTATGTACTCTTGACTGACGGGGGAGAACCAGAGAGTCTTGATGAGGCCATGGAAAGCGAAGAANANGATAAATGGNTTGATGCTATGAANGANGAGATGAAGCTCTACATGATAATCATACCTGGGANTTGGTTGATNTTACCTAAAGGTAAAAAGGCCATTGGGTGCAAATGGGTCTTCAAGACGAAACACGAAGATGGTAACTAGTTGAAAGGTACAAGGCTAGACTNGTNGCNAAGGGNTACANNCAAAAAGAAGGNATTGATTATNATGANACNTTCTCNCCGGTNGCGAAGATGTCATACATCCGTGTGGTTCTAGCCTTGGCTGCAAGTCTGGACTTGGAGNTTCATCAAATGGATGTNAAAACTGCNTTTCTNNATGGNGANCTNGATGAAGAAGTTTATATGGAGCAACCCGAGGGTTTCGNAGTCAAGGGAAAAGAGAATNGTGTGCAAACTNAAGAAGTCCTTGTATGGNCTNAAACAAGCNCCCAGGCAATGGTACATGAAGTTTGATTCTTTCATGAGTCAGCATGGNTTCAAGAAGANTTCTTAGACCATTGTGTTTATATGCAAAAATTCTCTGACGGTGACTTTATTATCGTTTTGTTNTATGTTGATGACATGCTTGTTGCTGGTNATAATACTTGCAGGATTAAAGAGTTGAAGCAAGAGTTGAACAAGTCTTTCGANATGAAAGACTTGGGA

>rnd-1_family-350#LTR/Gypsy ( RepeatScout Family Size = 232 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTAGTCCAGACTCGGACGAAATCTGAGTCAGGTGAGGTCTAGGGAAATCCGGTAACGAATGGGGGATCTAATTATGAATTTGATCACATGAGTAGATAGCTAAGACGTTAAGGAACCCGTACGACTTTACGGAATCGAATTCGGGCGAGTAGAACTCCCGAAACTGATCTTGGCGTGAANGGGTAGTTTTTGAACGTCANGGGTTGAAGGTGTGTTGTGAA

>rnd-1_family-4#LTR/Gypsy ( RepeatScout Family Size = 1685 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCNCGCCCAGGGTGTAGGCTCGGGGCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGAGTCCTAGGGAGTCTATGAAGCCGTGTCTGTAGAGTCCTAGTTATCGGTGTGAAGCGCGCCACATCTATAATTAGGAGGCTGCAACATTTAGGAANTATCTCACTTCTTTCATACTCATTTCGTGCGNTAGAGTTTATCTCTATAAAAGTTTCTTTCTAATTCGTGCTTGCGCGTGTCTTTCAGATCATGCCTCCACGAAGAGCTGTCAGAGGTCGTCCTGCTAGGAGGAATGTTGACCCAGGAGCAAGGGGTACCCAATGCACCNGAAGTGCAACCCCAAGGAGAGGTCACCAATGCTGAGTTCCGNGANGCTATCCGGATGTTGAGTCAAGTTGTGACCAACCAGGTTGGGCAACAGAGAGGGGNTCGACAGGAAGTGGCTGATACTTCGAGGATCCGTGAGTTCTTGAGGATGAATCCTCCAAGCTTCACTGGTTCAAGCGCCACTGAGGATCCGGAGAACTTTGTTGAGGAGCTGCAGAAGGTNTTTGAGGTTATGCACGTTGCCGATGCTGAGCGAGTGGAACTAGCTGCATACCAACTGAAGGGTGTCGCTAGGACNTGGTTCGACCAGTGGAAGAAGAGTAGAGCTGAGGGTGCACCACTTGCGAGTTGGGCTTGTTTTGAGGAGGCCTTCTTGGGGCGTTTCTTTCCCCGNGAACTGAGAGAGGCNAAGGTACGAGAGTTCCTCACNCTTAAGCAGGANTCTNTGAGTGTTCATGAGTACGGNCTGAAGTTCACCCAACTNTCCCGCTATGCTCCGGAGATGGTTGCGGACATGAGGAGCAGGATGAGTTTGTTCGTTGCTGGGTTGTCTCGTCTGTCAAGCAAGGAGGGCAAGGCAGCTATGCTGATAGGGGACATGGACATAGCAAGGCTGATGGTCCATGTGCAGCAGGTTGAGGAAGANAAGCTGAGGGATAGGGAAGAGTTTAGAAATAAGAAGGCTAAGACACAGGGAATGAGTCCGGGCAGCAGAAGAGTAATGCGAACCGGTCGTCCTTCCAACAGAAGCAAAAGGGACCTGCTCCATCATCTGCTAGTGCACCTGCACCNAGGAACAAAGGTGAGTACAATAGTCAGAATTCGCAGAACTTCAGAGCTAGACCTGCNCAGTCTCAGGGTAGTGTGGCACAAGGGGGTAGTNGGGCTCCTGCATGTGCTAAGTGTGGTAGGAACCACCCAGGTACGTGTCGTGATGGCTCCACTGGTTGTTTCAAGTGTGGNCAGGANGGTCACTTCATGAAAGAGTGCCCTAAGAACAGGCAAGGTAGTGGNAATNGGGGCAATAGAGCCCAATCTTCNTCAGTTGCTCCACCAGACAGAGCTGCACCTAGAGGAGCTACTTCNGGTACNGGCGGAGGAGCAAACCGCCTNTATGCTATCACTAGTCGCCAAGAGCAAGAGAATTCNCCAGATGTTGTCACTGGTATGATCAAAGTCTTTACTTTTGATGTTTATGCTTTGCTAGATCCAGGAGCGAGTTTATCTTTTGTGACTCCTTATGTTGCGATGAATTTTGATGTTCTTCCTGAGNAACTTCGTGAGCCCTTCAGTGTTTCTACACCTGTTGGTGAGTCTATTCTAGCNGAGAGAGTCTATCGTGATTGTNCCATTTCCGTCAATCACAAGAGCACCATGGCTGATTTAGTTGAGTTAGACATGGTAGATTTTGATGTCATTCTAGGTATGGACTGGCTTCATGCCTGTTATGCCTCAGTTGATTGTAGAACTCGAGTTGTCAAGTTCCAGTTTCCTAATGAGCCAGTCATAGAGTGGAGGAGTAGTTCAGCAGTGCCTAAGGGTCGTTTCATTTCGTACCTTAAGGCGAGAAAGTTAGTTTCCAAGGGGTGTGTCTATCACTTAGTCCGAGTTAATGACTCTAGTGTTGAGATACCTCCTATTCAGTCAGTTCCAGTAGTAAGAGAGTTTCCAGAAGTCTTTCCAGATGATCTTCCCGGAGTCCCTCCTGAGAGAGAAATAGACTTCGGTATAGATATTCTTCCNGATACTCGTCCTATCTCTATTCCGCCATATAGAATGGCACCAGCAGAGTTGAAAGAGTTNAAAGAGCAGTTGAAAGATCTCCTNGATAAGGGTTTTATTCGACCAAGTGTCTCACCTTGGGGCGCTCCGGTCTTATTTGTGAGGAAGAAAGATGGTTCCCTTAGGATGTGTATAGATTACCGTCAGTTGAACAAGGTTACCATCAAGAATAAGTATCCTCTTCCGAGAATTGATGATCTTTTCGATCAACTTCAGGGTGCCACTTGTTTCTCTAAGATAGACCTCAGATCNGGCTACCATCAGTTGAGAGTAAGGGAATGTGATATTCCAAAGACAGCNTTCAGGACCCGTTATGGTCATTATGAGTTTCTGGTCATGTCGTTCGGTTTGACCAATGCGCCTGCAGCGTTCATGGACCTTATGAATAGAGTATTCAAGCCTTATTTAGATATGTTTGTTATCGTNTTCATTGATGACATACTAATCTATTCGAGGAATGAGGAAGATCATGCTAGTCATCTCAGAATAGTTCTCCAAACTCTNAAGGATAGAGAGTTGTATGCCAAGTTCTCTAAGTGTGAGTTTTGGCTTGAGTCTGTGGCATTCTTAGGCCACATTGTTTCCGGTGATGGAATTAGAGTTGATACTCAGAAAATNGAGGCAGTGCAGAATTGGCCTAGACCCACATCTCCAACTGATATTAGGAGTTTCTTGGGNTTGGCTGGCTATTATAGAAGGTTCGTAGAGGGGTTCTCATCTATTTCGTCCCCTTTGACCAAGTTGACTCAGAAAACAGTGAAGTTTCAATGGTCTGAAGCTTGTGAGAAAAGCTTTCAGGAATTGAAAAAGAGGTTGACTACTGCCCCAGTNTTGACCTTACCAGAAGGTACGCAAGGTTTTGTNGTGTATTGTGATGCGTCTAGAGTTGGTTTGGGTTGTGTGTTAATGCAGAATGGCAAGGTTATAGCTTATGCCTCCAGACAGTTGAAAGTTCACGAGAAGAATTACCCAACCCATGACCTAGAGTTGGCTGCCGTAGTATTCGCTTTGAAGATATGGCGTCATTATCTNTATGGTGTTCATGTNGATGTGTTCACCGATCACAAGAGTCTTCAGTATGTGTTCAGTCAGAAAGAGCTTAATCTCAGACAAAGGAGGTGGTTAGAATTACTCAAGGATTATGACATGAGTATTCTTTATCACCCAGGTAAGGCTAATGTTGTTGCTGATGCCTTGAGCAGGTTGTCTATGGGTAGTACCGCCCATGTTGAGGAAGANAAGAAAGAGTTAGCGAAAGATGTGCATAGACTTGCACGNTTGGGAGTCCGACTAATGGATTCCACAGAAGGAGGAGTAGTGGTGATGAATGGGGCTGAATCATCATTAGTGTCAGAAGTGAAAGAGAAGCAAGACCAAGATCCTATTTTGCTTGAATTGAAGGCAAATGTTCATAAGCAAAAAGTAATGGCTTTTGAACAAGGGGGAGATGGCGTATTGAGGTATCAAGGTAGATTGTGTGTACCAAGGGTGGATGAACTCCAAGAGAGGATCATGGAGGAAGCTCATAGCTCCAGATATTCCATCCATCCGGGTTCCACAAAGATGTATCGCGACTTGAGAGAAGTNTATTGGTGGAGTAGTATGAAGAAGGGCATTGCAGAGTTCGTTGCTAAGTGCCCGAATTGCCAACAAGTTAAAGTAGAGCACCAAAGGCCCGGTGGTATGGCTCAGAATATAGAACTTCCGGAATGGAAGTGGGAGATGATCAATATGGATTTCATCACAGGTTTGCCGAGGTCTCGCAGGCAGCATGATTCTATTTGGGTGATTGTA

>rnd-1_family-251#LTR/Gypsy ( RepeatScout Family Size = 359 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTGGGGTTTTNNAACTTTGCTCTTGAAATTGACAAATTGAAGTTGAATTCGAAGTGGGTTTGCTTGTAATTGCTTAATTTCATGTTACCCATGGCTGCTTTCATGGAAGGTATAATTTCTTTACTTTTTGTGATGTGTGGCTAAAACCCCAATTCTNGGGGTGCGATTATGGGGTTGGGTGTTGATTTAATGTAGTGGGTATTGTGTTNTGCTCTGTTTTATTGTTGTTCATNCATGGATTTGGGCTAATTAGCATGGGGTTAATTTATGGGTTAAGGTTGCAAACTTAATTCCTACTTTCGATCTCCGATTGATGCT

>rnd-1_family-12#LTR/Gypsy ( RepeatScout Family Size = 1491 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGTTGATGATTGAAAGTGGGTTTTGAACCTCGAAAGGTGAATTATGGAATTATGCATGTTCTTATGAAATCTATGCAAATGTTTTAAGGATGCTTTGAGAGTAAAGTATCAATGATGATGTTGTTGTTGTGTTGTTGAAAGGATTTTCTCATAAACACATGAAAGCATGATTGTGAAAGGTTTTCTCACATAGTAAGGATTCTAAGGTTGAAAGGTCTTCTCACCTAATTGAATCAAAGATAAGGAGCTATCCTAATGAAACCTAGCTTGGATTGGTTATTGAATGATACCTTTCCATGGATGACATATGACTTAGCTTGGATTGGCAAGATGACGTGCCCTTCCATGGATAATAAGAACAAGTAAGAAATGACTATTCCGTGGGATTTATGCTTAGCACCGAGAGGATATTGAGATGGAAGCTCTCCCGTTAGTAGAGGCCGGGTTTCTAGTAGCAATCTCCTTATCCCNTAACTATGTGCCCCCATAGGATGATTGTCTTAGATAGACATTAGCTAGTGGATCCACTTNAGCTAGAAGTTCATGGTCCTTACCTTGGCAAGTAGGACANCCCTTTTCGGTGTGGGGTAGACACCGGATTCCATGTTATAGCTCACATGGTCTCTATGTCGGTTAAGGNTAAACTTCCCACAATAATGAACTAAGGTTACTTCAAGAAGTATCTCACATGTGTTTNAAGATGATGTTAGCTTGCATTGACCATGTNTTATGACTTATGTTTTCTAACCTTCTTATCTTATGNTTTAGCTTGGTCATTGCATGTCATGTAAAGTCCTTTTTAGCATGATTTCATAACTTTTATGCATTGCTATCATACTTGGTACATTCCNTGTACTAACGCATACTCTTGCCTACATTGTTTCACNAATGTAGGGTCCGACGCTCCTANTTCNCATNCTCGTGGCTAGTGATCTCNTNTNGAAGNTTGAAGATTGGTGAGTCCTCATGTTCCGAGGACCGAGACCTTTTATTGCTTTTTTGTTTTTATTTTCAGTTTTGTACGTGATGTATGGGTTACGTCCCGATCACTCTTGATGTANTAGATGGCTTTGAGACTATGTTAGACTTCCGCTTTTTTTTGTCAAACTCTTTTATGATGAAACTGTCTTTTAAATCTCTTNATTTCTATTATCTTGTATGATGTATGCTAAGTGGCTTGTGTAGGGCCTCTCGGGGTCCTATACGCCATGTTACGCCTAGGGTGTACTTTGGGTCGTGACAA

>rnd-1_family-324#Unknown ( RepeatScout Family Size = 257 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGCTTTGATCATCAAGGTATGTGGGAATTCACCAATGGATTCCNTTCATCCATTGGGTCCCAAAGATTCTCAATTCTCCAATTCAATTTCACCCAATTTGATTAGGGTTTCATTCGATTCTTCATGGGTTCTATTTATTNTGATTCAATTGTTTGATTTCGATCTTATTATGCATGATTTGATTCAATTACATGNTTTTCAATTGATTTCATATGAACCCATGCATTATNCATGATTTTGACTATGAATT

>rnd-1_family-291#LTR/Gypsy ( RepeatScout Family Size = 299 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTATTTTTATATACATCCAGAGTTTATATTGTATCTTTGCATACATACAGAGTTATTATTGTATTTTTAAATACACAGAGTTGNTATCCATGTTTTAAACAGCTTTTCTTTATATTGCACTTGTTTTTAACTGCTTTATATTGAAATGAGTTCAGTTGAGTTGAGTTGAGTT

>rnd-1_family-102#LTR/Gypsy ( RepeatScout Family Size = 728 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATACTTGATAGATTGGAAACGTTCGGAGGCATTGAGGAAAGGAAAAGCATTGGAGAAGTAGCTTGCTTGACTTCGGTTCTTCGGTGGAGGTAGGTTATGGTTTATTCTATGTGATAGATAGACTCTTAATAGCGATTGATATTCATTGAGTGATATTGTGAANTTCTCTATGTACTTGGTTGTTGTGGTTTGGATAATTCGTGTGTTGTTTGTGATTGGTCTGAAATCCCGAGACCGCGAAATTCATAATCTTGAACCTTCTCTATCGAAGTGATGCCTTGAATAAAGAAGGCTTGATGAAATATTGTTAATGAAGTGAAAAGTGGTGATAATAAATGATAAATTAACGATATTATTGGATCGGGTGTCACGTTCCGACACGATATTATTGGATCGGGTGTCACGTTCCGACACGATATTATTGGATCGGGTGTCACGTTCCGACACGATATTATTGGATCGGGTGTCACGTTCCGACACGGTAACATTGGAT

>rnd-1_family-165#LTR/Gypsy ( RepeatScout Family Size = 537 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATAGTTAAAATGATGTTTCTAAACCTAAACTAATGCAATTGACTCGGTTTTAAAGAGTTTGGAAGTCTAAACGTCAAGGGACGACCAAGACGTTCGGAAACTAGTCTTTTACGTGTTGGTGTGTTCTAGTATGTTGTTCATGTTTTTGTGTGTCGTNTGGAGTCTAAAATCAGTGGAGGTGACCCTAGTGTCTTAATAAATGTTTTTAGGGTCAAAACGTTCGGATACGACTCCCCGGGGCCACCCTAAGGGTCCCCGAGGAGGACCCCAACCTTGGCCAAGCAAGCTGCCAAGGCAGCTTGCAAGTTGCGCTTGGAGGGAGCGGNTCCGCGTCGCGGACTNGCTCCACCAAGGAGCAAAAAGTTTGGTTCGCGNCGCGGNCGCGTCGCGGACTCTACTGTCTCGAAATTTAATTCCAAANATCTTGNGGGAACACCTCCGCGTCGCGGACTTGTTCCCCGACGAAATCTGCGGAAATTCAAAACTCGAGTTTGACTTGTTTAAAGAGTCCAACTAAGTGAGGGGTANTTNGGGTACTTTGGGGGACGATTATATAATGGTTTTTAAGTCAATTTACCTCACTTTTATCGCTCAAACGCAAAACCCCAAAGATCAAAACCTAAAGTTCCTCCTTCTCTCTACTCTCTCTCTCTTCTCAAGAACTCCATTGAAGAACATTGGAGCTTCAAGAAGAAGACCGACTCTCCAAGGTTTCAACTCGAATTTTCGTGGTTAATTCGTCAATAAGGTATGGTTGCTTATCACTCTTGGGATTCCTTTCACCCAAGAGGCCCCNTCAAGATGAATTTCAAAATCTCCAATTTCTAGGTTTCAATCCAAAAACGTGGGTCTTCTTTCTAAAGTGAAATTGATGTTATAAACTGACTTTGATTGATGTTATATGAACAATTATGGATGAATTTATGTTGTATTGGTGGTTTCTTGAAGAATTCCCCATGAGACCCATGTTTCTCCTTCTTTTCCTAATTCTAACCCTAGTTTGTGTTGGATATTGATTGAAGGCTATGAATTGAATGTGATGTTATGTAATTCATGTTTGTATGATGATTCTACCCTAGGTTATGTATAATTTCTATGAAATTAGGGTTGAGTCTTTGAATGAAGCCTTGAAGGCTATGAAGGGAATATGTCAATTGCTTATATTGATGTTGATTATGTTATTACTTCATGAATTACCTTGTATTATGTATTGGTTATGAATTGTTTGGTAATTGAAGTATGGATGTCCCACGAAGGGCAAGAAGGTATGAAGGTTGGTTCTTCTTTGAACTCAAGTATGAAAGGTGAATTACTTAGATTGTAATGATGCTATACCTAATGTGTTGTTGTGGTGTTGATGACCTAGTTTCCTCATCCTTAACCCTCTACACTTGAATTAGCTATGAAGTATGTATGTATGTTATGGTATGATTGCTATATGATTGAAAGGTAGTTCTCATGATTATAGTGTAATGTAAAGTGAAAGGTTTACTCACTTGCTAAGTGTTTCTAAAGTGAAAGGATTGTTACTCACTTATGAACACATATGAGCTATTATGGTAAGATGTCTACATAAGAGTCTAGTAAAGGCTAATGTGAACTTATGTGATGACTAAAGATGATTACAAAAGGGAATTAGATGCTTAGCACCGAAAGGGCATGTAAATGAGATGGGGGTCTCACGTTTAGTAAGTCC

>rnd-1_family-182#Unknown ( RepeatScout Family Size = 495 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTTAAGAAGTAAGTCNAAGCAAGTCTTTAAAGCTTTTCAAGAGTCTTTATTGAACGTTTTAACTTCGTTTTAAGGCTCAAGTTTCAAGTCAAGTAAAGAGTATAGAGTTTCAAGTTAAGTAAAGAGTCTCAAGTTTCAAGTTAAGTAAAGAGTATAGAGTTGAGTTCATTTCTCAAAAGTTATTAGGGAACTAAGTATTCCCAAAGAAGTTTATAAATGTTTTCACATTT

>rnd-1_family-38#Unknown ( RepeatScout Family Size = 1167 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CATTTCAAGGGTAGCTTGAGTTAGGTTAGTCATGGTAGCTTGGGATTGAGGACTCATACTCTCCTAAGGGTAGCTTAGGATTGAGAATCATACTCTCCTAAGGATAGCTTGCATTTGCATCGTAGTATGCTTGTAAGGGTAGCATGACTTAGTTGGTCTAGGACTATTTCATGGTAGCTAGGATGGGACACTTGTACCCTTCCTAGAATAGCTTGGACTTGCATGNTAGTGTGTCTTCCANGGTAGTTAGCTTAGCTTAACCTAGTTATGTTAGTAAGATGATAGCATGGTCTAGCCTAGTTAGGGNGTTATTCCTTGGTAGCCTTGAATTGAGAAATAGAGTTCATTCATGGGTTGTGACTTGCCTAGTACTAAATAGAGAAGTACCTTATAGTGAATAAAGGCAAATAGAAGAGGGACTAGTCCCCAACTAGNGAACATNAGTATGATGGCCTAAAGGAGTACTTAGTATGGGTAGTAGTATGGGATGCTATTCATGCATTGCACAAGTATGACTTAAGGTTACTTATGAAGTGTTCTCTTATATGATGTATGCTTAGCTTGGATTGTTGCTATAGTTGCCTTCCNNGATATGATTGACTAAAGGTGANAGTTCCCTTGTCTATGNGAAGTAAGCTAATAATGAGACCAAAGGAGGGTGAATATGACTANGATGACTTCAAGGTTATGCTTAGTGTGAAGGGTATTATGGGATGCCTTTCATGCATTGCACAAGTGTGCCTTGAGGTTACTTAGGAGTATGGT

>rnd-1_family-319#Unknown ( RepeatScout Family Size = 260 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTTTTTTTGGTTTCCCACCCGGTGTCCGGAGCCCGCATTGGAGCTCCGACTAAATTCGGATCGCGCACTGCAGGGCCCATTCGGGGGTGGCGCTCCCAACAAGATTTTCTCCATACCCAGGGCTCGAACCCGAGACCTCTGGTTAAGGGTGAAGCAGTCCCACCACTGCACCACAACCCATGTTG

>rnd-1_family-481#Unknown ( RepeatScout Family Size = 135 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGCGAAATGGTCTGGTGGACCCTTGTACTTGTATGNGTTTGTATTNTGAACCCTTCTACTTACTCATTTGTCAACTGAACCCTTAAACTCATTAAAACGCAATATTTTAAACCCCTTTTT

>rnd-1_family-303#LTR/Gypsy ( RepeatScout Family Size = 274 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGCACTACTGAGGGTGCTACGATNGTTGATGCGGGCGCTACTGAGGGCGNCCCNANTGTTGNTCCAGCGGGCTCCGGGAAACCGGACCCACCCGCTTGTTGATGGTTCNTCGGCGCTATGCGCCACAGGTTTGCTTCACCCAATCCATTATCTTTTACTGTTTTTGTGTGCATTGGGGACAATCGCACCTATTTTTGTTGGGGGTGGGGTAAATGGATTGTGAGTGATAGGGTGAAGTCTGAGTAACCCAACTCATAATCCTCTCTTGGGGTTTTCTTGCCTGTGTTCTTTTCCCCCAAGAGACTGTTTAATTTCTGTTGAACCGGCATGTGTTAGGATCGTATGTGTAGAAGCATGAAAAAGAATGAAGCATGATGGCTTATGAAAAATGATACCCGTCCAAATTTTGTGATGTGTGCTAGAATTTGTAGGCTANGATGAGTTGAATGTGTTGGCTCTGAGTATGACATGATAATGAACCGACTTGACGGCATGACTTAAGCTAAAACTTGAACTGGGTAATCTGATAATCTGATAATGAAACTATGTGCCAAGAGTGTGTGAGAATAGTTGANTGTTCAAACAGTTTTTGTGCNAATCTAGAACTTGCCCGGTTAGTCCTGCTAAGACAATCTAGTCTAGAAGTTAGGAAGTGATCATAGGCCCTTGTTCTGATAAGTCCACAAATCGCCTAAAAGAAGGATCCAACCAAATGAAATAAATGCTCCCTTTGATCCAAATGCTTTGAGCCTAAAATTAGACCATTTCTTTCNAAACCCCTAACTCACCTTCCCATAATCTACTATGTTGGCCCCGGTCCCTCCTTGGACATGTGCACCTCGACTTAGGCCAAAAGCCTAAGTTGAGGGTGGCTAATGTAAAAAGTNACCTCGATCTTGGCCCTGGTCCGACATCGGGTATTGTGCACCTCAACTAATGGAAAATCCATAAGTTGAGGGTGGCTATGAAAGAGGAAACCGAAAGAAAAATGGGTATGAAAAGAGTTTNGTGTTGAAAAAGAGAGGAAAGGATGTGACTTGTTGAAAGCTAAAGAAAAGAATAAAATGCAAGAAAAAGAAGAAA

>rnd-1_family-362#LTR/Gypsy ( RepeatScout Family Size = 225 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGGTGATGGTTGTGATTCTATGATTGTGTGATGTATGTTTGTTCTTGCTTCATTATGATACGTGTATGTATGCGAATGTTGCATTATTGATCACACTTGTTGTAAATGAGATAGATGAATGATGAATGCCATGAATCATGACTTGATTGTATGATCNTGAGAATATACTTGTGATTGTGATTGTGG

>rnd-1_family-33#LTR/Gypsy ( RepeatScout Family Size = 1193 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGATATACCGTGAGTTTACGGTATTTTTAATACGTTTCACTTACGAGTTGTGTGTGTCTAGGGCCTTTTTGTATTGGTTTTTATGTGTTTTTATCATGTTTTGCAGGAAAGACGTTCAGGCGCGGAAGTAAAGAGACAGCTGAAAGAAGTGCAGAAAAGGGCATCTACGGAGGTGATCTACGGACCGTAGGTCCATTGACGCTCCGTAGATGATGGCCGTAGATCGGCAGGCAAGGCATGGAAGGCAAATCAGGGAAATCTTGACCAAGTGTGGAACCACGGTGGCCATCGACGGNCCGTAGATCGATCTACGGACCGTACTGCTGATCCGTAGANTGATACNGNGAAGGGGTTCCAGTACCTGATTTTTGAAGATTCTAAGTGTGGAGCTACGGAAGGGGATCGACGGACCGTAGATCGATCTACGGTCCGTACTGCTGGTCCGTCGTTTGCTTCAGAGAAGCTGATTTTTGGAAGCTGAAATATTTTCTAAGTCCTGANCGACGGAAGGGACCTACGGACCGTAGGTCGATCGACGGTCCGTAGGTCAGTCTCGTGGATCGAAGACGCGTCCTGAAANATTATTTCCTTATTTCGTTTCCTTTTTATTTAGGACTTGTTTTCTATAAATAGGGCATGTAAACCTCGTTTTTGGGGGTTAGACNTTATTACTTTTATTCTAGTTTTTGACTTTGGAGATTAACTTGCAACTTTAGCAATTCTTGATTTCCTAAGTTCGTTTTGAAGATTTTGGCTTTGCAATTCAAGTTGAAATTCCGGGTTTATTATTCTCNTTACGTAAGTTCATGATTTCTTCATCTAAAANTATGAATTGTGTTCTTGCGATTATGGGTAACTAAACTCCACAACTAGGGTTGTGGGAACCATGAGCGATTAACAAAGTATGAATAGTAAATAAGCAATTCTTGAATAGTGTTTTGCATGCATTGATAATTCTTTCGTTTAGAAGTCTTTTTAACGGTGGCCAACGTTAGAACTCGCCTTGTTGCTACTTGCCGGACCAAGGAGGTAATCAACGAGAAAAGAATTATCAACATAGATTTAGTGTGATACTATCTAATAGTCTAGTGTCGATTGGTGCGAGGGTAATAACTAAGCCAAACATCGATGTGATGTCTAATATGAGGTAAAGGTAAGGGTTAGTAAATTATACACACGTAGCCGGACCAAGGTGCGGGGTGAAATTCTCTAGATGCCGGACCAAGGATTTAGAGATACCTAACTTATCACTTTGCATGTAATACACTAGGAAAGGATTGCTATTACTAGGATTACCGCGTTATGAGCTTGTGGGGAACACGTATACCCTAGTTACTTTCTCATCTTGATAACAACCAAAGTTTGAATCTTGCTTACTGATTACTTACTAANTTCTTACAATTTGTTTCACAAATCCCCCCCCCCCTTTAATTACTTGTTTTCGGAAATANTTTGACTAAACGAATATAATCGTCGGTTAAAGTTAAGTCTAAACCATATTCCTCGTGGGATCGACCCCAACCTACAAGTTGGGTTCTTTACTTGATAACGATCGCTTATGCTTCTTTAGGGAGGTGTAATTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAATACGGCTTTTAGATTAAGTTTAACTACATTATTGAACTTTAGTCAAGTATTTCCTAATTTTACTTTTTCTTTTGTTTTTGTCTCTCTACAGGTTCCTACTCTAGTGTATGCCAAGTACACGGAGTCGAGGCGAACCACTGACCCCCTACGATCCAGAGTTGAGCAGAACTTTGCGAAGAATGAATAATCAAGGGGTNCCAGTTAATCCNATCGGAGAGGATCTAGGTGATGGAGTTGAGTTGCAGCCTCCGAGGGTTGTTAATGNGNACGNTCAGGTTCANGGTGGNAATCTANTNGGAGATGCAGTGAGGGTGCAGGATCCGCCAGGACCGAGGCTGCGTGATAACTACAGGGTCGACTTCGATACGGTTGAATCNGANGGACCTATTGTTCTNCCTCCTCTACCTCCGGGGCATACATTTGTGGTGACCAGCAGTCTGATGCAGATGCTTACAGCGAGGGGGTTGTTTTCGGGTTGGCNTCGGAAGATCCGCATGCTCACATGGCCAAGTTGAGGAGTGTTTGCAAGAGTTGTGTGGGNCGACCGGACTTGGATATGGATGTCATNGGNTTGNGAGTNTTCCCTCTATCATTGACCGGCGATGCTGCNGTGTGGTTTNCTGAGCTTCCNTATAACTCGATCTATACATGGGACCAATTGNACGAGGTGTTCATGGCAAGGTACTTTCCGGTGTCCAAGAAGCTNAATCACAAAGATAAACTCAACAATTTCGTAGCACTACCTGGAGAGTCCGTGAGTAGTTCTTGGGACAGGTTCACTGCGTTCATAAGAAGTGTTCCGAATCACCGCATTGATGATGAGTCGCTGAAGGAGTATTTCTATNGAGGNCAGGATGACAACGGTAAAGAAGCTGTGCTTGATACTATTGCTGGAGGNTCATATGGTGAGTGCACTTTTGAGNAGATCGCTGAAAAACTGGAGAAGATCTCCCGNAACAATAAAGCATGGAGCACTAGGAAGTCGGATACTGGGAGAAGCACGTTTGCCGTTCAAGCTGCAACCAACCAATCCGCNGATGANATTCGTGAGGAGATGGCTCAGATGAGGACNGAGCTGGGGTTGGTATTGAAGCATGTGAGCGGAGGTGCAGAAAAGGTAAATGCTGTGAATTACTTGACTAGAACTCCACCACCAGTTGAGGAGTGTTACTATGAGGAGGATGCNTATNCGGTGAATGATCAGACGGGGGGTTTCCGANCCAACGCCCAAGGTTCCAACNCGGATAATTGGCGCCAAGGTCGGAACTATGGNAACTACAACCGAGAGGGTCANTATGTCCGGGATGGGAACTNCAATCGCGACAACAACTACAACCGGAACAACTATGGCAACAGAAACGATCGGGTTGGGCCTTATGTTCCNCCTCGAAATCGGGAATCTGGTACTAGGGAAGCTGGAGGTAGTATGNCGCGTATTGAGGATATGATGCAGAAGATGATGAGGAGGTTTGATGCGACTGATGAGAATGTGAAGGAGATGCGAAACGACTTGTCTGGNATTGGTCAAAAGGTTGATGCCCATGCAGTGTCGATAAAGCANCTTGAGCAGCAGATGACTCAGTTGTCCACTACAGTGAACCCACGTCAACCTGGCACNCTTCCTAGCAACACCATCCAGAATCCGAAGAATGATGGGCATTGTATGGCAGTCACTACTCGAGGGGGTAAGCAAACCATTGATCCACCTATGCCGTCTGNGGTGGAAGTTGAGGTTAGAAAAGANGATGATGNGATNGAGGTTANNGGAGAGTCCGAGAATGCGACAGAGAAGGAAGCGGAGATAACCCAAAAAGTTGTCCCCATGCCTAGACCTCCACCNCCNTTCCCACAGAGGTTAGTGAAGAAGACTGAAGAAGGNAAATACCGCAGGTTTATTACTATGTTGAAGCAACTTTCCATCAACGTTCCGTTGATAGAAGCTTTGGAGCAAATGCCTGGGTATGCGAAGTTTATGAAAGATNTGGTGACAAAGAAGAGGGCCGTGAGTTTTGAAGATGATGATAGGTTGCAACATTGTAGCGCTATTGCTACAAGGTCNCTTGTGCAGAAGAAGGAGGATCCTGGTGCTTTCACTATTCCNTGTACCATCGGGTTGTTGCACTTTGCNAAGGCGTTGTGTGATCTTGGTGCTAGCATCAACCTGATGCCATTGTCTATTTACAAGAAGTTGGGTCTAGGGGATCCAAAACCGACTGCGATGCGGTTACTCATGGCCGATAGAACCGTGAAGAGGCCCATTGGTGTGCTCCANGATGTGCTAGTGAAAGTGGAGTCGTTCATCTTTCCGGCGGATTTTGTGATNCTTGATTGTGAGGTTGATTTTGAGGTTCCCATCATCCTTGGGAGACCATTCCTTGCCACNGGGCGCGCNTTGGTCGATATGGAGAAGGGGCAGATGAAGTTCNGACTGAATAATGAAGAGGCAACTTTCAATATTTGTAGGTCCATGAAGCAGAGTGGCGAGCTCNAATCGGTATCTGCGGTAACTCACANNGTNGAGAGTGGNNCNGAAGTGCGNATTGAAGAGAGACTGGGTGTTGAGGCACTAGCAGCGGTTATGATGAATTTCGAGAGTGATGGTATTGAAGANTACGATGAGTTGGTNGCCGCACTCGATAGGTNCGAA

>rnd-1_family-372#LTR/Gypsy ( RepeatScout Family Size = 213 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCGGAAACTAGTAGGCTAAACTAGAGCTTGACGTGAGGGTTAGAGTCGTAAAATAACTTCCCGTACTTAGAATGAAGGGTTTAGGGTTAGAACGTCAAGGTACGACCCCCCAAGGACCAACCAAGGGTCCTTGAGGA

>rnd-1_family-424#LTR/Copia ( RepeatScout Family Size = 167 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CACTACAACAAAAACAACTTTTAGCGGCAATAAATATACACATTAATAAAGAGTGCTAAAGTCTTTACCGGCATTAGTTAATTGTCATTAGATCCAATGTCGCTATAGGCTTTAGGGACATTTACAAAGAGTGCTAATTGCCGCTAAAAATACATATTTAGCGGCAATTAAGCTATTGCCGTTAATTAATTGCCGCTAA

>rnd-1_family-178#LTR/Gypsy ( RepeatScout Family Size = 510 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCGTCCGTGAAAGGNACTCGTCAGACTTTGAGTTTTGGGTCAACTTCAAACGATCATATCTTTCAGCACAAAATGAATTAGGTGGCCCATGACCTATCAAATTAAAGGTCTTTGAGTCCTCTTTCCAA

>rnd-1_family-453#LTR/Gypsy ( RepeatScout Family Size = 147 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCGAGCTAAAAGCGAGTTGTACTCTCTTCCCTAAGCCTTGTTTCAGCTGAGATCCTTATGAGGAAGTATGTTTAGAGCTTGGGTAGTATTTTCACCCGAAAAGGTAGCATGAGTTACGAGATTATGAGCAGTAGTAGTGAAAGNGCCCAGAGTTAGAGGAAAGTATGCAGAGGTTTAGTAATCTAAGAAAGGGAGATAGTGATTTGAGGAGCTATGTTATTATAGTCATGCACCCAGTAAGTTATTAATGAGGAGTTTTCCCTTATGGGTAGACTAAGAGTTGCTAGTCAAGATGAGATAGAGTATATATTTTTAACCAGAATAGAGTTGATGTCGATGTGCCATCGTGTTAGAGGAGACCAAATNCATGTGTTGAATAGAAGAGCAGAGTATTCATGAAGTGATAGATCTAAGCTAGGCTTATGATTTGTTTGAGAGGGTCATGATGTTCAGAAGGTTATAGAACTGATCAAGTAATGAGGTATAGTATAGTAAGCGAGCAATCATATTGATATTCGGGTTTAGTAATAAACATTAAGCTTGAATTTGAGATGAGTGTCGTGATCAAAAGAATGGCAACATGAGGGTGATGATGTTAGTCTTGAGATTTGATCTGGTAGACTTGACATAGAGTAGGTGAGGAATTGAGGTGTTAGCTGCAATAAATATGAGTGGTACAAGTGAGAGACCCTAACCTTTAGATAAGGGCAGTGAAGTGTGGCTAAGTCACAAGAGTAACAAGA

>rnd-1_family-558#LTR/Gypsy ( RepeatScout Family Size = 106 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACGACTCGGAAAATGATAGGTTGAACTAGAGCCTNAACGTGTGGGTTAGTGTGACCTTAGGTTGATGTTTAGGCTGTTTTAGAACTTAAATGGAGCAAGGTAGAAGCCTAGGGTGCAAGCAAGGGCCTAGGCTAGCAAGATAGAGTGAAAGAAANCTTGTTCTTTGAGGGGCCGTTTGGCGATGGGGGTGCTTGATCGCCCAAGGGGTTTGGCGAGTCGCCCNTGGGCCCTTGCGNTCGCCTAGTGGGCTGCCCCATTGGCCNAGNTGCTGGACCAAAGGGCGAGCTAGGTCGGGGCTCGCCAACCAGCTCGGCGCGTCGCCCATCGACCCCTCTAGATCGCCTAGTGGACTGCCCAATTCGTGAGCTCACTGGAAATTTNGGCGAGCCAAGGGTNCACTTGGCGAGTCGCCTAGT

>rnd-1_family-67#LTR/Gypsy ( RepeatScout Family Size = 941 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAATNATCTTTCCAACGCCGCCGAGTTTGCGCGATTCCGAGTTCGTATGAGTGAGNTATGCCCNTTGGAAGTTGGGCTGTTCGAATAAGGAAAGTCCAATCCGGATTTTNGAAGGGTATTTTGGTCTTTTCCTTACCCAATTANTTTAATTCGTTTTTAGTAANTTAATTGGGGTCTAAACTGAATTAGTTCAGTTTACGCANTTGAAAATTACGCTAGGGCTTTGAGAGAAGAGAAAAGAGGAGGAAAGGAGAAGAAAAANCAAGANTTCGTCGAGTTCGTGAGGANTTGNTTGTGGATTTCGCCAAGGGTTTGATCCCTACGAGGTATGTGAGNCTCTCATAGCGTTGGGTTCGTTCACCCACGCGCCAANCATGTTTATTTCAGCGAAATTCGTCCTAGAAAGTTGAAAGTTGATGTTCTTGAATGGTGTTCTTGAATTGGCTTTCGTTCTTGAATTGGGNTGAGATTGAGGAGTTTCTTGAGGTTATTACGTCGANTTNTAGAGTTGTTTGAGTTAGATTCTTGTGTACATNTGCTGGGTATCTGAATCTAAAGAGAATTTGAGAAAAAGAACCGAGTTTAGGCGAATTGGGGCTGGAAAACGAAGAAGGAACAAGTCGGGCGAATCTGGGTACCGGGTCCGCGTCGCGGACCTGNTCCCCAGANTTGAAAATTTTCTCTTCGCGTCGCGGAGCGGTCACGGACCGTTCTGCCTCAAAAGTTATTTTCGCGACCAAATATTTAAATGCGTCTCCGCGTCGCGGACCCGCTCCCAGACAGTGATTTCTCGATCTTTTCTCATGTTTAGCTATCTAAAATCACTCCTAAACATCATGAGATCTTTCCTATCACAAATCACAATCCTTGAATCCATAATTCAATTCAAGGAAAGTTAAGAGTCAAGTCAAGAGAAGTTAAGAGTCAAAGTCAAGAG

>rnd-1_family-138#LTR/Gypsy ( RepeatScout Family Size = 615 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGATGTGAGGCTAAAAATACATATTTTTAATCATTATTTCCTCACATTTATTATTTATATTTGTCCTTTTTGAGCATGAATTTTATGAATTGTGTTAAATGGTATATTTTATTTGTAGGATTAAATTGGTGGAAAAATGAAGAAGTTTGGAGCTAAAACGAATTAAAGATGGAAGGTTGAAGAAGGAAATCAAGCAGACAGCTTAATGGATTAAATTTAATAAAATAATATATTTATATATAAAAGGAAATGGCGGCTGCAAATTGTGGAATTTCAATTTTTACGCTTGCTTCTTGCTGCTGCCACGTGGCAGCAAGTGAANCGTGCAGAATTATGTTGAGGCGGCGGTATTACTGTTCACGCGGCGAAAAAGNAAAAGGAATCCAATTCCTTTTGGTTTTGGATTCCTAATTTAATTTGGACTCAATTATTTTATTTAGGGTTTCCTACATCTATAAATAGTGCATAGAAATAATTATTTGGGGGAGGCCAAGAACCAAGATACAAGACACAATATAAATTTTCTTCTAGCTTAGGAACTTTGGAAGAGCCGCCGTGGAGGCCGGAGAATTGTGGTTTATTCTTTCTTCTCCTTTATTATTTATTTGTATTCGTGATTAATAAAAGATAGTTTAGCTATTGTTCTTAACTTTTTATGATTAACGTAAGTTCATGATTTCTTCATCTAATAAATTATGAATTGTGTTCTTGCGATTATGGGTAACTAAACTCCACAACTAGGGTTGTGGGAACCATGAGCGATTAACAAAGTATGAATAGTAAATAAGCAATTCTTGAATAGTGTTGTTGCATGCATTGATAATTCTTTCGTTTAGAAGTCTTTTTAACGGTGCACAGCGTTAGAACTCGCCTTGTTGCTACTTGCCGGACCAAGGAGGTAATCAACAAGAAAAGAATTATCAACATAGATTTAGTGTGATACTATCTAATAGNCTAGTGTCGATTGGTGCGAAGTAATAACTAAGCCAAACATCGATTGTGATGTCTAATATGAGGTAAAGGTAAGGGTTAGTAAATTATACACACGTAGCCGGACCAAGGTGCGGGGTGAAATTCTCTAGATGCCGGACCAAGGATTTAGAGATACCTAACTTATCACTTTGCATGTAATACACTAGGAAAGGATTGCTATTACTAGGATTACCGCGTTATGAGCTTGTGGGGAACACGTATACCCTAGTTACTTTTACTCATCTTGATAACAACAAATACTTAGTTCGAANCTATCTTCTTATTGAATTCTTACAATTTGTTTCACAAATCCCCCCATTTTTATATAACGACTATCGAGTTAAATATTTGCTATTGACAATATTCTTCCATATTCTCTGTGGGATCGACCCCGACTCATAGTTGGGTAAATATATTGCATACGATCGTTTATATTTCTTTTCAAGAAGTATATTTGAACGTTATCAATAA

>rnd-1_family-221#LTR/Gypsy ( RepeatScout Family Size = 422 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTATATTGGNCCTTACAGAATATCCAAGAGGATTGGCAATGTAGCTTATGAGTTGGAGCTACCGCAAGAGTTAGCAGCGGTTCATCCGGTATTTCACATCTCCATGTTGAAGAAGTGCATGGGCGATCCTTCACTNATCATACCAACTGAAGATATTGGTATCAAGGATAGCTTATCTTATGAGGAGATTCCCGTTCAGATTCTAGATCGCCAAGTTCGCAAGTTGAGAACNAAGGAGGTAGCATCAGTCAAAGTCCTTTGGAGGAACCAGTTTGTTGAGGAAGCTACTTGGGAAGCTGAGGAGGATATGAAGAAGAGATATCCACATCTCTTCGAATCCGGAGAAATTCCAGATCAAGGTACTAATTCTCTTCTTAGTACTCTTTAANTTATAAGTTGGCATGTTG

>rnd-1_family-140#LTR/Gypsy ( RepeatScout Family Size = 607 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCCGCGTCGCGGACCNGCTCCACCAANGGCCAAAAAGTNGGTCCGCGTCGCGGACGCGCCGCGGACTCTACTGTCTCGAAATTTAATTTCCAGAAACTTGTGGGAACACCTCCGCGTCGCGGACTTGTTTCCCGACGAAATCTGCGAAAATAAAACTCAAGTTTGACTTGTTTAAAAGGTCCAACTAAGTGAGGGGTAGTTTGGGTACTTTGGGGAATTATTATATTCTAGTNNTTTTAGGTATTTTAAGGGTATTAAAACATTNAAANCNTGATTTAGANCTCATTCTTCCAAAATCAAAACCCCAGTTCTTTCTCTCTCTAAAGTTCTCTCNAGAACTCCATGGAAGACGAAGGTGGAGAGCTAGGGTTTCGATTGAGGGTTCCCTTCCGCCAAATTTCGTTGGGANTTCATCAATTAAGGTATGGTGACTCTTTATCTAGGACTCGTCTTCATCCTAGAGTCAATTTCAAAGGATTTTCAANGTTTTCAAAAAGTCACTAAAAACCTCGATTTCAATTCTATCATGGGTTCTTGCATGAAACGATTTCAAACGATNAGNTATGGATTAATTGATGTTTAATTGATGGTTTTAGGATGAAANACTCCATGAACCCNTGNCTTCTACGAAACCCTAAATTTGCTATGAAGTGGGTCTATTGATTATGAATTGAATGTTGATGGAATTATGCGTAGATTGANTTGGGTTATTGATATCTCTTGTGTTGTTTNATGTCTANTTATGATGAATTGTTGATAATGGATGAATTAAGGGTGGTAAGCCTTATGGGCGAAGTATTGGTGATTTTGGCTATGGCTTTGGATTATGGTAAGAAGGCTTGAACTCTCTTTATTGAATTGATTGTTGTTGGTAGGTTGGATCCAAAAGTGTTACATCTTATTCTTGTGTGGTATTATTGTGAATTGTAGCCGTGAAGGCATTGGTGAAGTTGTTGTATAATGTGGGAANATTGCATTGTTGTGAATTGAGGCCACGAAGGGCATTATATGAGTGTTATTACATTGTTGTATTATTATACACATATGAGGCTATATGTAAAGTCCTATATGAAGCTATATGTAAAGTTTGTGTGAAGCTATAATGTGAAGATGTTCTAATGGTATTAATGTGATATTGTATAAAGTGGTATTATGCTAATGTGAAAGCATGTTTCTCTTGAAATGGTGATATGTGGTGATGATGGACTATGATGAGTCTCTATAAGATGATGTTGTAGCTCATATGCTAGCCGCTTACCAATTGAAGGATGTGGCCCAAGTNTGGTATACTCAATGGAAGGNNAATAGGCCGGTAGAAGCGGGTCCTATAGANTGGGAGGNGTTTAAGGAAGCATTCCTTGATAGGTTCTTTCCCCGNGAGAAGAGGGAGTGCTAAGGTGGAGGAGTTTATCAACCTTAGGCAAGGTAGCATGAGTGTNNAAGAGTATTCTTTGAAATTTACCCNNTTGTCTAAGTATGCTCCATCT

>rnd-1_family-40#LTR/Gypsy ( RepeatScout Family Size = 1141 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAATGATGATTCTAAGGTTGAAAGTNCATTCTCACCTAATTGAATCTATGAGCTATTTTATGAGTTGTGTTGAATGAAGGGTAAGGCATTCCTTCACGCATGTAAATNCAATTCAAGACTAAATATGTATAATTTGGGGAATAATGCTTAGCACCGAGTGGATATGGAAAATGAGATGGAGGCCCTCCCGTCAATACAATAGGCCGGGTCATCTAAATTAATCTCATGAGATGGAAGCTCCTCCGCCAATACAATAGGTCGGGTTTCTAGNAGCAATCTCCCTATCCCATAACTATGTGCCCACATAGGTCTTTAGCTAGTGGATCCACCTAAAAGCTAATACGTTTAGTTCTACCTTAGGCAAGTAGGACACCTCTTTTCGGTGTGGGGTTACACGACACCGGATTCCATGTAGCTCACATGGTCTATGTCGGTTAAGGCTATTTTCCCTATATGACAAGAANATGAATATGACATGAACTATACTTATGACTTCTTAANGAGTTTTACTTAGTATGAGTGGGGGTATGGGACTTCACTTATGCATTGCACAAGTAGACTTTGAAAGGGGTTATGGGATGGTTCTCTTATGTTATGATGANATATGAATGTATGCATGTATGTTGAATGGATTGTTGCTATGAATGACTTTCCTTATGTTCAAGTTAATGNACATGANTGTTTCCTTGTTTATGANTATTGGCTATGATGAGGTCTAAGGATGATATGTATGACTANGGTGGCCTCAAAGNGGTACTTAGTATGGTTGGTATTATGGGATGCCANCCATACATTGCACAAGTATNCCTTAGGGTTGCTNAGGTGATGGTTTTACTATG

>rnd-1_family-288#LTR/Gypsy ( RepeatScout Family Size = 301 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATTTTATTACTTCGACATCAAAGGAAGAGTACATTGAAGATTATATTGCAAATATGAGACACAAGCTTTATTTGCTTTACGTCAAACCCGATGGAGTTGACGTCAAATGTTCAAGGAGAGCAATTAAGTGTCAACACGGTAAAAGACGCTATCTCTCCATTTGAATTGCATTTTTATGCTAATGAGTTTTATCTCAGTCTTTGTCGAGAGCATCCGAGAGGATGAATTCTCAAAACAAACCACAGGTGCGGACGACATCAAAAAGGATGCAGCACAACGTGGAACTTTTTCTTAGCAGCGAACTGGGACATAGTCCGAAGAGGAGTGCCAAACTCTTAGGACGCGAGCNGAGGAGCGACTTCCACCACAATCAAACCACACCCCTATCAGAAGGCATGTGGGTTTTCTTTAGGTTTATCGGTTTCAGTTTCGCATCCGGAAATTTTGGTCTCTACCGGAAGCAACTTTCCAATCCGAGTGACAATGCGCCAAGAGCTTTGGAAATTATGTCCGTGTAAGTTCTTAATTATGGGTGTGAAGCGCGCCACATTCATGGCTAAGAGGTTGCAAGCCTCTTTTTCATACTCGACTTACTTTGTCGCTCTTCCAGAACCGAAGGTTATCTTGCATAATAGATTTCCTTTTCAACCGATCGAGTCGAACTACAAGCAGCCTGATTCCCTAAGTTGAGGGATATGTAGGCGGGATCAATGTTGAAAACTCGGCTGTATTCCAACATTCGCTCTTAAATCTTATTCCCGAGCATTCCGGTCCCTTCATAATTCGATATCGGGATGGCTTTTGAATTCTTTCAAAATCGTGCGTCAAATCAAGCGTATCGAACTACAAGTGGCCTGAATTCTCATATAGCCTGAGATATGTAGGAAACCCANTTCCGGGGTTCGGCCATAATTCCTAAAGTCCGTACCAAAATCCCTTTTCCGAAAGATGAAGATGTGGTCGGTCAAAATTGGATTCGTCAATTTCATTTTCCTCGAATTTCTTTCATCAATCCAAGTCAAACGAGGGACAGTTGTTGACACCCAATTTTGGCCCTCCACGATATAAATTAATCATCGAGCTTCTTCAATTTCAAACGATTTGAAATAATTAGTTTTATAAAATAAAATTCAAAAAATAAAGTAAATAAGTTTTTAAGTAATTTTGTCACTTTTTATAATTTTTAAATAATATATATGTTTTATATAATTATGTATATAATTAGTATATTT

>rnd-1_family-27#LTR/Gypsy ( RepeatScout Family Size = 1268 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGATTATGTGCATTGATTATGCTTATGTCTTATGTTGACTAACGCTTATGTTTATGTTGATGTTTATGCNAGCTATCATACTTAGTACATTTTTGTACTAACGCATACTCTTGCCTACATTCTTATCAAATGTAGGGTCCGGCGATCTCGANTCTCATCCTCGTGGCTAGGNTCTTAGTAGAAGCAAGGNTTGAAGATTGGTGAGTCCTCATNGCATTCGAGGACGTGACCACCATTTCCTTATGTCTTTCATTTTATGTTTTGAACATGTTGTATGGGCTGCGTCCCAANTTATTCTATTGTATTAGATGGTTTGAGACAAGTGTGTTAGACTTCCGCTTCGTTTTATAAAAGACTTCGATTGTATTGAAAATGTTTTAAATTTCCGCATCGTTTCTATTATCTTATGTTATGATATGCTAAGTGGCTTGTATGAGGCCTTTCGGGGTCCTGTACGCCGTGTTACATCTAGGGGGTACCCCTGGGTCGTGACAAACTTGGTAATCAGAGCACAAGGTTTAGAATGGTTCTAGGATGTCTCATAAGCCACGTCTAGTAGAGTCTTGTTCATAAGTGTGAAGCGCGCCACATTTATGAATGAGAGGCTATNAGATGTTTAGGAAACTTCACTTCTTCNNTTACTCTAAGTCGTGCCATAGAGTTTAACTCTATAAGGTCTCTCTCCTAATCCTTACCCGATGGTCTTCAGGATATGACTACTCGAAGGGCTNATGCTAGAAGGAATGAGGGAGACAATGTGGANCAAGAAGCTCCTCCCCAAGCTCCTCAAGCTCCGATCGACCCTTTGGCCGAGNATGTGACNAATGCGGAGTTTAGGNCNGCTTTCCAAGTGTTGGCTCAAGCCGTGACGGCCCAAGCCAATAGGGAGGTTGTGGCTCCCGTGAACCCAAATGTGGGTACGGCGGCNTCAAGAGTGAGGGACTTCACNAGGATGAACCCTCCGGAGTTTCATGGCTCCAAAGTTGAGGAAGATCCTCAAGAGTTTATCGATGAGGTCTATAAGGTGCTNGCNATCATGGGAGTGACNCCGGTAGAAAAGGCGGAGTTGGCCGCTTATCAACTNAAGGGTGTTGCTCAAGTTTGGTNCAACCAATGGAAAGAGGNGAGGCCGGTAGANGCGGGTCCCGTAGANTGGGAAANGTTCAAGGNTGCTTTTCTTGATAGGTTCT

>rnd-1_family-35#LTR/Gypsy ( RepeatScout Family Size = 1185 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTTAAACTATGTGCCCCCATAGGTTGNTTAGCTAGTGGATCCACTTAAGCTAGAAGTTCATGGTCCTTACCTTAGGCAAGTAGGACAACCCTTTTCGGTGTGGGAGACACCGGGGGATCATGTTATAGCTCACATGGTCTCTATGTCGGTTAAGGCTAATTCCCACAAAAGTTAATAATGAACTAAGGTTACTTCAAGAAGTATCTCATATGTGTTCAAAGGTTTTAAAGATGATGTTAGCTTGCATTGACCATGTTTTATGACTTATGTTTTCTAACCCTCTTATATCATGTTTTAGCTTGGTCAATTGCATGTCATGAAATGAAATGTCCCTTTTAGCATGNTTTAAATGTTTTATGCATGGCTATCATACTTGGTACATTGTTTTGTACTAACGCATACTCTTGCCTACATTTTCCCCAAATGTAGGGTCCGACAGTCAGGGTTCTCAGTTTCGTGGCTAGNGGTTGACTTGCGAGATTTCCCGAGCTTTGGTGAGTCCTCATGCTTCGAGGACGGATTTTCATTGTTTCAGTTTCTTTCTTGTATTTCNCTTTTGGACATGATGTATGGGCTAGGCCCAATTTCATTCTATTGTANTAGATGGCTATGATGAGACAAGTGTTTAGACTTCCGCTTTNCTTTTATAAAAATTTTTGGACTTGAAATGTTGTTTTACTCTTATTGTTCTATTTCTTATGTTATGAANGCTAAGTGGCTTGTATGGGGTCCTTCGGGGTTCTATACGCCATGTTACATCTAGGGGGTACCCCTGGGTCGTGACA

>rnd-1_family-530#Unknown ( RepeatScout Family Size = 118 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTTGAGTATCATATTGAAGTTGAGTACCTTATTTGAGTCGAGTATCNTATCGTTGAGTTGAGTATCTTATCTCTGAGTTGAGTATCTTATCCTTGAGTACTTCTGAGTTGAGTAAGTTTGAGTAGTTTTGAGTATCCTTGAGTATTCCTTGAGTTGAGT

>rnd-1_family-331#LTR/Gypsy ( RepeatScout Family Size = 251 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATAATGTACCTTGAATCGGTAGGCTTATGGCATCCCTTTCATGTGTTAAATAATGTACCTTGGGTCGGTAGGCCTATGGCACCCTTTCA

>rnd-1_family-494#LTR/Gypsy ( RepeatScout Family Size = 130 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTACTTGANTCCAATTGGTATCTGGCGATNCAAATTGGTATCTNACCTCCTTCACTCTTCTGTCCGCAGATGGTTAACACTAGAGCAATAGAAGTGGNAACANCAACACCAGCAAGAGAAAATGCGTCCTTGGAAATAGGCATGTTTCCCCGATTGACTACAGGGCCTGTNATGACTGGTAACGAGCATGANATGTTGACTAAGTTCTTGAAGTTGAAGCCTCCTGTGTTTCATGGTTCTGAGAGTGAGGATGCTTATGAGTTCATCGTNGATTGCTATGAGAGGCTTCATAAGNTGGGNATTGTNCATCGGCATGGNGTTGAGTTTGTGACNTTCCAGCTTCAGGGNGAGGCTAAGCAGTGGTGGAGGGCTTATGTGGAGTGCCGACCAGTAAAGGCACTACCTATGACTT

>rnd-1_family-393#LTR/Gypsy ( RepeatScout Family Size = 189 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAAGTTACCTCGATCTTGGCCCTGGTCCGACATCGGACATCGTGCACCTCAACTCATGCAAAATNCGTAAGTTGAGGGTGGCTATGAAAAAGGAAACCGAAAGAAAA

>rnd-1_family-358#LTR/Gypsy ( RepeatScout Family Size = 226 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGAGTCCGAGAATGCGACAGAGAAAGAAGCGGAGATATCTCAAAAAGTCGTCCCCATACCTAGACCTCCACCACCTTTTCCNCAAAGGTTNGNGAAGAAGANTGAAGATGGNAAGTATCGCAGGTTTATTACTATGTTGAAGCAGCTTTCNATCAACGTTCCNTTGGTGGAAGCNTTGGAGCAAATGCCTGGGTATGCNAAGTTCATGAAAGANTTGGTNACAAAGAAGAGGGCTGTGAGTTTTGAAGACGATGATAGATTGCANCATTGTAGCGCTATTGCTACAAGGTCNCTTGTGCAGAAGAAGGAAGATCCCGGNGCNTTCACNATTCCATGCACCATCGGGNTGCTNCANTTTGCNAAGGCNTTGTGTGATTTGGGNGCNAGCATCAACCTGATGCCATTGTCNATTTACAAGAAGTTGGGTTTAGGGGANCCAAAGCCNACNACGATGCGGCTNCTNATGGCCGATCGANCCGTGAAGAGGCCCGTTGGCGTACTCCATGACGTNCTNGTGAAAGTGGAGTCGTTCATCTTTCCGGCGGATTTTGTGATTCTTGATTGCGAGGTTGATTTTGAGGTTCCCATCATCCTNGGGAGACCATTCCTTGCCACCGGGCGNGCGTTGGTCGATGTGGAGAGNGGGNAGNTGAAGTTCCGANTGAACGATGAAGAGGTAACTTTCAATATTTGTAGGTCCATGAAGCAGAGTGGTGAGCTCCAAGCGGTATCTGCTATAACTTACGGAGTNGAGAGTGGGNCAGAAGTGCGAATTGAAGAGCGGCTGGGTGTTGAGGCACTAGCAGCGGTTATGATGAATTTCGATGGTGATGGTATTGAAGANTACGATGAGTTGGTAGCCGCACTCGATAGGTGCGAATNTCGTTCCAAACCAAAGAAGTTGGANNTNGACNTGAAGAATCGCGAGTCCCCACCCGCAAAACCATCTATTGAGGAGCCACCGAAACTGGAGCTNAAGGCTCTACCACCNCATCTGAGGTATGTATTCTTGGGNGNAGATAACACTTTGCCGGTNATCATTGCGGCNGATTTGAATGCGAGGCAAGTAGAGTGCTTGGTGACTGTGTTGAAGAGGTTCAAGCGAGCTATTGGGTGGACTATCGCNGACATTATTGGGATTCCTCCCGGCATTTGTNCTCACAAAATCCAACTCATGCCGGATCGCAAGCCNAGTATCGAGCACCAAAGGAGATTAAATCCGCCTATGCAAGAGGTGGTNAAAAAGGAGATCATCAAGTGGTTGGATGCGGGAGTNATCTACCCCATTGCGGATAGTAGNTGGGT

>rnd-1_family-505#LTR/Gypsy ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTTAATATTTATCCCTTTGTANTGAACTACGTCCGACCTGAATTCTCAAGAATGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCACCCCTTTATCCCTTTTTAATATTTTT

>rnd-1_family-568#LTR/Gypsy ( RepeatScout Family Size = 103 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTGGCTCGCCAAGGCCACTCGGCGACTCGCCGAGTGGNCCTTCGGCTCGCCTAAAGTTCCAGTGAGCTCACGAATCGGGCAGTCCACTNGGCGATCGGAGGGGNCATTCGGCGACGCGCCGAGCGGGTCGGCGAGCCNCGACCTAGCTCGCCCTTTGGTCCAGCANCTAGGCCAATGGG

>rnd-1_family-502#LTR/Gypsy ( RepeatScout Family Size = 128 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCGACAATTCGAGAATCAACACAAGCCGAATCTGGAAGAAACCGAGACTGTGAATCTNGGAGATGAGGAATGCGTCAAAGAAGTNAGAATCAGCGTCCATCTGACTGAAGCTCAAAGAAGAGACCTGGTTCGTTTGCTTAGGGAATACATCGACGTATTTGCCTGGTCTTACGAAGACATGCCAGGGTTGAGCACGAATATGGTGTCCCACAAGTTGCCGATCGATCCAGATTTCAGTCCAGTAAAGCAAAAGACTCGGAAGTTCAAGCCNGAGTTGAGTTTGAAGATCAAAGAGGAGATTACCAAGCAGATCGAGTCCCAAGTAGTGGAAGTGACGCAATATCCGACTTGGTTAGCNAATATTGTTCCGGTTGCCAAGAAAGACGGAAAGATCAGAATTTGTGTTGACTATAGAGATCTCAACAAAGCTAGCCCNAAAGATGATTTTCCNCTNCCAAACATTCACATNCTCATCGATAACTGTGCTAAGCATGAGATGCAGTCATTTGTGGATTGTTATGCGGGTTATCACCAGATCCTGATGGACGAAGAAGATGCAGAAAAGACNGCTTTCATCACGCCTTGGGGTGTNTATCGCTACCGAGTGATGCCNTTTGGTCTCAAGAATGCCGGTGCTACTTACATGAGGGCTATGACGACCATNTTTCACGATATGATTCACAAGGAGATCGAAGTGTACGTGGATGACGTCGTNATCAAGTCCCGCGAGAGTTCGGATCACTTGACTCACTTGAGGAAATTCTTTGATCGCTTGCGNAGATACAATCTGAAGTTGAATCCNGCNAAGTGTGCTTTCGGAGTGCCAGCTGGCAAGTTGTTGGGATTTATNGTCAGCAGGAGGGGCATTGAGCTTGACCCTTCCAAGATCAAGGCGATCCAAGAGTTACCTCCTCCGAAGACCAAGAAAGAGGTGATGAGTTTCTTGGGAAGGTTGAACTACATCAGCCGGTTCATAGCTCAATCCACCGTGGTGTGTGAGCCCATCTTTAAGTTATTGAAAAAAGATGCCTCGACCAAGTGGACCGGAGAATGTCAAANTGCTTTTGACGCCATCAAGAACTATTTGTCCAATCCGCCGGTGTTGGTCCCTCCGCGAGAAGGGAGTCCGTTGTTGCTATATTTGTCNGTCTCGGATAACGCATTNGGATGCGTGCTTGGTCAACATGATGAGACTGGGAAGAAGGAGCGAGCCATTTACTACTTGAGCAAGAAGTTCACTCCATACGAGGCNCGTTACACTCTNTTGGAGAGAACATGTTGCGCTTTGACTTGGATCGCTCAAAAGTTGAGGCATTATTTGTCTTCNTACACCACGTACCTTATTTCCAGGATGGACCCGTTGAAGTATATTTTCCAGAAAGCAATGCCGACCGGGAAGTTGGCNAAATGGCAAATGCTTTTGAGCGAGTTTGACATTGTGTACGTGACTCAGAAGGCGATAAAAGCACAAGCCTTGGCTGATCATCTCGCGGAGAATCCGGTTGACGAAGAGTACGAACCGCTCAAGACTTATTTTCCCGATGAAGAAGTNNCGTTTGTGGGTGAAGATATTTCTGAAGCGTACCCTGGTTGGAGAGTATTCTTTGATGGAGCGGCGAATCACCAAGGGAAAGGTATCGGAGCGGTCTTAGTGTCGGAATCCGGTCAGCACTATCCTATGGCGGCTAAACTCCGATTTNATTGCACGAACAACATGGCNGAGTACGAAGCTTGCATCCTCGGTCTGAAGATGGCCATCGACATGAACGTTCACGAGCTNCTGGTTATTGGAGATTCAGACTTGCTGATTCATCAAGTTCAAGGAGAATGGGCCGCGAAGAACCCAAAGATCACGCCGTACGTGCAGTATATACAGAAGTTGTGCAAGAGATTTCGCAAGATTGAGTTCAGGCACGCTCCCAGGACGCAAAATGAGTTGGCCGATGCTCTTGCCACCATCGCCTCAATGATTAAACATCCAGATACAAGTTATATCGATCCNNTGGATATAGAGGTAAAAGAGCAGCATGTCCATTGTTCGCATGTTGAAGCGGAACCGGATGGTTTGCCTTGGTATTTTGACATCAAGAAGTATTTAGAGNNCGAGAACTTATCCTGAGAATGCAACGTTCAACCAGAAGAAGTCGATACGCCGTATGGCCNTCAATTTCTTCGCGAGTGGGGAAATCCTTTATAGGAGGACTCCAGATTTAGGTCTTCTCAGATGCGTCGACGCTANTGAAGCTGCGAAGCTTCTGGAANAAATACATGCCGGAGTNTGTGGTACTCACATGAATGGGCTCACTTTGGCGAGGAAGATCCTCCGAGCCGGNTATTTTTGGATGACTATGGAGCGNGATTGCTGCAAGTTTGTGCAGAAGTGTCATAAATGTCAAGTGCATGGNGATTTGATTCGGGTNCCGCCTCACGAACTCAATGCTATGAGTTCACCTTGGCCGTTTGTNGCTTGGGGCATGGATGTCATTGGNCCGATAGAGCCAGCCGCCTCTAACGGACACNGATTCATTTTGGTTGCCATCGACTACTTCACCAAGTGGGTGGAAGCAGCTTCGTATAAGTCGGTGACCAAGAAGGTNGTNGCNGATTTTGTTCGCAACAATTTGATATGTCGGTTTGGAGTNCCAGAATCCATCATTACNGATAATGGAGCGAATCTCAACAGTCACTTGATGAGAGAAATNTGTGAACGATTCAAGATTACTCACCGAAATTCNACCGCTTATCGNCCNCAAATGAATGGAGCTGTNGAAGCCGCCAACAAGAACATCAAGAAGATTTTGAGGAAAATGGTCGACAATCGCAGAGGTTGGCACGAGANGCTGCCATATGCTTTGTTGGGTTACCGNACGACCGTCAGAACGTCAACTGGAGCAACTCCNTATTTGCTGGTNTATGGAACAGAAGCAGTNATACCTGCCGAAGTTGAAATACCTTCNTTGAGAATCATCCAAGAAGCTGAATTGAGCGATGCTGAATGGGTTCG

>rnd-1_family-320#LTR/Gypsy ( RepeatScout Family Size = 260 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAGCCTTNCGTGAGAGTTTTGGAGTGTGGTGTGAGGGTTAAAATCGTAAAATGGCTTCCCGTACTTAGAATGAGGTGTTTAGGGGTTAAACGTCAAGGTACGACTCCCCAAGGACCACCCAAGGGGTCCTTGAGGAGGACCCCAAAACTAGCCCCAAAAGCTGTCAA

>rnd-1_family-491#LINE/L1 ( RepeatScout Family Size = 131 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGTGAAATGTTTCACTTGGCTGGTGGCNAGAAGAGCNTGCCTGACNCANGAAGTNCTGCAGAAGAAAGGAAGCAACTAGTCTCTAGGTGCTTTTTNTGCGACGAGACGGNGGAAACAAACAACCATCTNTTCCTNCACTGCAAGNTNACTGCNCAACTNTGGNANNTGTTCCTCAGCATCACAGGNATNAGCTGGACNATGCCAGAACATACNGCGGATCTNCTGAGNTGCTGGATCAGAAGAGGGGGNAGCAAGAGTCAGAAGAAGTGGTGGAGGATNATCCCANCNTGCATNTGGTGGACAGTNTGGAAGGAGAGGAACGGNAGATGTTTTGAAGACAGATCCAATTCCATNCAGAAAGTNAAATGGAATTGTNTNGTATCTTTACTTTTTTGGTGTAAACAANNNTGTATAGAGGATGTAGATCAGNTTGTAGATTTNNTAGGNNCTTTGTAATT

>rnd-1_family-172#LTR/Gypsy ( RepeatScout Family Size = 520 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAGTTGACATCATGTTTTTAAACAGCTTTTCTTTATATTGCACTTGTTTTAAACTGCTTTATATTGAAATGAGTTCAGTTAAGTATTCATGAGTTGAGTAGAGCCAAGGTAAGTTTTCAGTTTCTTTCAGATTCCCTTTCAAGCCTATGTTGTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCNTNTTATGATGCAGACGCAGGTAACCAGGATCGGCATCCGGCGCATCGTTGATCCAGT

>rnd-1_family-249#LTR/Gypsy ( RepeatScout Family Size = 361 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTGGTTTAAGTGTGAAGGGAAGTTGAAGTTCTAGAGGAATTCAAGTTATAAGGAGAAGTTGCAGAAATTGAGGTAAGGTGACTGCTCCATTTTCTTCCTCCTTATGTATGAGTTTGAGTGAGGAATTATGGGTGTGCTGTCATAAAGAACTCAAGGGGGTGGTGAGTTCAATAATTGGTTGTATGATAAAGAATATTTGAGGCTGTTTTATGTGTATTGTTGTTGGTGCAGCTTGGGTAATCTTGGAAAAGGATATATAATGTATGTATTGGGCAGAGAAGGAGGGTGTGGTGATACACATTATTTTAAGGGCTGTATGGGCTCATTATCCGTCAAAGTTAGCTACTGTTTTACGAGGCTCACGGTGTGATAGCTGCTAATNTTAGTTTATCATGACTTATATTGTAGATTAAAACCTAAAAGGGGAGGCTGAATCGTGATAGTTGTATTGGTCAGAGGATAAGGTATGTAAGGCTATTCGATTCAATATTCTTCGGCATGAAATCTGATACTTGCGATTAATATCAATAAGTGAATTTCCTAAGTTCTATTCCTAGTAAAGGAAACATAGTGGCAGCGTACGATCTCCAAATAGCTAACAATATTTCCCCCTCTCCTTAGTGTATAGAATTACTTCATTATATGTTCACTACTCTATACTTGTGTAATTATCCTCCTATGTGCTGGTATAGAAATGGTATTTGCAAAAGCAAGTTTGGTGAATCCTCCTCTTAGTCAGTTGAAGTCAATTGTGTCATTTAAGCTCACAAGTAATGCATTGATGTTACATAGCTCCTTATGTCATTGTTACTGCCTTGAAGTATTATTTTCATGTCTTCTACTACTGGTCCGTAGTTCCGAATATAAAAAATGATTATGACCACCAAAACAACAATCTCAAAGATTAAAGAATCTAAGTGAAGCGATCTGTATAATTAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTTGTGTAATTATGAGGACCGCATCCCAGGGGTTAAAATGCCTAGCATGGGTCATCCTCTTCTACCACTGATCAGCTGGTCATTCGTATCACATGCCTTATAAAGATCATAACGCACAGAAAAGTAAAGAAAAGAATGTAACATACACGATCCCACAAGNGTNAACAAAGGTGGTCTCTAATCCTNATCTATGCACATATATTGATACTTGGTTTCACTCGAGCTCTCATTTTACATATGGTTGTATTATGCCTTACATATTCAGTACATTCTTTCGTACTGACGTCCCTCGCGGGGGACGCTGCATTTCATGCTGCAGGCACANGTACTCCAGCTAGTAGACCTCCCCAATAGAAGCACACGACACTCAGCGGCTGTTGGTGAGCTCCAGGTTGATTCGGGGCTTTGCCGAGTCTTTGGTAGATTCATTTTGGTA

>rnd-1_family-117#LTR/Gypsy ( RepeatScout Family Size = 667 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAACTCTGAGTATTGAGACAAGTTTTTCCTTAGCTTTGAAGAATTGAAGNTTTCCACTTTTGAGAAATTGGAAGTGGGTCTTTGAGATTCTTCAANTTGGACCTTTGTAAAGACGAAATCAATCTTACCCAGTTGATGGAAACNCAATTTGGTAACGATTTTTATCTTTTTATGATGTCTAGCTAAAACCCCAATTCTTGGGGTGTGATTATGTGATTATGGGCTGATTTAGCTTATGGGTATTGCTAATTGNTAGTTTAAATGCTGTTTAGAAGTGATTTCAATCAGTAATTGTGGTTTAATTTAAAGGGTTGTAGTTGCAAATGCAGTTCTACCTTCGTGTTTTTGGCTTGCTCGAGAGAGAGGTTTTAAAACCAAGATTACTGATTGATGGTCTGTGGGTATTGGGTTGTCATGGGTTCAGCTCGAGAGAGTGAATCCTAAACCCTTTTCCACACATTCAGCTCGAGAGAGTGAATGGACTAAGGCGTAGGTTGTTCTTAATTTGCATGCTTGTTGGTGTTCGAGAGAAACCGACTTGATTCGGGGTAAATTGTTCGAGAGAAAGTTTACCCCCNCTANAGTCTAGCTTACTCACTAATTTACAGCTATTTACTANCAGTTGCAATTACCCGTTTGTCTACNTTAGCCTATAATCGAATCACATCCCAAGAACCCGTCTCATTATT

>rnd-1_family-52#LTR/Gypsy ( RepeatScout Family Size = 1063 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCAGAAATTTTTTGAGCTAAGACTCGAACCGTTCTTCGTAGTGAGTGAGATTTTACCGAGGAATTTAAAATTTCTTAAGTGTTAAGGTCACTAGATGTAGCACCTTGAGTTCCAAGAAGAACTAAAGAGAGTTCATTCAAGTCATTCCTAAGTTCTTCTTTAAGTTTTGGGTCAACTTCAAACGACCATAACTCTTAGTACANGATGAGTTAGGTGGNCCACAAGATATCAAATGAAAGGTCTTCGAGTCNTCTTTCCAACGCCACCGAGTTTGCTAAATTTCGAGCTCTGAGTAAAAAGTTATGACTGATTTACTAACGACGCGCAAACCTGGCAGCAGCTCCGCGATGGCTCCGCGTTACGGAGCCAATACGGACCTCACTGCCTGGTGAAAAATCATTCCGACTCCCAGCTCGTTTTATTTATTTCTTTAAGGGTATTTTAGTCCTAAAAACCCTTAGGAGGTCATCTAAATTNCCCTAAACGTGTAGAAAATCAGTTTTCNTAAATCAAACCCTCTCATTCACTCCAAAAATTCTACGCTCAAGAAATTCAAGAAACGCTAAGGCTAGGGTTCATCTTCCAAGATTTTCCTTCAAGTTCTTCAAGAAGATGGTTCTTTCAGGTATGTGAGCTTTCATAGCGTTGGGTTCGTTCACCCACGCGCCAATCATGTTNATTTCAGCGTTAAATTCGTTCTAGAAAGTTGAAAGTTTGATGTTCTTGANTTGTGTTCTTGAAATTGGCTTTCGTTCTTGAGTTNGGATGAGATTGAGGAGTTCTTGAGGNNATCGTGTCGATTTTAGAGTTGTTTTGAGTTAGATTCTTGTGTACATGTGCTGGGTATCTGAATCTAAAGAGAAATTGAGAAAAAGAATCGAATTTAGGCGAATTGGGGTTAGAAAACGAAGAAGGAAAAAGTCGGGCGAATCTGGCACCAGGTCCGCGTCGCGGACCTGCTTCCCCTTT

>rnd-1_family-444#DNA/hAT-Tip100 ( RepeatScout Family Size = 156 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACGTGTATTATGCCATGTAGGACGCGCGTGTCTATTTGTTCAATTTTATACAAGTTNAAGTGTCTACTTGTGCACNCTCAAAGTTGGAGGNCATAGTTGTNANTTGAAGCCAAGTTAAGGGTCACGTTTATGTATTATGCC

>rnd-1_family-535#Unknown ( RepeatScout Family Size = 117 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAGAGGCGTATCCAGGAGGGGTCACCGGGTTCACGTGAACCCATGCTCCCCTCCCGAGATCATATATAGTAGTGTTATATTTTTNAAAAATATTTAAATATAGATGTGTGAACCCACGCTCGAAGTATCATATAATGTAATACGATGATGATTGGGTGCACCTCTCTAAGTGAGGTTAGAAATTTGAATCTTATATCTATCTTGTTTTATTTTTCTTTCTAAAATTTTGTAANTGGTTTGGATAGATAAAAATTAATTTTGGACCTATAATTTTAAAATTTTAACGGTTTTCAGTAATAAGAACCTAAATGTCAAACCGATCAAATTTATATCTTAGATCCACCTTTTCGTAATAGTGCACCCATCATCTCGAAATCCTGGATACGCCTCTGC

>rnd-1_family-81#Unknown ( RepeatScout Family Size = 837 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTTCTCNAAGATNGACCTCAGATCGGGCTATCATCAGTTGAGAGTNAGGGANNGTGATATTCCGAAGACGGCNTTCAGAACCCGGTATGGTCATTATGAGTTTCTGGTCATGTCNTTTGGNTTGACNAATGCNCCNGCGGCGTTCATGGACCTNATGAATAGGGTGTTCAAGCCNTATCTAGATATGTTCGTTATCGTNTTCATTGATGACATTCTGATCTATTCGAGGAATGAGGAAGATCATGCGAGTCATCTGAGAGTNGTTCTGCAAACTCTCAAAGATCGNNAGTTGTATGCNAAGTTCNCTAAGTGTGAGTTTTGGCTNAAGTCCGTGGCNTTCCTNGGCCATATTGTGTCCGGCGAGGGNATTAGGGTTGATNCTCAGAAGATNGAGGCGGTGAAGAATTGGCCTAGACCCACGTCTCCGACNGATATTAGGAGTTTCTTGGGTTTGGCCGGTTATTATAGAAGGTTCGTNGAGGGGTTCTCNTCCATTNCNTCNCCNTTGACNAAGTTGACTCAGAAGACGGCNAAGTTTCAGTGGTCCGANGCTTGTGAGAAAAGCTTTCAGGAATTGAAAAATAGGTTGACTACCGCCCCGGTNTTGACCTTACCGGAGGGTACGGANGGCTTTGTNGTGTATTGTGATGCNTCTAGAGTTGGNTTGGGTTGTGTGCTNATGCAGNATGGTAAGGTTATAGCTTATGCCTCNAGACAGCTNAAGGTNCATGAGAAGAATTATCCGACCCATGATCTNGAGTTGGCNGCGGTNGTGTTTGCTTTGAAGATNTGGNGNCACTATTTGTATGGTGTTCATGTNGATGTGTTCACCGATCACAAGAGCCTTCAATATGTGTTCANCCAGAAAGAGCTGAATCTCNGACAAAGGAGGTGGCTAGAGTTACTCAAGGATTATGACATGAGTATTCTTTACCACCCNGGTAAGGCTAATGTNGTNGCTGATGCCCTNAGCAGGTTGTCTATGGGTAGTGTNGCCCATGTTGAGGAAGANAAGAAAGAGTTAGCGAAAGATGTGCATAGACTNGCNCGCTTGGGAGTCCGACTNATGGATTCCACAGAAGGNGGNGTAGTGGTNACGAATGGGGCNGAATCATCNTTAGTGGCGGAAGTGAAAGAGAAGCAAGACCGNGATCCTATTTTGCTTGAATTGAAGGCAAATGTTCATAAGCAAAAAGTAATGGCTTTCGANCAAGGGGGAGATGGTGTGCTTAGGTATCAAGGTAGATTGTGTGTNCCGAANGTGGATGAACTCCGAGAGAGGATCNTGGAGGAAGCTCATAGCTCCAGATATTCTATTCATCCGGGNTCCACNAAGATGTACCGTGATTTGAGAGAAGTCTATTGGTGGAATGGCATGAAGAAGGACATTGCGGAGTTTGTGGCTAAGTGTCCGAATTGCCAACAAGTNAAGGTAGAGCACCAAAGGCCCGGNGGTNTGGCTCAGGATATAGAACTTCCNACNTGGAAGTGGGAGATGATCAATATGGACTTCATCGCGGGTTTGCCTCGNNCTCGCAGGCAGCATGATTCTATTTGGGTGATTGTCGATAGAATGACNAAATCAGCCCACTTTTTGCCGGTNAAGACTACCTATTCGGCGGAAGATTATGCCAAGTTGTACATTCAAGAGATAGTNAGGCTNCATGGGGTTCCNNTNTCTATTATTTCGGATAGAGGTGCNCAATTTACCGCACANTTTTGGAAGTCNTTCCAGAAAGGTCTGGGTACNAAGGTNAACCTNAGTACNGCCTTTCATCCTCAGACGGATGGNCAAGCGGAGCGCACCATTCAGACCTTAGAGGATATGTTGAGGGCTTGTGTGATCGATTTCAAGGGTAGTTGGGATGATCACCTACCTCTNATTGAGTTCGCCTACAACAATAGTTACCACTCTAGCATCCAGATGGCTCCTTATGAGGCTCTNTATGGGAGAAGATGTAGATCTCCNATTGGNTGGTTTGAAGTNGGTGAAGCNGNNTTGATAGGACCAGATTTAGTTCATCAAGCTATGGAGAAAGTNAAACTNATTCGAGAGAGGTTGAAAACGGCNCAGAGTCGNCAGAAGTCCTACGCCGATGTTAGGAGAAGGGANTTAGAGTTCGAAGTNGATGATTGGGTNTACTTGAAAGTNTCACCCATGAAGGGTGTNATGAGATTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATGTNGGNCCTTACAGAATATCCGAGAGGATTGGNAANGTNGCTTATGAGTTAGAGTTGCCANAAGAGTTAGCAGCGGTTCATCCGGTNTTTCACGTCTCNATGTTGAAGAAGTGCGTGGGCGATCCNTCATCNATCGTNCCNACTGAAGATGTTGGTATCGAGGATAGCTTNTCTTATGAGGAGGTTCCGGTTGAGATTCTAGATCGNCAAGTTCGNAAGTTGAGAAACAAAGAAGTAGCTTCNGTNAAAGTNTTNTGGAGGAATCAGTTCGTTGAGGGAGCTACTTGGGAAGCCGAGGAGGACATGAAGAAGAGATATCCNCATCTCTT

>rnd-1_family-281#DNA/TcMar-Stowaway ( RepeatScout Family Size = 317 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTGAATCTTGTGGTCCTAAATTAAAGNTATGTCGAATGTACCAAAATGTCCTTTAATCTTGTGGTCTTAAACATGTCACGTGGAAAGTTGAAATTAAAGNGTTGCCAAAAAAGGAAA

>rnd-1_family-237#Unknown ( RepeatScout Family Size = 394 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAAGGTATGGTGATCCTTCATCTAGGGTTAGCTTTCACCCTAGAGTCAATTTCAAAGAAGTTTCAAAGTTTTCAAGTTCACGAAAAACCCTAGGTTTTACTCAATCTCATGGGTTCTTNCATCAAACGNTTTCAAATGATAAATTATGATTGTATTGATGTTTAATTGATGATTTANGATGAAAATACTCTATGAACCCATGATTTCTCTCAATTCCTAAATTGTGCCTTATGAAGTGGGTTTGTTGATTATGAATGNATGTTGATGGAATTATGTCTAGATTGATTTGGGTTATTGAATTGTATCATTATCTATGCCTAATTATGGTGAATTGTTGGTGNGTTGANGATTTGTGATTATGGCCTTGAAAGGGCAAGTTATGACCTAATTNCATGTTGAAGTAGAATTGTGCTTGANCTGTTGATCCACTTGAAAGGTGGAGGTGTTTACTTACTATGTATATTGTGATCATGGCCTTGAAGGCATAGTGTGATGAATTGAAGTATTATCATGATGTTGTA

>rnd-1_family-547#DNA/hAT-Ac ( RepeatScout Family Size = 111 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATTACTTAGATACACTCTAGTTTGCAATATTACGAATCTTACCAGATTTTGGTGCGTCCAGATACATGTATCT

>rnd-1_family-184#LTR/Gypsy ( RepeatScout Family Size = 494 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-351#LINE/RTE-BovB ( RepeatScout Family Size = 232 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGGGTTCAGGTTGAGCAGGACCAAAACGGAATATTTGGAGTGCAAGTTCAGTGACGCGACGCATGAGGCGGACGTGGAAGTGAGGCTTGACGCACAGGTCATCCCCAAGAGAGAAAGTTTCAAGTATCTTGGGTCTATAATCCAAGGAAATGGGGAGATCGACGATGATGTCACACATCGTATTGGNGCGGCGTGGATGAAATGGAGGCTCGCATCCGGAGTCTTGTGTGATAAGAAGGTGCCACCAAGACTTAAAGGTAAGTTCTACAGAGTGGTGGTTAGACCGACTTTGTTGTATGGGGCGGAGTGTTGGCCAGTCAAGAACTCNCACGTTCAGAAGATGAAAGTTGCGGAAATGAGGATGTTGAGATGGATGTGTGGGCATACTAGGAGAGATAAGATTAGGAATGAGGATATCCGGGACAAGGTGGGAGTGGCCTCCGTGGTGGACAAGATGAGGGAAGCGAGACTGAGATGGTTCGGACATGTGAAGAGGAGATGCGCGGACGCCCCAGTGAGGAGGTGCGAGAGGTTGGCTATAGTGGGTNCGAGGAGAGGTAGAGGTAGGCCGAAGAAGTATTGGGGAGAGGTGATTAGACAGGACATG

>rnd-1_family-145#LTR/Gypsy ( RepeatScout Family Size = 596 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGATGTATGCTTAACTTGGATTGTTGCTATAAGTTGCCTTCCTTGATATGATTGACTAAAGGTGAATGTTCCCTTGTCTATGAGAANTAAGCTAAGGATGAGATCAAAGGATGGTAAGTATGAATGATGGCCTAAAGTGATGCTTAGCGTGGGTGGGATTATGGGATCTTATCCATGCATTGCACAAGTATGNCTTGAGGTTACTTATGAAGTGTTTCTCTTATGNTATGATGANCTAAGTATTGACTATGCNTATGACTATGATGTTATCTCTTATGCTTACTAGTTATGATTATTGTCTNCTATGTTATAGCCTATGTCTTATTATGATGTCTCTTATGCTTATGATTATGTGTCTCTTAT

>rnd-1_family-179#LTR/Gypsy ( RepeatScout Family Size = 505 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGTGAAAGGCCTATACTCACCTAACCTACCTTATGAATGCTTGAAAGTATGAAGTGATAGAATCACTTGAACATGGATTGATTGTCAAGGACATCCTTCCATGAGACATGAGTGTTAAGCAAGGCTTAACAAGTAAATCTTGGGGTGTATGCTTGGCCCCAAGTGGATATTGACAATGAGATGGAGTGTCACACAAGATAGGGTCCGGGCTCCAAGTAGAAAGGAGAACCACACCTAGTTGATGTGAGGACTATCCAAGTTAAAGGGGGAACTCTTACGTAGTAGAGTGCGGGTTTTCCCAAAGTTAGGTCTCATGAGATGGAAGCCTTCACATAGTTGAGTTAAGGTTTCTAGTAGCAATCTCCGTATCCAATGAACTAAGACGTGCTTAAAGAAGTATCTCNTAGTGTTCAAAAGCATAAATGAACTAAGACATGCTTAANGAAGTACCTCATAGTGTTCAAGAGTATAAATGGACTTAGACATGCTTAAGGAAGTATCTCATAGGGTCCATGTTAATAATGAACTTAGACGTGCTNAAAGAAGTATCTCATAGGGTTCAACCTAATAATGAACTAAGATGTGCTTAAGGNAGTACCTCATAG

>rnd-1_family-347#DNA/CMC-EnSpm ( RepeatScout Family Size = 235 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGGAGGGAGGAGTGTAGAGAGTAGACGACTAACCTTTTTATAATTTTAAATTTACTATGGAATTCAAAATCAAGTCAATCATATGAGCTCATATATTAAGTAATTTCAAATTATTTTAACGGAGAAGGGCCTAAAATGCCCTTNAACTATTNGAATTGGTACAAAATTACCCTCCATCCACCTAATGAGTATGATCCGTTAGANATAAGGGTATTTTTGAGCCAAAAGGTTGACGTCAAGGGTATTTTNGGGCCGAAAGGTGGATGGAGGGTANTTTTGTACCANTTCGAATAGTTNAAGGGCATTTTAGGCCCTTTTCC

>rnd-1_family-408#Unknown ( RepeatScout Family Size = 179 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGGTATGTTAAGGCNAAGCTACGTCCCTCATTTTAGCACGACTCCTGGGAAATTCCTAAANCGCCGAATGTGATATTTTGCTATTCTCTTGCTAGAAAGACCTTCCGTGAAAGGCATTGGGATCGCAGCTGAATTATTTTCGTGATTCCGTTATTTTGATATTCCACTCGTTCGGNTAAATAGGGTATTCGACGTCTNCACGTCATTTTGTCGGTTCCCTTGACTATANGTCCGCGCGTACGAATTCTTATTCTTCCTTGGGTGNNGTGACTTAAAATGTCACGCGAGACCCTTACTACTTGCGACCAGCCCTCTTTCCCCGCTAAGGTTNTTATTNAAAAAAATCTTTAAAGTAAACGTCGATCTCCAAAACTCTCAAATATAANTCGNATGTTTAAACTACTAGAGCACTTGGTTTTTTGAAATACTTCTTTTACAAATTACCNAGGAACCANGTATAGGAACTAAGTGAGTCACCTTAAGCTCGTTATGAACATCCTCAAGGTTAGGTTACCTTTCTAAAATCCGAGTTAAGTTTTCAAGCTTATTTGGAAGAACATATNAGGTTCCACGAGATANTTACATGTTATACGAAAGTGATTACGGGGTTATGAGAACAAGAGTACNAACGGGCCAAGATTGGCAACATGACNACGGTAACACATANGCGTTACGAATCCATGACATGACATGCTATGCATTCTACTCCCGAGCTATAATCGGGAGGTATGGGGCCTATTGCCTATATTTATACGTATGAGACACAGATGGCCACAAGTTGGCGAATATGATGCCGGTTCGCTACCGGAAGGCACCACCATTGCTAGCATTTGGTTGGGTATGTCATGCATTTGCATCTATATATATATATATATGTATTCACGACATACGATTATACGAGCATACCATGCATATTTAANTNGTAGGAGGCTAGATGTCAGCCATGGAGACTATTTGAGTTTCAGTTTCAGGTGGTATCTCTATTACCCTTTTACAGTAACTATTTATGATTCTACTTTTCGCCTTACATACTCAGTACATTTTTATTCGTACTGACGTCCCGTTGCCTGGGGACGCTGCATTTTTTTCGTGCGTGCAGGTACAGGCGGGGACTCTAGTNGACCCCCCCGCTAGGATTCAGGTTCANCTGTGAGTTGGTNAGCTCCATTTCNTCCTGGAGCTNCCAGAGTCGGATGTTTACTTTTGTTGTACAGTTTGGGTATAGCCGGGGCCTTGTCCCGACAGTGCTTATGTCACTCNTAGAGGCTATTGCGGACACAGTATTCTGGGTTTTCTTTCTGTATGTTTCAGTCTCCAGCCANATAGGCTTGGCATGTATATATATGTGTGTGTGTAAGTAGGTATGTCTTCGGTTGTGGCCTCGTCGGCTAGNTAGTACATCTTTATTTTTTTTCGGCTTGTCTACCATCGTTTGTATGGTTTATTCTCATTCAGGTCATGACCTCTGGGTCCAGGCTTCACTTTTTAGAGGTTGTGCTGCCCGATCTTTTTGCCTCACAAGTTTGGTTTAGCTAGTATGTTTCAGTGGGTAACTCGATGTATTAGGGTATCGAGTGCCAGTTACGCCCCCTATTTCGGGGCGTGACA

>rnd-1_family-322#DNA/TcMar-Stowaway ( RepeatScout Family Size = 259 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACTCCCTCCGTCCACTTTTAATTGTCATGGTTTCCTTTTTTAGAGTCAAACTATAAGAACTTTGACTAACATTTTACGATGTATTTTTTCATCATATTGATATGCAAAAAATTGCAATTTATAGTACTTTTCGTATAGTTTTTGAATATCTAAATTTTTTGTTTAAAATATCGAATTAATGTAATCTAATTTAACTTTGAAAATTAGTCAAATTGACTTTCGAAAAGCGCAACATGACAANTAAAAGTGGACGGAGGGAGTA

>rnd-1_family-522#Unknown ( RepeatScout Family Size = 121 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATAGCAGAGATGTAAAATGACCCCCGCTGTGCAAAAATCGAACCGACCGATAAATCGAACCGAAAAAAGTGTTATTGGGTTAACGGGTTTTTAATGGTTTTATAAAAAAAATTATCGGGTTATCGGTTCGGTNTTGGTTTTTAATATTGGGTTATTGGGTAAACCGATAACCCATTAAGACGGTATAGTAATTTACTACTTTACCCNTACATAAATATTAATATCAATACCTTACTAGTTACTGCCTTTGCCCTTTAGCCTTCAATTCACATTACTGTCCTAGTTCTTTTATTTGTGTTGCATTATTGTNTTGTCGCGTCAAATTCGTTGGAGAAGTCATATATTTATTTTATAAGCATTTTCTTATTGGTTAAACCGAAAATCGAAA

>rnd-1_family-517#LTR/Gypsy ( RepeatScout Family Size = 122 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAAGAAATNAAGGGCAAATATGGAGCAACAAAAAGGGTAAATAGTCATGAAGTGTGTACTAGGAGGAAAGAAGAGCTATAAAGAAGATTGTTGGCAAAATAATGACATGTGCATTAAGGAGGTGTAAGTCACTAAAANTACCTAAATGTNCCCTCCCTTACCCTGAGCCTACGTTACAACCCGANAAAGTCCTATANTGATTCCTCGAGAACTATTTGGAGAGTAGCGGTGACANTANGGGCAAGCCTATGGTNTTGAGCACTAATGTACGTGAATTTCATTTGTGAGCGTGAGTGTTGTTTGATACGAAGTCCTTAATTTATATTCAATCTTTTGAGTGAAAGGCTTTACTAAACACAAACGAGTGAGGGCGTTCATGNCGTGTGTAGGATTATCTAATTGATGTGTTCGTATGAGTTTGCGTTAGCCCGGAAAAATAATAAAAGAGTCATTCTTTGAGCATGTGTTGTAACTTGGTGTAAATGTTGTGAATTGTTGCATCCANTGTGAACTACAAAATCATGATTAAATATGTTTGGTTGATTTTAAGGCGGGTTGATAAGTCCAAGGGTTGTGAAAAAGAGTTGATAGTTTAGAGGTTGTTCGAGGACGAACAAAGCTCTAAGTGTGGGGTGGTGATCTTAGGCGTATTTATATGCCTAAGTTGTCGATATTTGCCCACGAATTGATTAGATTGANGAATGATCTTGAGTTATTAGCTTGATTTTTGGTTTAACTTGCGATGATTGCGCACTAACACACATGATTAGTTGTTTCAGGAACTCTCGAGGGAATTGGAGTCGGAACGAAGAAAGAAGGAGCAAAGANGCGCGAGAAAACGGCTAAGGCGAAAACCACCAGTGGCCGGCGCACTGGTTGGC

>rnd-1_family-0#LTR/Gypsy ( RepeatScout Family Size = 2217 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACAATGTTGGTCTTATGTCTAATGTTAAATGATAGATGTTATGACTTATTGAATACGAATGTGCCTTGTCTANGGTGACTTCCGAGGAGTACTTAGTGCGAGTAGTAGTANGGGATGCTACTTGCACATTGCACAAGNGTGACTTAGGGTTGTCTTAGGTGATGGTCCTTACGTGATGATATGACTTATGGAATGCTTATGTCTNTATGAATATATGTGGNTGGANNGATGAAGGCTGAATGGTAAGTTCACTCTTGGTGACCTTAAGGTGGTACNTTGCCCAGTGTTCCCGAGGGTGGCNTGGGACGGGACGTTAAGATAAAGAGTGAGGGTTACTTGAAGTGNATGCTTCAATGTGAAGAAAATGTTATATGTGGNTTTATGNGCTATTGTGAAGTATATGACTTTGTATATGTTGGTTGTGACTTGTANGGTGCCTATTATGTTGATGTTCATGAGGTTTTATCAAAATGGCATGAAAGCATAACTTCCAACNAAATGTCCTTTTTAAGCATGTTTTGCATGGTCCTCATACTTAGTACGTGTGTTGTACTAACCCCTTTCTTCTATTTTTACTACAAGTGTAGGTTGCGGTAACTAGGAGGNGATTGTGCCTNGGAGTTGCTTGGATTGCTTCACTCTTCCAAGTCTTTGGTATGTCCTCAAGATTCGAGGACTATGTTTAGAAGTTTCTTAGTCATTGTAATAGACACTTAAGTTTCATTTCGTATTGTAAAGGGTCGTGTCCCTTAGTACGTTTTAGTCTTGTCTAAGATTGGCTANATGAGACTTAGTAGTTCCGCTTTCGTATTGATGTTTTAAATGTGGTGACTCTTGAAGTCTTATGGTTTTATTGAATAAAAGTTTTAAATTCTTAGCGATTTTTATGATCTATGCGATGAATGAATGCTAAGGCTTGTATAAGACCTCCGAGAGGTCGAATACGCATGTAACGGCTAGGGGGTGCTCTCGGGTCGTTACAATGTTGGTCTTATGCCTANTGTTAAATGAAGATGTTATGACTTGTTGAATNTGATGNGCCTAGTCTATGGTGGCTTCCTAGGAANACTTGGNGTGAGTAGTATTATGGGATGCTANTTGCACATTGCACTAGTGTGACTTGGGGGTTCTCTTAGGTGATGGTCCCTATGTCAAGACTATGTCTTATGGTGTGCTTATGACTCTATGAATATATGTGGTTGGATTGATGAAGGCTATATGTAAGTTCACCCTTGGTAACCTTAAGGTGATACATTGCACCAAGTATTCCCTAAGGGTTGCTTGAGGAAAGGAGTTAAGATAAAGAGGAAGGTAATGTATTGTATGCATTGAATGTGCCTAAAATGTTATAAGTGGTTCNATGTGCTATTATGAATGGTTTCCATGTATATGATGATGTACGTGGTTTATATTGTTCCTATTGTACTAAATGTTCTTGAAGTTTCTCTAAAAAGGCATGATGCATGGTTTCCAATTAAATGTTCCTTTTAAAAACATGTTTTGCATGGTCATCAGACTTAGTGCATTCTTGTACTAACACCATTCTTCTTCATCTTTTTACACCAAGTGTAGGTGGTGGTGGCTAAAGGGCCTTNCCTAGAAATAATGAGCTTGGCTTACTATTCCCAAGTTCGGGTGTGTCCTTAAAGATTCAAGGACCTTTATGTTCAAGAGTTTCCTTAAGTTCAATGTACTAGGTAGTAGTTTCTTTTGTATTGTAAGGGTTGTGTCCCTCTTGTGTTGTAGTCGTGTTTTAAGATGGCTACCTTGAGATGTAGTACTCCGATTTTGTATTNAAGGTTTAAATGAGGTGACTTTTAAGTCTTGTGTTATATTATGAAAAAGTTTTAATTTTTCCGCTATTTTTCTATGATAAATGCTATGACGAATGCTAAGGTCTTGTATAAGACCTCCGAGAGGTCGAGTACGCCGGTAACGACTAGGGGGTGCTCTCGGGTCGTTACAATGTTGGTCTTATGTCTAATGTTAAATGAAGATGTTATGACTTGTTGAATATGATGTGCCTAGTCTATGGTGGCTTCCTAGGAACACTTGGTGTGAGTAGTATTATGGGATGCTACTTGCACATTGCACTAGTGTGACTTGGGGGTTGTCTTAGGTGATGGTTCCTATGTGAAGACTATGTCTTATGGTGTGCTTATGACTCTATGAATATATGTGGTTGGATTGATGAAGGCTATATGTAAGTTCACCCTTGGTAACCTTAAGGTGATACATTGCACCAAGTATTCCCTAAGGGTTGCTTGAGGAAAGGAGTTAAGATAAAGAGGAAGGTAATGTATTGTATGCATTGAATGTGCCTAAAATGTTATAAGTGGCTCTATGTGCTATTATGAATGGTTTCCGTGTGTATGATGATGTACGTGGTTTATATTGTGCCTATTGTACTAAATGTTCTTGAAGTTTCTCTAAAAAGGCATGATGCATGGTTTCCAACTAAATGTCCCTTTTAAAAGCATGTTTTTGCATGGTTATCATACTTAGTGCATTCTTGTACTAACACCATTCTTCTTCATCTTTTTACACCAAGTGTAGGTGATGGTGGCTAAAGGGCCTTTCCTAGAAGTGATGAGCTTGGCTTACTATTCCCAAGTTCGGGTGTGTCCTTAAAGATTCAAGGACCTTTATGTTAAAGAGTTTCCTTAAGTTCNATGTACTAGATAGTAGTTTCTTTTGTATTGTAAGGGCTGTGTCCCTCTTGTGTTGTAGTCGTGTTTTAAGATGGCTACCTTGAGACGTAGTACTCCGATTTTGTATTAAAGGTTTAAATGAGGTGACTTTTAAGTCTTGTGTTATATTATGAAAAAGTTTTAAATTTTCCGCTATTTTTCTATGATAAATGCTATGACGAATGCTAAGGGCTTGTATAAGACCTCCGAGAGGTCGAATACGCCGGTAACGACTAGGGGGTGCTCTCGGGTCGTTACAACGTTGGTCTTATGTCTAATGTTAAATGAAGATGTTATGACTTGTTGAATATGATGTGCCTAGTCTATGGTGGCTTCCTAGGAACACTTGGTGTGAGTAGTATTATGGGATGCTACTTGCACATTGCACTAGTGTGACTCGGGGGTTGTCTTAGGTGATGGTTCCTATGTCAAGACTATGTCTTATGGTGTGCTTATGACTCTATGAATATATGTGGTTGGATTGATGAAGGCTATATGTAAGTTCACCCTTGGTAACCTTAAGGCGATACATTGCACCAAGTATTCCCTAAGGGTTGCTTGAGGAAAGGAGTTAAGATAAAGAGGAAGGTAATGTATTGTATGCATTGAATGTGCCTAAAATGTTATAAGTGGCTCTATGTGCTATTATGAATGGTTTCCATGTGTATGATGATGTATGTGGTTTATATTGTGCCTATTGTACTAAATGTTCTTGAAGTTTCTCTAAAAAGGCATGATGCATGGTTTCCAACTAAATGTCCTTTTAAAAGCATGTTTTGCATGGTTATCATACTTAGTGCATTCTTGTACTAACACCATTCTTCTTCATCTTTTTACACCAAGTGTAGGTGATGGTGACTAAAGGGTCTTTCCTAGAAGTGATGAGCTTGGCTTACTATTCCCAAGTTCGGGTGTGTCCTTAAAGATTCAAGGACCTTTATGTTAAAGAGTTTCCTTAAGTTCTATGTACTAGATAGTAGTTTCTTTTGTATTGTAAGGGTTGTGTCC

>rnd-1_family-175#LTR/Gypsy ( RepeatScout Family Size = 512 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCTTTATCACCCAGGTAAGGCTAATGTTGTTGCTGATGCCTTGAGCAGGTTGTCTATGGGTAGTACCGCCCATGTTGAGGAAGAAAAGAAAGAGTTAGCGAAAGATGTGCACAGACTTGCACGCTTGGGAGTCCGACTNATGGATTCCACAGAAGGAGGAGTAGTGGTGACGAATGGGGCTGAATCATCATTAGTGTCGGAAGTGAAAGAGAAGCAAGACCAAGATCCTATTTTGCTTGAATTGAAGGCAAATGTTCATAAGCAAAAAGTATTAGCTTTTGAACAAGGGGGAGATGGCGTATTGAGGTATCAAGGTAGATTGTGTGTACCAATGGTGGATGAACTCCAAGAGAGGATCATGGAGGAAGCTCATAGCTCCAGATATTCCATCCATCCGGGTTCCACAAAGATGTATCGCGACTTGAGAGAAGTNTATTGGTGGAGTGGCATGAAGAAGGGCATTGCGGAGTTCGTTGCTAAGTGTCCGAATTGCCAACAAGTNAAAGTAGAGCACCAAAGGCCCGGTGGTNTGGCTCAGAATATAGAACTTCCGGAATGGAAGTGGGAGATGATCAATATGGATTTCGTCACAGGTTTGCCNCGGTCTCGCAGGCAGCATGATTCTATTTGGGTGATTGTCGATAGAATGACNAAATCAGCCCACTTTTTGCCGGTAAAGACTACCCATTCGGCAGAAGATTATGCNAAGTTGTATATTCAAGAGGTAGTNAGACTTCATGGAGTTCCGGTCTCCATTATTTCAGATAGAGGTGCGCAATTTACTGCACAGTTTTGGAAGTCNTTCCAGAAAGGTTTGGGTTCAAAGGTGAACTTAAGTACCGCCTTTCATCCTCAGACAGATGGTCAAGCAGAGCGCACTATTCAGACNTTAGAGGATATGTTGAGGGCTTGTGTGATCGATTTCAAAGGTAATTGGGATGATCACCTACCTCTCATTGAGTTCGCTTACAACAATAGTTACCACTCTAGCATCCAAATGGC

>rnd-1_family-390#LTR/Gypsy ( RepeatScout Family Size = 192 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCGACTTTTCGAAACGTCTAAATTAACTCGTATCTTCGTGGAAAGACAAGGAGGGTGAGTAATAAATTAAGAATGATGTGGTATGTCATATTTTAAGTGTTCAAGGGTCGTATCTCAAGTTTTGAAGTTAGGTAAGTGGCGAAATAAAAGTTGGCGAAAGTTATCGTAAGTTCCTTTTTAAAGATTTCTCTGAAATTTGGGTCAAATGTCTCGGACGTTTTCTCCCAATATATAAAGAGTTAGAAGGCCCATCACCCATTAAATCGAAGGCCTACGAGTCTAGTTTCCAACGCACAAAACCCCGTATCCANNCGACNTCAGAGTAGAGAGNTATGAGGGTTTTACTACGGACTGCCGGGGCAGAATCCGGGTCGGGTAAAAAATGTGGTATGTCGGCTTACTCAACGTTTTAAGCCATGAAAACATTTCATTTCACTTCCAAACCAGAAAGAAAGCTTAAGAGA

>rnd-1_family-345#LTR/Gypsy ( RepeatScout Family Size = 238 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CGATGNGGTTNCTNATGGCCGATCGANCNGTGAAGAGGCCCGTTGGCGTACTCTATGACGTNCTNGTGAAAGTGGAGTCGTTCATCTTTCCGGCGGATTTTGTGATTCTTGATTGTGAGGTTGATTTTGAGGTTCCCATCATCCTNGGGAGACCATTCCTNGCCACCGGGCGNGCNTTGGTCGATGTGGAGAAGGGGCAGATGAAGTTCCGACTGAATAATGAAGAGGTAACTTTCAATATTTGTAGGTCCATGAAGCAGAGTGGTGAGCTCCAAGCGGTATCTGCTATAACTTACGGAGTGGAGAGTGGGACAGAAGTGCGAATTGAAGAGNGGCTGGGTGTTGAGGCACTAGCAGCGGTTATGATGAATTTCGATAGTGATGGTATTGAAGANTACGATGAGTTGGTAGCCGCACTCGATAGGTGCGAATACCGGTCCAAACCAAAGAAGTTGGANNTAGACATGAAGAATCGCGAGTCCCCACCCGCAAAACCGTCTATTGAGGAGCCACCGAAACTGGAGCTNAAGGCTCTACCATCNCATCTGAGGTATGTATTCTTGGGNGNAGATAACACTTTGCCGGTNATCATTGCGGCAGATTTGAATGCGAGACAAGTAGAGCGCTTGGTGACTGTGTTGAAGAGGTTCAAGCGAGCTATTGGGTGGACTATTGCNGACATTATTGGGATTCCTCCCGGCATTTGCNCTCACAAAATCCAACTCATGCCGGATCGCAAGCCNAGTATCGAGCACCAAAGGAGACTAAATCCGCCTATGCAAGAGGTGGTGAAAAAGGAGATCATCAAGTGGTTGGATGCNGGAGTNATNTACCCCATTGCGGATAGTAGNTGGGTNNGTCCNGTGCAGTGTGTGCCNAAAAAGGNGGNATNACTGTGGTTCCNAATGAAAGAACGAGCTTGTTCCGACGAGGCCNGTGACCGGATGGAGAGTNTGCATGGACTACCGGAAGCTGAACGCGTGGACNGAAAAAGACCACTTCCCNATGCCNTTCATGGATCAGATGCTNGATNGGCTNGCAGGNAAGGGTTGGTATTGTTTTCTNGATGGGTATTCGGGCTACAATCAAATCTCTATNGCTCCGGAAGACCAAGAGAAGACCACCTTCACTTGCCCTTATGGGACTTTCGCNTTCAAACGGATGCCATTCGGGTTGTGTAATGCTCCGGCGACNTTCCAGCGNTGTATGA

>rnd-1_family-480#Unknown ( RepeatScout Family Size = 136 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATCGTATCGTTTAAATTCATCGTTAGGTAACGACGAAAAGNCCCATTTTATGTAACGACCGATTTGGTGTGATCGCGTCGTTACCTTAATATTTTCTTCTCATTTTGTCTTTACTTATTATTTAATAATNNTATTTTATCCTTTACCCTACCTTTTCATAGTAGCTCTACCTCGTACCCTACTTTTCTTGTAGGTTTATCATTCAAATTATNGATGTGTGACATTATGTAACGACGGAGAACGATACAATCTATCCAAACATTGTATTCATTAAAACAATACAATACGATACAATACAATACGATACATTATGAAACA

>rnd-1_family-565#LTR/Copia ( RepeatScout Family Size = 104 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATAAAACATGTCTTATCACCTCTTCAAATAAATGGGTGATTGATTCAGGTGCCACAAATCACATGACAGGTAATCCTAATATTTTTTCTAGCTTTCAATCACACAAAGCACCCTCTCCGGTTACCGTAGCTGATGGATCAACTTGTAACAGTGTTGGATCTGGGACTGTTAAACCAACCTCCTCTATTACCCTGTCATCTGTATTAAGTCTACCAAAGTTGGCCTTTAATTTGATTTNTGTTAGTAAACTTACCAGAGACCTTAATTGTTATATCTCGTTCTTTCCCGATCATTGTTTGTTTCGTGATCTTANGACGAATCAGGTTATTGGTAAAGGACATGTATCTGACGATCTCTACATCCTTGATGAATGGGAGCCTCGATTTGTTGCCTGCTCTAGTGTCGTGTCTCCATTTGAAGCACATTGTCGATTGGGACATCCTTCTCTACCTCTGTTAAAGAAGCTTTGTCCTCAGTTCCAGAATATTTCTTCATTGGANTGTGAGTCGTGTCGATTTGCGAAACATCATCGCANCTCATTAGGTCCAAGGGTTAATAAGCGGGCTGAGTCAGCTTTTGAGTTAGTTCATTCNGATGTTTGGGGACCATGTCCTGTCGTTTCCGAAACTGGGCATAAGTATTTTGTTACTTTCGTNGATGATTTTTCCCGAATGACTTGGATTTATTTNATGAAGAGTCGNTCTGAAGTGTTTACTCACTTTCGTGCCTTCTATGCTGAAGTCAAAACTCAATTCGATGCTTCGGTACGTATTCTAAGGAGTGATAATGCCGNAGAATATATGTCAGAATCGTTTCAATCGTACATGAGACAACACGGNATTNTTCATCAGACNTCNTGTGTCNATACACCCTCACAAAATGGNGTNGCTGAGAGGAAGAATAGACATCTNCTTGAGACGGCTNGAGCACTTTCGTTCCAANCGAAGGTTCCTAAACAGTTTTGGGCGGATGCAGTCTCTACNGCTTGTTTTCTGATTAATAGAATGCCATCTACTGTNCTTGCTGGTAATGTNCCTTACAGTGTTCTNTTTCCAAACAAGTCACTATTTCCGGTGGAACCTAAGGTGTTTGGAAGCACGTGTTATGTTCGAGACGTTCGACCATCTGTTACTAAGTTGGATCCNAAGGCNTTGAAGTGTGTTTTTCTGGGTTATTCTCGNCTTCAAAAGGGGTATCGGTGTTATTCTACTGAACTTGGCAGATATCTNGTGTCAACTGATGTGGTATTTTCNGAGACTACACCATTCTTCTATGCACCTCCCATTTCTACAAGTCAGGGGGAGGAAGATGAGTGGTTAGTCTATCAGGTTACCCGTGTTGTGACAAAANAATCAGAT

>rnd-1_family-185#LTR/Gypsy ( RepeatScout Family Size = 494 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTATTGGATGGTTTGAAGTTGGTGAAGCTGGGTTGATAGGACCAGACTTAGTTCATCAAGCTATGGAGAAGGTGAAAGTNATTCAAGAGAGGTTGAAAACGGCGCAGAGTCGTCAGAAATCCTACACTGATGTTAGGAGAAGGGAGTTAGAGTTCGAAGTAGATGATTGGGTNTACTTGAAAGTTTCACCCATGAAGGGTGTTATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATATTGGNCCTTACAGAATATCCAAGAGGATTGGCAATGTAGCTTATGAGTTGGAGCTACCGCAAGAGTTAGCAGCGGTTCATCCGGTATTTCACATCTCCATGTTGAAGAAGTGCATGGGCGATCCTTCACTGATCATACCAACTGAAGATATTGGGATCAAGGATAGCTTATCTTATGAGGAGATTCCCGTTCAGATTCTAGATCGCCAAGTTCGCAAGTTGAGAACNAAGGAGGTAGCATCAGTCAAAGTCCTTTGGAGGAACCAGTTTGTTGAGGAAGCTACTTGGGAAGCTGAGGAGGATATGAAGAAGAGATATCCACATCTCTTCGAATCCGGAGAAATTCCAGATCAAGGTACTAATTCTCTTCTTAGTACTCTTTAATTTATAAGTTGGCATGTTGTATTTGCGTTGCTTGTTG

>rnd-1_family-214#Unknown ( RepeatScout Family Size = 438 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTGGGGTTTTTCAACTTTGCTCTTGAANTTGACAAATTGAAGTTGAATTCGAAGTGGGTTTGCTTGTAATTGCTTAATTTCACGTTACCCATGGCTGCTTTCATGNAAGGTATAATTTCTTTACTTTTTGTGATGNGTGGCTAAAACCCCAANATCTAGGGGTGCGATTATGGGGTTGGGTGTTGATTTAATGTAGTGGGTATTGTGTTNTGCTCTGTTTTATTGTTGTTCATNCATGGATTTGGGCTAATTAGCATGGGGTTAATTTATGGGTTAAGGTTGCAAACTTAATTCCTACTTTCGATCTCCGATTGATGCTCGAAAGAGATCGATTGGAGTGGGTAATTAGTTCGATACTTGCAATTTAGGTTTGATGTCTGTAGCTTGCTCGAAAATAGAGGTTATGGGTCGGATCTATTTGCCCTATTTCTGCATCGAAAGAGAGAATANAGTAAGGTATTGGGTTGTTTGGATTGGCACATAGATGAGACCGAAAGGAGATTCTATGAANNGATGCTATGAGATCGAAAGAAGATTAGCGTCATTGAAGATGACCTAGCCTATCCATGANTGTTCANCACTATNGAGCAACACAATTACCCCTATGTGACATCGATTTCCAATCCCCGCACCCCTAGATTGCTTNTTACTTCTTGAATTTCTTGNAATTTTAGTTTAATTGTGATAATTGATAACCAAATCCTTTTATTAAATTGGTGGAATCATCCACCCACTTGTTCTTACTACTACAAATGAATNAGTTTACANTCCAAATTTCTTGATAGAATTCTCTACGNTATACCATTCCCTGTGGGATTCGACCCCGACTCTTNGTTGGGTATTTTTATTGACGACGACCGCTTACTCTTTTAATTGGTTTTGAAGAGTAATTTGAGCGTTAT

>rnd-1_family-99#DNA/hAT-Tip100 ( RepeatScout Family Size = 751 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGCATAATACATAAACATGNCCCTTAACTTGGCTTCAGCTGACANCTATGCCCTCCAACTTTGGGTGTGCACAAGTAGACACTTAAACTTGTATAAAATTGAACAAATAGACACACGCGTCCTACGTGGCATNNTACACGTAGGACGCCACGTGGGACGCAAATTCCCGTGTATTATGCCACGTAGGACGCGTGTGTCTACTTGTTCAATTTTATACAAGTTTAAGTGTCTACTTGTGCACACCCAAAGTTGGAGGGCATAGTTGTCAGTTGAAGCCAAGTTAAGGGTCATGTTTATGTA

>rnd-1_family-468#LTR/Copia ( RepeatScout Family Size = 142 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAATCAGTATACCCAACATTAGGGGGAGAACANAAGCAGTTGAAAAANGAGATAGATTGGAATTCATTATCACTATCTCATTTAGATCCTCGAACAAATNAATGTGAGCAAGAGGTTCAAAAGATNATTCATTTGCAAAATATTGCAAATCAACTGCCAGACGCATTTACTGACCTTCCAAGGGTTACTAAATCGCATATTCCAGCNGCGAATGCTCCAGTTCGAGTTGATGTCCCGATAGGACAAATTGTTAAAGCAAATGAGTCTANANCACGCCTGAAGCGTGGTAGACCAATCGGTTCCAAGGATAAAANTCCTCGAAAAAGGAAAAGGAGCAAATGATCAAGATGATCATGATAATGGAGGCAAGTGCTCAAGAAGAGCNCCANGACATAACANTTCATGAAACCNCGGAGAAGGTTCAGGTACCTGAAAATGATGAGAATGAAGAGATCTCGATAAGTTATGTCTCGACGGGAAAAAGGTGGAATCGAAATAATATCGTGGTCGACGATATTTTTGCTTATAATGTTGCGCTCGAAATAATGCAACAAGATGAGGATCTTGAACCNAAATCTGTCAATGAATGTGGACAGAGAAATGATTGGCCAAAATGGAAGGANGCAATTCAAGCAGANTTGGCTTCACTTGAAAAACGTGANGTTTTTGGACCNATAGTCCGAACACCTGAAGGTATAANGTCAGTGGGGTACAAATGGATTNTTGTGCGAAAACGAAATGAAAAAGGTGAAATCGTAAGATATAAAGCGCGACTTGTGGCACAAGGNTTTTCGCAAAGGCCTGACATTGATTATGTGGAGACGTATTCTCCTGTGGTGGATGCAATGACCTTCAGGTATCTAATAAATCTGGCAGTNCATGAAAANCTTGAAATACGTCTAATGGATGTTGTCACAGCCTATTTATATGGCTCACTGGACCACGANATTTTTATGAAAATTCCTGAAGCATTCAAAGTGCCTGAAGCATATAAAAATTCNCGAGAAANTTGTTCAATAAAGCTTCAAAAATCNTTATACGGATTGAAACAATCAGGGCGNATGTGGTATAATCGCCTTAGCGAGTATTTGNTAAAGGAAGGGTATAAAAATGACCCNATTTGTCCTTGTATTTTTATNAAAAGGTCNGGATCTGAATTTGTTATAATAGTCGTNTATGTTGATGACTTGAATATCATTGGAACTCCTAAAGAGCTTTCAAAAGCNGTTGAGTGTTTGAAGAAAGAATTTGAAATGAAAGATCTTGGNAAGACAAAATTTTGTCTTGGCCTACAGATTGAGCATTTGACAAATGGAATATTTATCCATCAATCAACATACACNGAAAAGGTTTTGAAGCGATTTTACATGGATAAATCACA

>rnd-1_family-532#LTR/Gypsy ( RepeatScout Family Size = 118 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGTAATTAAATATTAGGTGTATCGTATTATATGAATACCATTAGAGTTATGNTAATTGGAGGAATTGAGACTTAACCCTAGGCTTGAAATTTAGGAANTTGATTATAGATTTGGGTGAGTTTTTGGGTCTAGGCTAGACATATAGTAATATGGGTGTTTATAGACTCGTTAACTTACGAATTATGCATATATACTTGATAGATTGGAAACGTTCGGAGGCATTGAGGAAAGGAAAAGCATTGGAGAAGTAGCTTGCTTGACTTCGGTTCTTCGGTGGAGGTAGGTTATGGTTTATTCTATGTGATAGATAGACTCTTAATAGTGATTGATATTCATTGAGTGATATTGTGAANTTCTCTATGTACTTGATTGTGTGGTTTGGATAGNTCGTGTGGTTTGTGATTGGTCTGAAATCCCGAGACCGCGAAATTCATAATCTTGAACCTTCTCTATCGAAGTGATGCCTTGAATAAAGAAGGCTTGATGAAATATTGTTAATGAAGTGAAAAGTGGTGATAATAAATGATAAATTA

>rnd-1_family-21#Unknown ( RepeatScout Family Size = 1322 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGAGGGACTAGTCCCCAACTAAGGAACATGAGTATGATGACCTAAAGGAGTACTTAGTATGGGTAGTAGTATGGGATGCTATTCATGCATTGCACAAGTATGACTTAAGGTTACTTATGAAGTGTTCTCTTATATGATGTATGCTTAGATTGGATTGTTGCTATAGTTGCCTTCCNNGATATGATTGACTAAAGGTGANAGTTCCCTTGTCTATGNGAAGTAAGCTAANAATGAGACCAAAGGANGGTAAATATGACTANGATGACTTCAAGGTTATGCTTAGTGTGAAGGGTATTATGGGATGCCTTTCATGCATTGCACAAGTGTGCCTTGAGGTTACTTAGGAGTATGGTNCCCTTATGGTANAAAAGCTTAGAGACTTGACCATGTATATAGACTATGATTAAGATGACCAAAAAGGGATACTTGGCTTGGGTGGTATTATGGGATGCTATTCATGCTTTGCACATGTATGCTTTTGAGGTTACTTGAGAATGGTNCTATTATGGTATAGATGACTAAGAGTCGAATTATGCTTATATGATGCTTATGTTGGAGACTTTGCTTATTATGATTATGATATTGTCTCTTATGCTTATGGTTTATGTTTCATGAAGTATTTCATATGATTATGGATTATGT

>rnd-1_family-418#LTR/Gypsy ( RepeatScout Family Size = 171 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTTTCAGTTTCAGGTGGTATCTCTATTACCCTTTTACAGTAACTATTTATGATTCTACTTTCCGCCTTNCATACTCNGTACATTNTTTCGTACTGACGCCCCATTGCCTGGGGGCGCTGCATTTTTTCGTGCGTGCAGGTCCNGGCAGGCGACTCTGATNGACCTCCCCGGTAGGATTCAGGTTCANCTGCGAGTTGGCNAGCCCCATTTCCTCCTGGAGCTGCCAGAGTTGGGAGGTTTGTTACTTTTGTTGTACATATTTTTATGGGTATGGCCGGGGCCCTGTCCCGACAGTGCTTATGCCACTCNTAGAGGCTATTGCGGACACAGTATTCTGGGTTTTCTTTTTGTATGTTTCAACCTCCAGCCAATAGNCTTGGCATGTATATATATGTGTGTGTGTAAGTAGGTATGTCTTCGGTTGTGGCCTCGTCGGCTAGATAGTACATCTTTATTTTTCGGCTTGTCTACCATTGTTTGTATGGTTTATTCTCNTTCAGGTCATGACCTTCNGGGTCCAGGCTTCACTTTTTAGAGGTTGTGCTGCCCGATCTTTTTGCCTCACAGTTTGGTTTAGCTAGTATGTTTCAGTGGGTAACTCGATGTATTAGGGTATCGAGTGCCAGTTACGCCCCCTATTTCGGGGCGTGACA

>rnd-1_family-183#LTR/Gypsy ( RepeatScout Family Size = 495 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAGTAAAGTTTACTTTTGAAGTCTTTTATTCTTGAGTAAGTCTTCCGCTGAGAGTTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-370#DNA/CMC-EnSpm ( RepeatScout Family Size = 217 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATCCCAGAAAAGCGACGGACAGNGTCGTTTNGTCCGTCGCTTTTCTGGGAAATTTATTTTTAAAAACCCAGAAAAGCGACGGACAGCGTCGCTTTGTCCGTCGCTTTTCTGGGTTTTAAAAAAAATTAAAA

>rnd-1_family-282#LTR/Gypsy ( RepeatScout Family Size = 317 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAAAAGTTGAGTGTTCTTGATGTTCATGATTTGGGTTGGCTTGAAATTCTCACCTTAAGAGGTGTAGTGAGTTTGAGAAGTTTAGTCCCGGTTTGGTAGGCTCATATGAGATCTTGAGTGGTGTTGGTAAGGTTGCTTGTGAGCAAGAGTTGCTTAATGAGAACCTCTCTAATTTAGAAGTACCGGTTGGGATCTTAGACCGGCAAGTTAAGAAATAGAAGAGTAAGGAAGTTGCTTCCATGAAAGTGTTGAGGAGTGGTATTTTAGTAAGGGTTTTAGTTGAGGGTGCTACTTGGGAGGCCGAGGGCCAATGAGATGTCCCGATATCCTCATCTNTTTCCTTCTATTCCTCCTCTAGCTTGAGATGATAAGTTCCCCTTGACTCGTTTTATGATTTTGGAGTCNTGCGTGTTATGTGTTTCCATGATTTCCTTGTCCCATAGAGTTACTCTTGTTAACCTTGGTAGGGTTTGGATGCATGGTTGTTAGACCTCTATTGGTTTTAGAGCCCGGTAAGGTTATAATGAGCCTTGGTGATGCTTTGGGNTTGTTTGAAAGGAGTAGTATTTGAGGTTTTAGTAAGGGGCTTACTCCCAAGGGGGGGATGGTATGCTTGAATAGCAAGGTTGATTGAGAGTCCCGATATCCTCATCTCTTTCCTTCTACTCCTATTCNAGCTTGAGGCAAAGAGTTCCTCGTGGCTTGTTTTATGTTTTGGAGTCATGTGTGTTTTANGTGTTTCCATGATCTCCTTATGTTATGCATGTTCTTGAGAAATTCNTGTTTCGTATAAA

>rnd-1_family-9#LTR/Gypsy ( RepeatScout Family Size = 1509 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCGTATCCGAAACAGACCAAAAATGCAGATTTCGAGAAGTTGCAGGTGCAACCCACGGTCGCCATCCACGGACCGTAGGTCAGACCACGGCCCGTGCTGGTGGTCCGTGGTTCACCACTGCAACCCCTCCCCAAACCCAGCTCAGAAAATCGGCTAAGTCTCGACCCACGGACGGACCCACGGTCCGTAGGTCAGACCACGGTCCGTGGTCTGTGTCCGTGGATCGAGACCTCCTTTACCCAGCCTCTGACGCGAACNACGGTCGACCAGCACGGACCGTCGTTCGATCCACGGTCCGTAGGTCTGACCGTAGGTGAGGGTCAGCAGCCAGTTAGATGAAAATTGTTGATGGGTCAACTTCAGATGGTCATAACTCTTAGCACAAAAGGAATTATGTGTCCCATGACCTATGATATGATAGATAATTGAATCCTCTTTCCAACGCCACCGAGTTTGCTAAAATCCGACCTCCGAGTAAAAAGTTATGCTCGTTTTAGTGAAGCCCTGTCGGGCAGACTCGACCGACGACCCCAATCGACGGACCGTNGATCGACCNACGGCCCGTCGGTCCGGTCCGTCGGTCGCTCCGACAGCAGTTAAGTCAGGGGTCTTTTGGTCTTTTCCTATTTCGTTGGACCCCTAAACTACGTCGTTTAGACCCTAAACTACGTGGTTTTGGTCAGTTTNAGCCTAGAAACATAACTAGAACTTACCTAAGTCAAATCATTNATCAAAACTTAGAAAAATTAGAGCGNAAGAGGAGAAGAGAAGTCGAGAACCCTAGTTCAAGAACGCAGCAAGGTTCCATCAGTTCCAGCCCCGAAATCGAAAGATTTCTCCGTGGAATTCGTCACCAGGTATGTGGGATTTCACTAGTGGGTTCCTTTCGCCCATTAGGTCCCTAGAATTCAGTCAGATTCTTGATTCCCTTATTATGACTAGACCTAGGGTTTCTAGAATTTCAGCAGATTATCGTGANTTAGTTGTTAGAATGNTCCAAATCAGATTATCATGTTATTACTTAGTTTCTTGCATGAATTTCAGAACCCTAGCTATGTATTTCTTTAGTTCTTGAATTACACATGCTAGGTCAGATATTTCAGTTATTCAGATATACATGCCTCAGTTTTNAATGCGTCATTATCAGTATATTAATTGTTGCATTCTCAGTTTGCATGTTCAGTTTTGAGCTATCCAGTATNTTACAGAAATTCAGTCATAATGTGTTAATCACTTAATCCATTGGGAGTAGCNTAATACCGAGTTGGACTAGGGTTCAGCGCACCCNCATAGTCCCAGAACTACGNGCCACGTAGGTTGTAAGTCCCCTCTGTGGGCATCATTTTAGTGATCACGCCAGTCATGCCTCTATACCTCTGGCAGGGTATATTGGGTCCTCTCGATGGGGCGTATACATCGGACTCCACATTTAGCTCATGTGGTTTTATGTCGGTTATTAGTAGCTCCCACAGTTCAGTCAGACTCTATTGCATTGACCACGTTTCAGTACAGTCAGTATTCAGTCTCAGCATGTTATAAACTTGGTCATTGCATTCAGTTAGCTCAGTATTCAGTATTTTCAGTATCTATATCATGTTCAGATTATATCATTGCTTTATTGCTTTGTTCAGTTATATGTTATTTCAGCTTTACTCTATCCTGCATGCTCAGTACCTTTCAAGTACTGACGCATACTCTGCGCTACATCTTCTCGTGATGTAGGTTCAGGTCCTCAGCATCCAGATCACGCNTAGATCGGTTCCCGATCTCCAGTTCAGCAGCATCAGTGGTGAGTCCTCATTCTTCGAGGACGATAGTCATGTTTCTTTTCAGTATTTTTAGTCTTTAGTTTCAGTTTTGCTAGACTTAGCTGGGGCATGTCCCAGCATTTCTAGTCAGTTAGAGGCTTATTTCAGACATAGTTAGATTCAGCTTAGTATTCGAGTTTGATATTTTCTTTGTATTAAACTCATCAGTTTTCATATATTCAGTTATAGTATATGGGTATTCCCCATCATTTCANTTTATTTATGATTTAGCTTCCGCATCAGTTTATTTATTATCTTTAGTATGCTCATGATCATGCCAGCAGGGTTAGCTTGGGGTCACTCGTGATCCTAGGTCCCGTGTCCGCGTCTCGGGGGTAGCCTCGGGGCGTGACA

>rnd-1_family-336#LTR/Gypsy ( RepeatScout Family Size = 247 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGGGTATTTTGGTCTTTTCCTTACCCCTNCTAAGCCTAAACCACGACCGTTTTCACCCAATTAAGGGTCTAAACAGTGTTAAAATATTCTTTCACGTTCNTTAACACTTCAAAGACTTAGAGCAAGGNTTCAAGAGGAGAAAAGCTAGGGTTTCAAGCGTTCTTCGAGTTCGTCGATTTCGCCAAGAACCTTGTTCTTCCAGGTATGTAAGGCTATCATAGTGTTGGACTAGTTCGTCCTCACGCCCTACATCTACTTTC

>rnd-1_family-45#Unknown ( RepeatScout Family Size = 1112 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTGGTTTAGTTGCTTGGTTTGGGTTGTAGTAATGGTTCTCCCACCGGAGGGTTAGTGTGGGTGCCAATCACGACGGTCTGGGTCGTGACAAAGTTGGTATCAGAGCCTAGGTTCGTTGATCTCGATGTACCAAAACGAGTCTAGTAGAGTCTTGCGGAACGGTACGGAGACGTCTGTACTTTTCTTCGAGAGGCTATAGGACTTTAGGAAATCTCTCTGTTTTCTCTTGTCTCCTTTCGTGCTATAACTTGATTCCAATTGGTATCTGGCGATTCAAATTGGTATCTAACCTCCTTCACTCTTCTGTCCGCAGATGGTTAACACTAGATTCAACGGCGTCAGGCCCGTAGCTCCCGTCAATGCTCCAGCTGAGGAATCCGCAGCGAGAGGTCGCGGTCGAGGCAGGGGTAGAGGAAGAGCNAGGGGTAGAGGCCGAGGAAGGGTAGCGCCCGCTAGGGATGGAGCNCCGGTTGAGAATGCTCCCAGGAATGAGGCCCCTCCTGCGCATCATGAAGAGATAGAGGAGAATGTNGAGGTTGAGGATGNNGAGGATGTTGGACAAGAGGAAGAGGTGCAGGCTGAGACTACAGGTATTCCTCCCTTAGACCCAGTGTTAGCTCAACAGATCATGTCGTTCTTGAAAGGGTTGGTTGGTCCTGGAGTGCTTCCCTCTGTTCAAGCAACTCAAGCTCCCGCCAATCCCCCTATTGCTANCACTGTNCCCAAGGTGGGTGGAACNGTAGGTANTGATGCTTTCTTCCGTCCTTTGTTGGGTCCTGTTATGACTGGTAATGAGCATGAGATGTTGACTAAGTTTTTGAAGCTGAAGCCGCCTGTGTTCCATGGTTCTGAGAGTGAGGACGCCTATGAGTTCATCCTAGATTGCTATGAGAGGCTTCATAAGTTGGGAATTGTCCATCAGCATGGGGTTGAGTTCGTGACCTTTCAGCTTCAAGGTGAGGCTAAGCAGTGGTGGAGAGCTTATGTGGAATGCAGATCTTCAGCTTTACCTCCACTCACTTGGACCCAGTTTCATGCTCTGTTTCTGGAGAAGTATGTGCCTCGGACTTTGAGGGATCGCAAGAAGGATGAGTTCATGGCTTTGGAGCAAGGTGGTATGNCTGTGGCTGCTTATGAGGCCAAGTTCCATGCTTTGTCTAGATATGCTACNCAATTGGTGACTACTGAGGAAGAGAGGATCCGTCTATTTATTAAGGGACTAAATTCCGAGTTGCAGGTATTGTCTGTTCATATGACCTCTGCAGGGAGAAGCTTTAATGAGGTGACAGACTTTGTGAAGAAAGTGGAGGGGGTGAGGCGAGACGGTCAGGCTAAGGCATTGGCTAAGAAGGCCAAGAACTCGGGTAACTTTCAGGGTTCTTACTCCAGAGGTTCAGGNAGGCCGACGCTTGCAGCCCGGCCAATTCAGTCCGCTATGCCCGCCTCTACAGGTAGTTACTCGGGAACTCCACCTCATAATTTGATTCAGGATAGCCAGGGAGTCGCGCCTTCGACGGGCGGCAGGCCATCTTTTGATCGTACTTGTTACAACTGTGGAGAACCTGGGCATATGAGGAGAGATTGTCCCCACCCGCGCGTGTTGGATTCCGCGCAGCAGCAGNCTAGAGCAGTGGTACCCGCGGGNAACGGTAATAATGGTAGAGGACGTCCACAAGGTGGGCGAGGAGGNAATCAGCGAGGCCGTGGAGGTAGGGGAAATGGTAACGCAGGCAGAGGTACAGCGCAGCCAGGCAGGGAAGTCGCCCGTCAAGATGACAGGGCTCAGTGTTATGCCTTTCCGGGCAAGANCGAGGCGGAGGCGTCTGACGCGGTGATCACATGTACTATTCTTGTCTGTGACCGGATGGCTAATGTGTTATTTGATCCGGGTTCTACTTATTCTTATGTGTCCGTGCGATTTGCCTCGGAATTTGATATGATTTGTGATATACTTGATGCCCCCATCCATGTTTCTACCCCAGTTGGAGAGTCTGTCATAGTCACCCATGTCTATCGTGCTTGTCCTATTTTGTTTATGGGTTTTCAGACTTGGGCTGATTTGGTGATTTTGGATATGACTGACTTTGATATAATCTTAGGCATGACTTGGTTGTCCCCCTATTATGTTGTGCTTAATTGTAATACTAAGTCTGTGACTCTAGAAATTCCGGGAAGGGAAAAGTTAGAGTGGGAAGGGGTGTACAAGCCTAAGCGAGCTAAGATCATATCCTCCATTCGGGCTAGGAAACTGGTAGGGCAGGGTTGTTTGGCTTATTTGGCTCATATTCGGGATGTTGAGGTTGAGTCTCCATCTATTGAGTCTATTCCTGTGGTGTCAGAATTTAGAGAAGTGTTTCCTACTGATTTGCCTGGTATGCCTCCGGATAGAGATATAGATTTCTGCATTGATTTGGAACCTGGTACTCGCCCCATTTCTATCCCTCCATATCGCATGGCTCCGGCAGAATTAAGAGAGCTTAAGGCTCAAATCCAAGAGCTTCTTGATAAAGGNTTCATTCGTCCTAGTGCTTCCCCGTGGGGTGCTCCAGTTTTGTTTGTTAAGAAAAAGGATGGTAGTATGAGGATGTGTATAGATTACCGGCAATTGAATAGGGTCACCATTCGAAACAAGTACCCNTTGCCTCGAATAGATGATCTTTTTGACCAATTGCAAGGTGCATCAGTTTTCTCTAAGATTGATCTAAGGTCTGGTTACCATCAGTTAAAGATTAGGCCTGAGGATGTGCCCAAGACGGCGTTTAGGACCCGCTATGGGCACTATGAGTTTCTAGTTATGTCGTTTGGNTTGACCAATGCGCCTGCAGCTTTCATGAGTTTGATGAATGGNGTGTTCAAGCCATTTCTTGATTCGTTCGTTATAGTCTTTATTGATGATATTTTGGTCTATTCGAAAAGTGAGGAAGAGCATGCCGACCATCTTCGTATTGTTCTGGGTGTTCTTGGGAAACAAAAGTTGTATGCNAAATTTTCTAAGTGTGAATTTTGGTTGACTTCGGTTGCATTTTTGGGGCATGTAGTTTCAAAAGAAGGGGTAATGGTAGATCCCCAAAAGATTGAGGCGGTTAAGAATTGGGTTCGGCCTAGCTCTGTGACGGAAGTTAGGAGTTTTGTGGGGCTCGCTAGCTACTATCGTCGATTTGTGAAGAACTTTGCTTCTATCGCCACNCACTTGACNAATTTGACCAAAAAGGAGGTACCNTTCGAATGGACTGAAAAATGTGAGGAGAGCTTTCAAAAGCTCAAGACTCTCTTGACCACCGCACCTATTCTAGCACTACCGGTGGAAGGTAAAGATTTTATTGTTTATTGTGATGCTTCACATTCNGGTTTGGGTGCTGTGTTGATGCAGGATAAGAATGTTATAGCTTATGCATCGCGNCAGTTGAAGGTGCATGAGAGGAATTATCCAACGCATGATTTGGAGTTGGCAGCGGTAGTGTTTGCTCTTAAGATCTGGCGGCATTACCTCTATGGTGTCAAGTGTGAGGTGTTTACTGATCATCGTAGTTTGCAACATGTGTTCACTCAAAAGGATCTGAATTTGAGACAGCGAAGGTGGATGGAGTTACTCAAGGATTATGATGTNACCATTCAATACCATCCGGGTAAGGCTAATGTGGTGGCAGACGCNTTGAGTCGAAAGGCGGTGAGTATGGGTAGTCTAGCTTGCTTGAGTGTANCCAAGCGACCTTTGGCTAAGGAAATTCAGACCTTGGAGTCTAAGTTCATGCAGTTGGGCATCTCAGAAAAAGGTGGGGTGTTAGCTAGCATTGAGGTNAGGGCCACGTTCATTGAGGAGATCAAGGCCAAACAGTTTGAGGATGAGAATTTGAATGAGCTTAGAAAGAAGACNGCGATTGGTAAGGCACAAGAGACCACTCTTGATGCGGAAGGTGTGCTCAGTTTTAAAGGAAGGATTTGTGTTCCTNGAGTNGATGACTTGATTCAGAAATTGTTGACAGAATCCCATGGTTCGCGATATTCTATTCATCCGGGTGTGACCAAGATGTACCGAGATTTGAAGCGAATTTATTGGTGGCCGGGCATGAAGAAAGATATAGCGGAGTTTGTGGCTAAGTGTCAAAATTGTCAACAAGTGAAGTATGAACATCAAAGGCCTGCAGGTTTGCTTCAGAGAATGCCAATTCCGGAATGGAAGTGGGAAAGGATAGCCATGGATTTCGTGGTTGGTCTTCCCAAGACTTTGGGGAAGTTTGATTCTATTTGGGTAGTGGTTGACAGATTGACTAAGTCAGCCCATTTTATTCCGGTAAGAATAGATTATAATGCTGAACAATTGGCTAAGGTTTATGTGAAAGAGATAGTGAGGTTGCACGGGGTGCCCCTTTCTATCATCTCAGACCGTGGTACGCAGTTCACATCCAAGTTTTGGAGGAAATTGCATGATGAATTGGGCACACAACTCACTTTT

>rnd-1_family-279#Unknown ( RepeatScout Family Size = 318 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGTGAGTCCTCATGTTCCGAGGACCGNGNCACCTTTATTGCTTTCTTATGTCTTTATTTTCGGACGTTGTACGTGGTGTACGGGTTACGTCCCGACCACTCCTTNTGATGTANTAGATGGCTTGTCGAGACTATGTTAGACTTCCGCTTTATGTCAAACTCTTTTATTGATATGAGATTCTCTACTT

>rnd-1_family-377#DNA ( RepeatScout Family Size = 210 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTATAGGAAAAATTACAGAAATCCCACCTTTTAGTTTACTTATTACCATTATCCCCTATAAGTTTTACAAATCTCCAAAATCCCTCATTTTCGCGCATCAGATTAGTGTATCTCGCGCATCANATTANTGTATCTCGCGCATCAGATTAATGTATCANCGCTTATATTANTGTATCTCGCGCATCAGATTAATGTA

>rnd-1_family-304#LTR/Gypsy ( RepeatScout Family Size = 273 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTCTTGAATCGGTAGACCTAATGGTGGTGGCCCTTTCATGATGAGTCNATGAACTANCGTAATGATGAACCTTGAATCGGTAGACCTAATGGTGGTGGCCCTTTCATGTGGAATCGATGAACT

>rnd-1_family-536#DNA/Harbinger ( RepeatScout Family Size = 117 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATATATATATATATATTTGTGTGGTTTTCTAATTATTTGTATTTTGAACAATTTATAAAATTGCATACATATTAAAACTACAACTTGCAATTTTTATGTGTAAATGTAGATGGTTTATTCAATTTTACCATTGTTTACCGTCTTTTCGATTTTAAAAGTAGATGGTTTATCTTTTTTAAATTGAAAATTGACATTTTGTGAGTGATCAATTTATTAAGATGACAATTATTTATCCTCAAATAATTCAAGTGAAAAAATAGCAAACATGACAACAAAATTGTTCTTCTCATAGCTAGTTAGAAGGCCATAAAAAAATAATATTGTCCGGCAATTATCTACCTTGACCCAATTACATAATAATTCAAGGGTATAATTGGAAAGAAGTTTTTTGTAGAGTTTTAATCCAAACACAAGATGAGGTGGGAAACAATGAACCAAACACTTGATAAAAATAATCCCTGCATTACTAATCCCTGCATTACTAATCCCTGCATTACTAATCCCTGCGTTACTAATCCCTGCATTA

>rnd-1_family-460#LTR/Copia ( RepeatScout Family Size = 144 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGTGGATGCAATTACCTTCGGGTATCTAATAAATTTGGCAGTTCATGAAAANCTTGAAATGCGTCTAATGGACGTNGTCACAGCCTATTTATATGGCTCACTGGACCACGANATTTNTATGAAAATTCCTGAAGCATTCAAAGTGCCTGAAGCATATAAAAATTCTCGAGAAANTTGTTCAATAAAGCTTCAAAAATCCTTATACGGATTGAAACAATCAGGGCGNATGTGGTATAATCGCCTTAGCGAGTATTTGNTAAAGGAAGGGTATAAAAATGACCCNATTTGTCCTTGTATTTTTATNAAAAGGTCNGGATCTGAATTTGTTATAATAGTCGTNTATGTTGATGACTTGAATATCATTGGAACTCCTAAAGAGCTTTCAAAAGCNGTTGAGTGTTTGAAGAAAGAATTTGAAATGAAAGATCTTGGAAAGACAAAATTTTGTCTTGGCCTACAGATTGAACATTTGACAAATGGAATATTTATCCATCAATCAACATATACTGAAAAGGTTTTGAAGCGATTTTACATGGATAAANCACATCCATTGAGTACCCCGATGGTTGTGAGATCGCTTGACGTNAATAAAGATCCATTTCGACCTCAAGAAAAGGATGAAGAGCTTCTTGGTGATGAAACNCCATATCTTAGTGCAATTGGNGCACTAATGTATCTTGCTAATAATACTCGACCAGATATACGTTTTGCGGTAAGTTTATTGGCAAGATTCAGTTCNTCCCCAACACGAAGACATTGGAATGGNGTTAAACATATATTNAGATATCTTCGAGGGACCATTGATATGGGNTTATTTTATTCTAACGAATCCGAGTCAGAANTGATTGGTTATGCAGATGCAGGATATTTATCTGATCCGCATAAAGCTCGATCTCAAACGGGCTATTTATTTACATACGGAGGCACAACTATATCNTGGCGNTCAACGAAGCAAACATTAGTCGCCACTTCTTCAAATCATGCAGAGATAATAGCCATCCATGAAGCAAGTCGAGAATGTGTNTGGTTGAGATCAATGACNCATCATATTCAGGAAATATGTGGTTTTCTTTGGAAAAGGATATTCCAACCACANTGTACGAAGACAATGCTGCATGCATAGCTCAATTGAAGGGAGGATACATCAAAGGAGATAGAACAAAACATATTTCACCAAAATTCTTTTTCACACATGATCTTCAAAAGAATGGTGANATAGACGTTCAACAAATTCGTTCAAGTGATAATCTNGCAGATTTATTCACTAAGGCATTACCAACNTCAACNTTTGAGAAGNTGGTATACAAGATTGGAATGCGTCGTCTCCGAGATATCAAGTGATGTTTTCATCAGGGGGAGTAAAATACGCGTTGTACTCTTTTTTCCTTAACCAAGGTTTTGTCCCATTGGGTTTTCCTGGTAAGGTTTTTAACGAGGCAACAANCAANGCGTATTANAAGATATGTGTACTCTTTTTTCCTTCACTAGGATTTTTT

>rnd-1_family-382#LINE/RTE-BovB ( RepeatScout Family Size = 197 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCTACAGAGTGGTGGTTAGACCGACTTTGTTGTATGGGGCGGAGTGTTGGCCAGTCAAGAACTCNCACGTTCAGAAGATGAAAGTTGCGGAAATGAGGATGTTGAGATGGATGTGTGGGCATACTAGGAGAGATAAGATTAGGAATGAAGATATCCGGGACAAGGTGGGAGTGGCCTCCGTGGTGGACAAGATGAGGGAAGCGAGACTGAGATGGTTCGGACATGTGAAGAGGAGATGCGCGGACGCCCCAGTGAGGAGGTGCGAGAGGTTGGCTATAGTGGGTNCGAGGAGAGGTAGAGGTAGGCCGAAGAAGTATTGGGGAGAGGTGATTAGACAGGACATGGC

>rnd-1_family-434#LTR/Gypsy ( RepeatScout Family Size = 162 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTGTGTTATTATTGAAAGGNTATTCTCAATTAGACACTCATGAATGATGATGATAGAATGTGAAGGGTTTCTTCAATGTAATGTTATATCTTGAATTGGTAGGCTTAGGCATCCTTTTCTTGTATAAATGAANGTANCGTTGATTGATGAATCTTGAATTGGTAGGCTTAGGCATCCTCTTCTTGTATAATGAATGTATCTTGACTTAATGAATATTGAATCGGTAGGCCTATGGCATCCCTTTCATAAATGANTAATGAAT

>rnd-1_family-220#LTR/Gypsy ( RepeatScout Family Size = 425 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGCCTAGTAAGAGTAATCTCATTCGAGGACGAATGTTCCCAAGGGGGAGATATTGTAACATCTCGCAANTTGAAANAACTA

>rnd-1_family-151#LTR/Gypsy ( RepeatScout Family Size = 582 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCTTGTATGAGACCCTTCGGGGTCGAGTACGCCGTGTTACGTCTAGGGGGTACCCTCGGGTCGTGACAAACTTGGTATCAGAGCACAAGGTTTAGAATGGTTCTAGGATGTCTCATAAGCCACGTCTAGTAGAGTCTTGTTCATGAGTGTGAAGCGCGCCACATTTATGAACGAGAGGCTATAAGACGNTTAGGAAATTTCACTTCTTTCATTACTCTTAAGTCGTGCCNTAGAGTTTAACTCTATAAGGTCCCTCTCCTAATCCTTCTCTTGTGTCTNCAGGATATGANTACNCGAAGGGCTAACGCTAGAAGGAATGAG

>rnd-1_family-166#LTR/Gypsy ( RepeatScout Family Size = 534 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTACAAGCTTTCTATATATTGCACGTGTTTTATTGCTTTATATTGAGTTNAGTTATTCATGAGTTGAGTAGAGCCAAGGTAAGTGTTCCTTTCAGATTCTTTTCAAGCCTATGTTGTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCNTNTTATGATGCAGACGCAGGTAACCAGGATCAGCATCCAGCGCCTCGTTGATCCAGTTGAGCACTCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGACTCCTTTTATTTTGCTTTCAGTNTTTCATTATTAGGATGATCGGGGGTCTTGTCCCGACATCCATCTTTGTTTTAGAGGCTTCATAGACAGTCAGTCAGTTAGTTCATTAGTCTTTTCATTTCGTTTGTATACGTTTTAAGACTTGAGTTGCCATTTTGGCTAAGTTATTATTTCTT

>rnd-1_family-106#LTR/Gypsy ( RepeatScout Family Size = 708 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATGAACGATTGCATGCCATGAATCCATNACTTGATTGTATGATTATGAGNATGTACATTATGGGTGTGATTGTGATTGTGGTTGTGTTGANTGGATCGGGTGTCACGTTCCGACACACTAACTTGGATCGGGTGTCACGTTCCGACGCATATATTGGATCGGGTGTCACGTTCCGACACATATAT

>rnd-1_family-507#Unknown ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTATTGAATAACATTTTTGGTTAATAATTTTAAAAATANTTATGAAATAATTATGACGTGNCATTATTATATNTGACGTGGATATGACGTGTCATTTATGTAAGNGAGAGTGAGCTACACACATGGTCGGAGGGGTTTAAAATATCGTGTTTTANTGAGTTTAAGGGTTCAGTTGACAAAGGGNTAAGTAGAAGGGTTCANAATACAAACNCATACAAGTACAAGGGTCCACCAGAC

>rnd-1_family-436#LTR/Gypsy ( RepeatScout Family Size = 161 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGTCGTCAATACTTTTTAGGGTTCTTTTCTTCTTCTTGTTTTCTTAGAGATGAGTAGCTAAACGCCCTNGTTCTGGGGCTGTAGCTACGGATTGATTGTTGATTATTTGAGGTTTATGAATTAATTNTTGGTTGTCATTATAAGTTACTTTTATATTCTTGTTTTAGTATTTCGTGCTTGATCACCATGAGATAAATNTATTGTCTAATCTTGAACTCGGGAGAGGAGGGGTTAGATAGACCGGAGAATATAGAGAGCTCGATCCACCCATTAGATTGAGGTGATTTGTGTTTAGGAGTGACGCCCAGACGAACACCTTGCTTGGTTACGAAACAGGATGAAATATAAATGCTCGCCAGTTAGTCTATCTATCCCCGCTCAACGATGTAGTTAGATAGCTAACTGGGGTAGGCGACTAGAGGTCGGGAGACCNNGATCATACAATTAACCCTGTAAATCAGTAACTTGACAACTGAAATTAGTTCTAAGCCAANAATATGATACATGAGATTCANTGCATGCTGCAGCCCTGGAATTTTCCCAATCATTGTAAGTAATTTTATTATTTCGTTCNTGCATTCTTTTCTTTTGGCACTCTTAAATAAATAATTAGACTAGTATAATTTAGTAAAAATAGTTAATCGACAAGTCCTTTGGGTTCGATAATCCGGTTCTTTTAAGAGCCACTATATTACTTGCGCGACCACGTACACTTGCGTGTGCAATTGGGAGCAACAAGTTT

>rnd-1_family-149#LTR/Gypsy ( RepeatScout Family Size = 583 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACTAACTTGGATCGGTTGCCACGTTCCGGCATAANTATGGGATCGGTTGCCACGTTCCGGCATAANCATTGGATCGGGTACCACGTTCCGGTATGCTAACNGTTTGGGTTTGGGTTCCATGAGAGGACCAATGACTTGACATAATTGTGTATCTTGAGAANTGTGAAATTGTNCGTTGTTCGTAAATGATGATGATATTGTATTTCCCCGGAGTTGTTATATGGTTATGAGGACTTATATNTGATTGTTCTTCTATGTCGAGTNAACTCGTTGCGTATCTCGTTGTTGAATGAATCGGGAAGGCCAAGGGTT

>rnd-1_family-433#SINE/tRNA ( RepeatScout Family Size = 163 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTGGGAGGTGGCAGGTATCCCGTGGAATTAGTCGAGGTGCGCGCAAGCTGGCCCGGACACCACGGTTATNAAAAAA

>rnd-1_family-429#LTR/Gypsy ( RepeatScout Family Size = 165 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTTTAATGGTGAAGTTGCAGGCCAGNACTCTTGGAGCTTCTANGGCTTCTCCTTGGGAGTAANTTTCTGGAGAACAAGTGATGAAGGAGATATGTGAAATGAGCTTGAGTCCCTTAGAGGTCCCTTNTGGACGTTTTCACNTNANGAAATGTGTAGAAATAATCTGGTCCCTCACTTTAAGCAAGTAGGTGCATCACCTACTTTGACTTNTTGACCAGTCCAAAGNACTAAGTAGGTGCATCACCTACTTGCCCTTTTCNTTTAAAATGCAGTCCACATATTTCCTAAGTAGGTGCATCACCTACTTGCCCTTTTCACTTAAAATGCAGTCCACTAATTCTAAGTAGGTGCATCACCTACTTGCCCTTTTCACTTAAAATGCAGTCCACTAATTCTAAGTAGGTGCATCACCTACTTG

>rnd-1_family-553#LTR/Gypsy ( RepeatScout Family Size = 108 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATAATCTTCCTGAACTACGTTCGACCTGATTCTCGCCTCGACGAGATACGTAGGCAGCCTTATTCTGGGGTTCGGTCCAACCAAAAAAAAATCTAGAAAGTCCTCATCACAAAAACTGGGGCAAAAATAA

>rnd-1_family-419#Unknown ( RepeatScout Family Size = 170 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGAAAAGGCTCAAATATGCCATCGAACTTTGAGAAAAGGCTCATTTATGTCATCCGTTAAAAGTTTGGCTCATCTATGCCATTTCCGTTTGAGAAAAGGCTCATCCATGCCATTATTTNTTAACGGCGGTTTTGCAAAACCATTTTTTACACGTGGCCAATTATAATTCGGCCACGTCATTATTTTTTTTATAATAAAAAA

>rnd-1_family-74#LTR/Gypsy ( RepeatScout Family Size = 864 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTAAGTTAGGGGCAGTTGGGTCTTTTCCTAATTANTTTANCCCNATACTACGTCGTTTTACCCNTGNCTAAGACCCCTATATAAGTATTTTAACCCCNAAATTACCCATTCAANTCATTCTCTCAAATTCCCAAAAGAAGANCAAGTTCCTCTCCAAAATATTTCTCTCTCTAGAAACTTGAAGAAGAAGATTCAANCTAGGGTTTCAAGTCAAGTCTCCATTCCTCCATTGAAGGTAAGCATTTGGCTTCGAGGTATGATAGTTTTCATCCATGGATTCCTTCCATCCATGGAGTTCCCAAATTCTCCTATTTTCAAAGNTAGAANTCCCCAATTGAGTTAGGGTTTTCTTCAATTGTCATGGGTTCTTTTNATTATTGATTTAAATGATTGAATTATGATCTCTTATGCATGAATTGATGAANTACTATGATTTTATGATGATTCCCCATGAACCCATGTAATCCCCATGTTTTCCAAGTTATGATCATATGATGTGGGTTTTGATTATGAAAGAAGAGTTTTATGAAATTAAGCATGNATTGATAGANTTACATGAATTTATGATGAAATCCATGTCTAACCCATGTNTTCTAGATGTTGATGATTGAAAGTGGGTTTTGAACCTCGAAAGGTAAATTATGGAATTATGCATGTTCTTATGAAATCTATGCAAATGTTTTAAGGATGCTTTGAGAGTGAAGTATCAATGATGATGTTGTTGTTGTGTTGTTGAAAGGATATTCTCATAAACACATAAAAGCATGATGTGAAAGGTTTTCTCACATAGTAAGGATTCTNAGGTTGAAAGGCTTTCTCACCTAATTGAATCAAAGATTAAGAGCTATCCTAATGAAACCTAGCTTGGATTGGTTATCGAANGATACCTTTCCATGGATAATGAGTCAAGTAAGAAAGAAACG

>rnd-1_family-143#LTR/Gypsy ( RepeatScout Family Size = 601 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTTTTCTCTAGTTTTCCTTAGCTTTGAAGAATTGAAGTTTTCACTTTTGAGAAATTGGAAGTGGGTCTTTGAGATTCTTCGANTTGGANCATTGTAAAGACGAAATCAATCTTACCCAGTTGATGGAAACTCAATTTGGTAACGATTTTTATCTTTTTATGATGTCTAGCTAAAACCCCAATTCTTGGGGTGTGATTATGTGATTATGGGCTGATTTAGCTTATGGGTATTGCTAATTGTTAGTTTAAATGCTGTTTAGAAGTGANTTCAATCATTAATTGTGGTTTAATTTAAGAATTGTAGTTGCAAATGCAGTTCTACCTTCGTGTTTTTGGCTTGCTCGAGAGAGAGGTTTTAAAACCAAGATTATTGATTGATGGTCTGTGGGTATTGGGTTGTCATGGGTTCAGCTCGAGAGAGTGAATCCTAAACCCNNTCCCACACATTCAGCTCGAGAGAGTGAATGGACTAAGGCGTGGGTTGTTCTTATTTTGCATGCTTGTTGATGTTCGAGAGAAATCGACTTGATTCGGGGTAAATTGTTCGAGAGAAA

>rnd-1_family-394#LTR/Gypsy ( RepeatScout Family Size = 189 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCACGGGGNATNGTNATNAATGAGGGAGCAGCTGCTTCTAAAAAGGGNAAGAAGGNACCTCCGAAGGGAGGCAAGGGCAAGGGCAAGGCGCCCGTAGCTGAGATACCGGAGCACAACTCCGGCAGTGAGGGAGAGTCCNNTGATTCTCAGGCTGCATTCTCTGAGCCTGAGGATGACCAGCCNCTACAGGCCCGGAGAGCGGAGCTNCGCTCCAAGGCTNCGCACGATCCGTCTAGGATCCCGGCGCCTCAGACTCCTCCTCCTCCAGCTCCGGCACAGACNGTGGTCCCGGCGCCACCAGTACAGGGTCCTCCTCCCCGGTCGCTCAACAGACTAAAGGCCGAGGGNTTGAGGACCATCCTNGAGGAGAAGNGGTTGTCCACGGATGGCGTGGTGGACAGGTACCCNGANGTGTGGGACACCCTCGGGTNCCACGAGTTCGAGNTNTTCACCAGGCCCCGNGGCCCNTACATTCCTACNTGGGTCCGGGAGTTCTACGCNGCNTACGGNGACTTGGTGCCNAAGGGGAAGAAGAAGGCCAGCGCGTTCAGACCGGTNGANTCCGTCGTGGTCCGGGGNAAGGAAGTNAAGTGCGACAGCGATNATATCAA

>rnd-1_family-449#Unknown ( RepeatScout Family Size = 152 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCTTGTACACGTGACAACCAGGTTTTGGGGTATTGTTTAGAATGAATAAGTTTTCCGCNTTTATCTTGTTCTTGCTTTATTTTTCCGCATTTCTTTCGTTTTCGTTGGGTTNAGGCTGACTTGTCTTGGTGGGATAAGACGAGTGCCATCACGTCCATTTTTGGGTCGTGACAG

>rnd-1_family-403#DNA ( RepeatScout Family Size = 183 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCTCGCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTCGCCATATATACAAATACATATGTATAATATACAATTATCTAACCGATATACATATACAATTCACCTCTCTCCCACTCTCTGCCCTCTCTCGCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTCGCCTCTCTCCTCCCTATAACATGTAGCTACGAATCGTAATTAGCAAACTATAGCTATGGAGCGTAATTAAGCTATTTTTGAGTGGCTATATGCGAAAGTTCCCCTATTATAAA

>rnd-1_family-512#Unknown ( RepeatScout Family Size = 125 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGCAAATGACGTGGCATGCCAAGTCAAACAAGAAGCCAATAGGATCATGACATGTGTCAAAGATGACAAGCCCGCTCCATAAAGCCCATATGTCATGTCACTTAAATCTGATTGGCCGAAGGGAATCCTATTCCAATCACAACTCCTCTATTCTAAAACTATAAATAGGGGTCCTCATAATTCAGAAAGAGGACCGAGAATTCTAAACAAGAAGCTAGAGAAAGCTCGTGGATCAAANGCCGCAAATTTCTCTACAAGCTACAAGTTCAAGAATTCAAGATTCAAGTTCAAGAACGATCAAGATCAAGACCGTCGGATTCAAGATCAAGCTCGAAGCCCTTGAATTCAAGTAGAAGTCAAGATCAAGATAAAGTTCAAGTTCATCGGAGATTCAAGATCAAGCTCGAGAGCCCTTGAATTTATATTTGAAAAGGCGAATTCAGAGGAATCATAGAGATTGTAACACTCGCACTTTGAAATAATAAATACGATTGTTGCGATAATTTTCCGTTCTTGATTATTGTTTTCTCGACGCGAATTTTATTGTCTACA

>rnd-1_family-196#LTR/Gypsy ( RepeatScout Family Size = 482 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCTCGCTATTAGAAAGAGCTAAANTTAGAAAGAACTAAATTGGAAATAGCNAAATCTGAAATTTTGCAAGTTATGCTTAAGTTGTGAGTTTTGGGTCAACTTCAAACGACCATAACTTTCAGTACANGATGAGTTAGGT

>rnd-1_family-450#LTR/Gypsy ( RepeatScout Family Size = 151 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CATGTTTTAGTTGGAGAAGGTAGTTCCTCCTATGAACATGAGAAATGTTGAAGTTTCGTGCATAATGGGTTGTTAGATGTAGTTCCTACTTCCTTGTGTTGCATTGAGTATGTTTGAGNTGGAGTTGATGTTTCCTCCTTGATAAAGTTGCATAACGTGCTTTAATGAGATAGTTGCATGTTGTGTTTCTTTGGTGTTTGA

>rnd-1_family-108#LTR/Gypsy ( RepeatScout Family Size = 704 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGTGTTGGCTAGANATAGAATAGGGTCCGTGTCTAAAAAGTGTCCAGAAAATGTAAAAAGAATAGCCTAATGGTTGCTACGTGTGCAGGGACGAAANGNAAAATCTGCAGAAAATGGTCTGGTGCAGNGGTCTACGGACCCCATCGACGGTCCGTCGNTCGATCCACGGACCGTGGATGGCGTCCGTAGATCCCAGGTAAGTTTCTAAATTTTTCCAAGTGTNAGAGTGATCTACGGTCCCGATCTACGGACCGTAGGTCGACCCACGGACCGTAGACGGGGTCTCGTGGGTCCAAACCCTNAGGCTGCCTGACCCGACCCGGACCCCCCTATTTAAAAACCCCCATTCGTTTTAAACCATTCCCCTTCCCTCCATTACTCCCAAAACCGTTTCAACCATCCCATAACCCCCCTAAATCACTCCATAACTCCCCCATAATATCATCCCTTCCATAATTCCCCAACTTCCCTTCCATTTCAAATACAACTCATCCCATANTCCACAAAAAGGGTCCGGTGTTCGGTCAGTAACGAAGAGGCGACTCCTTGGTCTTGCTAAGCTTAGTGTCGTCACGCAATCACCCCACTCCTCGTTGCTTGTAAGGTAATAGACTTTCCCCTCACTTTGAATTTCGGTTCATNGATTGAATATAGAAAGTCGGGAGTCGGGTCTTGACCTTGGGTAATTGTTAGATGAAATTGCATGNTAAACTTGAAAGTTACAACGCCCTTGGGACGATAGATAGTGATTGTGTNGCCTTATTGTATGTGATCGTAAGTCTANATGTAAGTTTCGACTTAGGGTTCCACAGCTNGTCTNAATTGTTTGGTAAAATGATCAGTCGGAATCCTGAGAATGACGAACTAGCATAATTNAATGTTGTAAATGCATGATTAGACTGCGTTAATGTTGAAAACTAAGGCCAAAAATGTATGATACCT

>rnd-1_family-60#LTR/Gypsy ( RepeatScout Family Size = 997 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAGAGGAGAAAAGAGGAGAGGATCAAAGCGTTCGTCGAGATTCTTGCGTNTTGTTGCGGATTTTCGCCATGGGTTTGATCCCTAAGAGGTATGTAAGCTTCCATAGTGTTGGGTTCGTTCACCCACACGCCAATCATGTTATTTTCAGCGAAATTTCGTTCTCGAAGTTGAAAGATTAGAGTTCTTGATGAGTTCTTGATAGGTGTTCTTGAAGTTCGTTCTAAATCTTGTTGTGTTGGGGTTTTGATGATTTCTTGAGATGAAAGTTAGTGNTTTGAGGGTTGTTTTGAGTAGATTAGAGTGTACTTATGTTGGGTAATCGAATCTAAGTGATTGGGGAAGAAACCGTTCGATTCTAGGCGAATTAGGGTGAGAAAACGAGCAAGGAAAATTCGTCGGATTTTCTGGGTTGGGGCCTGGCGCGNCGCGCCAGCCAGTGCGCCCCAAACNNNCCTCTGAAGTTTAGGGGCTGGCGCCCCGCGCCACTCAGTGCGCCAGGGTCGCCTGCCCCNNCCNGTTTTCCGTCGNTTGCCCCGTTTGAGTTCTTTTAAAGTGTACCTTCACTCCTTTTCGATTCTAACTACTCTAAACTACTTCTAAACACCTAGAAATCATTCATAACATGAATCATAACCTTGAATTCATAATTCAAATTCAAGGTAGAGTTAAGAGTTAAGTCTTGAGAGTTCTT

>rnd-1_family-191#LTR/Gypsy ( RepeatScout Family Size = 484 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGTCNCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-354#LTR/Gypsy ( RepeatScout Family Size = 228 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGACCCTCCTGAATAATGGGACGTAGTATAGCAAGGACCCTCCTGGATAATGG

>rnd-1_family-299#Unknown ( RepeatScout Family Size = 284 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGTCTTTAGCTACGACTAGTTAGAACTAAATTTTATTTTTCTATTAATTCTCAAAACCGCTCCCTTGGGACACGACCCCAACCCTTGGTTGGGTTACTATATTATCGACGATCGTAGACACTCGTACCGTAGGTTAGTGTCGTTGGTCACGATAAGCATCA

>rnd-1_family-404#LTR/Gypsy ( RepeatScout Family Size = 183 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATCCAAATCATCCTAGTTCGAGAAATACGCCACTAACGGCCCTCGAATCATGGATAAATCTTAGGAGAGNAGAATCAAGGGAGGAACAGAATTGTACCCGCAATNTTNATCAATAAAATTATGTTTCTTCATATTTTATTTGTGATTGTAATTTATTTTCCGTCGCTTTAAAATTTGTTGCAAACAAATTGGCACGCCCAGTGGGACCAAATCTGCCCTTCATCTCTTCTCTCGTAAATCAAATCTGAAAATCTGAAGCCGCAAAGGTGGAAGAATGAGTACTTCAAGCCTCGTCTTTGAGTTTCATCGAGTCTACACTCCGACAAGCCTTGAAGCAGGGGGCATTTGTAGACATTGAAATTTTGTGGGACTCTACAAGACGTGTTCAATTCGAGTTGGGACTCTACAAGGTGTGTTCAATTCCAATTAGGATTCTTGGAGGCTACTCAACCCTAAACCCTAGTTCATGCCTATATAAAGGGTACTANATTCCCTTAAAAGGCATCTCGAANATTCCATAAA

>rnd-1_family-141#LTR/Gypsy ( RepeatScout Family Size = 607 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTAAAGGGTTGTGACCCTTATTGATATTCGATTGTATTAGATGGTTATTGAGACAATGTCTAGACTTCCGTTTGNTTTTATGAAAAGACTTCGATTGTAAAAAGTTTTAAATTTCCGCATCATTTCTATTACTTATGTTTATGATATGCTAAGGGCTTGTATGAGACCCCTTCGGGGTCGAGTACGCCGTGTTACGTCTAGGGGGTACCCCTGGGTCGTGACA

>rnd-1_family-435#LTR/Copia ( RepeatScout Family Size = 162 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGATAAGTGCTAATGCTCCTAGGTGTTTTGATGATCTCCTCACAAGTGCAGGGACCCGGTCCTCTGCAGAGTACGCTCGTCCAGNGTCAATATGNTGTACAGCTGTAAAGCTGTCCGCGTCAGGAGGTTGGTGAAGCCGCAGCGTACTNCACCAATCAGAAGCGACGAGGTTGTTTGTNCGNTGGNTAATAACTCTTCATGGTTGATATATTCAACATNACAAACAACAAATNAANTCATTCATTCAAAGAGAGACATTTCAAGCTTCAAAAACAGCAAGGGACCTGATAGANTGCTTCAATTGCTTCCTGTACCAGCTGTTACTTTGTTTGCTTGTAATCGTGCTTATATTGTAGGATTCGTTTCGCTTGTGATAGAAACGTTTCAANCTTGTGTGAATCATTGTAAGAACTAGGTTGAGGGTAACTTAGTGTCTTACTCTAAAGTCTATATTAATCGGTTAGGGTTAGTATAGTGGGCAGTGTTGTATCTGCTTNGGCTCGNCTAAGTAATAGGAGGTATTGCTTAGTGTGGAGATTAGNAGGCTAATCTCGTTGTTGTAAACTGGCTTTTACTTTTGCTTGAGAAGATTAGTGAAAGCAGTTTGAAAAGTCCTGCGAGACAGGTCGTGGTTTTACTCCCTTGAGCAAGGAGGTTTCCACGTAAAGTTGCTTGTCAATCTTTACTTTCAGCATTTGTTCTTTACTGTTTGTTACTGTAACTGTGTCGAGGACCTGGTCCCATCGACATAGGTGGACGCATACATTCCAACAA

>rnd-1_family-477#Unknown ( RepeatScout Family Size = 137 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATAGGAAGATATCATGAAATTAATTATTTTTTCAATATTATTTTCAAGCGTATCGGGTCAAAATATGAATCATATGTGGTTTTATAGAAAAATAGAATTTTTAAAAATATCATTTTTATTATTTATTTGAGAAGGGTTTAAATTTGGACCAATCACATTAAGCAACATAATAAATAAATATTTAATAATTTTACTTTAAGGGAGCTGTTAAAAATAAGGGCAAATNTGAGCCAAAGGGTTGACGTCGAGGGTATTTTTGAGCCAAAAGGTNGACGTNAGGGGTATTTTNGGGCCGATAGGTGGATGAAGGGTANTTTTGTACCANTTCGAATAGTTNAAGGGCATTTTAGGCCCTTTTCCGTA

>rnd-1_family-111#LTR/Gypsy ( RepeatScout Family Size = 696 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGCCCAAGCCATGACGGCCCAAGCCAATAGAGANGTTGNGNCTCGGGTGAACCCTAATGTGAGTACCGCGGCTTCNAGGTTGAGAGACTTCGCGAGGATGAACCCTCCNGNGTTTCNTGGCTCCAAAGTGGAAGAGGATCCTCAAGAGTTTNTGGATGAGGTTTATAAGGTANTTGATGCTATGGGGGTGACTTCGGTAGAGAAAGCGGAGCTAGCCGCTTACCAATTGAAGGATGTNGCCCAAGTNTGGTACGCTCAATGGAAGGACGATAGGCCGGTAGGAGCGGGTCCCATAGANTGGGAAGTGTTTAAGNAAGCATTCCTTGATAGGTTCTTTCCCCGNGAGATGAGGGAAGCTAAGGTGGAAGAGTTCATCAACCTTCGNCAAGGNAGTATGAGTGTNNAGGAGTATTCTTTGAAGTTCACCCAATTGTCCAAGTATGCTCCATCTNTGGTGGCGGATCCNAGGGATGAGATGAGTAGGTTTGTGACGGGTGTGTCCGACTTGGTTGAGGAAGAGTGTCGTACGGCAATGCTCCATGATGACATGGATATCTCNAGNCTTATGGTGTATGCTCAACAAATTGAGGAGTCGAAACTTAAGAAGAAGAATAGGGAGGTGAAGAGGGCTAGGACCGATGAGCAAGGTCAACCTAGGTTCAAGAAGAGGGCTCCNAACCAAGATTCTTCAAGCGCTCCTAAGGCTAACCAAGAGAAAGGTGGTGGATCTCAATTTTCTAAACCTACTTGCGCCACTTGTGGAAAGAGGCACCATGGGAAGTGCCTAGCCGGTACTAGTGGGTGCTATGGTTGTGGNAAGAGTGATCACCAAGTGAGAGATTGTCCTACTCTTACGGCTAAAGGAAGGGAGGCCAAGCAAGCTCCTCTTAGTGGCCCGGATCCTAATGCTCCAAAGAAGAATCGTTTCTATGCGCTTCGAGCTAACGAGGACAAAGGAGCTAATCCGGATGAAGGCGCCGGTAAGTNATAGTTCCTTATAGTCGTGAA

>rnd-1_family-445#LTR/Gypsy ( RepeatScout Family Size = 156 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCGGNGGGTTGGCTCATGAGGATCCCCATGAGCATATTAGAAACTTCGTGGATGTNTGCGGACCGTTCTCGTTCAAGAACATNTCNCAAGAGTCGGTCCGGTTGAGGTTGTTCCCGTTCTCTTTGATGGGNGAAGCGTGCAAGTGGTTGGCCGAGTTGCCAAGNGANTCNATCA

>rnd-1_family-194#LTR/Gypsy ( RepeatScout Family Size = 483 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTAAGTTATTGCATGAGTTATCTTTTGAGACTATTTCTTGTGTTTAAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCAGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-264#LTR/Gypsy ( RepeatScout Family Size = 336 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTGGGCAGTGACCTACGGANGGGACCCACGCCCCGTAGGTCCGTCCACGCCCCGTGGGTGAGGGGTCGTGGGTCAAGGCCCCGAAAACAGGCTCCAGAACCCCACCCACGGNTNACCAGCACGGNCCGTGGGTCCACCCACGGTCCGTGGTCGTGGGGTCGTGGGTGGGCGCCTGTAANCTGTTTCGGCGGTTAGTTAGGGGTANTTTGGGGATTTCTCCAATTAATTAGTTATTAAGTGGCGTCGTTTTATACTAATTTAGACCACCTATATAAGGATTTAAGACCCCTAAATTAANTCATCTTCNTCATTATTCCAAAACCCCAAATCAAAACCAACTTCTCCCCAAATATTCTCTCTCTAGAACTCCANTGAAGAAGAAGAA

>rnd-1_family-566#LTR/Gypsy ( RepeatScout Family Size = 104 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGATCGCCTTAGTGAAACTTCTAGCATCGAAATGTGCATCCAAGGNATGNATTGGGGTCTTCGCTACATCTTGCAAGGAATAAAGCCNAAAACNTTCGAAGAGCTGGCNACTCGCGCNCATGACATGGAGTTGAGCATGACTTCGAGAGAAGATCAACGATCTCTGTCCGTGAACCTCGCGAAGATGAAGATATAGAAGAACTCCAAAGTGGGGGCAAGTCTGCGTCCGAAGATGACTTTGAAGAGTCAATGTATATCTAAACGCTCCTCGACGCACGAGCCTAAACTGCANGTCGCAAAGCTCCTCAAATTCGAGCTAAATCTTCAAGTCGAAATGCTCCTCGACGCACGAGCCTAAACTGTATGTCACAAAGCTCTTCAAATTCGAGCTAAATCTTCAAGTTGAAATGCTCCTCGAAACACGAGCCTAAACTGCATGTCAC

>rnd-1_family-181#LTR/Gypsy ( RepeatScout Family Size = 500 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAGAAGAGAAGAGGAAAAGTCAAGATTCGTCGAGTTCTTGAGGATTTGCTTGTGGATTTCGCCGAGGGTTGATCCCTACGAGGTATGTGAGATCNCATAGCGTTGGGTTCGTTCACCCACGCGCCAANCATGTTTANTTCAGCGTGAATTCGTCCTAAAAAGATTGAAAGTTTGATGTTCTTGATNNGTGTTCTTGAATTGCTTTCGTTCTTGAATTTGGGTTGAGATTGAGGAGTTTCTTGAGATTANAGTGTCGNTTCCTTGAGTTGTTTGAGTTAGATTCTTGTGTACATGTNTTGGGTATCTGAATCTAAAGAGAATTTGAGAAAAAGAATCGAGTTTAGGCGANTTAGGGTCGGAAAACGAGAAGAAAAGTTCGTCGGATTCGCCTGGGGAGGGGCTGGCGCGNCGCGCCCCCGTAGCGCCAGGAAGGCTGGGGCGGCGCGCCAGCA

>rnd-1_family-17#LTR/Gypsy ( RepeatScout Family Size = 1421 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACTTAGTGTGGGTGGGGGTATGGGACTTCATCCATGCATTGCACAAGTAGGCTTTGAGAGTGGTTATGGTGTGTTCCTCTTATGTCATGATGACTCATGTAATGAATGTGCTTGTGACTAGATGGTAATTGCATTTGATATGAAGGCTACTTGTAATGATGTATGCTTAGCTTGGATTGTTGCTATGAGTTGCTTTCCTTGATATGNTTGACTAAAGGTGAATGTTCCCTTGTCTATGAGAANTAAGCTAAGGATGAGATCAAAAGATGGTAAATATGAATGANGGCCTAAAGTGGCTTGCTTAGTATGGGTGGGATTATGGGGTCTTATCCATGCATTGCACAAGCATGNCTTGAGGTTACTTATGAAGTGNTTCTCTTATGTTATGNTGANCTAGATTGCATTGACTATGCCTATGNCTATGNTGNTATCTCTTATGCTTACTAGTTATGATTATTGTCTATTATGTTATAGCCTATGTCATATTATGATGTCTNTTATGCTTATGACTTATGTTTTTNCACTATCTTCANGATGATGCTTNAACTTGGTAAATTGCATGCNTTCAACTAAAATGTCCCTTTTAGCATGTTTTCAAGGTTTTTATGCATGGCTATCATACTTAGTGCATTTTTGTACTAACCCATATTTTCCTACATTTTCCCAAGTGTAGGGTCCGGTTCTCGAGGTGGTCNTCNTTTGGTTAAAGCTTGGATTCGACTATTCTCCTNGCTTGTGGTGAGTCCTCATGATTCGAGGACGGATGTTTCACTTTGTAGTTTCATTTCTTGTATTT

>rnd-1_family-87#LTR/Gypsy ( RepeatScout Family Size = 823 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGTGTTTCCATGATTTCCTTATGTTATGCATGTTCTTGAGAAATTCATGTTTAGNAAGAAAATGAGTTTTCATGATTTATTTTCCTCATGTTGTTGTGCATTTAGTATGAGTTGCCTATAGACTTCATGAGATGAATTGATGAACATGCTTTAGATATGCTTTTTGAGAGTGAATTGCATATNGGCTCCATGANATTGTGTTGAGCATGCTTTTAGCTTGGAGAAGGTAGTTCCTCCTATGAACATGAGAAATGTTGAAGTTTCATGCATANTGGGTTGTTAGATGTAGTTCCTACTTCCTTGTGNTGCATTGAGTATGTTTAGNTTGGAGTTGATGTTTCCTCCTTNGTTNTGTGCATTGTTTTGATGTTTCATGCATGATGGGCTGCTAGNCTTGAGTTTCACCCCTCTTATGATGTTTTGAGAACGTCCTAGCTTGGAGTCGATAGTTCCTCCTCGGTTGTATGCATTGCATTGTTAGGTTGGGTTGTTAGTTCCTCTCCTACTCTTTTAGAACCAGTTTAAATCTCATTCGAGGACGAATGGTCCCAAGGGGGAGATATTGTAACGCCCCGTAT

>rnd-1_family-25#LTR/Gypsy ( RepeatScout Family Size = 1288 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGAGGAGAAAAGAGGAGAGGATCAAGGCGTTCGTCGAGATTCTTGAGATTTGTTGCGGATTTTCGCCAAGGGTTTGATCCCTACGAGGTATGTGAGCTTCCATAGCGTTGGGTTCGTTCACCCACGCGCCAANCATGTTTATTTCAGCGTAAATTCGTTCTAGAAAGTTGAAAGTTTGATGTTCTTGANNTGTGTTCTTGAAATTGGCTTTCGTTCTTGAGTTGGGNTGAGATTGANGAGTTCTTGAGGAAATCGTGTCGATTTTAGAGTTGTGTTTGAGTTAGATTCTTGTGTACATATGCTGGGTATCTGAATCTAAAGAGAAATTGAGAAAAAGAATCGAGTTTAGGCGAATTGGGGTTAGAAAACGAAGAAGGAAAAAGTCGGGCGGATCTGGGCACCGGGTCCGCGTCGCGGACCTGCTCCCCCAGTGNACAAANTTTCTCTCCGCGTCGCGGAGAGGNCGCGGACCGCTCTGCCTCAAAATTANTTTCGCGACCAAATATTTAAATGCATCTCCGCGTCGCGGACTTGCTTCCAGACAGTGATTTCTTGATCNTTTCTCATGTTTAACTATCTAAAAACACTCCTAAACATCACGAGATCNTTCCTATCACGAATCACAACCTTGAATCCATAATTCAAATTCAAGGTAGAGTTAAGAGTCAAGTCTTGAGAGTTCTTTCGAACGTTTTGAGAAAGTCCTTTTGAGGAGTCTTCTACAACTTCTAATAACTTGTTTCAAGACTCGAGCAAGTGAGTATGAGAGTGAGGAGAATGTATTCATGAGTCTACTTTATCATCACGAGATCCTTCATATCATGAACCATAACTCTTGAATTCATAATTCACATTCAAGAGAGAGTTAAGAGTAGAGTTCAAGAAAGTCTTTGAGTTCAATTGTGAATCCTTTGAGATCAACTATCGATTTGAGCTAAGTTTTGAGGAAGTAAGTATGAGAATGAGAAGAGTCGTATACATGAGTTCCATATTGTTATGTAGACCCTCGAGTCGAGTCGTTCATGCCCATAAATTCCGCATGAACTCCATAAGTTGAGTATCTTTGAGAGGAGTAGTATCTTCAAGTTCTAAGTCTT

>rnd-1_family-537#SINE ( RepeatScout Family Size = 117 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAGTGGCGGAGCCAGGATTTTCAATAAGGGGGTTCAAAATCTGAAGAAGTAAACACACGAAGTAGCCGAAGGGGGTTCGACATCTACTATATATACATAAAAAATTATTTTAACCATGTATAAATAGTATAATTTTCCGCCGAAGGGGGTTCGGATGAACCCCTAANNATANGGTGGCTCCGCCCCTG

>rnd-1_family-385#Retroposon ( RepeatScout Family Size = 196 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAACAGAATTACTGATTNCAATAAACTTTGCAGAAACACGAAGCAACCAAAGTTTAATGAACCAGTAAGAATAGATGAACATAAATTAATTGACAAAACTAAAATCTGTAAAAACATACCAGAATCTGNAAAAACAGAAAAGAAAAAAATCGAGCCCACTGAATGCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTACCCGAGGTTTAATGGAATATATCCTCCCAGGATAGAACGATCTTANTCACCAGTGTATTGATACCCAAAACNATGGTGTCAGCGAGCCACTCAACGGCAGTAAAGTACACGAATATTTAATTGTGCAGAAGAAGAAGAAGAAGTCAGAAAATTTCGTAAGGAATAAGTCTGAGGAATCACTNTATTTATAGNCAAGAGGAACTGGTTCCGAAAGGTTGCAACCTTTCAGAANCCACACGACCATTCATGAAAGTTTGCAACCTTTCAAACGGTCATGGCTGTTTCTGAAANGTTGCAACCTTTCAGAACAGTCACTTCCAACGGCGGGAAATTCAAATAAAACGGGAAAGAATTTAAATAAAACGGGTCGCGCG

>rnd-1_family-334#Unknown ( RepeatScout Family Size = 248 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCATTTATGTCATCCGTTAAAAGTTTGGCTCATCTATGTCATTTCCGTTTGAGAAAAGGCTCATTCATGCCATTATTTGTTAACTGAAATGACATAGATGAGCCAAACTTTTAACGGATGACATANATGAGCCTTTTCTCAAAGTTCGATGACATATTTGAGCCTTTTCCCTTTTAAAAAATAATTTAATTAATGACGTGGCCGAATCATAATTGACCACGTGTAAAAAATGGTTTTGCAAAATCGAAACTATTTTCAGTTAACAAATAATGGCATGGATGAGCCTTTTCTCAAACGGAAATGACATAGATGAGCCAAACTTTTAACGGATGACATAAAT

>rnd-1_family-359#LTR/Gypsy ( RepeatScout Family Size = 226 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCGGTACAGGGTCCTCCTCCCCGGTCGCTGAACAGACTAAAGGCCGAGGGGTTGAGGACCATCCTNGAGGAGAAGNGGTTGTCCACGGANGGCGTGGTGGACAGGTACCCNGANGTGTGGGACACCCTCCGGTNCCACGAGTTCGAGNNGTTCACCAGGCCCCGNGGCCCNTACATTCCTACNTGGGTCCGGGAGTTCTACGCNGCNTACGGNGACTTGGTNCCNAAGGGGAAGAAGAAGGCCAGCGCGTTCAGACCGGTNGAGTCCGTCGTGGTCCGGGGNAAGGAAGTNGAGTGCGACAGCGATNATATCAACGCTGTATTTGANAGAGCTACACGGTTTGAGCATGACTACGAGGGCNTGACCACGACGCAGACCCTGGATGACCTGAAGGGTTGGCTGGCTCCNCTNATTTCTGACGCCACCCCGAGGTGGATCGAGGCGGGAGCNCCNATCGAGAAGAAGGACCTGAACGTNGCCGCNNGGTACTGGTTCGGNTTCATCAGCAGCACCATCATGCCGTCCCAGAACGAGTCCATCCTCCGCCATCCNAAGGCGGCCTGCCTTGGNTCNATCATNGCCGGGAGGCGGNTCGACTTGGGGCTGATCATTGAGCAGGAGATGGCCATGAGGGCCAAGCAGNGNCAGACNTCCCTNCCATTCCCGGTGTTGATCACNGAGTTGTGCCGGCGNGCCGGAGTNCCTCGNGACGAGAAGAGGGATGTNGAGGTNACTCCCACATCCTCCACCGACATCCGGCGTATCGAGGCCGAGTACACGCGGGANGAGGCTGACAGGAGGAGAGCAGCTCCGGCGGATACNTCCCCGGAGGTCGACGTTGACTCGNTACCTGCAGAGGCANCTTCGCCTACTCCGGCCTCCGGGCCTTCAGGTACATCTGCTTCCGCTCCTTC

>rnd-1_family-261#LTR/Gypsy ( RepeatScout Family Size = 343 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCATGCATCGCGGGAAAAAGATTCATGCATCGCGAGAGAAAGATTCATGCATCGCGAGAAAAGATTCATGCATCGCGAGAGAAGATTCATGCATCGCGAGAAAAGATTCATGCATCGCGAGAGAAGATTCATGCATCGCGGAAAGAGATTCATGCATCGCGAGAGAAGATTCATGCATCGCGAGAGAAGATTCATGCATCGCGAGAAAAGATTCATGCATCGCGGGAAAAGATTCATGCATCGCGAGAAAAGATTCATGCATCGCGAGAAAGGAATTCATGCATCGCGAGAGAAGGATTCATGCATCGCGAGAGAAAGANTCATGCATCGCAAGAGAAAGATTCGCGCATCACAAGAAGATCGACATCGACTGCATCATTTTCTTTGCAANAACGACATCAAGAGAACTATCAACATATTACATCAGCCTATTTTATTACTTCGACATCAAAGGAAGAGTACATTGAAGATTATATTGCAAATATGAGACACAAGCTTTATTTGCTTTACGTCAAACCCGATGGAGTTGACGTCAAATGTTCAAGGAGAGCAATTAAGTGTCAACACGGTAAAAGACGCTATCTCTCCATTTGAATTGCATTTTTATGCTAATGAGTTTTATCTCAGTCTTTGTCGAGAGCATCCGAGAGGATGAATTCTCAAAACAAACCACAGGTGCGGACGACATCAAAAAGGATGCAGCACAACGTGGAACTTTTTCTTAGCAGCGAACTGGGACATAGTCCGAAGAGGAGTGCCAAACTCTTAGGACGCGAGCNGAGGAGCGACTTCCACCACAATCAAACCACACCCCTATCAGAAGGCATGTGGGTTTTCTTTGGGTTTATCGGTTTCAGTTTCGCATCCGGAAAATTTTGGTCTCTACCGGAAGCAACTTTCCAATCCGAGTGACAATGCGCCAAGAGCTTTGGAAATTATGTCCGTGTAAGTTCTTAATTATGGGTGTGAAGCGCGCCACATTCATGGCTAAGAGGTTGCAAGCCTCTTTTTCATACTCGACTTACTTTGTCGCTCTTCCAGAACCGAAGGTTATCTTGCATAATAGATTTCCTTTTCAACCGATCGAGTCGAACTACAAGCAGCCTGATTCCCTAAGTTGAGGGATATGTAGGCGGGATCAATGTTGAAAACTCGGCTGTATTCCAACATTCGCTCTTAAATCTTATTCCCGAGCATTCCGGTCCCTTCATAATTCGATATCGGGATGGCTTTTGAATTCTTTCAAAATCGTGCGTCAAATCAAGCGTATCGAACTACAAGTGGCCTGAATTCTCATATAGCCTGAGATATGTAGGAAACCCANTTTCGGGGTTCGGCCATAATTCCTAAAGTCCGTACCAAATCCCTTTTCCGAAAGATGAAGATGTGGTCGGTCAAAATTGGATTCGTCAATTTCATTTNCCTCGAATTTCTTTCATCAATCCAAGTCAAACGAGGGACAGTTGTTGACACCCAATT

>rnd-1_family-133#LTR/Gypsy ( RepeatScout Family Size = 621 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATGACTTCTTAATGAGTTTTACTTAGTGTGAGTGGGGGTATGGGACTTCACTTATACATTGCACAAGTAGACTTTGAAAGGGGTTATGGTGTGGTTTCTTATGCTATGANGANATATGAATGTATGCATGTATGTTGAATGGATTGTTGCTATGAGTGACTTTCCTTATGTTCAAGTTAATGAACATGAATGTTTCCTTGTCTATGANTATTGGCTATGATGAGGTCTAAGGATGATATGTATGACTATGGTGGCCTNAAAGTGGTACTTAGTATGGNTGGTATTATGGGATGCTANCCATGCATTGCACAAGTATANCTTAGGGTTGCTTANGTGATGGTTCTACTATGTTATGANGATNTATGTGATGATGCTATGGCTTGTGTTTTACATTGAAATGCATGTTGGT

>rnd-1_family-171#LTR/Gypsy ( RepeatScout Family Size = 523 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACATCCGGCAATTTGAAATAACTANGAAGAGGCTTAGAATTGGAAATAGTCATTTTTGGAAAGAATTCGAAAATCTGGAAATTTGGCTAAGTATGGGAAAAAGGTGAGTTTTTGGCCAACTTCGAGCGGTCATAACTCCTAGCTCAGGATGAGTTAGGNGTAGTTCCAGTTATGGTTGCGAAGCTCGTGGAATGATCTTTCCAACGCCGCCGAGTTTGCTCGATTCCGAGTTCGTATGAGCGAGTTATGCCCTTTGGAAGTT

>rnd-1_family-338#LTR/Gypsy ( RepeatScout Family Size = 245 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAACTAGTAGGCTAAACTAGAGCTTGACGTGAGGGTTAGAGTCGTAAAATGACTTCCCGTACTTAGAATGAAGGGTTTAGGGTTAGAACGTCAAGGTACGACCCCCCAAGGACCAACCAAGGGTCCTTGAGGAGGACCCT

>rnd-1_family-1#LTR/Gypsy ( RepeatScout Family Size = 1733 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCTTATTGTTCTATTTCTTATGTTATGANAGCTAAGTGGCTTGTATGGGGCCCTTCGGGGTTCTATACGCCATGTTACATCTAGGGGGTACCCCTGGGTCGTGACAAACTTGGTAATCAGAGCACAAGGTTTAGAATGGTCCTAGGATGTCTCATAAGCCACGTCTAGTAGAGTCTTGTTCATGAGTGTGAAGCGCGCCACATTTATGAATGAGAGGCTACAAGATGTTTAGGAAACTCCACTTCTTTCATTACTCTTAAGTCGTGCGATAGAGTTTAACTCTATAAGGTCTCTCTCCTAATCCTTATCCGATGTTCTTCAGGATATGGCTACTCGAAGGGCTTACGCTAGAAGGAATGCGAGGGAGAATGTGGANCAAGAAGCTCCTCCCCAAGCTCCTCAAGCTCCGGTCGATCCTTTGGCCGAGCAAGTGACTAATGCGGAGTTTAGGGCNGCTTTCCAAGTGTTGGCTCAAGCCGTGACGGCCCAAGCCAATAGGGAGGTTGTGGTCCCCGTGAACCCNAATGTGGGTACGACGGCTTCNAGAGTGAGGGACTTCACNAGGATGAACCCTCCGGAGTTTCATGGTTCCAAAGTTGAGGAAGATCCTCAAGAGTTTATCGATGAGGTNTATAAGGTNTTGATGATCATGGGAGTGACTCCGGTGGAAAAGGCGGAGTTGGCCGCTTATCAACTNAAGGGTGTTGCTCAAGTNTGGTACGACCAATGGAAGGANGAGAGGCCGGTAGANGCGGGTCCCGTNGATTGGGAAANGTTCAAGNNCGCTTTTCTTGATAGGTTCTTTCCCCTTGAGATGAGGGAGGCNAAGGTGCNNGAGTTCATCAACCTTCGTCAAGGAAGTATGAGTGTGAAGGAATATGCTCTGAAGTTCACNCAATTGTCCAAGTATGCTCCAACTATGGTNGCGGATTCNAGGGCTAGGATGAGTAAGTTTGTTTCGGGTGTGTCCGANNTGGTGGTNAAAGAATGTCGTACCGCNATGCTCATCGATGACATGGACATCTCTCGTCTCATGGTNCATGCCCAACAAATTGAGGAGGAGAAACTTAAGGAAAAGTCTAGGGAGGCGAAGAGGGCNAGGACCGGTGATGGNAACTTCTCNNATGCNAGGTCCGATGGACAAGGTCGNCCNAGGTTCCGGCAAAGGTTTTCCGGCCAAGGTTCCTCCAATGCTCCTCCAAGGTTCAACAAAGATAGGGTGTCTAACCCTAAGCCTCAAGGAGGNAATGGTGGTGGNTCTTCGTTGNCTAGGCCTACTTGTGCTAAGTGTGGNAGGAAGCACGANGGTAAGTGCCTAGCCGGCACGGATGGTTGCTTTGGTTGTGGNAAGAGTGGTCACAAGATGAGGGATTGCCCGATGCTTACGGCTAAAGGAAGAGAGGGCAAGCAAGCTCCTCCTAGTGGTTCGGGTTCCGATGCTCCNAAGCAAAACCGNTTCTATGCTCTTCAGACTCGAGGTGANCAAGAGAGTTCCCCGGATGTGGTTACCGGTATGTTGAAAGTTTTCCAACTTGATGTNTATGCTTTGCTNGATCCCGGTGCTACTTTGTCTTTTGTGACGCCNTNTGTGGCTATGAGGTTTGATGTNCTCCCCGATGTGTTGTTAGAACCTTTTTCTGTCTCTACTCCTGTTGGTGATTCTGTNGTGGCTAAGAGGGTCTATAGAAGNTGTCCCGTTTCCTTGTCCCATAGAGTTACTCTTGTTGATTTGGTAGAGCTTGATATGTTAGACTTTGATGTTATTCTTGGTATGGATTGGTTGCATTCNTGTTATGCTTCTATTGATTGTAGAACTCGNGTAGTCAAGTTTCAGTTTCCGAATGAGCCTATCCTAGAGTGGAAGGGGGGAAATTCTATGCCTAGGGGTCGGTTCGTTTCTTGTCTTAAAGCTAGAAAGATGATCTCTAAGGGTTGCATTTACCATCTTGTTAGGGTGAGGGATGTNGATTCCGAAACCCCTNCTCTTGAGTCGGTCCCCGTNGTNAATGAGTTTCCGGAAGTNTTCCCGATGATTTACCCGGTATTCCTCCCGAANGGGAAATAGACTTCGGTATTGACCTTCTCCCGGATACGCAACCTATCTCTATTCCTCCTTATNGAATGGCTCCGGCGGAACTNAAGGAGTTGAAAGAGCAATTGAAGGATTTGTTGGATAAGGGTTTCATCCGACCGAGTATCTCTCCATGGGGTGCTCCGGTNTTGTTTGTTAGAAAGAAAGATGGNTCNCTTCGNATGTGTATCGACTATCGNCAATTGAACAAGGTGACCATTAAGAATAAGTATCCTCTTCCGAGGATNGATGACTTGTTTGACCAACTTCAAGGGGCNAGTTACTTCTCTAAGATTGACCTTCGGTCGGGTTATCACCAATTGAGGGTGAGAGAGGNTGACATTCCGAAGACGGCTTTTCGAACTCGGTATGGTCATTATGAGTTTTTGGTNATGTCGTTTGGNTTGACTAATGCTCCGGCGGCGTTTATGGACTTGATGAATAGGGTGTTTAGACAATACCTTGACATGTTTGTGATCGTGTTTATCGATGATATTTTGATCTATTCGAGGAGTGAGGATGAGCATATNGATCATTTGAGGATTGTGTTGCAAGTCCTTAAGGACCAACAACTCTTTGCAAAGTTTAGCAAGTGTGAGTTTTGGTTAAGGTCCGTAGCTTTCCTTGGTCATATTGTGTCGAGCAAGGGTATTGAGGTAGATCCTAAGAAGACGGATGCGGTCAAGAGTTGGCCTAGACCTCTANCTCCTTCGGATATTAGAAGCTTCTTGGGTTTGGCCGGTTACTATAGAAGGTTTGTTGAGGGGTTTTCCTCCATTGCCTCTCCGTTGACGGCTTTGACTCAAAAGAAGGCTAAGTTCGTGTGGTCGGAAGCTTGTGAGAAGAGTTTCCAAGAGTTGAAAGATAGACTTACTTCCGCTCCGGTGTTGACCTTACCGGAAGGTACNGATGGNTTTGTGGTNTATTGTGACGCCTCTAGAGTTGGGTTGGGATGTGTGCTTATGCAAAATGGTAAGGTNATTGCCTATGCTTCAAGGCAACTTAAGGTNCATGAGAAGAATTATCCNACCCATGATCTCGAATTAGCGGCGGTNGTNTTTGCCTTAAAGATTTGGAGGCATTACTTGTATGGGGTNCATGTNGATGTNTTCACCGACCACAAGAGTCTNCAATATGTGTTTAGTCAAAAGGATTTGAATCTTCGCCAAAGAAGGTGGCTNGAGTTNTTGAAGGATTATGACATGAGTGTCCTTTATCACCCCGGCAAAGCNAATGTGGTGGCGGATGCTCTTAGTCGATTGTCCATGGGTAGTGTNGCTCATGTNGAGGATGANAAGAAAGAGTTGGTTCGNGATGTNCATAGGTTGGCCCGGTTGGGTGTTCGACTAGTGGATTCCACCAAGGGTGGTGTCATGGTCCATAATGGTTCCGAATCGTCCTTTGTGGCGGATGTGAAGGCTAAGCAAGGTCTTGATCCNATTTTGGTNGAGTTGAAAGAANCGGTGCTCAAGAAGTCCGTTGAGGCTTTCTCCCAAGGGGGAGATGGNGTGCTTAGGTACCAAGGTCGNTTATGTGTTCCGAATGTTGATGGCTTGAGGGAGCAAATTTTAGNAGAAGCCCATAGTTCTCGGTATTCTATTCACCCGGGAGCCACCAAGATGTACCGTGATTTACGGGAAGTCTATTGGTGGAATGGNATGAAGAAGGATATTGCGGGATTTGTGGCCAAGTGTCCNAATTGTCAACAAGTNAAGGTCGAGCATCAAAGGCCGGGAGGTTTGTCCCAAGATATCGGTATTCCTACTTGGAAGTGGGAAGATGTGAATATGGACTTTATTGTNGGTTTGCCTCGTACTCGGNGGCAACATGATTCNATTTGGGTCATNGTAGATCGGATGACGAAATCGGCCCACTTCATTCCCGTCAAGGTTTCNTATTCGGCGGAAGACTATGCCAAGTTGTACATNAGGGAGATGGTGAGGTTGCATGGGGTNCCTTTGTCCATTATTTCNGATCGNGGTACTCAATTTACTTCNCANTTTTGGAAGTCNTTCCAAAAGGGTCTTGGTACTAANGTTAAGCTTAGCACGACCTTTCACCCNCAAACCGATGGGCAAGCGGAGCGTACCATCCAAACNTTGGAGGATATGTTGAGGGCNTGTGTNATNGATTTCAAGGGTAATTGGGATGACCAT

>rnd-1_family-559#DNA ( RepeatScout Family Size = 106 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAATTATACAAATCCGCGAATTATACAAACGAGACAGCTTAAACATGTAGCTACGAATCGTAATTAGCAAACTATAGCTATGGAGCGTAATTAAGTTATTTTTGAGTGGCTATNTGCGAAAGTT

>rnd-1_family-446#Unknown ( RepeatScout Family Size = 153 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTTGATCCAATTGAGTGGATAATGGTTGNTTATGATGTAATTGCATGATTTTAGTATGATTATACATGTATTCTTGATTAACCTAAGATTCTAGGGTGAAATTGATATAGTTTGGTTTTATGCCATGAAAAGGGAAATTGAGGGCTTAGATGTGATCTTCTAAGATTGATGAATTNCTTNATGAATTGCTTNAGATTAGANCACCTAGACATGAATTGCTTAAGAGTAAAGCTTGTAGACATGAATTGATTAGATTAGGGCNTATATGATGGATCATGACTAGTAATGTTGAGATTGAGCCTATATGATGATATATGACTAGAATCGCTTAAGAATGAAGCATGTGATTAGANTGCCTTGAGANCTAGGTATATATGATGATCGTGNGAAGTANNGCTTTGAGAGTAAGGCTTGTAGTCATGAATGTTGATTNCTAGGGCTTTGAGGGTAAAAGCTAATATGATGAATTANGNATGTTAAGGCTTTGAGAGTGAAGCTTATATGATGATGGTAGACTATTAGATGGNATTGTTGTGGAAGGACTTTACCCACATGACCTACATTATGAGTGTTTGAATGCATGAAGTGATTGAATCACTTGAGTTATGATTATATCCATGTCTAAT

>rnd-1_family-430#Unknown ( RepeatScout Family Size = 165 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGCCTAANCCATCGGCGGCCCCTTAAAGTTGNCANCATATTTCACTTAGACACCTCAACTAGGCNTTGTTCATNTTAGACACCTCATGTCGGGTCCCGTTGTGTCATTTTGACACTTTTTCGACAATCAGCCAAAANTATAAGGTGTGTGTAATACACTCGCGGATGACGTGGCAAAGTGACGAATTAAATGACGACACGTGGCAT

>rnd-1_family-332#Unknown ( RepeatScout Family Size = 251 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGGAAAAGGGTCAAATATGCCCCTAAACTATTCGAAAAGGTCTANATATACCCTCCGTTTAAAGTTTGGCTCANNNATGCCCTTGCCGTCCAACTTTTGGTCCAAATATGCCCTTATGGGCGTTAGTTGGCCTGCTGGAAATATCCAACTCATTTTNCATTTCTTTAAATGCCAAATGGAATTGCCACGTCATTTTTACATTACCACGTGGCATTTATATTAAAAGGAAAGGGGTCAANTATGCCCCTAAACTATTCGAACCCATAAA

>rnd-1_family-2#LTR/Gypsy ( RepeatScout Family Size = 1727 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTATGTAATTCATGTTTGTATGATGATTCTACCCTAGGTTATGTATAATTTCTATGAAATTAGGGTTGAGTCTTTGAATGAAGCCTTGAAGGCTATGAAGGGAATATGTCAATTGCTTATATTGATGTTGATTATGTTATTACTTCATGAATTACCTTGTATTATGTATTGGTTATGAATTGNTTGGTAATTGAAGTATGGATGTCCCACGAAGGGCAAGAAGGTATGAAGGTTGGTTCTTCTTTGAACTCAAGTATGAAAGGTGAATTACTTAGATTGTAATGATGCTATACCTAATGTGTTGTTGTGGTGTTGATGACCTAGTTTCCTCATCCTTAACCCTCTACACTTGAATTAGCTATGAAGTATGTATGTATGTTATGGTATGATTGCTATATGATTGAAAGGTAGTTCTCATGATTATAGTGTAATGTAAAGTGAAAGGTTTACTCACTTGCTAAGTGTTTCTAAAGTGAAAGGATTGTTACTCACTTATGAACACATATGAGCTATTATGGTAAGATGTCTACATAAGAGTCTAGTAAAGGCTAATGTGAACTTATGTGATGACTAAAGATGATTACAAAAGGGAATTAGATGCTTAGCACCGAAAGGGCATGTAAATGAGATGGGGGTCTCACGTTTAGTAAGTCCGGCTCCCCACATGGGTTTCCTCACGTTTAGCAAGTCCGGATTACCCACGGTATGTGTTGTCTCATGAGATGGAAACCCCCACGTTTAGTAAGTTAGGGTTTCTAGAAGCAATCTCCTTGACCCTTAACTATGTGCCCACATAGGACTCTAGCTTAGTGGATCCACCTAGATAGCTATGTACGAATGGTTACACCTTAGGCAAGTGTTAACCCTCTCTTTTCGGTGTGGGAGTAGAACACCGGATTCCATGTAGCTCTCATGGTCTATGTCGGTTATTGCAATATTTCCCTAATGTAAAAGTAAATGAAGGTATGAAAGGTGTGAACTCTTACTAGGGCTTTCTTAAGGGTTTCTACATAGTGTAAGGGAGGGTATGGGACTTCTCTTGCACATTGCACTTGTGGGATCCTAAGAGATGGTTGTAGTAGTGTTCTCTTATGATTATGATGATTATGACTTATGTATGTTGAAGCTATGTTATGTATGATCATTATGAATATGGTAAGTTATGATGAAATATGATCTTATGAATGTATGCATGAAGTAGGTTGCTTAATGTGATACTTGGCTTTGAATAGGGTTATGGGGTTCTATTCTTTGCATTGCACTAGTATTGCTTGGGTTGTCTACATGTTGGGATGATATTATGTTGGTTTGGACTATGATGCTTACTTTGTGTGCATATTGGATTTACTTGGCAAAAAGCATGTTTTGACTAAAATGTCCTTTTATGCATGTTTCAATGGTTTTTATGCATAGTAGCCATACTTAGTACGTGTGTTGTACTAACCCATATTTTCTCCCTTTTCCCAAACATTTAGGTTCGGGCCGTTGAGGATTCAAGCTTACTTCTCAAGACACTTGGAGTTGCTTCCCCAAGTTGGTGAGTCCTCAAGTCCGAGGACAAGACCCTATGATCTAGCTTCTATGTTTAGTTCTTTGCTTATGTTGAAAGACATTGTTGTACTTTCCTATTTTCGAGACTTCTTATTGATGTAAGGGCTAAGTCCCATTTTCGATACTTCTATGTCTAGATGGTGCATTGTGACGAAGTTAGATTCTATTTTTCATATATGAAGTGAAGTTGAACTTCCAAAGTAAAAGTTTTAAATTTTCCGCGATTTTATTCTATGATACATGTTATGATGAATGCTAAGGGCTTGTATGAGACCTCTTCGGGGTCGAATACGCCGTGTNACGNCTAGGGGGTGCCCTCGGGTCGTGACAAACTTGGTAATCAGAGCACAAGGTTTAGAATGATTCTAGGATGATGTCTCATAAGCCACGTCTAGTAGAGTCTTGTTCATGAGTGTGAAGCGCGCCACACTTATGAATGAGAGGCTATAAGATGTTTAGGAAATTTCACTTCTTTCGTTACTCTNTAGTCGTGCCNTAGAGTCTTAACTCTATAAAGTCCTTTTCTCCTAATCCTTCTCTTGTGCTTNTAGGATATGAATACAAGAAGGGCTAACGCNAGAAGGGNCGAGGAGGAGAATGTGAACGAGGGAGTTCCTCCCCAAGCTCCTCAAGNTCCTCAAGCTCCTATTGAAGAAGGGGCTATGACTAATGCGGAGNTNAGGTCGGCTNTCCAAACGTTGGCTCAAGCCGTGACGGCTCAAGCCAATAGGGATGCTAGGGCTCNNGTGAACCCCAATGCGAGTACGACGGCTTCAAGGGTGAGGGATTTCACGAGGATGAACCCTCCNACGTTCTATGGCTCCAAAGTGGANGAAGATCCTCAAGGGTTTATNGATGAGGTNTATAAGGTNCTTGATGCTATGGGAGTGACTTCGGNAGAGAAGGCGGAGTTAGCCGCCTACCAACTNAAGGATGTGGCTCAAGTNTGGTACGANCAATGGAAGGAGGAGAGGCCNGTAGGAGCGGGTCCNATAGATTGGGAAGCGTTCAAGNCGGCNTTTCTTGATAGGTTCTTCCCCCTAGAGNTGAGGGAGGNNAAGGTGCAAGAGTTCATCAACCTTCGNCAAGGAGGTATGAGTGTGAAGGAGTATGCCCTNAAGTTCACTCAATTGTCCAAGTATGCTCCAACTTTGGTGGCGGACTCTAGGGCTAAGATGAGTAAGTTTGTTACGGGTGTGTCCGATCTT

>rnd-1_family-51#LTR/Gypsy ( RepeatScout Family Size = 1070 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGATGTTTATGCATGGCTATCATACTTAGTACATTTTTGTACTAACGCATACTCTTGCCTACATTTTTCACCAAATGTAGGGTCCGGCGNTCGNGGTTCTCATNCTCGTGGCTAGGATCTTGGTTGAAGCGAGNTTTCGAGNTTGGTGAGTCCTCATGNTTCGAGGATTTGACCACCATTTCCTTATTTCTTTCATTTTACGTTTTGGACATGTTGTATGGGCTGTGNCCCAATTTCATTCTATTGTANTAGATGGCTAATTGAGACAATGTCTAGACTTCCGCTTCGTTTTATAAAGACTTTGATTGTNTTGAAAATGTTTTAAATTTCTCATCGTTTCTATTATCTTATGTTATGATATGCTAAGTGGCTTGTATGGGGCCTTTCGGGGTCCTATACGCCATGTTACATCTAGGGGGTACCCCTGGGTCGTGACAAACTTGGTAATCAGAGCACAAGGTTTAGAATGGTTCTAGGATGTCTCATAAGCCACGTCTAGTAGAGTCTTGTTCATGAGTGTGAAGCGCGCCACATTTATGAATGAGAGGCTACAAGATGTTTAGGAAACTTCACTTCTTTCATTACTCTAAGTCGTGCCATAGAGTTTAACTCTATAAGGTCTCTCTCCTAATCCTTATCCGATGGTCTTCAGGATATGACTACTCGAAGGGCTNACGCTAGAAGGAATGAGGGAGANAATGTGGANCAAGAAGCTCCTCCTCAAGCTCCTCAAGCTCCGGTCGATCC

>rnd-1_family-284#LTR/Gypsy ( RepeatScout Family Size = 307 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGAATTGAAAGAAGCGGTGCTTAAAAAGTCCGTNGAGGCTTTCTCCCAAGGGGGAGATGGTGTGCTTAGATANCAAGGTCGTTTGTGTGTTCCNAATGTTGATGACTTGAG

>rnd-1_family-97#Unknown ( RepeatScout Family Size = 755 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTATGATCGATTATGNTTGATTAAGTCTTCTAATGCATGATTCGATGTTAATACATGATATTTAGTTGAAATTACATTGACCCATGCNTAATTCATGATTTTCAACTATGANCCTATGATGAACCCATGAACTATGAATTATGAATTTTGAAGATATGCATGTTTTTATGAAATTATTGTAAATGATTTAGGATGCTTTGAAAGGAAAGTATCAATGNTATTGTGAAAGGNTTTCTCACATACTATNATGATCATGATTGTGAAAGGTATTTCTCACATATGGATTCATATTGGTGAAAGGTTTTCTCACNTATGTTGAATCACGTTTAAGGAGCTACTCTATGTTTTGATCTTGAAAGCGTGGATTGGTATTGATCGTTGCCTTTCCNATGTTATGATGATATTTATGANTATGNCTATTCCGTTGGGATTTANACTTAGCACCGAGAGGACTTTGAGGTGGAGGCTCAAATAGGGTAGTCTCTAGTAGCAACCTCTAGTCCCAAACTACGTGCCCCCGTAGGATTGTCTTAAATGACCTAGCTAGTGGATCCACTTTAGCAAATTATGATATGTAGGGTTCTACCTTGGCAAGTAGANTCCCCTTCTTTCGGTGTGGGAGANACACCGGATTCCATGTTATAGCTCGCATGGTCTATTGTCGGTTAAAGCTAATATCCCACAAAATGAACTAAGTTTCCTTCAAAAGNTTTTATGATCCTTTATGTTGATGCATTGACCATGTTCATGATTTATGTATTCTTCTTTAAAGNTTTTNAATGTTTTAGCTTGGTCATGCATATCAATTTTTTTGTCCTTTATGCATCATTCCTATGTTTATGCATTTCCCTCATACTTAGTACATTCCATGTACTAATGCATACTTGTGCCTACATTGTTTCACTAATGTAGGGTCCGACGCTCCTACTTCCCACGCTCGTGGCTAGTTGATT

>rnd-1_family-105#LTR/Gypsy ( RepeatScout Family Size = 712 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTATGCATGGCTATCATACTTAGTGCATTTTTGTGCTAACCCATATTTTCCTACATTTTTCCACAAGTGTAGGGTCCGGTTCTCGAGGTGATCTTCNTTTGGTTAAAGCTTGGATCGACTATTCTCCNAGCTTGTGGTGAGTCCTCATGGTTCGAGGACGGATGAGTCTCTTGTAGTTTCCTTTCATGTATTTCATTTTCGGACTATGTTGTANGGGCTGTGNCCCTATTTTGATTCGAGATTGTANTAGATGGCTAATTGAGACAANGTCTAGACTTCCGCTTGCTTTTATGAAAGACTTCGATTGTAAAAAGTTTTAAATTTCCGCATCATTTCTATTATCTTATGTTATGATATGCTAAGTGGCTTGTATGAGAC

>rnd-1_family-92#LTR/Gypsy ( RepeatScout Family Size = 772 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGGGTTGTAGTAATGGTTCTCCCACCGGAGGGTTAGTGTGGGTGCCAATCACGACGGTCTGGGTCGTGACAAAGTTGGTATCAGAGCCCTAGGTTCGTTGATCTCGNTGTACCAAAACGAGTCTAGTAGAGTCTTGCGGAACGGTACGGAGACGTCTGTACTTTTCTTCGAGAGGCTATAGGACTTTAGGAAANCTCTCTTCTTTCTNCTCCTTCGTGCTATGACTTGANTCCAATTGGTATCTGGCGATNCAAATTGGTATCTNACCTCCTTCACTCTACGGTCCGAACTAGAGCAACAAAAGTGGTAACACCATCACTAGCAAGAGAGGATGTGTATAGACTACCGACAGTTGAATAGGGTCACCATTCGGAACAAGTATCCATTGCCTCGGATAGATGACCTTTTTGACCAATTGCAAGGTGCATCGGTTTTCTCTAAGATTGATTTAAGGTCTGGTTACCATCAGTTAAAGATTGAGGCGGTTAAGAATTGGGTTCGACCAAGTTCTATGATTGAAATTAGCAGTTTTGTGGGGCTCGCTAGCTACTATTGTCGCTTGTGGTATGAGTTGAGTCCAATTGGTATCTCCCGATTCCAATTGGTATCTCAACGAAGTGAACTAGACGTCGTAGTCACGACTGAAGGGACACAAGCAAGTTAATTGGAACTGAGAAGGTTCCAATTGGTATCTGGCCCTAGGGGTCGTATAAGGCATGGATGATCAGTAATGGTCGTCTATGGAACGAACTAATTAAAGAATTTGGACTTGTCTGCGAGTTGTAACTGCTTGAGTGTCGTGAAACTTGTTGTGAAAAGAAAGTCATCACGAGATTAGGTGCAAGGGTCTAGATAAATTACGATGTGGTTCGTAAGCGAGAAATCTGGACGTGCGTTGCGACCAACTGATAACCGTGTGAGAGTCTGGGTGTATCCTGGGGATATGTGTGTGGTAGTGTTGAAACGATGTAAAAGGATTCTAAAGTGCGTACTTCGTTGGGTTGACCGGGGGG

>rnd-1_family-387#LTR/Gypsy ( RepeatScout Family Size = 194 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACGGTCCGTAGGTCNAACCACGGACCGTNCTGGTCGACCGTGGNTNGCGTCAGAGACCGTAAAGATTTGGGCCTCGATCCACGGACACAGACCACGGACCGTGGTCCGACCTACGGACCGTGGGTCTGTCCGTGG

>rnd-1_family-478#SINE ( RepeatScout Family Size = 137 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTACCGAGGACATGACCCTAGATAGGAAGGTATGGAGGTCGCGGATTAGGGTAGAAGGTTAGTAGGTAGTCGAGCGTTGTCTAGTT

>rnd-1_family-373#LTR/Gypsy ( RepeatScout Family Size = 212 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATCAAAACCTTCCCTCCCAAAAAGTTCTCTCTAGAAACTCCATTGAAGANCAAGGTCGAGATCGAGCTAGGGTTGAGGGTTTCAAAGTGTTTCTTCTTCAATTTCGTGGGGTTCTTCAAGTATAAGGTATGGTGACTCTTCATCCTTGATTANCTTTCATTCAAGGAGTCAATTTCAAAGATGATTTCAAAGTTTTCAAAGTCACNAAAAACCTAGNTTTCAATCTAACTCATGGGTTCTTGCATNAAACGTTTTCAAATGATGANTTATGATTATATTGATGTTTAATTGATGGTTTAAGATGAAATACTCCATGAACCCATGATTTCTCCAAATTCCTAAATTTGGCCT

>rnd-1_family-346#Unknown ( RepeatScout Family Size = 238 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATCAACTCAAAAATACCCCCAAAACCTGGTTGTCACGTGTACAAGCCTCTAANGTATTACAATNGATTCGAAAGAAAAACACAAGTCTCAAATGACGTTGTTTCTAGAATAGAACAAGATCATAAATAGGAGTAAGAAGGTCCGCTGAGATGACAAACAACTACCTCACAAATCTCCACAAGAAGCCTCGGANAAGAAGAGAAGAAAGTATCACGAAGATCCGGGCTCGTAACCTACAAAAATGTAGAAGCAAGGGGTGAGTACCAAACCACACGGTACTCAGCAAGTAAACCTCTAAACACAAGCTAAGGGGATAGAATACGGGTACTCCTTACACCCCAACCGAACCTCCACAACTACAACCTGCATAAAACCAGCCCAACCTAACAGTTCACAATTTACATAGCACACAGCTCAACAACAACACTCTAACAATTACATATCCTCAACAACAAGCTCAATATTCATCAATCACAAGTTCCACAGAAAGGCACTCACAAGATCAGCAACACACAAGATCAAGTTCACCAATGATAAAGATGTGCAATGCAATGAAATGCAATGTCAAGTATAGTGATGCATGTCTGACCTAACGATACACACCCGCTGTCTCTCAGTCCGGGACCCATGGGGGACATATCTGTCCATGCATCCATCGCGGCGCGCGACACGACCCTCGATAATAGNATCCGTCGCGGCGCGCGACACGTCCCTCGAAATATAGTATCCGTCGCGGCGCGCGACACGTCCCTCGAAATGGTACATCCTCTTTAATTTCTTATTCTTTCTCAATTCACATAACACTTGTCACAACCATGTCTCAGAACAATGCAAATGACATGTTCACACAAATAA

>rnd-1_family-519#Unknown ( RepeatScout Family Size = 122 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGACCCTTGTACTTGTATNNGTTTGTATTNTGAACCCTTCTACTTANCNNTTTGTCAACTGAACCCTTAAACTCATTAAAACGCAATATTTTAAACCCCTTTTTTACCACTCAACTGTGTGTGTATCACAAACGCCTGCCACGTAATTTTAAAAATAATTATAAAATGACACGTATGATTATAAAATGACACGTGTATATATAGTCACTCCATGTCAT

>rnd-1_family-243#LTR/Gypsy ( RepeatScout Family Size = 376 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATCGTCAAAGTACCCTTGGCACGTATTCCCCTTATATAAATCAAAATGATCCTAGATTACACATGGTACATATGTTTATATGTTGGATATACAATCTGCCCATATCTTGCCAACTTGCTTCAATTGTCTATTCCATCATATATGTCATCTTTTCACATGTTCATATGTTCCCTTTATTGGTTATTACTCCCATTGTGTTAGACTATAATGTTACCTCACAAGATCCCTACTTGCTCTATTGTACATTTTATATGTACTTACTTGGAATATGTATCCGTCCTTAAGTTGAATCTGCCCACGTTCTCCCTTGGTTCCACGTTCATGTATACCTTGTATTTGATATTAGTTAGTGAGTATTTGGCTATCATATAGAGTTCAAATCTCTTGGCTGAATGTTAAATGTCTTCACTTGATATGTGCTTCAATTTGAGATGTCAAAATGCTTACTGAGTCATATAAGCTCCTAAGTATTACACGTTGGTGTCACATTTGCTTCCCATGTCATTGTTATTATCGTAAGTCCATATTCATATGTCTTCTACTACTGGTCCATAGTTCCAAATCTCAACAATGATTATGACCACCAAAACAACAATCTCAAAAGAGTTATGATCATCAAAAGAACAATCTCAAAAGAGTTATGAACATCAAAACAACAATCTCAAAGATTAAAGAATCTAAGTGAAGCAATCTGTATAATTATGGGTGGCAGCCCAGGGGCAAATGCCTAGCATGGGTCGATCCCAATCGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTTGTGTAATTATGAGGACAGCATCCCAGGGGTTAAAATGCCTAGCATGGGTCATCCTCTTCTACCACTGATCAGCTGGTCATTCGTATCACATGCCTTATAAAGATCATAACGCACAGAAAAGTAAAGAAAAGAATGTAACATACACGATCCCACAAGNGTAAGCAAAGGTGGTCTCTAATCCTTATCTATTGGTACTTGGTTTCACTCGAGCTCTCATTTTACATATGGTTGTATTATTGCCTTACATATTCAGTACATTCTTTCGTACTGACGTCCCTCGTNGGGGACGCTGCATTTCATGCTGCAGGCACANGTACTCAGCTAGTAGACCTCCCCAATAGGAGCACACGACACTCAGCGGCTGTTGGTGAGCTCCAGGTTGATTCGGGGCTTTGCCGAGTCTTTACTATGCGTANTTCATAGTGGTACAGTCATGGATTCCAGTAGAGGCTTTGTAGACATTGTAAAGCTATCATCTGTATTCATAGTTTCACTTGTCACATGTATCGGTTCAGCTAGTCGACATGTGTTGTATATGAAGCTTCTCATTAGTAAATCTATCTGCATAGTAGTTTACTTTCTCATCATAGGTCACTTGTAAAGCATGTGTTCATATGGTACTTGTCCGCCTCACCTAGGGT

>rnd-1_family-176#LTR/Gypsy ( RepeatScout Family Size = 512 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTAAGACTTGAGTTGCCATTTTGGCCAAGTTGAATGTTTACTTTTAAACATTCTNAGTTATTTTATTAGACAGTTGAGTTAAGTGCATTTGATCATTGTAATAATGCTTAGAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGCCNCGCCCAGGGTGTAGGCTCGGGG

>rnd-1_family-442#DNA ( RepeatScout Family Size = 158 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAGAAAATGGTCAAATGCCCCCCCAACCTATANCCGAATTCCCAACTACACACTCATACTTCACGGGGGTCCTATTACCCCCCTGAACTATTTTAAANTGGAATTATTACCCCCCTAAACGCTGACNTGGCAAAGNGAGTGTATNTCACTCTCTTTGAGAGAGTGAAGACGAAAAANNAATATTAAATTTTTATTTTTAATATTTTTTTAAATATATTTTTNTTTTTTNTTNTTTTTTTTTTTTATTTTCT

>rnd-1_family-36#LTR/Gypsy ( RepeatScout Family Size = 1182 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGCCTAGAAGGGCTATGAGTTGCCTACGGGGCTATATTGACGCCTAAGAAGGCTATGTGCTTCCTACAGGGCCATGTTGTTGCCTAAGAGGGCTATGAGTTGTCTATAAGCTATGTTGATGCCTAAGAGAGCTATGTGCTGCCTACGGGGCTATATTAATGCCTAAGAGGGCTATGTGACTGCCTACGGGGCTAGGGGACTACCGATAGGGGTATATAGGCTGATTGGCACCTTCCGGGCTTATGGGGGCCTGAGTAGGTGGTCTTGTGTGTTGTTTGTACCTGCCGAGCTTATGGGGGCTTGGTTAGGTTGTTGTTTTATTATTTTTGATAAGTTTAGATTTAGGAGCGGGTCAGTACGCTTATCTTATCCTTGATTTATTTATCGGATTATTCCGGTATATCAGGATACCTCCTCATAGTCTATTGCCTTTCATACTCTGTACATTATTTTGTACTGACGCCCCATTGCCTTGGGGGCGCTGCATTCATGCATGCAGGTCCCGACAGACGACCGAGTAGACCTCCTCAGCAGCAGGATTGACTTCTATCCGGTTGGCTAGCCCCTTTCCTCCGGAGCTGCCAGAGTTGGGAGGTTTGTTACCTTTTGTTGTATATATCTTTATGGGTAGGCTGGGGCCCTGTCCCGCCAATCTTTACTACTCTTAGAGGCTTGCAGACTAGTGTGTGGGGTGTATAGCTACGTTATGGCCATGCTGGCCTAGNTTGTTGGTTTGCTGAAGCTTGTGAGCTGTTTGATGTATTGTATTGATATATACCTGCTTTTAGTTTTGGTATAGATATCATGGTGGCCTCGACGGCCCAATCAGGACTTCTGTGCTAGTTGGCTATTTATTTATATGATCTCCTGGGAGTAGCTGTTTCTTTTATAGATCNGTTGACAGGGGCCTTGCCGGCCGAGGGCTTAGTTTTAAGCCGAGATATACTTGTTTGTTTTCTTGATTGCGTGTGGCTGCCATGCGCTAGTAGCAAATGGTTCAGCAGGGTCGGCTCGGGCCTGAGTTTTGGCATTAGGAGCCAGTTGCGCCCCTCGAGTTTGGGGCGTGACAAACTTGGTATCAGAGCAACGTCGTATCCTAGGGAGTCTGCAAGCCGTGTCTAGTAGAGTCTTGTTTATAAATGTGTTGTGCACCACATTCGATAAGCAAGAAGCTACCGGGCATGTTAGAATGACTATCCTTCTTTTGCTCACCTCGTGCTATAGAGCGGTGTCTTAAGGGTTGAGGTTTCTGGCTTATAATTGATACTTGTATGCAGATAGAGATGGCTGACACCAGACAGACCACAACTAGCCAGGGGCTAGATACAACTGCAGGCGAGGGTACCGGCAAGGTACCACAGGTGGAGGTAGCCCATTGTGAGACCCAGGGGGAGACATCTTCTCAGCCCCCTATAGCTTCTCCACCGCTTCAGGAGCCTCCGAGGGCTACAGGACTTCCGGCTCCACCAGCAGTACCACCTCTAGTTCCTCCTATTCCATCTGATCAGGATTTCAAGAGTGCAGTATGTATGTTAGCACAGTTAGTAGCTGCACAGCGCCAGCCAGTTGCGCCAGATGTTGCCGGACCTTCTGAAGGGCCCGGAAGTTCGAGAGTTCGTGAATTTCTTGCCTTGAATCCTCCACAGTTTACAGGGACAGATCGCAGAGAGGACCCTCAACACTTTGTTGATCAGCTTCATAGGATCTTCAGAGTCATGCATGCCTCAGCGACTGAGTCAGTTGAGTTAGCAGCATTTCGATTGCGCGATGTTGCAGTATTGTGGTACGAAAGTTGGGAGAGATCTAGGGGAAAAGATGCATCTCTACCCACTTGGGATAGCTTTACAGAAGCTTTCATAGATCACTATTTGCCTCGAGAGATTAGGGATGGCCGGGTGGACCAGTTTCTGAACCTCCGACAGGGCGGCATGAGTGTCCGAGAGTACGGGCTGAGATTTGATTCATTGGCTAGATATGCACCAGCATTTGTTGATACGATGCATGACAGGGTGCGTAGATTTGTGGGAGGGCTCGACTCAGACTATATCGACGCTTGTTCTACCGCTGCACTAAATGATAATATGGATATCTCGCGAATTCAGGCCTTTGCACAAGGCATAGAGGATCGCCGACATCTACAGTATATGAGTGAGAGGGTCGAGAGAGAGAGACAGAAGAGGGCTAGGCCCGCTGGTTCGCAGGGAGATTTTCAGGGTGGTCCCAGACCCCGATATTCTATTAGGCCACCTAGACCTCCACCACAGCAGTTCCAGGGTAGTAGATTTGATCGTCAGGGACAGTCAGGCCCAGGTGAGGGTTCACGAGCATCAGGCTCNCAGCAGCAGAGGGGTTCAGGCCAGGCTAGGACAGCCCCGCCGCGTTGCGCTACTTGCGGTAGGATGCATTTCGGGAGGTGCAGACAGGGTTCCACAGGTTGTTATTCTTGTGGACAGGAGGGGCATGGGTGGAGAAACTGCCCNACCATAGGTCAGGGTGGTATAGGTCAGTCGACCGGGTCAGCAGTAGGTTCCTCCTCATCAGCACAGTCTACAGGGCGTGGACCCCAGACTTCAGCANGTAGAGGTAGAGGCGGAGGCAGAGAGGGAGCATCTAGTTCTGGTAGTGGACAGAACCGTACGTATTCACTAGCCGGCCGACAGGACTCAGAGTCATCACCAGATGTTGTGACAGGTACATTGATTGTTTGCTCCCATTGTGTTTATGCTTTGATAGATCCTGGATCTACTCTGTCTTATGTTACTCCATTTATTGCGGGGAAGTTATGTATAGTAGCAGAGTCATTAGATCGACCCTTTATTGTATCTACACCAGTTGGTGAGTCTATTGTTGCCAGGAGAGTCTATCGAGGTTGCACGGTAGAAATTATCGACCGTCAGACCTCTGTAGACCTCGTAGAGTTAGAGATGGTCGATTTCGACGTCATTATGGGTATGGACTGGTTAGCGTCTTGTTATGCTAATGTTGAGTGCCGGACAAAGATTGTTAGATTCCACTTTCCAGGAGAGGCAGTTCGGGAATGGAAAGGCGATACAGCAACGCCGAAAGGTAGGTTTATTTCCTATCTTAAGGCGAGGAGGATGATTACTAAGGGTTGTATTTATCATCTTGTTCGCGTTCATGATATAGATGCAGAACCACCGACTCTTCAGTCTATT

>rnd-1_family-556#Unknown ( RepeatScout Family Size = 107 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTTTGAGCGAGCCGATTTTTCNGAAAACGCGTTTTGCTCATTCTCATACGAGTAGAAATGTGACGAAAAAATTAAAGGGAAATTCGACCGAAGCGAATGAGTTTTTCGAATAGATCTCGAAAAAATACGGGGAATCAAAAAAAAATTGCGTCAAAAGGACGTTCGAGTCGAAAGTTACGATCATTCGAAAATTCAGCATCTTAAAGGTCGAAGGTAGCCGGGGAAAAAGGAAATTCAAACGGCCATAACTCGGGCCTCGGACGTCCGTTTCAGTCGATTTTTTTTTTGAACCTGCGTATTTTTTCGATATCTACGCAACCGAACCGTCGTAANGCGGTTCGAGCGAGCCGATTTTTCGGAAAACGCCTTTTACTCATTGAAATACGACGAAAAAGTAAAAAGGAAATTCAATGAGAGGGGATGAGTTTTTCAAATAGATCTCGCAAAAATACGAGGAATCAAAAAAAAATCGCGTCGAAAGGACGTTCGAGTCGGAAGTTACGACCGTTTGAAAAATTCCCAAAGATCGAAAGGCGGCCGTGAATTTAGGAAACTTCAAACGGCCGTAACTCGAGCTTCGGACGTCCGTTTCAGGCGATTTTTTTTTTGAACCCGCGTATTTTTTCGATATCTACGCAACCAAACTGCCGTAAGGCGGTTTGAGCGAGCCGATTTTTCGAAAAACGCCTTTTGCTCATTCTTAGGCGAGTAGAAATAAGATGAGAAAAGAAAAAGGAAATTCAAACGGCCATAACTCGAGCTTCGGACGTCCGTTTCAGGCGATTTTTTTTTGAACCCGCGTATTTTTTCGATATCTACGCAACCGAANCGCCGTGANGCGGTTTGAGCGAGCCGATTTTTCCGAAAACGCCTTTTGCTCATTCTTATACGAGTAGAAATATGACGAAAAAATTAAAAGGAAATTCGACCGAAGCGGATGAGTTTTTCGAATAGATCTCGAAAAAATACGAGGANTCAAAAAAAAGATTGCGTCAAACGGACGTTCGAGTCGAAAGTTACGATCATTCGAAAATTCAGCATCTTAAAGGTCGAAGGTGGCCGNGGAAAAGGGAAACTTCAAACGGCCATAACTCGGGCTTCGGGCGTCCGTTTCAGGCGATTTTTTTTTTGAACCCGCGTATTTTTTCGATATCTACGCAACCAAACCGTCGTAAACCGGTTTGAGCGAGCCGATTTTTCGGAAAACGCCTTTTACTCATTGAAATACGACGAAAAAGTAAAAAGGAAATTCAA

>rnd-1_family-233#LTR/Gypsy ( RepeatScout Family Size = 399 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGGTGGGACTATTTCAAGAAGGCANGAGCTGCCTCTGAATCCTATNTTGGAGGTNGAGTTGTTTGATGTNTGGGGNATCGATTTCATGGGTCCATTTGTGAGTTCGTATGGGAANAAGTATATTTTGGTGCGGTTGATTATGTNTCNAAATGGGTGGAAGCNGTCGCGCTTCCNAACAATGAAGGNAAAAGTGTCGCCGCATTCCTGAAAAAGAACATCTTCNCNAGATTTGGCACNCCNAGGGCGATTATCAGCGATGGAGGTTCCCACTTTTGTAATAAGTTGTTCAAGGCGCTNCTTGAGAAATATGGNGTNCGNCACAANGTAGCNACNCCTTACCATCCGCAGACNAGTGGNCAAGTCGAAGTGTCGAACAGAGAGATCAAACAGATCTTGGCAAAGACNGTGAATGCCAATAGAACNGATTGGTCNAGGAAGCTNGATGATGCTCTATGGGCATATCGCACCGCNTNCAAGACNCCCATAGGTATGTCTCCNTACCAACTNGTATNTGGGAAGTCNTGTCATTTGCCGGTNGAGCTAGAGCATAAAGCNNTGTGGGCGNTGAAGAAGCTAAATTTGGATTGGGGCGCCGCGTCGAATCAAAGAGTGAATCAGNTGAATGAGCTNGATGAGTTTCGNCTNAAAGCNTATGAAAGTTCAGCCTTGTACAAAGAGAAGATGAAGAGGTGNCATGATCAAANAATCGAAAAGCGNGAATTCGCGGTNGGTGATCTGGTGCTNCTATTCAACTCNAGGTTGCGNTTGTTTCCCGGNAAGCTCAAGTCCAAGTGGACCGGGCCATTCANAGTNACGCGAGTGTTCCCACATGGAGCGGTTGAGCTCGAGAACAAGGANGGANCGAGGTTCANGGTGAACGGGCAAAGGNTNAAGNTCTATTTGGGAAATGCCGAGAGTGTGCAAGAAGTGATTGAGGCCTACNATCTTGATGAA

>rnd-1_family-200#LTR/Gypsy ( RepeatScout Family Size = 474 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAAATAAAGTTGTGAAAGTTGCAAAAGAAATGGGGTNTCCGATANTCCATGGAAAGTGAATAATGGGGTGAATTNTGAGCACGAATGAAAATGATGAAGAAAAGGAAAGAAAGTGATGTTCANACCACGCTTCGTGAGGGTAGAAGCCACTGAGCCTAAATGACCATACCTTTACACTCAGCCCCGTTACAAGCCTTGAAAAGACCTTTGTGATCTTGAGTGAGCTGAAACGAATGTTGATTGGAAAATANGGGCAAACCTATGGGTGAAGTCATGCATGTGTTCATCTTTGTGAGTGTGAGAGTTGTATNTGATTCCGGAACTNTAAATTGTTGAACNATTTGTGTGAATATGGAATCATTTTTGTGTGAGGGCATTTGAATACCTTTGTTGAGCTTGAACTTGCATTTGAAGCAAGTATTGTGAGCTTGAGANTCTTTGATAATGGCGAGTCACAACTTGAATCTTTGAGTGCACGATTGATCGTTGCATGAGTAAGTTGAGTCTTGTTGTGTGCATTCATGATTGAGTCTCGTGTAGCACTGTTTGAGACATCCTTNTTGAACTGCTGANCTTGAGTTTTACTTGAGGACAAGCAAAAGTTTAAGTTGGGGGTGTTGATGAGTCCGAGATTTGGACTCATTTAGGGCTTTATTTNNATAGATTTAGTGTCCTCAAATGCCTATTTTGTGCCAATAACTGATGTNAAATCCTTGATTTTCAGGTATNTGGATTGAGGAACAAGGCAAGGA

>rnd-1_family-285#Unknown ( RepeatScout Family Size = 307 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGAAAATGCATAAGTACCCCCCAGCCTATGCCCGAAATCCCAGAGACACACCTAAACTATACTAAGGTCCTATTACCCCCGAACTTATTTTATATATAATTTTCTACCCCTTTTCGGCCTACGTGGCACTATCTCGTGGGCCCAGCGCGCGTTGACAATTTTTTCAAGGATAGTGCCACGTAGGCCGAAAAGGGGTAGAAAATTATATANAAAATAAGTTCGGGGGGGTAATAGGACCTTAGTANAGNTTAGGTGTGTCTCTGGGATTTCGGGCATAGGCTGGGGGGGTACTTATGCATTTTCCCT

>rnd-1_family-167#Unknown ( RepeatScout Family Size = 534 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCCCCAATTTGAAGAAGAATTCCCCAATTCNAGTTAGGGTTTCTTCCAATGTTGTGGGTTATGATGAATGTTGATCCAATTGAGTGGATTATGATTGTTTATGATTGAATTGGTAGAATTACATGTTTTTAGGATGAAATTACATGTACCCATGCCTAACCCATGATTCTAGGATGAAATTGATGTAANTGGGTTTGATGCCATGAAGGGAAACTTTATGGGTTAGATGTATCCTTNTAGGATTGATGAATTATGANTAGAATTGCTTGAGATTGAAGCATATATGATGAATATGATNTGAATTGCTTGAGANTAAAGCATATATGATGATCATGAGATGTAGTGCTTTGAGAGTAAAGCTTATGNTATGAATTGTTGATTATTGATGTTATTGTTGTGGAAGGGATACTTCCCACATGAATTGCTAANTATGAATGTATGAATGTGAAAGGTTTTCTCACATGAATGATTCTAGGTTGAAAGGATTGCTCACCTAAAATGAATCTAGACTAAAATGCTTAATGA

>rnd-1_family-461#DNA/CMC-EnSpm ( RepeatScout Family Size = 143 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CGGAAAAGGGTCAAAAATACCCTTAAACTATNCGAAATAGNTCAAATATACCCTTCGTCTATATTTCGGCTCAAAAATACCCTTNCCGTCAAACTATTGGNTCAAAAATACCCTTCTNATTAACGGAAGTTGTTAAATGCCATGTGGATGCCACATTGCACGCCA

>rnd-1_family-274#Unknown ( RepeatScout Family Size = 326 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTTGACGGCTCGTGGAGCCTCNCGTGAAGAGGTTCGGTCAGCTNTAAGTTCAGGGGCNNTTGGGTCTTTTCCNAATTANTTTAACTCAATACTATGTCGTTTTGCCCATGCCTAGGACCCCTATATAAGTGATTTTAACCCCAAAATTCACCCATTCAANTCATTCTCTCAAATTCCCAAAAGAAATCGAGTTCTTCCTCTCAAATATTTCTCTCTCTAGAAACTTGAAGAAGAAG

>rnd-1_family-472#DNA/hAT-Ac ( RepeatScout Family Size = 139 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AACTTACATAAATCTCACTAGTTTAGGAGCTAATTACTTAGATACACTCTAGTTTGCAATATTACGAATCTTACCAGATTTTGGTGCGTCCAGATACGTCCAGATACATGTATCTCGGGATACATGGGGTCAAAATTAGGTGTAATTTGTTCTAGATACACTGTATCCAAGTGGATTCGCATGTATCTGAGATACATAACAAATCTCGCTCGCCTCCCTCCCATCTCT

>rnd-1_family-86#Unknown ( RepeatScout Family Size = 826 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAAGAAGAAGAGAGGGTCAAGCTAGGTCGAAATTCCTCCATTGTTNCAAGCTTTTGTTAGGGCTTTGAATCAAGGTATGTTAGCTTATTCATCCATGGGTTCTTCCACCCATGGAGCCCCCTAGATTTCCCCCAATTGTGAAGTCAAAAACCCCCAATTCTAGCTAGGGTTTCTTCCTACATTGTGGGTAGGGTTTGGGTATGATTCCAATCGAGTGGATANTACCCGNTTATGATTGANTTAGCATTGAATCATGATATTATGATGAATTTACGTGNTTTCCATGGTTAACCCTAGTCTAATTGATGAANTTGATGTTTGTGGGTTTATGCCATNAGAGGCGAAATTGAAGGTTCATAGGTGATCTTCTNAAATCGATGNTATGTGTAGTAATTGTTCAAGATTAGGAGCATATAGACATGAATTGAACTAGACTANAGTATATATGATGGATCNTGACTNGTAAAGNTTGAGATTGAACCTTTATGATGAATTATGACTAGAATCGCCTAANAATGAAGNATGTGATTAGAATGCCTTGAAATCTAGGTATGTATGATGATTGTAAGAAGTAAAGCTTTGAGAGTAAGGCTCGTAGTCATGAATGTTGATCGCTAGGGCTTTGAGAGTAAAGCTAATATGATGAACTATGNATGTTAAGGCTTTGAGAGTAAAGTCTANATGAGAATAGAAGNCTAATAGGTAGAATTGTGGTGAAAGGCCTNTACCCACCTAATCTACCTTATGAATGCTTGAATGTATGAAGTGATAGAATCACTTGAGCATGGATTGATTGTCAAGGACATCCTTCCATGAGACATGAGTGTTAAGCAAGGCTTAACAAGTAAATCTTGGGGTGTATGCTTGGCCCCAAGTGGATATTGACAATGAGATGGAGTGTCACACAAGATAGGGTCCGGGCTCCAAGTAGAAAGGAGAACCACACCTAGTTGATGTGAGGACTATCCAAGTTAAAGGGGGAACTCTTACGTAGTAGAGTGTGGGTTTTCCCAAAGTTAGGTCTCATGAGATGGGAGCCTTCACATAGTTGAGTTAAGGTTCCTAGTAGCAATCTCCGTATCCAATGAACTAAGACATGCTTGAAGAAGTATCTCNTAGTGTTCAAAAGCATTAATGAACTAAGACNTACTTAA

>rnd-1_family-68#LTR/Gypsy ( RepeatScout Family Size = 912 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CGATCGCATCGGCGAAGGANGACCATGTCGCCGAANGTACTGATGGAGATCAAGACGAGCGCTGATNGGCGAGCTAAAAGGCNAAAGGGCGCATCGCGGAATGAATCGGCGATCCCGATCTAGATCGCCTAAAGTTACAGTGGTTCGAATAAGAAGATGCGAAGAAAGAAGGCGATGGANAAGGACGATCGGCGAGTCGCCGACCGGTCGGCGAAGCCCGACTTNCCTCGCCGATTGGCCCCAAAAAGCCACACCTCGGANTNGTATAAATTGATTTTTGGAAGAGAGAGAAGGCATTCAGAAATTGTGAGGAACGAAACATAGAGAGCAAAAACACTGCTNTTGTTGATTTTAAGCGATTTTAGCAAGATTTTTCAATTGGGTTTTGTAATAGAGAAGATTTTAGTTCATTTTAACTTTCGAATTTCATTTACCCAGCTATGGANAACGTAGTTGGTANCGATTTTTATCTTTTTATGATGTTTGGCTAAAACCCCAATCTTGGGGGTGTGATCATGTGATTAATTGTTGNATTTAGCTTATGGGTGTTGTTAATTACTAATTTAAGTGTTAATTTGAAGTGGGTTTNAATTATTATTGTGGTTTAATTTATGAATTGTAGTTGCAAATGCAATTCTAGTTTAGTGTTCTNNGCTTGCTCGAGAGAGAGGTNTGAAGCCAAGGTATTGATTGATGGCATTCGTAGTNATTGGGTCGTCGCGGNTTCAGCTCGAGAGAGTGAATCCTAAACTCAATCCTACGTATCTAGCTCGAGAGAGTGGATTTGATGAGGTTNTGGGCTGTTCATCTTATGGCTAGTGTCGAGGTTCGAGAGAACTCGCTTGANTCGNGGTAGTTGTTCGAGAGAAAATTGCCTCACCTATAGTCTAGCCTACCCACTAAGATTTAGCATTGTTAGTAATGATNTACACCCATTNAGTCGAATTCGGCAATTGGTTAGTCGATCCCCCAAGNATTCTCTCNCTATTTGATTGTTCCTTGTTGATTGTTGAAGTGTGTTGGTAACAACANCCTGGAATTTGANNTTTAAACTCTTAAGTGTNGTGTTGTTCAGCTGCAAAGGTCGCCGTCGTACTTTCATATTCGAATTCGAAAGAAAACTACTCCCTGTGGGANTCGACCCCAACTCATTTAGTTGGGTTATATACTGACTAGCGATCGTTGACACTTAGAATTGGATGAAGTGTCCTTGAAACGTTAATCAA

>rnd-1_family-79#LTR/Gypsy ( RepeatScout Family Size = 839 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTTTAACAGTTTTACAAGCTTTATATATTGCACGTGTCTTATTGCTTTATATATTGAGTTCAGTTATTCATGAGTTGAGCAGAGCCAAGGTAAGTGTTCTTTCGTACTCCTTTCAAGCTTANGTTGTGTTTAGCNTTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCTTATTATGATGCAGACGCAGGTAACCAGGATCAGCATCCGGCGCGCCGTTGATCCAGCTGAGCACTCCAGAGTCAGTGGTGAGCCTCCTTGCATTCCGGAGGACTCNNTTATTTGTTCTTTTAGTTTTGTTTTATTAGGATGTTGCGGGGTCTGTCCCGACATCCATCTCAGTATTTTAGAGGCTTCATAGACAGTCAGTCAGTTAGTATTGAGTCTCTCATCTATGTATATATGTAAATATTCTATTTTGAGACTCGAGTTGCCTTTTTGGCCAGATTTTATCAGTTNGGTTGTTTTATAACCTTTCATTGCATTGAGTTATTCTGTTGAGTTAAGTCTTCCGCTGAGTTAAGNAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTCTTCGAGTGCCGGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-19#LTR/Gypsy ( RepeatScout Family Size = 1340 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAGTTCTGAGTACCGAGTTTCCATATTGCTATTAAGATCCTTGAGTTGAGTCGTTCATGTCCATAATTCCGCATGAACCCTATGANTTGAGTTATAAATTTTGAGAAGCTTTTTAAAGCCAACACTTGAGTTCTTAAACTGAGTTTTGAGAAAAGAGTTTCTAAAACATGATTAGTATGACAATCGAGTATGCCATCAATGTATGAGCAGTATGGTATCTAGATATACCATCAATGTTTATGCAGTATGACTTCCCGAGTCATCAATGATCATATTACAATATGATTTTGATATGTTTTTGAGAAAGAGTTTTCGAGTATGAATTGAGTAAGAGTATAAGGGAACTAAGTATTCCCAAAGGTATCAATTTTTACATTGANAAAAGAGAAACTTCGATTTCTAAATGAGTTATGAGTTCAAAGATATTTCAAGAGCAGTTACCTCTTTTAAGAGGATANTTTGAGCAATTATCTCAAACTAGAGGAAGAGTTATGTTTTTAAACATATGAGCATGAGTATATATTATTGGGAGTAGTATTGAGCACCGATATGGGGACGAGTTCAGACAACTCACANTCCTCATAAACCATGTATGCCAACATGGGTAAAGGATCATACTTTTTAGATGATTCCTTATTGCTTTTAAGCATAGCTTAGTGGATCCACTTAGTTGAGGTGTTCTATACCCCGGCAAGGTATAGGACAGTTCTGGCAGCGTGGGCGAGACGTTGTATCATCACGTAGCTCATAGTGATGGTTGTCGGTTAGAGAATCTCCCAAATAGAGTNAAAGTGTATTTTTATATATCACTTATTATGTTGAGTTCAGAGATGAGNAAGTATTTTGTAAAGCTTTAAATGATTTCACTCCTTTATTTCTTTACATTCAGTTGAGTATATTATTATCTATTGCAGTCCTTTCGTTCAGTTATTTGTTATTCAGCTATATTACATACTCGTACATTCAATGTACTGATGTCATTCGACCTGCATCTTTTNATGATGCAGATACAGGTNTTTAGGATCATCAACAGGCGCTCCGTTGAGATCACTTCATCCGCTCGTCAGCTTTGGGTGAGACCTCCTTGCTTTCGGAGGACTCCANTTTTAT

>rnd-1_family-550#LTR/Gypsy ( RepeatScout Family Size = 110 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAGCTAAATCTTCAAGTTGAAATGCTCCTCGACGCACGAGCCTAAACTGCATGTCACAAAGCTCTTCAAATTCGAGCTAAATCTTCAAGTTGAAATGCTCCTCGANGCACGAGCCTAAACTGCATGTCA

>rnd-1_family-257#Unknown ( RepeatScout Family Size = 348 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTCACGAGCCGTCGAGGGCACCACGGGCCGTGGTGNCGCCCGTGGTCCCTTGACCAGTGGCTNCCTCGACTTTGCAACGCCCCCATCAAGCTAAGGCANCNCCACGAGCCTTCCCACGGNCCGTGGTCNTGACCACGAGCCGTGAAGTGGCTCGTGAAGGGGAGCCTTGACTTGGCACCGTTTTGGGGCGCACTGCCTCGCCACCACGGGCGGCACCACGANCCGTGGTGGCCACCACGGGTCGTGAAG

>rnd-1_family-386#LTR/Copia ( RepeatScout Family Size = 195 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGAATTGGCCTTTNCATCAANTGGATGTCAANAATGCNTTCCTNCATGGTGATCTNNANGAAGAAGTNTATATGGAGCAACCACCTGGTTTTGTTGCTCAGGGGGAGTATGGGAAAGTNTGTCGATTGAANAAGTCNTTGTATGGNCTNAAACAGAGCCCCCGGGCNTGGTTTGGNAAGTTCAGCGAGGTAGTTCAAGAGTTTGGTTTGAAAATGAGCAAATGTGATCACTCNNTNTTCTATCGACAATCAACCGCTGGCATTGTNNTTCTTGTTGTNTATGTNGATGACATTGTTATCACAGGAAGTGATTATGCACGGATCTCATCCCTCAAGTCTTTCCTGCATACGAGATTTCANACGAAGGACTTGGGNCAGCTGAANTACTTTCTGGGNATNGAAGTAAATCGAAGCATGAAGGGAATTCTTNTNTCTCAGAGAAAGTATGCTCTNGANCTGCTTGCAGAGACTGGAAAGTTGGCAGCAAAACCCTGCAATACTCCAATGGNTCCNAATGTGCATCTTACGAAAGATGATGGNGANCCTCTTGATGATCCAGAGAGATACAGGAGGTTAGTTGGGAAGTTAAATTACCTCACTGTGACTCGNCCNGATATCGCTTTTGCNGTAAGTGTTGTTAGTCAGTTCATG

>rnd-1_family-272#LTR/Gypsy ( RepeatScout Family Size = 328 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATTGAGATCCTTGAGTTGAGTCGTTCATGTCCATAATTCCGCATGAACCCTATGATTTGAGTTATAAATCTTGAGAAGCTTTTTAAAGCCAACACTTGAGTTTTAAACTGAGTTTTTGAGAAAGTAAAGATGAGTTTTGAGAAAGAGTTTCTAAAACATGATTAGTATGACAATCGAGTATGCCATCAATGTNTAAGCAGTATGGTATCTAGATATACCATCAATGTTTATGCAGTATGACTTCCCGAGTCATCAATGATCATATTANAATATGATTTTGATATGTTTTTGAGAAAGAGTTTTCAAGTATGAAT

>rnd-1_family-409#LTR/Gypsy ( RepeatScout Family Size = 179 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTTTTAGTTTTGTTTTGCTTGTTTGAANACAGAGGAAATGAGCGTGACGGAAGCATATGGTAGCCAAACGGACCACCCTCCTTCGAAGNTGATGANTCTTAGGGATAACATCCTAAGTTTCAAGCGNTTGGAGGGTGAGCCAATCCATGAGACGTGGCTGAGGTTTAAGACGCTGNTGCTGCAATGCCCAACTCATGGAATNCCNGATAANGTGCTGCTGGAATGCTTCTATAGGGGTCTTGGTCCCGNGAACAGAGGAGTGGCTGACCAACTTTCTCCGGGCGGTNTGATGCGACAACCCTATGNAATAGCAGCCCAACTCCTTGATCGCATGGCCAAGACCAACAAGGAGGCCGAGAAGGACCAAGAATGGGACGCACTA

>rnd-1_family-265#Unknown ( RepeatScout Family Size = 336 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCCGAACTATCGTAAATGGTATGCAGATACCCTCCGTCATACTTTTGGGACATTGGTGCCCCTGCCGTCCAAAAACTAGAGCATATATACCCTTTATACTAACGGACATACACGTGTCATAATCTTATCCACCGATCCGACATTCGGATCGACGGATAAGATTGCGCCACGTGTCCCTATTTAGTCTTCCGTTAGAGTGAAGGGCATATATGCTCTAGTTTTTGGACGGCAGGGGCACCAATGTCCCAAAAGTATGACGGAGGGTATCTGCATACCATTTACGATAGT

>rnd-1_family-82#Retroposon ( RepeatScout Family Size = 833 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACAAATACTTATAACTTTGCAGAAACATAAACAACAAAGTTTAAAACATGTACTCAAAAACAACAATTAATAACATAAGCANAAATTAATGACTGTAAAAAACATACCAGGATCTGTAACAATAGAATGAAACAGAAAGGAAAAAATCGAGCCCACTGAATGCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTACCCGAGGTTTAANGGAATATATCCTCCCAGGATAGAACGATCTTATTCACCAGTGTATTGATACAAAAACAATGGTGTCAGCGAGCCACTCAACGGGAGCAAAGTACACGAATATTTAATTGTGCAGAAGAAGAAGAAGATTCAGAATTTTCGTTGTTTTAAAATGAGAGGAAATCCCTCTATTTATAGACAACAAAGGGTAGTGTGAACAAATGTTTATTGTGCCTTATCGGAAAGGTCACAACCCTTCGGAAAAGTCGCAACCCTTCGGAAAGGTCACAACCTTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTCTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTTTTCATAAAAGT

>rnd-1_family-70#LTR/Gypsy ( RepeatScout Family Size = 905 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCCAGCCCCGAAATCGAAGGATTTCTCCGTGGATTTCGTCACCAGGTATGTGGGATTTCACTAGTGGGTTCCTTTCACCCACTAGGTCCCTAGAATTCAGTCAGATTCTTGATTCTCCATATCTTGTTTAGACCTAGGGTTTCTAGAACCTTAGANATTCGTTGTGATTTAGCTGTTATAGTGTTCCNAATCGGATTATCATGTTTCTTGGAAANTTTGCTTAGTTCCTTGCATGAAACTCAGAACCCTAGTTGTGTAAATTCTCTTAGTTCATGAATTACACTTGCTAGGTCAGTTAAACAGATANNCATGCTTCAGATTTCGAATGTCACATTATCAGTATATAAATGTTGCATTCTCAGTTNGCATGTCAGTATTTTGAGCTATTCAGTATTTCAGCATTTCAGTTATATTGTGTCATATACATATTCAGTTGGGAGTAGACTTAGCACCGAGTTGGACTAGGGTTCAGCGTACCCTCATAGTCCCAGAACTACGTGCCCCCGTAGGTTTATAAGTCCCCTCTGTTGGGCATCAGATTTAGTGATCACGCCAGTCATGCCTTTATACCCCTGGCAAGGTATATTGGGTCCTCTCGATGGGGCGTATACATCGGACTCCACGTTTAGCTCACGTGGTTTTATGTCGGTTAATAGTAGCTCCCACAGTCAGACTCTTAGTGCATTTGACCAGGTTTTCAGTATATACTTCAGTATTCAGTCTCAGCATGTTATNTTCATGATTAGTACTTGGTCATTGCATTCAGTTTAGCTTTTCAGTTATGTTTCAGTATTTATATTCTTGCTCAGATTATATCATTGCTCAGTTATGCTTTGTTCAGCTTATATATATATTTGTTCAGCTTAGTATCTATATCCTGCATGCTCAGTACATTCCAAGTACTGACGCATACTCTGCGCTACATCCTTTCATGATGTAGGTTCAGGTACTCAGCATCCAGATCACGCTTAGATCGATTCTCGGTCCGCATTCAGCAGCTTCAGTGGTGAGTCCTCATACTTCGAGGACAATAGACATGCTTTTCATTTTAGTCTTTATTTTCAGTTTTCAGTTTTGTTAGAGTTAGCTGGGGGCATGTCCCAGCAACTCAACTCAGTTAGAGGCTTTT

>rnd-1_family-234#LTR/Gypsy ( RepeatScout Family Size = 397 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAAGTTGAAGTGTCGAACAGAGAGATCAAGCAGATCTTGGCGAAGACNGTGAATGCCAATAGAACNGATTGGTCNAGGAAGCTTGATGATGCTCTATGGGCNTATCGCACCGCNTNCAAGACNCCCATNGGTATGTCTCCNTACCAACTNGTATNTGGGAAGTCTTGTCATTTGCCGGTNGAGCTAGAGCACAAGGCNNTGTGGGCGNTGAAGAAGCTAAATTTGGATTGGGGCGCCGCATCGAATCAAAGAGTGAATGACCTGAATGAGCTNGATGAGTTTCGNCTNAGAGCNTATGAAAGTTCAGCCTTGTACAAGGAGAAGATGAAGAAGTGNCATGATCGAAGAATCGAAAAGCGAGAATTCGNNGTNGGTGATCTGGTGCTNCTATTCAACTCNAGGTTGCGNCTGTTTCCGGGNAAGCTCAAGTCCAAGTGGACCGGGCCGTTCANAGTNACGCGAGTGTTCCCACATGGAGCGGTTGAGCTCGAAAATAAGGANGGAACGAGGTTCAAGGTGAACGGGCAAAGGNTGAAGNTCTATTTGGGGAATGCCGAGAGTGTGCAAGAAGTGATTGAGGCGTNNTATCTTGATGAAGTCTGAGTAATCAAGANGCCCGCGTCGTGCCGCGACGTTAAATCAAGCGCTGCTTGGGAGGCAACCCAAG

>rnd-1_family-277#LTR/Gypsy ( RepeatScout Family Size = 320 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTATTTTTATTATTATCATATTTNTTTTACTCTTCTTGAGATGTCATCTGAAAAAGTATGTAGTGATAAGTGTTCTTGCAATTCTTGCNCTTCTGATATTATGGATTCTTATAAGCTAATTTTTTCTCAACAAGATAAGTTGTATGGGGACATGGAAGATTTATTGATACTNTGCTATAAATCAATATNTAAGCGCATGATTGATGAAGATACCTNTGAATTGGAATCTCTATNANTTAGATTTTGAGTTGAGTGCAAAGATTAAATCGTATGACACCCAACAATTTAGTAATAATATGTGTGAGGAAGAAAAAATACTTATAAGTCAACTTGAAGAGCTAAAAGTTGAGGGCCAATTGCTTGATCATACTGTTATTGATGTTGTCATTGTTGAGAAGAGTGCACTAGAGTTATGTAATGAAGTAGATAATATTATTTTTAAAAACTCTAGTATGTGTAAATATGAGGGTGTAAAAAATAATACAATTCATAAGTTAGGGCGCATTGGACCTCATTCCAATCATTTTTCTACATTATGTTTAGATGATGAGAAATTAATCGAGCCATCTGAACCAATGGANGAGTGTATGGATGAGGAACAAGGCGCCTACATTCTAGAGTTTNTTGGTCCAAGATCGGAGAATGACATTCCTCACNTAGGGNCCAAGAAGTGCANGATGCGACATCTATTGCTTGGNNCCTTTATCTTTATACCACCGCCCCTTGAGCGNAGTAGAAAAATTGATGCAAAGTTAGGGGTGCAATTCATANGTTCAAAGTGGAAGGAAAAGTGGTGAANTTGNTTGCGTCGTGCCGCGACGTTAAATCAAGCGCTTCTTGGGAGGCAACCCAATTAGTAGTGTAACTTCTTATTT

>rnd-1_family-395#Unknown ( RepeatScout Family Size = 188 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTCCGTTAGTGTGAAGGGTATATATGCTCTAGTTTTTGGACGGCAGGGGCACCAATGTCCCAAAAGTATGACGGAGGGTATCTGCGTACCATTTACGATAGTTCGGGGGTATATTTGTCCTTTTTCCC

>rnd-1_family-314#LTR/Gypsy ( RepeatScout Family Size = 266 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAACTGATGTTGACCAAGTGAAGACCACGGNCGACTTCACGGGCCGTGGTCCTCACGACGGNCCGTGGTGGCGCTCGTGGAGNTGAGGCAGTGTTGGGCCTCGAGAAGCTGAAGAGCAGNATTGACCAAGTGAAGACCACGGGGACCTTCACGGNCCGTGGTCCTCANCACGGNCCGTGGTGCGTGCCGTGAAGNCGANCCAGTGGNAGGCANCGAAGAGTCGAAAGACCTCGAAGCCCAAGTGAAGACCACGGGCGACTTCACGGNCCGTGGTCCTCGNCACGGGCCGTGGTAGCGCTCGTGGTGCATTNTCCAGTGNCCAAGCTTGAAGACCCACTTTCGGGAAGCTCCAAGTGAAGACCACGGAGGGCTTCACGGACCGTGAAGCCCTTGACGGGCCGTGGCGGTGGCCGTGAAGCNGCCCGACAGTTCAGTCCTACTTCGAGTAGGACTCTTTTTAAACATTCTATTTGAATTAATTTAGGTCGTTTTTNGTTTTTATCTCGTCTTATATTGGACGACGAAGAACNAAGTTTCGAATATTCTTAGCTTTCGGTTTTTGANTATTGAATATCGTTATCAGTTGGAAGTTCGGATTCGGATTNTCGGANTATCAAAGTGNTTGTCGATTTGCTTATTTTCGTAAGTACTTTCTCAACATGTTTTCATTNCATATTNCTGATCGTTTACGTGAAATCATGAGTGGCTAAATACCACGACTGGGGTTGTGGGATCTATGACGAAANTCTAAGTGCGATTTCGTAAAACGAGTAAAAGGCGGTCTGTGTTTACAACCTGTAGTTCTTAGCTTTCGTTATTCAT

>rnd-1_family-258#Unknown ( RepeatScout Family Size = 347 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTTGCCATCTGATTCGGTATACAATTAGCCATTTTCGGTATACAATTAGCCATTTTATACATTTCGGTATAAAATGCGTTTGTGTTTGTATAAAGCGAGAGAAAAGTGTATATACAAATACAAATACATATATTTTCGTCCTATACACTTATAATTATACAAATACAGATCTTATTATACAAATTACAATGTATAAATGAATTTATACAAAACTGAACAATTTGTATAAAATTGGATGTNTCTAGCGAATTATACAAATCAAAAGCTCCATAGCAAACATAAAATTTGCTATGGAGCGCAATTATGCAAACTATAGCTATAACATACAAATATGATTTTTATGTTTGCTATATGTGAAAGTTG

>rnd-1_family-482#DNA/Harbinger ( RepeatScout Family Size = 135 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GACCCGTTTGGCCATAGATTTCCCAAGTAATATTTGGGAAAAAATTTGGCAAATAGTGTTTGTCCATACAATTTGCCATTATTTGGCAAATATTTTTGGCAAATATCCCAAATTCCCAAATACTAGTTTTTTCTAGTATTTGGGCCAAATCTCATTATTTGGGATCTTTTAAAAATTGAAATTTTACACCAAACTTTTATCTTTTACAAAAACACCCTCTATAGTAGTTGTTTGCGTTGTATTACATAATTTTTTACGTGAACACCAAAGTAGTGATGAAATATTCAGTGAATATGAAAGTGATGATATGGTTGTTGATGAAAATGACGAACAATCGGCTCAGGGTAACAAAGTCATGTGCTTCGTCTACTTCACGATGTATGGAATGATGCTTGTTGCACTCACTCCGAACTACCACATTGCTCCAGTGTCATGGACACTACTTGTTATTTGTTGCAACGAAGATCCAATTGACTTGTAATACAAACTTATGGTTAGTTTTGATAGTTTTTAAAACTTATGGGTATAAATCATATTTTTCTAAAAAAGTGAAATATGTTTCCCAAATACTATGGCCAAACACATGGTGAAATTTCACCCAAATTTTCACCCAAATAATATTTGCCAAAAATATTTGGAAA

>rnd-1_family-177#Unknown ( RepeatScout Family Size = 512 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAGGGGATAAGGGTCTGAAAAATACCCCAACTTTGGTCGGATTTGCTGTTGCGATACTAAACTTTCATGAGGACCTATTACCTCCCTAGACTATTTAATACCGTATTTTAAACATATATATTTGCCCACGTGGACATAAAAAATAATGCAAAATTATAAATAGTAATGTGTCCACGTGGGCACATATATACCTTTAAAATACACTATTAAATAGTTCAGGGGGTAAAAAATACGGTATTAAATAGTCTAGGGAGGTAATAGGTCCTCATGAAAGTTTAGTATCGCAACAGCAAATCCGACCAAAGTTGGGGTATTTTTCAGACCCTTATCCC

>rnd-1_family-122#LTR/Gypsy ( RepeatScout Family Size = 657 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTCGGTTTGTCTACCATTGTTTGTATGGTTATTCTCNTTCAGGTCATGACCTCTGGGTCCAGGCTTCACTTTTTAGAGGTTGTGCTGCCCAATCTTTTTGCCTCACAAGTTTGGTTTAGCTAGTATGTTTCAGTGGGTAACTCGATGTATTAGGGCATCGGGTGCCAGTTACGCCCCTTGATTTCGGGGCGTGACAAACTTGGTATCAGAGCAGGTCGTATCCTAGGGAGTCTACAAGCCGTGTCTAGTAGAGTCTTGTTTATGGATGTGTTGTGCACCACATTTATAANCAAGAGGCTACGGGGCATGTNGGAATGGTTACCTTTCTTTCANTTCTTAGATCGTGCTATAGAGCGAAGGTATAAGAACGTTTGAAATCTAAATCGTGCTTTATGTTTCTTATCTAGACAGAGCTACACTCGCTCCGGATACGGCACATCGAGAGATAGGTACGGATCCAAGGGAAGGTACTAGCCGTTCCCCACCGGGTCAAAGAGATAGATTTCCCTCGGAGGCACAGGGTGGATCTCCAGTACCCCTAGTACCAGCCTCCCCGGCACCTGTTGAAGCCNCGAGGAGATGCAGTACCCCCGGCCTCACCAGTTCCATTGGTACCTGAGGAAGCTACGGACACAGGACCTCCAGTACCTATTGTTCCTCCACCAGAGATCTCTGGGGAGCAGGGNNTGAGGAANGCAGTCCAATTGTTGACTAGTATGGTTGCTGGCCACGGCCAGCGACAAGNGGCAGTTGCAGGTANTAGNGGTGCAGATAGAGCGGCCGGNAAGTTCGAGGGTNCGTGANTTTCTTGACTTGGACCCTCCATCGTTTACAGGGNCAGATCNTAGTGAGGACCCNCAAGACTTTATNGATCAGATTCATAGGATCTTCGGAGTCATGCATGCCTCAGCGACNGAGNCGGTCGAGTTAGCAGCATTTCGATTACGCGATGTNGCNGTATTGTGGTACGAAGCTTGGGAGAGATCTAGGGGAACAGATGCATCTCCACCCACNTGGGAANAGCTTCACAGAGGCTTTCNTNGACCACTATTTGCCNCGGGAGATTNGGGANGCCCGNGCGGACCAGTTTCTGAACCTCCGACAAGGNAGCATGAGCGTGNGAGAGTACGGNCTCAGATTTGATTCNTTGGCTAGATATGCACCAGCATGTTGTNGATACGATGCGNGATAGGGTNCGTCGATNTGTGGGANGGNTTGACTCAGACTATTATCGGAGNTTGTTCTACCGCTGCTCGCTAAATGATGATATGGATATCTCGCGGATNCAGGCCTTCGCGCAAGGCATAGAGGATCGCCAGACGATCTACGGTACACGAGNGAGGGTCGAGAGAGAGACAGNNNAAGAGGGCTAGGCCCGCCGGTTCACAGGGAGATTTTCAGGGTGGTCCCAGGCCCCGATATTCTANTAGGCCACCTAGACCTCCACCACAGCAGTTCCAGGGTAGTAGATTTGATCGTCAGGGACAGTCAGGCCCAGGTGAGGGTTCACGAGCATCAGGCTCGTCAGCAGAGGGGTTCAGGCCAGGCTAGGACANCCCCGCCGCGTTGCGCTACTTGCGGTAGGACGCATTTCGGGAGGTGCAGACAGGGTTCCACAGGTTGTTATTCTTGTGGACAGGAGGGGCATGGGTGGAGAAACTGCCCGACCATAGGTCAGGGTGGTATAGGTCAGTCGACCAGGATCAGCAGTAGGTTCCTCCTCATCAGCGCAGTCTACAGGGCGTGGACCCCAGNCTACTCAGGGTCGNGGTAGAGGCGGAGGTAGAGAGGGAGCATCTAGTTCTAGTGGTGGTCAGAATCGCACATATGCACTAGCCGGCCGACAGGACTCAGAGGCATCGCCGGATGTTGTNACAGGTACATTGACCGTCTNTTCNCATNNTGTTTATGCNTTGATAGATCCTGGNTCTACNCTGTCNTATGTTACTCCATTTATTGCTGGGAAGTTATGCANAGGAACACCAGAGTCATTAGNNCGACCNTTTGNNGTGTCTACACCGGTTGGTGAGTCTATTATAGCTAGTC

>rnd-1_family-321#LTR/Gypsy ( RepeatScout Family Size = 260 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCGACTTTTCGAAACGTCTAAATTAACTCGTATCTTCGTGGAAAGACAAGGAGGGTGAGTAATAAATTAAGAATGATGTGGTATGTCATATTTTAAGTGTTCAAGGGTTGTATCTCAAGTTTTGAAGTTAGGTAAGTGGCAAAATAAAAGTTGGCGAAAGTTATCGTAAGTTCCTTTTTAAAGATTTCTCTGAAATTTGGGTCAAATGTCTCGGACGTTTTCTCCCAATATATAAAGAGTTAGAGGGCCTACGACCCATTAAATCGAAGGCCTACGAGTCTAGTTTNCAACGCACAAAACCCCGTATCAAACCGACATCGGAGTAAAGAGTTATGAGGGTTTTACTAGGGACTGCCGGGGCAGAATCCGGGTCGGGTAAAAAATGTGGTATGTCGGCTTACTCAACGTTTTAAGCCATGAAAACATTTCATTTCACTTCCAAACCAGAGAGAAAGCTTAAGAGAGGGTTCCTATGGAGTTCTTGCATGATGAAGGTTAGTTTTTGACGATTTCTACCATTAAACGTTGCCCCCGTGCCTAGAAACGTGATCTCTACACGTGGCAATCGTTTTTCCCTTCTATTAGCTGCGTTTGGAGCTAGTTTTTGAAGATATAAATTTGTAGTTATTGGTGTTTCTTCAAGGTTTACACTTGGTTAACTAAGGTAATCATCTCGGGACTCTTTTATGATTGTTTTTATGAATTTCTACGGACGTTTCGACAAGTTGGGGCAATATGGCAAATCTGCCGATTTAAGATTAATTATGAACTGTTTATAGGTGCGTACCAGCTGTGTATATATAGTGTTTGCGAAGCTTAGGACGTAAGGAACAACTTTCGTGAAGGAACTACGGTCTTTCGAGCGTTCATTGGAAAGGTATGTTAAGGCTATTC

>rnd-1_family-375#Unknown ( RepeatScout Family Size = 211 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTCCCTGGCGCTCTGAGAGGCGCGGGGCGCCAGCCCTCAAACTTCAGAGGGCCTGCTGGGGCGCTCTGGCNGGCGCGNCGCCCCAAGGGGGAAANTTCAGAGCCCCTTTTGGGGCGCG

>rnd-1_family-392#LTR/Gypsy ( RepeatScout Family Size = 191 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGAAAGGGTGAAAAGCCAAGGCAAAAAGGCGATGGAANGGANCAANCGGCGGATCGCCGANCGGNTCGGCGAGCCCGACTTACTTCGCCGAGTGGCTCCGNAGCTNAAATTTTGGGAACGTATAAATNCAATTTTGAAAAGAAGAGAAGGAGTTCCCACATTGTCCAGTTCTGGGTTTTTGATCCTNAACATTCT

>rnd-1_family-192#LTR/Gypsy ( RepeatScout Family Size = 484 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTATANCCCAAGACCCCAAATCAAACCCAACTACTTTCCTCTCCAAAATTTTCTCTCTAGAAACCTCCATTGAAGAAGAAGAAGAAGGTCGAGCTAGGGCTCGAAGAGCAGGCTTTTCTNCTCAAATTCGTGNGGAATTCTTCACCTAAGGTATGGTAGTCTTCATCCATGGGTAGCTTTCACCCANGGAGCCCCTTCAAAACTCGATTTCAAAGCTAGAAATCCCCAAAAGCTAGGGTTTCGACTCCAAGTCATGGGTTCCTTTCAAAAACGTTTTCAATGGTTGAATTATGTTNTATTATGATTGAATTGATGATTTTATATGGTTTTATGNTGAATTCCCCAAGAATCCATGAATTCCCCAATCCTAGTTATGGTTCTTCTTTACATTGTGGGTGTTGTTGTANGTTGATCCAATTGAGTGGATGTGAGTTGNTTATGATGTAATTGCATGATTTTAGTATGATTNTACATGTATTCTTGATTAACCTAAGATTCTAGGGTGAAATTGATATAGTTTAGGGTTATGCCATGAAAGAGGCAAATTGAGGGCTTAGATGTGATCTTCTAAGATTGATGAACTNCTTTATGAATTGCCTNAGATTAGANCACCTAGACATGAATTGCTTAAGAGTAAAGCTTGTAGACATGAATTGACTNGATTAGGGCTTATATGATGAATCATGGTTGAGTAGTATTGAGATTGAG

>rnd-1_family-250#LTR/Gypsy ( RepeatScout Family Size = 360 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAAAAGTGGAGAAAGTTGGAAATGATGAGTCGTTGTGTAATGTCAAGGAGGGCGGAAAGTCACTAAGAAGTACCCAAATGTACCATACCTGACCCTGAGCCTACGTTACAACCTAAGAAAGTCCTNTAGTGATCTCTAGCCAAATGGAGCTGAGTCNANGTTGATTGAAAATAAGGGCAAGCCTATGGTGTGAGCACTNACTGTGCATGAGGTATTCTTTGTGAGCGTGAGCGTTGNATCTTTGTCCCTTGTCTTGTTTATATGTGTGTGAATATGGGAATCTTCTTTNTTGTGAGGGCATTTAAGTTGAAAAAGTGGTGATTTTGAAAATTCCTAATTGAGTCAAGTGAGCATGTGAAAGAGTTAATGAGTTGAGTCATTTCTTGAGTTTGAGTTGTTGTCACTTAAATGATTCTTGGTTTTTGAAAATGTTTCATGAGAATGAGAGGATTTCTTTTGTGAAAAGTTTGCATGTGGACTATTTGTTAGTACCAACCGAAGCCATTACCTTTGTGCTTAATTGAGAAAGGGAAATTGATTTGTGGTGTGTCTTGAAATAAGAGCCTCTTGTGTTTTTGATTTTCTTTACTCGAGGACAAACAAAGTTTCTAAGTTGGGGGTGTTGATGAGTGGTGGATTTCCACTCATTTGAGGCTCTTTTCGTAGTTATTTTGGCTTGCTTTAGTTTAGAATTGGTGCTTTTAATGTGGTTTTCTTCATATTTGCANGAAAATGAAATGGAGAGTTGATTTAGGATATTTGAAGAAACCAAGTGAACTTGAGGCAAAAAGAGGTCAAGAGCTGAAAAT

>rnd-1_family-118#LTR/Gypsy ( RepeatScout Family Size = 667 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTCCTCAAGCTCCGGTCGATCCTTTGGCCGAGCAAGTGACTAATGCGGAGTTTAGGGCTGCTTTTCAAGTGTTGGCTCAAGCCGTGACGGCCCAAGCCAATAGGGAGGTTGTGGCTCCCGTGAACCCAAATGTGGGTACGACGGCGNCNAGAGTGAGGGACTTCACTAGGATGAATCCTCCGGAGTTTCATGGTTCCAAGGTTGAGGAAGATCCTCAAGAGTTCATTGATGAGGTNTATAAGGTGTTGGCGATCATGGGAGTGACGCCGGTGGAAAAGGCGGAATTGGCCGCTTATCAACTNAAGGGTGTTGCTCAAGTTTGGTTCAACCAATGGAAGGAAGAGAGGNCGGTNGATGCGGGTCCTCTNGATTGGGAAAAGTTCAAGGNTGCTTTTCTTGATAGGTTCTTTCCCCTTGAGATGAGGGAGGCNAAGGTGCTTGAGTTCATTAACCTTCGTCAAGGAAATATGAGTGTGAAGGAGTATGCTTTGAAGTTCACNCAATTGTCTAAGTATGCTCCNACTATGGTTGCCGATCCTAGGGCAAGGATGAGTAAGTTCGTTTCGGGTGTGTCCGAAATGGTGGTCAAAGAATGTCGTACCGCCATGCTCGTTAATGANATGGACATTTCTCGTCTNATGGTNCATGCCCAACAAATTGAAGAGGAGAAACTTAAGGAAAGGTCTAGGGAGGCAAAGAGGGCNAGGACCGGTGATGGTGACTTCTCNCATTCAAGGTCCGATGGACATGGTCGTCCTAGGTTTCGACAAAGGTTTTCCGGTCAAGGTTCCTCCAATGCTCCTCCTAAGTTCAACAAAGATAGGGTGTCTAACCCTAAGCCTCAAGGAGGAATGGTAGTGGATCTTCATTGCCTACTTGTGCTAAGTGTGGAAGGAAGCACGAGGGTAAGTGCCTAGCCGGTNCNGATGGTTGCTTTGGTTGTGGNAAGAGCGGATCACAAGATGAGGGATTGTCCTTCGGTTGCTAAGAATGAAGGAGATAATCGTCGNAGGGCTCAACCCTACCCTTCATCCGGTCCNAGTGGT

>rnd-1_family-551#DNA/PIF-Harbinger ( RepeatScout Family Size = 110 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGGGTCGTTTGGTAGGGCGTATTAGGAGAAATAATNCATGCATTATGTATGGTATTATTTAGTACCNTGTTTGGTAGGAATTTGGGCCTATGTATAACTAATGCATGCATTAGTTATACACCCTACATGCGTATTATAGGGTGTATTACTAATACCNTCNATTTGNAGGTATTAGTAATACATNGGATNTAATACCATGGGATTAGTCTATGTAAAGACAAAANTATCCCTCAAATCATTTTAATTATTTTATTTATTTTCTTGATTTTATGTTTTATATTTGTACTAGTAAATTTATTTAAATAAATTAGCTTACAAATTATTTAGAGAGAGTTGTTTGTTACTAAATAAATCCAATACAAATCAATACAATATTTGAAATGTGAGTTGTTTAACATTTACTAATTAAA

>rnd-1_family-308#LTR/Copia ( RepeatScout Family Size = 272 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTTTGGAAAGAGGCTGTCAATAGTGAGATCGANTCAATCTTAAGCAATCATACTTGGGAGTTGGTTGATCTTCCTCCAGGAAATAAACCTTTGGGTTCAAAGTGGATCTTCAAAAGGAAAATGAAAGTCGATGGAACTATTGACAAATATAAGGCNAGACTTGTTGTCAAAGGCTTTAGACAAAAAGAAGGTCTTGATTATTTTGATACATACTCGCCAGTAACNAGGATTACATCNATTCGGATGTTAATTGCGCTAGCTGCGGTATATGATCTTGAAATCCATCAAATGGATGTGAAAACCGCCTTCTTAAATGGAGANTTGGAGGAAGAAATTTACATGGAACAACCCGAGGGNTTCGTAGTTCCTGGTAAAGAAAAGAAAGTGTGCAAACTTGTTAAGTCACTTTATGGACTAAAACAAGCACCCAAACAATGGCATGCGAAGTTTGACCAAACCATGTTGGCAAATGGATTTAAGATNAATGAGTGTGATAAATGTGTTTACATTAAAGACGTTNCGAATCACGAGGTCATTGTTTGTCTATATGTTGATGACATGTTGATCATNAGTAAAGACATTGCCGATATAAATGCTACTAAGCGTATGCTNGCTAGTAAGTTCGATATGAAAGACCTNGGAGTNGCCGATTTGATCTTNGGAATNAAAATTCACAAAACTCCTNANGGTCTAGCATTGTCTCAATCTCATTATATTGAAAAAGTACTTGANAAGTTCAAGTATTTGGATTTCAANANTGTCGAGACTCCAATTGATGTGAGCTTTGCATTTCNNAAGAATGAAGGCGAAAGTGACTCTCAATTGGANTATGCTAGAGTATTGGGAAGTTTGATGTATGTCACGAATTGTACGCGACCAGATATAGCATGTGCTATTAGTAAACTGAGTCGGTTCACGAGTAATCCCAATCAAACTCATTGGATGGCAATGAAAAGAGTTTTGGGGTATTTAAAACATACTCAAAACTATGCTTTGCATTATAACAAATATCCNGCNGTNNTTGAAGGATATAGTGATGCAAATTGGATCACCGGGTCAAATGAAGTAAAATCCACGAGTGGATATGTNTTTACTCTTGGTGGAGGAGCAGTCTCTTGGAAATCGTCCAAACAGACATGTATCGCTCGCTCTACAATGGAATCTGAATTTATCGCTTTAGATAAGGCCGGTGAAGAAGCTGAATGACTCCGGAATTTCTTAGAAGATATTCCGTTTTGGCCCAAACCNNTGGCACCTATATGCATACATTGTGATAGTCAAGCTGCAATAGGTAGGGCATGGAGCGTTATGTATAACGGAAAGTCTCGTCATATACGACGNAGACATAATACCGTNAGANAACTACTCTCTAGTGGAATTATCACAATTGACTATGTAAAGTCAAAGGATAATGTGTCGGATCCACTTACAAAAGGCCTAACTAGAGAGGNAGTTGAAAGATCATCNAAGGGAATGGGNTTACGGCCTAGGACAAGTCATCGTGGCGGTAACTCTACCTAGNAGACTGGAGATCCCAAGAGCTAGGTTCAAGGAGATCAAACAAAGTCGTGACTGACGGTTCGACATTGTCAAA

>rnd-1_family-116#LTR/Gypsy ( RepeatScout Family Size = 678 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTNGCCTTGTCTTGTGTAGCCTTAAGGATCACTTGGGTGTGGTATGGAGAGGTAGTATGGGCTGCCNCACCATGCCTTACTCAGGTGNGNCTTGGGGTTACATTTGAGGTGAGTGTCTTAGTGTNATGATGTGACTTATGTAATGTTTATGTCTCTTATGTATGATATTGTGTAAAGGTGGAAAGGATGAATGGTAAGTTCACTTTTGGTGACCTTAAGGTGGTGCCTTAGTGTGGGTGGTGGTATGGGACGCTATCCATACATTGCACAAGGTATAGCTTGAGGGTTACTTGAGGTGAAGGCTCAAGGTGAAGGTAAAGGTTTATATGTTGATTATGTTCAAATGTGAAGTATATGACTTGTATGTTGGTTGTGACTTGTATTATGCCTCTTATGCTAATGTTCATGAAGTTTTACNAAAATGGCATAAAGCATGACTTTCAACAAAATGTCCCTTTTAAGCATGTTTTTGCATGGTCATCATACTTAGTACATTTNTGTGTGCTAACCCATATTTCTTCTATTTTTACTACAAGTGTAGGTTCCGGCAAGTGATTGNTTCTGCTAGTTTGAAGTGCTTGGATTGANTTTCTTCCAAGACNTTGGTATGTCCTCATAGATTCGAGGACAAGACTTTTATGTTTCGTTTCTTCATGTAATAGACACTTANTAGTTTCNTTTCGATTGTAAAGGGCCGTGTCCCTACTTTGTTNAGGTCTTGTCTAAGATGGCCATGTGAGACTTAGACTTCCGCTGCGTNTTTTAAAGATTTTTTCAAATGTTGATGACTTTTGAAGTCTTATGGTTTTATTGAATAAAAGTTTTAATTCCGTANTGATTTCTATGATCTATGCGATGAACGAATGCTAGAGGCTTGTATAAG

>rnd-1_family-30#LTR/Gypsy ( RepeatScout Family Size = 1247 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGCAAGACCAAGACCCTATTTTGCTTGAATTGAAGGCAAATGTTCATAAGCAAAAAGTANTGGCTTTTGAACAAGGGGGAGATGGTGTATTGAGGTATCAAGGTAGATTGTGTGTACCAANGGTGGATGAACTCCAAGAGAGGATCATGGAGGAAGCTCATAGCTCCAGATATTCCATCCATCCGGGTTCCACAAAGATGTATCGTGACTTGAGAGAAGTNTATTGGTGGAGTAGTATGAAGAAGGGCATTGCAGAGTTCGTTGCTAAGTGTCCGAATTGCCAACAAGTTAAAGTAGAGCACCAAAGGCCCGGTGGTNTGGCTCAGAATATAGAACTTCCGGAATGGAAGTGGGAGATGATCAATATGGATTTCATCACAGGTTTGCCAAGGTCTCGCAGGCAGCATGATTCTATTTGGGTGATTGTCGATAGAATGACNAAATCAGCCCACTTTTTGCCGGTAAAGACTACCCATTCAGCAGAAGATTATGCCAAGTTGTATATTCAAGAGGTAGTNAGACTTCATGGAGTTCCGGTCTCCATTATTTCAGATAGAGGTGCGCAATTTACCGCACAGTTTTGGAAGTCTTTCCAGAAAGGCTTGGGTTCGAAGGTGAACTTGAGTACTGCCTTTCATCCTCAGACAGATGGNCAAGCAGAGCGCACTATTCAGACCTTAGAAGATATGTTGAGGGCNTGTGTGATCGATTTCAAAGGTAATTGGGATGATCACCTACCTCTCATTGAGTTTGCTTACAACAATAGTTACCACTCTAGCATCCAAATGGCTCCTTATGAAGCTCTTTATGGGAGAAGATGCAGATCTCCTATTGGATGGTTTGAAGTTGGTGAAGCTGGGTTGATAGGACCAGACTTAGTTCATCAAGCTATGGAGAAGGTGAAAGTGATTCAAGAGAGGTTGAAAACGGCGCAGAGTCGTCAGAAATCCTACACTGATGTTAGGAGAAGGGAGTTAGAGTTCGAAGTAGATGATTGGGTNTACTTGAAAGTTTCACCCATGAAGGGTGTTATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATATTGGNCCTTACAGAATATCCAAGAGGATTGGCAATGTAGCTTATGAGTTGGAGCTACCGCAAGAGTTAGCAGCGGTTCATCCGGTATTTCACATCTCCATGTTGAAGAAGTGCATGGGCGATCCTTCACTGATCATACCAACTGAAGATATTGGGATCAAGGATAGCTTATCTTATGAGGAGATTCCCGTTCAGATTCTAGATCGCCAAGTTCGCAAGTTGAGAACNAAAGAGGTAGCATCAGTCAAAGTCCTTTGGAGGAACCAGTTTGTTGAGGAAGCTACTTGGGAAGCTGAGGAGGATATGAAGAAGAGATATCCACATCTCTTCGAATCCGGAGAAATTCCAGATCAAGGTACTAATTCTCTTCTTAGTACTCTTTAAATTATGAGTTGGCATGTTGTTGTTTGCATTTGCTTGTTGGGTGTTTGAGCTGAATGTTAGATGTTACACCCTTAGCCTAGTAAGAGTAATCTCATTCGAGGACGAATGTTCCCAAGGGGGAGATATTGTAACATCTCGCAACTTGAAANAACTAGAAAGAAGCTAAGAATTGGAAATAGTCATTTTTGGAAAGAATAAGAAAATCTGGAAAATTGTTTAAGTTAGGTAAAGTGAGTTTTTGGTCAACTTCAAACGACCATAACTCCTAGCTCAGGATGAGTTAGGTGTANTTCCAGATATGGTAGGAAATATCTTGGAATNATCTTTCCAACGCCGCCGAGTTTGCGCGATTCCGAGTTCGTATGAGTGAGATATGCCCNTTGGAAGTTGGGCTGTTCGAATAAGGAAAGTCCAATCCGGATTTTGGAAGGGTANTTTGGTCTTTTCCTTACCCAATTANTTTAATTCGTTTTTAGGAATTTAATTGGGNTAAANTCAGATTTTAGTCAGTTTTAGAAAAGTTAAGTTACGCTAGGGCTTGGAGAAGAGGAGAAAAGAGGAGAAAGGAGAAGAAAGCCAAGATTCGTCAAGTTCGTCGAGNTTAGCTTGTGGATTTCGTCGGGGGTGATCCCTACAAGGTATGTGAGATCACATAGCGTTGGGTTAGTTCACCCACGCGCCAA

>rnd-1_family-462#LTR/Gypsy ( RepeatScout Family Size = 143 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTGAGACCCCGTGGTTCTTTCGCATAATATGCGTGGCGTAGCATGGCATGGTTATATGAGGCGTATATGACTTGGTATCGTATCATTGGAGANTAAGATTGCAAGTGGGTGGCAAAAATCAAGGAACTAAACTAAAGTTNTGGGTCAAAGGANCCCCTCAAACAAAGTTCGNGATNAAAGAAATGGCTCTTGTAACACCCCGACTTTTCGAAACGTCTAAATTAACTCGTACCTTCGTGGAAAGACAAGGAGGGTGAGTAATAAATTAAGAATGATGTGTTATGTGATATTTTAAGTGTTCAAGGGTCGTATCTCAAGTTTTGAAGTTAGGTAAGTGGCGAAATAAAAGTCGGCGAAAGTTATCGTAAGTTCCTTTTTAAAGATTTCTCTGAAATTTGGGTCAAATGTCTCGGANGTTTTCTCCCAATNTATAAAGAGTTACGGGGCCCACGACCTATNAAATCGAAGGTCTACGAGTCTAGTTTCCAACGCACNAAACCGTTTGTTCATACGACTTCAGAATAGAGAGATATTCGCGTTTTCGCGAGACTGCGCAAGCAGGCACGTGAGGTGGGGCCCTAGCCCCTANGTCGGTGGAACTTTATAANATATCATCTTCCTTCGTTTTNTCTCATTTTTTCGACCAAAATAAGAATAAAACAGTCCTAAATCCTCTCTAAAGGTTCCCCTATCATCCAAGCAAAGATCTACAAGATTTCAACGTGGTTTCACCCTCGGAACGTTCATAGAGATTGTGTTACTTCTTTCCTCCTCGTTGGTTGTGATTTGAAGGATTCTTCGTGGTGAAGGAGTCTCGTTTTTAGGTGGTGTTGCTGCTGTTTGGAGGTAATAATTCTCACCCTTCATTTTATTGAGTGAGTCCAAGTTATAGCTATGCTATATAAGCAAGAACACGAATAGACGGCTGGAAAAATCGTATTTGGATAGTTACGTGATGTTGGGCTGTTTTGAAGTATTTTCTGATGTTGTTGTTGCTGGAATTTTCGGAAATGCTTTGTNTGTGTGTGGTTCTTGTTGATATGAGTCTGGAAGAGAAGAAGAAGTATAGATGGGTANTTAATTGTAAGATAAATTAGTGTAACGTTGGTTCTATTATTGCATTGCAATTTTCAAATTGTTTCTTCTTGGTTCAACGTCTTGCGTTTGAGGAGACTGTTTGTTATTGACGAGACATGCTAAAATACTATAAGCTCCATCAAGTTTAAGTTAAGGTTCTGCCCTTTTANTCTCTTATTGCTTATGAAGAGAAAGACGTGATTCCAAACGTAATTATTGGACGAACTCACAGGATGGTGATCGGAAGCGGTGAGTTCGAGTTATTATGGTTATATTGAACAATTATAGGACTGTATTACATATATTTTTTCTGGCTTTAATGGTTTGAAGACTCGTGGTTGGGATTTGGTTGTGGTTATTTTGGGGTTGGAAAAGAGGGGTGTGGCGATACGCCGAGTTTTTATTGTTGTGCAGGCATACTCTATTTGGTTGTTGTTGACTATTGCGTAGGCCTCCACTTGTTAATAGCTGCTGCAAAAATGTATGTTACGTCATTAATTTGGGGTTGTAATTTGGAGAAGAAAAGGTAATGAAGCATACATTTAAAAAGGGTCCGGCGAGCTAATCACTCTGCTAGTAAGCTCTAAATTGCTACTTTGACCCTGACGTGTTAATATTCTGCCTGTAATGGTTGTGTGACATGATTTTCTGTAGATTACATACTGTAAGGAAGGGGTACAATCCATATTGATACAACAAGACCCAGAATTGAAAAGGTATGTTAAGGCTAAGCTACTGTCCCTCATTTTAGCACCACTCCTGGGAAATTCCTAAAACGCCGAATGTGATATTTTGCTATTCTCTTGCTAGAAAGACCTTCGGTGAAAGGCATTGGGATCGCAGCTGGATTATTTTCGTGACTCCGTTATTTTGATATTCCACTCGTTCGGNTAAATAGGGTATTCGACGTCTNCACGTCATTTTGTCGGTTCCCTTGACTATATGTCCGCGCGTACGAATTCTTATTCTTCCTTGGGTGNTGTGACTTAAAAATGTCACGCGAGACCCNTACTAACTTGCGACCAGCCCTCCTTTCTCCGCTAANGTTATATTTTTGAAAAATCTTTAAAGTAGCACGTCGATCTCCAAAACTCTCAAATATAANTCANATGTTTAAACTACTAGAGCACTTGGTTTTCT

>rnd-1_family-498#Unknown ( RepeatScout Family Size = 129 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTCAAATAAACCATATGATTTTTCCAGCATTTGGCATGAAAGTAATAATCATAAAAGTAACAATCATTTTTCTTGCAAGTTTAGACACTAGACACATTCAAAGGAAAAAGTGTGAAAGTAACAATCGTTTAACCATTAACAATAAAAGTAGTAAATTACTATAGTCTTAATGGGTTATCGGTTTACCCAATAACCCAATATTAAAAACCGANACCGAACCGATAACCCGATAATTTTTTTTATAAAACCATTAAAAANCCGTTAACCCAATAACCCAATANCAATAAACCAATAACATTTTTTTCGGTTCGGTTTATCGGTCGGTTCGATTTTTGCACACCCCTA

>rnd-1_family-280#Unknown ( RepeatScout Family Size = 318 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGAAAATTGTATATAATAGCAAACTATTAATTCAAATTAAATGCTATAAATATAGTTTGATTTAATTGTACCCCGTAGCAAACTGTTGCTATTTCGCCTCTCTCCCGGTGAATCTCGCTCGCCACTCTCGTTCTCTCCCTCGCCTCTCTCGCTTTTTATACAAACGCAAATGTATAAAATGCGTTTGTGTTTGTATAAAGCGAGAGAAAATTGTATATATACATATATTTTCGTTCCCCTCTCTCCCCTCTCCCAGATCTCGCTCGCCACTCTCCCAGATCTCGCTCGCCA

>rnd-1_family-76#LTR/Gypsy ( RepeatScout Family Size = 858 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGACTTATGAAATGTTTATGTCTCTTATGTATGAGTATTGTGTAAAGGTGGAAAGGATGAATGGTAAGTTCACTTTTGGTGACCTTAATGTGGTGCCTTAGTGTGGATGGTGGTATGGGACGCTATCCATACATTGCACAAGGTATAGCTTGAGGGTTACTTGAGGTGAAGGCTTAANGTGAAGGTAAAGGTTTATATGTTGATTATGTTCTAATGTGATGANATGACTTGTATGTTGGTTATGCTTGTATATTATGCCTCTTATACTAATGTTCATGANGTTTTATCAAAATGGCATAAAGCATGGCTTTCAAACAAAATGTCCNTTTTAAGCATGTTTTTGCATGGCCATCATACTTAGTACATTNNTTGTGCTAACCCATATTTCTTCATTTTTACTACAAGTGTAGGTTCCGGCAAGTGAGTTGNTTCTCTCTAGTTGAAGGCTTGGATTTGAGNTTCTCCAAGACTGTGGTATGTCCTCATAGATCGAGGACAAGCGTTTAGATGTTTCATTTTCTTTCATGTAATAGACTATTGTTAGACTTTTCGATTGTAAAGGGCCGTGNCCCTACTTATGTTTCAGAGTTGTTTTTAGATGGCCATGTGAGACTTAGACTTCCGCTGTGTTTTNAAAGGTTTTAAATGAGTAATTTTGATTGTATGGNTTTAAATAAAGTTTTAATTCCGCACTATTTCTATTATCTAATGCGATGAATGCTATGAGGCTTGTATGAGACCCCTTCGGGGTCGAGTACGCCGTGTTACGNCCGGGGGGTGCTCTCGGGTCGTGACA

>rnd-1_family-148#LTR/Gypsy ( RepeatScout Family Size = 590 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCCATGCTCTTTGATTCCATTACATGCCTTCAAGGTGTTTGACAAAATGTCCAACTATGGAGAATTGATGAATCGATGCTTTAAAGCTTGAGTTATGAGATGTATGGAAATCCAGAGATGTGTTGATGACAAACTAAGCTTGTGTATATGTTCATTCCATACGTGAGATTGCATTAGAGCCTAATGGGAATTTCCTATATAAAGTGTTGCATGACCATGCCCGGTCCGGGGGAAAAGAACCGGACAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGGGGTTTATACCTTGCCACCAGGGTGTCCGGGTGTGAACGGCATCCCCCATCCTAAGTTGGGGTTATAGATTGGTTGGATCATGCATACACATATGATATCTACTATTAGTATAGAGTTACTTAAACATGTTTTGACTTCACTTTGATCATGCATCCTCATATTGTTATTCATAATGCCTATGAAACTATTTCTTGTATTTCGATTGTGTCCTTGTCTATTGTTGCGTTGCACCCCGCATACTTAGTACATTCAAACGTACTAACGCATACTCTATGCCTACATGATGTCACCATGTAGGGACCGGAGCNNCGCTTGACCCTCCTCTTCTTCGCGTGGCTAGTACGATNCTTATCCGGGTTGTTGGTGAGTCCTCNATGATCCGGGGGCGNTGCTTATGNTTCCTNCTGCTATGTNTTGAGACTTTNNCTTNTAGTTGTGTTTTGACTATGAGGGTGAGCCCGGTAGTNTGTCNTGGCCCCGTCCTANGTACGTATGTTTAGAGGTGTGCGTTGGACAAGTTGTGTNTTGTGNNTGAGCTTGACTCTTGTTCTATGATGTCATTTTGAAATGGTTTGCCCTTAGTCCCTATTTCCCGTTAATTAATGTTGAATGTACTTCCGCGACCGATGAAGTGTGATGACAAGTTTGAGAGGCTTGTTTGGGGTTCCTTCGGGTTCCTCATTCGCCATGTCACGTCTAGGCCCTAGGCTTGGGTCGTGACA

>rnd-1_family-23#LTR/Gypsy ( RepeatScout Family Size = 1309 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTTATCTCATGAGATGGAAACCTCCTACGTCAGTTAGTCCGGGTTTCTAGNAGCAATCTCCCTATCCCATAACTATGTGCCCACATAGGTCTTTAGCTAGTGGATCCACCTAAAAGCTAATATGTTAGTTCTACCTTAGGCAAGTAGGACACCTCTTTTCGGTGTGGGGGCANGACACCGGATTCCATGTAGCTCACATGGTCTATGTCGGTTAAGGCTATTTTCCCTACATGATAAGAATATGAACTATGACAAGAACATGAACATGAACTATACTTATGACTTCTTAAGGAGTTCTACTTAGTATGAGTGGGGGTATGGGACTTCACTTATGCATTGCACAAGTAGACTTTGAGAGGGGTTATGGTGTGGTTCTCTTATGTTATGANGACNTATGAATTTATGCATGTATGATATGGATNGTTGCTATGANTGACTTTCCTTGTTACAAGTTATGAACATGAATGTTTCCTTATTTATGANTATTGGCTATGGATGAGGTCAAGGTATGATATGTATGATTATGGTGGCCTAAAAGTGGTACTTAGTATNNTTGGTAGGGTTATGGGATCTTACCTATGCATTGCACAAGTATGGCTTAGGGTTGCTTATGTGNTGGTTTGACTTATGTTTCTTCATAAATGTGCATNATGGCTTTTAAACTTGATAAATGCATGGTTTCAACTAAATGTCCCTTTTACGCATGTTTTAAGGATTTTGTGCATGGCTTCCATACTTAGTACATTTTTGTGCTAACCCATATTTTCTACATTTT

>rnd-1_family-297#Unknown ( RepeatScout Family Size = 288 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTAGGGTTCTTCAAGTTCAAGTCTCCTTTCTTCATCATTGCTTAGGGCTTCGATCATCAAGGTATGTAGGGANTTCATCAATGGGTTCCATTCACCCATTGAGTCCCCAAAGATTCTTCAATTCTCCAATTCAATTTCCCCAAATTGATTAGGTTTTCATTCAATTCCTCATGGGTTCTATTTGTATGGATTCAATTGTTTGATTTCGATCTTATTATGCATGATTTGATTCAATTACATGNTTTTCAATTGATTTCATATGAACCCATGCATTGNTCATGAATTTTGACTATGAACCCTAACTTACATGAATTTATGAAGAAGCTATGAATCTATGAATGATGTTTTTATGAA

>rnd-1_family-186#LTR/Gypsy ( RepeatScout Family Size = 494 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTCGTCTTTATATAGTAGAGGCTTCATAGATAGACAGTTTTGGAGAGTCTTTCAGTTTCAGATGTTTTATTTAAAACTTATGTTTCATACTCAGTATATTCAGCGAAGTTTTGAGATTCAGTAAACTGTTTTTAAACGTTTCTTTCAGTTTTANGCTTATGTATGCTTGAGTTAGTCTTCCGCTTGTAGTCAGCCAGGATGAGGGTTCGCTTGGGGACCAGCAATGGTTCTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGTCGTGACA

>rnd-1_family-228#LTR/Gypsy ( RepeatScout Family Size = 414 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTAAGTCATTAAACACCCNTTTACACCTCATAATTCCCAAACCCAAAATAANAACCAACTCCTCTCCAAATAATTCTCTCTCTAAAACCTCCATTGAAGAAGAAGAAGAGGTCGAGGTCTAGGGTTCGAGAANTCAACTTTTCCACTCAATTTCGTGAGGAATCTTCACTAAGGTATGGTAGCTTTTCATCCNTGGGTAGCTTTCACCCANGGAGCCCCTTCAAAACGTGATTTCAAAGCTTCCAA

>rnd-1_family-292#LTR/Gypsy ( RepeatScout Family Size = 297 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAACCTAGGGTTTTACTCAATCTCATGGGTTCTTTCATCAAACGTTTTCAAACGGTTTCTAATGACGAATTATGATTGNATTGATGTTTAATTGATGATTTATGATGAAAATACTCTATGAACCCATGATTTCTCTCAATTCCTAAATTGTGCCTTATGAAGTGGGTTTGTTGATTATGAANGCATGTTGATGGATTATGTCTANATTGATTTAGATTATTGAATTGTATCATTATCTATGCCTAATTATGGTGAATTGTTGGTGTGTTGATGANTTGTGATTCATGGCCTTGAAGGGCAAGTTATGACCNAATTACATGTTGAAGTAGAATTGTGCTTGAGCTGTTGATCCACTTGAAAGGTGGAGGTGTTTACTTACTATGTATATTGTGATCATGGCCTTGAAGGCATAGTGTGACGAATTGAAGTATTATCATGATGTTGTATGTATGATCGTGATGTGAAGNATNTGCGTGTGATTTCAATGATATAATGATGATCATGTNTAGAATGTAATTGTGTT

>rnd-1_family-278#LTR/Gypsy ( RepeatScout Family Size = 320 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCAGACGGTACTCCGAGGTGGNTNGAGGNNGGAGCNCCNATCGAGAAGAAGGACCTGAACGTAGCNGCGAGGTACTGGTTCGGCTTCATCAGCAGCACNATCATGCCATCCCAGAACGAGTCNATCCTCCGCCACGCNAAGGCGGCCTGTCTNGGTTGCATCATNGACGAGACGAGGNTNAACTTGGGGATGATCATTGCGCAGGAGATGGCCATGAGGGCCAAGCAGCGCCAGACNTCNCTTCCNTTCCCGGTGTTGATCACCGAGTTGTGCAGACGGGCTCGGGTNCCTCGAGATGCGAAGAAGGATGTGGAAGTGACTCCCACATCCTCTACCGACATCCGGNGGATCGAGGCCGAGTACTCGAAGGACGAGGCGGAGAAGAAGAAGGCAGCCCCGGTGGACACNTCCCCGGTNGTNGACGCTGANNCGNTACCTGCAGAGGCANCTTTGCCTACTCCGGCCCCTGGGCCTTCAGGTACNTCTAGTGCCGCTCCTTCTGACCCCCTAGTTCCTCTGCTGCTNCACTGCCTCCCAGACCTGCTGCTGTTGCTGCTTCCCGGCCTCCGCTCACCCAGGCTNCGTTACTCCGGATGGGGCAGCTNGCCCATTCTGCCGATCGTCGNGCCGCCAGACTNGAGGCCTCCGTTCCGGGCATGATTCAGACNGCCCTCGCTGATGCTGTGACACCNCTGAGCGCTACCATTGATGCCCTCGCGGCNAGGATAGCGGTGTGTGAGCGCGGCCAAGGGGCCACCGAGGAGGTGACGGCTTTAAAGGCCGCCATTGCTGAGCTGAGGAAAGATGTGGACCANCTGAAGTCCACCGATATGTCCATGATCTTCGGGACGGTGGAGATCCCAGACGTGCCNGAGATGCCTCCGGCTACCACCGGAGATGGGGNTAGAGTNGAGNAGACAGCCGATCCCGAGTCNGAGGCGGAGACTGACGAGGAGATGCTTGAGGNGGCTGAGGAAGCTTCGTATGAGGGCCTTACCGAGACTGAGGAGGCCATGGTAGATGCGGCTGTGCAGGCTTCCTTGG

>rnd-1_family-242#Unknown ( RepeatScout Family Size = 377 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGGGAAAAGGCACAAGTACCCCCCTAGACTATGACCGAAATCCCAGAGACACACCTTAACTAAACTAAGGTCCTATTACCCCCCGAACTCATTTTTTTTGTAATTTTGTACACCTTTTCGGCTTACGTGGCATCCAAATATCTCCCACGCGCCTCAANCGCGTGGAGTCACGGGGTGTGCCACGTAAGCCGAAAAGGTGTACAAAATTACANAAAAAATGAGTTCGGGGGGGTAATAGGACCTTAGTTTAGTTAAGGTGTGTCTCTGGGATTTCGGTCATAGTCTAGGGGGTACTTGTGCCTTTTCCCTAAT

>rnd-1_family-246#LTR/Gypsy ( RepeatScout Family Size = 368 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAACACCTCCGCGTCGCGGACTTGTTTCCCGACGAAATCTGCGAAAATAAAACTCAAGTTTGACTTGTTTAAAAGGTCCAACTAAGTGAGGGGTAGTTTGGGTACTTTGGGGAATTATTATAAACGGTTATTCTACCTATTTTAGGGTATTTTAAGTNGGTTAAAACCCCAAAACCTAGAATTAGACCTCATTCTTCAAATCGACCCTTCCCTCTCAAAAAGTTCTCTCTAGAACTCCATTGAAGANCNNGATGAAGCTCAAGCTAGGGGATGGGTTTTCAACTGATTTCTTCTTCAATTTCGTGGGNNTTCAATAATTAAGGTATGGTGACTCTTNATCCTTGANTAACCTTTCATTCAAGGAGCCCAATCAAAGATGTTTCAAAAGTTTTCCAAAGACCAAAANCCCCAATTTTCAATCTAAGCATGGGTTCTTGCATCAAACGATTTTCAAATGATTCTATTGATGAATTAATGTTGNATTGATGTTTTTAAGATGATTTTNAATGAAATTCTCCATGAACCCATGATCTCCAAATTCCTAAAATTGGCCTATGAAGTGGGTTTNNTGATTATGATCTTATTGATGGAATTATGTTTAGATTGGNTTGTATTGTTGATTTNTATNATTATCTATGCTTATTTATGGTGAATTGTTGGTGTATTGATGANTTGAGGATTATGGCCTTATGGGCAAAGTTATGGGTTGATCCCTTCGTTTATAGAATTGTNCTTGGATTATGTTATGTTATTGAATTACGTTGTTGATTCCTATTGCTATCTATGTCAATTGATTATGAATTGTTGAGGATTGATCCATGGTGATCATGGCTTGGAGAATTGGTAAGTTGACCTAACTTCTAGTCTATAGTATGAGAATTGATGTTGTGTGGTTTGATCCACTTATGGTGGAGGTGTTTACTTCTTGTCTATCTATGCATGTTGAGATCATGGCCTTGAAGGCAATAGATGTGAAGTGAATTGATGATTATGATGCATATGTTTATGAAGTTGTGCTATGAAGGTTATGTATGAAATCCTCAATGCTAGCATGATGTTTAAAGTGTGTTGATGATGAGGAGTATAATGTGAATGATAATGTTAGGGATAAGGTGTGGTCTACATGATTGATTATGTTAGGTACTATTGTGGAATGACCCCTACCTATATGACCCCTATATGAATGTGTGATCATATACATGTTAGGAGTACCTATTCAATGTTGAATGTGTCCTTGTCTCCTATGATGAAGTGTGGGTGTGTGGTCTAGAATCCCTAAAGGCTTTATATGTGAATTGCTCATGATTTGGGGACATTGTGNACGTGTTGTGATCCCTTGAAGGGAAGTGCACTCGATGTCAATGTTGTTGCTATTATGTCACTACGAGGACCAATATGCACACACACACTCTACATGCATAGCTATGAATATGATGTGTTATGGTGTCTATTGAAAGGCTAACTCTCATATGCACCCTTACATATTATTATGCATGCAAATGTGTATGATTAGCAAGGTATGAATATGTGTTGTATAAAGGTGTTTATGTGAAAGGCTTTCTCACATATGTA

>rnd-1_family-187#DNA/TcMar-Stowaway ( RepeatScout Family Size = 494 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATTACTCCCTCCGTCCCATTTTATGTGAGGTAGTTTGACTCGGCACGGAGTTTAAGAAAGAAAGGAAGACTTTTAAAACTTGTGGTCCAAAATGAATGATAGAAATTTGTGTGGCTGTAAATCATTTCATTAAGGGTAAAATAGACATTTTATAGTTAAATTGTTACTTAATATAGAAATGTGTCATTCTTTTTGGGACTGACTAAAAAGGAAAGTAAGTCATATAAATTGGGACAGAGGGAGTAT

>rnd-1_family-209#LTR/Gypsy ( RepeatScout Family Size = 445 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCGTACNTGTTCCTTAGCGATGTACCTATGTTTTCTAGTTGATTCCAACACTCTAAGGTACGTCTAAACATCACGAAATCATCCATAAACATGAGATCATGAACCTTGAATCCATAATCCAATTCAAGGAAAGTTAGGATCAAAGTCAAGAGAAGTTAAGAGTCAAGTCNAGAAGTTAAGAAGCAAGTCAAAGCAAAGTTTTTAAAGTTTTCAAGAGTCTTTAACGAACGTTTTAACTT

>rnd-1_family-454#Unknown ( RepeatScout Family Size = 147 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGGGAAAAGGGTCAAANATACCCCTAAACTATTCGAAAAGGTCTAAATATACCCTCCGTTTATANTTTGGCTCAAANATGCCCTCGCCGTCNAACTTTTGGTCCAAATATGCCCTTATGGGCGTTAGTTGGCCCGCTGGAAATATCCAACTCATTTTNCATTTCTTTAAATGCCAAATGGAATTGCCA

>rnd-1_family-312#Unknown ( RepeatScout Family Size = 267 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTATATACGGAAAAGGGTCAAAAATACCCCTAAACTATNCGAAATAGNTCANATATACCCTCGTTATATTTTGGGCTCAAAAATACCCTTGCCGTCATACTATTGGNCCAAAAATACCCT

>rnd-1_family-421#DNA/TcMar-Stowaway ( RepeatScout Family Size = 169 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGTAAAATGGTAAACTCACTATGTCAATCATTGTTTTCTTAATAGGTGTGTCAATTCAAAAGTGGACAAGTAATTAGGGACGGAGGGAGTA

>rnd-1_family-487#Unknown ( RepeatScout Family Size = 133 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCAGTTCGAAGATTTGAATATNNACACTATCACTTCTGATAATGTGATAGAACTTCTAAAAGAAGTTACCGATAATAATCTTCGTGAAAAAATTATTCAATTGGCTGCTAGTAATAATGCTAGCTCTTCAAANATTCCTGAAAAANAGGNNAANGATGAGTTTGANTATTCTGCTCCTTACTCTTTGTCTGAAGTTNATAATAGACTCTCTTCTAAACAAACCATTGTTACTCGAGATNCTTCTTTTGATGATTTAAAAGGNGAAATTGAAAATTTGAAAAANGAGATTAAATCTCTTAAACAAAATCAAATGATTTGTGATCATCGTCTTACTCAGATTGAGNCTGCTAATAACAAAGGTAAAAATATTGTTGAAGAATCTACTGCTGAAGAAAATACTCTTGCNAAACCTTTTAATCTTGATCCTAAACAAGGTATGTTTTTAGGAATGATGCAAATTGTTACTGCTCATAAATGGTATGTTAAATGTACCATATTGATTGATAATAGTTTTTCTATAACTGATATTGCTATGATTGATAGTGGAGCCGATGTTAGTTGCATTCAAGAAGGTCTTGTACCTACTAAATATTTTGAAAAAACAACTCATATGGTTAAATCTGCTTCTGGACATGCTTTAGATATAAAGTATAAATTACCTAATACTCGTATTTGCCAAAATAAAGTTTGCATTCCGCATTTCTTTTTCTTGGTNAAAAATCAGTTATACCCTCCAATTATNCTTGGAACCCCTTTTATAAATGCTATTTATCCTTTTACTAGCATAAATGCTAAAGGNTTTTCTGCTACTTATGAAGATCGAGATATTAGTTATACTTTTATCACCGANCCTATTTCTCGNGATATTAATGCTTTGATTAATATGAAACAAAAGCATGTTGATTCTTTACAACTCGAANTATTTAGTATGAATATATTCGATACTTTGAAATCTACCAAAGTACAGGAAAAGATTAAATTAATTTCCGAACAAATNGCCATTGATATTTGTGCTGATCATCCTAGTGCTTTTTGGAATCGAAAAAAGCATATTGTNACTCTTCCATATGAAGATGATTTCTCTGAGGATAATATTCCTACCAAATCNCGTCCTTGTCAGATGAACGCCGAATTGGTNGAATTCTGCAAAAAGGAAATTGATAATTTGTTACAAAAGGGTTTGATAAAGCCTTCNAAATCACCTTGGTCTTGTACTGCNTTTTATGTTAATAACGCTGCTGAAAAAGAACGAGGTGTCCCCAGGTTGGTTATCAATTATAAACCTTTAAACAAATATTTAAAATGGATTAGGTATCCTATTCCNAATAAAAGAGATTTATTGNCNAGATTATATGATGCCAATATATTTTCAAAATTTGATTTAAAATCAGGATATTGGCAGATCCAAATATTTAAAGAGCATTCTTATAGAACGGCTTTTAATGTCCCGTTTGGACAATACGAATGGAATGTNATGCCNTTTGGTTTGAAAAATGCTCCNTCTGAATTTCAGAAAATCATGAATGATATTTTCAACCCATATTTGGATTTCATCATTGTTTATATTGATGATATTTTGGTNTACTCAAAAACTCTTGAAACGCATATTAAGCATCTAGACATTTTCAAGAAAATCGTTATNCAAAATGGTTTGGTNATNTCTAAACCAAAAATGAGTTTATTTCAAACNGANGTTAGATTTTTAGGNCATCNTATTTGTCAAGGGAAAGTTACCCCTATTCANAGATCTATTGANTTCGCATCAAAATTTCCTGATGTTATTACNGATAGGACNCAATTGCAGAGATTTTTGGGAAGTTTAAATTACGTTTCCCCCTTTTACAAAAATTTATCTCGAGATTTAGCCCCNTTATACGACAGGCTAAAAAAGGATCATAAANCGCCTTGGACTGATAGTCNCACCGATCTGGTAAAGAATATTAAANTNCGNGTTAAATCTTTACCTTGTTTAACTCTTGCTAACCCTGCTTGGCAAAAGATTGTNGAGACGGATGCGTCTAATATTGGNTATGGAGGNATATTGAAACAAATTAATCCNCATGATAAAAATGAATATCTNATTCGATTTCATTCNGGAAAATGGAGCGATGCCCAGAAAAAATATGCTACGGTGGCNCATGAAATGTTAACCATCGTTAAATGCGTNTTAAAATTTCAAGATGATTTATATAATCAAAAGTTTTTGATAAAAACTGATGCTCAATCTGTNAAATATATGTTTGATAAAGATTTTAAACATGATGCNTCNAAATTAATNTTCGCTAGGTGGCAGGCNCAGTTAGCCCCTTTTGATTTCGAAATCCATTATAAAAAGGGAAGTGATAACTCTCTCCCAGATTT

>rnd-1_family-77#LTR/Gypsy ( RepeatScout Family Size = 857 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGAGTTAGGTGGCCCATAAGATATCAAATGAAAGGTCTTTGAATCCTCTTTCCAACGCCACCGAGTTTGCTAANTTTCGAGCTCGTATGAGGGAGATATGCCCGTTTGAAGTCGGGCTGTCCAGTTAAGGAAAGTTACCCGAANTNATGAGGGGTATTTTGGTCTTTTCCTTACCCAATCAGATTTAANCGTTTTTAGTAATGTTTTAGGGGTCTAAACTGATTTGGTTCAGTTTTCACAATCCTAAAATACGCTTAGGGTTTTTAGAGGAGTTCAAGAAGAAGAAAAGAGGAGAAAAGGNAAAGCGNTCAAGGTTCTTGCGAATCGAGGATTTGTTTCGCCAAATCGAGGTATGTAAGCTTTCATAGTGTTGGGTTCGTTCACCCACACGCCAATCATG

>rnd-1_family-459#DNA ( RepeatScout Family Size = 145 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGGTGTGTTTGGTATGAAGGAAATGTTTTCCAATTTTCTCATGTTTGGTTGGGTTAAATGTTTTGGAAAATGTTTTCCAAATCAACTCATTTTCCTCAAATTTAAGGAAAATGACTTCCCTTCAAAACTTAAGGAAAACATTTTCCAAAACTCTCTTCCAACTTCAAATTACAATTATTTTTTTGTTGAAAAAATCAATTTATTTTGTCCCTACCCTCAAA

>rnd-1_family-554#Unknown ( RepeatScout Family Size = 108 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTCTGCCTCCCGGCCCCCAGATCACTCAGGCCATGATCCTGAAGATGGGGCACCTAGCCCATTCTGCCGATGTGCGNGCTNCCCGGCTNGAGAGGTCCGTTCCGGGGATGATTGAGAGGG

>rnd-1_family-125#LTR/Gypsy ( RepeatScout Family Size = 649 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GACAAGAGGCGATTACCCATGTCNCGTAATGATAAGGACAAGAGGCGATTACCCATGTTCCTTTAAGAGCTAAGACGAATANGATTAATGACTATTCCGTGGGATTTATGCTTAGCACCGAGTGGACAAGTGGCGATTACCCGTGTCCCATAACTATGTGCCACCATAGGATTGTCTAGATAGACATTAGCTAGTGGATCCACNTAAGCTAGAAGTTCATGGTCCTTACCTTGGCAAGTAGGACANCCCTTTTCGGTGTGGGGTAGACACCGGATTCCATGTTATAGCTCACATGGTCTCTATGTCGGTTAAGGCTACTTCCCACAA

>rnd-1_family-318#LTR/Gypsy ( RepeatScout Family Size = 263 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAGATGGTTGCNGACATGAGGAGCAGGATGAGTTTGTTCGTTGCTGGGTTGTCTCGTCTGTCAAGTAAGGAAGGCAAGGCAGCNATGCTGATAGGGGACATGGACATAGCAAGGCTGATGGTCCATGTGCAGCAGGTTGAGGAAGANAAGCTGAGGGATAGAGAAGAGTTTAGGAACAAGAGGGCTAAGACATCAGGGAATGAGTCCGGGCAGCAGAAGAGTAATGCGAACCGGTCNTCCTTCCAACAGAAGCAAAAGGGACCTGCTCCATCATCTGCTAGTGCACCTGCACCNAGGAACAAAGGTGAGTACAATAGTCAGAATT

>rnd-1_family-575#Unknown ( RepeatScout Family Size = 101 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATTCATGTCTANGTGCTCTAATCTCGAGCAATTCATNANGTANNTCATCAATCCTAGAAGATCACATCTAAACCCTCAATTTCCCCTTTCATGGCATAA

>rnd-1_family-576#Unknown ( RepeatScout Family Size = 101 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACCGGAAAAACCCGAAAAAACCCGAAAAAACCCGAGGTTGAAAAACCCGAGTTTTATTGGTTTGGTTTGGTTTATAAATTTAAAAATCCGACACAAATGGTTTGGTTTGATATTTGAAAAACCCGAACCAACCCGGCCATGTACACCCCTAAT

>rnd-1_family-188#LTR/Gypsy ( RepeatScout Family Size = 492 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAGTTGGAGAAGGNAGTTCCTCCAATGAAATGAGAAATGTGAAGTTTTGATGCATAATGAGTTGGTAGATGTAGTTCCTACTTCCTTGTGTTGCATTGAGTCTTNTTGATGTGGAGTTGATGTTTCCTCCTATGTTTGTGCATTTATATTGATGTTGCATGCATGATGGGCTGCTAGTCTTGAGTCGTTATCCCTTAANGTGTTTAAAGCGTCATTCGAGGACGAATGTTCCCAAGNGGGGGATANTGTAACGACCCCGAAAATGAAGTAGGNTAAACTAGAGCCTCACGTGAGT

>rnd-1_family-31#LTR/Gypsy ( RepeatScout Family Size = 1239 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTTGAGTAAAGAGTAAAGAGTAAAGNTTGAAGTTCATTTCTTCAAAAGTATATGGGGACTATGTATTCCCAAAGAGTTTAAAATGTTTTCACATTTAAACAAGAAAGGAAACTTCGATTTCCAAAGAGCCTTCGGGCTAGTTTTCAGAAAAGAGTAANCGCTTTCNNAATNAAGCAAGAGAGGAAACTTTGATTTCCAAGATAGCCTTTGAGCTAAGTTTTTGAGCAATNATCTCAAATCACAGAAAGAAGTATGTTTTTAAACATAAGAGCTAGTATCATATTTTGGGAGTAGTATTGAGCACCGATATGGGGGAGAGTTCAGACAACTCACAGCCCCCATAAACCATGTAGCCATCATGGGTAGAAAAGGGTCATACTTTTTAGATGATTCCTTAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTAGTTCAGGTTCTATACCCTCGGCAAGGTATAGGACGGCCCTGGCAGCGTGAGGCAAAACGTTGTATCATCACNATAGCTCTTANGTGATGGTTGTCGGTTAGAGAAACTCCCACAGAAGTAATTGTATTCTTATATACACAGTTTATTTGTATTTTTACATACATTTCAGAGTTATATTGTATCTTTGCATACACACAGAGTTGACATCGTGTTTTAAACAACTTTTCTTTATATTGCACTTGTTTTAAACTGCTTTATATTGAAATGAGTTCAGTTATGTTGAGTTGAGTTGAGCCAGGTAAGTTCTTCAGTTCCTTTCAAGCCTATGTCGTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCTTATTATGATGCAGACACAGGTAACCAGGATCGGCATCCAGCGCATCGTTGATCCAGTTGAGCACTTCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGACCCTTTTTATTGCTTTCAGTTTTATTATTAGTTCATTAGGATGTCGTGGGGCTTGTCCCGACATCCATCTCAGTTGTTTTAGAGGCTTCATAGACAGTCAGTCAGTTAGTTAGTTCATTTGTCATTACTTTGTTATTGGCTTATGTT

>rnd-1_family-560#DNA/Harbinger ( RepeatScout Family Size = 106 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAAAAAACTTCTCTTTCGGCTACATATGAAAATGTTTAAAGCAATTTAATATGAAAAAGGACAAAATTGGTGATGTATGTTTGATAATCACTACTTCCAATATGTTTGATTTTAGCACGAAATTAATGCACTGAAAATGTGTAATTGCACACAAGTGAAACAAGGCATGAACCATTATGATATTGACACACAAGTGAAAATTGTCATAGCTTGTGCAGTATTACATAATTNTTTGCGNGAACACCAAAGTAGTGATGAAATATTTATGGTNTATGAACGTGANGATATAGTTGCGGATGANATTGACCAACAAACGGCTCAAAGTAACAATGTTGGTTCGTCTTCTCGGTCACATGATCGAGAAATGCAAGTTCAACGTGAGGAGATTGTCCGTACTATGTGGGAGGATTATATTAAAGACTAGTACACTACAATTTATGTTCAATTTTTTTATTGAATTAAAGTTTGATCAATTAAAGTTAGATGAAACAATTACTTAAGTGGAGAACAAATAGCTTTGTAATAATTTATTAT

>rnd-1_family-290#LTR/Gypsy ( RepeatScout Family Size = 300 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGGTCCTTAGTTCTTTTCCAAAGTTGAGCCCNCGTTATTCTATTCCTTTCCTAGCAACTATAAGACCTTTTTAGACCGAATTCTTTCATTTAAGTCACTCCAATTAGAATTAAAAAAGAAACCCACCTCCTCTCAAATATTTCTCTCTCTAGAAACCTCCATCGAAGAAGAAGAAGAAGTTGGAGCTAGGGTTTGGGATTCAAGGTGTTTCTTCNTCAAATTTCTTGGGGAATCTTAATAAAGGTATGGTGACCCTTCATCCTTGGTTAGCTTTCATTCAAGGAGCCCATTCAAAAGGNTTTCAAAGTTTTCAAAGACCAAAAATCCTAGTTTTCANTCTAAGCATGGGTTCTTNCGTCAAACGTTTTCAAAGTCATTATATTGNTGAATTGATGTTGTATTGATGATTTTAAGATGATTTTATATGAAANTTCTCCATGAACCCATGTTTTCNCTAAAA

>rnd-1_family-316#Unknown ( RepeatScout Family Size = 265 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGCAGGACCCTCCTACATAATGGGATTTAGATTAGCAGGACCCTCCTACATAATGGGA

>rnd-1_family-463#LTR/Gypsy ( RepeatScout Family Size = 143 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAAGGTATGGTGATCCTTNATCCTTGATTANCTTTCATTCAAGGAGTCAATTCAAAGAGTTTCAAAGTTTTCAAAAACACAAAAACCCTAATTTTTACTCAATCTCATGGGTTCTTGCATCAAACGATTTCAAATGATGANTTATGATTATATTGATGTTTAATTGATGGTTTAAGATGAAAATACTCCATGAACCCATGATTTCTCTCAATTCCTAAATTGTGCCTTATGAAGTGGGTTTGTTGATTATGAATGAATGTTGATGGAATTATGTNTAGATTGATTTGGGTTGTTGANTTGTATCATTATCTATGCCTAATTATGGTGAATTGTTGGTGAATTGAGGATTTGTGATTATGGCCTTGAANGGGCA

>rnd-1_family-267#LTR/Gypsy ( RepeatScout Family Size = 334 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATCCCTTCATGGATAGCTTGACTTGGTAAGACAAGACCATTCATGGTAGCTTGAGTTAGTAGAACTCATGGATAGCCTAGGATTGAGAAATCGTACTCTCCTAANGGTTAGCTTGAACTAGCATNATAGGATGCTTNCATGGTAGCNTGACTTGGTNAGGCCANACCATTTCATGGTAGCTTGGATTGAGCAATNGTACCCTTCCTTGGGTAGCTTGGACTTGCATGATAGTGTGCCTTCCATGGTAGCTTGGTCTAGCATAATAAGGTGCTNTTCCTTGGTAGCCTTGAATTGGTAAATNGTAACCATTCATGGGTAATGACTTGTCTTGGACTAGTAAAGAAGTACTCTTCCATGAATAGTAGGAATAGCTAAGGAGGGACTAGTCCCCAATCAAAGTAGCATGNTTATGATGAAACAAGGTTACTTCAAGGAAGTATCGTAAGTATGNTTTAATATGAGATTATGTTATGATGATATATTAGCTTGGATTGTTGCTTGAGTTGCCTTCCATGATANGTATGACTAGAGGCGGATGACCCAAGTCTTGACTAAGGATAAGTTGAGGTTACTTGAGAAGTATTCCTCTTNTATTATGATGATTTATGTGCATTGATTATGCTTATGACTTATGTTGTCTAACTCTTATGTTTATGGTTTATGTCTTATGTTGACTAATGCTTATGTTAT

>rnd-1_family-273#LTR/Gypsy ( RepeatScout Family Size = 328 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAAGGTTTNAAGCTCAAGANTTCATCTTTCTCACTCAATTTCGTGGAGATTCTTCAATNAAGGTATGGTAGTCTTCATCCNTGGNTAGNTTTCATCCANGGAGCCCCTTCAAAANNTGATTTCAAAGTTTCCAAANTCCCCCAAAAGCTAGGGTTTCAATCTAAGTCATGGGTTCNNTTCCAAAACGTTTTCAANGGTTTATTTATGATGAATTATGATTGAATTGNTGANTTAATGTTGATTTATGATGAAATTCCCCCATGAACCCATGATTCCCCCAAATTCCTAAATTGTGATTTGGGATTGATTGATTATGGAAGCATGTGAATTGATTATGTCTATATTGATTTAGTTTATTGAATCATGTTATTACCCATGTCTAATTGTAGTAATTCTAGATGTGTTGGTGAATTGTGATTCATGGCCTTGAAGGGCAAATTATGAAGGATTGATGTATGATTATGATGTTATGTATATGCGTGTGATCTCAATGAAAGT

>rnd-1_family-95#LTR/Gypsy ( RepeatScout Family Size = 764 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTATTATAATTTTCATATAGAATAGTACTTTTTGATATTTTTGCTCTAAGTTTGAGAGGGTTTTGAAGACTTGAAGATNNAAAGGGTTTCATCTCCAAGAATTTGGANTTGGGTCTCTTGGATTCTTCATTCTTGGCCTGTATCAAGACTTAAATCTTCATACCCATTTGAATGCAANCTCATTTTGGTATAAATTTCTATCTCTTNTACATGTGTGGCTAAAAACCCCAATTCTTGGGGTGTGATTTAGCGAATATGGGTTAAGATAATTGTTGGGTCTTGCTTGCTGATAGTTTANTCGTAGTTTAANTGTGATTTCGTTTAGTGGTTGTGGNTGAATTTAATGAGTTTGTAGTTGCAAATACAANTTCACCTATGTGTTTTCGGCTTGCTCGAGAGAGAGGTCGTAAAACTAAGACCACTAGATTGATGGCCGGTGNGAGTGGGTCGACATGAGGTTCAGCTCGAGAGAGTGAACCCTAGTCCCATGTCCACACACTCAGCTCGAGAGAGTGAGTGGGNTAAGGCGTAGGCTGGTCTTCATGCGGCAAGTGGGTGTCCGAGAGGAACCCATTTGAAACGGGGTAAGTTGCTCGAGAGAGAGCTTATCCCCCTTAAAGTCTAGCCTAGTCACAATTATTCTACGAATTTNCTATCGAAAGCATGTACCCAATAATTTAGCTTAACCCGTATTCCNGTCACATCCCAAGAATCCCCTCTCATTACTTAGAAATCTTCGTTTATTTTGCTGTTTTTACTTACTNGTGACAAACCCCCCATTGNTAATTGACACTCTTGTGTCCCCCTTTAATTTACNATGTTTTTANTCGTTAATGTCTTTAGCTACGACTAGTTAGAACTAAATTTTATTTTTCTATTAATTCTCAAAACCACTCCCTTGGGACTCGACCCCAACCCTTGGTTGGGTTACTATACTATTGTACGATCGTAGACACTCGCATCGGAAGTTGTGTCTTGATTACGCAAACATCAAAATGGCGCCGCTGCCGGGGAGTGGTGTTATTTGAGAATTTTTAGTTNAGTAGAATTTTTGTTCTTCTTAGTCGTAGTTTACTAACTTAATTTTTAGTTTTGTTTTGCTT

>rnd-1_family-197#LTR/Gypsy ( RepeatScout Family Size = 479 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GCCTAGTACGGGGGGTAGTAGGCCCGTATAACCGTATCGAGGGGTTGGTACCTTGGTTGCCTAGTACGGGGGGTAGTAGGCCCGTATAACCGTATCGAGGGGTTGGTACCTTGGTTGCCTAGTACGGGGGGTAGTAGGCCCGTATAACCGTATCGAGGGGTTGGTACCTTGGTTGCCTAGTACGGGGGGTAGTAGGCCCGTATAACCGTATCGAGGGGTTGGTACCTTGGTTGCCTAGTACGGGGGGTAGTAGGCCCGTATAACCGTATCGAGGGGTTGGTACCTTGGTTGCCTAGTACGGGGGGTAGTAGGCCCGTATAACCGTATCGAGGGGTTGGTACCTTGGTTGCCTAGTACGGGGGGTAGTAGGCCCGTATAACCGTATCGAGGGGTTTGTACCTTGGTCGCCTAGCTCGGGGGGTGGTAGGCCCGGGTAACCACATCGAGGGGTTTGTACCTCTTTCGCCTCTCCGAGGGGGTGGTAGGCCTTGGAAATACTATATTGATGGTCACTCACCACACATGTACTACGTCCCACTAAATATGATTTTTATGTAAGCGTCATTATATATATCATTTCATTAATGTGCTATCTATCGGGTATGATTATGCATTTTTCCTATGATGTCCTTATCTATTGTGCATTGCGTTGCACCCCGCATACTTAGTACATTCAAACGTACTAACGCATACTCTATGCCTACATGATGTCACCATGTAGGGACCGGAGCANCGCTTGACCNTCCTCCTCCGCGTGGCTAGTACGATTCTCTATCGAGGTTATTGGTGAGTCCTCCATGATCCGGGGACGTTGCTTATGATCCTNTTGCTATGTATAAGACTTTTNCTTTTAGTTATGTTTTGACTATGAGGGTGAGCCCGGTAGTTTGTCTTGGCCCCCGCTAAGTACCCATGTTTAGAGGTGGCGTTGGACAAGTTGTGTATTATGCTTGAGCTTGACTCATCTATGGTATTTATGTATCATTCCTTTTTTTTTTTCTCTTGCTCCCTTAGTCCCGATTTCCCCCTTGATTATGCTTATCGCTTATGGTCATTTTAATTGCTTCCGCGACCAAGGATGTGTAATGATACGCTATGAGGCTTGTTTGGGGTTCCTTCGGGTTCCCCATTCGCCGGTCACGTCTAGGCCCTAGGCTTGGGTCGTGACA

>rnd-1_family-127#LTR/Gypsy ( RepeatScout Family Size = 646 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATCGGGTGTCGCGTTCCGACACACTAACTTGGATCGGNTGCCACGTTCCGGCGCANATATNGGATCGGGTGTCACGTTCCGACACACATATTGGATCGGGTACCACGTTCCGGTACGCTAACAGTTTGGGTGTGGGTTCCATGAGAGGACCATTGACTTGTCATATCTGCGTATCGTTGAGAATGTGGAATTGTACGTTGCTCCTGAAATGATAACTGATTTGTGCATTATGTTCGTATATGCGTGGTTTACTGTGTTGTAAGTTANTT

>rnd-1_family-405#Unknown ( RepeatScout Family Size = 181 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAACCCGAAAAAACCCGAGGTCGAAAAACCCGAGTTTTATTGGTTTGGTTTGGTTTATAAATTTAAAAATCCGACATAAATGGTTTGGTTTGATATTTGACAAAACCCGAACCAACCCGGCCATGTACACCCCTA

>rnd-1_family-71#LTR/Gypsy ( RepeatScout Family Size = 899 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACTGAGGATCATGNTCGNCATTTGAGGATNGTNCTCCAGACNTTGAGAGAAGAGAAGTTGTATGCCAAGTTCTCNAAGTGTGAGTTTTGGCTTGANTCTGTGGCATTCTTGGGACACGTGGTGTCCGAGGAGGGTATTAGGGTNGATCCNNCGAAGATTGAGGCAGTTCGGGATTGGNCCAGACCACATCTCCGACTGAGATTCGGAGTTTCGTGGGNCTNGCTGGCTATTATAGACGATTTGTNGAGGGNTTCTCNNCTATTGCATCTCCTTTGACCAGGTTGACTCGANAGAGTGTGAGNTTCCAGTGGTCTGANGAGTGTGAGGAGAGCTTTCAAAAGCTCAAGACNTTGTTGACTACNGCNCCTGTTTTGACTTTACCCGAGGAGGGTGNAGACTTTATCGTNTATTGTGATGCTTCTGGAGTCGGNTTGGGTGGTGTNTTGATGCAGAANGGNAAGGTNATAGCTTATGCCTCNAGACAGTTGAAGGTCCATGAGAAGAACTACCCNACCCATGATTTAGAGTTGGCGGCCGTAGTGTTTGCGCTTAAGATATGGCGNCATTACCTGTATGGNGTTCATTGTGAGGTNTTCACTGATCATCGGAGTCTTCAGTACGTNTTCANTCAGAGGGATCTNAATTTGAGGCAGCGNAGGTGGNTNGAGTTACTNAAGGACTACGACGTGACTATTCTNTACCATCCGGGNAAGGCCAATGTGGTGGCCGATGCTTTGAGTAGGAAGACTTTTAGCATGGGNAGTCTTCCTTTAATTGTGTCTATCTTTCTTTTATCTATCTTTTTTATTTCTGTTTTATTTTTATTTTTATCTTCATATTTTACATCAGGGCTGACTTTCTCCGCCAGGTCGTATGTTTTCAGAGCAGCCAAAGAGGTGGCTTCCTTCTAGTCCATTGTGAACACCGCCAATGAGGCAAAGTTGATGGTTAGGGAGAAGTTCGGAGATCCCAAGAGGGTCCCGCTCTTCAGGTTAGTTTTTTGGTGCCTCACTTGAGGCAGAGGTTGCGCATANAGGTAGTGGCTCTCTTCAGCGTTTCGGGACGGTTCATTCATCTATGCTAGCAGTNGAGAGTGGGTAGTTATCCCGAAGATCTTATGGTTCTAGCCGAGGTGGCTATGGTAGCTCATCTTGNTTCGCAATAGAAACTTTTCGTGCTGGGGTCGTGTTATGGTTGTGGAGATCCGGGTNATATGATNCGGTAGTGTCCTCTACAGACTCGCTCAGGCCCCAGCGTACTTATTCAGCTGCTCCGGCTAGAGATTCAGCGCCTCCGACCAGGGGTCNAGGCAGAGGTCAGTCCGGTAGAGGCGGTAGGACTTCTGGTAGGGGTGCTATAGCTCCGTAGAGTAGAGGTCGGGGTGCTACTCAGACTGNAGGTGGTCGAGAGGGNCAGTGTTATGCTTTTCCGGGCAGGNCCGAGGCNGAGGCGTCTGACGCNGTGATCACANGTACTATTCTTGTCTGCGACCGGATGGCTAATGTGTTATTTGATCCGGGTTCTACTTNTTCNTATGTGTCCGTNTANTTTGCCNCNGGATTTGATATGATNTGTGATATACTTGATGCCCCTATCCATGTTTCTACCCCAGTNGGNGAGTCCTTAGTCGTGGACCNATGTNTATCGNGCTTGTCCTGTTTTGTTTATGGGTTNTGANACTTGGGTTGATTTGGTCATTTTGGATATGGTTGACTTTGATATNATCTTAGGCATTGACTTGGTTNTCCCCCTATCATGCTGTNCTTGATTGTNATGCTAAGNCTGTGACTCTAGCGATNCCGGGTGANCCAAGAGTTAGAGTGGGGAGGGGTGCTACNAGTTCCTANCCAACTAAGGTCATNTCCTCCATTCGGGCTCGGAGATTGGTAGGGCAGGGTTGTTTGGCTTATTTGGCTCATATTCGGGATGTTGGTGTTGAGNCNCCTTCCATTGAGTCTATTCCTGTGGTTCGAGAGTTTNNAGANGTGTTTCCTACTGATCTNCCTGGTATNCCTCCGGATAGAGATATNGATTTTTGCATTGACTTGGAGCCGGGTACTCGNCCCATTTCTATTCCTCCNTATCGCATGGCTCCGGCAGAGTTGAGAGAGCTNAAGGCTCAANTNCAGGACTTCTTGAGTAAGGGNTTTATTCGTCCTAGTGCTTCCCCGTGGGGTGCTCCNGTNTTGTTTGTNAAGAAGAAGGATGGTAGTATGAGGATGTGTATNGATTACCGGCAGTTGAATAGGGTCACCATTCGAGAACAAGTATCCNTTGCCTCGNATNGATGATCTNTTTGACCAGCTGCAAGGTGCATCNGTNTTCTCTAAGATTGATCTGAGGTCCGGNTACCATCAGTTGAAGATTAGGGCATGGGATGTNCCCAAGACGGCGTTTAGGACCCGCTATGGGCACTATGAGTTTCTAGTGATGTCNTTTGGGTTGACTAATGCNCCTGCAGCNTTCATGGGTTTGATGAACGGGGTGTTCAAGCCGTNCCTNGATTCNTTTGTNATAGTCTTCATTGATGACATTTTGGTGTACT

>rnd-1_family-412#LTR/Gypsy ( RepeatScout Family Size = 175 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTATGATTCAAGTTTTGATATATTGAGATACGTAATTAAATATTAGGTGTATTGTATTATATGAATACCATTAGATTTATGATATTTGGAGAAATTGAGACTTAACCCTAGGCTTGAAATTTGGAAAATATGAGAGTTGACATGTTAATTGGCATCAAGATTTAGGAACTTGATTATAGATTTGGGTGAGTTTTTGGGTCTAGGCTAGACATATAGTAATATGGGTGTTGTTAGTTTCGAAATCTTATTGTGATTATTTATTTGAATAGATTGCGTTGATTTGGAAGCTCAACGAAAGGGGAAGGCTCAAGTCCCGGAGTGATTGTTCGATTATTTGAGGCAAGTGGATTTCTAAACCCTTGTTAAGTGTATGGAATTCGTGTATTTCCTTGTAGTATGTGTTGGGGGTAATGAGACTTGGTGATGGGTTGACTTGTCCACATTGANTAATTCTAATGATGAAAAAGGGGTAATAAAAGGCAACGTGATTAATTGTTGGTGTGTGATGTGTTGAGAATNGTTT

>rnd-1_family-573#LTR/Gypsy ( RepeatScout Family Size = 102 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCCTTTCATTCTACAAGGAAACATTGAGTTCANATCAACAGATGCCGGAAGACGCAGCAAGAAGACCTTAGCTCAACGCGATTCAACCTTTCTGAGTCACTAGCCTCAAAATAAAACGAGCAAATTCCTGCTTGTTCAAAATCAGTCCCCATTATTCGTGGGTTAGCGTGTCCTCAAACGAAGCAACTCTTATGTGTTTATNTGCCTTNTATGTGATATTTTGCATTATTTATCCTGAACTAATACTAACANATTTGCCTTTGAGTTGTTTTTCTCTACAGGTANTTAGAACTGATCTGTGTTGATAAGCTGGCCGANCATCCTTATTTCACAAGATCTAAAGGTCCTAAAGATTCCTTCCCCGATCGAAGTTCGCGAAAGGGAAAAGCAGCAATGGGTGATAACAACGAAGANACCGGCCTNACTGATGTCGTCGTGGCTCAGCCCGCCGTCGCCGATCAGAATGAATTGATCGCGCAGTTGATGCAACAGATCGCTGAGATGAGGGTCGAGATGCAGAGAAAGCAAGATTTGCCTCCTCCGGTTTTCGCTGTCAACGCTCNANCAGACGGAAGGCCTCCACTCCACTTTCCTCCTCCGAACGCGGAACANGCTCAAAACCCGCCCTCNAGTCCTGCTCGNAATCCCTCCATCATCGACCTAACCACCCAAAATCCCCATTACGCCTCCGCCTCTTACCAAACACCACCCCCTCCTCAAAATACCAACCCCCAAGCACCACTCCCTCCCCNNAATGCNAACCACCAAACTGGCCTACCCCCTCAAAACCAAAACGTTAACAACCCGCANACTTCCCTCCATCACCAAAACCAACATACCAACCCCCAGACTTTCCCCCAAAACTACCAAGCCCCTCAAAATGCCCAGAGTCCCTCCATCGCTCCACCCCTACCTCAAAAAGCCACTTTCCAAATCCCGGTCCCCAACGAGCATGACGCCNATGGTTCNGAGCTCGACCACTATGAGGAGAGGGAGAGAGAGTGGAGGTCGAAGGAAGAGACCGCCAAGATAGATATGAAGGAGGAGATTAGAAAAGCCATGAAGGAGTTGNACTGCATTCCTGAGGTCGCCGGGTTGAGTTACGAAGACTTGTGCATCCATCCGAATTTGGACCTCCCGGAAGGGTTCAAGGCGCCAAAGTTCGACATTTTCGGAGGAACGGGGAACCCCTTAGCGCACCTGAGGGCCTACTGTGACCAGCTCGTGGGAGTTGGGAGAGACGAAGCTTTGTTAATGCGGCTTTTTAGCCGAAGTCTGAGCGGAGAAGCNCTGGAATGGTTTACGTCTCANGAAACGAGACAGTGGCCTAGCTGGAACGCTCTGGCTAAGGACTTCGTCGAACGATTCGCCTACAATGTNGAGATCGTTCCTGATCGNTACTCNTTGGAGAAGATGAAGCAGAAGTCGACCGAAAGTTACCGAGAATNCGCGTACAGATGGAGAAAGGAGGCCGCTAGAGTTCGACCTCCTATGTCTGAGAAGGAAATCGTCGAAGTGTTTGTGCGGGTTCAAGAGCCCGAGTATTATGACAGGATNATGTCGCTCGTTGGAGCAAAATTTGCCGAGATAGTCAAGGTAGGTGAGACTATCGAAGATGGATTNAGAACCGGGAAGATTGCCCGTGTTGCTGCCTCGCCCGGATCTTCGGGNTTGTTGAAGAAGAAAAGAGAGGACGTGTCTTCTATCTCTTATGAGGGGAAGAAGACCCCAAGGAAATCCTCATCATACCAAGGTCGTTCTCGACCTTCGCAGAGTTCGTACCCGGCTTGTTATGCACAGGCTGATTACCAAAATACCCCTCCCCCCAGTTACCAAAATACCCCTCCTCCCAGTTACCAAAATACTCCCCCTCCCGNTTACCAAACTCCCCCTCCTATCTACCAAACTCCCCCTCCAGTTTACCAAACTCCATCTCATCACTACCGAAACGCCGCCCCCAACTGCGCNAACGTTCAGNCAAATTACCAAACNCCTCCCCAACGTACCAAACCCCACCTCCACATTACCAAAATACCCCCCCGAACTACCAAGCTCCACAACCAAATTACCAAACCAACTCATATCCCAGATATCAAGCCCCCCGTCCGAACGCTCCAAATTATCGTCAAATGCCTCCNCCTCAACAAGGCAATTACGATCCCCCCCGTCCNAGATTTGAGAAGAAGCCTGCTAGAATTTTCACTCCGCTNATTGAAAGCCGAACAAAGCTGTTCGAGCGATTGACCGCGGCAGGATATATTCATCCAGTGGGGCCCAA

>rnd-1_family-259#LTR/Gypsy ( RepeatScout Family Size = 345 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATGGTTAGTTTTGGCACTAATATCGCTTCCGCAGGTACGATGGCACCCAAGAAGCTGGTCACCTACTCAAAACGGGGCAAGTCAAAATCTGTTGCCCCTAGCTTCAGGTTAATCGATGAGGACACGGACACGGAAANAGATCCAGCATACGTTCCTCCCAACACAAGGACTTCTCNCACTGCACCCCGAGGCACCAGAGGCACCCCCCGGAAGGTGNTTCCCGACGTAGTCACTGTCTCCCAGTCTGATGAGGAGCACACACTGATCGGGTCACCAACTGGGGCTGCTTCCAGTTCAGCTACTGGGTCTGCGTCCGGNTCCGAGTCTGCCCATGCTTCGGGCTCCGAGTCCGCCCATGCTTCAGGGTCCGAGTCTGCCCATGCTTCGGGGTCCGGTGCCGAGTCAGCCACAGGGTCCGGCGAGAATGACCAAGCGGCCTCGTCTGATGAGGCNACTAGCTCGGAGTCCGTACCNGTACCACGGAACGACGACCCCGCTCCAGTGGCCGGCGAGCCAAATAGATGGTGCGTNGAGGGCCAATGGCAAATNTATCGGGATGCCAAGATGATNAATGACAAAGAGAAGATGGCCCGACTTATTACAGAGGAGCGCAGAGTCCTCACGGGGAGCTTGCACACCGTCCCNGACATCCACCGGCTNTTTAACCTTCACAAGTGTGACTGGATGGCTCGAGACCCAGGGACGTATAGCGAGGAGATTGTGCGGGAGTTCTACGCCTCCTATGCCGCCACTCTCCGNGGTTCGATTTCCAAGCGGTCAAAGCCCNTAGCCCAAGACCCTCTCACTTCCACTATGGTCCGGGGTTGTCCGGTGGACATATCACCTGCCACCATCAGCCGNTTTCTCTATGGTCCTACCACGGGTCACTCTTGGTCACTNAACACNGCGGAGTTTGACTACCGATGGGACATCGTGCGGAGCGGCGCTTTCCAGAGGAACGCCGAGCAGCGGGAGGCTGTTNTACTATGGTTGGCCAGGTACATTGCTGCAGATGGCGAGCGTGCGGAGTGGGTCGCCGCTCCGCGGTTGGGCATCCGGAAGGCCACATTAAATTTTGTGGCCAAGTTCTTCTGGCTGTTGGTGCGNAACAGGGTGTCGCCTACAAAAGCTGACAATCAACTCACTTGGGACAGAGCGGTCATGGTTGCAGCATTGGTAGCAGGAGTGGAGATCGACTTTGCCCGCATGCTGCTGGCAGAGATTCACGAGAGGGCNTTCAAGACCTCCACTACTTACCCCTTCCCATGTCTGATTTTTCANTTGTGCAGGGACTCTGGAGTGCCGATCTGGCATTGTGACAAGTTGGTCCACCCTACGGGGACNTTGGACATNGGCCTNATTCGAGATGAGGCAAATGTGGCGGCACCTCGCAGAGAGCCCCAGGTTGAGGTACCTCCCTTGGGCGCNGATCTTGCAGACACGGTGGGGCAGGCGCAGGGCGGTGACCCCATTATCCCAGACCACACCGATACTGTCCCGGCCTCCTCTTCTCAGGCNGCTAGTANGGCTCCTAGCTCNTCCCGGTCCACACCACCGTTAGGAGCTACTGTCGTCCCGTTGGCCAGAGTACAGAAGTTAGAGGCTCAGATGGCCACACTGCTGCATCACGTCCAGCCNTGGATGCAAAAGTCGATAGCCGAGTCCGAGGCCAGAATGGAGCGNAGGATGGAGGGNATGATGGACCGGAAGGTCCAGGCCGTTAATAAGCGCCTCGATGCCTTCGAGTTGCGAGTCCTCGAGCGACCAGCCCCGACCACAGATCTATCCGCTTTNCGGGCCGAGTTAGCCAGTCTCCGGGCCGACGTTGATGCCATTCTTGCCGCACCTNCAGTTGAGCCTCAGGCTGCACCTACTGCACTGGCTGATGATACGGTGCTGGATGCTCTATTCAGTGGGACCGCCGAGGAGGGGCCCGCGCCNACACGTGCCAAAGGCAAGNGGCACCGTTCTAGTCGCACTGAGGAGGAGAAAGCTCANAAGAGACAGCGTCGGCAGGAGAAGGAGGCTAGGAGGGCTTCGATTGTAGACGAAGAGTTGCGCCAGCAGAGGGTGCGTGAGAGNGTTGCGGGGGCATCGAGCTCTGCCCCAGTTGCAGAGGTCCNGCCTGTTGTGAGGGACGTTGTGAGCACCACTGATGGTGCGGTGAGAGTGATNGAGAGCACTACTGAGGGTGCTACGATTGNTGATGTGGGCACTACTGAGGGTGNCCCNACTGTTGTTCCAGCGGGCTCCGGGAAACCGGACCCACCCGCTTGTTGATGATTCGTCGGCGCTNTGCGCCACAGGTTTGCTTCACCCAATCCATTNTCTTTTACTGTTTTTGTATGCATTGGGGACAATCGCATCTATTTTTGTTGGGGGTGGGGTAAATGGATTGTGAGTGATAGGGTGAAGTCTGAGTAACCCAACTCATGAATCCTCTCTTGGGGTTTTCTTGCCTGTGTTCTTTTCCCCCAAGAGACTGTTTAATTTCTGTTGAACCGGCATGTGTTAGGATCGTATGTGTAGAAGCATGANAAAGAATGAAGCATGATGGCTTATGAAAAATGATACCCGTCCAAATTTTGTGATGTGTGCTAGAATTTGTAGGCTANGATAAGTTGAATGTGTTGGCTCTGAGTATGACATGATAATGAACCAACTTGATGGCATGACTTAAGCTGAAACTTGAACTGGGTAATCTGATAATCTGATAATGAAACTATGTGCCAAGAGTGTGTGAGAATAGTTGANTGTTCAAACAGTTTTTGTGCNAANCTAGAACTTGCCCGGTTAGTCCTGCTAAGACAATTCANTCTAGAGGTTAGGAAGTGATCATAGGCCCTTGTTCTGATAA

>rnd-1_family-120#LTR/Gypsy ( RepeatScout Family Size = 662 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCAACGACTTTTAGTAAATAATAATCACCCATTNAGCGAAATTGGCGTTCAATTGATCACACTCCCAAGGACCCCTCTCTACTTGNTTACTCCCGGTTGTTCGTAGTTGTTAATTGNTCACTCAAATCCCCCCATTTGACATTAATTGTCAACCCCTTGTNATTTACTTTATTGTTTCGAAAATGTCTACNTCTACAAACGATTAGAACACTATTTTACTTCGTAATCGAATTCTTTACCGTATCACTCCCTGTGGGATCGACCCCAACTCTTCGTTGGGTTTATACTTGNTAGCGACCGCCTACACTTAGAATCGGATGAAGTGTAGTTGAGCGTTATCAAAAATGGCGCCGCTGCCGGGGAGTGGTGTTTAGAATTCTTTTATTGAAGTTTAGTTGTGANCTTATTTTGTTGTAGTTGAATCGACTTATTTTTGTNTTTTGTTGGTTGCTNTTGAACAGGTGAAGAGATGAGCGTNAACGGGAGCAATGGTAGCCAACTTGGNCACCAAGACGACATCGGNAACTTGAACGATGTCAATGAAGATCAATTGGGCGGTGTNGGTGCCATTCGNTTGCCTCCGGCCGAGGGGAACGCGGTGTTCCACGTNACGAGCACNATGTTGCAGCTCTTGCAANTGAAGGGNCTNTTCGGNGGGCTGGCTCATGAGGATCCCCATGAGCATATTCGGAACTTCGTGGATGTNTGCGGNCCGTTCTCNTTCAAGAACATNTCNCAAGAGTCGGTCCGNCTNAGGTTGTTCCCNTTCTCTTTGATGGGNGAAGCGANCAAGTGGTTGGCCGAGTTGCCAAGGGANTCNATCACTTCNTGGGANGAGCTNACCGACGCATTTCANGTGAGATTTTTCCCTCCCTCGAAGATGATGACNCTNAGGGATAACATCCAAAGCTTCAAGCGNTTGGAGGGTGAGCCAATCCACGAGACGTGGCTGAGGTTTAAGAAGTTGGTGCTNCAATGCCCAACTCACGGNCTNCCNGACAACGTGTTGCTGCAATACTTCTACCGGAGCCTTGACTCGGTNAACAAAGGNGTNGCTGACCAACTTNCTCCGGGAGGNATAATGCAACAACCNTACGANGTAGCGTCTACTCTTCTTGATGGCATGACCAAGATNAACCGGGCGTGGTACACTCGNGAAGACCAAGTCTCTCCTCTCACNTTTAGGNTGACAAAGGAGCAGATCGAGAAGGACCAAGAGAGGGACCAAAACATGGCCAAGATGATGACCCAACTGGAATTTTGGCNAAAAATGTCATGGGGAGTGTTGGAAAACAAAGAGGCGAAAAAAGTGTCTAGACTNGAGGAGGGTTCTTNCCCGGGCTNTTTAAAGTCGGGCGGGAATCAAGGTTGGAACACGCNTAGNGAGGATGGACGGAGAAGTTACAATCGAGATTGGGCTGACCAAAATAACTTTTGGAGGAGAGAAGACGACNATGATGCGTGTTACATGCACATGGGTGATAGCCCAAGATCTAGGGACAGTTCTGGAAGCTTTCGGGTGGATGATTTGTTATCCCGCATTCTAAATAAGGTNGAAGGATCCGACGAAATGCTTAAAGAAATGAAGGCTGACTTCTCATCCTTGAATAATAAAGTAAACTC

>rnd-1_family-100#LTR/Gypsy ( RepeatScout Family Size = 746 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAATCGGTAGACCTAATGTTGGTAGCCCTTTCATAAATGANTAATGAAGTATTCTAGGCTATGTCTTGAACCGGTAGACCTAATGGTGGTAGCCCTTCATGATGAGTCTAGGAACTAATGTAATGATGAACCTTGAATCGGTAGACCTAATGGCGGTGGCCCTTTCATGTGTGAATGATGAACCTTGAATCGGTAGACCTAATGGCGGTGGCCCTTTCNTGAGGATTCAATGAGCTATCCTAATAATGTACCTTGAATCGGTAGGCCTAATGGCGGCGGCCCTTTCATGTGTAATAATGTACCTTGGGTCGGTAGGCCTAATGNCGGTAGCCCTCTCAAGTACAATAATGTTAATGTGAATGAACTACTCTATGGGAATGNAGGCTAAGCACCGAGTGGATATGGTAAGATGGAAGCTCTCCCAACGTTAGGTCGGGTTTCAATGAACATCTTCCTTATCCCATAACTATGTGCCCACATAGGATATTAGCTAGTGGATCCACCTAAGCTAAAATGTTACCGGTCCTACCTTAGGCAAGTAGACCACCTCTTTACGGTGTGG

>rnd-1_family-236#Unknown ( RepeatScout Family Size = 395 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTAAAGGGCTTTTGGGTCTTTTCCTAATTGTTTTAACCCAATACTATGTCGTTTTACCTTCTACCCTAAGCCCTATATAAGNNTTTTAACCCCNAAATCACCCANTCTNAATTCATTCTCCTAAATTCCCAAAANCCGACCAAGTTCATCCTCTCAAATTCTCTCAAGTCTAAGGAAGAAGAAGAAGAGCTAGGGTTTCAATTCAAGTCTCCAATTCNCCATTGNTTTTGGGCTTTTGGCATCAAGGTATGNTAGTATTCACCNATGGAGTCCTTTCCTCCATNGGGTCCCCAAAGTTCTCCAATTTC

>rnd-1_family-455#Unknown ( RepeatScout Family Size = 147 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTCAATATGGGCTAGGCCCGTTGGGCCGGCCCGGCCTAACCCGTGATTTGATAGGGTTGGGCTACGATTTTTGGAGCCCATTTAAGAAAAGGGCTTTTTAGCCCGGCCCGAATAAGCCTGCCGATTTGTGGGGCTTGAGAAATATGGATAGGGCCGGCCCGTGGGCCAAATAAAAATAAAATAGAGTATTAAAAATAACATAGAGTCTAAACTCAAAATCTGTTTAAAGTTCGAAATATTACAATTTAAATACAAATTATGTTTATAAAATATGTACTACATAAAATAAAAATTCCCTAAAATTTCTAGGGAATCACTACATAGGCCGTAGCCTATGGAATATTGTCATAGTTTTTGTGTTTTATTATGATCATTGGAAAACAATTAGGTTAATATTTCTATTTAGCTATTTATGCTTTTACTTGAAATCAAACTTAATAAATATTATAAAGATAATTTTATTTGTGGATTTGATTAACAAGTAGTAACACTAACACCATGTAATATTGTCTTGTCGATATTTATGATAATATTTTTAAAATTATAATTTAATTTAAAAAATTATAAAAAATATACTTTTAAAAAAAGAGGGCTGGCCCGGCAAAGCCCGTAGCCCACGTACTTGTGGGCTGGGCCGACCATTTTCTGGCCCACACCAAAAATGGGCTAGCCCGGCCTGGCCCGTCAAATTTCAAAGCCTGTATGGGTTAGCCCGGATGGGGTGGGCCAGCCCATATTGA

>rnd-1_family-88#Retroposon ( RepeatScout Family Size = 807 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AACAATTAATAACATAAGCANAAATTAATGACTGTAAAAAACATACCAGAATCTGTAACAATAGAATGAAACAGAAAGGAAAAAATCGAGCCCACTGAATGCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTACCCGAGGTTTAATGGAATATATCCTCCCAGGATAGAACGATCTTANTCACCAGTGTATTGATACCCAAAACGATGGTGTCAGCGAGCCACTCAACGGNAGTAAAGTACACGAATATTTAATTGTGCAGAAGAAGAAGAAGAGTTCAAAATTTCGTTGTTTTAAAATGAGAGGAAATCCCTCTATTTATAGACAACAAAGGGTAGTGTGAACAAATGTTTATTGTGCCTTATCGGAAAGGTCACAACCCTTCGGAAAAGTCGCAACCCTTCGGAAAGGTCACAACCTTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTCTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTCTTCAT

>rnd-1_family-43#LTR/Gypsy ( RepeatScout Family Size = 1132 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAGGCCGGGTTTCAATGAACATCTTCCTTATCCCATAACTATGTGCCCACATAGGTTATTAGCTAGTGGATCCACCTAAGCTAAATGTTACCGGTCCTACCTTAGGCAAGTAGACCACCTCTTTNCGGTGTGGGGTATGACACCGGATTCCATGNTTAGCTCNCATGGTCTATGTCGGTTAACGCTTATTCCCATCATGTGAGATGTGCACTATGGTTTCTCGAGAAGTTCTACGAAGTGTGGGTGGTAGTATGGGATGCCATCCATGCATTGCACGAGTAGGCTTTGAGAGGGCTATGGTGAGTTCTCTAATGTCTTAATGACTAATGAATGAATGTGCTCTNAATGAAGCTAATGAAGAATGTTGACTTAAATGCTTAATGTAATGATGCATGCTNTACTTGGATTGTATTATGAGTTACTTCCTTGTCATGACTTATGAAATGTGTATGTTCCTTATGTATGAGTATTGNCTAAAGATGAAATGGAAGAATGGTAAGTTCACTTTTGGTGGCCTTAANGTGGTACTTAGTGTGGATGGTGGTATGGGACGCTATTCATACATTGCACAAGTATAGCTTAGGGTTACTTGAGGTGAAGGTTTAATGTGATGTAATGACTTATATGTTGATTATGCTTGTATCTTATGCCTCTTATACTAANGTTCATGATGTTTTCTCAAATTGGCATAANGCATGGTTTTCAACCAAAATGTCCTTTTTAAGCATGGTTTTTGCATGGCTATCATACTTAGTACATT

>rnd-1_family-464#LTR/Copia ( RepeatScout Family Size = 143 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAGGTCGTGGTTTTACTCCCTTGAGCAAGGAGGTTTCCACGTAAAGTTGTTGTGCAATCTTTACTTTCAGCATTTGTTTACTTTCTGTTATTGTAACTGTGTCGAGGACCTGGTCCCATCGACGACAGTGGACGCATACATTCCAACAAGTGGTATCAGAGCTTGACTTTTCTATCTGGTTAACACCAAGAAAAGGAAAGATCCTGAAGGAATGGCTGCTCCACCGAATNTGGAGGAAGGNCAGTCTTCTACCAGACCACCTCGTTTCAATGGNCAATNCTATGGNTGGTGGAAGANTCGNATGCACGACTACATCAACGCTGAGGACACTGAGCTGTGGGACGTNATTCTTGATGGACCNTACATTCCNACNAAGGANGTGAAGGATGGAGAGCTCACNANNGTCGTTCCCAAAACCAGAAAAGAGTACGATGAGGCGGACAGGAAGAAGATNGAGAAGAACTACAAAGCNAAGAAGNTNCTAGTGTGTGGNATCGGNGCNGATGAGTACAACCGAATCTCTGCNTGTGAGACNGCCAAGGAAATNTGGGACTGTCTNNAAACAGCCCACGAAGGAACNNAGCGAGTGAAGGAGTCTAAGGTNGATATGCTNACNACTCAGTACGAGAACTTCANCATGAAGGAAGGTGAAACCATTCACGAGATGAACACAAGATTCACCTCCATNACCAACGAGCTAAGATGCCTTGGTGAGCCTATTCCCNCGAGCAAACAAGTTCGNAAGATTCTCGAAGTNCTTCCCAAGTCNTGGGAAAGCAAAGTGGATGCCATNACNGAAGCAAAAGATCTGAAGACGCTTNCCATGGATGAACTGATTGGGAACCTTCAGACCTACGAGNTGAACAAGAAACAGGGGACAANCGTGAAGGAGGGAAAGAAGGAGAAGTCCGTNGCTCTGAAAACGTCTCAAAGTGATGCGACTGAGGAGGAGGATGAGATGGCNTATNTCACTAGAAGGTTTCAGAAGATCGTNAAGAAGCATGGAGGCTTTCAAAAGAAGGCCTCGACCAGCAGAGCTGCAAATGCAAATGACCTTTGTCACAAGTGTGGNAAGCCTGGTCACTTCATGAGGGACTGCCCNAGCCAGAAGCAGGAAACTCANGACTTCAGACCTCGCAGGAGGGACCTGGTCCCAGACCATGCCAAGAGGAAGGCTCATGCTGATCANNTGGTGAAGAAAGCCTTTGCTGTNTGGGGAAACGCNTCAAGTGAGTCAGAAGAAGATGCAGAANGTCCCGAGGATGTCTCGATGATGGCCGTTGAAGATGATGAAAACGTNTTCGACTCCATTTTCTCCCTNATGGCAAAATCTGACGATGAAGAGGATCNAGACGAGGTAACTCTTTTTGATCTCAAANATGATCTAGATACTCTTCCCGTTAAAAGATTGAGAAAACTTGTTGCTCTGCTNATTGACTCCGTTGATGAACTAACCACTGAAAACTTGACGNTGAATGAAAAATTGAGTTTGTGCGAGGATGAGAACTCAGCTCTCANNTCTCAAGTNTCTGAAATGAGTGTNAGGATAGGTATTCTAGAGACTGANAATCTAGAACCCGAGGAGGANCCTGGTACCTCNGAGGGTGGAAAGAGAAAGCTCAGCANCTTTGAGGTNGAACTGGAAGAGAAGCTTAAGACCTCTGAGTCTAAGCTAGTTGCCTCCCTNGAAAGAAATTCTCAGCTGGAGAAAGGACCTGGTANGGTCAAAGAGGAGCTGAACCACTCTCTNAAATGGACCGACTCCTCTAAGATACTCTCTAACNTANCTAGTCAAAGTTNCAACGGNAGGAAAGGGTTAGGNTGTAGACCGATAGANCCTCCCTACAATCCTCACAGCAAATATGTGTCTGTNTCTGACAATCTGTTGTGTACTCACTGTGGNCGNAATGGTCATCTGAAAGAGAAGTGTGAGACTCTGANAAGAGCAAAAGAAAGGCANGNGAAATTTGTCAGATC

>rnd-1_family-255#LTR/Copia ( RepeatScout Family Size = 349 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGACAAAGGNAAGAGTCAAGCAAACATCGCGGAAGAGATGGAAGATGCAGACGACCTCTGTGCAATGATCTCGGAGTGCAACTTAGTTGGAAATCCCAAGGAGTGGTTTCTCGACTCNGGTGCCACTCGACATGTTTGCTCCGCGAAAGAAGCCTTTGCAACGTACACTCCTGCTGAGTTCAGACGAAGATTTGTTCATGGGGAACACAGCAACAGCAAGGATTGCAGGAACTGGGAAAGTNATGTTGAAGATGACATCCGGCAAGGTGTTGACTCTGAACAACGTTCCGCACGTTCCTACNATTAGGAAGAATTTAGTTTCTGTTGCACTGCTCGTTAAGAACGGGTTTAAGTGTGTCCTNGTTAGTGACAAAGTTGTAATAAGTAAGAATGAGATGTNCTTAGGAAAGGGCTACCTCACTGAGGGCCTCTTCAAACTGAATGTAATGGTTGTTGACAGTATNAATAAGAATTCTGCTTCTNCTTACTTGCTTGAGTCAAACGATTTGTGGCATGANCGTTTGGGACATGTCAATTACAAAACCTTGCGAAAACTGATTAACTTAGAAGTTTTGCCTAACTTCGAGTGCGATAAATCGAAATGTCAAGTTTGTGTTGAATCTAAGTATGCTAAGCATCCTTATAAATCTGTTGAAAGGAATTCNAATCCCTTAGANTTGATTCACACTGACATTTGCGATATGAAGTCAACACCATCTCGTGGTGGGAAAAAGTATTTCATAACTTTTATTGACGATTGCACTAGATATTGTTATGTCTATTTGCTGAATGGTAAGGATGAAGCAATNGANGCGTTTAGGCAATATAAAANTGAAGTTGAAAATCAGTTGGATAGAAAGATAAAAATGATTAGAAGTGATAGGGGTGGAGAATATGAATCTCCTTTTGCAGAAATATGTTTGGAAAATGGAATTATCCATCAAACTACTGCTCCCTACTCACCTCAATCTAATGGAATNGCGGAAAGGAAAAATCGAACTTTGAAGGAAATGATGAATGCCTTGCTTATAAGTTCAGGTTTACCGCAAAACTTGTGGGGGAAGCTATCCTTACGGCAAATCGAATACTCAATAGNGTGCCTCGTAGCAAGACACAATCTATTCCATATGAGNNATGGAAAGGAAGGAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAAGTCCAGGTTCCTATACCTAAGAGGGTNAAAATNGGACCTAAGACTGTGGATTGTGTATTTATTGGATATGCCGCGAACAGTAAGGCCTGTCGATTTTTGGTTCATAAGTCCGANCATCCGGATATTCATGANAATACGGTAATTGAGTCAGATAACGCTGAATTCTTTGAACATATCTATCCGTATAAAACTAGACGTGAGTCGTCAAGTGAAGGGTCTAAACGACCNCGGGAAGAACCAAAGGAGAATGTACCTAATGAAGAGAGTCCGAGGCGTAGTAAACGTCAANGGAAANCTACTTCNTTCGGACCTGATTTTGTAACGTTCCTTCTTGAAAATGAGCCTCAAACATTCAAAGAAGCTATGTCTTCTATNGACTCAACCTTTTGGAAAGAGGCTGTCAATAGTGAGATCGAATCAATCTTAAGCAATCATACTTGGGAGTTGGTTGATCTTCCTCCAGGAAATAAACCTTTGGGTTCAAAGTGGATCTTCAAAAGGAAAATGAAAGNCGATGGAACTATTGACAAATATAAGGCNAGACTTGTTGTCAAAGGCTTTAGACAAAAAGAAGGTCTTGATTATTTTGATACATACTCGCCAGTAACNAGGATTACATCNATTCGGATGTTAATTGCNCTAGCTGCGGTATATGATCTTGAAATTCATCAAATGGATGTGAAAACNGCCTTCTTAAATGGAGAGTTGGAGGAAGAAATTTACATGGAACAACCCGAGGGNTTTGTGGTTCCTGGTAAAGAAAAGAAAGTGTGCAAACTTGTTAAGTCACTTTATGGACTAAAACAAGCACCCAAACAATGACATGCGAAGTTTGACCAAACCATGTTGGCAAATGGATTTAAGATCAATGAGTGTGATAAATGTGTTTACATTAAAGACGCTCCGAATCACGANGTCATTGTTTGTCTATATGTTGATGACATGTTGATAATGAGCAAAGACATTGCCGATATAAANGCTACTAAGCGTATGCTNGCTAGCAAGTTCGATATGAAAGACCTNGGAGTTGCCGATTTGATCTTAGGAATCAGGATTCACAAAAC

>rnd-1_family-465#Unknown ( RepeatScout Family Size = 143 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTAAGTTTATTATTTTATTCTTTTAATTTNAATATTTTTAAAATTTAAATATGNTGTTCACTCGCCTTAANACGCGTGTAGTCACGCACTCTTGCCAACTCAGCNATATTAATGCCACATAAGCTCGGTCAATGGTCAGAGGGGTTTAAAATATTGTGTTTTANTGAGTTTAAGGGTTCAGTTGACAAAGNGNTAAGTAGAAGGGTTCANAATACAAACGNATACAAGTACAAGGGTCCACCAGACCATTTCGCC

>rnd-1_family-396#LTR/Gypsy ( RepeatScout Family Size = 188 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCTCTGAAATTTGGGTCAAATGTCTCGGANGTTTTCTCCCAATCTATAAAGAGTTATGGGGCCCGCGACCTATNAAATCGAAGGTCTACGAGTCTAGTTTCCAACGCATCAAACCGTTCGTTCATACGACTTCAGAATAGAGAGATATTCGCGTTTTCGCGAGACTGCGCAAGCAGGCACGTGAGGTGGGTCCCCTAGGTCGGTGGAACTTTATATATATCNTCTTCTTCGACTTTTTCTTCATTTTTTCTTCATTTTTNAGCTAAGAACCAGAAAAATCAGANAGAAACCCACTTCTAGGATCAAGCGAAGTATAGATTTTCTCGACTTAAGTCCTTGACGAAAGTTGTTCTACGCGTTGGGCTCGTCATCGTGGTATAATTTGTTTTATCGATTTCGTAGCATATCGCACTTTGGTGTTGGGACAGCAAGGGTTTGGACATATTTGAAGGTTTTGAGGCGTATTACGAACTTAAGATCGAGGTAAGACCCTTCTTTCATCGACTCTAGCTTTNATAAGCCGCAAATAGCAATTTGCGACGGAAATACATATCTTTTATCGNATTGTCGTGGTATCTTCTATTCTTGTGTGTTGATTATGGTCCTGCCTTGTTGTAGTATCGAGGGGGTTGTGAGTAAAAGTCGTTAGGCCACGTGAATTCAGCGAAAAAGGTATGTTAAGGCTATTCCCTACTTACGGCATGTTTCCTTAAAGCTTAGGAGCAATGTAATTGGGTTGTTATCCTTGTTATACTTGTAGCCGTTATTGTTGATTGTTGGCTGCTC

>rnd-1_family-157#LTR/Gypsy ( RepeatScout Family Size = 562 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTTTTCACTTTTGAGAAATTGGAAGTGGGTCTTTGAGATTCTTCGANTTGGAGCATTGTAAAGACGAAATCAATCTTACCCAGTTGATGGANAATCGATTTGGTAACGGTTTTTATCTTTTTATGATGTNTGGCTAAAACCCCAATTCTTGGGGTGTGATCATGTGATTATGGGCTGAATTAGCTTATGGGTATTGTTAATTACTAGTTTAAATGCTGTTTTGAAGTGGGTTTAATCGNTAGTTGTGGTTTAATTTATGAATTGTAGTTGCAAATGCAGTTCTANCTTNGTGTTCTTGGCTTGCTCGAGAGAGAGGTTTTAGAACCAAGGTTATCGATTGATGATTTGTGGGTATTGGGTTGNCGTGGGTTCAGCTCGAGAGAGTGAATCCTAAACCCAATCCTACCCATCTAGCTCGAGAGA

>rnd-1_family-150#LTR/Gypsy ( RepeatScout Family Size = 583 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGGGTCAACTTCAAACGGTCATATCTTTTAGCACAAAACGAATTAGGTGGCCCATGACCTATCAAATTAAAGGTCTTTGAGTCCTCTTTCCAACGCCACCGAGTTTGCCNAATTCCGANCTCGGAGTAAAAAGTTATGCCCGTTTTAGTGAAGCCCTGTC

>rnd-1_family-3#LTR/Gypsy ( RepeatScout Family Size = 1720 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAGATGGCCCCTTATGAGGCATTGTATGGGCGTAGATGTAGATCTCCAGTTGGTTGGTTTGAAGTAGGTGAAGCAGCCTTGATAGGGCCAGATTCGGTCCATGATGCTATGGAGAAAGTGCAACTCATTAGAGATAGACTTAAGACAGCCCAGAGTCGCCAGAAGTCTTATGCAGATGTAAGGAGAAGGGAACTAGAGTTCCAAGTTGATGATTGGGTTTTCCTGAAAGTGTCACCTATGAAGGGGGTGATGAGATTTGGCAAGAAAGGGAAGCTCAGTCCCAGATATGTAGGCCCTTACAGGATCTTGAAAAGGATTGGTAAAGTGGCTTATGAGTTAGAGTTGCCAGCAGAACTAGCAGCAGTGCATCCGGTCTTTCACATTTCGCTNTTGAAGAAGTGTGTGGGTGATCCAGCATCCATAGTGCCATTAGAGAGTGTGGCTGTGAAAGATAGTCTCNCTTATGAGGATGTACCAGTTGAGATTCTCGATCGTCAGGTTAGAAGGTTGAGAAACAAAGAAGTCGCTTCAGTCAAGGTTTTGTGGAGGAGTCAGTCCGTAGAGGGAGCTACTTGGGAAGCAGAAGCAGCCATGAAGGCCAAGTATCCTCACCTCTTTCCTTCCGATTCCACTCCAGCTTGAGGTAATAGTTCCTCTTCAGTTTTTCAGTCATTCATGCGTAAATTCAGTCTTAGNATCATGTTCCTTCAGTTTGTACTTGCATTTTCAGCGTATTTGCATGTTCTTGGAACTCAGTTCAGTCAGAAATTCAGTTCTCAGTGTTTAGTGGTAGGGATTGCAGCTCTCTCCCTCCATTTCAGCTAGTTTAGTCTTCATTCGAGGACGAATGTTCCCAAGGGGGAGATAATGTAACACCCCGTATCCGAAACAGACCAAAAATGCAGATTTCGAGAAGTTGCAGGTGCAACCCACGGTCGCCACCCACGGACCGTAGGTCGGACCACGGCCCGTGCTGGTGGTCCGTGGTTCGCCACTGCAACCCCTCCCAGACCCAGCTCAGAAAATTGGCTAAGTCTCGACCCACGGCCGGACCCACGGTCCGTAGGTCAGACCACGGTCCGTGGTCCGTGTCCGTGGATCGAGACCTCCTTTACCCAGCCTCTGACACGAACTACGGTCGACCAGCACGGACCGTCGTTCGATCCACGGTCCGTAGGTCTGACCGTAGATGAGGGTCAGCAGCCAGTTAGATGAAAATTATTGATGGGTCAACTTCAGATGGTCATAACTCTTAGCACAAAATGAACTCAAGGGTGCAGTCCATCAACAGAGAGTTGAGGTTTTCTCCCAAGGGGGAGATGGTGTGCTTCGCTACCAGGGTCGATTATGTGTTCCTAATGTGGGCGAGTTGAGACAGCANATTCTTGCAGAAGCCCATAACTCCAGATATTCTATTCATCCAGGCGCCACTAAGATGTACCGCGATCTGCGGGAAGTCTNTTGGTGGAACGGTATGAAAAGGGATATAGCAGATTTTGTGGCTAAGTGCCCCAATTGCCAGCAAGTCAAGGTAGAACATCAGAAACCAGGAGGTATGACTCAAGAGATCGACATTCCTACTTGGAAGTGGGAAGTGATCAACATGGACTTCATCACAGGTTTACCTCGTACTCGCAGACAACATGACTCCATTTGGGTGATAGTTGATAGAGTTACTAAGTCTTCTCGCTTTTTGGCGGTCAAGACTACAGATTCGGCGGAGGACTACGCCAAGCTTTACATTAATGAGATNGTCAGGTTGCATGGGGTTCCTTTGTCTATCATCTCAGATAGAGGTCCTCAGTTTACCTCTCATTTCTGGAAGTCGTTTCAGAAAGGTCTTGGTACTCAGGTTAATCTTAGCACAACATTTCATCCACAGACGGATGGTCAGGCAGAGCGTACCATTCAGACCTTAGAGGACATGTTGAGAGCTTGCGTGATCGACTTCAAGGGTAGTTGGGATGATCACCTTCCTCTTATAGAGTTCGCCTACAATAATAGCTACCATTCCAGCATTCAGATGGCCCCTTATGAGGCATTGTATGGGCGTAGATGTAGATCTCCGGTTGGTTGGTTTGAAGTAGGTGAAGCAGCCTTGATAGGGCCAGATTCGGTTCATGATGCTATGGAGAAAGTGCAACTCATTAGAGATAGACTTAAGACAGCCCAGAGTCGCCAGAAGTCCTATGCAGATGTAAGGAGAAGGGAACTAGAGTTCCAAGTCGATGATTGGGTTTTCCTGAAAGTGTCACCTATGAAGGGGGTGATGAGATTTGGCAAGAAAGGGAAGCTCAGTCCCAGATATGTAGGCCCTTACAGGATCTTGAAAAGGGTTGGTAAAGTGGCTTATGAGTTAGAGTTGCCAGCAGAACTAGCAGCAGTGCATCCGGTCTTTCA

>rnd-1_family-32#LTR/Gypsy ( RepeatScout Family Size = 1204 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAGCTAAAAGAAAAAANAAAATAAAAGTAAAAAGAGCTACAAAGTCTAAAGTCACATCCGTGGTTGAAGAAAATCAAGGGAAAGAAGGTAAAACGGTAGGATGNCAAAAATAGGGCAAAAAGAGGTTGAAAGCCTAGTGTAATGTCAAGGAGGGCAGAAAGTCACTAAGAAGTACCCAAATGTACCACACCTGACCCTGAGCCTACGTTACAAGCCAAGAAAGTCCTATAGTGATCCTAGAGTCTAGTTTGGAGAGTCTAAGCAGTGAAAATAAGGGCAAGCCTATGGTATTGAGCACTAACTGTACTTGAAGTTACTTCTGAGCGTGAGTGTTGAATGAATCCTTGTACCACGAATGTCATTCATTGTTGNGAAAAGGGGATTTCGTTTGAAGTAAGGGCACTAGTTACATTGTCGGAAAGTTGGTACCTTGGTGATAGTGAAACGGTGTATGTTGTGTGTCGGTTGGTCGATCTTTGTCATGNTTTGATCCGCACGAATTAGCTTGTCGAGTCTAAGAGAACGAATTTGCACCCGAANAGTGAGTCGGGGTAGAGAGCCATGTGATTGCTTGTGCTTGAAATGCTTGCTTCTATACAAGTGTCGTTTAGAGTCTTAGTGCGTCGCTTGAGGACAAACAACGAATTTAAGTTGAGGGTGTTGATATACCGTGAGTTTACGGTATTTCTAATACATTTCACTTACGAGTTGTGTGTGTCTAGGGCCTTTTTGTATTGGTTTTTATGTGTTTTTATCATGTTTTGCAGGAAAGACGTTCAGGCGCGGAAGTANAGAGACAGCTGAAAGAAATGCAGAAAAGGGCATCTACGGAGGTGATCTACGGACCGTAGGTCCATTCACGCTCCGTAGGTGATGGCCGTAGATCGGCAGGCAAGGCATGGAGGACAAATCAGGGAAATCTGACCAAGTGTGGAACCACGGTGNCCATTGACGGTCCGTAGATTGATCTACGGACCGTACTGTTGATCCGTAGANTGATACTGCGAGGGTTCCAGTACCTGATTTTTGAAGATTCTAAGTGTGGAGCTACGGAGGGGATCGACGGACCGTAGATCGATCTACGGTCCGTACTGCNGGTCCGTCGTTTGCTTCAGAGAAGCTGATTTTTGGAAGCTGAAATATTTTCTAAGTCCTGACCGACGGAAGGGACTTACGGACCGTAGATCCATCGACGGTCCGTAAGTCAGTCTCGTGGATCGAAGACGCGTGCCTGAACAAACTTTCCTTATTTCGTTTCCCTTTTAATTTAGGACTTGTTTTCTATAAATAGGGCATGTAAACCTCGTTTTTGGGGGTTAGACNTTATTACTTTAGTTCTAGTTCGTGACTTTGGAGATTAACTTGCAACCCTAGCAATTCTTGATTTCCTAAGTTCGTTTTGAAGATTTTGGCTTTGCAATTCAAGTTGAANTTCTGGGTTTATTATTCTCNTTACGTAAGTTCATGATTTCTTCATCTAAAANTATGAATTGTGTTCTTGCGATTATGGGTAACTAAACTCCACAACTAGGGTTGTGGGAACCATGAGCGATTAACAAAGTATGAATAGTAAATAAGCAATTCTTGAATAGTGTTTTGCATGCATTGATAATTCTTTCGTTTAGAAGTCTTTTTAACGAGTGCACGCGTTAGAACTCGCCTTGTTGCTACTTGCCGGACCAAGGAGGTAATCAACAAGAAAAGAATTATCAACATAGATTTAGTGTGATACTATCTAATAGNCTAGTGTCGATTGGTGCGAAGTAATAACTAAGCCAAACATCGATTGTGATGTCTAATATGAGGTAAAGGTAAGGGTTAGTAAATTATACACACGTAGCCGGACCAAGGTGCGGGGTGAAATTCTCTAGATGCCGGACCAAGGATTTAGAGATACCTAACTTATCACTTTGCATGTAATACACTAGGAAAGGATTGCTATTACTAGGATTACCGCGTTATGAGCTTGTGGGGAACACGTACACCCTAGTTANTTCTCTCATCTTGATAACAACCAAAGTTGANTTTTGCTTACTGATTACTTACTNAATTCTTACAATTTGTTTCACA

>rnd-1_family-570#DNA/CMC-EnSpm ( RepeatScout Family Size = 103 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CACTACTAAAAAACTGCCGAAAAACGACGGCCAAAAGCGACGGACTGCGTCGCTTTTTCGGTCAAAATCGACGGAAAAGCGACGCAGTCACTTCCGTCGCTTTTTAGGTCGTCGCTTTTCGAAAAGCGACGGACTGCGTCGCTAAAAAGCGACGGACTGCGTCGCTTTT

>rnd-1_family-229#LTR/Gypsy ( RepeatScout Family Size = 410 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTCAAGGTATGAATTGGCAAGGTGAGAAATGATCGATTGTATCCGGTATTGAGCATTTGAAAGGACTTACGCCTGGGTTGAGTCGTAAAGTTTATTACTNTTGATTGTTAAAGTACCTAAGAAAGGTTTCATTTAAAAGTGTTGGTTTANAATAAGGTAAATGGTCGGAGTGTTTATGATGGTTGTTAGTATTGTGAGTATGATTCACTAGCTACGCTCNCGCGTGTTTTCACTTTTGTGGGTGGATCCCTAGTGGTGGATCGGGTGTACCGATCCTGCGATGTTCTCTTGGTTGAGTGGGATGATTGGGAAGACTTGGTTATTTCGGATGACATANTTGGTGTTGTCTTGGAGTTGTTAAAGTATTTTAGTGGTTCTACACGTACCACCTTGCTTATGAGAATTTATAGAAGAGCTACCATGCGTATTTACGGTTGTCCGACAATCTTAATATTCATCTAGTCGTCGAGGTCATGTATCGATTATGTGTGGTTGAATGTGGGGATCATTGGGTCCAATTCTACCGTTCTTAAGAGGTAATCTACAATTACTAAATCTAGCATTTCGATAGTGTTGTTAGAGGGTTTGTATGCTTGGACGTATCCCTCGATGAGTATCTGATGTCTAAAGATCAAATTTTTATAACTTAAGCTCGTGGAAANTTATGTTGTGAGATGGAGATGTTGATAAGAACTATGATTGTTTGGGTATTATGAGTGTGTGTTGGTTGGTTCAGGTTCACTTCTAATTGTAGCGAGTATTGATTTAGAATTTTATCATGGTTATGTGAGAAAGGATTCGTCCTGATGGTTGTGTCAAGGTCCTTGANAACATGTTGCAGACGTGTGTACGATCGACTTTGGTGGTTATTGGGAATCGTTTTGTCGTTAGTTGAGTTTACATACAACAATAGTTATCACTCGAGTATTGAGATGGCTCCATTTGAGGCATTGTATGGGAGGANGTGTAGGTNTCCAATTGGTTGGTTTGAGGTTGGAGATGTGAAACCCTTGGGG

>rnd-1_family-374#LTR/Gypsy ( RepeatScout Family Size = 212 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGAAGAAGAAAGGAGCAATTGGAGCTAGGGTTTGGAGGATTCAAGGTGTTTCTTCCTCAAATTTCTTGGGGATTCTTAATNAAGGTATGGTGGCTCTTCATCCTTGGTTAGCTTTCATCCAAGGAGCCNNTTCAAAAATGATTTCAA

>rnd-1_family-427#LINE/L1 ( RepeatScout Family Size = 166 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGACTCAACAGGGGTGGAATCTNACCTTTAGAAGGCTNCTNAATGACTGGGAGGTGGANAGAGTGGCCGANTTNCTAGGGATGCTAGGCGGAGTGACCATCAACGCAAATGCCACAGACAGGATGTTATGGAAACACAACAANGATGGGGNNTTCTCAGTNAACAGTGCTTACAAAAGAGGNCTCAGGCGACGGCAGGGAGACCGACGCACTTCTGGAAGNANATNTGGAAGGGCGANATCCCNACCAAAGTGAAATGTTTCACTTGGCTAGTGGCNAGGAGAGCNTGCCTGACNCANGAAGTACTNCAGAAGAAGGGNAGNCAACTGGTCCCTAGGTGCTTTTTNTGCGACGAGACAGGNGAAACNAACAACCATCTNTTCCTNCACTGCAAGNTNACTGCNCAANTNTGGAANNTGTTCCTNAGCATCTCAAATCCAGCTGGACNATGCCAGAACGTACNNCAGANCTNCTGAGNTGCTGGATNAGGAGAGGAGGNAGCAAGAGNCAGAAGAGATGGTGGAGGATNATCCCANCNTGCATNTGGTGGACAGTNTGGAAGGAGAGGAACGGNAGATGTTTTGAAGATAGATCCAATTCCATNCAGAAGGTTAAATGGAATTGTATAGTATCTTTACTTTTTTGGTGTAAANAGNANTGTATAGAAGATGTAGATCAGATTGTAGATTTNNTAGGANCTTTGTAATTGACACTTTTT

>rnd-1_family-66#Unknown ( RepeatScout Family Size = 973 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGACAAGANTATGAATATAACATGAACTATACTTATGACTTCTTAATGAGTTTTACTTAGTGTGAGTGGGGGTATGGGACTTCACTTATACATTGCACAAGTAGACTTTGAAAGGGGTTATGGTGTGGTTCTCTTATGCTATGAAGANATATGAATGTATGCATGTATGTTGAATGGATTGTTGCTATGAGTGACTTTCCTTATGTTCAAGTTAATGAACATGAATGTTTCCTTGTCTATGANTATTGGCTATGATGAGGTCTAAGGATGATATGTATGACTATGGTGGCCTAAAAGTGGTACTTAGTATGGNTGGTATTATGGGATCCTANCTATGCATTGCACAAGTATAGCTTAGGGTTGCTTATGTGATGGTTCTACTATGNTATGATGATCT

>rnd-1_family-24#LTR/Gypsy ( RepeatScout Family Size = 1303 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTATGAGTGTTGGCTATGGATGAGGTCAAGGTATGTTATGCATGATCATGGTGGCCTAAAAGTGATACTTAGTGTAGATAGGATTATGGGATCCTATCTATGCATTGCACAAGTATAGCTTAGGGTTGCTTATGTGATAGTTCTATTATGATGAGATGATCTTGGTATNTGACTATGCATGTGAACTATGTCTTGTGAAGATTGGNATNTGCATTATGNTTATGTTGGAGACTATGCTTGTGATTATGATGATATCCTTTATGCTATGATGAATTGTGCTGAGTTGTCTTATGAGTTGCGTTCTCCAACTATTTCAAAGATGATGTTCAAAANTGGCATATAGCATGGTTTCAAACGAAATGTCCCTTTTATGCATGTTTTAAGGATTTTTATGCATGGCTTCCATACTTAGTACATTTTTGTGCTAACCCATATTTCTACATTTTCTACAAGTGTAGGGTTTGGAGATATCGGGTTCTACCCTCGTGGCTAGGTTTCTAGTAGATCAAGAAGACGAAGATTGGTGAGTCCTCATAGCTTCGAGGACGAANCCACTATTTCCTTTATGTCTTTCATTTATGTTTTAGACTTTTGTANGGGCTGTGTCCCTAAGATTGTATTCAAGAGTTTTATTCAAGTATTAGATGGTTTGAGACAAAGTGTCGTAGACTTCCGCTTGTTTTATGAAANGACTTCGATTGTAAAGAAAGTTTTAAATTTTCCGCATTTTTTCCTATGTTCTTATGTCATGATATGCTAAGGGCTTGTATGAGACCCCTTCGGGGTCGAGTACGCCGTGTTACGTCTAGGGGGTACCCCCGGGTCGTGACA

>rnd-1_family-131#LTR/Gypsy ( RepeatScout Family Size = 628 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAAAATTCATGCTTAAGTTGTATTTTGAGTTTTCATGAATTTTGTTTCTCATGGTTGAAATTGCACCCATAGATGTTGCGTGATGTTGTCTTCATGAGAGTTGTAATGAGCATGCTTGATGTTGTCTTGTTAAAGAAATGTCTTGTTGATTGCTTAATATATATGTTGATGCTCATTGAATATGGAGAAGGTAGTTCCTCCTATACTTATGTGAAGTAAAGAGTTTTGAGCATAGTGATGTTGTGGATTAAATTCCTATATGATATGATGATATGATGTTGTTGATGTGACTGGTTGTTGTGCTGCTAGTTTGAGTCNTTGTCTCCCTAGAAAGAAGTCCAAGTGNCATTCGGGGACGAATGTTCCTAAGGGGGGGATATTGTAACACCCCGGAAATTCTATGACTTAAGTTAGAGCCTCACCTTATGAATAATGACTTAAAAATAGTTAAAATGATGTTTCTAAACCTAAATTAATGCAATTGACTTGGTTTGGAAGAGTTTGGAAGTCTAAACGTCAAGGGACGACCANGACGTCCGGAAACTAGNCNTTNACGTGTTCTGGTGTGTTCTAGNGTNTTGTTCANGTTTTGGNGTGTCGTNTGGNGTCTAAAATCTAGTAGGAGGTGACCCTAGTGTCTTAATANATGTTTTTAGGGTCAAAACGTTCGGGTACGACTCCCCGGGGCCACCCTAAGGGGTCCCCGAGGAGGACCCCAACCTTGGCCAAGCAAGCTGCCAAGGCAGCTTGCAAGTTGCNCTTGGAGGGAGCGGNTCCGCGTCGCGGACTNGCTCCACCAAGGAGCAAAAAGTTTGGTCCGCGTCGCGGNCGCGTCGCGGACTCTACTGTCTCGAAATTTAATTCCAAANANCTTGNGGGAACACCTCCGCGTCGCGGACTTGTTCCCCGACGAAATCTGCGAAAATAAAACTCGAGTTTGACTTGTTTAAAAAGTCCAACTAAGTGAGGGGTANTTTGGGTACTTTGGGGGACGTGTATATAATGATTTTTAAGTCAATTTA

>rnd-1_family-160#LTR/Gypsy ( RepeatScout Family Size = 549 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTGTGTTCCTAGAGTNGGCGACTTGANNNAGNAGATTCTTGACGGAGGCCCATGGTTCNCGATATTCTATTCATCCGGGCGCCACCAAGATGTACCGCGATTTGAGGCGAGTCTATTGGTGGAGTGGCATGAAGAGGGATATNGCGGANTTTGTGGCTAAGTGCCCGAATTGCCAACAAGTNAAGTACGAGCATCAGAGGCCNGGAGGTNTGCTTCAGAGAATGCCNATTCCNGNNTGGAAGTGGGAAGNGATCGCCATGGACTTCGTCGTNGGTTTNCCCGGNACTTCGGGGAAGTTTGATTCTATTTGGGTNATNGTTGATAGANTGACTAAGTCAGCCCACTTTATTCCGGTAAGAATAGATTATAACGGCGGAAGATTAGCCAAGNTNTACATTAANGAGATAGTGAGGTTGCATGGGGTNCCTNTNTCTATCATCTCAGATCGNGGTNCNCAGTTCACNTCNCANTTTTGGAGGNCATTNCANGANGGNTTGGGTACTCGAGTNAATCTTAGTACGACCTTTCATCCNCAGACGGACGGNCAGNCGGAGCGNACNATTCAAGCGTTAGAGGACATGTTGAGGGCNTGTGTGATCGACTTCGGAGGGCATTGGGATGANCACCTNCCTTTGTGCGAGTTCGCCTACAACAATAGTTACCACTCCAGCATTNANATGGCCCCNTTTGAGGCNCTGTATGGGAGGNGATGTAGATCTCCGGTTGGNTGGTTTGAGGCTGGAGATGTGAAGCCTTTAGGNNCAGATTTAGTTNANGANGCTNTGGAGAAGGTGAGGNTCATTCGAGATAGGCTNNNGACGGCCCAGAGTCGNCAGAAGNNNTATGCAGATCGTAAGGNAAGGGACCTGGAGTTTCAGGTTGGTGATCGGGTTTTTCTGAAGGTGTCACCCATGAAGGGNGTGATGAGATTTGGCAAGAAGGGNAAGCTTAGTCCCAGATACGTNGGNCCTTNCGAGATTCTCGAATGTGTAGGGGGCTTATGAGTTGGNNTTGCCACCNGANTTATCGGCGGTTCATCCGGTNTTTCACGTNTCCATGTTGAAGAAGTATCATGGTGACGGGGATNACGTCATAGTGTGACTCAATTGTGTTAGACGAAGACCTTCGNTATGAGGAGGANCCGGTTGCGATTCTTGATCGNGANGTCCGAAAGTTGAGGACCAAGGAGATTGCTTCCGTGAAGGTTCANTGGAGGCATCGTCCAGTTGAGGANGCTACTTGGGAGACCGAGNAGGACATGCGAGACAAGTATCCCCAGTTGTTCGACGATTCAGGTACTACTCCACTCTTACTTTAGC

>rnd-1_family-495#LTR/Gypsy ( RepeatScout Family Size = 130 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AACTTTTTCTCGAAGTTTTGCAGANATGGCTAGACCGAAAGTTGCAGGAAGAGACATGCCACCCCGACANACAAGAGCGCGAAATTTCAAAAGAGACGAAAAGGNAGCAAATCCTCCCAAAANGGANAATGAGGGCAAGAAGCCCAGTTCCGGCAGGAGGACNANTCCCCGAGACCCCACTATTCCTTCGTGGGCNCGNGGATTCTACGCAGCTATGCACGCCTTTTTGGCGGCTCATGACTTGGACAATCCTAGTGGGTCNGGTACCGCTGNTCCTTCTGAGGTGACTCCGGGCACTGATGCCCAAGTCCAGACTGATGCACCGGGCACTGATGCCCAGACAGATGGAG

>rnd-1_family-210#LTR/Gypsy ( RepeatScout Family Size = 445 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAGTTCATTAGGATGTCGTGGGGCTTGTCCCGACATCCATCTCAGTTGTTTTAGAGGCTTCATAGACAGTCAGATGTTAGTTCTTTAGTCTTTTCATTNTCATTATCTTATGTTAAGACTTGAGTTTGCCTTNTTGGCCAAGTTGAATGTTCCTTTATAACATTCTAGTTTATTACAT

>rnd-1_family-93#LTR/Gypsy ( RepeatScout Family Size = 770 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATGATTTATCTCCTATGCTCATTAACTATGTCTTATGTTGACTTATGTTTATACGATGCTTATGTTGGAGATTATGCTATGACTATGNTGATTATGTTATGACTATGTTATTGTCTCTTATGCTTATGTCTTATGTTGACTAACCATTTTGANATGCTCTTATGATGTTATGCTAGCTATCATACTTAGTACATTTTGTACTAACGCATACTTTGCCTACATTCTAATCAAATGTAGGGTTCGGAGACTTGAGTTCCATTCTCGAGGCTAGGTTTCTAAGGAGCAAGGAGTTGAAGATTTGGTGAGTCCTCATAGCTTCGAGGACAAAACCCACATTTCCTTTATGTCTTTTATTTCATGTTTAGACTATTGTATGGGCTGCGTCCCAAGAGTTTATTCAAAAGTTGTATTAGATGGTTTGAGA

>rnd-1_family-363#LTR/Gypsy ( RepeatScout Family Size = 225 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAACTTAGGAACTTGATTATAGATTTGGGTGAGTTTTTGGGTCTAGGCTAGACNTATAGTAATATGGGTGTTGTTAGTTTCGAAATCTTATTGTGATTATTTATTTGAATAGATTGCGTTGATTTGGAAGCTCAACGAAAGGGGAAGGCTCAAGTCCCGGAGTGATTGTTCGATTATTTGAGGCAAGTGGATTTCTAAACCCTTGTTAAGTGTATGGAATTCGTGTATTTCCTTGTAGTATGTGTTTGGGAGTAATGAGACTTGGTGATGGGTTGACTTGTCCACATTGANTAATTCTAATGATGAAAAAGGGGTAATAAAAGGCAACGTGATTAATTGTTGTGTGATGTGTTGAGAATGGTTTGAAAGGCTTGTTGATTCATTGTTGATGTTGTATCACGATTGTGTTGTTGTGAATTGTGCATTGTTATGAAAATGGTCATCTCCTCATTATTTGTGTGAACATGTCATTTGCATTGGTTCTGAGACATGGTTGTGACAAGTGTTATGTGAATTGAGGAAGAATAAGAAATTAAAGAGGATGTACCATTTCGAGGGACGTGTCGCGCGCCGCGACGGATACTATATTTCGAGGGACGTATCGCGCGCCGCGATGGATNCTATTATCGAGGGNCGTGTCGCGCGCCGCGATGGTT

>rnd-1_family-158#LTR/Gypsy ( RepeatScout Family Size = 559 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGAAATAGTCATTTTTGGAAAGAATGAAAATCTGGAAAATTTGTTAAGTTAGGAAAAGTTGAGTTTTTGGTCAACTTCAAACGGCCATAACTCCTAGCTCAGGATGAGTTAGGTGTACTTCCAGATATGGTNGGAAANCTCTTGGAATGATCTTTCCAACGCCGCCGAGTTTGCGCGATTCCGAGTTCGTATGAGTGAGTTATGCCCTTTGGAAGTTGGGCTGTTNGANTAAGGAAAGTCCAATCCGGATTTTNGAAGGGTANTTTAGTCTTTTCCTTACCCAATTATTTTAATTCGTTTTTAGGAGTTTAATTGGGGTCAAATCAGANTTTAGTCAGTTTAGAAAANTTGAAATTCACGCTAGGGCTTGGAGAAAAGAGAAAAGAGGAGAAAGGA

>rnd-1_family-533#LTR/Gypsy ( RepeatScout Family Size = 118 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTAGCTACAGTACCCGGTTNGAGTCCGTGGTCCAGCTTACACGTGGTGCATTCCCGATTCCTCACTAAAGCTTCAGTTTAGTCCTGATTACTCTCATCTGTAGGTTGAGGTTTTGGAGGTTGGAGANATTCCGATTAAAGTCCGGGACGTAATGAGATCTTGGAATATAATTGGGNNAATGGTTCAGTTTAAAAAGTCCGGAAATTGGTAATATTGTGGTAGACCCTCTAGCTCCATTATTTTACTTCAACTGCCGGTGTACCCGTCGGGCTTATGGGGGTCCGTTCGGGTTTTTATTTAAACTTGCGCACGAGTGTACCTTCTGGGCTTATGGGGGCCCGGTGNAGTTAGTTTAGATTACTTNAGTTAGTTCTTTGTACGCTCGTGTGCATTCCTTTTTANATTTCCGTTCTTTGACCTCGNTGTGTCTNGATTCTATCNTTTCNTATTGCCTTTACCTTTCTTGCTCAGTCGGCCTATGATGCCTACTGGGTACCTGTTGTTTTGGTACTCATGCTACGCTCTGCATCTATTT

>rnd-1_family-240#LTR/Gypsy ( RepeatScout Family Size = 384 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTCCTCCCAGGCTACTNAACAGACTAAAGGNCGAGGGNTTGNGGACCATCCTNGAGGAGAAGNTGTTGTCCACGGANGGCGTGGNGGGCAGGTACCCCGATGTGNGGGACACCCTCCGGTNCCACGAGTTCGAGCAGTTCACCAGGCCCCGAGGCCCNTACATTCCTNCNTGGGTCCGGGAGTTCTACGCNGCNTACGGNGACTTGGTNCCNAAGGGNAAGAAGAAGGCCAGCGCGTTCAGACCGGTGGAGTCGGTCGTGGTCCGGGGNAAGGAAGTNGAGTGCGACAGCGANCATATCAACGCTGTATTNGGTAGACCGCTGCACTCTGCACTTCCCTACGAGGGNTTGCCTATCGCTCAGTCCCTGGATGACCTGAAGGGTTGGCTGGCTCCNCTGATTTCTGACACCACCCCGAGGTGGATCGAGGCGGGAGCNCCNATCGAGAAGAAGGACCTGAACGTNGCCGCCCGGTACTGGTTCGGNTTCATCAGCAGCACCATCATGCCATCCCAGAACGAGTCCATCCTCCGCCATCCNAAGGCGGCCTGCCTTGGNTCNATCATNGCCAGGAGGCGCATCGACTTGGGACTGATNATTGAGCAGGAGATGGCCATGAGGGCCAAGCAGAGNCAGACNTCCCTNCCATTCCCGGTNTTGATCACNGAGTTGTGCCGGCGTGCCGGAGTNCCTCGNGACGAGACGAGGGATATNGAGGTCACCCCCNCNTCCTCCACCGACATCCGGCGTATNGAGGCCGAGTACACGCGGGANGAGGCCGACAGGAGGAGAGCAGCTCCGGCGGATACNTCCCCGGAGGTCGATGTTGACTCGNTACCTGCAGAGGCACCTTCGCCTACTCCGGCCTCCGGGCCTTCAGGTACATCCGCTCCTTCCTCTTCTTCACAGGCTCCAGGTGCTTCTNCCTCCTCCCAGCCCGCCAGGATTACTCAGGCCATGATCCTGAAGATGGGGCACCTGGCCCATTCAGCCGATGTGAGGGCTACCCGACTGGAGAGGTCCGTCCCGTGGATGATCGAGAGTGCCATCCTAGCTGCACTGACCCCCCTCCGGACTTCTATTGACGCTCTGACNGCGAGAGTCGCGGCTTGTGAGAGCAGACAGGGGGAGACCTCCGAGGTGACGGCTTTGAAAGCCGAGGTNGCGGATTTGAGGAAGGACGTAGACTATCTGAAGTCTACCGACTTCACTTCACTGATGCGGGGTGCAGATGACGNGGATGCTCCCGAGACCTCGGAGATTCCTCCGGCTACCACCGGAGACGTGCAGAGGGATGACGCGGCAGNTGANGAGTCGGATGCGGAGACCGACGAGGAGCAGATAGNGGTACATGAGGAGGAGATATACGGAGACCTGCCAGATCTGGAGATATTCAGAGACTTGCCAG

>rnd-1_family-53#LTR/Gypsy ( RepeatScout Family Size = 1045 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTGGTTTGTTGAATGGATCGGTTGCCACGTTCCGGCATAAACTTGGATCGGTTGCCACGTTCCGGCATAAATATGGGATCGGTTGCCACGTTCCGGCATAAATATGGGATCGGTTGCCACGTTCCGGCATAAACATTGGATCGGGTACCACGTTCCGGTACGCTAACAGTTTGGGTTCGGGTTCCATGAGAGGACCATTGAATTGGGTTCCGTGAGAGGACCATTGAATTGTGTTGTGTATCTACTTGTGATGATTACGTTCATATCTAATGATGATTGATATTGGAAGACTGTATGTTGCTCTAAATTGATAACCAATGTGTATTATTGAGAACGTGGAATTGTACGTTGNTCCTGAAATGATGACTGATATTGTATATGTTCGGTATATGCATGTTTTATANTGTTGTGGTTACTTGCGTATGTTNCACTTANTGGGATAGCCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTGCACTTGCTCTTTCTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGATAGACCTCGGCTAGGNGACTANTGANCGTGACCGGATTCAAGGGTGAGCCAGTTCTTTCAGGCTGCCATGGATCTCTCTTGTTTAAGTCCACTCTTTTCGGACTCAGACTATTTGTTTAAGGTGTTTGTTTAGTTTCGGGGTTGTACCCCTTGTTCTTAGACTTGTCGTTAGTAGAGTTTTGGTACANTGACTTTCAGGTTCTAGGGGTTGTTCTTCCGCATTAGTTTGGTTAGTTGTTTGTTTAAACCTTTGGAGTTTATGGGAACTCCATTTTTATTGTCATTTAAACCTGCTTCCGTATCTTTAAATGCCTTAGTTTTTCGTTAAGTTGCTTAGTTTGGGTTGTAGTAATGGTTCTCCCACCGGAGGGTTAGTGTGGGTGCCAATCACGACGGTC

>rnd-1_family-189#LTR/Gypsy ( RepeatScout Family Size = 488 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTTGACCCCAAAAGTGCCCGAAAATGTGCTTCGGAAGTCACCTGNAACTTGTAATTTAGCCATATATCNCAAAATCCGTTTCGTTTTTCGGAAATCCGACTTCATATTCTTGTTCAGGGGGTCAAATTGAGTGGGAAATGGGTCTAACCCGAATTTTAGAGCAACCGTATCAAAATCCGAAATTTCCAAGCGAAGCCTTTTTCGAGGGTCTACTTTGGAGGGTCATATCTCCTAGCACACAAATTATTGGGTGGCCAATAACATATCCATGGAAAGCCCTTTGAGTTAGCTACCTAACGCACTTCGTTTCACCTCATTCGGAGTTCGGACGAAGAAGTTATGCCCATTTTCGTAAAACCTGTCCGGCAGGAAAGGCAATTTCCAGTGAGCGTNTTTACTGTTCACCCGCCTCATTTTTTTTTCTAAGTGTTGGACCATTTTTCCAAAGGGCATATGTTATTTCCTATATACCATTAGTTCAATTCCCATCTCTAAAACATTTCCCAAAACACCTCTCCCATACTTAGACACATTTTCTCTCAAGTTCTCTCAAGAACCCTAATCCAAAACCTTCCTCAAGATTGAAGAGACTCTTGCTCCAAGTTCCAAGCTTCCATTGAAGACACTCTCAAGACCTTCATAAAAACTCAAGGTATGTGGTGTTGAACTCATGGGTCCTTCCACCCATAGTGCCTAGACTCTATTCTACTCACTAATTCATGGTTTAAGTTAAGATTCATAAATTAGTCTTGTTCTTTGTAATAATTTCCTGCACATTGAATTTTAAACATGAAAAGTGATTGTTTTGAGCATGTTGTGACCCTAGAACTTGAACCTAAATTTGGAATGGATGTGGAGATTTTCATGTGGTATTGTGGGTGTTAAAAAGGTGTTGTTGTAGGTTGTTCACTGGTTTGGCTGCATAATTACTACCCTATTTTCCATGCTCTTTGATTCCATTACATGCCTTCAAGGTGTTTGACAAAATGTCCAACTATGGAGAATTGATGAATCGATGCTTTAAAGCTTGAGTTATGAGATGTATGGAAATCCAGAGATGTGTTGATGACAAACTAAGCTTGTGTATATGTTCATTCCATACGTGAGATTGCATTAGAGCCTAATGGGAATTTCCTATATAAAGTGTTGCATGACCATGCCCGGTCCGGGGGAAAAGAACCGGACAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCACCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGAGGTTTATATCTCGCCACCTAGGATGCTTGGGGTGTGACCAACATCAACCATGTGAGGGGTTTATACCTCGCCACCA

>rnd-1_family-136#Unknown ( RepeatScout Family Size = 617 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGTTTAATTTAATGGGTTTGTAGTTGCAAATACAAAACCACCCATGTGTTTTCGGCTTGCCCGAGAGGGAGGTCGCGAAACCAAGACCGCTAGACTGATGGCCTAAGGAGTGGGTCGACATGAGGTTCAGCCCGAGAGGGTGAGCCCTAGTCCCATATCCTAACACTCAGCTCGAGAGAGTGAGTGGGGTAAGGCGTAGGCTGGTCTTCATGCGGCAAATGGGTGTCCGAGAGGAACGCATTTGAAACGGGGTAAGTTGCCCGAGAGGGAACTTATTTCCATCTAAAGCTTAGCCTAGTCACTATTATCTTGCAAATTTCCTATCGAAAGCATGTACCCAACGATTTATCTCAACTTGTATTGCGGTCACACCCCAAGAACTTTTCCCCATACTTGATTTTCTTGTTATTTTTGCTGTTTTTACTACTTGTGACAAAACCCCCAATTGATATTTGACACTTTCGTGTCACCCCCTTTAATTTACNATGTTTTTANTCGTTAATGTCTTTAGCTACGACTAGTTAGAACTAAATTTTATTTTTCTATTAATTCTCAAAACCACTCCCTTGGGACACGACCCCAACCCTTGGTTGGGTTACTATATTATCGACGATCGTAGACACTCGTACCGTAGGTTAGTGTCGTTGGTCACGATAAGCATCA

>rnd-1_family-484#Unknown ( RepeatScout Family Size = 135 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTTAATATCTCAGATGGTCACTCAACTATGAACTNTTTTCTCAGAAAGTCACTCAACTTTGATTTTTAACTCAAAAGTCACTCAACTATGAATTNTTTTCTCAGAAAGTCACTCAACTATNAATNTTTTACTTAAAAAGTCACTCAACCTATTTAATTTTAATTCAAA

>rnd-1_family-456#LINE/L1 ( RepeatScout Family Size = 146 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAGCTTACAGGNTGATGGACCAACCAAGTCAACAGATTCCTAACTGGCCNTGGAAGCNNATNTGGAAAGTCAAGATNCCNCACAAGGTGGCATGTTTCGCNTGGCTGNTGGCTAAGGAAGCAGCTCTGACNCAGGANAATCTNACGAAAAGGGGGATAACCTTGTGCTCTAGGTGCTTTCTNTGCGGAGAAACAGCGGAGACAATCAACCATCTNTTTCTNCACTGCAAANTNACTGNNCAACTGTGGAANATNTTCCTCAGTCTCAAAGGCATATCCTGGACNATGCCTAGGAGNATTACTGAGGCCCTAANNNGCTGGGAGGAGGCGGGAGTGCGAGCAAAAGACAGAAGAGATGGAGGATCGTCCCAGCTTGCATNTGGTGGACAATNTGGAAGGAGAGGAATNNNAGATGTTTTGAGAGCATAGAGAATAGTATGCAGAAAGTTAAANTGAACTGCATTTTGTTNTTATGTTTTTGGTGTAANCAANTATACTCTAATGANACTGTCTCTATNATTGATGTTTTAGACTCAATTTAGANNTAGAATAGTGGAGTTTTTGGAGTTCATCTGTAAATATGGTTTCAGTACAACCCATGTACTGTTGTGTTATAATACAAAGTTACCANTTTCAAAAAAAA

>rnd-1_family-451#Retroposon ( RepeatScout Family Size = 151 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATTTTGGAAAAAGATATTCAGAAGCATATATCTACATCACAAGAGAAATTGTTAACAAAAACAAATGAATTTAGACTACATCATGTTAACTTCATATATTGGAACATTACATACTAATGTATATATTAAGCAAAAAAATAATTATTATATCATCAAAATTATTCCCCTCNAGTACCCGAGGTTACGGAATATATCCTCCCAGGATAGAACGATCTTACTCACCAGTGTATCGGTACCTCAAACTCCGGTGNCAGCGAACCACTCAACGACAGTAAATCACACGAAGAATNTTAATTGTGCAGAAGAAGAAGAGTAGAA

>rnd-1_family-91#LTR/Gypsy ( RepeatScout Family Size = 782 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAATTTTATTCAGTTTTTAAGCTTNTGTATGCTTGAGTTAGTCTTCCGCTTGTAGTCAGCCAGGACGAGGGTTCGCTTGGGGACCAGCAATGGTTCTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGTCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGTGTCCTAGGGTGTCTATGAAGCCGTGTCAAGTAGGATCTTATTTATGGTTGTGAGGGCCCCACTTCTATAAATGAGGGACTACAGACATTTAAGAAAAGTTTCCCTTCTTTCATACTCTNAATCGTGCAATAGAGCTATGTCATAGAGACTTATTCANACTCGTGCGTTTCTCAGATTCATTCGACTACCCCTCATACTAGAGGTGGTTGAAAAGCAAAGTCAGTTCTTTATCGATGAGTTGCTCTTAGCAAAAGTCTTGAGGAAGTCATGAGACTCCAGAGGGGCTTGAGAGAAGCCCGTGAGTGAGTTAAGTGTTGAGTTTCAGAGGAATGCACTCATATTCATATGAATCGTGCGTTCGAGCTAAAAGCGAGNTGTACTCTCTTCCCTAAGCCTTGTTTCAGCTGAGATCCTTATGAGGAAGTATGTTTAGAGCTTGGGTAGTATTTTCACCCGAAAAGGTAGCATGAGTTACGAGATCATGAGCAGTAGTAGTGAAAGTGCCCAGAGTTAGAGGAAAGTATGCAGAGGTTTAGTAATCTAAGAAAGGGAGATAGTGNTNNGGCGAGCTATGTTATTATAGTCATGCACCCAGTAAGTTATTGATGAGGAGTTTTCCCTTATGGGTAGACTAAGAAGTGATGAGTTGTGAAGATTCCATGATAGGAGGTAGAGTGTGTTTTAGCTAGAAAGGAGTTGGTGNCGAAGTGTCATCGTGTAGGNAATGACCAAGTGTANGTGTTGAATAGAAGAGCAGAGTATTCATGAAGTGATAGATCTAAGCTAGGCTTATGATTTGTTTGAGAGGGTCATGATGTTCAGAAGGTTATAGAACTGATCAAGTAATGAGGTATAGTATAGTAGGCGAGCAATCGTATTGATATTCGGGTTTAGTAATAAACATTAAGCTTGAATTTGAGATGAGTGTCATGATCAAAAGAATGGCAACATGAGGGTGATGATGTTAGTCTTGAGATTTGATCTAGNAGACTTGACATAGAGTAGGTGAGGAATTGAGATGTTAGCTGCAATAAATATGAGTGGTACAAGTGAGAGACCCTAACCTTTAGATAAGGGCAGTGAAGTGTGGCTAAGTCACAAGAGTAACAAGAGCATTAAGAGGTGTACCGAGAGGGTATGTAATCAGANGAGGTTA

>rnd-1_family-90#LTR/Gypsy ( RepeatScout Family Size = 783 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTCCTTAGCTTTGAAGAATTGAAGNTTTTCACTTTTGAGAAATTGGAAGTGGGTCTTTGAGATTCTTCGANTTGGANCNTTGTAAAGACGAAATCAATCTTACCCAGTTGATGGAAACNCAATTTGGTAACGATTTTTATCTTTTTATGATGTCTAGCTAAAACCCCAATTCTTGGGGTGTGATTATGTGATTATGGGCTGATTTAGCTTATGGGTATTGCTAATTGTTAGTTTAAATGCTGTTTAGAAGTGANTTCAATCANTAATTGTGGTTTAATTTAAGAATTGTAGTTGCAAATGCAGTTCTACCTTCGTGTTTTTGGCTTGCTCGAGAGAGAGGTTTTAAAACCAAGATTATTGATTGATGGTCTGTGGGTATTGGGTTGTCATGGGTTCAGCTCGAGAGAGTGAATCCTAAACCCNNTCCCACACATTCAGCTCGAGAGAGTGAATGGACTAAGGCGTGGGTTGTTCTTATTTTGCATGCTTGTTGATGTTCGAGAGAAATCGACTTGATTCGGGGTAAATTGTTCGAGAGAAAGTTTACCTCCNCTATAGTCTAGCTTACTCACTAATNTNCAGCTATTTACTAATAGTTGCAATTACCCATTTGTCTACATTAGCCTATAATCGAATCACATCCCAAGAACCCGTCTCATTATTGTTATTTCGTGTTGTTTGTCGCTGTTTGTAGTTGATAATTAAAACCAAAACCCCCTTATTTGACATTCGTGTCACCCCTTAATTTGAATTATGTCTTTATTCGATAATNTCTATTCCTATGACTGATTTGANCATATTCGTACTTCCCTATTGAATCTTAAACACGTACCGCTCCCTGTGGGATTCGACCCCAACTCATTTAGTTGGGTTATATACTGATTAACGATCGTTGACGCTTAGAATTGGATGAAGTGTCCTTGATAACGTTAT

>rnd-1_family-411#LTR/Gypsy ( RepeatScout Family Size = 177 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAGCCCCGAATTGTGTTCCATTTTGGAACACGAGTTCGGGGAGCTGTTTAGGACCTTTTGACGGAGTCAATTTCGGAATTTCCGGCGCGGGTCCCACGATTCCCGTTTTGACTCCAAAATTGGTCCGTCTCCGTTTNTTGTGATTTTGGTGTCTAAACGACCGTANTAACGTTGTGATTCTATTTTTGATAGCGTGGCAGCGTTCGGAGGCCGTTCGGAAAGGAAAAGCTCCGGAGNAGTGATTTTGGAGCGCGCGCGATCGGCCTACAGGTAGGCTACGGCTTCCCTCTCTTAGATTGAGCTCGAGCGTGTGAATGCATGTTGATTAGTTNGGATTTGGGGTGGGTAGTTATTGAATCATGCATAGGTGTTNAGAAATCATGTTTTAGGCCTATTTCGGGAATTATCGGGTAACTGTGAGCATGCTTTGTGTTATTAACGGACCCTCCTCGCTATGTGGAGTGCTTGCATGCTTAATTATTGTTATTTGAAGCATGTTNGGCCTTAGTCTAGGCTTAGACTAGTGCTTGCCTTAGACNTACGTGATTCGGATCCGATAGGCCTTAGTTTTGCCCCGACGTCGCTCGGNCGGCTTAGNTCCTTGTAGACTGGTGTAGCAGACTTGAGTCTGATAGTTTGGGCCTTAGCTAGGCGATACTCTTNCTCCGACTATAGTTATCCTTATTTTCCCCGATGTTACGGCTTCACGAGTTACGTCGGCGACACTAGTTCTACTTCGCGATTTGAATTTGATTTTCGATTCGGTTCCAAGGACTTACATTGATTGGCTAAGTGTGGACGGCGTTCCACGGACATTTATGAGTATGGATCGATTGGGACTCTTTCAGCAGCTACATTGGCACTTATATAGAGCATCCGGTTTAAGGTCCGGCCTCTATCGCCCAGATACTTATATAGAGCATCCGGTTTAAGGTCCGGCCTCTATCGCCCAGATACTTATATAGAGCATCCGGTTTAAGGTCCGGCCTCT

>rnd-1_family-340#LTR/Gypsy ( RepeatScout Family Size = 245 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAATCAAAACCCTTCCCTCCCAAAAAGTTCTCTCTAGAAACTCCATTGGAGANCAAGGTCAAGTTCGAGCTAGGGTTGGGGATTTCAAGGTGTTTCTTCTTCAATTTTCGTGGGGATTCAATAATTAAGGTATGGTAGTCTTCATCCTTGACTAANTTTCCATTCAAGGAGCCAATTCAAA

>rnd-1_family-447#Unknown ( RepeatScout Family Size = 153 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTGAGCTTGAGAGAGAATTGGAGAGGATGAATTTGGATGGAATTTGGGAATTTGAGNGAATGAGAGAGTTGGGGTAGTTTTAGGGGTAAAANGGTAGTTATAGGGCTTAGAANTAGGGTCAAAACGACGTAGTATAGGNATTAAACGNATAGGAAAAGACCCAAATACCCTTAAAAATAACTGT

>rnd-1_family-431#Unknown ( RepeatScout Family Size = 165 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATAATAGGGAAAAGGCTCAAATATGTCATCGAACTTTGAGAAAAGGCTCATTTATGTCATCCGTTAAAAGTTTGGCTCATCTATGCCATTTCCGTTTGAGAAAAGGCTCATCCATGCCATTATTTNTTAAC

>rnd-1_family-544#LTR/Gypsy ( RepeatScout Family Size = 112 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATATCGATTTTGGTCTAGAACGACCCTTCGTTCGCTTCCCGAGGCTTTCGAGGCCCNTTGTGGATTTTGGCTTAAAATGANNTTGGGTGTGGGACCCACTTTTTATCGAGACGACCTCCGATGGAAATTTCGACTGCGCCGTTGAGTCCGGAATATCGAATTCGGTANGGTTGCATATCTCGTTTGCGTGCACGGGGTTCCGAACGAGTTCGGAGCACCCCGTCGGAGTTTTAAGTTTGAAGAGTTGTTGAATNCTAACGCGGTGGTGACGTGGCAGAGCCACGCGACGCCAGGTGGCAGCGTTGTTGAAAATTTCCAGATTTAAGGACGATTTTCGTCCATTTTTTTCCCTCATCTTCAAACATAGATATCTCNTCCATTTCAAGCCCGATTTNGGTGATTCAAAAGGCTAACTTGTGAGATTTTTCGAGGAGAACGCGTTGGTGAGCTCGGAAACGCGAGGGGAGCCTTCGTTTGAGGTAAGNAATCGAATTTACCTGCTGCCACGGCCCTTTTTCGAGCTCGATTTTGGGAATTTTGAGACTTGATNTCTCGGCCATTTTAGGTCCGATTTCGGTGATTCTTGAGGCTANCTTGTAGTGGTTTTTCGCGGGGANCGTCGTGGTGTAGTGTTTTCGGGTTGGAAGGGTCTCGTTTCTCCAGAAATTGGTGATCAAGGGGCTGC

>rnd-1_family-198#Unknown ( RepeatScout Family Size = 479 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTCTACGGGTCCCATCTACGGACCGTAGAAGCTTCTACGGGCCGTAGATGGCAACCGTAGGAATGGGGAAAATGATTTTCTAAAATCAAGTCCCAGTACCCTTTTTACGGTTCACCAGGACGGTCCGTCGTTCNATGTACGAGTCGTAGATAGGTCTCGTAGGTGAGTCCCAGACTTAGTGAAATTTTAAGGGTTAAAGTTGGGTTCTACGGNTGGGGTCTACGGACCGTAGGAAGACCTACGGNCCGTAGANGGGTTCCGTCGAAAGTTGTCCAAAATTATGGTCTCCGAACTTTCCTACGGTTGACCAGTACGGTCCGTAGAAAGTCCTACGGACCGTAGGTCCGAACCGTAGACGGNGTTCGACAGTTATTTTNAAGGGCTTTTGGGTCTTTTCC

>rnd-1_family-107#LTR/Gypsy ( RepeatScout Family Size = 706 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACAAGAACATGAATTATGAACTATGGTTNCTCAAGAAGCTCTACTTAGTATGGGTGGGGGTATGGGACCTCATTCATGCATTGCACAAGTAGGCTTTGAGGGTANTTATGGTATGTTTCTCTTATGNTATGATGATCTATG

>rnd-1_family-416#LTR/Gypsy ( RepeatScout Family Size = 173 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCGTATTNTGCGTGTGCTAGTTCTATTCATATGACGCTTGACATAGCCTTGTGGTATAGGTGANGGACCGTGTTTCCTATGCGACTAGTGTCGGTTTAAACTAGCTCGGAAGGTGATGTGATGCCTTGCACGTTTCAGCATGTGTACCGCAAGTTAACTCCGACGGAAGTATTTAAACTCGAGATNGTAAGGTGGTANTTGAGCTTAAAGTTGAAAGTTAAGTGCTAAGTTAAAGNAAAAGGGATTAANATTTAGAAAATGGAATAAAATAAGTGAGNTGCTTGCTTGACTTAACTAAGCTAGTAGGTGACAAGTAGGTGCATGCACCTACTTNGACTTATTGACCGGTCCAAAGGGCCAAGTAGGTGCATGCACCTACTT

>rnd-1_family-207#LTR/Gypsy ( RepeatScout Family Size = 455 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTGACTTATGTTTCTACACTAATGTGCATGATGGCTCTTAAACTTGATAAATGCATGNTTTCAACTAAAATGTCCCTTTTAGCATGTTTTAAGGATTTTATGCATGGCTTCCATACTTAGTACATTTTTGTGCTAACCCATATTTTCTACATTTTTCTATAAGTGTAGGTTCCGGTCGTTGAGGCGTACTTCTTCCTTCGANCGAAGCTTGGATCGACTATTCTCCANGCTTGTGGTGAGTCCTCATGGTTCGAGGACGGAAGTCGTTCGTTTCTAGTTTCTTNTACTTTTCCNTTTGAGACTATGTTGTAAAGGGCTGTGACCCTATTTGTACTCNATTGTANTAGATGGTTATTGAGACAAGTCTAGACTTCCGTTTNCTTTTATGAAAAGACTTCGATTGTAAAAGTTTTAA

>rnd-1_family-437#DNA/Harbinger ( RepeatScout Family Size = 161 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAAGTAGGCGTTTGGCCATGCGATACCATATCACGATATGGNATCGTGAGATGGAATCAGCGTTTGGACATGCGATTTCACGCTGATTCCATCTCACGATTCCATATCATGAGAGTGATNCCATATTCTCCAAAAACCATGATATGGGATTAATGTGATTCCATATCATGATTTGAGATATTTTAATACAAAAATTGATCCACGAGTTTATATTTTGTTAAAACAACCCCACATTTATATCTACTAACCATTTATTTCATATGTAAATAAAATTTATAATCACATCATTACTTTTTAAAATTTATTATTCTCACCGACATAAAATTTATTATTACTTTAAATTTGGTGAATATAAATGATAAAGTAGAAATTGATTTGGTGAATATAAATAAGAACGGAGGGAGTAATACTTTTTTGATTTTTCATAATAAAAA

>rnd-1_family-500#LTR/Gypsy ( RepeatScout Family Size = 129 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGTATAGTATAGTAGGCGAGCAATCATATTGATATTCGGGTTTAGTAATAAACATTAAGCTTGAATTTGAGATGAGTGTCGTGATCAAAAGAATGGCAACATGAGGGTGATGATGTTAGTCTTGAGATTTGATCTAGTAGACTTGACATAGAGTAGGTGAGGAATTGAGGTGTTAGCTGCAATAAATATGAGTGGTACAAGTGAGAGACCCTAACCTTTAGATAAGGGCAGTGAAGTGTGGCTAAGTCACAAGAGTAACAAGAGCATTAAGAGGTGTACCGAGANGGTATGTAATCAGANGAGGTTAAGAGAAACGCCTTAGAAAGAGGTCTTAGTACCTGCTTATGGAGAGTTCGGTAGCCATGAGATAAGCTTCTCCCGAGTGTTAGAGTAAAAGAGGATGTAGACCAGTTTAGAGATGATGGAATAGGTCCATAGCTTTCAAGTGTCAGCTTTAGACCTAAGGGGGAGATGATAAGATGAGAAATCAAGTCAAGTGTTGAGAATAAGATAGTAATGAGTTCCGAAGAGTATGGGAGATATCTTTTCGGAGGTCCTTTTAGTAATGGAGTGATGTTAGAAAGAGGAGGTTGATGTTCTTATCGTGATAGTGATGGTGTGATAATTCCGTCTAAGGTTATAAATGAGGAGGAAGAGGAGGATGAGGTTTTACTATGAGAAATAG

>rnd-1_family-432#Unknown ( RepeatScout Family Size = 165 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTCCTACATAATGAGATTTAGATTAGCAGGACCCTCCTACATAATGGGATT

>rnd-1_family-309#LTR/Copia ( RepeatScout Family Size = 270 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCCAATTCGTTGTTCACCGATGTTGGGCCCCCATTTAGAAGTGTCCACGCTCCAGTTGAGGCCTGGGCGTGAGGNGGAGTGTTAAGAAGTCCCACATCGGTNGAGGGATGGGATGGTCTCCTTATATGGACTTGGGCAATCCTCCCCTCATGAGCTAGCTTTTGGGGTTGAGTTAGGCCCAAGTGTCATATCTTTAC

>rnd-1_family-523#Unknown ( RepeatScout Family Size = 121 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAATGGTTTTGCAAAACCGCAGTTAACAAATAATGGCATGGATGAGCCTTTTCTCAAACGGAAATGGCATAGATGAGCCAAACTTTTAACGGATGACATAAATGAGCCTTTTCTCAAAGTTCGATGACATATTTGA

>rnd-1_family-352#LTR/Gypsy ( RepeatScout Family Size = 229 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTATGCCCGTTGAGGATATTCGTATCGCTGAGGACTTATCTTATGAGGAGGTNCCGGTNGCNATTTTAGATCGGCAAGTTAGNAAGTTGAGGACTAAAGAAGTAGCTTCNGTNAAAGTGTTNTGGAGGAACAACAACGTCGAGGAAGTNACTTGGGAAGCCGAGGAGGANATGAGGAAGAAGTACCCNCANCTNTTTACGACTTAAGGTGAGTCGCGTTTCGATNATTGGCAATTATTTCTTCACAACGACTTAGTTAGATTTTAAGTAGCTCGAAGGTGNAATTTATATGTCTTCTTACGAGATAGCTATGCGAAGCTTNGTAGTTAAAATTTTCAGAATTTGACTTNAGGTTTGCGACCGTAACAAATATAGACTCGCAAATAAAGCACTGTGAGAAAAAAGAAAATACAACCAAGGAATTGTTCGGATCCATTCGCGGGCGAATGTTCATAAGGGGGGGAGAATGTGAGACCCCGTGGTTCTTTCGCATAATATACGTGGCGTAGTATGGCATGGTTATATGAGGTGTATATGACTTGGTGTATCGTACGTTGGAGANTAAGATTGCAAGTGGGTGGCAATATCAAGGAACTAAACTAAAGTTTTAGGTCAAGGGACGCCCTCAAACAAAGTTCGNGTTAAAAAATGGCTCTTGTAACACCCCGACTTTTCGAAACGTCTAAATTAACTCGTACCTTCGTGGAAAGACAAAGAGTGTGTAATAAATTAAGAATGATGTGTTATGTGATATTTTAAGTGTTCAAGGGTCGTATCTCAAGTTTTGAAGTTAAGTAAGTGGCGAAATAAAA

>rnd-1_family-367#Unknown ( RepeatScout Family Size = 219 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTGAAAGGTTTTCTCACATAAAGGATTCTAAGGTTGAAAGGTTTTCTCACCTAAGTTGAATCAAGATTTAGGAGCTATCCTAATGAAACCTAGCTTGGATTGGTTACTTGAT

>rnd-1_family-55#LTR/Gypsy ( RepeatScout Family Size = 1026 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTTTTACATTNAAAAAAGAGAAACTTCGATTTCTAAATGAGTTCATGAGTTCAGAGATATTTCAGAGCAGTTACCTCTTTTAAGAGGATATTTTGAGCAATTATCTCAAANCGAGGAAGAGTATGTTTTTAAACATATGAGCATGAGTATATATTATTGGGAGTAGTATTGAGCACCGATATGGGGACGAGTTCAGACAACTCANAGTCCTCATAAACCATGTATGCCAACATGGGTAAAGGGTCATACTTTTTAGATGATTCCTTATTGCTTTTAAGCATAGCTTAGTGGATCCACTTAGTTGAGGTGTTCTATACCCCGGCAAGGTATAGGACAGTTCTGGCAGCGTGGGCGAGACGTTGTATCATCACGTAGCTCATAGTGATGGTTGTCGGTTAGAGAATCTCCCAAATAGAGTTAAAAGTGTATTTTTATTATATCACTTATTATGTTGAGTTCAGAGATGAGTAAGTATTTTGTAAAGCTTTAAATGATTTCACTCCTTTATTTCTTTACATTCAGTTGAGTNTATTNTTATCTATTGCAGTCCTTTCGTTCAGTTATTTGTTATTCAGCTATATTACATACTCGTACATTCAATGTACTGATGTCATTCGACCTGCATCTTTTNATGATGCAGATACAGGTGTTCAGGATCATCAACAAGCGTCTGTTGAGATCACTTCGTCTGCTCTCCAGCTTTTGAGTGAGACCTCCTTGCTTTCGGAGGACTCCANTTTTATGAGTTGTTAGTATTAGTCGTTTTGAGGNGTCGTGGGTCTTGTCCCGACACCCATCTTTATATAGTAGAGGCTTCATAGATAGACAGTTTTGAAGAGTCTTTCA

>rnd-1_family-50#LTR/Gypsy ( RepeatScout Family Size = 1073 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGAGTTGAGTAAGTTTGAGTAGTTTTGAGTATCCTTGAGTATTCCTTGAGTTGAGTGAGTTGAGAAGAGGTAAGTATGTTTCCTTTTTATCAAGTTCAAGCTTATGTTTATGCTTTAGAATTCCCCTTACATGCTCGTACATTCCACGTACTGAGCCATTTGGCCTGCATCNTTTCATGATGCAGACACAGGTATTCAGGATCATCAACAGGAGCTTCGTTGATACCACATGGAGTTCGAGTTAGCTATGGTGAGCCTCCTTGCTTCCGGAGGATTTCATTTACTTTTCAGTTATATCAGTTGTTAGGATGTCGTGGGTCTTGTCCCGACTTCCATCTTTGTCAGTTAGAGGCTTCATAGATAGACAGTANAGTTTGAGAAGTCTGTATTATTCATTTATTTTATTAAATGTTTTAAAGACTTAAGTTGCCTATTTTATGGCGAGTTGAATATATTATTTTTATTCNGAGTTNTTCATTTGAGTTAAAGTTTTGTAAAGTTGAGTTTANTGAATTTTATTCAGTTTTAAGCTTTTGTATGCTTGAGTTAGTCTTCCGCTTGTAGTCAGCCAGGATGAGGGTTCGCTTGGGGACCAGCAATGGTTCTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGTCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGTGTCCTAGGGTGTCTATGAAGCCGTGTCAAGTAGGATCTTGTTTATGGTTGTGAGGGCCCCACTTCTATAAATGAGGGACTACAGACATTTAAGAAAAGTTTCCCTTCTTTCATACTCTTAATCGTGCAATAGAGCTATGTCATAGAGACTTATTCANACTCGTGCGTTTCTCAGATTCATTCGACTACCCCTCATACTAGAGGTGGTTGAAAAGNAAAGTCAGTTCTTTATCGATGAGTTGCTCTTAGCAAAAGTCTTGAGGAAGTCATGAGACTCCAGAGGGGCTTGAGAGAAGCCCGTGAGTGAGTTAAGTGTTGAGTTTCAGAGGAATGCACTCATATTCATATGAATCGTGCGTTCGAGCTAAAAGCGAGTTGTACTCTCTTCCCTAAGCCTTGTTTCAGCTGAGATCCTTATGAGGAAGTATGTTTAGAGCTTGGGTAGTATTTTCACCCGAAAAGGTAGCATGAGTTACGAGATCATGAGCAGTAGTGAAAGAGCCCAGAGTTAGAGGAAAGTATGCAGAGGTTTAGTAATCTAAGAAAGGGAGATAGTGTTNTGAAGAGCTATGTTATTATAGTCATGCACCCAGTAAGTTATTAATGAGGAGTTTTCCCTTATGGGTAGACTAAGAAGTGATGAGTTGTGAAGATTCCATCATAGGAGGTAGAGTGTG

>rnd-1_family-20#LTR/Gypsy ( RepeatScout Family Size = 1332 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCCCAAGGGGGAGATGGTGTGCTTCGNTACCAAGGTCGATTATGTGTTCCNAATGTNGATGACTTGAGGGAGCAAATTCTNGCAGAAGCCCATAGTTCNCGGTATTCTATTCATCCGGGAGCCACCAAGATGTACCGTGATCTACGGGAAGTCTATTGGTGGAATGGNATGAAGAGGGATATNGCGGGNTTTGTGGCTAAGTGTCCNAATTGTCAACAAGTNAAGGTCGAGCATCAGAAACCGGGAGGTTTGTCCCAAGANATCGACATTCCTACTTGGAAGTGGGAAGTGATGAACATGGACTTCATCGCGGGTTTGCCTCGTACTCGNAGACAACATGACTCNATTTGGGTNATNGTNGATAGGATGACNAAGTCNGCTCACTTTNTNCCCGTCAAGGCTNCNNATTCGGCGGAGGACTACGCCAAGTTGTACATNAANGAGATAGTGAGGTTGCATGGGGTTCCTTTGTCTATCATCTCGGATNGAGGTACTCAATTTACCTCTCATTTTTGGAAGTCATTCCAAAAGGGTCTTGGTACTNAGGTTAANCTTAGCACGACNTTTCATCCNCAAACGGATGGTCAAGCGGAGCGTACCATTCAGACCTTAGAGGACATGTTGAGAGCTTGTGTGATCGATTTCAAGGGTAGTTGGGATGATCACCTNCCNCTNATNGAGTTCGCCTACAATAATAGCTACCACTCNAGCATTGANATGGCCCCNTTTGAGGCATTGTATGGTAGGAGATGTAGATCTCCGGTTGGTTGGTTTGAAGTAGGTGAAGTNGCCTTGATAGGNCCCGANTCGGTTCATGANGCTATGGAGAAAGTTCGACTCATTAGAGANAGGCTGAAGACGGCCCAAAGTCGNCAAAAGTCTTATGCCGATGTNAGAAGAAGGGANCTAGAGTTCGAAGTTGATGATTGGGTTTACTTGAAAGTCTCACCTATGAAGGGTGTGATGAGGTTTGGCAAGAAAGGGAAGCTTAGTCCCCGGTATGTAGGCCCNTACCAGATCTTGAAACGTGTTGGTAAAGTTGCTTATGAGTTAGANTTGCCAAATGAGTTGGCANCGGTGCATCCGGTNTTTCACGTTTCNNTGTTGAAGAAGTGTGTTGGTGATCCGGCATCCATAGTNCCNTTAGAGGGTGTGGGNGTNGANGANAGTCTTTCTTATGAGGAGGTNCCGGTTGAGATTCTNGACCGNCAAGTTAAGAGGTTGAGAAACAAGGAAGTCGCTTCCGTNAAGGTTTTGTGGAGGAATCANTTAGTTGAGGGTGCTACTTGGGAGGCCGAGGCCGATATGAAGTCCCGGTATCCTCATCTCTTTCCTTCCGATTCCACTCCAGCTTGAGGTAATAGTTCCTCTTNAGTTTTTCAGTCATTCATGCGTAAATTCAGTCTTAGTATCATGTTCCTTCAGTTTGTACTTGCATTTTCAGCGTATTTGCATGTTCTTGGAACTCAGTTCAGTCAGAAATCAGTTTCCAGTGTTTAGTGGTAGGGATTGCAGCTCTTTCCCTCCANTTCAGCTAGTTTAGTCTTCATTCGAGGACGAATGTTCCCAAG

>rnd-1_family-287#LTR/Gypsy ( RepeatScout Family Size = 303 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATCCTGAGAATGCAACGTTCAACCAGAAGAAGTCGATACGCCGTATGGCCCTCAATTTCTTCGCGAGCGGGGAAATCCTTTATAGGAGGACTCCAGATTTAGGTCTTCTCAGATGTGTCGACGCTAGTGAAGCTGCGAAGCTTCTGGAACAGATACATGCCGGAGTNTGTGGTACTCACATGAATGGGCTCACTTTGGCGAGGAAGATCCTCCGAGCCGGNTATTTTTGGATGACTATGGAGCGCGATTGTTGCAAGTTTGTGCAGAAGTGTCATAAATGTCAAGTGCATGGNGATTTGATTCGAGTNCCGCCTCACGAACTCAATGCTATGAGTTCACCTTGGCCGTTTGTAGCTTGGGGCATGGATGTCATTGGTCCGATAGAGCCGGCCGCCTCTAACGGACACAGATTCATTTTGGTTGCCATCGACTACTTCACCAAGTGGGTGGAAGCAGCTTCGTATAAGTCGGTGACCAAGAAGGTNGTGGCTGATTTTGTTCGCAACAATTTGATATGTAGGTTTGGAGTACCAGAATCCATCATTACNGATAATGGAGCGAATCTCAACAGCCACTTGATGAGGGAAATNTGTGAACGATTCAAGATTACTCACCGAAATTCNACCGCTTATCGNCCCCAAATGAATGGAGCTGTNGAAGCCGCCAACAAGAACATCAAGAAGATTTTGAGGAAAATGGTCGACAATCGCAGACGTTGGCACGAGANGCTGCCGTATGCTTTGTTGGGTTACCGNACGACCGTCAGAACGTCAATTGGAGCNACTCCNTATTTGCTGGTNTATGGAACAGAAGCAGTNATACCTGCCGAAGTTGAAATACCTTCATTGAGAATCATCCAAGAAGCTGAATTGAGCGATGCTGAATGGGTTCGCAAGCGGATTGATCAGTTAACGTTGATCGATGAGAAGAGAATGGTTGCTGTTTGTCATGGNCAACTNTATCGACAGAGAATGATTCGTGCTTTCCACAAGAAAGTAAGAGCCAGGATATTTGAAATCGGNCAGTTGGTTCTCAAACGCATTTTCCCTCATCAGGATGAGTACAAAGGGAAATTTGCACCAAATTGGCAAGGACCCTACATGGTTCGCAAAGTGTTATCTGGAGGTGCCTTGGTCCTGTCGGAGATGGACGGCACCGAATGGCCGAAACCGATCAACTCAGATGCCGTCAAGAGATACTACGTGTGAAGNTTCAGTTTGTATTTCCGTCATTTCCTTGTAATCGTTCTATTTGCTTGTAATCGCTTTGTTTAGAATTTTATCCCTTTGTAATGAACTACGTCTGACCTGAATTCTCAAGAATGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCACCCCTTTATCCCTTTTTAATATTTCCTTTGTATTTGAACTACGTTCGACCTGAATTCTCAAGAATGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCGGTTTCTTTGTAAATTTCCTATTTTTGTTAATCCTCGAGAGGGGAACTACGTTTGACCTGATTCCTGCCTCAACGGGATACGTAGGCGCCACAACGGCTCGGTCATATCTCCCGTAAGATTTCTATTTTTCTTTACAATAGAAACTGGGACAGAATTTTTGAGAGGGACTCAAAAATTCTCAAGAAGAAGATCTCTCCAACAAAGTCGAGACTGAAGTTACTTTGAGATTTGCAACTGGGACAGAATTTTTGAGAGGATCTCAAAAATTCCGTGATTCGCTCACCAACGGTTCGAGATAAGCCAAGACAGTTAACTGGGACAGAAATTTTGAGGATGGCCTCAAAATTTCAACAGGGTTCATCGGCAGTTTAGAGCAACTTTGAATACTTCCCAACAAGTAATCAGATAGACCTCGAGACATCAACTCCAAATGACGTTCATTAAGCTTGACGTGACATGACACTTGGCAGTGACCTTTTCCAAATATTATTTTTGAAAATCTATTTTTCCTTAAAAACTTTTCCTTCATGTTTCAATTATTTTTGCATAAAAATGTTTTGTCTTATCTATCAAGAAGCGGGAGATCGGAGAAATCAACCGGAGATAGCAAGACAAGGAGCAGACGACCGAAGAGATCGACACAGATCAGTTCGTTTTTAAAACTAACAATTTTTCTGTGGATGCAGGTCTATAAGTTTGCCTCAAGATCAGCATATTCCTCCATTCAATGAATATGGAGAAGTCAAAAGGGCGAGGAGCTCCCCAAAATTGACAATTTTTCTGTGGATGCAGGAAATATTTTATGCTTCTTATANCAAAGANTTGGGAATATGAGTAACATTATTTCATTCAATTCCCAACAAGGCGAGGTCCATAACGAACATGCAATTATGTTCGGAGATGGAACAAACGAAAACCNCGAAGAGAGAAATNTTATTATTTTCCAGCAACTAAAGATACCTGGAGGACGTTTATCTGCATTATATTGTCGGATATGATAATATTACTACCCGGAGAGTCATTTATATCGTATTGTCGAATGAGACGATACCACTACTCCGAGGGTCATTTTTATCGTATTGTCGATTGAGACGATACCGCCACCCNGA

>rnd-1_family-425#DNA/Harbinger ( RepeatScout Family Size = 167 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACTGAAACAAGGCATGAACCATTATGATATTGACACACAAGTGAAAATTGTCATAGCTTGTGCAGTGTTACATAATTATTTGCGAGAATACCAAAGGAGTGATGAAATATTTATGGTCTATGAGCGTGAAAATATAGTTGCGGATGATATTGACCAACAAACGGCTCAAAGTAACAATGTTGGTTCGTCTTCTCGGTCACATGATCGAGAAATGCAAGTTCAACGTGAGGAGATTGTCCGTACTATGTGGGAGGATTATATTAAAGACTAGTACACTACAATTTATGTTCAATTTTTTTTATTGAATTAAAGTTNGATGAAACAATTACTTAAGTGGAGAACAAATAGCTTTGTAATAATTTATTATGCGATTTTATAAATTTTTGTTTATTTGGTAAGATTGAATAAACAATTGGGGCTATTTTAATAGTTTTACAACTTATGAGATTTTTATGTTTATGAGAAAATATACAACACAAAAATTTCANATCGCATGTCCAAACAAAACTTCAATTTCATCTCATGATTCCATATCATGATATCATATCATGATTCCATA

>rnd-1_family-64#LTR/Gypsy ( RepeatScout Family Size = 978 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGGCTGGGGCGCCGCGCCAGCAGTGCGCCANAAACGAGCCTCTGTAGTTTAGGGGCTGGCGCCCCGCGCCACTCAGTGCGCCAGGGTCGCCTNCCCCCACCCTTTTTCCGTCGTTCGTTCCGTCTGAGTTCTTTCGAANCGTACCTNCGCTCCCTNCTGATTCTAACTACTCTAAACTACGTCTAAACATCGAGAGATCATTCATAACATGAATCATAACCCTTGAATTCATAATTCAAATTCAAGGTAGAGTTAAGAGTCAAGTCTCGAGAGTTCTTTCGAGTCATTTTGAGAAGTCTTTTACAATCTTTTAAAACTTGTTTTAAGACTTGAGCACTTGAGTTTGAGGANGAGNAGAGTTGAGTTTCATTTTTTAAAATGAATATATGGGAACTAAGTATTCCCAAGAGTAAATGTTTTTACATTTAAGATGAGAGGAAACACCGATTTCCAAANGAGTTCATGAGNAGTTTTGAGTACCATCTCTTTTAAGAGAANCTTTTGAGTAATAATCTCAAAGTCGAGGAAGAGGANATGTTTTTAAACATATGAGCTGAGTTATATTTTGGGAGTAGTATTGAGCACCGATATGGGGACGAGTTCAGACAACTCANAGTCCCCATAAACCATGTAGCCAACGTGGGTAGAAAGGGTCATACTTTTTAGATGATTCCTTATTGCTTTTTAAGCATAGACTAGTGGATCCACTTAGTTGAGGANGTTCTATACCCCGGCAAGGTATAGGACAGTTCTGGCAGCGTGGGCGAGACGTTGTATCATCACATAGCTCATAGTGATGGTTGTCGGTTAGAGAATCTCCCAAATAGAGTTATTTTGTATTTTTACATACAAACTGAGTTATTATTGTATTTTTNAATACATTGAGTTGTTATCTACTGTTTTAA

>rnd-1_family-168#LTR/Gypsy ( RepeatScout Family Size = 528 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTAGTTCTTTAGTCTTTTCATTTTCATTATCTTATGTTGAGACTCGAGTTTGCCTTNNTGGCCAGTTGAATGTTCCTTTATAACATTCCAGTTTATTNCATNGANTTATNTTTGTTGAGTTAAGTCTTCCGCTGAGTTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTCCTCGAGTGCCGGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-15#LTR/Gypsy ( RepeatScout Family Size = 1434 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCTATCTCTTGATGTGTGGCTAAAACCCCAATTCTTGGGGTGTGATTTAGCGAATATGGGTTGANATTATTGTTGGGTCTTGCTTGCTGATGGTTAGATGTAGTTTAATGGTGATTTCGTCTAGTGGTTGTGGTTNAATTTAATGGGTTTGTAGTTGCAAATACAANTCCACCCATGTGTTTTCGGCTTGCTCGAGAGAGAGGTCGCGAAACCAAGACCACTAGATTGATGGCCTGNGGAGTGGGTCGACATGAGGTTCAGCTCGAGAGGGTGAGCCCTAGTCCCATATCCTACACACTCAGCTCGAGAGAGTGAGTGGGNTAAGGCGTAGGCTGGTCTTCATGCGGCAAATGGGTGTCCGAGAGGAACCCATTTGAAACGGGGTAAGTTGCTCGAGAGAGAACTTATCCCCACTAAAGCCTAGCCTAGTCACTATTATCTCTACGAATTTCCTATCGAAAGCATGTACCCAACGATTTANCTTAACCCGTATTCCGGTCACATCCCAAGAATCCCCTCTCCATACTTGATTTTCTTGTTAATTTTTGCTGTTTTTGCTTACTTGTGACAAAACCCCCNATTGATANTTGACACTTTCGTGTCACCCTTTAATTTACNATGTTTTTANTCGTTAATGTCTTTAGCTACGACTAGTTAGAACTAAATTTTATTTTTCTATTAATTCTCAAAACCGCTCCCTTGGGACTCGACCCCAACCCTTGGTTGGGTTACTATACTATCGTACGATCGTAGACACTCGNATCGGAAGTTGTGTCGTTGATTACGCNAACATCAAAATGGCGCCGCTGCCGGGGAGTGGTGTTATTTGAGAATTTTTAGTTAAGTAGAATTTTGTTCTTCTTAGTCGTAGTTTACTAACTTAATTTTTAGTTTTGTTTTGCTTGTTTGTGTATCGAAACAGAGGAAATGAGCGTGAACGGTNACTACGGGNACCAAACGGATCACCCCCNTTNGAAGTNATNGAATCTCAGGGATAACATCCTAACNTTCAAGCAANTGGAGGGTGAGACGATCCACGAGNCGTGGCCGAGGTTTAAAGCACTGNTGCNGCAATGCCCAACTCATGGAATNCCCGACAAGNCGCTNCTGGANTGCTTCTATAGGGGTCTTGGTCCCGAAAATAGAAGCGTGGCCGACCAACTCNTTCCGGGCGGTATGNTACAACAGCCCTATGCGATAGCAGCCCAACTCCTTGATCGCATGGCTGAGACCAACAAGGAGGCAGAAAAGGACCACGAGTTGGCCGCACTGNTGACTCAGNTGGACGNCTTGGCCAAAAAGGTCGTGGAGTTGGAAGCGCAGTNCAAGAAGAAGGATAAGTACGTCCCCCCTCGCGAGCGTAAAAGNCGAAGGANCATGAGGGTGGACGNATCGAGGANACGCTCTCACTCATTCTCCACAAGGTCGANGAGCAAGATAGAGTGTTGGANGAGATGAAGGAGAACGTCGAAATGCTGAATCAGACGACNACCTCTCATTCCATGNCTATCCAGCTGCTGGAGACCCAAATGGGTCATGTGTTGTCTCGTCTCNACCCGNAACGAAAAGAGGGGTCGCCTAGTGACACTATGGCNAACCCCAAGAATGAAGCTTGAGTGNNGACTTGCGTCGTGCCACGACGTTAACTAAGGCGCTNCTTGGGAGGCAACCCAAGACCCTTTTATCGCTTTATTTTTGTTTTAGAAATAATGGTGTGTTGATTGTGCAGGTCGAAGTGTGGAAAGTGTTTGAAAAGTGCAGGTTGGCGAGCAAAAGGTCCAGTCGGCGAATCGCCGAAGAGGTCGGCGAGCCCGACCTGGACCGCCGTTGGACTCAAGACAACTTTAAATTGGAGTCTGTAAAACTCGGCGAGCCCAGGAANTNATCGGCGAATCGCCGACCAGGTCGGCGATCNCGATNTAGNCCGCCGTTTGGACCCCCANATTAACTGGAGGTCCTGTAAAACTCGGCGAGGTAAGTGACCACTCGGCGCGTCGCCGAGTGGNTCGGCGAGCGCGACTAACGTCGCCGAATGGGCGAGAACTGGACGGTTTTTAAAGGCCAAAGGTTTAAAATTTCAAACTCTTTCACTTTCCCTCGCTTTCGAACTTCNCAAACTCACACCCGCNTAGTATTTTCNATATTTTTGCATTTTTANCGTATTTTAGTCGTCGATTTGTGCTCGGAGTTGGATTACNTTGCCGCCTAGCNTTTCAAACTTTTTAATCGGCATCAAAGGTTGGTTTTCCGAACCCCGAATTTATNTTTAGNAATTTGTACTCATTTGCAATTGATNTTATCTTANTGACGTGTGCTGGGCCTCTCTGATAGGATTATAATGTTTGCGTGCCTGTTTTAATTTGAAAATCTTGCCCGTAATGCCTATANTGTTGAATTCCCGTAATTTTGTGCCTTAAAATTGATTAAATNTTGTGGGGTTGTGCTTGCGTGTTGTTGGGTCTAGTCGGGTGAAGTCTGAGTAACCCGTATTTGTGCCAAATGACGTAATTTGCCCAATGATGGAGCGGNTGACGTCATTCTTAAGGGCAAAAGTCGTCAAATGGCCAAATTTGGCAAAACCGGGAGAAGTCTGAGTATCCCGGGGCGATGGGTGTTATGGGTCTTGNTTTAATTTGATTGTTTTCGGGGGTTGCGGGGTTGAATTCGGGAAGTTGGGTTGAAAGTAGGCACGTTGGGTCGTTTGGCGAGCTGGGTCGAGCTCGCCGAACCGCTCGGCGGTTCGCCGAANGTCCCCATCTCGCCTTTAATTTCATGCTNNATGTGNTGTTTGGTTCTGTAACTTTCGGCGAGAAGCCTGAGGTCGCCGAANGCACTCGGCGACTCGCCGAAAGTCTTCTTGATCGCCCTTTGTCTGCGCCC

>rnd-1_family-85#LTR/Gypsy ( RepeatScout Family Size = 828 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATTCAAGGGAAGTCAAGAGTCAAGTCAAGAGAAGTTCTTAGAGTTTTCCAAAAGTCTTTTACAAACGTTTTAACTTTGTTTTAAGACTTAAGTTTCGAGTTGAGTAAAGAGTAAAGATTGAAGTTCATTTCTTCAAAAGAGTATATGGGGACTATGTATTCCCAAAGAGTTTAAAATGTTTTCACATTTAAACAAGAAAGGAAACTTCGATTTCCAAAAGAGCCTTCGGGCTAGTTTTCAGAAAAGAGTAAATGCTTTCACAATTAAGCAAGAGAGGAAACNTCGATTTCCAAGANAGCCTTTGAGCTAAGTTTTGAGCAATTATCTCAAACCACAGAAAGAAGTTATGTTTTTAAACATAAGAGCTAGTATCATATTTTGGGAGTAGTATTGAGCACCGATATGGGGGAGAGTTCAGACAACTCACAGCCCCCATAAACCATGTAGCCATCATGGGTAGAAAAGGGTCATACTTTTTAGATGATTCCTTAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTAGTCAGGTTCTATACCCTCGGCAAGGTATAGGACGGCCCTGGCAGCGTGAGGCAAAACGTTGTATCATCACNATAGCTCTTAAGTGATGGTTGTCGGTTAGAGAAACTCCCACAGAAGTATTTTGTATTCTTATATACAT

>rnd-1_family-232#Unknown ( RepeatScout Family Size = 404 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACTGCCTCAAGCTCCACGAGCGGGACCACGGCCCGTGGTCNTGACCACGGCTCGTGGAGGNGCTCGTGAAGATGCCTTGGGCNTGTGAGCCTAAGGCCACCAAGTGCCTAGCTACTGCCCAAGGACCACGAGCGGGACCACGGCTCGTGGTCTTGACCACGGCTCGTGGGGGGGCTCGTG

>rnd-1_family-528#DNA/hAT-Ac ( RepeatScout Family Size = 119 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTGGTTTGGTTTGGTTTTAGATTTTTGAAAACCGATAGTATTTGGTTTGGTTNTGGTTTTATTCGAAAAAAACCGAAGAAATAACCGAACCGAACCGATAAATTATATACATANATTTTATAATTATTTATATATTATTCATAAATAAAATATAAATATTTTGTAAATATTTTNATTAACTTAAGTCTTTAACTTTACCATTTTCTCAAGCCCAACACTTAAATTTTAGCCCAACTATTACAATCCTAAGTCCAAGTCCATCAAAATCCATTACTTTAGTCTTTACCTACCCTACCTCACATAAGATAGTCACACTTTCTCTTAATTGAATCACTTTGTTCGTGTAATAATAACTCTAGTATTGCTTAATTGCTTAATTGAACCGACAATAGCTTTCCTGTGGATTGTTCATGTACTAGGTGTTTGTGTCTATCGAGATACGTATGTCCTCAAAAAATTTATTACTTTCAAACCGAAAAAACCAGAAAAACCGAACCAAACCGA

>rnd-1_family-525#DNA/hAT-Tip100 ( RepeatScout Family Size = 120 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGGCATAATACATAAATNTGACCCTTAACTTGGCTTCAANTNACAACTATGNCCTCCAACTTTGANTGTGCACAAGTAGACACTTAAACTTGTATAAAATTGAACAAATAGACACGCGCGTCCTACATGGCATAATACGCGTAGGACGCCACGTAT

>rnd-1_family-496#LTR/Copia ( RepeatScout Family Size = 130 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AACTGTGCTGAGGACCTGGTCCCATCGGACTAAGTGGACGCATACATTCCAACAAGTGGTATCAGAGCTTGACTTTTCAGTTTGGTTAACACCAAGAAAAGAAAAGATCCTGAAGGAATGGCTGCTCCACCNAATNTGGAGGAAGGNCAGTCNTCTACCAGACCACCTCGTTTCAATGGNCAATACTATGGATGGTGGAAGACNCGAATGCACGACTACATCAACGCTGAGGACACTGAGCTGTGGGACGTGATTCTTGATGGACCNTACATTCCCACNAAGGANGTGAAGGATGGAGAGCTCACCACGACGGTTGTCAAAACCAGAAAAGAGTACGATGAGGCGGACAGGAAGAAGATNGAGAAGAACTACAAAGCNAAGAAGNTNCTAGTGTGTGGNATCGGNGCNGATGAGTACAACCGAATCTCTGCNTGTGAGACNGCCAAAGAAATNTGGGACTGTCTNCAAACAGCCCACGAAGGAACNACGCAAGTGAAGGAGTCTAAGGTNGATATGCTTACNACTCAGTACGAGAACTTCANCATGAAGGAAGGTGAAACCATTCACGAGATGAACACAAGATTCACCTCCATNACCAACGAGCTGAGATGCCTTGGTGAGCCTATTACCTCGAGCAAACAAGTTCGAAAGATTCTCGAAGTNCTTCCCAAGTCNTGGGAAAGCAAAGTGAATGCCATNACNGAAGCAAAGGATCTGAAGACGCTTNCCATGGATGAACTGATTGGAAACCTTCAGACCTACGAGNTGAACAAGAAACAGGGGACAANCGTGAAGGAGGGAAAGAAGGAGAAGTCCGTNGCNCTGAAAACGTCTCAAAACGATGCGACTGAGGAGGAGGATGAGATGGCNTATGTCACTAGAAGGTTTCAGAAGATCGTNAAGAAGCATGGAGGCTTTCGAAAGAAAGCCTCTACCAGCAGAGCTGCAAATGCAAATGACCTNTGTCACAAGTGTGGNAAGCCTGGTCACTTCATGAGGGACTGCCCCAGCCAGAAGCAGGAAACTCANGACTTCAGACCTCGCAGAAGGGACCTGGTCCCAGACCATGCCAAGAGGAAGGCTCATGCTGATCANNTGGTGAAGAAAGCTTTTGCTGTNTGGGGAAACGCNTCAAGTGAGTCAGAAGAAGANGCAGAANGTCNCGAGGATGTCTCGATGATGGCCGTTGAAGATGATGAAACTGTTTTCGACTCCATTTTCTCNCTNATGGCAAAATCTGACGATGAAGAGGATCNAGACGAGGTAACTCTTTTTNATCTCAAANATGATCTAGATACTCTTCCCGTTAAAAGATTGAGAAAACTTGTTGCCGTACTNATTGACTCCGTTGATGAACTAACCACTGAAAACTTGACGATAAATGAAAAATTGAGTTTGTGCGAGGATGAGAACTCAGCTCTCATNTCTCAAGTNTCTGAAATGAGTGTNAGGATAGGTATTCTAGAGACTGANAGTNTAGAACCCGAGGAGGANCCTGGTACCTCNGAGGGTGGAAAGAGAAAGCTCAGCANCTTTGAGGTNGAGCTAGAAGANAAGCTNAANACCGCTGAGTCTAAGCTAGTTGCCTCCCTNGAAAGAAACTCTCAGCTGGAGAGGGACCTGGTNNGGTCAAAGAAGAGCTGAACCACTCCCTNAAATGGACCGACTCCTCTAAGATACTCTCTAACTTAGCCAATCAGAAGTTCAACGGCAGGAAAGGGTTAGGTTGTAGACAGATAGANCCTCCCTACAATCCTCACAGCAAATATGTGTCTGTNTCTGACAATCTGTTGTGTACTCACTGTGGNCGNAATGGTCATCTGAAAGAGGANTGTGAGACTTTGAAAAGAGCAAAAGAAAGGCATGCGAANTTTCTCAGATCGAGAAAAGACGNTGANAAAAAGGAAAGGGTACCTGGTCCCGGTCACCGTTTNAGCAAGAACANTCTGCCCTCATGGACAAGAAGNTTTCTTATTANGCCTTTTGACAGCTTACTGGGAACTCCGTCTGAAGTGGGTTCCCAAGTCTAACAAGTGATTCTTGTGCAGAAGAGAGGAAGCAGTCAGTGCTGGTNCATGGACAGTGGATGCTCAAGGCACATGACTGGAAACACTNNAAACTTCCTCTCTCTCGAGGCACNCCAAGGTGGNGGTGTCTCNTTTGGCGGTGGAAAGAAGGGTTNTATTCTTGGNATTGGCAGGATNGGAAGATCNGTNGANCACTCTATNGANAATGTNCACTATGTGAATGGTTTGAAATACAATCTCTTAAGTGTTTCNCAAATNTGCGACAAGGGAAACGAAGTCAAGTTCNTGTCNGATAAATGCGTGGTCACAAACTGTGCGACTAANGGAGTTGTNATGTCTAAGTAAAGAATATGTACGTTGCNGATCTTGACTCTATTGAAGGGGACGATCTNTCATGCCTNAGTGCTCAAAGTGACGATGCNAATCTATGGCATAGGCGACTNGGTCATGTGAGTNCTTCTTTACTGAACAAACTTGTCGCAGGGGACCTGGTCCGCGGATTGCCAAAACTGAAGTTTTCAGACGACAAAGTTTGTGATGCNTGTGCNAAAGGGAAACAA

>rnd-1_family-305#Unknown ( RepeatScout Family Size = 273 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTCACGACCCAAAAATGGACGTGATGGCACTCGTCTTATCCCACCAAGACAAGTCAGCCTAAAACTCAACCATTACAATAAAATGCGGAAAACTTATAATCAACTTAAATATACCCCAAAACCTGGTTGTCACGTGTACAAGCCTCTAATGTATTACAATNGATTCGAAAGAAAAATACAAGTCTCAAATGACNTTGTTTCTAGAATAGAACAAGATCATAAATAGGAGTAAGAAGGTCCGCCGAGATGACAAGCAACTACCTCACAAATCTCCACAAGAAGCCTCGGANAAGGAGAAGAGAAAGTATCACGAAGATCCGGGCTCGTAACCTACANAAATGTAGAAGCAAGGGGTGAGTACCAAACCACACGGTACTCAGCAAGTAAACCTCTAAACACAAGCTAAGGGGATAGAATACGGGTACTCCTTACACCCCAACCGAACCTCCACAACTACAACCTGCATAAAACCAGCCCAACCTAACAGTTCACAATTTACATAGCACACAGCTCAACAACAACACTCTAACAATCACATATCCTCAACAACAAGCTCAATATTCATCAATCACAACTTCCACAA

>rnd-1_family-119#LTR/Gypsy ( RepeatScout Family Size = 664 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATGACTTGTATGTTGGTTGTGACTTGTATTATGCCTCTTATACTNATGTTCATGAAGTTTTACNAAAATGGCATAAAGCATGGCTTCCAACAAAATGTCCCTTTTAAAGCATGTTTTTGCATGGTCATCATACTTAGTACATTTNTGTGTGCTAACCCATATTTCTCTTATTTTTACTACAAGTGTAGGTTCCGGCAAGTGATTGNTTCTNCTAGTTGAAGTGCTTGGATTGANTTTCTTCCAAGACTTGGTATGTCCTCATAGATTCGAGGACAAGACTTTTATGTTTCGTTTCTTCATGTAATAGACATTTAGTAGTTTCTTTTCGATTGTAAAGGGCCGTGTCCCTATTTTGTTNNAGTCTTGTCTAAGATGGCCACGTGAGACTTAGTCTTCCGCTGCGTNTTAAAGGTTTAAATGANGGTGACTTTTGAAGTCTTATGGTTTTAAATAAAAGTTTTAATTCCGTACTATTTCTATGATCTATGCGATGAACGAATGCTAAGAGGCTTGTATAAGACCTCCGAGAGGTCGAGTACGCCGTGTAACGACTAGGGGGTGCTCTCGGGTCGTTACA

>rnd-1_family-62#LTR/Gypsy ( RepeatScout Family Size = 983 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCATGATTATAGTGTAATGTAAAGTGAAAGGTTTACTCACTTGCTAAGTGTTTCTAAGGTGAAAGGATCGTTACTCACTTATGAACACATATGAGCTATTATGGTAAGATGTCTACATAAGAGTCTAGTAAAGGCTAATGTGAACTTATGTGATGACTAAAGATGATTACAAAAGGGAATTAGATGCTTAGCACCGAGNGGGCATGNAAATGAGATGGGGGTCTCACGTTTAGTAAGTCCGGCTTCCCACATGGGTTCCTTCACGTTTAGCAAGTCCGGGTTCCCAANGTATGTGTTGTCTCATGAGATGGAAACCTCCACGTTTAGTAAGTCCGGGTTTCTAGNAGCAATCTCCTTATCCCATAACTATGTGCCCACATAGGTCTTTAGCTAGTGGATCCACCTAGATAGCTATTACGTATGGTTCTACCTTAGGCAAGTAGGACACTCTCTTTTCGGTGTGGGGGTAGAACACCGGATTCCATGTAGCTCACATGGTCTATGTCGGTTANGGCNATATTTCCCTAATGTAAAAGTAAATGAACTATGATAAGAACGTGAACTNTAACTATGACTTTCTTAAGGGGTTCTACTTAGTGTGAGTGGGGGTATGGGACTTCACTTACGCATTGCACAAGTGGACTCTAAGAGGGGTTATGGTAGTGTTCTCTTATGNTATGANGACTTATGANTTATGTATGTTGAAGC

>rnd-1_family-113#LTR/Gypsy ( RepeatScout Family Size = 681 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATTGGGATGACCATTTGCCNTTGATTGAGTTTGCCTACAATAATAGCTATCACTCGAGTATCGGTATGGCTCCGTTTGAGGCTCTNTATGGTAGGAGGTGTAGATCTCCNATAGGTTGGTTTGAGGTGGGTGAAGTTGCTCTGATAGGTCCCGAGTTGGTTCATGAGGCTATNGAGAAAGTTCGACTTATTAGAGAGAGGTTGAGAACGGCTCAAAGTCGACAAAAGTCCTATGCCGATGTTAGAAGAAGGGATCTNGAGTTTGATGTTNATGATTGGGTCTACTTGAAAATCTCACCCATGAAGGGTGTGATGAGGTTTGGNAAGAAAGGGAAGCTTAGTCCCCGNTATGTAGGCCCATATCAAATTTTGAGGCGTGTTGGTAAGGTTGCTTATGAGCTNGATTTGCCNAATGAGTTGGCATCGGTGCATCCGGTTTTCCATGTCTCTATGCTNAAGAAGTGTGTTGGNGATCCGACATCCATAGTTCCCTTAGAAGGTTTGGGAGTTGANGAGAGTCTTTCTTATGAAGAAGTTCCGGTTGAGATTTTAGACCGGCAAGTTAAGAAGTTGAGAAACAAGGAAGTNGCTTCCGTGAAGGTNTTGTGGAGGAATCANTTAGTTGAGGGTGCTACTTGGGAGGCCGAGGCCGATATGATGTCCCGATATCCTCATCTCTTTCCTTCTACTCCTACTCTAGCTTGAGGTAATNAGTTCCTCTTGGTTTGTTCTTTGTTTTGGAGTCATGTGTTNTATGTGTTTCCATGATTTCCTTATGTTATGCATGTTCATGAAAACTTATGTTTTGAAAGAAAATGAGTTTACATGATTGATTTTCCTCATGTTGNTGTGCATTTGAGTATGAGTTGCNTATAGACTTCATGAGATGATGTTGTGAACATGCTTTAGCT

>rnd-1_family-42#LTR/Gypsy ( RepeatScout Family Size = 1133 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCACGCAATCACCCCACTCCTGNTTGCTTGTAAGGTAATCGACTTTCCCCTNACTTTGAATTTCGGTTCATTGNTTGAATATAGAAAGTCGGGAGTCGGGTCTTTGACCTTGGGTAATTGTTANATGAAATTGCATGNTAAAATTGGAAGTTANAAACACCCTTGGGACGATAGATAGTGATTGTGTTGCCTTGTTGTATATGATTATAAGTCTAAATGNAAGTTTCGACTTAGGGTTCCGAGGTTTGTCTTAAATACTTGNTTAAAATGATTAATCGGAACCCTAAGGATGACGAACTAGCATAATTAATGTTGAAATGCATGNTTAGACTAGGATATTGTTGAAAATGGTCGAANACGTGGACTTGAAAATAAAGAATGNCTGANACCTGGCACAGATCGCATCCACGANACCCCGTCTACGGACCGTAGGTCGATCTACGGACCGTAGATCGGGTCCGTGGNCGGATGCACACGAAAATTTCACCAAGTGTGAAACCACGGATGTGGACTACGGTCCGTAGNTCGATCNACGGACCGTTCTGCACATCCGTGGTTCCCATCTGCGACCAATATTGTCGGCCCTCTGACCCACGGAGGGGATCCACGGACCGTAGATCCGTCTACGGACCGTAGGTNCCCNCCGTGGGTGACCACTGTAGCCTCTGTCTGAAATTTTTTTGGGACTTTGTTNCGGTTCGTTTCTNGTTCTAAAATTTTTCCGTGTGTTTTTGGTTNGTTTTGGTACTAATATCGCTCCCACAGGTACNATGGCACCCAAGAAGCTNGTCACCTACTCNAAACGGGGCAAGTCAAAATCCGTTGCCCCTAGCTTCAGGTTGATCGATGAGGACACGGA

>rnd-1_family-271#DNA/TcMar-Stowaway ( RepeatScout Family Size = 330 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAATTATACTCCCTCCGTTTCANAAAGAATGACCTAGTTTGACTTGGCACGGAGTTTAAGAAAATAAAGAAGACTTTTGAATCTTGTGGTCCTAAATTAAAGTTATGTCAAATGTACAAAATTGCCCTTAATCTTGTGGCCTTAAACATGCCACGTGGAAAGCTGAAATTAAAATGTTACCAAAAAAGGAAAGAGGTCATTCTTTTTNAAACAGACTAAAAAGGAAAGGAGGTCATTCTTTTTGAAACGGAGGGAGTANTATTT

>rnd-1_family-154#LTR/Gypsy ( RepeatScout Family Size = 572 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTATTGATCCTCGCGTTATATTGATTGTTTGTAGACCAAGAACAAGCGGAAAGAATCCGGAAAGGGAAGGNTCAAGTTTCTTAGGAGGATTCAAGCTTGGTTTCGAGGTAGGTGATGGTTGTGATTTCNCGTTTGTGTGATATATGCTTGTAATTGCTTCGTTGTATGCATGCATGTATGTGAATAGGGAACGTAAATCGAATCTAATGAAATGANTATATGTATATGATCAATCGCATGCAATGAACNCGTTACTTGATTGTACGANTACGAGTATTGTTCATTGTGGTTGTGATTGTGATTGTGGTTGTGCTGATTGGATCGGGTACCACGTTCCGGTACACTAANTTGGATCGGGTACCACGCCTGGTACATATATNGGANCGGGTACCACGCTCCGGTACATATATTGGATCGGGTACCACGCTCCGGTACACTAACATGGGATCGGGTACCACGCCGGTACACTAACAGTTTGTGTATGGGTTCCATGAGAGAACCGGANTTGCTTGTTGTGTTGTGATGNTTCTTGTNATTGATAATTCAAGACTGTATGTGNCTGGGATGTTTGTACTTGCGTTGTGATTGTGTATAATTAACGTTCCTANGTTGTAGTTGCCTGTTCATATTNCGCTNANTGGANCTAGCCGATGATCCTACCAGTACATTGTGATTGTGTACTGATACTGCACTTGCTCTTTCTTTATTGAGTACANGGCATATTCAGG

>rnd-1_family-215#LTR/Gypsy ( RepeatScout Family Size = 438 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGCCATGACCTATCAAATTAAAGGTCTTTGAGTCCTCTTTCCAACGCCACCGAGTTTGCCNAATTCCGANCTCGGAGTAAAAAGTTATGCCCGTTTTAGTGAAGCCCTGTCAGCAAAGGACGAGCTTAGACGGGTTTAGTGGGCACAATTTTTA

>rnd-1_family-311#LTR/Gypsy ( RepeatScout Family Size = 269 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TATGGNATTATTGTGGAAGGACTTCACCCACATGACCTATGATTATATNCATGTTTAATGTAGTAATTTGATGGCTACTTGAATTATGATTATATCCATGTCTAATGTAGTGAATTCTAGATGTGTTGATTGAATATGANCTTTGATCCTTGAAAGGGCAAAGTATGAGATTATGCATGNTTTATGAAGTTTATGTACATGCTTTAAGAACACTTTGAGAGTGAAGTGTCTATGATTATGATGTNGTTGTTGTGTTGTTGAAAGGNTATTCTCATATACACAC

>rnd-1_family-14#LTR/Gypsy ( RepeatScout Family Size = 1443 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCCTAGTGGTTCGAGTTCCGATGCTCCNAAGNAAAACCGCTTTTATGCTCTCCAGTCCCGAGGTGANCAAGAGAGTTCCCCGGATGTNGTNACCGGTATGTTAAAAGTCTTTNCTATTGATGTNTATGCTTTGCTNGATCCCGGTGCCACTTTGTCTTTTGTGACNCCTTATGTGGCNATGAAGTTTGATGTNCTCCCCGAAGCGTTGTTAGAACCTTTTTCNGTCTCTACCCCTGTTGGTGATTCTGTNGTGGCTAAGAGGGTCTATAGAAGTTGTCCCGTTTCCTCGTCCCATAGAGTTACCCTGGTTGATTTGGTAGAGTTNGACATGNTAGATTTTGATGTCATTCTNGGTATGGATTGGTTGCATGCNTGTTATGCCTCTATCGATTGTAGAACTCGGGTAGTCAAGTTCCAGTTTCCAAATGAGCCTATCCTAGAGTGGAAGGGGGGAAATTCTATGCCTAGGGGTCGATTCGTTTCTTGCCTTAAAGCTAGGAAGATGATCTCTAAGGGTTGCGTCTACCATCTNGTTAGGGTNAGGGATGTNGAGTCCGAAACCCCTNCTCTTGAGTCGGTCCCCGTNGTNAATGAGTTTCCGGAAGTNTTTCCNGATGATTTNCCCGGTATTCCTCCCGAAAGGGAAATAGACTTCGGTATTGACCTTCTCCCGGATACGCAACCTATCTCTATTCCTCCTTATAGAATGGCTCCGGCGGAGCTNAAGGAGTTGAAAGAGCAATTGAAGGATTTGTTGGATAAGGGTTTCATCCGACCGAGTATCTCTCCATGGGGTGCTCCGGTNTTGTTTGTTAGGAAGAAAGATGGNTCCCTTAGNATGTGTATTGATTACCGNCAATTGAACAAGGTGACCATCAAGAATAAGTATCCTCTTCCGAGGATTGATGACTTGTTTGACCAACTTCAAGGGGCNAGTTATTTCTCTAAGATTGACCTTCGNTCGGGTTATCACCAATTGAGGGTGAGAGAGGNTGACATTCCGAAGACGGCCTTCCGAACCCGGTATGGTCATTATGAGTTTCTGGTNATGTCNTTTGGNTTGACTAATGCTCCGGCGGCGTTCATGGACCTGATGAATAGGGTGTTTAGACAATACCTTGACATGTTTGTGATCGTGTTTATCGATGATATTTTGATCTATTCGAGGAGTGAGGATGANCATATNGATCATTTGAGGATTGTGTTGCAAGTTCTTAAGGACCAACAACTNTTTGCAAAGTTTAGCAAGTGTGAGTTTTGGCTAAGGTCCGTNGCTTTCCTTGGTCATATTGTGTCGAGCGAGGGTATTGAGGTAGATCCTAAGAAGACGGATGCGGTCAAGAGTTGGCCTAGACCTCTANCTCCTNCNGATATTAGAAGCTTCTTGGGTTTGGCCGGTTACTATAGAAGGTTTGTTGAGGGGTTTTCNTCCATTGCCTCTCCNTTGACGGCNTTGACTCAAAAGAAGGCTAAGTTCGNGTGGTCGGAAGCTTGTGAGAAAAGCTTCCAAGAGTTGAAAGATAGACTTACTTCCGCTCCGGTGTTGACCTTACCGGAGGGTACNGATGGNTTTGTGGTNTATTGTGACGCCTCTAGAGTTGGNTTGGGATGTGTGCTTATGCAAAATGGTAAGGTNATTGCCTATGCTTCAAGGCAACTTAAGGTNCATGAGAAGAATTATCCNACCCATGATCTCGAATTAGCGGCGGTNGTGTTTGCCTTAAAGATNTGGAGGCATTATTTGTATGGGGTNCATGTNGATGTGTTCACCGACCACAAGAGTCTNCAATATGTGTTTAGCCAAAAGGACTTGAATCTTCGNCAAAGAAGGTGGCTNGAATTNTTGAAGGATTATGACATGAGTGTCCTTTACCACCCCGGTAAGGCNAATGTGGTNGCGGATGCTCTTAGTCGATTGTCCATGGGTAGTGTNGCTCATGTNGAGGATGANAAGAAAGAGTTGGTTCGNGATGTNCATAGGTTGGCCCGGTTAGGTGTTCGACTAGTGGATTCCACCAAGGGTGGTGTCATGGTCCATAATGGTTCCGAATCGTCCTTTGTGGCGGATGTGAAGGCNAAGCAAGGTCTTGATCCNATTTTGGTNGAATTGAAAGAGTCGGTACTCAAAAAGTCCGTTGAGGCTTTCTCCCAAGGGGGAGATGGNGTGCTTAGGTACCAAGGTCGNTTATGTGTTCCGGATGTTGATGGCTTGAGGGAGNAAATCTTAGAAGAAGCTCATAGTTCTCGGTATTCTATTCATCCGGGAGCCACCAAGATGTACCGTGATTTGCGGGAAGTCTATTGGTGGAATGGNATGAAGAAGGATATTGCGGGATTTGTGGCCAAGTGTCCGAATTGCCAACAAGTNAAGGTCGAGCATCAAAGGCCGGGAGGTTTGTCCCAAGATATNGGTATTCCTACTTGGAAGTGGGAAGATGTGAATATGGACTTTATCGTNGGTTTGCCTCGTACTCGAAGGCAACATGATTCTATTTGGGTNATNGTNGATNGGATGACGAAATCGGCCCACTTCATTCCCGTCAAGGTTTCNTATTCGGCGGAAGACTATGCCAAGTTGTACATNAGGGAGATGGTGAGGTTGCATGGGGTTCCTTTGTCCATTATTTCGGATCGNGGTACTCAATTTACTTCNCANTTTTGGAAGTCATTCCAAAAGGGTCTTGGTACTAAGGTTAAGCTTAGCACGGCCTTTCATCCNCAAACGGATGGGCAAGCGGAGCGTACCATCCAAACCTTAGAGGATATGTTGAGGGCNTGTGTGATCGATTTCAAGGGTAATTGGGATGACCACCTNCCNTTGATTGAGTTTGCCTACAACAATAGCTACCACTCNAGCATCGGTATGGCTCCNTTTGAAGCNCTNTATGGTAGGAGGTGTAGATCTCCGGTTGGTTGGTTTGAAGTGGGTGAAGTTGCCCTGATAGGNCCCGANTTAGTTCATGAGGCTATNGAGAAAGTTCGACTCATTAGAGAGAGGTTGAAAACGGCCCAAAGTCGGCAAAAGTCCTATGCCGATGTTAGAAGAAGGGATCTNGAGTTCGAAGTTGATGATTGGGTCTACTTGAAAATCTCACCCATGAAGGGTGTGATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATGTGGGCCCATATCAAATCTTGAAGCGTGTTGGNAAGGTTGCTTATGAGTTAGANTTGCCAAATGAGTTGGCNNCGGTTCATCCGGTNTTTCACGTCTCCATGCTNAAGAAGTGCGTTGGNGATCCGGCATCCATCGTTCCCTTAGAAGGNTTGGGAGTTGATGAGAGCCTTTCTTATGAAGAGGTTCCGGTTGAGATTCTAGACCGGCAAGTTAAGAGGTTGAGAAACAAGGAAGTAGCTTCCGTNAAGGTTTTATGGAGGAATCANTTAGTTGAGGGTGCTACTTGGGAGGCCGAGGCCGATATGAAGTCCCGATATCCTCATCTTTTTCCTTCTACTCCTACTCNAGCTTGAGGTAANTAGTTCCTCTTGAGTTTGGTGTTTTGGGAGTCATGTGTGTTNTATGTGTTCTCCATGATTTCCTTATGTTATGCATGTTCNTGAGAGAATTCATGTTTAGTAANAAAATGAGTTTTCATGATTTATATGTTCCTCATGTTGTTGTGCATTTNAGTATGATGGTTGCNTATTTGACTTCATGAGATGAATTGATGAACATGCTTTATTATGCTTTTGATGAAATGGCATATTGGCTCCATGATGTTGTGTTGAGCATGCTTTTAGNTTGGAGAAGGTAGTTCCTCCTATGAATATGAGAAATGNTGAGTTTCGTGCATANTGGGTTGNTAGATGTAGTTCCTACTTCCTTGTGTTGCATTGANTATGTCTTGAGATGGAGTTGATGTTTCCTCCTTTGAATTGTGCATTATTTTGATGTTGCATGCATGATGGGCTGCTAGTCTTGAGTCTTTATTTCCGTAAGGTGTCTAGATCGTCATTCGAGGACGAATGTTCCCAAGGGGGAGATAATGTAACACTCCGGAAACTAGTAGGCTAAACTAGAGCCTAAA

>rnd-1_family-414#DNA/CMC-EnSpm ( RepeatScout Family Size = 174 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAAAAAAAAAACTGAAACTGAAAAAGAAAAAAATAAAACGCTAACGCAGGGATTCGAACCCTCGACGTGAGGCTTAATTTTCAAGGAACTTGCCACTGGGCTATCACTTTCTCCTTGTTATTNAGGGGGTTCAAAATATATATATACACATAAATACAGAAAATTACCTTATATATACAGTGTAATTTTTCGNCGAGGGGGTTCGGGTGAACCCCCTGGAACCCACGTGGGTCCGCCCCTG

>rnd-1_family-173#Unknown ( RepeatScout Family Size = 518 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AAGGGAAAAGGGTCTGAAANATACTCGAACTTTGGCCGAAATTGTTGTTACGATACCAAACTTTGNGGAGGACCTTTTACCCCCTGCACTATTTAATAGTGTATTTTAAAGGTATATATGTGCCCACGTGGACACATNANTATTGCATAATTATGCAATATTNATGATGTCCACGTGGGCACATATATACCTTTAAAATACACTATTAAATAGTGCAGGGGGTAAAAGGTCCTCCCCAAAGTTCGGTATCGTAACAACAATTTCGGCCAAAGTT

>rnd-1_family-439#LTR/Gypsy ( RepeatScout Family Size = 159 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATACCAAATACAAGTCACTACCAAAATGTCCGACCAAAATTCCNCGAGTCTTGAGTTTCTCAGCCAGAAATAAAATCCTACTACCAAATCCTAAAACATTACTCTATCATCTCAGGAAAGGTAAAATTGCTGCTAAGATGGAAAAAGGCAAGGGTGTCGACGTAGAGCTGACTGAGGAGGATTTGAGGATGAAATTGCGGCGGCTCAGACAAGAGATCCGAGAAACGGGAGAAAGGAGAATAGAAGTGGAGTTCGCCACCGCGGTCGCGCGAGCAGCAAATGCGGCACTAGACGCGGAATTGGCGGCAAAGATGACAAAATGCGATGTTATGAATGAAGAGACAGTTGNTGTGCGGAAGGAACGCGATGTCTTCAACAATGATATAACCATGAGGCTTCGGAAGCTACGTGGAAAATACTCTTTCTTCAACCAAGAGGCCACCAACAGTGGTCCCGAAGGCACCGGACCTGAAGCTACTGAAGAAGATNCCGAGGAGGAAATCGTCTATAGGCCTCCTTTCCAGGGACGNCGGAAAGAAGGGGACGAGAAGACCGCCCCCGAAGCATATGAGTTTACCCCCCGTGGCTAATGCGGCAGTCGGAAGAAGAGGCTTCGGTGAAGGCACCATCTATCTTTTAGGAGCTTTATTGTCTGTTTTTCACTTTCCTTGTAATCNTCAAGAAATGAATGAATGAAAATGAAATTTTCCTTTGTATTCGAACTACGTAGGGCCTGAATTCTCCTTGGGAGATACGTAGGCAGCCTTTCAAGGCCCGGCCCCTATCTTTTGAAAAATTTTTTTTCCCCTCTTTCATTCTACAAGGAAACATTGAGTTCANATCAACAGATGCCGGAAGATGCAGCAAGAAGACCTTAGCTCAACGCGATTCAACCTTTCTGAGTCACTAGCCTCAAAATAAAATGAGCAAATTCCTGCTTGTTCAAAATCAGTCCCCATTATTCGTGGGTTAACGTGTCCTCAAACGAAGCAACTCTTATGTGTTTATNTGCCTTNTATGTGATATTTTGCATTATTTATCCTGAACTAANACTAACAGATTTGCCTTTTGAGTTGTTTTTCTCTACAGGTANTTAGAACTGATCTGTGTTGATAAGCTGGCCGANCATCCTTATTTCACNAGATCTAAAGGTCCTAAAGATTCCTTCCCCGATCGAAGTTCGCGAAAGGGAAAAGCAGCAATGGGTGATAACAACGAAGANACCGGCCTNACTGATGTCGTNGTGGCTCAGCCCGCCGTCGCCGATCAGAATGAATTGATCGCGCAGTTGATGCAACAGATCGCTGAGATGAGGGTCGAGATGCAGAGAAAGCAAGATTTGCCTAATCCGGTTTTCGCTGTCAACGCTCNANCAGACGGAAGGCCTCCACTCCACTTTCCTCCTCCGAACGCGGAACANGCCCAAAACCCGCCCTCNAGTCCTGCTCGNAATCCCTCCATCATCGACCTAACCACCCAAAATCCCCATCACGCCTCCGCCTCTTATCAAACACCACCCCCTCCTCAAAATACCAACCTCCAAGCACCGCTCCCTCCCCCAAATGCCAACCNCCAAACTGGCCTACCCCCTCAAAACCAAAACGTTAACAACCCGCANACTTCCCTCCATCACCAAAATCAACATACCAACCCCCAGACTTTCCCCCAAAACTACCAAGCCCCTCAAAATGCCCAGAGTCCCTCCATCGCTCCACCCCTACCTCAAAAAGCCACTTTCCAAATNCCGGTCCCCAACGAGCATGACGCCNATGGTTCGGAGCTCGACCACTATGAGGAGAGGGAGAGAGAGTGGAGGTCGAAGGAAGAGACCGCCAAGATAGATATGAAGGAGGAGATTAGAAAAGCCATGAAGGAGTTGNACTGCATTCCTGAGGTCGCCGGGTTGAGTTACGAAGACTTGTGCATCCATCCGAATTTGGACCTCCCGGAAGGGTTCAAGGCGCCAAAGTTCGACATTTTCGGAGGAACGGGGAACCCCTTAGCGCACCTGAGGGCCTACTGTGACCAGCTCGTGGGAGTTGGGAGAGACGAAGCTTTGTTAATGCGGCTTTTTAGCCGAAGTCTGAGCGGAGAAGCNCTGGAATGGTTTACGTCTCANGAAACGAGACAGTGGCCTAGCTGGAACGCTCTGGCTAAGGACTTCGTCGAACGATTCGCCTACAATGTNGAGATCGTTCCTGATCGNTACTCCTTGGAGAAGATGAAGCAGAAGTCGACCGAAAGTTACCGAGAATNCGCGTATAGNTGGAGAAAGGAGGCNGCTAGAGTTCGACCTCCTATGTCTGAGAAGGAAATCGTCGAAGTGTTTGTGCGGGTTCAAGAGCCCGAGTATTATGACAGGATNATGTCGCTCGTTGGAGCAAAATTTGCTGAGATAGTCAAGGTAG

>rnd-1_family-313#DNA/TcMar-Stowaway ( RepeatScout Family Size = 267 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACTCCCTCCGTCCCTAATTACTTGTCCACTTTTCCTTTTTTAGTTGTCCCTAATTACTTGTCCATTTTGACAAATCAAGAAAGGACAACAAATTTTTTACCTATTATACCCTCAATTAATTACTTTTGAAAAATGTAGAAGTGTATGTTGTTTCCCTCCAATTTATTTCACTTGAATTCAAATAAGTGGTTGTAATTTTGAAGTGAAAAGTTGTCATAAGGGTAAAATTGTAACTTCACTGTGCTAATCATTGTTGCCTTAATCTGTGTGCCATTTCTAAAGTGGACAACTAAAAAGGGACGGAGGGAGTA

>rnd-1_family-578#Unknown ( RepeatScout Family Size = 101 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGTTCGCTTTTGCGAACCCGNGTTCGCTTTTGCGACATCAGAGAGGGNTTTTGGCCTGCNATTTCGGGGGTTTAAGCCCCATTTTCCATTTTTGAGCTTGGGAAACCCTTGGAGGCGATTTTGAAGGGATTTCTCGTGCTAAATCATTTGGGTAAGCTTTTNTGACCCTAAAACTTCATTTCCCNTTGATTATTTATGGATTTTAACATCAAAATTTGAGATTTTGATTGGCAAATGACAAGGTTTTTCAAGAACTCGAGTTCTAAACTAAAATGGNGATTGTGAACTGATTTTAANTCCTTTTTCGAAATGGTTTTCACCAATGAGTTCCAAATGCCTTGGGTAACGTTTTCAAGTAAAGATTTTCGGATTCAAACCTCATTTTCGGAATTGGGTTTTGAGTCGATTGACCCATTTTTCAAAGTAATTGATATGGGTGTTGTTANTTTCGAAATCTTATTGTGANTACTTGATTGATATAGATTGCGTNGNTTTGGANGTTGATCGGAAGGGGAAGACTCAAGTCTCGGAGTGATTGTTCGATTGATTTGAGGCAAGTGATCTCTTAAACCTTGTTAAGTCTAGTAGAATTCGTGTATTTCCTTNATTTGTTGTGTGTTGGGAGTAATGGGAATNAGGTGATGGGTTGAATTGTTCCACTTGATTAATCTTAATGAATAAAA

>rnd-1_family-306#LTR/Gypsy ( RepeatScout Family Size = 273 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACTTATATAGAGCATCCGGTTTAAGGTCCGGCCTCTATCGCCCAGATACTTATATAGAGCATCCGGTTTAAGGTCCGGCCTCTATCGCCCAGATACTTATATAGAGCATCCGGTTTAAGGTCCGGCCTCTTATACTTGATACTTGTGATTGGTTACTTGGGTACTTCTGGTGAGCATCCGGTTCGAGGTCCGGCCTCCGTACTGTCAGATTCTACTAATTGGGGTTGAGGTTCTGGTTCGATGTTCTCCGTTCTTGGGTTCTTATATGCAATTCTCTTTAGTTATAGTTATTCTGTGTACTCGTCGGGCTTATGGGGGTCCGTTCGGGTTTTTATTTAACTTGCGCACGAGTGTACCTTCTGGGCTTATGGGGGTCCAGTTAGGTGTAGTTAGCTTATAGNTTACTTTAGTTAGTTCTTTGTACGCTCGTGTGCATTCCNTTGTTAGTTAGATTTTCGTTCTTGACCTTCGGTTTGTGTTNNATTCCTTCTTTTCATATTGCCTTTACTTTTCTTGCTCAGTCGGCCTATGATGCCTACTGGGTACCTGTTGTTTTGGTACTCATGCTACGCTCTGCATCTATTTCGTGATGCAGGTCCGAGCACCAGTNGCCAGCGTTGATCGAGCTTGGAGCAGACTGATCCGGAGACGGGGGTGAGCACACGGCGTTTTGTACTATTTCAGTCTCCATCTGTATATATAGACTNGTCTTTTGCCTTTCGAGACAGTCCAGTCTCTGTTGTCCACTTTTGGGACTTGTACTCATTTTGTTAGTAGCTCTGTACTAGTGACTTCCAGGTTCTGGGAGGGATCTTTATTTGTATATATGTTTTTGGTTTGCTTCCGCCTGTTTATATTGTTATTTGCCTATTCTTGTTTAGTTTCTACCCTCANACCCATTACTTGTTGTTCCGGGTTACGGGTTGGCTTACCTACTGGTGGGTTATAGTAGGTGCCATCATGACTCGAGAAATCGGGTCGTGACAA

>rnd-1_family-343#LTR/Gypsy ( RepeatScout Family Size = 239 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCCCCCTNTACTGTTCCCGATCTCCCGCTTCAGCGGGAGATCTCTCGCCACAGCGGCCCCGCCTCAGCGGGAGGGCTGCCGCCCTGGCGGGGTCAGGCTGTGTAATTTGGGACGCGTTTCTTTTCTCGNGCGTTGCCTCATATCCCTAACCGGTCCCTTNGAGTATAGNACCTTTCGTGTNTCGACTGTTGAAAAGTCACCATCCTTCGTGGTTCCGTAATGGACCNATTCGTTAGTTNGAAAGTANTCCGAGATAGGGCGTGTGATGATCCGTGCGCTAGTCGTTCGGGGACGAACGAGGGGTAAATTGGTATCTATTGTAACGACCCGAACCGTCGTTATTTAGGAAAAGCAAAAATTCGGGAAAATCTGGGCCACCGTCCCGCCAGAGCGGGCCAGATGCCGCTAGGGCGGCGGCGCCACGGCGGGGTAAGTTGGCGCCAGAGCGGGATAGGCGAGGCAGAACGTAAATAACGCGAAATCTTATTTTCTCCTTCTTCCTAAAATACCTAAATNAGNCGTAAANCACCCTAGAAACCCCCGAAAAGCTGCTCTAAGCTTGGGAAGGAAGGAGAAGGAGATTTCTAGCGTGAGGATGGCGATAGCTTGCGGATTCTCGGCCAAATTCACCGTCACGAAGCCCGAAAAACCAGAATCGAAGCCAAAACTCCGTGCAGCTGCTTGGCGCCCAGGTAGGCTAGGTTTTATGAATTGAGTAGTTATAAATCCGTGCTCACTGCGTAATATATGTAAATCGACGGTAGGATTATGCGTAGGCCTTCGTGCACCGAGTAAATTCCATGATTAANCCCTAGAAATCGAAGTATGTGGGTTTATGCCTTGNGAAGAGAAATTGATGAATTGNTAGGTCTTCTAGAATTGNTATCATGNATANAATTGTTCAAGAATAAGANTATGAAATCATGAATGGAACTAGATTTATGAATGTATGNTAGATCATGAATTGNAGCGATTGAATTGAGGNTTTATGATGAATTGTGACTAAACCCTAGAAAGAAGCCTTAGATGATGAACTAGGGCTAAGTATGGTCGAATTAATG

>rnd-1_family-371#LTR/Gypsy ( RepeatScout Family Size = 214 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTACATTGAAAATGTTGTATGGTGGTGTAGTTCTCGTATGATAAGAGTCGTTATGGTAAGAATGAAATCCTTTTTAGGATGATGAGTTGCTTTATGGTGATGGGTAATGATAGTAGAAAGTCATGGTGTAGATTTGAGGAGTTTTGAAGGAATGTGGTAACTAGTGTGAGTTGAAAGTTGCCCTTTTTTATGAGTGATGCTTCATGGTTGTCCTCGTGTGAATCAGAGTTCTTGTGTAGGCTTTCCCTAAGAGCGGAAAAAGGGGCTTTGTTCCATGAGTTGGGATNGTGTTTTGCTCTAAGGTTGACTTGGAGGGTTGCATGTACCNCCTAGTTCANGGGAGGGANAAGAGNNTAGGTGTTGACCAACTCCAAAGAGGTTAGTTGTCTTGTAAGGTTGATCTTAAGTATGGTCATTCGAGTAGGGTGTTTAGATAATACCTAGGCATGGTTGAGCGGAAAGTTACACCAAAGGTGATGATAAGGGTATGATGTGGTAAAGAGTTGGTTAGGCTTACCCCAAGTGGGGGATAATGTGCTTAGATGGTAAGGTCATTGAGTGCCCTTGATGTTTCTGCATTGAGCTTGCTTGAGTTCTCCACGTTGAGAACCACTTTGGGTGATGGATATGAAGTGGAGTGGTNTAGATGCTCATTTTTTTGGATTTACTTGAAATCCTCACCTAAGGGAGTATAGTGAAGATTTAGTGGAGAATGGTTCCTACCTTAGAGATGAAGGAGGTAATGATTAAAGGAGTTTGCATAACTTGATCCCAAGAGGGGGACATTGTGCTTAATTGGTAAGTGATAGTTCTCTTGGTTACTTTAATGTGCTCTTAGATGGGTTTACCCTAAGTGGGGGATGATGAGTGAGTAGTGAGGTTGTTGATATCCTTATCTTTCCTTCTATTCCTATTCAAGCTTGAGACCAAGAGTTCCTCGTAGCTTGTTTCATGTTTTGGAGTCATGTGTGATTATGNGTTTCCATGATCTCCTTATGTTATGCATGTTCTAGAAGAAATTATGTTTTG

>rnd-1_family-529#LTR/Gypsy ( RepeatScout Family Size = 119 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTTATTCCCCGGAGCGTCAGAGATCGNCTCAGAGATCAGTTCNCCAGGTTGGAGCAGGGCTCCATGACCGTGTCNGAGTATGAGGCNAGGTTCCACGAGCTCTCCAGNTATGCTACCATGATNCTANCTACTGAGGAGGAGAGGGTTCGTTGNTTTGTTCGNGGNTTGAGACTNCAGTTGCGGATCGAGACTCAGTCTNTGGTCTCAGCGGGCCGCTCATTTCTGGATGTNGTCGACCATGCCCGCACTATTGAGCAGCTCCGTCGCGAGGCCCAAGGGGGCAGCGACAAGAGGGCTAGACACGAGGGTAGCTACGATAGGCGCCGTTCCAGGCCCAGAGANTCTTATGATAGGCCCCGGCAGNGGTTTCAGCGGGGTCAGTCTAGTCGGCCTGTTCAGGCCTCACTNCAGGCTTCGGAGGGTGACCGGCACCGCCANGNTGGTTCTAGTNCCGGTCCTAGNTCGGGGCCGAGATCAGTTCTCAGATGGGCTCTTCCGGCCGCGGTAGCCGACCTCCAGCTCTCAGTCGACAGTCCCGGGGTGCTATGANTGTGGNGAGCTTGACCATTGGTCCAGAGAGTGTCCCCGTCGCGGGTNAGCCTTACCCGCTCCACANGCAGCTGGCATACGCCAGCGCCAGCACCTCCAGCTAGAGGCGGNGGCCAGGGCCAGGATCGTCGGGGCGGCCGCCAGGGTATNCGGGGCGGNCCCCGAGGAGGCAGGTTAGGTGGTAGANCNGATGCACAGGGCAGAGGCGCACAGGCCCANTTTTATGCNNCTCCGGCGAGGGCGGAGGCTGAGGCGTCTGACGNTGTGATCACAGGTACGNTNTTATTATGCCATCGGCCCGCATCCGTNTTATTTGATCCGGGTTCTACTTATTCTTATGTGTCTGTTTATTTTGCTCCTCGATTGAGTATGAGCCCNGAGCTNTTGGTTGAG

>rnd-1_family-139#LTR/Gypsy ( RepeatScout Family Size = 610 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAGTATGTGTATGATGTGGATATGGTCTTGTATGTTGGTTGTGACTTGTANTGTGCCTCTTATACTTATGTTCATGAGGTTTTATCAAAATGGCATGAAAGCATGACTTCCACGAAAATGTCCTTTTTANGCATGTTTTTGCATGGCCATCATACTTAGTACTTAATTGTGCTAACCCCTTTCTTTCTCTTTTTTACTACAAGTGTAGGGATTCGGAGAGGTGACGTGTCNTGGCTACTTGATAGGCTTCGAAGTCTTGAGACCAAGACTTGGTATGTCCTCATAGATTCGAGGACAATACTTAATATGTTCTTTTATGTCTTTTTAGTATTGTTTAAGTTGTGTAAAGGGCCGTGTCCCTAATTTTGTACTCTAAAGTNTCTAAGATGGCCATGTGAGACTTAGATCTAGATCTTCCGCTTGCTATTTTTAATTAAATGTTTTCTTGGTAAANAAAGTTTTAAATTCCNTACGATTTTTATTGTCTATGCGATGAATGAATGCTAAGAGGCTTGTATNAGACCTCTTCGAGGTCGAGTACGCCGTGTTACGACTAGGGGGTGCTCTCGGGTCGTGACAA

>rnd-1_family-376#LTR/Copia ( RepeatScout Family Size = 211 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGAAGGTCTGTNACNGGNTATTGTGTTTTAGTTGGAGGNAGTCTGATNTCNTGGAAGTCNAAGAAACAAAGCGCNGTNTCTAGATCCAGTGCAGAAGCNGAGTACAGGAGCATGGCTGTAGCAACNTGTGAGNTAGTNTGGATCGACAGTTGCTTGGAGAGAAGAAGTTTGGATAAACCGGTCATACGGAACTTNTGTGTGATAGTCAAGCNGCNNTNCANATTGCNNCNAATCCAGTNTTTCATGAGAGGACNAAACACATTGAGATTGACTGTCATTTCGTNAGGGAAAAGATACTCTCAGGAGATATTGTTACCAANTTCGTGAAGTCGAGTGATCAACTTGCAGATATNTTCACCAAGGCCCTCACCGGTCCTCGTATTAATTACATTTGTAACAAGCTAGGTACATATAATTTGTATGCACCAGCTTGAGGGGGAGTGTTAGAATAGAATAGGTATATACAATCCTACTAGAATAGGAATA

>rnd-1_family-428#LTR/Copia ( RepeatScout Family Size = 166 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTAGTGGGCAGCGTTGTTTCTGCTTAGTCGAANTCTAAATCGTCTAGAGTTAGGTGGTTTAGTGGGCAGTGTTGTATCTGCTTAGTCGAANTCTAAGTCGTCTAGAGTTAGGTGGTTTAGTGGGCAGCGTGGTATCTGCTTAGTGCTTTCTNNGTAGTAGAGTTGCTACATTGAGGGGGAAGGGATTTAGAGTTAAATTCCTAGGTTGCAAGAGTTTGTAATCTGAATCGTTGCTCCGTTTGAGTGAAATGGAGTTTGGGTTGAAATCCTGTGAGACAGGTCGTGGTTTTNACTCCCTTGAGCAAGGAGGTTTCCACGTAAAACTCTTGTGTTGTTTTACATT

>rnd-1_family-126#LTR/Gypsy ( RepeatScout Family Size = 649 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATCTACTCGGAGATGCAGTGAGGGTGCANGATCCGCCAGGACCAAGGCTGCGTGATAACTACAGGGTCGACTTCAATACNGTTGAATCNGANGGACCTATTGTTCTNCCTCCTCTACCTCCGGGGCATACATTTGTGGTGACCAGCAGTCTGATGCAGATGCTTACAGCGAGGGGGTTGTTTTCTGGTNTGGCNTCGGAAGATCCGCATGCTCACATGGCCAAGTTGAGGAGTGTCTGCAAGAGTTGTGTGGGNCGACCGGANTTGGATATGGATGTCATNGGNTTGAGAGTNTTCCCTCTATCATTGACCGGCGATGCTGCGGTGTGGTTTNCTGAGCTTCCNTATAACTCGATCTATACATGGGACCAATTGCACGAGGTGTTCATGGCAAGGTATTTTCCGGTGTCCAAGAAGCTNAATCACAAAGATAAACTCAACAATTTCGTAGCACTACCTGGAGAGTCCGTGAGTAGTTCNTGGGACAGGTTCACTGCGTTCATAAGAAGTGTTCCGAATCACCGCATTGATGATGAGTCGCTGAAGGAGTATTTCTACAGAGGTCAGGATGACAACGGTAAGGCNGTGCTTGATACTATCGCTGGAGGNTCATATGGTGAGTGCACTTTTGAGGAGATCGCTGAAAAACTGGAGAAGATTTCCCGAAACAATAAAGCATGGAGCACTAGGAAGTCGGATACTGGAAGAAGCACGTTTGCCGTTCAAGCTGCACACAACCAATCCGCCGATGACATTCGTGAGGAGATGGCTCAGATGAGGACAGAACTNGGGTTGGTATTGAAGCATGTGAGCGGAGGTGCAGAAAAGGTGAATGCGGTGAACTACTTGACTAGAACTCCACCACCACCAGTTGAGGAATGTTACTATGAGGAGGATGCTTATTCGGTGAATGATCAGACGGGGGGTTTCCGANCCAACGCCCAAGGNTCCAACTCGGATAATTGGCGCCAAGGTCAAGGAAACCAAGGTCGGAACTATGGNAACTACAACCGAGAGGGTCANTATGTCCGGGATGGGAACTNCAATCGCGACAACAACTACAACCGGAACAACTATGGCAACAGAAACGATNGGGTTGGGCCTTATGTTCCNCCTCGAAATCGGGAATCTGGTAATAGGGAAGCTGGAGGTAGTATGNCGCGCATTGAGGATATGATGCAGAAGATGATGAAGAGGTTTGATGCGACTGATGAGAATGTGAAGGAGATGCGAAACGACTTGTCTGGNATCGGTCAAAAAGTTGATGCCCATGCAGTGTCGATCAAGCANCTTGAGCAGCAGATGANTCAGTTGTCCACTACAGTGAACCCACGTCAGCCTGGCACNCTTCCTAGCAACACCATCCAGAATCCGAAGAATGATGGGCATTGTATGGCAGTCACTACTCGAGGGGGTAAGCAAACCATTGATCCACCTATGCCGTCTGAGGTTGAAGTTGAGGTTAGAAAAGAAGATGATGNGATCGAGGTTACTGGAGAGTCCGAGAATGCNACAGAGAAGGAAGCGGAGGTAACCCAAAAAGTTGTCCCCATGCCTAGACCTCCACCNCCNTTCCCACAGAGGTTGGTGAAGAAGACCGAAGANGGNAAATATCGCAGGTTTATTACTATGTTGAAGCAACTTTCCATCAACGTTCCGTTGATAGAAGCTTTGGAGCAAATGCCTGGGTATGCGAAGTTTATGAAAGATTTGGTGACNAAGAAGAGGGCCGTGAGTTTTGAAGATGATGANAGGTTGCAACATTGTAGCGCTATTGCTACGAGGTCNCTTGTGCAGAAGAAAGAGGATCCTGGTGCTTTCACTATTCCNTGTACCATCGGGTTGTTGCACTTTGCNAAGGCNTTGTGTGATTTGGGTGCTAGCATCAACCTGATGCCATTGTCTATTTACAAGAAGTTGGGTTTAGGGGATCCAAAAGCCGACTGCGATGCGGCTACTNATGGCCGATAGAACCGTGAAGAGGCCCATTGGTGTGCTCCANGACGTNCTNGTGAAAGTGGAGTCGTTCATCTTTCCGGCGGATTTTGTGATNCTTGATTGTGAGGTTGATTTTGAGGTTCCCATCATCCTNGGGAGACCATTCCTTGCCACNGGGCGCGCNTTGGTCGATATGGAGAGAGGGCAGATGAAGTTCCGACTGAACAATGAAGAGGTAACTTTCAATATTTGTAGGTCCATGAAGCAGAGCGGTGATCTCAAANCGGTATCTGCGGTAANTCACAGAGTTGAGAGCGGGNCTGAAGTGCGNATTGAAGAGAGGCTGGGTGTTGANGCACTAGCAGCGGTNATGATGAATTTCGANAGTGATGGTATTGAAGANTACGATGAGTTGGTNGCCGCACTCGATAGGTNCGAATNTCGTTCNAAACCAAAGAAGTTGGAGTTAGACATGAAGAATCGCGAGTCCCCACCCGCAAAACCGTCTATTGAGGAGGCACCGAAATTGGAGCTTAAGGCTCTACCATCGCATTTGAGGTATGTATTCTTGGGNAGAGATAATACTTTGCCGGTCATCATTGCGGCNGATTTGAATGCGGGACAAGTAGAGTGCTTGGTGNCTGTGTTGAAGAGGTTCAAGCGAGCTATTGGGTGGACTATTGCGGACATTATTGGGATTCCTCCCGGCATTTGTTCTCACAAAATCCAACTCATGCCGGATCGCAAGCCNAGTATCGAGCACCAAAGGAGATTAAATCCGCCTATGCAAGAGGTAGTNAAAAAGGAGATCATCAAGTGGTTGGATGCNGGAGTTATNTATCCCATTGCAGATAGTAGTTGGGTNTGTCCTGTNCAGTGTGTGCCNAAGAAAGGNGGNATNACTGTGGTTCCNAATGCGAAAAACGAGCTTGTTCCGATGAGGCCNGTGACTGGATGGAGAGTNTGCATGGACTACCGGAAGTTGAACGCGTGGACAGAAAAGGACCACTTCCCTATGCCGTTCATGGATCAGATGCTGGATCGACTTGCNGGNAAGGGTTGGTATTGTTTTCTNGATGGGTATTCGGGCTACAATCAAATCTCTATAGCTCCGGAAGACCAAGAGAAGACCACCTTCACTTGCCCTTATGGGACTTTCGCCTTCAAACGGATGCCATTCGGGTTGTGTAATGCTCCAGCGACCTTCCAGCGTTGTATGATGTCGATATTTTCTGATATGGTGGAGGACACTATTGAGGTATTTATGGATGATTTCTCTGTGGTAGGTGACTCNTTTGATCGTTGTCTGGATCATTTGGCCGAGGTGCTTAAAAGGTGTGAAGANTGCAATCTNGTGCTNAATTGGGAGAAGTGCCACTTCATGGTGAAAGAAGGTATAGTTCTGGGTCATCGGATTTCGGAGAAAGGTATTGAGGTTGATAGAGCNAAAGTTGAGGTAATAGAAAAGCTTCCACCACCCATCTCTGTAAAAGGTGTTAGAAGTTTTCTTGGGCATGCAGGTTTCTATAGGAGGTTCATCAAAGATTTCTCNAAAATTGCACACCCATTGTGCAAACTGCTCGAAAAGGAGTGTAAGTTCGATTTTGATGATGCTTGTCTGAGAGCATTTGGAGAGTTGAAGGAGAAGTTGGTTNCCGCACCTATCATTATTTCACCGGATTGGGGACAACCGTTTGAGGTGATGTGCGATGCGAGTGGAGTGGCGCTTGGTGTAGTATTGGGACAGAGGCGAGAGAAAATTCTTCATCCTATTTACTATGCTAGCAAAGCTCTAAATGTGGCCCAGAAGAACTATACTGTGACCGAACAAGAACTNCTTGCGGTGGTTTTCGCATTCGAGAAATTTCGATCCTACTTGCTTGGTACTAAGGTCATAGTGCATACTGACCATTCTGCATTGAGGTATTTGATGGCGAAGAAGGATGCAAAACCGAGGTTGATTAGATGGGTATTGTTGCTGCAAGAGTTCGATTTTGAGGTAAAAGATAGAAAGGGGACCGAAAATCAAGTTGCCGATCACTTGTCCAGATTAGAGGAAGAGGCTATGCTNAAGCTTGGAGATGGGGCTGAAATTAATGATGCNTTTCCAGATGAACAGGTATTGGCTGCTTCTCATGATCTNATTCCTTGGTTCGCAGACTTTGCTAACTACTTGGCAAGCGATTTGGTGCCGTCGGATTTGTCNTTTCACCAAAGGAAAAAGTTTATGCATGATGTGAAGAAGTTCTTTTGGGATGAGCCTTACTTGTNTCGTAGTTGTGCTGATGGGATTATTCGTCGNTGTGTGCCCGAGGTTGAGATGNTGAGTATACTNGAGGCGTGTCATTCATCGCCTGTTGGTGGGCATCATAGTGGTATTCGGACTGCGCATAAGATCTTGCAGTGTGGGTACTACTGGCCTACCATCCACCAAGATGCTCATGATTTCGCCAAGTCTTGTGATCGTTGCCAAAGAGAAGGAGGAATTTCAAAGAGGCAAGAGCTNCCTATGAATCCNATATTGGTGATNGAGTTGTTTGATGTATGGGGCATTGATTTCATGGGTCCATTTGTGAGTTCGCATGGGATGAAGTATATTCTTGTTGCGGTTGATTATGTATCGAAATGGGTGGAAGCAGTTGCGCTTCCAAACAATGAAGGNAAAAGTGTCGCCGCATTCCTGAAAAAGAATATCTTCTCCAGATTTGGTACACCTAGGGCGATTATCAGCGATGGAGGTTCCCACTTTTGTAATAAGTTGTTCAAGGCGCTGCTTGAGAAATATGGNGTCCGCCACAATGTAGCCACTCCTTACCATCCGCAGACNAGTGGGCAAGTTGAAGTGTCNAACAGAGAGATCAAGCAGATCCTGGCGAAGACTGTGAATGCCAATAGAACNGATTGGTCAAGGAAGCTTGATGATGCTCTATGGGCCTATCGCACCGCATNCAAGACTCCCATAGGTATGTCTCCCTACCAACTTGTATATGGGAAGTCTTGCCATTTGCCGGTNGAGCTAGAGCATAAGGCNNTGTGGGCGCTGAAGAAGCTGAATTTGGATTGGGGCGCCGCATCGAGTCAAAGAGTGAATGACNTGAATGAGCTTGATGAGTTTCGCCTAAAAGCNTATGAAAGTTCAGCCTTGTACAAGGAGAAGATGAAGAAGTATCATGATCAAAAGATCGAAAAGCGNGAATTCGTTGTGGGTGATCTGGTGCTTCTATTCAACTCNAGGCTGCGCTTGTTTCCGGGCAAGCTCAAGTCCAAGTGGACCGGGCCATTCAGAGTCACGCGAGTGTTCCCACATGGAGCGGTCGAGCTCGAGAACA

>rnd-1_family-509#LTR/Gypsy ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTCATGATTAGTACTTGGTCATTGCATTCAGTTTAGCTTTTCAGTTATATTTCAGTATCTATATTCNTGTTCAGATTATATCATTGCTCAGTTATGCTTTGTTCAGCTTATAT

>rnd-1_family-440#Unknown ( RepeatScout Family Size = 159 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTTTTTTTTGATAACCGAGAAATCCGTCTGTGACCCGCCCTTTGGACCAATCACAGCCTTCTAAACTCGGTGGATAATGGGCCCGCCCCTCTACCCTTCTCCACTTAAATACCGGGCTTCGCTTTGCATGGTGTGGGGCTTGAACCTGCGACCTAAGCCACAAATCCTCCACCTTTTGCCACTCGAGCTAGGCCTTGGGGGC

>rnd-1_family-410#LTR/Gypsy ( RepeatScout Family Size = 178 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGTATTCATGAGGTGATAGATCTAAGCTAGGCTTATGATTTTTAAGGGAGAGCCCATGATATTCAGAGGGTTATAGAACTAATTAGGCAATGATGTATAGTGAATGAGTAAATAGTACTTAAGTTGTGAAGGGGAATGTGACGGTAANTTGTAAGTATGNAGACTGAGAGGTAAGGATTGACTACTTGTCATGAGGTCTTAGTGGGCGAGTGTTTCTTAATTTTTATCTAGTAGTCGTAAGTTAGTATAGTAGGCGAGCAATCATATTGATATTCGGGTTTAGTAATAAACATTAAGCTTGAATTTGAGATGAGTGTCGTGATCAAAAGAATGGCAACATGAGGGTGATGATGTTAGTCTTGAGATTTGATCTGGTAGACTTGACATAGAGTAGGTGAGGAATTGAGGTGTTAGCTGCAATAAATATGAGTGGTACAAGTGAGAGACCCTAACCTTTAGATAAGGGCAGTGAAGTGTGGCTAAGTCACGAGAGTAACAAGAGCATTAAGAGGTGTACCCGAGATGGTATGTAATCAGACGAGGTTCCAATTAAGTTAATGATTTTCCATGTGTGCCTAGATAGTATATTTGAGTTGTCAATGTGGAATAGGCTGATGTAAGCATTATTTATTNCCCTTAAGAGTTAGGTGAAGCGACCTTATAAGCCAATGAGAAGAGGTTAAGAGAAGCATCTTAGAAAGAGGTCTTAGAAGGAGTCTTAGTACCTGCTTATGGAGAGTTCGGTAGCCATGAGATAAGCTTCTCCCGAGTGTTAGAGTAAAGGGAATGTAGACCAGTTTAGAGATGATGGAATAGGTCCATAGCTTTCAAGTGTCAGCTTTAGACCTAAGGGGGAGATGATAAGATGAGAAATCAAGTCAAGTGTTGAGAATAAGATAGTAATGAGTTCCAAAGAGTATGGGGGTATATCAATCCATTCATACTCTAGCGTATTCCTCAAAGTTCAGTCATTACAACATCTTGTTGATGTTTCTAATATCANAATTGTGTCTATGACCTATGCTCATACACTTCAGAGAGATTCACATCTATGCTCAGTTTCCAGAATGAGGGGCAAAGACTTTAGCCCATTGATCTCGATCTTACTCCATAAAGTTATGGATATCAGCCTCATGATATGAACCTATTCATATAAGCACTCGTGTCTCATAGTATGTTCAGTCTCGCAAATTCATGATTTACTCTCAATGGCTAGCAACATAATGTTACGTCATGCATATTCTTATATCAGATTTCTCGAATGAATCGTGCTTATGATCTTTCGCCCTAAAGCCCTTTCAGTGATCCTTTTTAGTTTTGAGAGTGGTGTTGTTGATAGTAGTTGNGTGATGATAGAAGGGGAGNGTTGATGTTTCTTATTGTGGTAGTGATGGTGTGCTTATTCCATCTAAGGTTATAAATGTGGAGGAAGAAGGAGATAANGTTTTACNATGAGTAATAA

>rnd-1_family-337#LTR/Copia ( RepeatScout Family Size = 247 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAGAATGGTGAAGTTAGTGGGAGTGTTGAACGACAAAGTGTGGAAATTAATGAGGTAAGGGTAAATATTCCATTGCCCATGAATGTACCTACTTCCGCACCAATAACAAATGTTGTTCCTCTTGTTGAAGAACACTTTAACAATGTTGAACAACATTTGGGTGAAACACTTCAAGAAGGAACTAACTCACAAGTATCTGACGCAAATGAACCACAAACAGTGCCATTAAGAAAAATCTCAAAGAGAAAGAAAATCGGCCATTTCAGATGATTATGTGATTTATTTGCAAGAGTCAGATTTTGACATTGGAATTAATAAAGATCCGGTTTCATTTTCACAGGCCATAGAAAGCACTGAGTCTGATAAATGGATCGATGCCATGAATGAAGAGNTGAAATCCATGGAANACAACAAAACTTGGGANCTNGTTGANTTACCAGAAATCTAAAAGAATCGGNTGTAAATGGGTCTTCAAGATCAAACGCGANGCNGATGGTANTATTGAAAGATACAAGGCNAGACTNGTNGCNAAGGGNTACANNCAAAAAGAAGGNATTGATTATNATGANACNTTTTCNCCGGTCGCGAAGAATGACTCATTAAGAATTGTTTTGGCTTTGGCAGCTCATTATGATTTGGAGNTNCATCAAATGGATGTNAAAACTGCCTTTCTNAATGGAGACCTNGANGAGGAAGTTTATATGGANCAACCCGAGGGTTTCGAAGTTAGAGGAAAAGANCAGATGGTGTGCAAACTNANGAAGTCACTNTATGGNCTNAAACAAGCCCCAAGACAATGGNATATAAAGTTTGATGATACCGTAACGTCTTTTGGATTTAAGGAGATTANCGTTGATCAGTGCGTATACCAAAAGATCAGTGGGAGTAAGTTTATATTTTTAGTTGTATGTTGATGACATTTTACTTGCTGCTAATGATTTAGGCATATTGCGTGAGACGAAAGACTTTCTCTCTATGAAGTTTGANATGAAAGATNTGGGTGAGGCATCCTATGTGATAGGGATAGAAATATTCCGTGATAGATCACAAGGATTATTGGGACTGTCTCAAAAAGGCTATATCGAAAGAGTTCTAGAGAGATTTAACATGAACAATTGTTCAGCAGGAATAGTTCTATTCAAAAAGGGGACAAATTTAATCTCATGCAATGCCCAAAGAATGATGTAGAACGAAAAGAAATGAAAACAATTCCTTANTCTTCTATTGTTGGAAGTTTGATGTATGTTCAAACTTGCACAAGACCGGATATTAGTTTTGCGGTCGGAATGCTAGGAAGATATCAAAGTAATCCTGGAATTGATCACTGGAAAGCTGCAAAGAAAGT

>rnd-1_family-223#LTR/Gypsy ( RepeatScout Family Size = 420 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCATCTGACATTCGTTGTCAACCCTTTCGATTTATTTNAATGTTTTCGATAATTTCTATTCCTACAACCGATTAGANCACGTTTGTAACTTCGTAATTGAATTCGAACNCGTACCGCTCCCTGTGGGTTCGACCCCAACTCTTCGTTGGGTTTTATACTNGATTACGATCGCCTACACCTAGAATTGGATGAGGTGTAGTTGAGCGTTATCA

>rnd-1_family-489#LINE/RTE-BovB ( RepeatScout Family Size = 133 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAAGGAGAGGTAGAGGTAGGCCGAAGAAGTATTGGGAGAGGTGATTAGACAGGACATGACGCANCTTCAGCTTACCGAGGACATGAC

>rnd-1_family-39#LTR/Gypsy ( RepeatScout Family Size = 1150 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TCACTATAGCTCTTACGTGATGGTTGTCGGTTAGAGAAACTCCCACAGAAGTTATTGTATTTTTATATACATCAGTTTATTTGTATTTTTACATACATCTCAGAGTTATGTTGTATCTTTGCATACACACAGAGTTGACATCATGTTTTTAAACAGCTTTTCTTTATATTGCACTTGTTTTAAACTGCTTTATATTGAAATGAGTTCAGTTANGTTTCATGAGTTGAGTNGAGCCAAGGTAAGTGTTTCTTTCAGATTCCTTTCAAGCCTATGTTGTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCGTNTTATGATGCAGACGCAGGTAACCAGGATCGGCATCCGGCGCATCGTTGATCCAGTGAGCAGTTCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGATCCNTTTTCATTGCTTTCTAGTTTTAGTTCATTAGGATGTCGTGGGGTCTGTCCCGACATCCATCTCAGTTGTTTTAGAGGCTTCATAGACAGTCAGATGTTAGTTCATTNAGTCTTTNCATTATCATTTCTTATTGTTAAGACTTGAGTTGCCATTTTGGCCAAGTTGAATGTTTACCTTTAAACATTCTNAGTTATTTTATTATTCAGTTGAGTTAAGTGTTATTGATCATTATAAGTATGAATATTGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGCCNCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-579#Unknown ( RepeatScout Family Size = 101 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTTTATTCTTTATTTTCTAAAAATAGTCAAATATATTTTAGTCAAGTCGTCGGNCAACCGCGTGTTAGCGGACACTTCGAGTGCCTAAAACCTTCTCGAAGTGTAAATTGAACCCCGAACCCTCTTTGGTATTTTCAANTGATTTTATCTGTTTAAATCTTTGAAAAATTATAAGTTTTCTTAATTTCTTTAAAAAATTAAGTGGCGACTCTTTTCTAAGTATTTTTCTCGAAATTGATTTCTACTTAAANCATAAGTTTAATCGATTTTTCGAAAACTTAGTCA

>rnd-1_family-199#SINE ( RepeatScout Family Size = 478 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGAGCCGAGGGTCTNTCGGAAACAACCTCTCTACCTCCACGAGGTAGGGGTAAGGTCTGCGTACACTCTACCCTCCC

>rnd-1_family-276#LTR/Gypsy ( RepeatScout Family Size = 324 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CCTGAGCCANCAGACCTCAGCCCAAGTGAAGGACCACGGGGACCTTCACGGTCCGTGGTCCTTCACACGGNCCGTGGTAGGGCTCGTGGATGAGGCCCCCAGAACCAGTAGCCACTGGACCAAGGACCACGACCCACTCGACGGNCCGTGGTCCCTTCGACGGTCCGTCAGNGGGNCCGTGGTCGGCCCGTCAGCTTTTAAGTCAGGGGTCGTTTTGGTCTTTTCCCCTATGCGTTGGGCACCTAAACTACGTCGTTTAA

>rnd-1_family-417#LINE/RTE-BovB ( RepeatScout Family Size = 172 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GTGGTGGACAAGATGAGGGAAGCGAGACTGAGATGGTTCGGACATGTGAAGAGGAGATGCGCAGACGCCCCAGTGAGGAGGTGCGAGAGGTTGGCTATAGTGGGTNCGAGGAGAGGTAGAGGTAGGCCGAAGAAGTATTGGGGAGAGGTGATTAGACAGGACATGACGCANCTTCAGCTTACCGAGGACATGACCCTAGATAGGAAGGTGTGGAGGTCGCGNATTAGGGTAGAAGGTTAGTAGGTAGTCGAGTGTTGTCTTTCCTTGCGAGGGTATGGGTTGTTAGCGTTTGTAGTAGTCCTAGCC

>rnd-1_family-466#LTR/Gypsy ( RepeatScout Family Size = 143 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CGACGCGTTCTCGAAGGTTCGGTGCATCACTAGAGGCGTGGGATTGAGATAGTATAGGCTTGGAGCCTTTTCTGTGATTTCTTAGAGTGGACGGCGTTCCACGGTGGCTGTTGTTGGATTGGATCCTATTGGAGATACCATCACCCCCGGGGTCGTTCTTTCTAGCTGGGCTGGGAGCGTATCGCTGGCTGGGTAGACTCGGTGATATCGGCGATCGCCCCCGGGCCTCTCTTTCTAGCTGGGCTGGGAGTGTGCTGCTGGCTGGGTGTCCCCGGGTCGCTCTTTCTAGCTGGGCTGGGAGCTGACTGCATGGTAGGACGACTCGCGATATCTACCTCACCCACGGGTCCCTCTTTCTAGCTGGGCTGGGAGTGGACTGTTTGGTTGGGCGCCCCCTAGGGTCACTCTTTCTAGCTGGGCTGGGAGTGCACTGCTGGCTGGGTGGAGTCCGATGGATTATCTTGGTTACTTTGGGCTGGGAGCCCGGTCTTCTTCTTTCTCGTTAGACTTAGCTATTCTGTGTACCTGTCGGGCTTATGGGGGTCCGTTCGGGTTTTATTTAAACTTGCGCACGAGTGTACCTTCTGGGCTTATGGGGGTCCAGTTAGGTTTAGTTTAGTTGTACTTAGTTTATTTCTNGTACGCTCGTGTGCATTCTTTTCATATCCGCTTTGACCTCTGTTTGTGTCTAGATTCTATCTTTTCATATTGCCTTTACCTTTCTTGCTCAGTCGGCCTATGATGCCTACTGGGTACCTGTTGTTTTGGTACTCATGCTACGCTCTGCATCTATTTCGTGATGCAGGTCCGAGCACCAGTNACCAGCGTTGAT

>rnd-1_family-397#LTR/Gypsy ( RepeatScout Family Size = 188 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTTTGTATTTGAACTACGTTCGACCTGAATTCTCAAGAATGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCGATTCCTTTGTAAATTTCCTATTTTTGTTAATCCTGGGGGAACTACGTTCGACCTGATTCCTGCCTCAACGGGATACGTAGGCGCCACGACGGCTCGGTCGTATCTCCCGTAAGATTTCTATTTTTCTTTACAATAGAAACTGGGACAGAATTTTTGAGAGGGNCTCAAAAATTCTCAAGAAGAAGATCTCTCCAACAAAGTCAAGACTGAAGTTACTTTGAGATTTGCAACTGGGACAGAATTTTTGAGAGGATCTCAAAAATTCCGTGATTCGCTCACCAACGGTTCGAGATAAGCCAAGACAGTTAACTGGGACAGAAATTTTGAGGATGGCCTCAAAATTTCAACAAGGTTCATCGGNAGTTTAGAGCAACTTTGAATACTTC

>rnd-1_family-147#LTR/Gypsy ( RepeatScout Family Size = 593 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTCACTGAGTTGAGTATCTTATCTCTGAGTTGAGTATCTTATCNTTGAGTACTTCTGAGTTGAGTAAGTTTGAGTAGTTTTGAGTATCCTTGAGTATTCCTTGAGTTGAGTGAGTTTGAGAAGAGGTAAGTATGTTTCCTTTTTATCAAGTTCAAGCTTATGTTTATGCTTTAGAATTCCCCTTACATGCTCGTACATTCCACGTACTGAGCCATTTGGCCTGCATCNTTTCATGATGCAGATACAGGTATTCAGGATCATCAACAGGAGCTTCGTTGATACCACNTGGAGTTCGAGTTAGCTATGGTGAGCCTCCTTGCTTCCGGAGGATTTCATTTACTTTTCAGTTAATCAGTTGTTAGGATGTCGTGGGTCTTGTCCCGACTTCCATCTTTGTCATTT

>rnd-1_family-61#Unknown ( RepeatScout Family Size = 991 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAAGTGGTTGGATGCGGGAGTTATNTATCCCATTGCGGATAGTAGTTGGGTNTGTCCTGTNCAGTGTGTGCCNAAGAAAGGNGGNATNACTGTGGTTCCAAATGNAAAAAACGAGCTTGTTCCGATGAGGCCNGTGACTGGATGGAGAGTNTGCATGGACTACCGGAAGTTGAACGCGTGGACAGAAAAAGACCACTTCCCTATGCCGTTCATGGATCAGATGCTGGATCGACTCGCAGGNAAGGGTTGGTATTGTTTTCTNGATGGGTATTCGGGCTACAATCAAATCTCTATAGCTCCGGAAGACCAAGAGAAGACCACCTTCACTTGCCCTTATGGGACTTTCGCCTTCAAACGGATGCCATTCGGGTTGTGTAATGCTCCAGCGACCTTCCAGCGTTGTATGATGTCGATATTTTCTGATATGGTGGAGGACACTATTGAGGTATTCATGGATGATTTCTCTGTGGTAGGTGACTCNTTTGATCGTTGTCTGGATCATTTGGCCGAGGTGCTTAAAAGGTGTGAAGANTGCAATCTNGTGCTNAATTGGGAGAAGTGCCACTTCATGGTGAAAGAAGGTATAGTTCTGGGTCATCGGATTTCNGAGAAAGGTATTGAGGTTGATAGAGCNAAAGTTGAGGTAATAGAAAAGCTTCCACCACCTATCTCTGTAAAAGGTGTTAGAAGTTTTCTTGGGCATGCAGGTTTCTATAGGAGGTTCATCAAAGATTTCTCNAAAATTGCACACCCATTGTGCAAACTGCTCGAAAAGGAGTGTAAGTTCGATTTTGATGATGCTTGTCTGAGAGCATTTGGAGAGTTGAAGGAGAAGTTGGTTNCCGCACCTATCATTATTTCACCGGATTGGGGACAACCGTTTGAGGTGATGTGCGATGCGAGTGGAGTGGCGCTTGGTGTAGTATTGGGACAGAGGCGAGAGAAAATTCTTCATCCNATTTACTATGCTAGCAAAGCTCTAAATGTGGCCCAGAAGAACTATACTGTGACCGAACAAGAACTNCTTGCGGTGGTTTTCGCATTCGAGAAATTTCGATCCTACTTGCTTGGTACTAAGGTCATAGTGCATACTGACCATTCTGCATTGAGGTATTTGATGGCGAAGAAGGATGCAAAACCGAGGTTGATTAGATGGGTGTTGTTGCTGCAAGAGTTCGATTTTGAGGTAAAAGATAGAAAGGGGACCGAAAATCAAGTTGCCGATCACTTGTCCAGATTAGAGGAAGAGGCTATGCTNAAGCTTGGNGATGGGGCTGAAATTAATGATGCNTTTCCAGATGAACAGGTATTGGCTGCTTCTCATGATCTNATTCCTTGGTTCGCAGACTTTGCTAACTACTTGGCAAGCGATTTGGTGCCNCCGGATTTGTCNTTTCACCAAAGGAAAAAGTTTATGCATGATGTGAAGAAGTTCTTTTGGGATGAGCCTTACTTGTNTCGTAGTTGTGCTGATGGGATTATTCGTCGNTGTGTGCCCGAGGTTGAGATGNTGAGTATACTNGAGGCGTGTCATTCATCGCCTGTTGGTGGGCATCATAGTGGTATTCGGACTGCNCATAAGATTTTGCAGTGTGGGTACTACTGGCCTACCATCCACCAAGATGCTCATGATTTCGCCAAGTCTTGTGATCGTTGCCAAAGAGAAGGAGGAATTTCAAAGAGGCAAGAGCTNCCTATGAATCCNATATTGGTGATNGAGTTGTTTGATGTNTGGGGCATTGATTTCATGGGTCCATTTGTGAGTTCGCATGGGATGAAGTATATTCTTGTTGCGGTTGACTATGTATCGAAATGGGTGGAAGCAGTTGCGCTTCCNAACAATGAAGGNAAAAGTGTCGCCGCATTCCTGAAAAAGAATATCTTCTCCAGATTTGGTACACCNAGGGCGATTATCAGCGATGGAGGTTCCCACTTTTGTAATAAGTTGTTCAAGGCGCTGCTTGAGAAATATGGNGTCCGCCACAATGTAGCCACTCCTTACCATCCGCAGNCTAGTGGGCAAGTTGAAGTGTCNAACAGAGAGATCAAGCAGATCCTGGCGAAGACTGTGAATGCCAATAGAACNGATTGGTCAAGGAAGCTTGATGATGCTCTATGGGCCTATCGCACCGCATNCAAGACTCCCATAGGTATGTCTCCCTACCAACTTGTATATGGGAAGTCTTGCCATTTGCCGGTAGAGCTAGAGCATAAGGCNATGTGGGCGCTGAAGAAGCTGAATTTGGATTGGGGCGCCGCATCGAATCAAAGAGTGAATGACNTGAATGAGCTTGATGAGTTTCGCCTAAAAGCNTATGAAAGTTCAGCCTTGTACAAAGAGAAGATGAAGAGGTATCATGATCAAAGAATCGAAAAGCGAGAATTCGTTGTNGGTGATCTNGTGCTTCTATTCAACTCNAGGTTGCGCTTGTTTCCNGGCAAGCTCAAGTCCAAGTGGACCGGGCCATTTANAGTCACGCAAGTGTTCCCACATGGAGCGGTTGAGCTCGAGAACAAGGAGGGAACGAGGTTCAAGGTGAACGGGCAAAGGATCAAGGTCTATCTGGGAAANGCGGAAAGTGTGCAAGAAGTGATTGAGGCCTACNATCTTGATGAAGTCTGAGTAATCAAGGGGCCTGCGTCGTGCCGCGACGTTAAATCAAGCGCTGCTTGGGAGGCAACCCAAGATGTACAATCTAGCCAACNATAGGTTTTTCTTTTCGATNTAGNAGTTTTCTTTGTTTANTTGATTCTCTGTANTNNTTTAGATAGGTGTTTTANTTTTGTTTTAGTGTTGGCTAGATATAGAATAGGGTCCGTGTCTAAAAAGTGTCCAGAAAATGTAAAAAGAAAGNCCTAATGGTTGCTACGTGTGCAGGGACGAAAAGNAAAATCTGCAGAAAATGGTCTGGTGCAGNGGTCTACGGACCCCATCGACGGTCCGTCGNTCAATCCACGGACCGTGAATGGCGTCCGTAGATCCCAGGTAAGTTTCCAAATTTTCCTAAGTGTNAGAGTGATCTACGGTCCCGATCTACGGACCGTAGGTCGACCCACGGACCGTAGACGGGGTCTCGTGGGTCCAAACCCTAGGTCTGCCTGACCCGACCCGGACCCTCCTATATAAAAACCCCTCGTTTTAAATCATTCCCACTTCCCTCCATTTACTCCCAAACCGTTTCTAAACCTCCC

>rnd-1_family-360#Unknown ( RepeatScout Family Size = 226 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGAGAAGTATTGAAAACACTCCTGAACTTGGCGCGAATTATTAGTTTCGTCCTCGAACTATTGACAGCCTTAAAAACACTCNTCTACTTGACTAACTGAACTTAAATACACCCCCGATCTGCCACATGACGTAACAAGCGGTCTCAAACTCTCGTAGGAGCGTGAGACTCTTAATAAAAAGCCGAGAGAAGTGTTGAAAACGCTCCTAAACTTGACGAGAATTTAGGGGTGTATTTCACTCATGTTGCAAGATCGGGGGTGTATTTAAGTTCAGTTAGTCAAGTAAANGAGTGTTTTTAAGGCTGTCAATAGTTCGGAGACGAAACTAATAATTCGCGCCAAGTTTAGGAGTGTTTTCAATACTTCTCT

>rnd-1_family-142#SINE ( RepeatScout Family Size = 607 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTGTTGCACTTGAGCCGAGGGTCTNTCGGAAACAGCCTCTCTACCTCCACGAGGTAGGGGTAAGGTCTGCGTACACTCTACCCTCCCCAGACCCCACTTGTGGGATTACACTGGGTATGTTGTTGTTGTTGT

>rnd-1_family-48#LTR/Gypsy ( RepeatScout Family Size = 1107 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GATGACTTGATTCAGAAATTGTTGACAGAATCCCATGGTTCGCGATATTCCATTCATCCGGGTGTGACCAAGATGTACCGAGATTTGAAGCGANTTTATTGGTGGCCTGGCATGAAGAAAGACATAGCGGAGTTTGTGGCTAAGTGTCAAAATTGTCAACAAGTAAAGTATGAGCATCAAAGGCCTGCAGGTTTGCTTCAGAGAATGCCAATTCCGGAATGGAAGTGGGAAAGGATAGCCATGGATTTCGTGGTTGGTCTTCCCAAGACTTTGGGGAAGTTTGATTCTATTTGGGTAGTGGTTGACAGATTGACTAAGTCAGCCCATTTTATTCCGGTNAGAATAGATTATAATGCTNAACAATTGGCTAAGGTTTATGTGAAAGAGATAGTGAGGTTGCACGGGGTGCCCCTTTCTATCATCTCAGACCGTGGTACGCAGTTCACATCCAAGTTTTGGAGGAAATTGCATGATGAATTGGGCACACAACTCACTTTTAGTACAGCCTTCCATCCACAGACGGACGGGCAGTCAGAGAGGACTATTCAAGTGTTAGAAGACATGTTGAGGGCATGTGTGATTGACTTTGGAGGGCATTGGGATAAGTTCCTACCTTTGTGTGAGTTCTCCTATAATAATAGTTATCACTCCAGCATTGATATGGCACCGTTTGAGGCACTTTATGGGAGGGGATGTAGATCACCCATAGGATGGTTCGAGGCTGGAGATGTGAAACCTTTGGGGGTTGATTTAGTGAAGGATGCTCAAGATAAGGTGAGGAGTATTCAAGCTAAGCTTCTAGCAGCCCAGAGTAGACAGAAGAAGTATGCGGACCATAAGGTAAGAGACATGGCATTTCAGACTGGTGAGAANGTTCTTCTTAAGGTATCACCCATGAAAGGGGTGATGAGATTCGGCAAGAAGGGCAAGCTNAGTCCTCGATACATTGGTCCATTTGAGGTTCTTGANTGTGTAGGGCCGGTGGCNTATAGATTGGCTTTACCTCCTAACCTATCGGGAGTTCATCCGGTATTTCATGTGTCCATGTTGAAGAGATATCATGGTGACGGGGATTACATCATAAAATGGGACTCAATTGTGTTAGACAAAGACCTTCAGTATGAGGAGGAACCGATTGCAATTCTTGATCGTGATGTNCGNAAGCTGAGGACCAAGGAGATTAAGTCCGTGAAAGTTCAATGGAAGCATCGTCCAGTTGAGGAAGCTACTTGGGAAACCGAGAAGGACATGCGAGACAAGTATCCCCAGTTGTTCGNCGATTCAGGTACTACTCCACTCTTNCTTTAGCCTGTTTTTCCTAAGTTTGTCACTCGGGGACGAGTGATGGGTAAATTGGTATCTATTGTAACGACCTGTTCCCGTCGTTATAGAAAAGCCAACGGGGAAAAATTTTGGGCCGGAAAACTTTTTCGTAGTAACTTGGAATTTCCCAACCTAGTCCAGATTTGGACGAAATCGGAGTCATTGAGGTCTAGGGAAATCTGGTAACGATCGGGTGATCTAATTATGANTTTGATCACATGAGTAGATAGCTAAGACGTTAAGGAACCCGTACGACTTTACGGAATCGAATTCGGGCGAGTAGAACTCCCGAAATCGATCTTAGCGTGAACGGGTANTTTCTGAGCGTCGTNGGTTGAAGGTGTGTTGTGAAATGGGGGTCTTGGAATTCTTAAAATAGCTCACTGGTTCCGTGCAAGCCGCCGNGGCGGGATTTTTGCCGCCAGGGCGGGGCCGCTGTAGCGGGGTGAGGGCCGCTGTGGCGGGNCAGACGCGACTTAAAGTCGGAAATAAACCCCAAAAACGTTTTATTCTGCACTTTTCGACTTTGAGAGCTAAGGAACGAACCCAGGCGANTTCTTGACAGTTTTCCACCATTCTTGAGGCTAAAGGTAAGGTTTTCACTCCCCGAATCCGTTTTTCGATCCGTAGAACGTAATCTAATGGGTAATTATCGATGGGGGAGGGTTTTGATCTGAGATTTATGGTGGAAAAAGCCCTAATTTGGGTATTGGGATCATGGGTTTGATCTAGGGTTGATAGAATTGTTAGTAATCCGGGTAATTAGTGATTGTTTATTGATCCCCGCGTTATATTGATTGTTTGTAGACCAAGAACAAGCGGAACGAATCCGGAAAGGGAAGAATCAAGTTTCTTAGGGGATTCAAGCTTGTTTCGAGGTAGGTGATGGTTGTGATTTCATGATTGTGTGATGTATGTTTGTTCTTGCTTCATTATGATGCATGTATGTATGCGAATGTTGCATTATTGATCACACTAATCGTAAATGAGGATAGATGAATGATGNATGCCATGAATCATGACTTGATTGTATGATTATGAGAATGTACTTGTGATTGTGATTGTGGCTTGTTGAATGGATCGGGTGTCGCGTTCCGACACACTAACTTGGATCGGTTGCCACGTTCCGGCATAAATATGGGATCGGTTGCCACGTTCCGGCATAATNATTGGATCGGGTACCACGTTCCGGTACGCTAACNGTTTGGGTTTGGGTTCCATGAGAGGACCAATGACTTGTCATAATTGTGTATCTTGAGAAATGTGAAATTGTACGTTGTTCGTAAATGNTGATGATATTGTATATGTTCGGTATATGCATGTNATTATATTGTTGTAATGACTTACGTATGTTGCACTTAGTGGGATAGCCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTGCACTTGCTCTTTCTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGACAGACCTCGCTTAGAAGATCAGTGATCGTCGATCGAATTCAAGGGTGAGCCAGTTCTTCCGGGCTGCCATGAGTTCTCCTTTCGTTTATGTCCACATTTTCGGACTTAGACTTTTCTAGTTAGTTATTAGTTCGTTAGTTTGGGGTTGTACCCCTTCTCGTTTAGACTTGTGGTTCTTGTTAGATGTTTTGGTACATTGACTTTCAGGTTCTAGGCGTTATTTCCGCANTTGTTTAGTTGTTAGATCTTTTGGAAGTTTATGGGAACTCCATTTTTTAGCTATTTAAACCTGCTTCCGTATCTTTAAATGCCTTAGTTTTTGGTTTAGTTGCTTGGTTTGGGTTGTAGTAATGGTTCTCCCACCGGAGGGTTAGTGTGGGTGCCAATCACGACGGTCTGGGTCGTGACAA

>rnd-1_family-503#Unknown ( RepeatScout Family Size = 128 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CAGAGGCGTATCCAGGATTTCGAGATGATGGGTGCACTATTACGAAAAGGTGGATCTAAGATATAAATTTGATCGGTTCGACATTTAGGTTCTTATTACTGAAAACCGTTAAAATTTTAAAATTATAGGTCCAAAATATATAATACTACTAGTTTTAAATTTTAATATACACATTTGATTTAATTATATAAAAANTTTACAGTGCTAATTTTTTTAGGAATTTTCAATGTAACACACTTGAAAATTTTGAAAGATTAAAGGAAAAAAACAAAAGAAAAATTAGTTGAAACGCCAAAAGTGTTACCGATAACCACTTAGAGAGGTGTTACTAAAATAAAACAAGATAGATATAAGATTCAAATTTCTAACCTCACTTAGAGAGGTGCACCCAATCATCATCGCATTATTATATGATACTTCGAGCGTGGGTTCACACATCTATATTTAAATATTTTTTAAAAAATATAACACTACTATATATGATCTCGGGAGGGGAGCATGGGTTCACGTGAACCCGGTGACCCCCCCCTGGATACGCCTCT

>rnd-1_family-510#LTR/Gypsy ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TAGCCAAATAATTAATCGTCGGATAACCGCGTGTTAGCGGGCATTTCGAGTGCCTTAAACCCTTCCCGAAATGTNAATANGAACCCCGAACCCCCTTTTAAGTATTTTCANTAGATTTTCTGTTTNAATCTTTTGAAAAAATAAGTTTTCTTAATTTTTCTTAAAAATTAAGTGGCGACTCTTAAACCAGTCCTAAGTATTTTTAAATAAAACAGAATGGCGACTCCGCTGGGGATTTGAATGGTTCTAACCTTAAGATTAATTATTT

>rnd-1_family-7#LTR/Gypsy ( RepeatScout Family Size = 1539 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AATCCAATTCAAGGAAAGTTAAGATTCAAATTCAAGGAAAGTTAAGAGTCAAGTCTAGAAGTTAAGAANCAAGTCAAGAGAAGTTCATAAAGTTTTTCAAAAGTCTTTCACAAACGTTTTAACTTTGTTTTAAGACTTAAGTTTCGAGTTGAGCAAAGAGTAAAGAGTNGAGTTCATTTCTTCAAAAGTTATACGGGAACTAAGTATTCCCAAAGAGTTTAAAATGTTTTCACATTTGAGCAAGAAAGGGAAACACCGATTTCCAAGAGAGCTTTTAAGCTAAGTTTTGAGTAATTATCTCAAACCAAAGAAAGAAGTTTTGTTTTAAAACATATGAGCTAAGTATATTTTGGGAGTAGTATTGAGCACCGATATGGGGACGCGAGTTCATATTAACTCAAGTCTCCATAAACCATGTAGCCATCATGGGTAGTAAAGGATCATACTTTTTAGATGACTCCTTAAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTTAAGGCGTTCTATATGACGGCAAAGTATAGGACAGTTCTGGCAGCGTGGGCAAGACGTTGTATCACCACTTAGGCTCATAGTGGTGGTTGTCGGTTAGAGAAACTCCCACAGAAACTATATTACTTTATTATATGAGTAAAGTTGAGTTTGTTATTGCATTTTCTTTAACGAACTAAGTTGTTTTCTACTGTTTTANAAGCTTTCTATATATTGCATGTGTTTATTGCTTTATATTGAGTTAAGTTATTCATGAGTTGAGTAAAGCCAAGGTAAGTGTTTCTTTCAGATTCTTTTCAAGCTTATGTTATGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCGTNTTATGATGCAGACGCAGGTAACCAGGATCAGCATCCAGCGCCTCGTTGATCCAGTTGAGCACTCAGAGTCAGTTGGTGAGCCTCCTTGCTTTCCGGAGGACTCCTTTTTATCATTTGCTTTCTAGTTTTCAGTTGTTAGGATGATCGGGGGTCTTGTCCCGACATCCCTCTTTGTTTTAGAGGCTTCATAGACAGTTAGTTATTAGTTCNTTAGTCTTTACATTTTCATTTCATATGTTAAGACTTGAGTTGCCATTTTGGCCAAGTTGAATGTTTGACTTTTTAAACATTCTAAGTTATTTTATTAAACAGTTGAGTAAGTNCATTTGATCATTGTAATAATGCTTAGAGTCTTCCGCTGAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAATGGTTCTCGAGTGCCGGCCACGCCCAGGGTGTAGGCTCGGGGCGTGACAAACT

>rnd-1_family-193#Unknown ( RepeatScout Family Size = 484 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CTATGTTGCTCGGACTCTCCAAAAATGTTGCCGCACCCGTGTCGGATCCTCCAAAAATAGCGTACTTTTGGAGGATCCGACACGCACCCGTCGACATTTTTGAAGAGTCCGAGCAACATAG

>rnd-1_family-329#LTR/Gypsy ( RepeatScout Family Size = 253 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTGAAAGGTTTTCTCACATAATAAANGATTCTAAGGTTGAAAGGCTTTCTCACCTAATTGAATCTAAGATTAA

>rnd-1_family-366#LTR/Gypsy ( RepeatScout Family Size = 221 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGCCAGTTTTGGCCGTTTCGACTTTTAGTATAAATAGACTNATATTTTATTTTATTAAATATTCTTTTTCTGGGTTTTGAAGAACGACGACTTGGAGAGCTATTTCATCATTTTTAGGGTTCTTTCCTAAACTCTTTTATTTTCGATCTCTTTATGATTATTAAACATTGCTTGATCGAATCTATTGTTATGAGTAGCTAAACGCCCTNGTTCTGGGGCTGTAGCTACGGATGATTGTTGATTATTAAGTTTTATGGATTAATTTTGGTTATCATATAAGTTACTCTTATATTCTTGTTTTAGTATTTCGTGCTTGATCACCATTGAGATAAATNTATTGTCTAATCTTGAACTCGGGAGAGGAATAAGAGGATAGACCGNAGAATATAGAGAGCTCGATCTNCCCTTAAATTTAGGGTTGATTTGTGTTTAGGATAGTGACGCCCAGAAACCTTGCTTGGTTACGAAACAGGATGAAATCATAAATGCTCGCCAGTTAGTCCAGTCTATCCCCGCTCAACGATGTAGTTAGACNGCTAACTGGGGTAGGCGATTAGAGGTCGGGAGACCATGATCATACAATTAACCCTGTAAATCAGTAACTCGATAACCGATAATTATCCANGCNAATAATATGATACATGANATTCTGATACGGCTGCAGCCCTGGAATTTTCCCAATCATTGTTTGAAAACCTTGAAATCGAATCACGTTGTTTAGTTTCGTTTAATTNTTAGATTATAAAATAAACCATTCTTNAAATCTTGANAACACTTGCGTTAANTTNAAAGTTTTGGAGAAATTAAGTGATTCTAATCGTAAGTCCCTTGGGTACGATAACCCGGCTCTTTATAAGAGCCACTATATTACTTGCGCGACCACGTACACTTGCGTGTGCGNTTGGGAGCAACAAGTTTTTGGCGCCGCTGCCGGGGACTTTAGAATTAGTNAATATTCGATTTTTCTGANTCTTGAAGTTAAAATGCAAGTGTTGACGACTTGATCTTAGCTATTCGTTTTGCAGGTTGTGTTGAANTTCCAAACTGGACGACGATCAAGGATTGGTAGAGCCTCTAGCTGAACCGGAAAGATTCGTTCACTACCGGAGAAGGCAAAGACGACTCACTTACCCGGTCCCTCTTGTTGCTAGTGAACCAACATCTCCGGTAGCAAGAGTTGAGCAAGAAGAACCTGCAGTAATGGCTGAGATGAAGGTAAGAGACGTGGCAATCCCACNCACNACCAACGTGACNTCNAGCATTCGGAAACCTCCACCTGGNGGNAGATTTGAACTGAAGCAGAGCATGGTGCAACTATTGCACGCTAATGGGCAGTTCACCGGTCTCCCCCACGAGGATCCNCAAGTCCACATTCGGAACTTCNTNGAGATCAGCGATACNTACACCCCAACTGGAGTGTCATCGGACTACGTGAGGCTNACTTTGTTCCCCTTCTCTCTGCTAGGGGNAGCAAAANGNTGGTTGAACTCTGAGCCAGCGAACTCCATCACCNCTTGGGATGATCTNGCANAGAAGTTCCTGANTNGATTTTTCCCATCCGGGAAAACNGCTAAGTTGAGGAGCGAGATANTAAGCTTCGNNCAAAAAGGAGGAGAGAACTTGTACCAAGCNTGGGACAGGTTTAAATCGATGTTGATGAGTTGCCCGCACCATCATCAANCTAATGAGGTGTTNGTCCACACCTTCATTGAGGGTTTGGANCATAACGCCAANGTTCTTCTTGATTCAGCTGCAGGTGGACAGGCTTTGGAGAAGACNTATGNNGAGTTGTTCGCCTTGCT

>rnd-1_family-406#LTR/Gypsy ( RepeatScout Family Size = 181 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

CGCCAGTGCGGGATTTCTCCCGCCAGAGCGGGACAGGGCGAGACAGAATCTCAGCCCTGTCTCCCCTGTTTTCCCTAGTCACAATTATGGACCCCGAATCGTACCCGAACTAACCCCCGCGATCTAATTCAGTGTTCAGCAATCGAATATAAGTTATAAGGTGTGTTAAAATTGTGGAGAACCTGGGCATATGAGGAGGAAATCAGCGAGGCCGTGGAGGTCGGGGAAATGGTAATGCAGGTAGAGGAGCAGTGCAGCCAGGCAGGGAGGTCGCCCGTCAAGATGACAGGGCTCAGTGTTATGCCTTTCCGGGCAAGACCGAGGCGGAGGCGTCTGACGCGGTGATCACANGTACTATTCTTGTCTGTGACCGGATGGCTANTGTGTTGTTTGATCCGGGTTCTACTTATTCNTATGTGTCCGTNCGATTTGCCTCGGGATTTGATACGATTTGTGATATACTTGATGCCCCCATCCATGTTTCTACCCCAGTTGGAGAGTCNGTCATAGTCACCCATGTNTATCGTGCTTGTCCTATTTTGTTTATGGGTTTTCAGACTTGGGCTGATTTGGTNATTTTGGATATGACTGACTTTGATATAATCTTAGGCATGACTTGGTTGTCCCCCTATTATGCCGTGCTTAATTGTAATACTAAGTCTGTAACTCTAGAGATCCCGGGTAGGGAAAAGTTAGAGTGGGAAGGGGTGTACAAGCCTAAGCNAGCTAAGATCATATCCTCCATTCGGGCTAGGAAACTGGTAGGGCAGGGTTGTTTGGCTTATTTGGCTCATATTCGGGATGTTGAGGTTGAGTCTCCCTCTATTGAGTCTATTCCTGTGGTGTCAGA

>rnd-1_family-398#LTR/Copia ( RepeatScout Family Size = 188 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGAATTGGCCTTTNCATCAANTGGATGTCAANAATGCNTTCCTNCATGGTGATCTNNANGAAGAAGTNTATATGGAGCAACCACCTGGTTTTGTTGCTCAGGGGGAGTATGGGAAAGTNTGTNANTTGAANAAGTCNCTGTATGGNCTNAAACAGAGCCCCCGGGCNTGGTTTGGNAAGTTCAGCGAGGTAGTTCAAGAGTTTGGTTTGAAAATGAGCAAATGTGATCACTCNNTNTTCTATCGACAATCAACCGCTGGCATTGTNCTTCTTGTTGTNTATGTNGATGATATTGTTATCACAGGAAGTGATCATGCACGGATCTCATCGCTCAAGTCTTTCCTGCATACGAGATTTCANACGAAGGACTTGGGNCAGCTAAANTACTTTCTGGGNATNGAGGTAAATCGAAGCATGAAGGGAATTCTTNTNTCTCAGAGAAAGTATGCTCTTGACCTGCTTGCAGAGACTGGAANGTTGGCAGCNAAACCCTGCAATACTCCAATGGTTCCCAATGTGCATCTTATGAAAGATGATGGCGATCCTTTTGATGATCCAGAGAGATACAGGA

>rnd-1_family-515#LTR/Gypsy ( RepeatScout Family Size = 123 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTCATCAGTTTTTAGGGTTCTTTCTTAAACTCTTCTATTTTCCGGAACTTGCATGAACNATTGTATTTTNTTGATTTCTAATATTATGAGTAGCTAAACGCCCTNGTTCTGGGGCTGTAGCTACGAATTGATTGTTGATTATTTAAGGTTTTATGAATTAATTNTTGGTTGTCATTATAAGTTACTTTTATATTCTTGTTTTAGTATTTCATGCTTGATCACCATAGAGATAAATNTATTGTCTAATCTTGAANTCGGGAGAGGAGAGGTTAGATAGACCGGAGAATATAGAGAGCTCGATCNACCCATTAAATCGAGGTGATTTGTGTTTAGGAGTGACGCCCGGACGAACACCTTGCTTGGTTACGAAACAGGATGAAATATAAATGCTCGCCAGTTAGTCTATCTATCCCCGCTCAACGATGTAGTTAGATAGCTAACTGGGGTAGGCGACTAGAGGTCGGGAGACCACGATCATACAATTAACCCTGTAAATCAGTAACTTGATAACTGAAATTAGTTCTANGCCAATAATATGATACATGANATTCAGTGCATGCTGCAGCCCTGGAATTGCTTTCAACTCGCTTGAAACATCATATTGAAGTCGTTCACAATTAGTTACTTTTATTTAGTTCATAATTAGTAGTAGTAACAATCAATCATCAACTCTTTGAAACGGTTACNTTTGTTTTANTTGTAGAATTGAGTGTAAATATAAGTTAATCGTAAGTCCCTTGGGTACGATAACCCGGTTCTTTAAGAGCCACTNTATTACTTGCGCGACCACGTACACTTGCGTGTGCANTTGGGAGCAACA

>rnd-1_family-203#LTR/Gypsy ( RepeatScout Family Size = 470 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GGGTCGTGACAAACTTGGTATCAGAGCACAAGGTTTAGAATGATTCTAGGATGATGTCTCATAAGCCACGTCTAGTAGAGTCTTGTTCATGAGTGTGAAGCGCGCCACATTTATGAACGAGAGGCTATAAGACGNTTAGGAAATTTCACTTCTTTCATTACTCTTAAGTCGTGCCNTAGAGTTTTAACTCTATGAAGTCCCTTTCCTAACCCTTCTCTTGTGTCTATAGGATATGAATACAAGAAGGGCTAACGCAAGAAGGATGGAAGAGGAGAATGTGAATGAGGGAGTTCCTCCCCAAGGTCCTCAAGGTCCCCAAGTTC

>rnd-1_family-231#Unknown ( RepeatScout Family Size = 408 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTTAATTTATGGGAAAAAGGACAAATATACCCCCGAACTATCGTAAATGGTATGCAGATACCCTCCGTCATACTTTTGGGACATTGGTGCCCCTGCCGTCCAAAAACTAGAGCATATATGCCCTTCACNCTAACGGAAGACTAAATAGGGACACGTGNCGCAATCTTATCCGTCGATCCGATATTTANTAAATGTCGGATCGGCGGATAAGATTATGACACGTGTCNATTTGGCTTCCGTTAGTATAAAGGGTATATATGCTCTAGTTTTTGGACGGCAGGGGCACCAATGTCCCAAAAGTATGACGGAGGGTATCTGCATACCATTTACGATAGTTCGGGGGTATATTTGTCCTTTTTCCCTTAATT

>rnd-1_family-98#LTR/Gypsy ( RepeatScout Family Size = 755 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAACACCCCGAAAATTTCTAAGCTAAGACCCGAACCATTCTTCATTTGCGTGTAAGGTCGTATCGGGTGATTCTTAAATTGCCCATATGTGTAAAGGTAAATTCTTTAGTGTGGGAATGATTTTGGATATCAATTAAGGTCACTAGAAACTCCTAGCACAAAGTTGAGTTGAAAGTTTCCTTACCGATTAAGTTTTGATGTAAGATTCTACTTGGGTCAACTTCAAACGACCATATCTCTTAGAATATAAAGAGTTACGTGGCCCATAACCTATCAAATTAAAGGTATTTGAATCTTCTTTCCAACGCCACCAATTTCGCGTCAATCCGANTTTTGAGTAAAAAGTTATGACCATTTTAGTAACCTGATACAGTGCAGTNACGAATTAGCCGACGGGAAAACATTAAAAAGGGTCGTTTTTGTCTTTTTACCTCTAAGAAAACCCTAAACGAATTTCTTGACTAATTAAAGGCCCAAAACAATCAGATTTTCATCTCTTAATCCATCATTCTCTTCTCTCTCAAACCCTAAGGCAAAACCCTAAGGAAAAATCAAAGTAGAAGACTCCATTCAAGATTCTTTCAATCTTTTTCAAGATTCTTCTTCAAGGTAAGTCTTTCTCCAAGAATTTCATTCTTTCCAACTCAAATTCCTCCATACAATTATGAATCACTAATGAAAATCATAATTCTTGGCCATAGAGATTTCAAGAAACTAATTCAAGAATCTCAAGAAAGGTTTTCTTGATTGTTCNCCTTCAAGCTAGGGTTTCAAGGCTTCTAATCAAGTTCTTCTTCAAGATTCTTCAAGAACCTTGTTCTTCCAGGTATGTAAGGCTATCATAGTGTTGGACTAGTTCGTCCTCACGCCCTACATCTACTTTCAAATCAGTAAAAGAGTAATCTAGGATTCTATCCCTAGATTTGAGTATTCTTGAGATGAGTTGATTTTGAGTTCTTGAGTT

>rnd-1_family-8#LTR/Gypsy ( RepeatScout Family Size = 1526 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTATCTTTAGTATGCTCATGATCATGCCAGCAGGGTTAGCTTGGGGTCACTCGTGATCCTAGGTCCCGTGTCCGCGTCCCGGGGGTAGCTCGGGGCGTGACAAACTTGGTATCAGAGCACTAGGTTTAAGAGTCCTAGGATGTCTGAAAAGCCGCACTAAGTAGAGTCCTTTTCATGGGTGTGAAGTGCGCACCACATCTAATGAGAGGGAGGCTACGAAGTGTTTTAGGAAAAATCTTCACTTTCTTGTTACTCTTATCGTGCGTAAGGTATGATCTAATTCCATTCTAACTCGNCGTTNTGCGTTTCAGATCATGCCTCCTCGTAGAGCTNACGCAAGGAATGCGAATGCCAGGAACGCNAACGCAGCTCCTCCAGTCCCGGATCANGAAGTTTCGAATGCAGAGTTCCGGAACGCCATTCAGNTGTTGGCTCAGAGTGTGGCCAACCAGAACAATCAGCGGGTTCCAGTTCCNGCAAATGCTAATGGTGGATCAGCTGCAGCTAGGGTTCGNGATTTTGTTAGGATGAATCCGCCNGAGTTCTTAGGGTCGCAGGTTGGTGAGGATCCCCAAAACTTCATTGATGAGGTCAAGAAGATCTTTGAAGTGATGCAGGTAACTGGNAATGATNGGGTTGAGTTAGCATCCTACCAACTTAAGGATGTGGCTCATATCTGGTNTACTCAGTGGAAAGAGAACAGGGGTACGGATGCAGCTCCTATNACTTGGGATTGTTTTAGTGAGACCTTTCTGGACAGGTTCTTCCCAAGAGAGTTGAGAGAGGCAAAGGCNCAGGAGTTTATGAACTTGAGGCAGGGTNNCATGACGGTCCAAGAGTACGGGCTCAAGTTCACCCAACTCTCCAGGTATGCTCCTCACATGGTTGCCGATTCCAGGGCTCAAATGAGTAAGTTTCTGTATGGGGTGTCCGACTTAGTGAAGACAGAGTGCAGGAATGCTATGTTGCTGGGAGATATGAACATCTCTAGGCTCATGACTCATGCTCAGCAGGTTGAGGGAGATAAGCTTAGGGAACAGGCTAAGGAGAATAAGAAGGCTAGGACAGGNAACTATGAGTATTCTCAACAGAAATCGGGTGGTGGAAATCGCTCGCAGTTTCAGCAGAAGTCTTCGGCTCCAGCACCTTCATCAGCTAGTGCTCCATCCCCCAGGTTCCGACANGATCAGAAAGGTAGGGCATCAGGCTCTAAGTCTCAGGGGAGTGTTTCAGGCACCAGAACCTACCCAACTTGTCCNAAGTGTGGTAAGAACCATCCGGGCGAGTGTCTTGCAGGNAAGGAAGGATGCTTTGGGTGTGGTCAGTCTGGTCACAGGTTGAGGGATTGTCCTTCTAGACAGGGTCAAGGAGGTAATAATGGTAGAGCTCAGTCTACAACTTCAGCAGCACCAGCAGGTCGCCCGACTCAGCAGGGTAACTCATCTGGTACAGGTGGCGGNCAGCGCCAAAACAGGTTGTATGCTCTCCAGGCTCGCCAGGATCAGGAAGATTCTCCTGATGTAGTCACTGGTACGTTACGAGTCTTTGACTTNGATGTTTATGCNTTGTTAGATCCAGGGGCTACTCTNTCCTTTGTAACTCCTTATATAGCAGTNAANTTCGGTGTTAGTCCAGAAACTCTCTCAGAACCCTTCTCAGTCTCTACTCCAGTCGGTGACCCAGTTATAGCTAGACGGGTATACAGAAATTGCCCTGTCACAGTCTCTCAGAAAGTCACCTCGGCAGATCTTGTAGAGTTAGAAATGGTAGACTTCGATGTCATTCTAGGCATGGATTGGTTACATTCCTGTTATGCCTCAGTCGATTGTAGAACTAGGATCGTTCGTTTTCAGTTTCCAGACGAGCCAATCTTAGAATGGAAGGGTAGTAGCTTAGCGCCTATGGGTCGATTCATTTCTTACCTTAAGGCCAGAAAGATGATCTCTAAGGGNTATCTCTATCATCTAGTTCGGGTTAAGGATTCAAGCTCCGAAACCCCAACTCTTGAGTCAGTTCCAGTAGTNAATGAGTTTCCAGAAGTGTTTCCAGAAGATCTTCCCGGAGTTCCTCCCGAAAGGGAAATCGACTTCGGAATTGATCTCCTTCCAGATACCCAGCCTATCTCTATTCCTCCTTACAGAATGGCTCCAGCTGAGCTTAAGGAATTGAAAGAGCAGTTGAAAGACCTTCTAGATAAGGGCTTCATCAGACCTAGTATTTCNCCATGGGGTGCACCAGTGTTGTTCGTGAAGAAGAAAGATGGTTCTCTCAGAATGTGCATTGACTATNGGCAGTTGAACAAGGTCACAATCAAGAATAAGTATCCCATCCCCAGGATTGATGACTTGTTCGACCAACTTCAGGGTGCTAGTCGTTTCTCGAAGATAGACCTCAGATCCGGTTATCATCAGCTCAGAGTCAGAGATAGTGACATTCCGAAGACAGCCTTCAGAACTCGGTATGGTCATTATGAATTTGTAGTTATGTCATTTGGACTAACCAATGCTCCTGCAGCTTTCATGGACTTGATGAACAGAGTGTTCAAGCAGTATTTGGACTTGTTCGTTATCGTCTTTATTGATGATATCCTCATTTACTCTAGGAATGAGGAAGAACATGCGAGTCATCTGAGAGTTGTTCTGCAAACTCTCAAAGATCGCCAGTTATTCGCTAAGTTTAGCAAGTGTGAGTTTTGGTTGCAGTCNGTCGCTTTCCTTGGGCATATTGTGTCTAGCGAAGGGATTCGAGTGGATTCTCAGAAAATAGAGGCAGTGAAACAATGGCCCAGACCTACCTCTCCNACAGATATCAGAAGTTTCTTGGGTTTGGCNGGTTATTACAGAAGGTTCGTGGAAGGATTTTCATCCATAGCCTCCCCATTGACTAAGTTGACTCAGAAGAAGGTCAAGTTTCAGTGGTCAGATGATTGTGAGAAAAGCTTCGCAGAATTGAAAACTAGGTTGACTACAACTCCTGTCTTGACTCTACCAGAGGGTTCAGACGGTTATGTGATCTATTGTGATGCATCCAGAGTCGGCCTAGGTTGTGTGTTGATGCAGCGAGGTAAGGTTATAGCTTATGCTTCTAGACAGCTTAAGGT

>rnd-1_family-492#LINE/L1 ( RepeatScout Family Size = 131 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATACCATCATGCATNTGGTGGNCAGTNTGGAAGGAAAGAAACGGNAGATGTTTTGAAGACAGATCCAATTCCATTCANAAAGTNAAATGGAATTGTATNGTATCTTTACTTTTTTGGTGTAAACAGNANTGTATAGAGGATGTAGATCAGATTGTAGATTTNNTAGGANCTTTGTAATTTCGCTTAGGGCTGTAAATTTTGGAGGTGGCCAGCATATCCTTAATGCTGAAGAATACAACNTTACCAGTTTCAAAAAAAAAAA

>rnd-1_family-219#DNA/TcMar-Stowaway ( RepeatScout Family Size = 426 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TACTCCCTCCGTCCCATTTTATGTGGCAACGTTTGACTCGGCACGGAGTTTAAGAAAGAAATGAAGACTTTTAAATGTTTACCAAATTGCCCTTTTAAAAAGTAGACTCACTTTTCTCTCTCCTCATAAATGTATTGGAGTATTATTTTAAGATTAAGTGGGACCAACAAGGGTAAAANAGANATTTTATAGTTAAATTGTTACTTACCATATAAGGAAATGTGTCATTCTTTTTGGGACTGACTAAAAAGGAAATGTAGTCACATAAATTGGGACGGAGGGAGTA

>rnd-1_family-548#Unknown ( RepeatScout Family Size = 111 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTTGAAGTGTGTGACCATCTCATCTAAAAGCTTAAGCTGTTAGAGAGAGCACACTTTTATTATTTAATTATATTCTCAACA

>rnd-1_family-47#LTR/Gypsy ( RepeatScout Family Size = 1108 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTGTTGATTTGAAGTGGGTTCAATTGATAGTTGAGTTTTAATTGATGAATTGTAGTTGCAAATGCAATTCTAGCTTAGTATTCTANGCTTGCTTGAGAAAGAGGTTTTAGAGTTAAATTATCGATTGATGATTGTAGTGATTGGGTTGTTGTGGATTTAGCTCGAGAGAGTGGGTCTAAATTCGATCCTACCAATCTAGCTCGAGAGAGTAGATTGATTGAGGTATTGGGTTGTTCATNTGTGTTATGCTTGTCGAGGTTCGAGAGAACTCGCTTGANTCGTGATAGTTGATCGAGAGATGGCTATTGCACCTAAAGCCTAGCCTACCCACTGAGATTCAACGACTTTTAGTAANTAATAATCACCCATATAGCGAAATTGGCATTCAATCGATCACACTCCCAAGAATCCCTCTCTACTTGATTACCCCCGNTTTTCGTAGTTGTTAATTGGTCACCCAAATCCCCCCATTTGACATTAATTGTCAAACCCTTGCGATTTACTTTATTGTTTCGAAAATNTCTACTTCTACAAACGATTAGAACACTATTTTACTTCGTAATCGAATTCTTTACCGTATCACTCCCTGTGGGATCGACCCCAACTCTTCGTTGGGTTTATACTTGTTAGCGACCGCCTACACTTAGAATCGGATGAAGTGTAGTTGAGCGTTATCAAAAATGGCGCCGCTGCCGGGGAGTGGTGTTTAGAATTCTTTTATTGAAGTTTAGTCGTGAACTTATTTTGTTGTAGTTGAATCGACTTATTTGTGTTNTTTGTTGGTTGCTTTGAACAGGTGAAGAGATGAGCGTNAACGGGAGCAATGGTAGCCAACTTGGNCACCAAGACGACATCGGNAACTTGAACGATGTCAATGAAGATCAATTGGGCGGTGTNGGTGCCATTCGNTTGCCTCCGGCTGAGGGGAACGCNGTGTTCCACGTNACNAGCACNATGCTGCAGCTCTTGCAAATGAAGGGNTTNTTTGGNGGGCTGGCTCATGAGGATCCCCATGAGCATATTCGGAACTTCGTGGATGTNTGCGGNCCGTTCTCNTTCAAGAACATNTCNCAAGAGTCGGTCCGGCTNAGGTTGTTCCCNTTTTCTCTGATGGGGGAAGCNACCAAGTGGTTGGCCGAGTTGCCAAGGGANTCNATCACTTCTTGGGANGAGCTNACCGCGGCGTTCTACGTGAGATTTTTCCCTCCCTCGAAGATGATGACGCTNAGGGATAACATTCAAAGCTTCAAGCGNTTGGANGGTGAGCCAATCCACGAGACGTGGCTGAGGTTTAAGAAGTTGGTGCTNCAATGCCCGACTCACGGACTNCCGGACAACGTGTTGCTGCAATACTTCTACCGGAGCCTCGACTCGGTNAACAAAGGNGTGGCTGACCAACTTGTTCGNGGAGGNATAATGCAACAACCNTNTGANGTAGCGTCNCANCTCCTTGATGGCATGACCAAGATNAACCGGGCGTGGTACACTCGNGAAGACCAAGTGTCTCCTCTCACNTTTAGGATGACAAAGGAGCAGATCGAGAAAGACCAAGAGAGAGACCAAAACATGGCCAAGATGATGACCCAANTGGA

>rnd-1_family-212#LTR/Gypsy ( RepeatScout Family Size = 443 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGTAAAGCTATCATCTGTATTCATAGTTTCACTTGTCACATGTATCGGTTCAGCTAGTCGACATGTGTTGTATATGAAGCTTCTCATTAGTAAATCTATCTGCATAGTAGTTTACTTTCTCATCATAGGTCACTTGTAAAGCATGTGTTCATATGGTACTTGTCCGCCTCACCTAGGNTCGGGGCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGAGTCCTAGGGAGTCTACGAAGCCGTGTCTGTAGAGTCCTANTTATCGGTGTGNNGCGCGCCACATCTATAATTAGGAGGCTGCGACATTTAGGAANTGTCTCACTTCTTTCATACTCANNTCGTGCGATAGAGCTAATCTCTAAGAAGTTTCTTTCTAACTCGTGCTTGCGCGTGTCTTTCAGATCATGCCTACTATGGTTAAGGTTAACGGTAGCTAAAATGTCAACA

>rnd-1_family-504#LTR/Copia ( RepeatScout Family Size = 128 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TGCGTGTTTCTTGGAGANTCATTGATNTCTTGGAAGTCTAAGAAGCAAGATNCTGTGTCAAGATCTTCAGCAGAGGCTGAGTATAGANCCATGTCTACTGCTTGCTGAGNTNGTNTGGNTNCGCGGATTACTTGCTGAGATTGGATTTCCCCAATCTCATCCTACTCCTNTCCACGGTGACAGTCAAGCTGCNATTCANATTGCCGCGAATCCAGTNTTTCATGAGAGGACNAAACACATNGAGATNGATTGTCATTTCGTNAGAGAAGNTGTAGATAAAGGAGTCATTACTCTTCCACATGTGTCCAGTGATCTCAACTNGCNGATNTGTTCACAAAGNCCCTGGCACGGCAACGCCATCAGTTTCTAGTAGGCAAGTTGGTGCTTCTTGATCCACCAGCACCAACTTGAGGGGGGGTGTTAGCATGATAGACAACTAAATGATTGTATATATTAATGTAATTATATAGTGNTATAAATTAGCATGATCATATANATTTGTTGTAGAATCATATGAATAAATATTGTGATAGAATAGCTGATTTGGAGGGATAGCAAGGCAGATTTAGAGGGATTNAATGGCAGATTTGTAGAGATAGAATAGCTGATCTTTAGGGATAGGAATGGCGGATCTTTAGGGATGTGTAATCTTTATTCTCTCTATATAATGGAAAGACTCTCTNACTTTGAGAGGCATTCAGCAGAAAATTGACA

>rnd-1_family-422#Unknown ( RepeatScout Family Size = 168 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACCCTTCGGGGTGGCCCAGTGGTTTGGGCTTGGGACTTCCATGTTGGAGGTCTCAAGTTCGAAACCCCTTGCCAGCGAAAGCAAGGGGTTTGCCTTCTGGGTCGAGCTCGTCGCACCGGGCTTGCCTAGTGCGGGTTACCTCTCCTATGTGGTTTGCGAGCTATTGCATAGGAGCGGGGGTTTTACCCTGTGCGCACCCAAAGGGTAGCGGCTGCGGGTTTCCCTTGTCATAAAAAAAAAA

>rnd-1_family-252#LTR/Gypsy ( RepeatScout Family Size = 353 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

GAATGTACGGACATGCTGGACAAAGTTAATTCAAAAATCACTGAACAAATATTTGAATGCGCGGAAGGGCACAAAGAAATCATGAAATTGCTGNATGAGCTTGACGCTATTCAATTAGAAATTACAGTCCTAGCTAAATTAGAAGAGATTGAAGCCCAACAAGGAGAAAGCTATGAAGAAGCAGAGATAGTGAGCCAATCTTGGCTACAAGAACAAACTCAACTTCTAAAGTTTCAAGAGTCTATCCGTGATGGTCTGACATACATGACAACCCAACTGATTGAAGGAAGAGTTGAGCTCACACAAGAAATAGATCAATTTGGCTCAGATATTCATGACTTGGAGGCTCACTTGAACAAAAAGATTGAGGCGTCTGATGCCCAATTACCAATTGTCGTGGATGATGACCAACTAGTGGAGCAAAAAGAGGAATTCCAACCATTCAACTATACCTTATTCCTTAATATCGATGTTGAGAAAGAGTACAAAAGTGAGAATGTTGTAAATAATGCTGCTTTGGAGTTGAGGCANCTTGAATCTCATTCGAAACACTTTTCTATATCATCTGAACTAATGGANGAGTGTATGGATGAGGAACAAGGCGCCTACATTCTNGAGTTTNTTGGTCCACGTAGACAAAATNACATTCCTCACNTAGGGNCCAAGAAGTGCANGATGCGACATCTATTGCTTGGNNCCTTTATCTTTATACCACCGCCCCTTGAGCGTAGTAGAAAAATTGATGCAAAGTTAGGGGTGNAATTCATANCTTCAAAGTGGAAAGAAAAGTGGTGAATTTACTTGCGTCGTGCCGCGACGTTAAATNAGGCGCTTCTTGGGAGGCAACCCAATTTATAGTGTAACTTCT

>rnd-1_family-121#LTR/Gypsy ( RepeatScout Family Size = 659 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

AGATATACATGCCTCAGTTTCGAATGTNTCATTATCAGTACATTAATGTTGCATTCTCAGTTTGCATGTCAGTATTTTGAGCTATCCAGTATTACAGAANTTCAGTCATAAATTGTTAATTACATAATCAATTGGGAGTAGCTTAATACCGAGTTGGACTAGGGTTCAGCGCACCCTCATAGTCCCAGAACTACGTGCCCCGTAGGTTGTAAGTCCCCTCTGTGGGCATCATTTTAGTGATCACGCCAGTCATGCCTCTATACCTCTGGCAGGGTATATTGGGTCCTCTCGATGGGGCGTATACATCGGACTCCACGTTTAGCTCACGTGGTTTTATGTCGGTTATTAGTAGCTCCCATCAGTCAGACTCTATTGCATTGACCATGTTATCAGTTACAGTTCAGTATTCAGTCTCAGCATGTTATAAACTTGGTCATTGCATTCAGTTAGTTCATGTTCAGTATTTTCAGTATAGTATCATGTTCANNTTATATCATTGCTCAGTATATGCTTTGTTCAGTTATGTTTATTGTTCAGCTTTACTCTATCCTGCATGCTCAGTACCTTTCAAGTACTGACGCATACTCTGCGCTACATCTTCTCGTGATGTAGGTTCAGGTCCTCAGCATCCAGATCACGCGTAGATCGGTTCCCGATCTTCAGTTCAGCAGCATCAGTGGTGAGTCCTCATTCTTCGAGGACGATNGACATGTTCATTTGCTTTTAGTCTTTAGTTTCAGTTTTGCTAGATTTAGCTGGGGCATGTCCCAGCATTTCTAGTCAGTTAGAGGCTTTTTTCAGACATAGTTAGATTCAGCTTTAGTNTTTGAGTTTGATNTTTCAGTTGTTATTAAACTCTCAGTTTTTATATATTCAGATNTAGTATATGGGTATTCCCCATCATTTCAGTTTATCTTATGATTTAGCTTCCGCACAGTATTTCTTTACTTCAGTTTACTTTAGTATGCTTATGATATGCCAGCAGGGTTAGCTTGGGGTCACTCGTGATCCTAGGTCC

>rnd-1_family-56#LTR/Gypsy ( RepeatScout Family Size = 1019 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ACAAATTGGACTCATTTAGGGCTNTATTTTAATAGAAATAGTGTCCTCAAATGCTTATTTTATCTCAATATCTGATGAAAACCCTTAAGTTTCAGGTATTTGAAGTTTNAGNGGAAGCATGGACACTTAGGCGCAAAAAGGAACGAAAAGGCTGAAAAGAACGAAGAAACTGAAGCCTGAGGATCGCCGAGTCCACTTGGCGAGTCGCCGAAGGGNCGCACTCCGCCCTTTGTTCCAGTGCGCNGAGCCCTGAAGGAAAGGATCAAANCGGCGANGAAAGGAGCAGTCGGCGCGTCGCCGAGNAGTTCCGCGAAGCAGTACTATGTCGCCCAATGACCCAGAGCGCGACGATGCTGAAGGCTAGCGCAAGACGGCGATGAACTACACCAAAGGGCGAATCGCCGAGTTGATCGGCGATTCCGACTAACGTCGCCGAACGATCCGCCGCAGCACNATTTTCTGAAANCTATAAATACTAAACTCGTTATTAATTTTTTTAGAGAGTCGAACANTTATTATAATTTTCANAATAGAATAGTACTTTTTTGGATATTTTCTCTCAAGTTTGGAGAGGGTTTTGGGAGACTTGAAGAAAGAAGGGTTTCATCTTCCCCAAGTTGGAAGTGGGTCTTCTNNATTCTTCTTCCTTNGCTTANATCAAGGCTTAATTCCTCATACCCATTTGATTNCAGTATCATTTTAGGTATAANTTTTTATCTCTTGATGTGTGGCTAAAAACCCCCATTCTTGGGGTGTGATTTAGCGAATATGNGTTGATATTATTGTTGGGTCTTGCTTGCTGATAGGTTAGATGTATTTTAATGGTGATTTCGCCTAGTGGTTGTGGTTTAATTTAATGGGTTTGTAGTTGCAAATACAAANCCACCCATGTGTTTTCGGCTTGCCCGAGAGGGAGGTCGCGAAACCAAGACCGCTAGACTGATGGCCTAAGGAGTGGGTCGACATGAGGTTCAGCCCGAGAGGGTGAGCCCTAGTCCCATATCCTAACACTCAGCTCGAGAGAGTGAGTGGGGTAAGGCGTAGGCTGGTCTTCATGCGGCAAATGGGTGTCCGAGAGGAACGCATTTGAAACGGGGTAAGTTGCCCGAGAGGGAACTTATTTCCATCTAAAGCTTAGCCTAGTCACTATTATCTTGCGAATTTCCTATCGAAAGCATGTACCCAACGATTTATCTCAACTCGTATTGCGGTCACACCCCAAGAACCCCTCCCCATACTTGATTTTCTTGTTATTTTTGCTGTTTTTACTACTTGTGACAAAACCCCCAATTGATATTTGACACTTTTGTGTCACCCCCTTTAATTTACNATGTTTTTAATCGTTAATGTCTTTAGCTACGACTAGTTAGAACTAAATTTTATTTTTCTATTAATTCTCAAAACCACTCCCTTGGGACACGACCCCAACCCTTGGTTGGGTTACTATACTATCGACGATCGTAGACACTCGCACCGTAGGTTAGTGTCGTTGGTCACGATAAGCATCA

>rnd-1_family-520#Unknown ( RepeatScout Family Size = 122 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTAAGGATCAACAACCGATAAAAAATATCTTATTGATTTAGCGTATTTAAAAATCGAAAACCGATAAAATATAAAATTAAACCGACTGATGCACACCCTACCCCCACACACAAAAATAAATAAATAAATTGAATAATGGAAATATTTGGACAATCAAGATGGCACTGTTTATTGATCTGATTGGAAATAATGCAGTCACTTGCATACTTTAGTCTATTCTTAGATGGATGTTGTGGCAAGTGACAATTTAATGTAGTCCGTACCGTATTAGCAAATTCCTGAATAATGTCATAATCAATTATCAAGATTGTCCAATGAAGAACATATCATGCATGCAAATATAAATAATTAAGAAATAATTATTTTACTCTAAACCATATATATCGCGAATCGCGTTAGAGAGGGACATATACATTTGCCTCAACATATGCATGAAGGGTTAGCCCGAAATAGCAGAGATGTAAAATGACCCCCGCTGTGCAAAAATCGAACCGACCGATAAACCGAACCGAAAAAAGTGTTATTGGGTTAACGGGTTTTTAATGGTTTTATAAAAAAAATTATCGGGTTATCGGTTCGGTNTTGATTTTTTAATATTGGGTTATTGGGTAAACCGATAACCCATTAAGACGGTATAGTAATTTACTACTTTACCCNTACATAAATATTAATATCAATACCTTACTAGTTACTGTCTTTGCCCTTTAGCCTTCAATTCACATTACTGTCCTAGTTCTTTTATTTGTGTTGCACTNTTGTATTGTCGCGTCAAATTGTTGGAGAAGTCATATATTTATTTTATGAGCATTTTCTTATTGGTTAAACCGAAAATCGAAAT

>rnd-1_family-310#DNA/CMC-EnSpm ( RepeatScout Family Size = 270 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

TTGTAATGACCCTCCAGGTCATTTCTGTGTTCGCGCTTCTTTNCGTCGTTTAGAGCGTTCCTGTAGCGACCCCAAGTCATTTATGACTTGCTGGGACTGACAGTTCGGTCGCCTGGTCGTTCGTTTGGNTTTTGTGCGAGTTTCCGTGTTTTGGAGCTTTTGAAACTTGAACGGTCGACTTCGGTCAAAATTCTAGGAAGACGNCCTCGGATGAAAATTCTGACGGTTCCGTCAGCTCCGGAATGTCGATTTTGGTCTAGAACGACCCTTCGTTCGNNTCCCGAGGCTTTCGATGCCCGTTGTGGANTTTGGCTTAAAACGATNTTGGGTGTGGGACCCACTTTTCATCGAAACGACCTCCGATGGAAATTTCGACTGCGCCGTTGAGTCCGGAATATCGAATTTGGTATGGTTGCATATCTCGTTTGCGTGCACGGGGTTCCGAACGAGTTCGGAGCACCCCGTCGGAGNTTTAAGTTTGAAGAGTTGTTGAATNCTAACGCGGTGGTGACGTGGCAGAGCCACGCGACGCCAGGTGGCAGCGTTGTTGAAAATTTCCAGATTTAAGGACGATTTTCGTCCATTTTTTCCCCTCATCTTCAAACATAGATATCTCCTCCATTTTAAGCTCGAATTAGGTGATTCAAAAGGCTAATTTCAAGAGAATTTCGTGCGGAATCTAGAGGTGAGCTCAGAAACGCGAGGGGAGCCTTCGTTTGAGGTAAGGAATCGAATT

>rnd-1_family-156#LTR/Gypsy ( RepeatScout Family Size = 565 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 2361 out of 4218 contigs )

ATTATTGGATCGGGTGTCACGTTCCGACACGATATTATTGGATCGGGTGTCACGTTCCGACACGATATTATTGGATCGGGTGTCACGTTCCGACACGATATTATTGGATCGGGTGTCACGTTCCGACACGGTATTATTGGATCGGGTGTCACGTTCCGACACGGTAACATTAAAGGAAAAACATATTGAATTAACTTAATGTACTCAATCTCAAAGAACCCANTTCCCAAANGAGCTTGGTGTGGAGGCATGAGTCCTCGTGTGTGTTCTTGATATTGTTGACTGATTACGTACTTGCTTTAGTGTTGTTGTCACTTGTTCATGTTGTTTGTTGCTTGCCACCTGCTAAGTGCCATAGTTGATTTTATACTATTATTCATTGCATATTAGTTTCTATTTTGAGTCGGCCGATGATATCTACTCAGTACATGTTGCCCTGTACTGAGCCCTACTTGTGTTTTTCTTCGTTTTCCTTTTGTGGAGTGCAGCGAGTGTACCANCGACTTCGACTCGCCCTCAGCTCTAGCCAGTCTCCAGCACATCAGGTTCCAGGGTGAGCTATTCATTCTAGCTCGTGTTGGATTCTCTCGGTCATGGCATGATGTCCTTAGTTTTCGGACATAAACTATTTTATTTCATTTATTTTGGTGTCTTTGATACTCTTAGACTTAGTATTTGGAGATTAGATGTCCTTGATGTGATGACTTTCAGGTTTTGGGGATGATATGTAATAGACTTTAGAGGTTTATTTGATTGGTTACTTTAATAAGTTTTGAGCTTCCGCATTATGGTTGNTATTTCGTAAGTTGAACGATTGATATAAGTTGGGGTTTGGATTCGTTGGTTCGCCCACCTAGGAGGTTAAGTGTGGGTGCCACTCATGACTCGTTTTGGGTCGTGACA

>rnd-1_family-467#LTR/Gypsy ( RepeatScout Family Size = 142 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

CATTCATCGCCNGTTGGTGGNCATCATGGTGGTGTTCGNACTGCNCATAAGATCTTGCAGTGTGGNTACTACTGGCCTACCATCCACCAAGATGCTCATGATTTCGCCAAGTNTTGTGATCGTTGCCAAAGAGAAGGAGGGATTTCGAGGAGGCANGAGCTNCCTATGAATCCTATNTTGGNGGTNGAGTTGTTTGATGTNTGGGGNATTGATTTCATGGGTCCATTTGTGAGTTCGTATGGGANNAAGTATATTCTTGTNGCGGTTGATTATGTNTCNAAATGGGTGGAAGCGGTCGCGCTNCCNAACAATGAAGGNAAAAGTGTCGCCGNATTCCTGAAAAAGAATATCTTCNCCAGATTTGGTACNCCGAGGGCGATTATCAGCGATGGAGGTTCCCACTTTTGTAATAAGTTGTTCAAGGCGCTNCTTGAGAAATATGGNGTNCGNCACAANGTAGCNACNCCTTACCATCCGCAGACNAGTGGGCAAGTCGAAGTGTCNAACAGAGAGATCAAACAGATTTTGGCAAAGA

>rnd-1_family-524#SINE ( RepeatScout Family Size = 120 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

ATATATACATAAAAAAAAATTTTAACCATGTATANACAGTGTAATTTTCCGNCGAAGGGGTTCGGNTGAACCCCCTCGGTACAAGGTGGCTCCGCCCCTG

>rnd-1_family-5#Unknown ( RepeatScout Family Size = 1650 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GATGCTCCNAAGCAAAACCGCTTTTATGCTCTTCAANCTCGAGGTGACCAAGAGAGTTCCCCGGATGTNGTCACCGGTATGTTANAAGTCTTTNCTATTGATGTTTATGCTTTGCTAGATCCNGGNGCNACTTTGTCTTTTGTGACNCCTTATGTNGCNATGAAGTTTGATGTNCTTCCCGAAGCGTTGTTAGAACCCTTTTCNGTCTCTACNCCTGTTGGTGANTCTGTTGTGGCTAAGAGGGTCTATAGNAATTGTCCCGTTTCCTTGTCCCATAAAGTTACCTTGGTTGATTTGGTNGAGTTAGACATGNTAGATTTTGATGTCATTCTNGGTATGGATTGGTTGCATGCNTGTTATGCCTCNATCGATTGTAGAACTCGGGTNGTCAAGTTCCAGTTTCCAAATGAGCCNATCCTAGAGTGGAAGGGGGGAAATTCTATGCCTAGGGGTCGNTTCGTTTCTTACCTTAAGGCTAGGAAGATGATCTCCAAGGGTTGCGTCTACCATCTAGTTAGGGTTAAGGATGTNGAGTCCGAAACCCCTNCTCTTGAGTCGGTTCCNGTNGTNAATGAGTTTCCGGAAGTNTTTCCNGATGATCTNCCCGGNGTTCCTCCCGAAAGGGAAATAGACTTCGGTATTGACCTTCTTCCGGATACNCAACCTATCTCTATTCCTCCTTATAGAATGGCTCCGGCGGAGTTNAAGGAGTTGAAAGAGCAATTGAAAGATTTNCTAGATAAGGGTTTCATTCGACCGAGTATCTCNCCATGGGGTGCTCCGGTNTTGTTTGTNAGGAAGAAAGATGGTTCCCTTAGGATGTGTATCGATTACCGNCAGTTGAACAAGGTNACCATCAAGAATAAGTATCCTCTTCCGAGGATTGATGACTTGTTCGACCAACTTCAAGGNGCTAGTTATTTCTCTAAGATNGACCTCCGATCGGGTTATCACCAATTGAGGGTGAGAGGAGTTGATATTCCGAAGACGGCCTTCAGAACCCGGTATGGTCATTATGAGTTTCTGGTNATGTCNTTTGGNTTGACTAATGCNCCGGCGGCGTTCATGGACCTNATGAATAGGGTGTTCAGACANTACCTNGATATGTTTGTNATCGTNTTCATTGATGATATTTTGATCTATTCGAGGAGTGAGGANGANCATGCCGATCATTTGAGGATTGTNTTGCAAACTCTNAAGGACCGNCAGTTGTNTGCNAAGTTTAGCAAGTGTGAGTTTTGGCTAAGGTCCGTGGCNTTCCTNGGTCATATTGTGTCNAGCGAGGGTATTGAGGTNGATCCTAAGAAGACGGATGCGGTCAAGAGTTGGCCTAGACCTCTANCTCCNACNGATATTAGAAGCTTCTTGGGTTTGGCCGGTTATTATAGAAGGTTCGTNGAGGGGTTTTCNTCCATTGCNTCTCCNTTGACGANGTTGACTCAAAAGAAGGCTAAGTTTNAGTGGTCNGAAGCTTGTGAGAAAAGCTTCCAAGAATTGAAAGATAGGCTTACTTCCGCTCCGGTGTTGACCTTACCGGAAGGTACNGANGGTTTTGTGGTNTATTGTGACGCNTCTAGAGTTGGNTTGGGNTGTGTGCTNATGCAAAATGGTAAGGTNATNGCCTATGCCTCNAGGCAACTNAAGGTTCATGAGAAGAATTATCCGACCCATGATCTCGAGTTAGCGGCGGTNGTGTTTGCCTTGAAGATNTGGAGNCATTACTTGTATGGNGTTCATGTNGATGTGTTCACCGATCACAAGAGTCTTCAATATGTGTTTANTCGAAAGGACTTGAATCTCCGACAAAGAAGGTGGCTAGAATTNCTNAAGGATTATGACATGAGTGTTCTTTATCACCCCGGTAAGGCTAATGTGGTNGCGGATGCTCTNAGTAGGTTGTCTATGGGTAGTGTNGCCCATGTTGAGGANGANAAGAAGGAGTTAGCTCGAGATGTGCATAGATTGGCCCGNTTAGGNGTTCGACTAGTGGATTCCACCAAGGGTGGTGTNATGGTNCATAATGGNTCCGAATCGTCNTTNGTGGCGGANGTGAAGGCNAAGCAAGACCTTGATCCNATTTTGNTTGAATTGAAAGAGTCGGTACTCAANAAGTCCGTTGAGGCTTTCTCCCAAGGGGGAGATGGTGTGCTTAGGTACCAAGGTCGNTTGTGTGTTCCGGATGTTGATGGCTCGAGAGAGCAAATCNTGGAGGAAGCTCATAGTTCCCGATATTCCATTCATCCGGGNGCCACCAAGATGTACCGTGATTTGCGGGAAGTCTATTGGTGGAATGGNATGAAGAAGGATATTGCGGAATTTGTGGCTAAGTGTCCGAATTGCCAACAAGTNAAGGTCGAGCATCAAAGGCCGGGAGGTTTGNCCCAAGATATAGANATTCCNACTTGGAAGTGGGAGGNGATNAATATGGACTTCATCGCGGGTTTGCCTCGNACTCGNAGGCAACATGATTCTATTTGGGTGATTGTNGATAGAATGACGAAATCGGCCCACTTTNTNCCCGTCAAGACTNCCTATTCGGCGGAAGACTATGCCAAGTTGTACATTNAGGAGATGGTNAGGTTGCATGGGGTNCCTTTGTCCATTATTTCGGATNGAGGTACTCAATTTACTTCACANTTTTGGAAGTCATTCCAAAAGGGTCTTGGTACTAAGGTTAAGCTTAGTACGGCCTTTCATCCNCAAACGGATGGGCAAGCGGAGCGTACCATCCAAACCTTAGAGGATATGTTGAGGGCTTGTGTGATCGATTTCAAGGGTAATTGGGATGATCACCTNCCNCTNATTGAGTTTGCCTACAACAATAGTTACCACTCNAGCATCCGNATGGCTCCTTNTGAAGCTCTNTATGGGAGGAGATGTAGATCTCCNATTGGNTGGTTTGAGGTNGGTGAAGTTGCCTTGATAGGNCCCGANTTAGTTCATGAGGCTATGGAGAAGGTTCGACTNATTAGAGAGAGGTTGAAAACGGCCCAAAGTCGNCAAAAGTCCTACGCCGATGTTAGGAGAAGGGANCTAGAGTTCGAAGTTGATGATTGGGTCTACTTGAAAGTCTCACCCATGAAGGGTGTGATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATGTNGGCCCNTATCGAATNTCGAAGAGNGTTGGNAANGTNGCTTATGAGTTGGANTTGCCAAANGAGTTGGCNNCGGTTCATCCGGTNTTTCACGTCTCCATGTTGAAGAAGTGCGTNGGNGATCCGNCATCCATCGTNCCNTTAGAAGGTTTGGGAGTCGANGAGAGCCTTTCTTATGAAGAGGTTCCGGTTGAGATTTTAGACCGGCAAGTTAAGAAGTTGAGAAACAAGGAAGTAGCTTCCGTNAAAGTNTTNTGGAGGAATCANTTAGTTGAGGGTGCTACTTGGGAGGCCGAGGCNGATATGAAGTCCCGATATCCTCATCTCTTTCCTTCTACTCCTACTCNAGCTTGAGGTA

>rnd-1_family-501#Unknown ( RepeatScout Family Size = 128 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

ATAGCAAACATAAAAATCATATTCGTACGTTATAGCTATAGTTTGCATAATTGCGCTCCATAGCAAATTTTATGTTTGCTATGGAGCTTTCGATTTGTATANTT

>rnd-1_family-227#Unknown ( RepeatScout Family Size = 416 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GTTCTTTCGAAGTGTACCTTCACTCCTTTTCGATTCTAACTACTCTAAACTACTTCTAAACATCGAGAGATCNTTCNTAACACGAATCATAACCTTGAATTCATAATTCAAATTCAAGGTAGAGTTAAGAGTTAAGTCTTGAGAGTTCTTTCGAACATTTTGAGAAAGTCCCTTTGAGTCCTTTTGAGGAGTCTTCTACAACTTCTAATAACTTGTTTCAAGACTCGAGCAAGTGAGT

>rnd-1_family-80#LTR/Gypsy ( RepeatScout Family Size = 838 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

CTTGAATTGAAGGCAAATGTTCATAAGCAAAAAGTANTGGCTTTTGAACAAGGGGGAGATGGTGTGCTTAGGTATCAAGGTAGATTGTGTGTNCCGAATGTGGATGAACTCCGAGAGAGGATCNTGGAGGAAGCTCATAGCTCCAGATATTCTATTCATCCGGGNGCCACNAAGATGTACCGTGACCTGAGAGAAGTCTATTGGTGGAATGGTATGAAGAAGGATATTGCGGANTTCGTNGCTAAGTGTCCGAATTGCCAACAAGTNAAGGTAGAGCACCAAAGGCCCGGNGGTTTGGCTCAGGATATAGANATTCCNANNTGGAAGTGGGAGATGATCAATATGGACTTCGTCGCGGGTTTGCCTCGNNCTCGCAGGCAGCATGATTCTATTTGGGTGATTGTCGATAGAATGACNAAATCAGCCCACTTTTTGCCGGTCAAGACTACCCATTCGGCGGAAGATTATGCCAAGTTGTACATTNANGAGATAGTGAGGCTNCATGGGGTTCCNNTNTCTATTATTTCGGATAGAGGTGCNCAATTTACTNCACANTTTTGGAAGTCATTCCAGAAAGGCTTGGGTACNAAGGTGAACCTTAGCACNGCCTTTCATCCTCAGACGGATGGTCAAGCGGAGCGTACCATTCAGACCTTAGAGGATATGTTGAGGGCTTGTGTGATCGATTTCAAGGGTAATTGGGATGATCACCTACCTCTNATNGAGTTCGCCTACAACAATAGTTACCACTCNAGCATCCAGATGGCTCCTTATGAAGCNCTNTATGGGAGAAGATGTAGATCTCCNATTGGNTGGTTTGAAGTNGGTGAAGCAGGNTTGATAGGACCAGATTTAGTTCATCAAGCTATGGAGAAGGTGAAAGTNATTCGAGA

>rnd-1_family-574#DNA/hAT-Ac ( RepeatScout Family Size = 101 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

CGTTGGGCCGGCCCGGCCCAACCCGTGATTTGAGTAGGGTTGGGCTANGATTTTTCGAGCCCATTTAAGAANAGGGCTTTTTAGCCCGGCCTCATTTAGCCCGCTGGCCTCGTAGGCTCGACCCGCAAGCCTCGGGGGCCGGCCCGTGGGCTACGAATTTTAAAAATATTTATTATATATATTTTAAGTAGTGTTTTATTTGTTAAGATTTTGTCAATAAATATTTTTAAAATATCAATATAAAATCAAGTCTATACTTTTTACGTATCTTTTACATTTTAGGGTCATTAGCCCACTAAATTTTCTTATTAGCCCAAGTCCATTACTCCATTATAACTATGAATCTTTGACCTCTTTTACTTTTGTTTTTACGCCTAATTTTTCACTTCTCCTTTATTGTCTTGTTTATGAAAATAGTGATCATGTAATGTTTTTTGCTCGGATGAATCTTATGAATGTTGTATCTTGGCTATTATGTATTTGTTTTGTAAGTATTCACCGAAGTATGTGTAATTCATGAACGAATTTTTGTATGTATTGATGTCGTGTTCATCAGACGTCAACGTTCGATACTCTTTCTAAGAGGGCAATGTTGTCCATTTTTTGGTTGAAGGGCTAGCCCGCCCCAGCCCNCGGCCCTTCTAGGGTTGGGTTGGGTTGAGCATTTTACAGGCCCTTCCAAATGAAGGGCCGGCCCGCCCTAGCCCATT

>rnd-1_family-357#LTR/Gypsy ( RepeatScout Family Size = 226 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GTAACACCCCGACTTTTCGAAACGTCTAAATTAACTCGTACCTTCGTGGAAAGACAAGGAGGGTGAGTAATAAATTAAGAATGATGTGNTATGTNATATTTTAAGTGTTCAAGGGTCGTATCTCAAGTTTTGAAGTTAGGTAAGTGGCGAAATAAAAGTCGGCGAAAGTTATCGTAAGTTCCTTTTTAAAGATTTCTCTGAAATTTGGGTCAAATGTCTCGGACGTTTTCTCCCAATATATAAAGAGTTAGAAGGCCCATCACCCATTAAATCGAAGGCCTACGAGTCTAGTTTCCAACGCACAAAACCCCGTATCCANNCGACNTCGGAGTAGAGAGNTATGAGGGTTTTACTACGGACTGCCGGGGCAGAATCCGGGTCGG

>rnd-1_family-546#LTR/Gypsy ( RepeatScout Family Size = 111 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

ATTAGCGAAGCCGAAGCCGAAGAGTTCTGGAGGAAGATGCAGCCGAAAGATTATTCGATCGTGAAGCATTTGGAGAAGACGCCGGCTCAGATTTCCGTGTGGGCTTTGCTGATGAGTTCGCAGCTGCATAGGCANGCTCTGATGAAGGCTTTGGATGATACTTATGTGCCGGTGGGTACCAACAGTGACAATCTAGCGGCCACGATAAACCAGGTCATTCGAGGACACCGAATCAGTTTCCGCGACGANGAGCTGCCCTTTGAAGGCGGGATGCACAACAAAGCTCTGCACGTCGCCGTCAAATGTCGAGACAAGATTATAAATCGCGTTTTGGTCGATGACGGGTCCGGTCTCAACATTTGCCCGCTTTCGACTCTGAGGCAGCTAAANTTCGACTTGGGAAAGGTTCACCAGAACCAAGTCAATGTGAGAGCTTTCGATGGAGCGCAAAGAGACGCGATGGGNGCGGTAAACTTGGATATTCAGGTGGGNCCCGCGGAATTCAACGTGGAGTTCCAGGTGNTGGATATCAACACCAGCTACAATTTGCTTCTGGGAAGACCGTNNATCCACATGGCCGGGGCTGTGCCTTCTACCCTTCACCAACTGATGAAGTTTGTTTGGAAGGACCAGGAATTGGTCATTCATGGTGAAGGGAGCCATTCCGACGGGTATGCGCCGATCGTTGATGANGTCTCCCGAGGTTGCGATTTCTACACGGTGGAGCTGGTAAATGCCACCGGTGATGACTTGGCTCCACAGCCTCCTATGCCTTCCGTGTACAAGATGATTGCTACTGTCATGCTCCGGAGTGGTTTCGAACCAGGTTTCGGATTGGGGAAGCATTTCCAAGGAATCGTCGAGCCTATCCAAATTCCCGCCAAAGGAGCAAAGTTTGGTTTGGGGTATGTCCCCACGGATGCTGACGAAGCAGAGATGAAGAACAAGAGTGTTGATCGAGCGTTGGCCAGGCCAATTCCTCATCTGTACCAGTCGTTTCCGGTGCGAGAATATGTCAACGATGGTGGTCTCGGGGAAGGAATCTGGGGCCTTTTCGAGGAGATTGATGCGGTCATCGAGGAAGAGGCCGGGACATCAGGCATCCGTGATGCNGAACCNGAGGAGCAATTGCAGAACTGGACCTCCACACCGCTCCTGATTCCCCGCTCGTCTNGGTAGAAAGGACATGTGTTTTTGTTTGTTTTAAAATCGGTGGTAGTCCGGAAGAGGCCCGAGACCCACCCTTTATGCAATTTTATTTGTTTGAAGCTTTTAAATTCCCTCGTGATGTTTAAAAAGGCAAAATGGCCCTCGGCCATGGCCAAAGTTTGTGCTTGTCTTTCAATTTAAATGAAAGCCTCTTTTATCGAAAATTGTTTATTTATCTGTTTATATTTTACTTTTCTAACTTTGTTTGTTTATGATTTCAGTAATANTAATTTAAAACCTGCCAATGTCATGTCATGTCACGAGCCGAACGAACAAAATGAGGCAGGTGATGACGAGTGCGAGGAGTACGAAGAAGAAAATGAGGTACCCGAACACGTTGCCGAAGAGTTTCGACAATTCGAGAATCAACACAAGCCGAATCTGGANGAAACTGAGACTGTGAATCTNGGAGATGAGGAATGCGTCAAAGAAGTNAGAATCAGCGTCCATCTGACTGAAGCTCAAAGAAGAGACCTGGTTCGTTTGCTTAGGGAATACATCGACGTATTTGCCTGGTCTTACGAAGACATGCCAGGGTTGAGCACGAATATGGTGTCCCACAAGTTGCCGATCGATCCAGATTTCAGTCCGGTAAAGCAAAAGACTCGGAAGTTCAAGCCNGANTTGAGTTTGAAGATCAAAGAGGAGATTACCAAGCAGATCGAGTCNCGAGTAGTGGAAGTGACGCAATATCCGACTTGGTTAGCNAATATTGTTCCGGTTGCCAAGAAAGACGGAAAGATCAGAATTTGTGTTGACTATAGAGATCTCAACAANGCTAGCCCGAAAGATAATTTTCCNCTNCCAAACATTCACATNCTCATTGATAACTGCGCTAAGCATGAGATGCAGTCATTTGTGGATTGTTATGCGGGTTATCACCAGATCCTGATGGACGAAGAAGATGCAGAAAAGACCGCTTTCATCACGCCTTGGGGCGTNTATCGTTACCGAGTGATGCCNTTCGGTCTCAAGAATGCCGGTGCTACTTACATGAGGGCTATGACGACCATNTTTCACGATATGATTCACAAGGAGATCGAGGTGTACGTGGATGACGTCGTNATCAAGTCCCGCGAGAGTTCGGATCACTTGACTCACTTGAGGAAATTCTTTGATCGCTTGCGNCGATACAATTTGAAGTTGAATCCNGCNAAGTGTGCTTTCGGAGTGCCNGCTGGCAAGTTGTTGGGATTTATNGTCAGCAGGAGGGGCATTGAGCTTGACCCTTCCAAGATCAA

>rnd-1_family-235#LTR/Gypsy ( RepeatScout Family Size = 395 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AGATTCGAACCATTCTTCGTNTGCGTATAAGGTCGTACCGGGTGATTCTTAAATTGCTCATATGTGTAAAGGTCAATTCTTTAGTGTGGGAATGATTTTGGATATGAATTAAGGTCACNAGAANCCCCTAGCACAAAGTCGAGTTGAAAGCTTCCTTACCGATTAAGTTTTGACGTAAGATTCTACTTGGGTCAACTTCAAACGACCATATCTCTTAGAATATAAAGAGTTANGTGGCCCATAACCTATCAAATTAAA

>rnd-1_family-513#LINE/RTE-BovB ( RepeatScout Family Size = 124 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AAATGGAATAGTGAGGATTCATATAGCCGACCCCAACTTGTTTGGGATTGAGGCGTAGTTGTTGT

>rnd-1_family-580#Unknown ( RepeatScout Family Size = 99 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AAAGGACTTTCTCACAATAATGGGGTTCTTAGNTGAAAGGCTATTCTCATCTTTGAATCTATGAGCTATCCAATGAATGAATGAATGTTGGGTTGGGATGGATGCTCATCCGTGAGTTGAGGCGGGGTATCTAGTAGCAATCCCTTATCCCATAATGAA

>rnd-1_family-473#Unknown ( RepeatScout Family Size = 138 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AAAGGGGTTTAAAATATTGCGTTTTAATGAGTTTAAGGGTTCAGTTGACAAATGAGTAAGTAGAAGGGTCCANAATACAAACGGATACAAGTACAAGGGTCCACCAGACCATTTCGCC

>rnd-1_family-531#LTR/Copia ( RepeatScout Family Size = 118 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TTGTGNTGTNTGTCCTNTGGCTAAGCAAACTAGATTNCCTTTTCCTGTGTCTACAACTAGAAGTAGTTCTGTATTTGANCTNNTNCACGTNGATGTTTGGGGTCCNTATAGAATCGCCACTCATGATGGNNANAAATATTTTCTNACCATTGTTGATGATTATNCTAGANNNACNTGGATNTATTTNCTGAGNCTNAAANCTGATGTTATTGTTGTCTTAAAGTNTTTTTTCANAATGGTCGAAANTCAGTTTGANCACAATGTNAAGATCGTTAGATCTGATAATGGCGNTGAGTTTNTTAACATTGAATGCAAAGACTTATTTGCNTCTTTAGGNATCGTNCACCAAAGNNCTTGTCCNTACACNCCACAACAAAATGGNGTNGTNGAAAGAAAACATAGACACNTNCTNGAGATNGCNAGAGCNNTCANGTTTCAAGGTAANNTNCCTATNAGGTTTTGGGGNGANTGCGTNCTAGCTGCCGCNTATTTNATNAATAGACTNCCTACTCCTACGTTGGAAGGCAAANCTCCNTATGAAGTNTTNTATCAAAGGAAGCCTAANCTNNATCACCTNAGAGTNTTTGGNTGTTTGTGTTATGCTACCACACTAATTAGGAAAGACAAGTTTGNNCCNAGAGCTANNNCTCGCGTTTTTATGGGNTATTCTGCGACTCAGAAGGGNTACANGNTNTNTGATCTTGCAGACAAGANGTTCTTTGTCAGCAGGGATGTCGTNTTTNANGAAGACGTNTTTCCTTTT

>rnd-1_family-506#Unknown ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GTTTGGGTTCCATGAGAGGACCAATGACTTGACATAATTGTGTATCTTGAGAAATGTGAAATTGTACGTTGTTCGTAAATGATGATGATATTGTATATGTTCGGTGTATGCATGTTATTATTATGTTGTAATGACTTATGTATGTT

>rnd-1_family-518#Unknown ( RepeatScout Family Size = 122 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TTTTTAGGCGTTAAGTTAGTTTCTTGTGGCTTTCACGGATNTCGGGTCAAGGAGACCTCGGATTCGTATTTCGACGGTTCCGTTGAGTCCGGAACGTCGAGTTTAGTNGGGTTGCATATNTNGTTTGCGTGCACGGGGTTCCGAACGAATCCCGAGGGTCCNTCGGAGATTTAAACTTTGGCGTTATTGCTGTGTTTCAGCTGC

>rnd-1_family-383#LTR/Gypsy ( RepeatScout Family Size = 197 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

CCCACATTAACTGGAGGTCCTGTAAAACTCGGCGAGGTAAGTGACCACTCGGCGTGTCGCCGAGTGGNTCGGCGAGCGCGACTAACGTCGCCGAATGGGCGAGAACTGGACGGTTTTTAAGGCCAAAGGTTTAAAAGTTTCAAACTCTTTCACTTTCCCTCACTTTTNANCTTCCCAAACTCACACCCGCACTCTAGTTTCTATATTCTTGCATTTTTANAGTATTTTAGTCGTCGATTTGTGCTCGGAGTTGGATTACATTGCCGCCTAGCATTTCAATATCATTTTAATCGGCATCAAAGGTTGGTTTTCCGAACCCCGAGTTTATTTTTAGNAATTTGTACTCATTTGCAAATGATCTTATCGTATTGTCGTGTGCTGGGCCTCTCTGATAGGATTAGAATGTTTAATTGCCTGATTTAATTCGATAATCTTTCCTATA

>rnd-1_family-470#DNA/PIF-Harbinger ( RepeatScout Family Size = 141 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TTTTATCCCGGGATAAGTTATCCCGGGATTACTATNCCACCCNNNGGGAGGGATAACTTATCCCGGTACTAATTATTAATCCCGGGATAAGTTATCCCGAACTTGCCAACCAAACAACAAATTAAGTGGTACTATAATTTAATCCCGGGACTATTTGNTNTTATCCNTCACACCAAACGACCCCTTAA

>rnd-1_family-476#DNA/CMC-EnSpm ( RepeatScout Family Size = 137 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GGAAAAGGGCCAAAAATACCCCTGAACTATTCGAAATGGTTCAAAAATACCCTTCGTCCACCTATTGGNCTAAAAATACCCCTCAGTCCACCTTTTTGGTCCANNATTACCCTTAAAACTAACAGCCTTTTATTTTTAAATTATTATTATTATTATTTATTACGTGGCGTCTTTCTATTGGATAAANTTAAATCCCAACCCACCAAATTTTCTCCTACCCACCCGACCCATATCGACGTCCCTTGACCCAAACCCAATTAAAAGACCCAT

>rnd-1_family-541#LTR/Copia ( RepeatScout Family Size = 115 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AGGTCTACTGTGATTCAGATTGGGCNGCNTGCCCNGATACNAGAAGGTCNGTNACNGGNTACGTGGTTAAGCTTGGAGATTCNCTGATNTCNTGGAAGTCNAAGAAGCAAGANACNGTNTCTAGAAGTTCAGCNGAAGCTGAGTACAGGAGCATGGCAAGTGCTGTAGCTGAANTAGTNTGGNTAGCGGGATTGTTNAAAGAACTNGGAGTTGATGTCGTAACCCCAGCTACCGTCTATTGTGACAGCAAAGCTGCNATNCANATTGCCGCNAATCCAGTNTTTCATGAGAGAACNAAACACATNGANATNGATTGTCATTTCGTNAGGGANAAGATTCAGGAAGGNCTGATCGANACTGANTACGTGCATACCGAAGANCAACCGGCNGATNTNCTNACNAAGGGNCTNGGCAAGNCTCAACATGANTATTTATTGTCCAAGCTNGGNGTGNTNAATATCTTCAATCCTACCAGCTTGAGGGGGAGTGTTAAAGATGGTATTACATAGTAAGCTGAGNGTCATTATGTAAATAATAGTAGTTAGAGGATTAGTTATAAAATAGTTAGTTAAAGTAGTTACA

>rnd-1_family-294#LTR/Gypsy ( RepeatScout Family Size = 294 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TGAGAGTGTCGATATCCTCATCTCTTTCCTTCTATTCCTATTCAAGCTTGAGACAAAGAGTTCCTCGTAGCTTGTTTCATGTTTTGGAGTCATGTGTGAATATGAGTTTCCATGGTCTCCTTATGTTNTGCATGTTTTGGAGTCATGTGTGAAAATGAGTTTCCATGATTTCCTTATGTTACGCATGTTCTTGNTGAATTCATGTTTAAATGAGAAAATGAGTTTTCATGATTTATGTTCCTCATGTTGATGTGCATTTAGTATGAGTTGCCTATATGCTTCATGAGNTGANTTGTTGAACATGCTTAAATGTGCTTTTGAGAGAGTTGCATAATGTGCTTTTATGAGAA

>rnd-1_family-378#Unknown ( RepeatScout Family Size = 209 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AAGGTTTTCTCACATAGAATGATTCTAGGTTGAAAGGCTTGCTCACCTAAAATGAATCAAAGCATGTTAGACTAGGATAGCTTGAAGTNGTGACATATGATCCCTTCATGATAGCTTGACTTGGTAGGACAAGACCATTTCATGGTAGCTTAGGATTGAGGATCCATACTCTCCTAAGGGATAGCTTGACTTGGCATCGTAAGATGCNTTTCATGGTAGCTTGAGTTAGGAGTATTCATGGTAGCTTAGGATTGAGGANTCATACTCTCCTAAGGGTAGCTTGNACTAGCATCGTAGGATGCCTTCATGGTAGCNTGACTTGGTTNGGCCAAGACCATTTCATGGTAGCTTAGGATTGAGGACTTATACTCTCCTNAGGGTAGCTTGGGATTG

>rnd-1_family-485#Unknown ( RepeatScout Family Size = 134 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GTCCTTCGGGATGACTCAGTTGGTTTGGAGGGTGGTCATCCACACGGATGACCCGGGATCGATCCCCCCTCAATGCCTTCTGGGTCGAGCTCGTCGCACCGGGCTTGCCTAGTGCGGGTTACCTCTCCTATGTGGTTTGCGAGCTATTGCATAGTG

>rnd-1_family-174#LTR/Gypsy ( RepeatScout Family Size = 516 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TGAAGGAGCTACTTCNGGTTCTGGCGGAGGACAGAACCGCNTNTATGCTCTCGCCGGTCGNCAAGANCGAGAGGNTTCNCCGGATGTNGTCACCGGTACGTTGNAAGTCTTTAACTTTGATGTTTATGCTTTGNTAGATCCNGGNGCTACTTTGTCTTTTGTNACTCCNTATGTTGCNATGAAGTTCGATGTTNTTCCCGAGCGACTTAGTGAACCCTTTNNTGTNTCTACACCNGTTGGTGAGTCTATTNTAGCTAAGAGGGTCTATCGNGATTGTCCCGTTTCCGTCGATCGCAAGAGTACCTCGGCTGATCTNGTNGAGTTAGANATGGTAGATTTTGATGTCATTCTNGGTATGGATTGGTTGCATGCTTGTTATGCCTCNGTTGATTGTAGAACTCGAGTTGTCAAGTTCCAGTTTCCAAATGAGCCAGTCCTAGAGTGGAAAGGTAGTTCGGCAGCGCCTAAGGGTCGGTTTATTTCNTACCTTAAGGCNAGGAAGATGATTTCTAAGGGTTGCGTCTATCATCTNGTTCGGGTTAANGATNTAGATGCCGAGACACCTNCTCTTCAGTCGGTTCCGGTAGTNAATGAGTTTCCAGAAGTNTTTCCAGACGATCTTCCCGGNGTCCCTCCCGAAAGGGAAATAGACTTCGGTATNGACNTNCTTCCAGATACNCAACCTATNTCTATTCCTCCNTATAGAATGGCTCCGGCGGAGTTAAAGGAGTTGAAGGAGCAGTTGAAAGACTTGCTGGATAAGGGCTTCATCCGACCNAGTGTCTCNCCATGGGGCGCNCCGGTNTTGTTCGTGAGGAAGAAAGATGGNTCNCTTAGGATGTGTATCGATTACCGNCAGTTGAACAAGGTNACCATCAAGAATAAGTATCCTCTTCCGAGGATTGATGACTTGTTCGATCAGCTNCAAGGTGCTAGTTGTTTCTCNAAGATTGACCTNAGATCGGGTTACCACCAGTTGAGGGTNAGGGANNGTGACATTCCGAAGACGGCTTTCAGAACCCGGTATGGTCATTATGAGTTTTTGGTNATGTCNTTCGGNTTGACCAATGCNCCGGCGGCGTTCATGGACCTGATGAATAGGGTGTTCAAGCCGTATCTAGATNTGTTCGTGATCGTNTTCATTGATGATAT

>rnd-1_family-269#LTR/Gypsy ( RepeatScout Family Size = 332 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AGATGACAGGGCTCAGTGTTATGCCTTTCCGGGCAAGANCGAGGCNGAGGCGTCTGACGCGGTGATCACANGTACTATTCTTGTCTGTGACCGGATGGCTANTGTGTTGTTTGATCCGGGTTCTACTTATTCNTATGTGTCCGTNCGATTTGCCTCGGGATTTGATATGATTTGTGATATACTTGATGCCCCCATCCATGTTTCTACCCCAGTTGGAGAGTCCGTCGTAGTCGCCCATGTNTATCGTGCTTGTCCTATTTTGTTTATGGGTTTTCAGACTTGGGTTGATTTGGTNATTTTGGATATGACTGACTTTGATATAATCTTAGGCATGACTTGGTTGTCCCCCTATTATGCTGTGCTTAATTGTAATGCTAAGTCTGTGACTCTAGAGATNCCGGGTAGGGAAAAGTTAGAGTGGGAAGGGGTGTACAAGCCTAAGCNAGCTAAGATCATATCCTCCATTCGGGCTAGGAAACTGGTAGGGCAGGGTTGTTTGGCTTATTTGGCTCATATTCGGGATGTTGAGGTTGAGTCTCCNTCTATTGAGTCTATTCCTGTGGTGTCAGAGTTTANAGAAGTGTTTCCTACCGATTTGCCTGGTATGCCTCCGGATAGAGATAT

>rnd-1_family-569#LINE/L1 ( RepeatScout Family Size = 103 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

CCTTGGTGCACCGTTGGNGACTTCAATGTTATNACNNCTACTGAGGAGAAGCTGGGAGGNATACCTTACAACATGAGNAAGAGCTTTGAGTTCATTGGCGTNATTGAAGCTTGTGGACTNACGGATTTGGGNTTCANTGGACCTAGATTCACTTGGTGTAATCAAAGGGGTANANANNNCAGAATTTGGAAAAGGTTGGACAGAGCTATGGTTAACGATAAATGGTTGGAAANNATGCCTCANACTACCATCGCACACCTACCNTCTGTGGGGTCNGATCACTGTCCNCTACTGATGGAAATGACTGTTAGACCAGAGAATCACATCAAATACTTCAAATTCCTNAATTGCTGGGCTGATCAACCTGCATTCGTGGAGACTGTTAAAGACTGCTGGAACAGGAATGTCGAAGGNAATCCCATGTGGAGCTTNCATCAGAAAATGAAGAGACTTGCCTCTACTCTTAGCGNTTGGTCTAAAANGCAATTTGGAGATATTTATGCNAAGGTCAAAGANTTTGAGGAGAGAGTCAGGGTGGCTGAAGAGGANCTTATTCACAACAACACTGAAGAACAGAGANCAAAACTTCATGGCATTAATGCAGAATATATCAGATNCNTGAAGNTGGAGGANTCTATTCTTAAACAAAAGACTCAGCTNCAATGGTTTAAGGAAGGGGATGNNAACACCAAATACTTTCACGCTTTGATNAGAGGNAGAAGGAGAAGGCTGTTTATTCACAAAATNCGCAATGACAATGACGANTGGGTACAGGGTGATGANNANATTGCGNAGGCNGCCTGTGANCATTTTCAGAACATNTTTACAGGAGAAGAAAATCTTATTGATGAAATCCCCATGGATTGTATTCCTAGAATGGTCACNCAGGAGCAAAATGANANGNTGAAGGAATTGCCNACTNTGGAGGAGNTNAAAGAGGTGGTNTTCTCCATGAATCCTAATTCAGCTGCAGGACCTGATGGTATGAATGGGCGTTTTTTCCAGANNTGCTGGGATATTATCGAAGANGACCTGCTGGCGGTNATTCAGGCTTTTTTCNGTGGCCAAATGCTNCCCAAATNCNTTACNCACGCCGGCCTGGTTCTNNTTCCCAAAGTGAANAATCCTAATAAACTTTCNGANTTNAGACCNATTAGCCTGAGCAATTTCACTAACAAGATCATTTCCAAGNTNNTNCGCGNNAGATTGGNCCCTATCTTACCTAGNCTGATNTCNNNNAATCAGTCAGGNTTTGTNAAAGGNAGGAGCATTNCAGAGAACGTTNTGCTGGCNCAAGAGATTATTCGNGATATCAAAAAACCTAANATTGGAAGCAATGTNGTNATCAAGCTNGATATGGCNAAAGCNTATGATAGGGTNTCTTGGTCGTATACTTGTCTGGTNCTNAGAAAAATGGGNTTTGGNGAAGTNTTCATTGATATGGTNTGGAGAATTATGGCCAACAATTGGTACTCTGTCATTATTAATGGCAANAGNCATGGTTTCTTTCANTCCACTAGAGGCTTAAACAAGGGTGATCCTCTATCCCCCGCCCTATTTATTTTAGGTGCTGAGGTNCTGTCNAGANCGCTGAACGNNCTGCACCANAATCCGNTTTACCANGGTTTCTANATGGAGCCNAGAGGNCCTCAGATTAATCATCTNAGCTTTGCAGATGACGTCATTATTTTCGCTTCTGGGAGGAAGCATTCTNTNAAGCTNATCATGGANACNTTGGNNANNTATGAGAGGATNTCTGGNCAGCTNATCAACAAAGACAAGAGTCATTTCATGCTNCACTCCAACGCTTTCAGAACTACCAGCGACAGGATAAAAAAATACACTGGTTTTCATCAGAAGGANANTCCTNTTACTTACCTNGGNTGCCCTCTATNTATTGGNAGGCNAAGGATCATNTATTTCTCTGAACTTATCGACAAGGTNGCGAACAGAATTACNGGTTGGCAANCNAAGNTGCTNAGTTTTGGGGGCAAAGTNACTTTGATCAAACATGTNCTGCAATCNATNCCTATTCACATNCTNTCGGCTACTTCCCCTCCCANNACTGTTATTAAACAGATTCANAGNATCATTGCTGACTTCTTCTGGGGATGGAGGAATGACAAGAAAAAATANCATTGGGCNTCNTGGGAAAACNTGAGCTTTCCNTATGATGAAGGAGGNATTGGAGTNAGACTCATGNATGATGTTTGTCAAGCTTTCCAATNCAAACAATGGTGGANNTTCAGAACCAAACANACTCTTTGGGGNGAATTTCTTAAGGCCAAGTATTGCCAAAGATCCNATCCNGTNGCAAAAAATGGGATACNGGNGAATCNCNNGCTTGGAGATANATGATGAANAACAAACACAAGGTGGAGANCAACATTCGNTGGAAAATCAAANCCGGATCCTGCTCCTTTTGGTGGGATAATTGGCTAGGAGTGGGTCCNCTNGCTCANTATACCGCTGACAGCAACAGNCTCAACAACGCTACCGTCGCGNANTTTNTNGTAGATGGACAATGGAACGNGAGTAAGNTGCGACAGGCAGCTCCTCGNAGCCAGGTNCCCAACATTCTATCNACGCAGATNCAGCTCCAGCAAGGCAGCCAGATCAGGCAGTNTGGAAACTCAACGCCGATGGNAANTTCNCTTGCTCNTCNGCNTGGGANANTATCAGAGAGAAAAGGGANAANACCGAGATCAACGCCTACATTTGGCATAAACATATTCCTTTCAAATGTTCCTTCTTGCTNTGGAGAGCANTNAGGGGCAAACTNCCNACCAATGAAAAGCTNTCAAGCTTTGGAGTNGAACCTAGCGANTGTTNCTGCTGTCACTCGCCAGGTNGGGATGANATCGANCACATCTTCAATTCAGGNCACTTTGCNAGNCACGTCTGGAAATTCTTTGC

>rnd-1_family-248#LTR/Gypsy ( RepeatScout Family Size = 364 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

CCACCTCCATTTCCACAAAGGCTCGAGAAGCAGAATGAGGATGAATGCTTCGGTAAGTTTCTCTCTCTCTTNAAACAGGTTCACATTAATCTNCCGTTGGTNGACGTTTTGCAGGGTATNCCCGGGTATGCNAAATNCGTGAAGGAGATNGTGGCAACAAGAGGAGGCTGACNGAGTATGAAACTGTAGCACTTACTGAGGAGTGCAGCTCCAGAATCCAAAATAAGTTGCCCANNAAGCTGAAAGATCCGGGTAGTTTCACTGTNCAGATTACNATTGGGCTGTTGCACTTTGCNCGGGGGTTGTGTGATTTGGGNGCNAGTATAAATCTGATGCCANCGTCNTTGTATAAAAAGTTGGGTTGGGTAGTCCAAAACCCACTACCATNATCCTACAGNTGGCCGATAGATCCGTTGCTAGGCCCGAGGGCGTNGTAGAAGATGTNTTAGTGCAAGTGGGNTCGTTGATNTTTCCGGTAGATTTTGTGGTCCTNGATTTTGAGCCCGATCCTGAGGTTCCATTCATCTTGGGACGACCNTTCTTGGCCACNGGGAGGGCATTGATNGATGTAGCAGCTGGGCAGATTAACTATGAGGGCACATGATAAGGTNGAGGTGTTCGATGTTTACAGGGCNNTGAAGCTGCCTGCTATCTATGAAGAGTTGTCTGCTATTACNGTGGTNGATCGCGNGGCAGAGGCGCATATTGAAGANCCNCTTAGAGNGAGCGCTAGTAGGGTCATGACGAATTTGATGGAGATGCTGAGGCCCAAGAGTATGACGAGTTNGTGGCCGCACTCGATAGGTGCGAGTNTCGTTCAAACCGAAGAGTTGGAGTTAGACATGAAGAATCGCGAGTCCCCACCCGCAAAACCGTCNATTGAAGAGNCACCGAAGCTGGAGCTNAAGGCTCTACCNTCNCACCTNAGGTATGTATTCTTGGGNGNAAATAACACTTTACCGGTNATCATTGCGGCAGATTTGANTGCGAGACAAGTAGAGTGCTTGGTGACCGTGTTGAAGAGGTTCAAGCGAGCTATTGGGTGGACNATTGCNGACATTATTGGGATTCCTCCCGGCATTTGCACTCACAAAATCCAACTCATGNCGGATCGCAAGCCNAGTGTCGAGCACCAAAGGAGACTAAATCCACCNATGCAAGAGGTGGTGAAAAAGGAGATCATCAAGTGGTTGGATGCGGGAGTNATNTACCCCATTGCGGATAGTAANTGGGTNNGTCCNGTGCAATGTGTGCCNAAGAAGGGNGGNATNACTGTGGTTCCGAATGAAAAAAATGAGCTTGTTCCGACGAGGCCGGTGACCGGATGGAGAGTNTGCATGGACTACCGGAAGCTGAACGCGTGGACCGAAAAAGACCACTTCCCNATGCCNTTCATGGATCAGATGCTNGATAGACTTGCAGGNAAGGGTTGGTATTGTTTTCTNGATGGGTATTCGGGCTACAATCAGATCTCTATNGCTCCGGAAGACCAAGAGAAGACCACCTTCACTTGCCCTTATGGGACTTTCGCNTTCAAACGGATGCCATTCGGGTTGTGCAATGCTCCGGCGACNTTCCAGCGNTGTATGATGTCGATATTTTCTGATATGGTGGAGGACNCTATNGAGGTGTTCATGGATGATTTCTCNGTNGTAGGTGANTCTTTTGATCGTTGTCTGGATCATTTGGCCGAGGTGCTTAAAAGGTGTGAAGACTGCAATCTGGTGCTNAATTGGGAGAAGTGTCACTTCATGGTNAAAGAAGGNATAGTTCTGGGTCATCGGATNTCGGAGAAAGGNATNGAGGTTGATAGAGCNAAAGTTGAGGTAATNGAGAAGCTNCCACCACCNATCTCTGTAAAAGGTGTTCGAAGTTTTCTTGGGCATGCAGGTTTCTACAGGAGGTTCATCAAGGACTTCTCNAAAATTGCACACCCATTGTGCAAACTNCTCGAGAAGGAGTGTAAGTTCGATTTTGATGATGCTTGTCTGAGAGCATTTGGAGAGTTGAAGGAGAAGTTGGTTGCNGCNCCTATCATTATTTCTCCTAA

>rnd-1_family-581#LTR/Gypsy ( RepeatScout Family Size = 99 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TTTTTTTTANNNTGGGTTCCTCGGCTTTTGTTTTCGGTTCTTTTCCCGAGGATAGTCCCTTTGAACCGAGTAGGATANTTTATTNTTTTATNGGATCTTAGAGTCGTCGTAGTTGAGTGACAGTTCCCGATGATGGATGGATGACGACCGTCTTAAGGGAAAATTAGTCACATAGAAGAGTAGGATTGAGAAACCGACCTTGGCCTTTTGAAACCATGTCCGAAAAAGTTAGCCAAACGTCATGGGTAGTCATANTTGGAAGAATGCAATAGATTGTTGACCTTGNAACAAGCATANGTTCTTNGTTTCGACTCGAAAATAAAAATANATGGGCTTAATTGTGTGGTAATACCGTAATGCAAGTTGTATGAGCATGCTAGTTGATATATCCTTATATGTGTCGTGATGCCATGTGTGGTGAGAATTGNTTGGTTCTTTCTTAACTTGATATCTAGAACTTGCCCCGCGTGTTGTTGAATNAGTAGCGTGTNTGACTTAAGGAATGTGATTGAGGCGTTTCTTTGAATTAGCCAATTCTTAANTCTACTTGTATGCCTACCATTGAAATTATCCCTAGTNAAGCCCCATTGAGCCTTTAGCCTTGATTTTGTTGNTAANCCACATGATAAGCCGAATCCCTTTNNTTGATACCGAGTCTTTTGATCCCATGAAAAATCCTTAATGCACTATGTTGAGAAGAAGGGTGGAAAACGNCGGTTGATATAGTAAAGGGTGGAAATGCTACGTTGTGTGGGAAAGAAAATTCTGTNTTGGCCCTGGTCCTTAGCGACAATGTGCACCTCGACTAAAGTTGAGGGTGGCTAATNTAAAAAGTACACTTAAATCTTGGCCCTGGTCCGACATCAAGGATATTGTGCACCTCACTCGGATGTTAAAA

>rnd-1_family-379#LTR/Copia ( RepeatScout Family Size = 201 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GCAGTTCCAAAGACCCCTTTTGAACTGTGGACCGGAAGGAAGCCTAGTTTAAGACACCTGCATGTTTGGGGTTGTCAAGCGGAAGCTAGAGTTTATAATCCACATGAAAAGAAATTAGATTCTCGAACGGTAAGTGGTTACTTTATTGGTTATCCAGAGAAATCTAAAGGGTATAGGTTTTACTGTCCAAATCATAGTTCGAGAATTGTTGAAACCGGTAATGCAAAATTCATTGAGAATGGTGAAGTTAGTGGGAGTGTTGAACGACAAAGTGTGGAAATTAATGAGGTAAGGGTAAATATTTCATTGCCCATGAATGTACCTACTTCCGCACCAATAACAAATGTTGTTCCTCTTGTTGAAGAACACTTTAACAATGTTGAACAACATTTGGGTGAAACACTTCAAGAAGGAACTAACTCACAAGTATCTGACGCAAATGAACCACAAACAGTGCCATTAAGAAAATCTCAAAGAGAAAGAAAATCGGCCATTTCAGATGATTATGTGATTTATTTGCAAGAGTCAGATTTTGACATTGGAATTAATAAAGATCCGGTTTCATTTTCACAGGCCATAGAAAGCACTGAGTCTGATAAATGGATTGATGCCATGAATGAAGAGTTGAAATCCATGGAANACAACAAAACTTGGGANCTNGTTGANTTACCAGAAAGTAAAAGAATCGGGTGTAAATGGGTCTTCAAGATCAAACGCGANGCTGATGGNANTATTGANAGATACAAGGCNAGACTNGTNGCNAAGGGNTACACNCAAAAAGAAGGNATTGATTATNANGANACNTTTTCNCCNGTNGCNAAGAATGACTCATTAAGAATTGTTTTGGCTTTGGCAGCTCATTATGATTTGGAGTTACATCAAATGGATGTNAANANTGCCTTTCTTAATGGAGATCTNGANGAGGAAGTTTATATGG

>rnd-1_family-230#LTR/Gypsy ( RepeatScout Family Size = 409 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

GATCGCCCAAAGTTACAGAACTTGAGGATGCTGAAGGCCAAGGCAAAANGGCGATGGAANGGAGCAAAGGGCGGATCGCCGANCGGNTCGGCGAGCCCGACTTACTTCGCCGAATGGCCCTTCGCAGCAAANTTTTGGCGACTATAAATTGAATTTTGAATTT

>rnd-1_family-339#DNA/CMC-EnSpm ( RepeatScout Family Size = 245 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TGTAATGACCCTCCNGGTCATTTCTGCGTCTTGCCTTCTGTGCGTCGTTTAGAGCGTTCCTGTAGCGACCCCAAGTCATTTATGACTTGCTGGGACTGACAGTTCGGTCGCCTGGTCGTTCGTTTGGTTTTGGTGCGAGTTTTCGTGTTTTGGAGCTTATGAACCTTGAACGGTCGNTTTCGATCAAAAGTTCAAGAAGACGACCTCGGAATGGAATTCCGTCGATTCCATCAGCTCCGGAATGGNNATTTTAGGCTAGTAGCGTGGTCGGCGCGANTCCCGAGNCTTTCGGTGTGAGTCGTGCGATTAGGCGTTTTAGACTTTGAAATTTGGCTTAAGGTTGACTTTGGTCAACATTCGGGGTTCGCGCGCTCGGATCGGAATTCCGACAGTTCCGTTGGNTTCGGAATGTCGATTTTGGTCTAGANCGAGTCTTGGTTCGTTTCCCGAGGTTTTCGATNTCTTTTCGAGCCTTTTGTNGGTTTTGNCTTAAAATGGCTTTCGGAAGTGGGACCCACTTTTTGTCGAGGAGACCTCGGATTCGNATTTCGACGGTTCCGTTGAGTCCGGAACGTCGAGTTTAGTNGGGTTGCATATNTGGTTTGCGTGCACGGGGTTCCGAACGAATTCGGAGCACCCCGTCGGAGTTTTTAGTTTTT

>rnd-1_family-572#Unknown ( RepeatScout Family Size = 103 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AAGAAAAATAGGTTCTATGCTCTCCAANCTAGAGGTGANCAAGAGTGNTCTCCNNATGTNGCTACCGGTATGTGTTTTATGCTTTATTAGATTCCGGTATTNCTTGTCTTTTGTGACTTGATAGACTTGATATGNTGGACTTTGATGTTGTCTTTAGTATGAATGGGTTTCATTATNGTTATGTGTTGTTGNTGGTAGAACCCGACTTAGTCATNATGAGTTTTGGGTATGTTGAAAGATTTGATGAATAGGGTGTTTAGGTGATGCCTAGAGGTGTTGAGTGAGTAGACTCCTCTAAAGGGTAGNAGTGTAATTCACCATGGTTTAGAATCATCTTGTGTGATGGATGTGAAA

>rnd-1_family-538#LTR/Copia ( RepeatScout Family Size = 117 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

CCCAGTTTCAGGAGTTTATGNCTCACCAAGGNATTATTCACCAAANNTCTTGTCCATACACNCCTCAACAAAATGGNGTNGCNGAAAGAAAGCATAGGCATCTNCTTGAGACNGCTAGAGCNCTNNTGTTTCAATCNAANGTTCCTNTNAANTTTTGGGGCGATGCGGTCCTTACAGCTTGTTATTTGATTAATAGANTGCCCTCATCTNCTGTTCGGAATCAGGTNCCACATTCCATATTGTNTCCTCAGACAAGTCNCTATTTTCCGNTGGAACCTCGGGTGTTTGGAAGCACATGCTATGTTCGTGACGTTCGACCNCCTGNNAAAGNTAAATTAGACCCNAGNGCNCTNAAGTGTGTCTTTCTTGGNTATTCTCGNNTTCAAAAAGGGTATCGGTGTTATTCTACCGANCTTCGCAGATATCTTGTGTCCGCCGATGTGGCATTTTCNGAGACTCAACCTTNCTATGCATCTTCTGATCATCCTGATGTCTCTGNGGTCTTACCCATACCTCAGGTCTTACCTGTACCGACTTTTGAGGAATCTACGGTTACTTCTACATCTCCAGTTGTAGTGCCACCACTCCTAACTTATCATCGNCGTCCGCGTCCAGCACTAGTCCCAGATGATTCATGTCATGCGCCGGACCC

>rnd-1_family-349#DNA/CMC-EnSpm ( RepeatScout Family Size = 233 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

AGGAAGAAAGAAAATGAGTCGGATCCGGATGTGTGGGTGGAGGAAAGGGCCGAACGAACTTTTGTAAGTTATTTAATATGAATAATATATATNAATAGTGAATATATTTATGATATGTATATATATTGATGTCAATTTTTATATTTAATATGCAGAATGANTTTCATCAGTACGTCGCTGAGAATCTAGATAGTTCGGTCCAANTGACACCTGAACTGTCCACTCAGATTTGGAAAGAAAAAGTGGTAGGGGGGACACACAAGGGTAGATTCTATGGTCTAGGCTCTCGNAACGATGTAAGACGACTCCAGTCAGGCTTAGAAGGTATTGGATCGTCACGTCAAGCCGAGGCACTTGACGGTGTTCAGATTGCTGCTATGTCGGATCAAATAGCNAAACTTACAGCGGCACTGGCAGAGTCGGAGCGGAGAAGAGTAGCTGAACAANAAAGCATGAGTGAGACCGTTCAGCAAATCAAAGAACAAGTGATGAACCTCGCTCGTCGACCTACTACTTCGGCTCCCGAGGACACCGACGACGAGAGTGATGAGGATGATTACGTAGATCCCACTCCCTAGTTTAGATCTCTTTACATTTATGAACTTTTTGNAATTTTGAAACGAATTTTGAAAGACTTTATAAGTCTTTAAATTGTGATTTAGATATTTTTGAATGTTAATTTAAGTTTGTTGTTTTATATTTTGTGTAGNTTGTTTATAATTGTGTGTTTGATTGGGCTGAATAGTGTNGAATTGAATTGAATTGCATTTGCAGGTGGGCAGCAGAAACTGCNAGCTTCTGCCGTCAAAAAAATCGCAGGAAAAGCGACGGACAGCGTGGTTTTGTCCGTCGCTTTTCTGGGTTTTATTTTTTAAAAATCCCAGAAAAGCGACGGACAGAACGNCCTTGTCCGTCGCTTTTCTGGGTTTTTNAAAAAATTAAATCCCAGAAAAGCGACGGACAGCGTCGCTTT

>rnd-1_family-471#DNA/hAT-Ac ( RepeatScout Family Size = 141 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TAGGTGTAATTTGTTCTAGATACACTGTATCCAAGTGTGATTCGCATGTATCTGGGATACATA

>rnd-1_family-161#LTR/Gypsy ( RepeatScout Family Size = 547 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

TTATATGTTATTTCAGCTTTACTCTATCCTGCATGCTCAGTACCTTTCAAGTACTGACGCATACTCTGCGCTACATCTTCTCGTGATGTAGGTTCAGGTTCTCAGCATCCAGATCACGCTTAGATCGGTTCCCGATCTCCAGTTCAGCAGCATCAGTGGTGAGTCCTCATTCTTCGAGGACTAGTGACATGTTTATCTTTATCGCTTTTAGTCTTTAGTTTCAGTTTT

>rnd-1_family-335#LTR/Gypsy ( RepeatScout Family Size = 248 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 2361 out of 4218 contigs )

ACGTGAGGGTTAGAGTCGTAAAATGACTTCCCGTACTTAGAATGAGGTGTTTAGGGGTTAAACGTCAAGGTACGACCCCCCAAGGACCANCCAAGGGGTCCTTGAGGAGGACCCTAAAACAGCCCCAAAAGCTGTCAAAA

>rnd-1_family-65#LTR/Gypsy ( RepeatScout Family Size = 975 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

TTAAACATAAGAGCTAATATCATATTTTGGGAGTAGTATTGAGCACCGATATGGGGGAGAGTTCANATAACTCANAGCCCCCATAAACCATGTAGCCANCGTGGGTAGGAAAGGGTCATACTTTTTAGATGACTCCTTANTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTAGTTAGGTTCTATACCCCGGCAAGGTATAGGACGGCCCTGGCAGCGTGGGCGAGACGTTGTATCATCGCATAGCTCATAGTGATGGTTGTCGGTTAGAGAAACTCCCACAGAAAGTATATTGTATTTTTATATACGCAGTTTTATTGTATTTTA

>rnd-1_family-516#Unknown ( RepeatScout Family Size = 122 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

GAGTTAATATCTCAGATGGTCACTCAACTATNAACTNTTTTCTCAGAAAGTCACTCAACTTTGATTTTTAACTCAAAAGTCACTCAACACTTTTTTCACAGAAAGTCACTCAACTTTGATTTTTTACTTAAAANTCGCTCAACTATGAATTTTTTTAATTAAAA

>rnd-1_family-300#LTR/Gypsy ( RepeatScout Family Size = 284 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

GGCTCANTNTTATGCCTTTCCGGGCAAGACCGAGGCTGAGGCGTCTGACGNTGTGATCACANGTACTATTCTTGTATGCGACCGGATGGCTACTGTATTATTTGATCCGGGTTCTACTTATTCTTATGTGTCCGTNCGATTTGCCTCGGGATTTGATATGATTTGTGATATACTTGATGCCCCCATCCGTGTTTCTACCCCAGTTGGNGAGTCCGTCGTAGTCGNCCATGTNTATCGTGCTTGTCCTATCTTGTTTATGGGTTTTCAGACTTGGGTTGATTTGGTNATTTTGGATATGACTGACTTTGATATAATCTTAGGCATGACTTGGTTGTCCCCCTATTATGCTGTGCTTAATTGTAATGCTAAGNCCGTGACTCTAGAGATNCCGGGTAGGGAAAAGTTAGAGTGGGAAGGGGTGTACAAGCCTAAGCNAGCTAAGATCATATCCTCCATTCGGGCTAGGAAACTGGTAGGGCAGGGTTGTTTGGCTTATTTGGCTCATATTCGGGATGTTGAGGTTGAGNCTCCCTCTATTGAGTCTATTCCTGTGGTGTCAGAGTTTANAGAAGTGTTTCCTACCGATTTGCCTGGTATGCCTCCGGATAGAGATATAGATTTCTGCATTGACTTGGAGCCNGGCACTCGCCCCATTTCTATCCCTCCGTATCGCATGGCTCCGGCAGAGTTAAGAGAGCTTAAGGCTCA

>rnd-1_family-582#LTR/Gypsy ( RepeatScout Family Size = 98 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

TTTGCAGANATGGCTAGACCNAAAGTTGCNGGNAGAGACATGCCGCCCCGAAAGAGGGCAAAAGGGATNACGATNAATGAGGATGCAGCTGCATCCAGGGNCAAGGCCACNAAACTTCCCACAACTGGTGGGAAAGGCAAGGGCAA

>rnd-1_family-583#Unknown ( RepeatScout Family Size = 98 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

TAACCCATCGGCGGCCCCTTAAAGTTGGCACNAANTTTCACTTAGACACCTCAACTAGGCNTTGTTCATTTTAGACACCTCATGTAGGGTCCCGTTGTGTCATTTTGACACTTTTT

>rnd-1_family-488#DNA/CMC-EnSpm ( RepeatScout Family Size = 133 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

AAAAGGGCCTAAAATGCCCCTNAACTATTCGAAATGGTACAAAANTACCCTCCGTCCACCTTTCGGCCCNAAAATACCCCTGACGTCAACCTTTTGGCTCAAANATACCCTTATNTCTAA

>rnd-1_family-577#Unknown ( RepeatScout Family Size = 101 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

TGTCAAGTCCCAGTACCTTTTNACGGTTCACCAGGACGGTCCGTCGTCCGATNCACGAGTCGTAGGTAGGTCTCGTAGGTGAGTCCCAGACTTAGTGAAATTT

>rnd-1_family-562#LINE/L1 ( RepeatScout Family Size = 105 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

TGGCCTTGGAAGCNNATNTGGAAAGTCAAGGTNCCCCNCAAGGTGGCNTGTTTCGCTTGGCTANTGGCTAAAGAGGCCGCGCTGACNCAGGANAACCTNACGAAAAGAGGNANTCANTTGTGCTCTAGGTGCTTTTTNTGCGANGAAGCGGCGGAGACAATCAACCATCTNTTTCTNCACTGCAAAGTNACTGCGAAGCTNTGGAANATNTTCNTCAACCTNAGAGGCATNAGCTGGACNATGCCAAGGAGCATCGCAGAGGCTCTAGNNTGCTGGAATAGAGACGGGAATCAGTCGGGACACAGGGAGAGATGGAGGATCGTCCCAGCNTGCATNTGGTGGACAATNTG

>rnd-1_family-474#Unknown ( RepeatScout Family Size = 138 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 2361 out of 4218 contigs )

TGTAACACCCCGGAAAATNGTAGGTTAAACTAGAGCCTAAACGTAAGGGTTAAAAGNTATAAAATGACTCCCCGTAGNTTAGTAGACCATCTAGGGTTAANATGAGGGTTATAAGAGTCAAGGCCAAGGGGCAAGTGCCAAGCAAAAGGGGCAAGCCAAGGCCAAAGGCCAAGGCTGCCCCAAGCTTGGCAAGCACTGCCTCAAGCTCCACGACCGCCACCACGGCCCGTGGTCNTGACCACGG

>rnd-1_family-539#LTR/Gypsy ( RepeatScout Family Size = 116 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 2361 out of 4218 contigs )

GAATTCAAATTTCGACGGTTCCGTTGAGTCCGGAACGTCGAATTTAGTNGGGTTGCATATNTNGTTTGCGTGCACGGGGTTCCGAACGAATCCCGAGGGTCCATCGGNGATTTAAACTTTGGTGTTATTGGCTGTTTCAGCTGCCGCGGTTTTTTAAAGCTGCAACATCAGTTGTTTCTTTCTTTTTTAAAGCCAAAACCAGTAGCCATTTTCCCCCAACTTGAAAAATACCCATTTCTCCATTTTTAGACTTTGAGAGCTCGAAAATAGGCGATTTCAAGTGGGTTTTCGCAAGGAATTCATTGG

>rnd-1_family-328#LTR/Gypsy ( RepeatScout Family Size = 254 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 2361 out of 4218 contigs )

AATTAGTCATTGTTTATTGATTCTCGCGTTATATTGATTGTTTGTAGACCAAGAACAAGCGGAANGAATCCGAAAAGGGAAGGATCAAGTTTCTTAGGGNATTCAAGCTTGTTTCGAGGTAGGTGATGGTTGTGATTTCATGTTGTGTGATGTATGCTTGTTAATTGCTTCATTATAATGCATGTATGTATGTGAATAGGGAAAAATGAACATCTAATGGAAATGATNATATGTNAACAATCGCATGCAATGAACCCGTTACTTGATTGTGTGACTACGAGCGTGTANTTGTGATTGTGATTGTGTNTTGTTGATTGGATCG

>rnd-1_family-384#LTR/Gypsy ( RepeatScout Family Size = 196 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 2361 out of 4218 contigs )

CAGAGAAAGAAGCGGAGGTANCTCAAAAAGTCGTCCCCATACCTAGACCTCCACCNCCNTTCCCNCAAAGGTTAGTGAAGAAGACTGAAGATGGNAAATATCGCAGGTTTATCACTATGTTGAAGCAACTTTCCATCAACGTTCCGTTGGTAGAAGCNTTGGAGCAAATGCCTGGGTATGCNAAGTTCATGAAAGANTTGGTGACAAAGAAGAGGGCTGTGAGTTTTGAAGACGATGATAGGTTGCAACATTGTAGCGCTATTGCTACGAGGTCACTTGTGCAGAAGAAAGAGGATCCTGGNGCNTTCACNATTCCNTGCACCATCGGGNTGCTNCANTTTGCNAAGGCNTTGTGTGATCTTGGGGCNAGCATCAACCTGATGCCATTGTCTATTTACAAGAAGTTGGGTTTAGGGGANCCAAAGCCNACCGCGATGCGGCTNCTNATGGCCGATCGANCCGTGAAGAGGCCCGTTGGCGTACTCCATGACGTNCTNGTGAAAGTGGAGTCGTTCATCTTTCCGGCGGATTTTGTGATTCTTGATTGTGAGGTTGATTTTGAGGTTCCCATCATCCTNGGGAGACCATTCCTTGCCACCGGGCGNGCGTTGGTCGATGTGGAGAGNGGGCAGATGAAGTTCCGANTGAATAATGANGAGGTAACTTTCAATATNTGTAGGTCCATGAAGCAGCCAAGTGATATCCACGTGGTATCTACTATNGATGTNATTGATGAGGCGGTGGCNAGTG

>rnd-1_family-584#LTR/Copia ( RepeatScout Family Size = 97 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 2361 out of 4218 contigs )

GAATTTCTTAGAAGATATTCCGTTTTGGCCCAAACCTNTGGCACCTATATGCATACACTGTGATAGTCAAGCTGCAATAGGTAGGGCACGGAGCGTTATGTATAACGGNAAGTCTCGTCATATANGACGGAGACATAATACCGTNAGANAACTACTCTCTAGTGGAATTATCACAATTGACTATGTAAAGTCAAGNGATAATGTGTCGGATCCACTTACAAAAGGCCTAACTAGAGAGGNAGTTGAAAGATCATCNAAGGGAATGGGNTTACGGCCTAGGACAAGTCATCGTGGCGGTAACTCTACCTAGNAGACTGGAGATCCCAAGAGCTAGGTTCAAGGAGACAAACAAAGTCGTGACTGACGGTTCGACATTGTCAATCAACTCAATCCATTCTCATGATGAAGACAATGTTCAGGAACAAGGATAAGACATTAAGGCTTNTTAACGAGTTAATAAAGCTTAAAGTTTTTAATGATTTGCTAAGTTTGGCAGATTTGACCAAATAGTGTATCTACGNGATAACACGGTTAGAAATCACCTATGTGAGTGTGAAGTGTAAGCCGCTTCAANGAGAATTTTGTAAAAGCCTATTCTCTANACACTCATGAAACCAGGAGGTGTTCATGGCTGAAACGAACACAACCGTGAGAACCATAAACGGTAAAGGGTTGATTGTGTGACNTATGGTTGTCTAGGTATACACCAAAGCTCGACGGTTCAAAGATATCGAATCTACCGATTGACCGAGTATATCCGACATATGTTCACTACGGAAAGTTCAAAGGGAAACCTACTTATCCAGATGCAATTAATCCTTGCTTGTAAAGCACACACTCGTCCGTGCATTCTTTATGTTATAGTCATTCCCCATTCATGTGGGGGATTGTTGGGTATNTAGCAAGAGTNAATGGGAAATGGAGGGAAGATGAAAAGAGAGGAACTTGGAAAGTT

>rnd-1_family-323#LTR/Gypsy ( RepeatScout Family Size = 258 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 2361 out of 4218 contigs )

AGGTATGTAAGCTTCCATAGTGTTGGGTTCGTTCACCCACACGCCAATCATGTTATTTTCAGCGCAAATTTCGTTCTTGAAGTTGAAAGATTNGAGTTCTTGATGAGTTCTTGATAGGTGTTCTTGAAGTTCATTCTGAATCTTGTTGTGTTGGGGTTTTGATGAGTTCTTGAGATGCGAGTGAGTGTTTTGAGGTCTTNATTGA

>rnd-1_family-545#LTR/Copia ( RepeatScout Family Size = 112 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 2361 out of 4218 contigs )

TGTGATTCAGATTGGGCNGCNTGTCCNGATACNAGAAGGTCNGTNACNGGNTACGTGGTTAAGCTTGGAGATTCNCTGATNTCNTGGAAGTCNAAGAAGCAAGANACNGTNTCNAGAAGCTCAGCNGAAGCTGAGTACAGGAGCATGGCAAGTGCTGTAGCTGAANTAGTNTGGCTAGCGGGATTGTTTAAAGAACTNGGAGTTGATGTCGTAACCCCAGCTACCGTNTATTGTGACAGCAAGGCNGCNATNCANATTGCCGCNAATCCAGTNTTTCATGAGAGAACNAAACACATNGANATNGATTGTCATTTCGTNAGGGANAAGATTCAGGAAGGNCTGATCGANACTGANTATGTNCATACCGAAGANCAACCGGCNGATNTNCTNACNAAGGGNCTNGGCAAGNTTCAACATGAGTATTTGTTGTCCAAGCTNGGAGT

>rnd-1_family-587#Unknown ( RepeatScout Family Size = 97 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 2361 out of 4218 contigs )

TGGCAAGTAAGCACTCCAACTTTGAGAGTGCACATCTAGACACCTCAACTCGTCTCCACTGTGTCAGTTGAACACTCCAACTTACAAAATGATCATCTAGACACCTCCAAAATTTATGTGTCACGTCAGCGTCGGGTGTCCACGAGACACAGTGGGGACGAGTTGGAGTGTTTAGTTG

>rnd-1_family-388#DNA/CMC-EnSpm ( RepeatScout Family Size = 192 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

ATTAATTTTANTTNATTAATTATTTTTTTAAAAAAGCGACGGACGGCGTCTCTTNGTCCGTCGCTTTTTGGTNAAAATANTTGNTCAAANATTTTAAAAAAGCGACGGACAGCGTCNCTTAGTCCGTCGCTTTTTTGGTAAAATTTTGATCAANTATTTTNANAAAAAGCGACGGACGAAGAGACGTTGTCCGTCGCTTTTTTTAAAATATNTTTGACCAGATCGGATTTTC

>rnd-1_family-588#Unknown ( RepeatScout Family Size = 96 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

GGAGCANGTCCGCGTCGCGGACTTGCTCCCCCAGTGGACAAAAATTTNCTCCGCGTCGCGGANAGGNCGCGGACTCCACTGTCT

>rnd-1_family-342#Unknown ( RepeatScout Family Size = 239 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

CGGACTGATTGCGNCAACGGGTGTGTATCGTTAGGNCAGACATGCATCACNACTACNTGACATCGCTATTGCATTTTCATCGCATTGGTGAACTTGATCTTGTGTGTTGTGATCTTGTGGGTGCCTNTTTGCGGAACTTNTGATGTGATGAATGATCGANTTGTTGTTGAGGATATGTGATTGTTGAGAGTGTTGTTGTTGAGNTGTGTGCTGTGTAAATTGTGAACTGTTAGGTTGGGCTGGTTTTATGCAGGTTGTAGTTGCGGAGGTTCGGTTGGGGTGNAAGGAGTACTCGTATTCTATCCCCTTAGCTTGTGTTTAGNGGTTTACTTGCTGAGTACCGTGTGGTTTGGTACTCACCCCTTGCTTCTACACTTNTGTAGGTTACGAGCCCGGATCTTCGTGATACTTTCTCTTCTCTTCTTNTCCGAGGCTTCTTGTGGAGGTTTGNGAGGTAGCTGCTTGTCATCCCGGCGGGCCCTCTTNCTCCTTATTTATGATCTTGTTCTATTCGAGAAACAANGNCATTTGAGACTTGTATTTTTCTTCGAATCAATTGTAATACTTTAGAGGCTTGTACACGTGACAACCAGGTTTTGGGGTTTTATTAAGTTGACATAGTTTTCCGCATTTATNTTGTTCTTGCTTTATATTTTTACTTCCGCATCTTTCGTNTTNTTGGGTTNAGGCTGACTTGTCTTGGTGGGAATAGACGAGTGCCATCACGTCCATTTTTGGGTCGTGACA

>rnd-1_family-586#LTR/Gypsy ( RepeatScout Family Size = 97 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

TTGTGTTCCATTTTGGGACACGAGTTCGGGGAGCTGTTTAGGACCTTTTGACGGAGTCAATTTCGGAATTTCGGCGCGGGTCCCACGATTCCCGTTTTGACTCCAAAATTGGTCCGTCTCCGTTTGTTGCGATTTTGGTGTCTAAACGACCGTANTGACGTTGTGATTCTATTTTTGATAGCGTGGCAGCGTTCGGAGGCCGTTCGGAAGGGGAAAGCTCCGGAGTAGTGATTTTGGAGCGCGCGTGATCGGCCTNNAGGTAGGCTACGGCTTCCCTCTCTTAGATTGAGCTCGAGNATGTGAATGCATGTTGATTAGTTNGGATTTGGGTTGGGTAGTTATTGAATCATGCATAGGTGTTAAGAAATCATGTTTTCGGCCTATTTCGGGAATTATCGGGTAACTGTGAGCATGCTTTGTGTTATTAATGGACCCTCCTCGCTATGTGGAGTGCTTGTATGCTTAATTATTGTTATTTGAAGCATGTTTGGCCTTAGTCTAGGCTTAGACTAGCGCTTGCCTTAGACTTACGTGATTCGGANCCGATAGGCCTTAGTTTTNCCCCGACGTCGCTCGGACGGCTTAGNTCCTTGTAGACTGGTGTAGCAGACTTGAGTCTGATAGTNTGAGCCTTAGCT

>rnd-1_family-317#LTR/Gypsy ( RepeatScout Family Size = 264 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

GTTGATTTGGTTATTTTGGATATGACTGACTTTGATATAATCTTAGGCATGACTTGGTTGTCCCCCTATTATGCCGTGCTTAATTGTAATGCTAAGNCCGTGACTCTAGAGATNCCGGGTAGGGAAAAGTTAGAGTGGGAAGGGGTGTACAAGCCTAAGCNAGCTAAGATCATATCCTCCATTCGGGCTAGGAAACTGGTAGGGCAGGGTTGTTTGGCTTATTTGGCTCATATTCGGGATGTTGAGGTTGAGTCTCCCTCTATTGAGTCTATTCCTGTGGTGTCAGAGTTTANAGAAGTGTTTCCTACCGATTTGCCTGGTATGCCTCCGGATAGAGATATAGATTTCTGCATTGACTTGGAGCCNGGCACTCGCCCCATTTCTATCCCTCCGTATCGCATGGCTCCGGCAGAGTTAAGAGAGCTTAAGGCTCA

>rnd-1_family-508#LTR/Copia ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

AAGGCTAGACTTGTGGCTAAAGGGTATACTCAGACGTACGGGGTNGACTATNANGANACNTTTNCTCCTGTNGCCAAAACGACNACCGTNAGCTTGTTCATTTCTCTAGCGGCTTCCAAGAATTGGCCTTTGCATCAANTGGATGTCAANAATGCNTTTCTNCATGGTGATCTNNANGAAGAAGTNTATATGGAGCAACCNCCTGGTTTTGTTGCTCAGGGGGAGTATCCGAAAGTNTGTCGNTTGAAGAAGTCNTTGTATGGNCTNAAACAAGCCCCCGGGCNTGGTNTGGNAAGTTCAGCGANGTAGTTCAAGAGTTTGGTTTGAAAATGAGCAAATGTGATCACTCTGTNTTCTATCGACAATCAACCGCTGGCANTGTCCTTCTTGTTGTNTATGTNGATGACATTGTTATCACAGGAAGTGATTATTCGCGGATCTCATCCCTCAAGTCTTTCCTGCATACGAGATTTCATACGAAGGATCTTGGNNCNNTTACANTACTTTCTAGGNGTNGAAGTNAATNGAAGCAAGAAGGGAATTCTCTTGNCTCAGAGAAAGTATGTTCTTGACCTACTTGCAGAGA

>rnd-1_family-589#Unknown ( RepeatScout Family Size = 96 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

TGGGTTTTGGAGAAAAAGGAGTNAATGGGTTGTTTTAGGACTTAAAACTATATATACTAGTGATATAAACCATTTAAAATCGACCCCACACATTAATTAAATAAAANGAAATTACCNAAAAACCCCTCACTTAGGCGGCCCCGTCAGGGACCACGNCCACCTTCACGGGCCGTGAAGGGCACCACGGCCCGTGGTGGTGCCCGTGGTCCCTTGA

>rnd-1_family-590#LTR/Gypsy ( RepeatScout Family Size = 96 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

TAAAATAAGTATAAGTCAATAAAAGCGACCGTGCTAGAACCACGGGACTCGAGGGATGCCTAATACCTTCCCCTCGGTCAACAGAATTCCTTACCCGAATCTCTGGTTCGCAGACCAAATAAAGAGTCATTTCCTTTTGATTAGGGATTAAACAAAAAGGTGACTTGGAACACCATAACTCAATTCCAAGTGGCGACTCTAAAATATAAATAATCCCTAAATCAATACCGTCACTTAAATTGGAAAAACCCTTCCGCCGTGCGAAAAAGGGGTGTGACANCTCTGGCGACTCCGCTGGGGANTAACCAGAATTCGAGCTTTGTTATATTGACTTTTACTTGATTTTATTATTATTTTTTT

>rnd-1_family-37#Unknown ( RepeatScout Family Size = 1173 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 2361 out of 4218 contigs )

GGGGGAGATGGTGTGCTTAGGTACCAAGGTNGGTTGTGTGTTCCGAATGTTGATGGCTTGAGGGAGCAAATTNTGGAGGAAGCTCATAGTTCNCGGTATTCCATTCATCCGGGAGCCACCAAGATGTACCGTGATTTGCGGGAAGTCTATTGGTGGAATGGNATGAAGAAGGATATTGCGGAATTTGTGGCCAAGTGTCCGAATTGCCAACAAGTNAAGGTCGAGCACCAAAGGCCGGGAGGTTTGNCCCAAGATATAGANATTCCNACTTGGAAGTGGGAGGATGTNAATATGGACTTCGTCGCGGGTTTGCCTCGNACTCGNAGGCAACATGATTCTATTTGGGTNATTGTCGATAGGATGACGAAATCGGCCCACTTTNTTCCCGTCAAGGCTNCCTATTCGGCGGAAGACTATGCCAAGTTGTACATTNAGGAGATGGTGAGGTTGCATGGGGTTCCTTTGTCCATTATTTCGGATNGAGGTACTCAATTTACTTCACANTTTTGGAAGTCNTTCCAAAAAGGTCTTGGTACTAAGGTTAAGCTTAGTACGGCCTTTCATCCTCAAACGGATGGGCAAGCGGAGCGCACCATCCAAACCTTAGAGGATATGTTGAGGGCNTGTGTGATCGATTTCAAGGGTAATTGGGATGATCACCTNCCNTTGATTGAGTTTGCCTACAACAATAGTTACCACTCNAGCATCGGNATGGCTCCNTTTGAAGCTCTNTATGGNAGGAGGTGTAGATCTCCNGTTGGNTGGTTTGAAGTNGGTGAAGTTGCNCTGATAGGNCCCGANTTAGTTCATGAGGCTATNGAGAAAGTTCGACTNATTAGAGAGAGGTTGAAAACGGCCCAAAGTCGNCAAAAGTCCTACGCCGATGTTAGGAGAAGGGATCTAGAGTTCGAAGTTGATGATTGGGTCTACTTGAAAGTCTCACCCATGAAGGGTGTGATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATGTNGGCCCNTATCGAATNTTGAAGCGTATTGGNAAGGTTGCTTATGAGTTGGANTTGCCAAATGAGTTGGCNNCGGTTCATCCGGTATTTCACGTCTCCATGTTGAAGAAGTGCGTTGGNGATCCGNCATCCATCGTTCCNTTAGAAGGTTTGGGAGTCGANGANAGCCTTTCTTATGAGGAGGTTCCGGTCGAGATTTTAGACCGGCAAGTTAAGAGGTTGAGAAACAAGGAAGTAGCTTCCGTNAAGGTCCTNTGGAGGAATCANTTAGTTGAGGGTGCTACTTGGGAGGCCGAGGCCGATATGAAGTCCCGATATCCTCATCTCTTTCCTTCTACTCCTACTCNAGCTTGAGGT

>rnd-1_family-591#Unknown ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 2361 out of 4218 contigs )

CAGTTTTNCGACTTTAGTTTTTAAGTTAGGGGTTTGGGGGTTAATTAGTAATTAATTAGGGGTTAAGGGGGGTCGGTTAGTTAGTTATTAGACCACCTATATAAGCCTAATAGACCCCTAAACTAAGTCATTAACTCATTCATCNAAGAACCCCAAATTCTCTCCAAATAATTCTCTCTCTAGAAGTGAAGAAGAAGAAGAAGAAG

>rnd-1_family-592#Unknown ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 2361 out of 4218 contigs )

TATAGAGATCAAGTCCAAATCATCCTAGTTCGAGAAATACGCCACTAACGGCCCTCGAATCATGGATAAATCTTAGGAGAGAAGAATCAAGGGAGGAACAGAATTGTACCCGCAATATTTATCAATAAAATTATGTTTCTTCATATTTTATTTGTGATTGCAATTTATTTTCCGTCGCTTTAAAATTTGTTGCAAACAAA

>rnd-1_family-245#LTR/Gypsy ( RepeatScout Family Size = 372 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 2361 out of 4218 contigs )

ACTCAGAAAGAGCTNAATCTCAGACAAAGGAGGTGGCTAGAATTACTCAAGGATTATGACATGAGTATTCTTTATCACCCAGGTAAGGCTAATGTNGTTGCTGATGCCTTGAG

>rnd-1_family-499#LTR/Copia ( RepeatScout Family Size = 129 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 2361 out of 4218 contigs )

AACTAACAAATGCTTANAACACTACAACAAAAACAACTTTTAGCGGCAATAAATATACACATTAATAAAGAGTGCTAAAGTCTTTACCGGCATTAGTTAATTGTCATTAGATCCAATGTCGCTATAGGCTTTAGGGACATTTACAAAGAGTGCTAATTGCCGCTAAAA

>rnd-1_family-571#LTR/Copia ( RepeatScout Family Size = 103 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 2361 out of 4218 contigs )

GAATCGATATCAAAATGACCGTCGACGGTATCTTTGATATGANGTAGCGCTCAATGCTATAAATGGTTACGAGGATCTTGAATTCAAATCTGTCATATAGTGTGGACAGATAAATGATTGGCCAAATAAAATGCACATTCAAGTATATTTNGTTTCACTTAGAAAAGTGANGTTTTTGGACCGATAGTCCGNACACCTGAAGGTATAATGTCAGTGGGGTACAAATGGGTTNTTGTGCGAAAGTANAACCGTAAGATATAAAGCGCGGCTTGTGCCTCGGGGCATAAAGGTTTTTCGCAAAAGTCCTGACATTGATTATATGGAGACGTATTCTCCTGTGGTGGATGCAATGAGACTTGTTTCAGTCTGGCAATANATGAAAAACTTGAATACGCATAATGAATGATTATCATGTCTAGCTAGACGATGAAGGTTATATGAAAATCCTTGAAGGATTTAAAAGGTCTTAAAGCGATTCCATTGAGTACCCCAATGGTTGTGAGATCGCTTGACATAAANAAAGATCCATTTCGATCTCATGAAAATGATTTAAAATGTCATGTATTAGTGCAATTGGTGCACTTACAGATTGCTGGTTATGCAAATGCTAGAAGATTATTTGATATACATAACGAAAGTTATGTGAAAGGATTGTCATATTATCATTCAAGTTATGACAAGAAACTAACAAAGCAAGTGACTCAACACATAGAAGATGTGTGATTTTCTTTGAGAAGAAAAGACGAGCTTCAATAAAATTGAAATGATCAATCTCCGAGTCAGAANTGATTTGGTTATGCAGATGCAGGATATTTATCTGATCCGCATAAAGCTCGATCTCAAACGGGCTATTTATTTACATATGGAGGCACAACTATATCNTGGCGTTCAACGAAGCAAACATTAGTCGCCACTTCTTCAAATCATGCAGAGATAATAGCCATCCATGAAGCAAGTCGAGAGTGTGTNTGGTTGAGATCAATGACNCANCACATTCAGGAAATATGTGGTTTT

>rnd-1_family-593#LTR/Gypsy ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 2361 out of 4218 contigs )

AATCCAAAATATTATAATGNAAACTATGAACAATATGATAGAGAAAAAACTATATGGGATAAAAGATTAAATAAAAAATGGACGCCTAAACCAATAACTGGACAACATGATTTTTTAGATTTAGACTGTGTAGCAGATATAAATAAAACAATCCAATTATGGATAGGATATATATCAAAACAATTAATAGATAACAAAATAGTAATGACAGAAACACCAGGATATATAGAAAGAACGCTTATAGGAACAGTAAAATTATGGCTACAAAATTTATCAGATGAAAGTTTAAAAACTTTAAGAAGTAATAAAAAATCTGATGGCGAATTAGCTACTACAACTATGGAAATATTATATAAATACGAAGTAGCTATAAGAAATGAATTTAGTAGTATGACAACAGAAGTAGAAGAACAAAATAAAGAAAAAATCATAAACCGGAATCTAATGACAAAATTAGCAATATGTAATATGTGTTATATAGATGAATATACATGTGCATTTAGAGAATACTATTATAAAGGAACATATAGCACAGAAGAAAGTAAAGAAATAAGAAAATTATATTTTACAAAATTACCAGAACCTTTTAATTCAAAAGTAATAAAAAGTTGGAATGAAGCAGGATTAACAGATACCTTAGGAGCTAGAATGAAATTCTTGCAACGATGGTTTATGGAACTATGTGAAAAACATAAAGAAGAAATAAAAATGGAAAAAATATTAGTAAAAAACTTGGCATGTTGCAAAAATAAAACAGCACCCCAATTTGGTTGTACGGATAGGTATTATAAAAATAGAAAGAAATATAATAAAAAATACAGATCAAAATATAAATATAAAAAACCAAGAAGAAGATACTATGTAAAAAACTACAAAACCAAAAGACCATATAGACCAAAGAGAAAACTAACGGAATGTACTTGTTATAATTGTGGAAAATTAGGACACATAGCTAGAGATTGTAAATTACCTAAAAATCCAAAGAAAAAACAAATATCAGAAATAATAATAGACGATGAAAAATATACGCAGATAGAGTACATAGATTATGAATTAGAAAGCGANGATAGTATATATGAANTATCAGAAAACGAAATAGATAACGATATAGAAATAGAATCAGATAATGAATTCTATAATATAACAAATGACTGAAACAGATATACGAATAATAACTAAAGAAGAACATCAAGACGAAGAATCTTTAGAACAAAAAATAATATTTGATAATAATATATTTGAACAAATAAAAGGAAAAGAATTAGACCTAAGCGTAGCAAAAATATTCGAAATACCAACAATAAGAAACTGGTTTAAACGACAAAAAGAAGAATATTATGTAGTAAGTCAAAGAGAACATATCATAGATTGCAAATACACCAAAGGAAAGGCTAAAATACCAATAATAAACAAACGAATAATAAATAAAGAAATACAAGATATTAAGGCTAAAAATCCAATTAAATATGTACATTTAGGAGGAACAGAAATACTAATAAAAGCATGTTTTAGAGAAGGA

>rnd-1_family-594#Unknown ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 2361 out of 4218 contigs )

ATGTATCCGGACGTTTAGTGATGTATCCGGANTCCATAAATTTTAAGGGATTTTTGTAATTTGAAAAAGAGTAGGGATANGATGTAATTAGCTCTTAACACTATGAGATTTATGTAAATTATAC

>rnd-1_family-521#Unknown ( RepeatScout Family Size = 121 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 2361 out of 4218 contigs )

TAAGTTCTTGAATTTGTCTCAATATAAGTGGATCCACGGACGGGATCTACGGTCCGTAGATCAANCCACGGACCGTAGATGGAGTCCCGTG

>rnd-1_family-596#LTR/Gypsy ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 2361 out of 4218 contigs )

GGCGAATCGCCGAAGTGATCGGCGATCCCGANCTAGATCGCCTAAAGTTACAG

>rnd-1_family-597#LTR/Gypsy ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 2361 out of 4218 contigs )

CGGGCACTGATGCCCNGACAGATGGAGCGACTGAGATGCAGACTTCACCCCAGGCTTAGCCTGGCAGGATGACTTCTTTACCTCCCTCTCTGTCGTTTTTATTGACTTTTTTTGTTTTAGTTGCATTTGAGGACAACTGCTTTTNTTTTGTGGGCGGGGTGAGGTATTTCCATACCTACCTCTTGTG

>rnd-1_family-561#LTR/Copia ( RepeatScout Family Size = 105 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 2361 out of 4218 contigs )

TTTGGACCTGATTTTGTAGCGTTCNTTCTTGAAAATGAGCCTCNAACATTCAAAGAAGCTATGTCGTCTANCGACTCAACCTTTTGGAAAGAGGCTGTCAATAGTGAGATCGAATCAATCTTAAGCAATCATACTTGGGAGTTGGTTGATCTTCCTCCAGGAAACAAACCNTTGGGTTCAAAATGGGTCTTCAAAANGAAAATGAAAGCCGATGGAACTATTGACAAATACAAGGCNAGACTTGTTGCCAAAGGNTNTAGNCAAAAAGAAGGCCTTGATTATTTTGATACATTCTCGCCAGTAACNAGGATTACATCNATTAGGATGTTAATTGCNCTAGCTGCAGTATACGATCTTGAAATTCATCAAATGGATGTGAAA

>rnd-1_family-146#LTR/Gypsy ( RepeatScout Family Size = 595 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 2361 out of 4218 contigs )

ATGTGATCTATGCCTAGAAGGGCTATGTTCTGCCTACGGGGCTATATGGATGCCTAAAAGGGCTATGAGTTGCCTACGGGGCTATATTGATGCCTAGAAGGGCTATGAGTTGCCTACGGGGCTATATTGACGCCTAAGAAGGCTATGTGCTTCCTACAGGGCCATGTTGTTGCCTAAGAGGGCTATGAGTTGTCTATAAGCTATGTTGATGCCTAAGAGAGCTATGTGCTGCCTACGGGGCTATATTAATGCCTAAGAGGGCTATGTGACTGCCTACGGGGCTAGGGGACTACCGATAGGGGTATATAGGCTGATTGGCACCTTCCGGGCTTATGGGGGCCTGAGTAGGTGGTCTTGTGTGTTGTTTGTACCTGCCGAGCTTATGGGGGCTTGGTTAGGTTGTTGTTTTATTATTTTTGATAAGTTTAGATTTAGGAGCGGGTCAGTACGCTTATCTTATCCTTGATTTATTTATCGGATTATTCCGGTATATCAGGATACCTCCTCATAGTCTATTGCCTTTCATACTCTGTACATTATTTTGTACTGACGCCCCATTGCCTTGGGGGCGCTGCATTCATGCATGCAGGTCCCGACAGACGACCGAGTAGACCTCCTCAGCAGCAGGATTGACTTCTATCCGGTTGGCTAGCCCCTTTCCTCCGGAGCTGCCAGAGTTGGGAGGTTTGTTACCTTTTGTTGTATATATCTTTATGGGTAGGCTGGGGCCCTGTCCCGCCAATCTTTACTACTCTTAGAGGCTTGCAGACTAGTGTGTGGGGTGTATAGCTACGTTATGGCCATGCTGGCCTAGNTTGTTGGTTTGCTGAAGCTTGTGAGCTGTTTGATGTATTGTATTGATATATACCTGCTTTTAGTTTTGGTATAGATATCATGGTGGCCTCGACGGCCCAATCAGGACTTCTGTGCTAGTTGGCTATTTATTTATATGATCTCCTGGGAGTAGCTGTTTCTTTTATAGATCAGTTGACAGGGGCCTTGCCGGCCGAGGGCTTAGTTTTAAGCCGAGATATACTTGTTTGTTTTCTTGATTGCGTGTGGCTGCCATGCGCTAGTAGCAAATGGTTCAGCAGGGTCGGCTCGGGCCTGAGTTTTGGCATTAGGAGCCAGTTGCGCCCCTCGAGTTTGGGGCGTGACA

>rnd-1_family-598#DNA ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 2361 out of 4218 contigs )

AAAATTACGCGGTTAAGCAAACATATACTAGTTAATTAGTCANCATAGCTATAGTTTGCNTTAATTACCACTCGCGACTAACNTTAGCCATAATTACGCGGGCTGACTTCGAGTTTGTATAATTAGCCACGTTTGTATAATTCGNAATTTGTATAA

>rnd-1_family-599#Unknown ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 2361 out of 4218 contigs )

CATAAAGTGACACCTGAAGTTGTCCCGAATTTTCAAAAAGACACCTTAACTTTGCGGGCGTCCTATTACCCCACTAAACAATTTCGAACTGATATTATTACACCATTTTTCGCCCACNTGGCATAGAGAGTGTGTGCACTCTCTCGAAGAGAGTGAGCAACCTAAAATAACTAATATAATTTTATTTTTACAAGTATTTTATTATAAATATATTTTCTTATTTTTCTTATTATTTTAACTTTATTT

>rnd-1_family-600#LTR/Copia ( RepeatScout Family Size = 93 Final Multiple Alignment Size (possibly truncated)  = 91 Localized to 2361 out of 4218 contigs )

TTATTTCATTCNTTATTCTCTCATTATTCCTTGTAACCTATGTAACTTCTAAGGCCATTATCTTCACTATTTACTACCCCATTATCTTCCTATTCATTGCNAGGAAGACTTCCTCNACTATAAATAGTGGTGGTCTTCATTTGGTTTGGGATACACAANATACACAAGAAAATATAGAGTGCATAAAGTTTGTCAAAAAGAGAGTTCTTATTAGTTGAAGGGAGGTGTTCTTTTTGTGGAGCTTTGGACTCAACTCTTGTCCGGAGTTGTTGAGTTATACNTTGTGTTGGGCTGTTGTATCCTGGAGGGGACAAGTCAAGAGGACTACTGCTGGACCGGTGNAAAACATTATGCCGCAGTGGGCTTGAATCTCCTTAAAGAGAGCGAGATATCCGCGCCTCAGCCTGAAGAGATTTATTTTCTTCATTTTATTTTCAACTGTAATCTTGTATTTTTGTTATCTTGTAATTTTTT

>rnd-1_family-595#LTR/Gypsy ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 91 Localized to 2361 out of 4218 contigs )

TTGTGTTGCATTGAGCTTATTGANGTGGAGTTGATGTTTCCTCCTTGATTTGTGCATTNTNTTGATGTTGCATGCATGATGGGCTGCTAGTCTTGAGTCNTTANTCCCTTAANGTGTTTAAAGCGTCATT

>rnd-1_family-602#DNA ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 90 Localized to 2361 out of 4218 contigs )

GGGAAAATTACGCGGTTAAGCAAACATATACTANTTAATTAGTCATCATAGCTATAGTTTGCTATAATTACCACTCGCGACTAACATTATACATTAATTACGCGGGCTGACTTCGAGTTTGTATAATTCGCCACGTTTGTATATGTATAATTCGCCANAATATACAAATACATATGTATAATATACAATTATCTAACCTATATACATATACAATTCGCCTCTCTCCCACTCTCTGCCCTCTCTCGCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTCGC

>rnd-1_family-479#Unknown ( RepeatScout Family Size = 137 Final Multiple Alignment Size (possibly truncated)  = 90 Localized to 2361 out of 4218 contigs )

TGTTATCTCCTGTATTCAGATTAGCAAANCAGAAATAATAAAAGATGAAAAGAAAAACANAAAGAACTATCCGAGTCCACAGAACCCACTGTGTNTCCTTAAGAAATTTAATCCCCTCAAGTACCCGAGGTTGCGGATTAATTCCTCCCAAGATAAAACGGATTAACCATTAAAGAAGTAGCGGTACCTCAAACTTCGATAATTTCAGCGAACTCAAAATGACAGCAACGAATCGCACACACAGACACGATCGATCGATTTTGTTTTGTAAGAAAATGTATGCAAAAGAAGGGAAGAATTCGATGCGGAAAAACGAGAGAAAACCTCTCTATTTATAGCCA

>rnd-1_family-606#LTR/Gypsy ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 90 Localized to 2361 out of 4218 contigs )

GAGGCGCGACGCGCCACCTGTTCTCCGACTTTTCCAAGTTTTAAACGTTAAATAGGATTCCTAATTGGAGTAGGATTTGNCCCCAATTTTTCCTACTATTATAAATAGACCCTTAGGGCTCCATTGTAGGGGGTTCGACTTTTGATTTGGTGTGCAAGAGCAAGNATTCAAGTTTGTAATAGGTTTCGATCTTTTAACTCTTCTATTTTCCGGAAATCGCATGAACNATTGTATTTTCTTGTTTTCTAATAGCATGAGTGGCTAAACGCCCTNGTTCTGGGGCTGTAGCTACGAATGGATTGTTGATTATTTAAGGTTTTATGAATTAATTCTTGGTTGTCATTATAAGTTACTTTTATATTCTTGTTTTAGTATTTCGTGCTTGATCACCATAGAGATAAATNTATTGTCTAATCTTGAACTCGGGAGAGGAGAGGTTAGATAGACCGGAGAATATAGAGAGCTCGATCTACCCATTAAATCGAGGTGATTTGTGTTTAGGAGTGACGCCCAGACGAACACCTCGCTTGGTTACGAAACAGGATGAAATATAAATGCTCGCCAGTTAGTCTATCTATCCCCGCTCAACGATGTAGTTAGATAGCTAACTGGGGTAGGCGACTAGAGGTCGGGAGACCACGATCATACAATTAACCCTGTAAATCAGTAACTTGACAACTGAAATTAGTTCTANGCCAATAATATGATACATGANATTCAGTACATGCTGCAGCCCTGGAATTGCTTTCAACTTGCTTGAAACATTATATTAAAGTCGTTCACAATTAGTTACTTTTATTTAGTTCATAATTAGTAGTAGTTAACAATCAAT

>rnd-1_family-601#Unknown ( RepeatScout Family Size = 93 Final Multiple Alignment Size (possibly truncated)  = 90 Localized to 2361 out of 4218 contigs )

TTTTGAATATGTTTAGCTTGGAGTCGATGTTTCCTCCTTGGTTATGTGCATTTGATGAGATTGCATTCATGTTGGGTTGTTAGTTCTAGTTCCTACCCTTCTTATGATGNCTTGAATCTCATTCGAGGACGAAT

>rnd-1_family-607#LINE/RTE-BovB ( RepeatScout Family Size = 91 Final Multiple Alignment Size (possibly truncated)  = 89 Localized to 2361 out of 4218 contigs )

CACACTATGAAAGTTTGGGAGAGGGTGGTGGAGATGAGGGTGAGGAGAGGGGTGTCCATTTCCGAGAACCAGTTCGGATTCATGTCGGGGCGNTCGACTACAGAAGCCATTCATCTCGTGAGGAGATTGGTGGAGAAATATAGAGANAGGAAGAGGGACTTACATATGGTGTTCATTGACCTTGAAAAGGCATACGACAAAGTCCCGAGGAATGTCCTNTGGAGATGTTTGGAGGCTAGAGGTGTACCGGTGGCTTACATTAGGGCGATNAAGGACATGTACGATGGAGCCAAGACTCGGGTNAGAACGGTGGGAGGAGACTCGGAGCACTTCCCAGTTGTGATGGGGTTGCACCAGGGATCAACCCTTAGCCCGTTTTTATTTGCCTTGGTGATGGATGAATTGACGCGACATATTCAAGANGAGGTGTCGTGGTGTATGTTATTTGCGGATGACATAGTACTGATTGACGAGACGCGCGACGGAGTTAACGCTAGGTTGGAGGTTTGGAGACAAACCCTGGAGTCTAAAGGGTTCAGGTTGAGCAGGACCAAGACAGAATATTTGGAGTGCAAGTTCAGTGACGCGACGCATGAGGCGGACGTGGAAGTGAGGCTTGACGCACAGGTCATCCCCAAGAGAGAAAGTTTCAAGTATCTTGGGTCTATAAT

>rnd-1_family-603#LTR/Copia ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 89 Localized to 2361 out of 4218 contigs )

TTTATGAAGATAAATATGGANATTCCCCAATCTTCGNTTGGATCAATGATCAATNATGGAGATATNTGCGTTNTTGATAGTGCNACAACGCACGCCATATTNAGAGANGAGAAATATTTCTCTTACTTGNTTATGAGAAAAGCAAATGTTAATACAATNTCTGGTAGTACGAAATTAATTGAGGGCTCCGGAAGAGCTAATTTGCTACCTATCGGGGGAACGAATTTGNTAATGATGATGCGTTGTNTTGTAGTAAGTCTCAAAGAAACTTNTTAAGTTTCAAAGATATTCGCCGAAATGGATATCATATTGAGACTATAAATGANGGAAAGGTTGAATATCTTCANATTACTACAATAAAGTCGGGNCAGAAATATGTGCGTGAAAAATTACCCGCNCTTTCTTCTGGNTTGTACTATACAAATATNGGCACGGTTGAATCACATGCNATAGTAAACCAGAAGTTTACTAANTTAAATGATTTTATCANTTGGCATGACCGGTTGGGCCATCCCGGTTCAAATATGATGCGAAAAATAATTGAGAATTCACGTGGNCATACGTTGAAGAANCAAAAGATTCTTCAAAAGAATTCTCTTGTGTTGCTTGTTCTCANGGTAAANTGATCATTGNACCATCACAACTAAGGTTGGGATTGTATCCCCTGAATTATTTGGAACGTATAAAAAGGTGATATATGTGGGCCCGTTCACCCGCCATGTGGACCGTTTAGATATTATATGGTCTTAATAGATGCATCTACGAGATGGTCACATGTGCGCTTGTTATCAACTCGCAANNTGGCGTTTGCGAGGTTGTTNGCTCAAATNATNAGATTAAGAGCACAATTTCCAGACTATNCAATTAAGGCAATTCGTCTTGATAATGCTGGNGAGTTTACATCCCAGGCTTTTAATGATTATTGTTTATCAATTGGGATAACAGTTGAACATCCTGTTGCTCATGTTCATACTCAAAATGGTCTAGCGGAGTCATTGATTAAGCGCCTNCAATTGATAGCTAGACCATTACTNATGAGAACAAAGTTGCCCGCTTCNGTNTGGGGGCATGCTATTTTGCATGCAGCANCACTTGTGCGCATNAGACCGACCAGTTATCATAAANTCTCCCCATCACAATTGGTTTNNGGTCAGGAACCAAATANTTCCCATCTTAGAATNTTTGGATGTGCGGTATATGTTCCAATTGCTCCACCACAACGCACAAAGATGGGTCCCCAAANAAGGTTGGGGATATATGTTGGGTATGAATCTCCTTCTATTATAAAATATTTGGAACCTATGACTGGAGATTTATTTACGGCAAGATTTGCTGATTGTCGTTTTGATGAATCAGTATACCCAACATTAGGGGGAGA

>rnd-1_family-604#LTR/Gypsy ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 89 Localized to 2361 out of 4218 contigs )

TTGTATTCGAACTACGTNCGACCTGAATTCTCAAGAATGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCGATTTATTTTTAAATTTCCTATTTT

>rnd-1_family-608#LTR/Gypsy ( RepeatScout Family Size = 91 Final Multiple Alignment Size (possibly truncated)  = 88 Localized to 2361 out of 4218 contigs )

CTTTTTGGCGGCTCACGACTCGTGGCAGCTCCTAGTGGGTCTGGTGCCGCTGNTCCTTCTGAGGTGACTCCGGGCACTGATGCCCAAGTCCAGANTGATGCACCGGGCACTGATGCCCAGACAGATGGAGCGA

>rnd-1_family-610#LTR/Gypsy ( RepeatScout Family Size = 90 Final Multiple Alignment Size (possibly truncated)  = 88 Localized to 2361 out of 4218 contigs )

AAAAAAATTGAAGCAAAGGAGCACGTTTGAGCTTAAGTGTGGGGTGCGTACGACCCTTGATGAAAATAAAGAGAACATGCTACTAGCTAGGCCTAAAGGCCTCAGGGAGTTTTCCTAACCCTTGTTTTAAATTTTATTTGATGCTTTGGGGACATAGCATCTTTTTAAGTGTGGGGTGGAGGAATGAATTCCTAGTTTTTACTGTTTTATTGAGTCTTTTTTTTAGGATGGGTTCCTTGGCTTTTGTTTTCGGTTCTTTTCCTGAGGATAGTCCCTTTGAACCGAGTGTCTTTTATTTTTTAGGAATAAATTTTCTTTTAATTTTTTTTTGGAGAGAAAAGAAAAGACCCTTTTGAGTGGTGTGATACTTGCTATTTAGGCCTAATTTTTGAGTAGTACTTTCTTGTGAATGCTTGATTAAANAAAATGCAGACTCTTTGACATCTAAGCTCATGGTTGTGACTTTGTATATAGCTTATTTTATTTTGTAGTTTGTTATGATCCTGTCTCTCTTAGAAGTGGAATTGATCCATCTTGATTGATACTTGTGCCATGTGTGGTGAGATTTGTTTATTCCATGTTTTGCATCTTAGTCTAGAACTTGCCCTGCATGTTATTGAAGCGAAATAAAAAGTGNTGCTTTGTTTAGGAGATGATAATAGGCTTTCTTTGATTCGTCTGGTAAATTTTAGCCTTTTCAGATATTTTATCACTAGTTAGCCCTTTTGAGCCTGTAGCCTTTTGTTGGTAGCCATATTTTGCCCTTGACTATTTTGTTGAATCCCTAGTTTTTGCACCTTGCTTCCTTGAGCATTATAGCATAGACTTATTCTAATTATCAATTCTGAGAAAAAGGGATGGTTGAGTGAAAAGGTAATCAATGATAGCTACAAAGTGCTTAAAAGCCCTCTTTGAAAGAATGTGACATGAAAAAAAAAA

>rnd-1_family-605#LTR/Gypsy ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 88 Localized to 2361 out of 4218 contigs )

TAAATCGTTGGGTTGCGTTATATTGTTGTTGGGTCTAGTCGGGTGAAGTCTGAGTAACCCGNATTTGTGCCAAATGACGTANTTTGCCCAATGATGGAGCGGTTGACGTCATTCTTAAGGGCAAAAGTCGTCA

>rnd-1_family-611#Unknown ( RepeatScout Family Size = 90 Final Multiple Alignment Size (possibly truncated)  = 88 Localized to 2361 out of 4218 contigs )

CCACGAGCCGTGGTCCCTCTCGTGGTCCTTGAGGCAGTGGCTAGGCCACTTTGCGCCNCAAGCTACTTTGCCCAAGGCANCTCCACGAGNGCCTCCACGAGCCGTGGT

>rnd-1_family-486#Unknown ( RepeatScout Family Size = 133 Final Multiple Alignment Size (possibly truncated)  = 87 Localized to 2361 out of 4218 contigs )

AAGCTAGAGAAAGCTCGTGGATCAAGAACGCCAGATTCAAGATCAAGCTCGAAGCCTCGAATTCAACTAGAAGTCAAGATCAAGATAAAGTTCAAGTTCAAGAACGATCAAGATCAAGACCGCCGGATTCAAGATCAAGCTCGAAGCCCTTGAATTCAACTAGAAGTCAAGATCAAGATAAAGTTCAAGTTCAAGAACGATCAAGATCAA

>rnd-1_family-612#LTR/Gypsy ( RepeatScout Family Size = 88 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 2361 out of 4218 contigs )

AAAAAAAAAAAGANTTTGTCTTTCCTTTTTGGGTTGTTCATTGTAAAAAGTGTCATTAGGCTAATCTCGTCAGTGTGAGACGCNTATTTTACTTCATTGGGTTGTTCGTCCNAAAAATGTGACATATCTTTTGTCTTTAGGCTTTGAATATCGCGGGGAATATCATTTTCCTATTTCATCATGTTCATATTGTACATTTTCTACTGATGATCTTGTCTCAGATTCTTTGCAGTATTCATCATCTACAGGATTGGAACTACGTTTGACCTGATTCCTGCCTCAACGGGATACGTAGGCGCCACGACGGCTCGGTCATATCTCCCGTAAGATTTTNTTTTCTCTTTACAATAGAAACTGGGACAGAATTTTTGAGAGGGNCTCAAAAATTCTCAAGAAGAAGATCTCTCCAACAAGTCAAGACTGAAGATCATTTCGAGATTTGCCAAGAGTTCTAACTGGGACAGAATTTTTGAGAAGGACCTCAAAAATTCCAACAAGTACCGTCAGAAGTTTGATAGTCAACTTCAAATGATCCATCATCGCTTGAAGTTCAAAGTCGACTTCAAAATCTCCGGCATCGTCATGGCGAGCCA

>rnd-1_family-585#LTR/Copia ( RepeatScout Family Size = 97 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 2361 out of 4218 contigs )

TACTGTGATGCNGATTGGGGAGCTTGTNCCGACACTAGAAGGTCNACTACNGGCTACGTGATTNANCTTGGAGANTCTCCGATNTCNTGGAAGTCCAAGAAACAANNCGCGGTNTCTCGAAGTTCAGCNGAAGCNGAGTACAGAGCTATGGCNTCCGCTGTGGCTGAGATNGTNTGGNTNATCGGTCTGTTTAAGGAACTTGGAGTCGGCGTATCGTCGCCNGTANCACTTCGTTGTGATAACAAGTCNGCTNTNCANATCGCCGCNAATCCAGTNTTTCATGAGAGAACNAAACACATCGAGATTGACTGTCATTTCGTCAGNGAGAAGATTCAGGANGGTTTGATTGTCACTACTCGTANACCTCAGNAGATCAACTNGCNGATATNCTCACNAAGGCGCTTGGCA

>rnd-1_family-613#LTR/Gypsy ( RepeatScout Family Size = 88 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 2361 out of 4218 contigs )

TTGGCACTCTTAAATAAATAATTAGACTAGTATAATTTAGTAAAAATAGTTAATCATAAGTCCTTTGGGTNCGATAACCCGGTTCTTTTAAGAGCCACTATATTACTTGCGCGACCACGTACACTTGCGTGTGCGNTTGGGAGCAACAAGTTTTTGGCGCCGCTGCCGGGGACTTAGAAATTAACTATTCTTCTAGGTTATACTTTTTCTTTTTATTTATTTATTT

>rnd-1_family-609#SINE/tRNA ( RepeatScout Family Size = 91 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 2361 out of 4218 contigs )

TCTTCCCATCTGTCCTAGCCTTGGTGGACAGAGTTACCTGGTACCTGTTGTTGGTGGGAGGT

>rnd-1_family-614#Unknown ( RepeatScout Family Size = 88 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 2361 out of 4218 contigs )

AAGGGACACAAGCAAGGTAAATTGGAACTGAGAAGGTTCCAATTGGTATCTGGCCCTAGGGGTCGTGTAAATGCATGGATGATCAGTAAATGGTCGTCCATGGAGCGAACTAATTAATGAATTTGGACTTGTCTGCGAGTTGTANCTTGGAAACTGTGAATGCGTGCTTCTTGTTGTCTGAATTAACTGCGAATGTGAAGTTGTANTTGCTTGAATGTGATGATGTGATTATGTGCACNATAAATGCGTGTCTGAACTTTGATATGTGCAATATGTTGGCCTAGTCGTTGAAGTTATGCGAGTTGTAANTGCTTGAGTATCGTGAAACTCGTTGTGAAAAGAAGGTCNTGACTAANGATCGTGCGAGNGTCTGGGTGTATCCTGGGGATGTGTGGGTTGTGGTGTTGAANTAACGAGAATGAATTGGTTCGTGTATCGTGGGATTGACTCGGGGTAGACAACGATTATCCTAGCTAAGAGGATTATT

>rnd-1_family-615#LTR/Copia ( RepeatScout Family Size = 88 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 2361 out of 4218 contigs )

TGTTGGGTTTTATTTGCCCTGAATTTCTTACCATAAATAGGTTTTCCTTTTTAGGAAAANGTTTTAATATTTGGCTAGTCCTTTTCTTGTAGGAAAAGGTTTAGGACTCTATAAATANAGGCTTGTTCCTTCTAACTTAATCAGCATTCACAATGTAGTCCTAAGGGCTTTGAGAGTTTCGGTTAGGGGGAGAATTTGTGGGACACAAGTGATACGTTATCACTTGTGTGAACCTCCCATGTATTCCGAGTGAATTGGTTGAGGTTATTTCTCTCTATATTTTGTACTCTCATATTTATATAGTGGATTGCTCATCTCCTTTGTGGACGTAGGTCGATTGACCGAACCACGTTAAATCTTTGTGTCTTTTGGTATATTTCTCGTTTGTCTTCTTACTCATGGTCTTTCGAGGTTTGCTTTGCTAGCTTCCGCATTACACCTGNTTATTTCGGTCCTAACA

>rnd-1_family-616#DNA/CMC-EnSpm ( RepeatScout Family Size = 88 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 2361 out of 4218 contigs )

CTCTCTACCTCCACAAGGTAGGGGTAAGGTCTGCGTACACNCCACCCTCCCCAGACCCCACTTGTGGGATTACTGGGTATGTTGTTGTTGTTTCTTCTATCGAAGGAGCACCGTTTCTGCTTGTTGGTTTAAACACGTAAATCTTCTCTAGCAGTTAGGCATGGCAATTGGGTAGGGCGGGGTAGAACAGACCCTTAACAGGAGAGGAGAACAACTAAATAGGGCGGGGCATGACCAATCTTATTTATTTATTAAATAACAGAGCGGGGGGTAATGGGCCAATCGTATTGCAGTTTACTCTTTACTTGTTGGAATACAAAAGAGCAGAGTTGTTTTGTACATACTTGAAATTTCTCACATCATTTATGGAATTTAACAACCAAAAGTGCACTGTTTGGAAATNTTTTCAGCAGTTGGTGTGGTAAGGCCTAAGGCTCAAGGGTTGGAGACAACCTGTCAAAAATTATAGACAACAATATGGTTATCAAAAACAAATCACACTATTTTAGTACATTTATATTTGGAAGATTATATGCTCGAACTTTATGTCCTAGTCAAGCTTAACATTAGAATTAGAATAAACTTACAAAATTGACCACAATAAGCTTGGTCGACTTGTATCACAATTGTTTTTTCTTATAAGGTAGGTGTTTAAGCTATATATTATTACAAATTATTTACCGTCAATACACAAATAGCACAAACTTCTTCCTGTAGACAAGCAATTCTTGT

>rnd-1_family-618#LTR/Gypsy ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 85 Localized to 2361 out of 4218 contigs )

TTGAGCGTTATCAAAAATGGCGCCGCTGCCGGGGAGTGGTGGTTGAGAATTCTATTTGAGAAATTAGTTTGTAATTTTTTTTAGTTGTAGTAGATTGTTGTTTNGTGTTGTTGTTGGCTGATTTGCAGGTNTNANACAATGAGTGACCACGGTAGTGA

>rnd-1_family-620#Unknown ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 85 Localized to 2361 out of 4218 contigs )

AAGGGGCAAGTGCCAAGCAAAAGGGGCAAGCCAAGGCCAAAGGCCAAGGCTGCCCCAAGCTTGGCAAGCACTGCCTCAAGCTCCACGACCGCCACCACGGCTCGTGGTCNTGACCACGGCTCGTG

>rnd-1_family-621#LTR/Gypsy ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 85 Localized to 2361 out of 4218 contigs )

TGCGAAGAAGACAGTTATGCCTCTAAATGTCAAGACCGAGAATGCGGTTACGCATCTAGGTTGAGACCAAATAAAAGTTCAACAATAAAAAATAAGCGAACCATGGCCTGTAAAATAATATATCCAAAAATATATTAAAATAAGTATAAGTCAATAAAAGCGACCGTGCTAGAACCACGGGACTCGAGGGATGCCTAATACCTTCCCCTCGGTCAACAGAATTCCTTACCCGAATTTCTGGTTCGCAGACCAAAATAAAGAGTCATTTCCTTTTGATTAGGGATTCAAAAAGGTGACTTGGAACACCATAACTCAATTCCAAGTGGCGACTCTGAAACAAAAATAAAATAATCCCTAATCAATACCGTCACTTAAATTGGAAAAACCCTTCCGCCGCCGTGCGCGAAAAAGGGGTGTGACANCT

>rnd-1_family-622#DNA/hAT-Tip100 ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 85 Localized to 2361 out of 4218 contigs )

ATTAAAATTTAAGGAAATAATTCAATTTTAATTGAAAAAAAATNGTTAGTAGAGGNGGGATTCGAACTTGGGTCTTGGAGACCTTCATGATACTATTAACCACCAAGCTACTGAACNTTTATGTTAAAATTACGCATGTTTATTTACTTAATCGAATTCAAGAAGTCAAAATAATTACAGAAAAAGAAAACAACCCTGCGGGGAATCGAACCGGGACANAAAGTAGGATTGCACAGGCTATTGCCAACTCCACTGCGCATCACTTTGTTATTTCAGGGTGTCCAAATTATATATATACCAATATAAAGTCAAAATTTTACNTGTATATACGGTATAATTTTTCGACGAAGGGTGTCCAATTGGACACCCT

>rnd-1_family-623#Unknown ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 85 Localized to 2361 out of 4218 contigs )

CCTTGATTCTNCTCTCCTAAGATTTATCCATGATTCGAGGGCCGTTAGTGGCGTATTTCTCGAACTAGGATGATTTGGACTTGATCTCTATATGAATATTCCATGAATTTGCGGAATATTCGAGAT

>rnd-1_family-617#LTR/Copia ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 2361 out of 4218 contigs )

GGGGACGATCTNTCATGCCTGAGTGCTCAAANTGACGATGCCGATCTATGGCATAGGAGACTNGGTCATGTGAGTNCTTCTTTACTGAACAAACTTGTCGCAGGGGACCTGGTCCGCGGATTGCCAAAACTGAAGTTTTCAAACGACAAAGTCTGTGACGCNTGTGCNAAAGGGAAACAAACNAGATCATCCTTCAAAGCCAAGAANGGNGTGAGCACAACCAGACCTCTNGAGCTNCTCCACATGGATCTNTGTGGACCCGTCAGAATTCAAAGCAGAGGAGGNAAGAAGTATATTCTCGTNATTGTTGATGACTNCTCCAGGTTCACNTGGANTATGTTTCTGCGGACNAAGGATGAGACAGCCGGANTNCTGATCACTTTCGCCAAAGCGATTCAANCGAAGNTNAACTGCAAGATTGCTAGCATCAGGTCTGATCATGGNACNGAGTTTGAAAACTCTCAANTTGAAGGNTTTTGTGCTGAAAATGGAATCGATCACAACTTNTCCGCACCNAGAACTCCTCAACAAAATGGNGTNGCTGAAAGGAAGAACAGAACACTNGTGGANATNGCNAGAACTATGCTGATTGANTCAGGGCTTGCAATGAATTTTTGGGCNGAAGCAGTCAACACAGCGTGCTATGTNACGAATAGATGCCTNATCAGGTCTGTGNTCAAGAAAACNCCNTATGAACTGCTGAACGACAGAAAACCTTCAATTGCTCATCTTAAGNCTTTTGGGTGCAAATGTTTTGTGCTGAATAATGGAAAGGATGATCTNGGNAAGTTTGATNCCAGAAGCGATGAAGGCGTGTTTGTGGGGTACTCNTCTACCAGCAAGGCTTACAGGGTNTTCAACAAAAGAACTCTATGTGTTGAAGAGAGCGTTCATGTGATTTTTGATGAATCTGAGAAAA

>rnd-1_family-625#Unknown ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 2361 out of 4218 contigs )

ATACTGATTTAGTATCAGTTAAGCGAAATTATCAGCCTTAATGATACCAATACAGTATATGATACTGATTTAGTATCAGTTAAGCGAAATTAGTTGGGGGTATATAGTGTAATTATTTAGTGGGGTATGAATGTAAAGGGGTATATGTTTGTAATTATTTTGCTTTTATGGGGTATTTGCTTAGTTTCCCC

>rnd-1_family-626#LTR/Gypsy ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 2361 out of 4218 contigs )

TTTTGAGAAAAGTTAAAAGAGTTTTNAGAAAGATTNAGTACAGAGCAGTTACCTCTTAAAGAGGCCCTTTTGAGTAATTATCTCAACCCAGAATGTATTTTTACATTGAGAAAAGAGAAACTTTGATTTCTAAATGAGTTATGAGTTCAAAGATATTTCAGAGCAGTTACCTCTTTTAAG

>rnd-1_family-627#Unknown ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 2361 out of 4218 contigs )

ACACACCACTGAGGTGTGTTTCTCAAACTAATAAGTGATAGTTTAGGTATGAAACTCACACTCTCAATAGTTTAGGTATGAAACTAAAAAAATGGATAGTTTAGGTGTGTTTTTGACACTTATCTCTTAAT

>rnd-1_family-624#Unknown ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 2361 out of 4218 contigs )

TTCCTTTTTATATGTCGTCCCTTTCTANAAATAGNTGGTCCATAATACTTGTCATTTCACAAAATCAATGCATAAATNACAATATTCTTCCTATTTTACCCTTGAGAGTTATTAGCCTTGAAAATATANATTTGACCAACATAGGAAAACTAAGTAATTAATTCATGTTCATTGGTCAAATTAATTAATCAAAATAAATTAATTCATNTTCATTNATTGAAAACTTGACTTCGAAAAAAA

>rnd-1_family-628#LTR/Gypsy ( RepeatScout Family Size = 85 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 2361 out of 4218 contigs )

CCCCACATAAATTGCATGAGATTCGGTCGGGACCCACATTTGTGGACCTCGAGGGATGCCTAACACCTTCCCCTCGGNTAACTNGAACCCTTACCCGGAATCTCTGGTTCGCAGACCTTAGTTAGANTTAGTTAGGTTAGATAGGTGCCCTAACGCGCCTTAATTCGTTAGGTGGCGACTCTTCAATTCACCCAAAGCCCAAAAGAGTTGTTAGGTCGTGCA

>rnd-1_family-629#DNA/Harbinger ( RepeatScout Family Size = 85 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 2361 out of 4218 contigs )

TGATTCCATATCATGAGATGTGATNCCATATTCTCCAAAAATCATGATATGGAATCACATGTAATTCCATATCATGATTTGAGATATTTTAATACAAAAATTGATCCACGAGTTTATATTTTGTTAAAACAACCCCACATTTATATCTACTAACCATTTATTTCATATGTAAATAAAATTTATAATCACATCATTACTTTTTAAAATTTATTATTCTCACCGACATAAAATTTATTATTACTTTAAATTTGGTGAATATAAATGATAAAGTAGAAATTGATTTGGTGAATATAAATAAGAACGGAGGGAGTAATACTTTTTTGATTTTTCATAATAAAAAAAACTTCTTAATCTTTCGGCTACGCATAATATTGATAAAAGACAATTTTCATTGGCGGTGCCGCACTTTCTTAATCTTAGTATTCGCAAAATGTTCGTTCACATGACTGAAGAATATCAAGTCCAATTGATTGAGGACTTGGGAAAATTTGATCAATTAGTTATTAATATTTAGTCAAGTGGACTAGTTATAATTTTTTTGATTAAATTTTATTAGAAGTGTTTTTGACTCAAACTTGTGGTAACTTTTTAAAATTTCGTTATTCAATAATATTTAACTATTGATTTTTCTTGTAAATAGTTAGAAGTCAGTGATGTTTGTTAATTTTTATCTTAGTGTATTTAACTTCTAAGTTAATATTTACTCACTAATGTATGTTTTTTTTCTACTTTATAGGTTATTTGTAAGAGTAGTTGAGAGATATGAGCATATCAAGTACAATTTATGTTCAATTTTTT

>rnd-1_family-619#Unknown ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 2361 out of 4218 contigs )

AAAATGGTGAGACTATACGTACTGCTCCCCCAACTCCCTACGGAGGGTTCCGTAAAGGTTTCGCAAAAAAT

>rnd-1_family-630#LTR/Gypsy ( RepeatScout Family Size = 85 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 2361 out of 4218 contigs )

CCTCAAGCTCCTATTGATGAGGGGGCTATGACTAATGCGGAGATNAGGNCGGCTCTCCAAACGTTGGCTCAAGCCATGACGGCTCAAGCTCAAGCCGTGACAACTCAAG

>rnd-1_family-631#DNA/Harbinger ( RepeatScout Family Size = 85 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 2361 out of 4218 contigs )

TGATTCCATATCATGAGATGTGATNCCATATTCTCCAAAAATCATGATATGGAATCACATGTGATTCCATATCATGATTTGAGATATTTTAATACAAAAATTGATCCACGAGTTTATATTTTGTTAAAACAACCCCACATTTATATCTACTAACCATTTATTTCATATGTAAATAAAATTTATAATCACATCATTACTTTTTAAAATTTATTATTCTCACCGACATAAAATTTATTATTACTTTAAATTTGGTGAATATAAATGATAAAGTAGAAATTGATTTGGTGAATATAAATAAGAACGGAGGGAGTAATACTTTTTTGATTTTTCATAATAAAAAAAACTTCTTAATCTTTCGGCTACGCATAATATTGATAAAAGACAATTTTCATTGGCGGTGCCGCACTTTCTTAATCTTAGTATTCGCAAAATGTTCGTTCACATGACTGAAGAATATCAAGTCCAATTGATTGAGGACTTGGGAAAATTTGATCAATTAGTTATTAATATTTAGTCAAGTGGACTAGTTATAATTTTTTTGATTAAATTTTATTAGAAGTGTTTTTGACTCAAACTTGTGGTAACTTTTTAAAATTTCGTTATTCAATAATATTTAACTATTGATTTTTCTTGTAAATAGT

>rnd-1_family-632#Unknown ( RepeatScout Family Size = 85 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 2361 out of 4218 contigs )

TAATATTATTTAATTAATTANATTTTAATTTAGTGTAGGGGTAAAATGGTAATCCAACTTTGCACTTTGGAGCTTCCCACTTTTAGTAATATAT

>rnd-1_family-633#Unknown ( RepeatScout Family Size = 84 Final Multiple Alignment Size (possibly truncated)  = 82 Localized to 2361 out of 4218 contigs )

CCCCCATTCATTAAGGCTGATAATTTCGCTTAACTGATACTAAATCAGTATCATATACTGTATTGGTATCATTAAGGCTGATAATTT

>rnd-1_family-634#LTR/Gypsy ( RepeatScout Family Size = 84 Final Multiple Alignment Size (possibly truncated)  = 82 Localized to 2361 out of 4218 contigs )

AAAAATGAATTCGGTCGGGACCCACATTTGTGGATCTCGAAGGATGCCTAACACCTTCCCCTCGGAATAACTTGAACCCCTTACCTAGAATCTCATGGTTTCGTAGACATTTTTAATTGGTTTCCTAGTTTTTCCTAAAATTAGGTGGCGACTCCTTTAAAATTCGTTTATTCTTAAAATTCTTTTAAAATCGANTTAATTGATTATTTTTCGAGTCACCGCGACGTTTCGCCCTATTTGAATAAAGT

>rnd-1_family-635#LTR ( RepeatScout Family Size = 84 Final Multiple Alignment Size (possibly truncated)  = 82 Localized to 2361 out of 4218 contigs )

TTCTGGTTCCGAGTCCGATTATGATTCTGATTCAGGTTCTGAAGAAGAGATTGATTTGCCTGANTTATCTGATAGTAATCAGCATGTTAATATGAATGCTTGCAATGCTTGTCATGGTGATATTTGTTCCTGTGAAAATGATGAATTTTATAAATTACAATCTCAGTTCGAAGATNTGAATATGTTCAATACCACTACATCTGATAATGTGATAGAACTTCTAAAAGAAGTTACCGATAATAATCTTCGTGAAAAAATTATTCAATTGGCTGCTAGTAATAATGCTAGTTCAAGTTTTTCNAANGATCAGAAAAATNAAAGAATGATTTTGAATTTGAATATTCTGCNCCTTATTCTTTGTCTGAAGTTAATAACAGACTTCATAAACAAACTATGTTATNCAAGAGATNCTTCTTTTGATGATTTAAAAGGNGAAATTGAANATTTGAAAAANGAGATTAAATCTCTTAAACAAAATCAAATGATTTGTGATCATCGTCTTACTCAGATTGAGNCTGCTAATAACAAAGGTAAAAATATTGTTGAAGAAAATACTCTTGCAAAACCTTTTAATCTTGATCCTAAACAAGGTATGTTTTTAGGAATGATGCAAATTGTTACTGCTCATAAATGGTATGTTAAATGTACCATATTGATTGATAATANTTTTTCTATAACTGATATTGCTATGATTGATAGTGGNGCCGATGTTAGTTGCATTCAAGAAGGTCTTGTACCTACTAAATATTTTGAAAAAACAACTCATATGGTTAAATCTGCTTCTGGNCATGCTTTAGATATAAAGTATAAATTACCTAATACTCGTATTTGCCAAAATAAAGTTTGCATTCCGCATTTCTTTTTCTTGGTNAAAAATCAGTTATACCCTCCAATTATNCTNGGAACCCCTTTTATAAATGCTATTTATCCTTTTACTAGCATAAATGCTAAAGGNTTTTCTGCTACTTATGAAGACAGAGATATTAGTTATACTTTTATCACCGANCCTATTTCTCGNGATATTAATGCTTTGATTAATATGAAACAAAAGCATGTTGATTCTTTACAACTCGAGNTATTTAGTATGAATATATTCGATACTTTGAAATCTACTAAAGTACAGGAAAAAATTAAATTNATTTCTGAACAAATNGCCATTGATATTTGTGCTGATCATCCTAGTGCTTTTTGGAATCGAAAAAAGCATATCGTNACTCTTCCATATGAAGATGATTTCTCTGAGGATGATATTCCTACCAAATCNCGTCCTTGTCAGATGAACGCCGAATTGGTNGAATTCTGCAAAAAGGAAATTGATAATTTGTTACAAAAGGGTTTGATAAAGCCTTCNAAATCACCTTGGTCTTGTACTGCNTTTTATGTTAATAACGCTGCTGAAAAAGAACGAGGTGTCCCCAGGTTGGTTATCAATTATAAACCTTTAAACAAATATTTAAAATGGATTAGGTATCCTATTCCNAATAAAAGAGATTTATTATCCAGATTATATGATGCCAATATATTTTCA

>rnd-1_family-636#LTR/Copia ( RepeatScout Family Size = 84 Final Multiple Alignment Size (possibly truncated)  = 82 Localized to 2361 out of 4218 contigs )

AAGTTTACTAGAATAAATATCAGTTGGCATGACCGGTTGGCCATTCCGGTTCAAATATGATGCGAAAGAAATTGAGAATTCACGTGGNTATATATTGAAGAAATAAAAGATTCTTCAAGAATTCTCTTGTGTTGCTTGTTCTCATGATAAAATGATCATTGTACCAGCTAAGGTTGGGATTGNATCCCCTGAATTTTTGGAACGTATAAAAAGGTGAATATGGGCCCGTTCACCCGCCATGTGGACCGTTTACTATTATGGTCTTAATAGATGCATCTACGGGATGGTCACATGTGCGTTTGTTATCAACTCGCAANTTGGTTTTTGCAAGGTTGTTTGCTCGAATTGTTAAATTAAGAGCACAATTTCAAACTATAAAATTATATTGATAATGCTGGTTGGTTTAGCAGAAATTGTATGCCTCCAATTATAGCTAGACCATTGATTATGAGAACAAATCTCCCAAANGAAATTTGGTATGAGATGAGTTTATTTAACACTTGTACGCATCAAGCCAACAAAGTTCTCCCATCACAATTGGTTCAGGGTCAGGAACCAAATANTTCCCATCTAAAAATTTGATGTGTGCGTATATGATTCNATTGCTCCACCACGCACAAAGATGGGTCCCCAAATAAGGTTGGGGGTANATGTTGGGTTTTCTAACATTAGGGGGAGATATGATTAGCAACTGAAAATTATGTGTGAGGTGAATTATCTAGATCCTCGTTAAAAAA

>rnd-1_family-637#Unknown ( RepeatScout Family Size = 83 Final Multiple Alignment Size (possibly truncated)  = 81 Localized to 2361 out of 4218 contigs )

GAGAAAAGACATAAAGTGACACCTGAAGTTGTCCCGAATTTTCAAAAAGACACCTTAACTTTGCGGGCGTCCTATTACCCCACTAAACAATTTCGAACTGATATTATTACATCATTTTT

>rnd-1_family-640#LTR/Copia ( RepeatScout Family Size = 83 Final Multiple Alignment Size (possibly truncated)  = 81 Localized to 2361 out of 4218 contigs )

TTTGTTGGGTTTTATTTGCCCTGAGTTTCTTACCATAAATAGGTTTTCCTTTTAGGAAAANGTTTTAATATTTGGCTAGTCCTTTTCTTGTAGGAAAAGNTTTAGGACTCTATAAATANAGGCTTGTTCCTTCTAACTTAATCAGCATTCACAATGTAGTCCTAGGGCTTTGAGAGTTTCGGTTATGGGGGAGAATTTTGTGAACCTCCTTGTATTCCGAGTGAATTGGTTGAGGTTATTTCTCTCTATATTTTGTACTCTCATATTTATATAGTGGATTGCTCATCTCCTTTGTGGACGTAGGTCGATTGACCGAACCACGTTAAATCTTTGTGTCTTTTGGTATATTTCTCGTTTGTCTTCTTACTCATGGTCTTTCGAGGTTTGCTTTGCTAGCTTCCGCATTACACCTGNTTATTTCGGTCCTAACAA

>rnd-1_family-253#LTR/Gypsy ( RepeatScout Family Size = 352 Final Multiple Alignment Size (possibly truncated)  = 81 Localized to 2361 out of 4218 contigs )

ATTCGAGAAGNTGGGTTGAAAATAGGCACGTTGGGCCGTTTGGCGAGCTGGGTCGAGCTCGCCGAACCACTCGGCGGTTCGCCTAACGTCCCCATCTCGCCTTTAATTTCATGCT

>rnd-1_family-641#Unknown ( RepeatScout Family Size = 83 Final Multiple Alignment Size (possibly truncated)  = 81 Localized to 2361 out of 4218 contigs )

TTTTTTTTTTTTAACCCTCCCTAGGAGCTCCCACCCCTTTTGCTCCCTTGGTGACTCGAACTCGCAACCTTCGGGTTGGAAGTGAGGGGTGCTTACCATCCGAGCAACTCCCTCTCGTC

>rnd-1_family-638#LTR/Gypsy ( RepeatScout Family Size = 83 Final Multiple Alignment Size (possibly truncated)  = 80 Localized to 2361 out of 4218 contigs )

GCTCGCCAAAGCGATTCGGCGACTCGCCGACCGGTTCGGCGAGTCTNTCTGCAACTGNTTTTCTGCGNNTTTGNTTGAATTGTTTCTAACTT

>rnd-1_family-642#LTR/Copia ( RepeatScout Family Size = 82 Final Multiple Alignment Size (possibly truncated)  = 80 Localized to 2361 out of 4218 contigs )

TTTTGTTTGTTCAGGACACAATCTATTCCATATGAGAAATGGAAAGGAAGGAAATCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAAGTCCAAGTTCCTATNCCTAAGAGGGTNAAAATAGGACCTAAGACTGTGGACTGTAAAACTAGACTTGAGTCGTCNAGTGAAGGGTCTAAACGACCTCGGGAAGAACCAAAGGAGAATGTACCTAATGAAGAGANTCCGAGGCGTAGTAAACGTCAAAGGACATCTACTTCCTTCGGATCTGATTTTGTAACATTTCCTATGTCTTCTGCGGACTCANCCTTTTGGAAAGAGGCTGTCAATAGTGAGATCGANTCAATCTTGAGCAATCATACTTGGGAGTTGGTTGATCTTCCTCCAGGAAATAAACCTTTGGGTTCAAAGTGGATCTTCAAAAGGAAAATGAAAGTCGATGGAACTATTGACAAATATAAGGCNAG

>rnd-1_family-643#Unknown ( RepeatScout Family Size = 81 Final Multiple Alignment Size (possibly truncated)  = 79 Localized to 2361 out of 4218 contigs )

TAGGGGTGTCAAATGGGCGGGTTGGGTTGAAATTGGAGATATTAAAATGGGTTGAAATAGAAATCGGGTTGGGTCTTGACCCGCCCAAGTTTACTTTGGGCTCAAATGGGTTGGGCTCAAATGGGCTAAAAAACGGGTTGGGTCNTGACCCGCCCAATTTGACCCGCTTAATCTCAATAATTTTAACATATTGTTATTTAACTTTTATAACCACAATTTGAATTTCAACTCAAGANNTTTTTAAAAAAAGTTACAAATGGATAGATAAATCCTAAAAGATATAAAATAGATAGTAATTCATACCTTCAATATAGGAACATACATTAATAAAGAGTCTTAAAACGGGTTGAAATTGGAGATTGAATTGGGCTCAATTGAGGATTCTCTTAAAATGGGTTA

>rnd-1_family-644#Unknown ( RepeatScout Family Size = 81 Final Multiple Alignment Size (possibly truncated)  = 79 Localized to 2361 out of 4218 contigs )

GTTTTTGCATCTTGAAAATTCTCAAGNACACAAGCAAAGGCCATCTTNANGAAGTATTCTCCTCAAGCGCAACAAGGACCTGATAGAGCTGCAAGCGTCTTAGTGTGTCTTAGGAGTTNTACTTCCGTGCTTACATTGTAAATCTGTTCCTAATCTATAAAGGATTCAGATTNTTGTTTCGTTTCTAAAAGTCTAAATCGNCTAGAGTTAGNTGGTTTAGTGGGCAACGTTGTTGCTGCTTAGTCGAANTCTAAGTCATCTAGGAGTTAGGTGGTTTAGTGGGCAGCGTTGTATCCGCTTAGTCGAAGTCTAAGTTATCTAGGGGTGGTAGCTTAGTGGGCAGTGTTGTATCTGCTCTGGCTCATCTA

>rnd-1_family-645#LINE/RTE-BovB ( RepeatScout Family Size = 81 Final Multiple Alignment Size (possibly truncated)  = 79 Localized to 2361 out of 4218 contigs )

TTGGAGGCTAGAGGTGTACCGGTGGCTTACATTAGGGCGATNAAGGACATGTACGATGGAGCCAAGACTCGGGTNAGAACGGTGGGAGGAGACTCGGAGCACTTCCCAGTCGTGATGGGGTTGCACCAGGGATCAACCCTTAGCCCGTTTTTATTTGCCTTGGTGATGGATGAATTGACGCGACATATTCAAGANGAGGTGTCATGGTGTATGTTATTTGCGGATGACATAGTACTGATTGACGAGACGCGCGACGGAGTTAACGCTAGGTTGGAGGTTTGGAGACAAACCCTGGAGTCTAAAGGGTTCAGGTTGAGCAGGACCAAGACGGAATATTTGGAGTGCAAGTTCAGTGACGCGACGCATGAGGCGGACGTGGAAGTGAGGCTTGACGCACAGGTCATCCCCAAGAGAGAAAGTTTCAAGTATCTTGGGTC

>rnd-1_family-646#Unknown ( RepeatScout Family Size = 81 Final Multiple Alignment Size (possibly truncated)  = 79 Localized to 2361 out of 4218 contigs )

AGATGGAGCTGGAGAAACATAATTTTGAGGTCTCTTTGACATGATCAACGCCTAAAAAGGCTAAANCAAGCTCGGGACCTCTNAAAATTCAACCAAGACCTCACCTAGGCCTAAAATCATCCCCCGAATCCAACGGAACTCTCGGAATTCCGATCCGAGCATCCGAACCCCGAATGTTGACCAAAGTCAACCCAAAGGCTAAAATTTCACAATTTCACAACTTAGGACCTCAAATCCTCAAAAAGATCNCAGCACAGATANTTGTTGCTGCGAACNAGACGAGCTACCATGGCCACCTCGGCTAGAACCATAAGATCCTCGGGNTGACTACCCACTCTCAGCTGCTAGCATAGATGCATGAACCGGCCCACGACGCTGAAAGGAGCCACTACCTCTATGTGAACCTCTGCCTCCAAATGAGGCACCAGAAAACTGACCAGACGAACGGGCCCTCTTGGGCTCCCTAAACTCCTCTAAAACCATCAACTCCGCCTCTTTGGCGGTGCTCACAATGGACTAGAAGGAAG

>rnd-1_family-647#LTR ( RepeatScout Family Size = 80 Final Multiple Alignment Size (possibly truncated)  = 78 Localized to 2361 out of 4218 contigs )

TTCATGGTATATATATAATTGATGTGAAGAATTTCGGCATAGATATATTCTCTCTTTTATGGATCAAGAAGATATTAAAAGTACTCGGTTAGAAGAGGTAGATATACCTCAAAACCTTGATTTGTTAAACAAATGGACTATTCCGAAAGTTAATATAAAAACCATTTATGATTATGGTTGGTTTGATAAAATCTCTAATAAACAGTTGATTAAAACAACTGAGCAATCTTTGGCGTTAAACTCGTCCGAACAAACTATTCGTTTATTAAATAAGCGTGATATTGANTTATATAAATCTCAATATAAATTCTTGCATATTGGCATGGTTCAAATTGCTTTTAAGCCTTTAACTCTTAAAGGGTTACCAGAGACTTTCTTAGCTGCTCTNCGNGATGCGAGAAATTTAAATTTTCGACAATCTTTGATGGGTTCGATAGAATCTACNGTGGCCTATGGCCCAGTTTATTTTAATGCTCAGCCNAATTTGCAGTTATCTTTGACTGATTCTAATATNTTAGATGCTTTAACTTTGAATGTTAAAACGCATGGTTATAATTATGCGCCTGGATCTGAATTAATTTGCTTGTCTTATAGAATCTATTNTAAATTACTTGCTACTTTGAATCCTAGATGTAAGTTATATGATACATCTGATCAAACTATTTTGGTAGAAACTAATTTCGCCAGATCTAAGGTCACTACTAGAAGACCTATAAAATGGGAAGAAATTAATTTTCCTACTACTTGGACTCTAGATTCTGTTATACCCCCTGAACAAATGACNGATGCTGTCACTAATTCTGAATATTCTCATATTACTCAAAATTCCGATGGAAAAATTTGTATGCAGTTTGATGAAAAAAGTATTCCTTATAATAGACATTCNTTTGCTTCTGATAGAAGACTGGCTATTCAACATATTTCTCCGATAGAACCTTGTTATGGTCCGGCTCGAAATCGCGCTGCTTCTTTACATACTTTATCAACGGTTATATCTGCGGAAAAACAAAAATTAAAATTGATCCTCGGTTAAACATTGTTCAAGCTAATGATAAATCTTCTGATATTTCTGATAAGGATATTCCTTCTGCATCCGAGATGGATTTTAATCTTAATGATACTTAATGATGAGTGNACATCAAATTGATTTTAGTCCAGGTTCACTGGCAAGAAAATATATTCAAAACGAATTTTCGAATGAAAAATGGAACCGGTTTAAAACNTGGTTTTTTGACACTTATAGTGAAGAAGATTTAAATAATATTTCTCAAGAATTTTATGAAACTTGTGCNTTACATAATCATATTATGTTCTTTGTGCCTTGGTTTATAACCACTTATTTGCCTTTATTCATCAACGTTCTTGAACGATCTTACAAAGATGAATCNGGTAATATTATTCAATCCATTTA

>rnd-1_family-648#LTR/Gypsy ( RepeatScout Family Size = 80 Final Multiple Alignment Size (possibly truncated)  = 78 Localized to 2361 out of 4218 contigs )

AAAAGTAGGTGCATCACCTACTTAAATGTGTGGCCTAAATTAAAGACACGTGTTTGGCTGCAAANGAAGTACAAGAAAGGTGGCAAAAGGCCCAATGTTCTTAAGNCCAAAAATCTGATACAAATATCTCATTTTCCTCTTATCCAAATTTTAAGCTCTCGAGTTCATATATTTCTCTCTCTCAAGATGAAACAGCCACCCAATATTCCTACTAGGGTTCTAACTATTTTTCATCTTGTTTCTTCCAAAGCAGCCACAAGATCACCTTCTCTCCTCTATTGTTTCAAGTATATTGGATAGTTCTTCAAGGGGAGTGAATTAGAGATAGCTATATGTGTTGGCAGCCAAGGTTCTGCCACTCTCTTCCAAAGATTAAAAGAAGGTTACAAAAACAGTAATTGAAGGAGAATAACAGATTTAGATAACCAAGGTAAGGGCACTGCCACAACCTCTAATTATTAGTTTATTTGAGAATTCTAGACTTACTTGTTTATTGCAACTCGTGGGATGGTGATCGAAAACCATAAATTCAAGTCTTTTGATTATTTTTGAGTGTTGAGGACTGCTATTGTATTGATTTGTTTATGGGAGGTCATGGATGTACTTAGAGAATGATTGCGGAAAGCTGTAGGGGGNAAATTTATAAGCTATGGTGATGCACCATTAAATTAAAGTTTTGGTAAGCTCACTGCCCGTTCCATGGGAAGGTCGTATCGTGTAAATAACTATAACGGACAGAATGGGTGGAAGAANACCATCGGTTNGATGAATTACGGGCTTGCTGCCTGATTACTGTTTTGGCGAGTTCAAGTAGCCCAAATTGGTTGATAGCTGCTAATATTAGTTTATCATGACTTATTATTGTAGATTAAAACCTGAAAGGGGAGGCTGAATCGTGATAGTTGTATTGGTCAGAGGATAAGGTATGTAAGGCTATTCGATTCCATATTTCTTCGGCATGAAATCCGATACTTGCATTAATATCAATAAGTGAGCTTCCTAAGTGCCCTTNCTAGTGAANGANACATAGTGGCAGTTCCTACTCCCTAGAGCATTAAAGTGAGTACTCTAATATGAGTTTATTACTAAATGTACGTGCTTACTCTACCAAGTATTAGCATGCA

>rnd-1_family-649#Unknown ( RepeatScout Family Size = 80 Final Multiple Alignment Size (possibly truncated)  = 78 Localized to 2361 out of 4218 contigs )

AGAAAAGACATAAAGTGACACCTGAAGTTGTCCCGAATTTTCAAAAAGACACCTTAACTTTGCGGGCGTCCTATTACCCCACTAAACAATTTCGAACTGATATTATTACATCATTTTTCGATCAACCCCAGATTTTAAAAAGCAAGTGCGATCACGCACCAATCATTACGTGACACGTGTTAATTTAATTTAAAATATAATTTTTTTTTTCATTTTAAGTTTTTCTTTATTTCTCTCTCTT

>rnd-1_family-651#LTR/Gypsy ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

GTGGTGGCGTACGTATTTAGAGACCAGGCCAGCTGGGTCTCCTCCGGTCACTTGGACTGAGTTTTCNGAGGCCTTCTTGGCCNGGTTCATNCCNCGGAGCGTCAGAGATCGNCTCNGAGATCAGTTCTCCAGGTTGGAGCAGGGCTCTATGACCGTGTCNGAGTATGAGGCNAGGTTCCACGAGCTGTCCAGATATGCTACCATGATNCTANCTACTGAGGAGGAGAGGGTTCGTTGTTTTGTTCGTGGGTTGAGACTNCAGTTGCGGATCGAGACTCAGTCTNTGGTCTCAGCGGGCCGCTCATTTCTGGATGTNGTNGACCATGCCCGCACTATTGAGCAGCTCCGTCGCGAGGCCCAAGGGGGCAGCGACAAGAGGGCTAGACACGAGGGTAGCTACGATGGGCGCCGTTCCAGGCCCAGAGACTCTTATGATAGGCCCCGGCAGAGGTTTCAGTCGGGTCAGTCTAGTCGGCCTGTTCAGGCCTCACTNCAGGCTTCGGAGGGTGACCGGCATCGCCAGAGTGGTTCTAGTNCCGGCCCTAGTCGGGGTCGAGATGGGTCTCAGACNNGCNCTTCCGGCCGCGGTGGCCGACCTTCAGCTTCAGCGACAGTCCCAGGGGTGCTNTGANTGTGGNGAGCTNGATCATTGGTCCAGAGAGTGTCCCCGTCGCGGGTNAGCCTTACCCGCTCCACANGCAGCTAGGCATACGCCAGCGCCAGCACCTCCAGCTAGAGGCGGAGGCCAGGGNCAGGACCGTCGGGGCGGTCGCCAGGGTATNCGGGGCGGNCCCCGAGGAGGCAGGTTAGGTGGTAGAGCCGATGCACAGGGCAGAGGCGCACAGGGCCATTTCTATGCAGCTCCGGCGAGGGCGGAGGCTGAGGCATCGGACGATGTNATCACAGGTACGATTCTATTATGCCATCAGCCCGCATCCACNTTATTTG

>rnd-1_family-652#LTR/Gypsy ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

TTGTATATAGCTTTTTACTGCTTTATCGAGTCTAGTGTTAGTTTTTAGTTAATTTTTTTGAGNTTTTTTATTTTGGGTTCCTCGGCGTTTGTTTTCGGTNCTTTTNCCGAGGATAGTCCCTTTGAACCGAATAGGAANAGTTTATTGTTTTNTAGGATTGAGTCTTAGAGTCGTCGTAGTTGAGTGACAGTTCCCAATGATGGATGGATGACGACCGTCTTAAGGGAAAATTAGTCACATAGAAGAGTAGGATTGAGAAACCGACCTTGGCCTTTTGAAACCATGTCCGAAAAAGTTAGCCAAACGTCATGGGTAGTCATANTTGGAAGAATGCAATAGATTGTTGACCTTGNAACAAGCATANGTTCTTNGTTTCGACTCGAAAATAAAAATANATGGGCTTAATTGTGTGGTAATACCGTAATGCAAGTTGTATGAGCATGCTAGTTGATATATCCTTATATGTGTCGTGATGCCATGTGTGGTGAGAATTGNTTGGTTCTTTCTTAACTTGATATCTAGAACTTGCCCCGCGTGTTGTTGAATNAGTAGCGTGTNTGACTTAAGGAATGTGATTGAGGCGTTTCTTTGAATTAGCCAATTCTTAANTCTACTTGTATGCCTACCATTGAAATTATCCCTAGTNAAGCCCCATTGAGCCTTTAGCCTTGATTTTGTTGNTAANCCACATGATAAGCCGAATCCCTTTNNTTGATACCGAGTCTTTTGATCCCATGAAAAATCCTTAATGCACTATGTTGAGAAGAAGGGTGGAAAACGNCGGTTGATATAGTAAAGGGTGGAAATGCTACGTTGTGTGGGAAAGAAAATTCTGTNTTGGCCCTGGTCCTTAGCGACAATGTGCACCTCGACTAAAGTTGAGGGTGGCTAATNTAAAAAGTACACTTAAATCTTGGCCCTGGTCCGACATCAAGGATATTGTGCACCTCACTCGGATGTTAAAA

>rnd-1_family-653#Unknown ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

AGAGTTTTTGGCTAAAATCATCCCTNAANTATGACTCAAACCTAAAGTACATCCTTGTATTATCTAAGTGAACAAAAAACATCCTTNNACTATCCAAAAAGTNGCAAGANTCATCCTTCTGTCTATTTTTTTAAGAAACTCACGCCACCAACAAAAAAATGTGTCAAGTCGAATGAATATATGTACACATGGTTAAGCTAGTCAAGTCGGGTGATTTTCTAATTTTTAGAAATTGAGGATTTAAATCATATTCAGACAAAATATATTCAAATTCTAAATATTCTTTGTAAAAAGTATGGCCAAATACAACTCCAACTTCAAAAATTTCAAATAAAGTAATTATTTTTATTTTCATAACNAAACGCCTACGTAATTTCACTAAATTTCCAGCATTTCTGTACATTGTATAAAATGTGAATTGCATTGTATATAACGTACATACGTACTAAATATTTTATTAAAGAAAATCTCTAAATAGTTGGACGTAATATTTTTAAAATGAATTTTTTNCATAATCTTTCTAACCATCGGAACCTACTGTATAAATATTTCAAGACTTATGTATTGTTGCAAGTCAATTTACTTGATGATGCAAAAAACATATAAACTAACAACACACAAAATTTAAATTCTGAGAATGAAAGATTCATTTCCTATCCATATCCTTATTCTTTTTAGGTAACTTTGATCTTCTCGTCGTGGCTAAGACGTGACCAAATTAAAAAATATTTTTTTTATTGGTNCCGTNAGTTTCTTAACAAAAAATAGACNGAAGGATGANTCTTGCNATTTTTTGGATAGTATAAGGATGTTTTTTGCTCACTTAGATAATACAAGGATGTACNTTAGATTT

>rnd-1_family-654#LTR/Gypsy ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

TTTCAAGTGTCAGCTTTAGACCTAAGGGGGAGATGATAAGATGAGAAATCAAGTCAAGTGTTTGAGAATAAGATAGTAATGAGTTCCAAAGAGTATGGGAGATATCTTTTCAGAGGTCCTTTTAGTAGTGGAGTGATGTTAGAAAGAGAAGGTTGATGTTCTTATCGTGATAGTGATGGTGTGATAATTCCATCTAAGGTTATAAATGNGGAGGAAGAGGAGGATGAGGTTTTACTATGAGAAATAGTTAAATGAGAGCCCTTAGTTGGTTCCGAATAGTAATGCGGGAAATTCTAGTTGGTATGG

>rnd-1_family-655#DNA/PIF-Harbinger ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

AAAAAAAGAAGAAGAAGAGTTAATGACGTTTTAGCAAAGAAATCTTTTTTGATGTTTTAGCAAAGAACCTTGTTGCAAAGAAAGTGTANAAAGAAATAAAGTGTGGAGGGTATTTTTGTAAACAAATATTTTTTTAATAGAAATTATGCAATGCATGTTATTTTTAATACACCAAACCAAACAATGCATAAGAAATAATCCANGCATAACTAATGCAAGCATNACTAAT

>rnd-1_family-657#LTR/Gypsy ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

CTATATTACTTGCGCGACCACGTACACTTGCGTGTGCATTTGGGAGCAACAAGTTTTTGGCGCCGCTGCCGGGGACTTAGAAATTTATTTATATTCGATTTTCTTAANTCTACAATTAAATTANTCAAGTGTTGACGACTTGATCTTAGCTTNTTTNTTGCAGGCACTTGANTTTCAGGTCTGGCTCGGAAAGGAGAACTTGTCGAACCATACAACGAAC

>rnd-1_family-658#Unknown ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

TCATTCCTTTTGAATTTGTTAATCTGATTTTGATCTGACACATAGTTTACGAAAGTAAATTAGATTTTGAGAAAAGACATAAAGTGACACCTGAAGTTGTCCCGAATTTTCAAAAAGACACCTTAACTTTGCGGGCGTCCTATTACCCCACNAAACATTCGAAATCGTAATAAATACATCATTTTTTACACAATATTTCCACTTTGGACAAAAATATCCTCCGAATGTGCATATTTCTTAAAAACAAAAAGTGGGACCCATTATTGATGTATTGAAGGATGCTTTGGTAATTTTCCTATGAT

>rnd-1_family-659#Unknown ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 2361 out of 4218 contigs )

AAGGCCCAATATTCTTAAGTCCAAAAAGGCCCAAGTGAAAAGTCCAAGTAGGTGGGTCACCTACTTGACAAATTATGGCCCAAAATGAGCGAGAAAGTCGGCCAAAGCAGGTCCCTTTAAAAGGGATTGATATCAGCTTTTTCGAACCATTTTTACTTTGACAAAAATCTGATTTCTAGAGCTTTCTCTCTTCTCTCTCTTAGCTTCANACAGCAGCCATTAAATACCATTAGGGTTCTTGAATATTAGGGAGTTCAAGCTATTGGAAGGTATAATTTAAGACAAGTTGAGGAGGACAACCTTTACCTTGAAGAATCCAAGTCTTAGCAAGTGGTAGTTCTGTCCAGCAAGGTAAGCTACTGCAATTTTCATCCCTCTCTTGTGCTTGAATCGNTTAGGANATTTGGTATGTGTTAATGAGCTGAGAATTGTTCCTTCTACATGGTGTGAGATTGGGGAATGTTCTGGTGATTAGTGCATGTTGGGACAGCCATGGAGGGGAGTCCCCTTTAACTTCGATTGTGAGCTCGTTTCGAGCATCTTAAATGTAATGTTAGTTGGACGCTCAAGGGACGGTGATCGGAAACCGTGAGTTCATATTGCTACTGCCACATTNTGATGTTTAGGGACTGTTTTGTGTATNGTAANATAAGGGATGTGGCTGGATGTGCGGGGAAGTCATGGGGACTGTTAAAGGACTTAAATATTGCAGGGAGTTTCGGGGAGGACCTTATAAGAAGGTCGTATAGTATATAGACGCGATTAAAGGAGAAGGGGTGGAAAGAAAACATCGGTTNGATAAATTACGGGCTTGCTGCNCGATTACTGTTTTGGCGAGATCAAGTAGCCCAAACTGGTTGATTAGCTACTAATACTAGTTTTATTACTTATTTCATTGTAGATTAGT

>rnd-1_family-656#LTR/Copia ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 76 Localized to 2361 out of 4218 contigs )

CAAGAGAAGTACATAAAAGAACTGCTNAAGAAGTTCGATATGCTTGAAGCAAANGNTNTNGACACTCCCATGAGCACAAGTGCGAAACTTGACNTGGATGAAGATGGAGCTGAGGTGGATCAGACNATGTACAGAGGAATNATTGGGTCGCTNNTGTATCTCACTGCNAGCAGACCNGACATCGTNTTCGGTGTAGGGATGTGTGCAAGGTTTCAAGCAGCGCCAAAGGAATCACACTTGAAGGCAGCCAAGNGAATNCTNAGATACCTGAAGGGAACACGGGACCTGGTCCTCTTCTATCCNAGCGGTGACTCATTTGATCTAATTGGNTATGCTGATGCTGATTATGCAGGTTATCNNGNTGATAGAAAGAGCACNTCNGGCATGGCTCACTTTCTNGGATCATCGCTNATTTCATGGNGNACNAAGAAGCAAAATTCGGTNGCTCTATCNACNGCNGAAGCAGAATACGTGGCTGCTGCATCNTGTTGTGCNCAGCTACTATGGATCAAGCAACANCTCGAAGACTTTGGAGTTCTCACAGANACTATCCCTCTNATTTGTGACAACACCAGTGCAATNAACATGGCNAAGAATCCNGTNCNNCACGAGAGGACNAAGCACATCGACGTNAGGCATCACTTCNTNAGAGACAATGTTGAAAAGGAAAACGTGGTGATGAAGTTCTGCAANACNGAAGATCAANTGGCTGATATCTTTACNAAGCCCTTGAGTAAAGANCGNTTCGTCAAAAACAGGNTGAGGCTGGGGATGCACAAAATCACCT

>rnd-1_family-298#LTR/Gypsy ( RepeatScout Family Size = 287 Final Multiple Alignment Size (possibly truncated)  = 76 Localized to 2361 out of 4218 contigs )

ATGAAAAAAAAATAGGGTTCAGAAAAGAGGTAGAAAGCCGAATGTAATGTCAAGGAGGGCAGAAAGTCACTAAGAAGTACCCAAATGTACCACACCTGACCCTGAGCCTACGTTACAAGCCAAGAAAGTCCTATAGTGATCCTAGAGTCTAGTTTGGAGAGTCTAAGCAGTGAAAATAAGGGCAAGCCTATGGTATTGAGCACTAACTGTACTTGAAGTTACTTCTGAGCGTGAGTGT

>rnd-1_family-663#Unknown ( RepeatScout Family Size = 78 Final Multiple Alignment Size (possibly truncated)  = 76 Localized to 2361 out of 4218 contigs )

TACTCCCTCCGTCCACAATTANTTGTCCGCTATACTAAAAATAGTTGTCCAANATTACTTGTCAATTTAGAAAATCAAGAGATAATTAATCAATTTTTTCCTATTTTACCCTTAATNATAATGTAATTCNATTGAAAANTTANGTGGACTTTTNGTATTCTTNATATAGTAGGGTTATANTAGTCAAATTACACCTTNTATTAATTNTTTCTTAAGGGGTGTGCATGACCTTACCCTGACAAACAATTGTGGACGGAGGGAGTA

>rnd-1_family-664#Unknown ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 2361 out of 4218 contigs )

TTTGTATAATTCGCGGGTACGTTTGTATAATTCGCGTGTTTTTGTATAATTGAGTGGTACAAGTCTGTATAATTAGTTATACAAATTTCGTATAAACTCGAAATAACGAATTTATACAAACACAAACATNTGAACTTTAAACAGTTATACAAATTATATTATACAAAATTACATTATACAAATTATATTATACAAANTCCGAAAACTACACGTTTATACAAACTTTAAAAAGTTATACANAAAAAGATTGAATGTATATGGTGACAAAACTGAAAAACCAAAGGAAATCATCGTCATATACAAATACAAACCATCGTATACAAATACAAATCAAACGAAGAATTGTTAGTTGCGAATTATACAAATGTGGCGAATTATACAAA

>rnd-1_family-639#LTR/Gypsy ( RepeatScout Family Size = 83 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 2361 out of 4218 contigs )

CTCACATGATGTATGAAGAAGATGACNCNGATTTGGACGGAGCTGGAGCCATCGGCTTACCTGCGCTACCTCCAGGTGTNAAGTTTCACATCACNAGCACNATGNTNCAACTCCTGCAACTGAAAGGNNTGTTCGGGGGTTTGGCTCATGAGGATCCCCATGAGCATNTTAGGAATTTCGTGGATGTNTGCGGACCGTTCTCGTTCAAGAACATATCNCAAGAATCGGTCCGGTTGAGGTTATTCCCGTTCTCTTTGACGGGNGAGGCNACCAAGTGGTTGGCCGAGTTGCCAAGCGACTCCATCACTTCNTGGGANGAGCTGATCGCGGCGTTCCNNGNGAGATTCTTCCCTCCGTCGAAGATGATGACGCTNAGGGACGACATCCAGAGNTTCAAGCGNCTGGAAGGCGAGCCAATNCACGAGACNTGGTTGAGGTTCAAGAAGCTGGTGATNCAATGCCC

>rnd-1_family-665#LTR/Gypsy ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 2361 out of 4218 contigs )

TGTGAAGGGTCTTCTATTGTTGAATGTCGTATCTTGAATTGGTAGGCTTAGGCGTCCTCTTCTTGTATAATGAATGTGTCTTGACTTGATGAATATGAATCGATAGGCTATGGCATTCCTTTCATANGTGAGTGATGAAATCTGTTTCTGAGCTGGGTAGTGTTTGGTATTTTANGCATATCTCGTTCTCTAGAACTTCGTTTACAGTGAATAAATATGATTTGGAAAGNTAATTCGTATACCTACAACTCTTATGTTTATGTAAAACTCTAATTTAGCTGTTATGGATTCGAAATATGGGACGCAACATAGGACAAGTTCTGTCCAGATTCCGGAATTTGAAATCCTGTATGANCAACTGTTAGTGTTTTGAATATATCTTTTTGTACAAAATATATTTTGCGGTGATTCTTGNTTGTTTGCAACCTTAAGAGATGTACCTACATCTTTCATGAAGGNTATAAAGTCCAGTTTTGCCGTTTTCCTTTTCAAATCTAAGTTGCGACATGAGGTACTAGGCTGGCCAGAATCACTGTTTTGGGAGCATAG

>rnd-1_family-662#Unknown ( RepeatScout Family Size = 78 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 2361 out of 4218 contigs )

GAGAGCCGAGAGGAGAGCATATTCGGAGACCTGCCAGATCTTGNGGAGACGATTGTGCAGTCGGTGATCCAGACATCGCCGACNGAGACGTCCACGGCAGCCCCTAGTGGATCTGGCGCTGCTGTTCCTTCTGAGGCGACTCCGGGCACTGATGCCCAAGTNCAGACTGCTGCACC

>rnd-1_family-666#DNA/MULE-MuDR ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

ACCAAAATAAGCCACTACTTTAGNAAGTAACTAAAATAGGCTTAGTGGAAGAAAAAATTCCGCTTTATCTAATATTCTAAACGTTTTCCGTTAGTCTCATAACGTGTATATTTTAATATATAACGGAACTATTTCTTACACTTTATAAAGTGGAACTTTTTCTTACACTTTATAAAGTGGAANTTTTTCTTACACTTTATAAAGTGGAACTTTTTCTTACACTTTATAAAGTGGAAGAAAAAGTTCCGCTTTACAAAGTGTAA

>rnd-1_family-667#Retroposon ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

AAAATACGAGTGTGAATTGATGAATGATTTGCTACAATTTGTTCACCAACTCTTTCTTATGTGGTACCTCGAATTTCGCTGAACTTCGAACTCACTCAACGGCNGCAAATCACACTTGAGATTTTTTTAAGAAGAAGAAGAGTAGAAAACTTTTAAAAAATGTAGTTTAAAAATGAGAGGAAACCCCTCTATTTATAGNCAACAAAGGGTAGTATGAACAGGT

>rnd-1_family-660#LTR/Gypsy ( RepeatScout Family Size = 78 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

ATATCTTNTATCATCCCGGNAAGGCNAATGTAGTAGCNGATGCNCTNAGTCGNAAATCNATGGGTAGCACTTATGGGCAGTCTGTGGAAAGACAAGGAATAGCNAAGGATNTACGTCGGCTAGCTAGCTTGGGGGTTCGCCTTCTTGAATCTCCAGACGAAGGGGTTATNGTGCAAAATG

>rnd-1_family-668#Unknown ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

CAAACCAAACTAATAAACCTCGGGTTTTTCTCGGGTTTTTTCGGGTTTTTCCGGTAAAGTATTCATACAAACATATAATTTACTTGTACTTCAAATATTTCTTTAGTCCTACCAAAATACAACTATCTAAGGTGTTTCTTAAGAAAATAACACAAAATATGATATGAGT

>rnd-1_family-669#LTR/Copia ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

TTATATTGAGGTTAGTGTAGTGAAAGAGAGAGTTGAGACAAAGAAAAATATTCTAAGTCTTCAACTATATTCACTATACAAAAGAGAGTNCTTATNNGTTGAAGGAAGGTGTTCTTTTTGTGGAGCTTTGGACTCTTCAACTNTTGTCCGGAGTTGTTTGAGTTGTACGACGTTGTTGGGCTGTTGTATCCTGGAGGGGACAAGTCAAGAGNANTACTGCTGGACCGGTGNAGATTATGCCGCAGTGGGCTTGAATCTCCTTAAAGAGAGCGAGATATCCGCGCCTC

>rnd-1_family-670#LTR/Caulimovirus ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

ATGANAGAAAGGCAGNTCAGCCTGAACAAAGTCGCNGTGAGCTTCACCTATTGGGATTATATTCANGCNTTTAATAAAGTCCTCTGTTATAACAATGAGAGGCATAAACATACTTGGTTTATAAAAGTATGTGCNAAGATATTTGCNGANCCNATNCCNAATTGGTTTTTAAACTGGTGGTCATACCACGGTCCGACNATAAAAATNTTGCCCGANCCATTTCTCAAGTTATACAAAGAATGGGTTAAGGTTTCCCCGGACCTCAACGAGTTATACCATCAAGATCATATCTGTTATNTTGAANAAATTGAACAGATNTATTTTTTCATAGAATTCTCTGTCCCNTGGATTCATAAATGGACTCCGGAAGTAGGTTTCACCGAGGAACAAATCCCTTGCCTATACAGGACTTNTTATAATAATTTTTGGGACAAATTGATGAAGAAAGATCCCGAAACAAAGTCTNTATACGGACAAGAACTGCTGGATCTNATNNCGAAAACGATNCANGANTATGAATCGATTCCTAATAAAGGAATNATCGCTGATGCAGCTCNGTNAGGCATATTGCCAGAAAAATTTCCATTCAAGATGGAGATAAAGAAGAAATGATCAANAANTATCTGGAAGAAGTAAAGAGAAATCTNCTTCTNAATATNACTCANTACGCGAAATCAGACACNTCNATGCGNAGTGAAACAAGCGAAGATATNCANGAAGCTCAACCATATGAAGAAGAAAGTCCAGNAGATGCNCTGAAGAAAGCGGAAGATTTTTTGGCAAAACTAAAGGACAAGATGTAGCAGTGTNAAGCTTNTCCGGAACAGTAAAACGCCCNGATCNACAGTAGAAACACTGTNGNTCAACAGTAGATACACTGTTACCGGGACCCAGATAGGGGCCCAGTATCCTGTACAAAGATGCTTTCTTTTTCTATAAATAAGTTTGTTTTTCTTTAATTAAGGGGCAGGTTTTAGAAACCCTCTCTTCCTTTTGCACTCTCTCTCTTTCTTGTAAACTTTTCTTNCTAAGTTTTGTAAGCTTGCCGGATNTTGGCCGGAATAATAAAGTGTGCGGTTTGGTAACAACAAGGTACTTTCTTTTCTCTTTCTTCCTGTCTTTTACTTTTATAAATTCTCCGATCTAAGCCGTGACTATGTCCGGCTAAAAANTTATATCTATGCCGGATAACTAACTTCTCTCTTATATAGACCATGAACGGATCTAGGCTTTATCTAAATATAGAAGAATTTTAGTATGGCTTCTCGACTTGGTTCCGAGATNGNGGTACAGTCGGATCTAGTACTACTTTTATTGGCTTTGTCT

>rnd-1_family-671#Unknown ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

AGGGTGGTAATAAATTCACTTTTAAGTAGTAAAGGTGTGTAATAGGTCGCCATGATAGTTTAAGCGTGTAACTGACTTTTCGGGACAAGTTCAGGGGGGAATTTATGCCTTTTCCCT

>rnd-1_family-673#LTR/Gypsy ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

AATCGTTTTTCCCTTCTATTAGCTGCGTTTGGAGCTAGTTTTTGAAGATATAAATTTGTAGTTATTGGTGTTTCTTCAAGGTTTACACTTGGTTAACTAAGGTAATCATCTCGGGACTCTTTTATGATTGTTTTTATGAATTTCTACGGACGTTTCGACAAGTTGGGGCAATATGGCAAATCTGCCGATTTAAGATTAATTATGAACTGTTTATAGGTGCGTACCAGCTGTGTATATATAGTGTTTGCGAAGCTTAGGACGTAAGGAACAACTTTCGTGAAGGAACTACGGTCTTTCGAGCGTTCATTGGAAAGGTATGTTAAGGCNAAGCTACGTCCCTCNTTTTAGCACCACTCCTGGGAAATTCCTAAANCGCCGAATGTGATATTTTGCTATTCTNTTGCTAGAAAGACCTTCGGTGAAAGGCATTGGGATCGCAGCTGAATTATTTTCGTGATTCCGTTATTTTGATATTCCACTCGTTCGGNTAAATAGGGTATTCGACGTCTNCACGTCATTTTGTCGGTTCCCTTGACTATANGTCCGCGCGTACGAATTCTTATTCTTCCTTGGGTGNNGTGACTTAAAATGTCACGCGAGACCCTCANTACTTGCGACCAGCCCTCTTTCCCCGCTAANNTATATTNTTAAGAAAAACTTTAAAGTAACNCGTCGATCTCCAAAACTCTCAAATATAANTCGTATGTTTAAACTACTAGAGCACTTGGTTTTTGAAATACTTTCTTTTACAAATTACCNAGGAACCAAGTATAGGAACTAAGTGAGTCACCTTAAGCTCGTTATGAACATCCTCAAGGTTAGGTTACCTTTCTAAAATTCGAGTTAAGTTTTCAAGCTTATTTGGAAGAACATATNAGGTTCCACGAGATANTTACATGTTATACGAAAGTGATTACGGGGTTATGAGAACAAGAGTACCAACGGGCCAAGATTGGCAACATGACNACGGTAACACATANGCGTTACGAATCCATGACATGACATGCTATGCATTCTACTCCCGAGCTATAATCGGGAGGTATGGGGCCTATTGCCTATATTTATACGTATGAGACACAGATGGCCACAAGTTGGCGAATATGATGCCGGTTCGCTACCGGAAGGCACCACCATTGCTAGCATTTGGTTGGGTATGTCATGCATTTGCATCT

>rnd-1_family-674#LTR/Gypsy ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 74 Localized to 2361 out of 4218 contigs )

ATTGTTTGATTTTATGATAGTGCGTTGAGATCGTCCGCACAGACACGTGGAGATCGTCCGTGTCGGTATATGGACCTCGCGAGTCCCCCATGGGTCATGAACTCTCGATGTATTTCCGAGGAGTATCATGTATATACGGTTGAGAGAGTACTTGGCATTCTGAGGCATATCATTTCATGGTGTCGCATTGCATTGCATCTCATTACATCCTTCATTCTTGTTGATTATGTGTTTTATTGGTGGTTGGACATTACGTGACATTTGATTATCCCTATTTGATGAAACTTGATTGATAAGTATAATGTAGACTTGTAAAAATTAAAGAATGATTTTCTTNTTATACTCTTGTCACTACTTCTTCAGTTCAGTCGGCCTATGATGCNTACTGGGTACCCGTTGTTTCGGTACTCATGCTACGCTTGCTGCATCTNTTTCGTGATGCAGGTTCGATTTCGAATNCGAGCGCATCTCGTGGAGCTTTTTGAGTCTGAGTTTGGATTATCTTGGAGTTGTGGTGAGCTGCTTGGTTGTTCCGCGGCCCACACCTCCCTCTATTCTTTATTTATTATGTTGTTTTAGTATTCAGACAGGATATTTCTTACGTTTAGACTTGTCATTTAGTTNCAGACTTGTATCGTATTTAGAAGCTCTTGTACTTATGACACCAAATCTTGGGTGGTATTTTAGCTTTCCGCATTTCGTACTTATAAAAGACTTAGTGTTCGAGATTNTGCTTGCTGCTTACCTTTCTACTTTAAATNTTNAGTTGAATTGGTAAAATTATTGGGTTGGCTTACCTACCGGTGGGNTATAGTAGGTGCCATCACGACTCGAGAATTCGGGTCGTGACA

>rnd-1_family-675#LTR/Gypsy ( RepeatScout Family Size = 75 Final Multiple Alignment Size (possibly truncated)  = 73 Localized to 2361 out of 4218 contigs )

TTTGTGGATTTCGAGGGATGCCTAACACCTTCCCCTCGAGATAACTTGAACCCCTTACCTAGAATCTACTGGTTTCGTAGATCATTTAA

>rnd-1_family-676#Unknown ( RepeatScout Family Size = 75 Final Multiple Alignment Size (possibly truncated)  = 73 Localized to 2361 out of 4218 contigs )

GCGCAAAGCGCAAATAAAGCGTGGGCTTTAATGAAAAAAGGCGCAAAGGGAGAAAAAAATACAAATATATATGTTTAGTCCAAGACTAATAATTATAAGCATGAATGACAAATATATGAACAAAGAAATTGAAATTTTTTTACGATAAAGTGAAATATCAATTGTTTAGTGTCGCCTCTTCAGAAGAGGCTCATTGGCAAGGAAAAGTNTGTCTTAGAACCTTGATGACGACACTGAAGCGCACATTAAGCGAGGCGAAGCGCTCAACACGTTTTGAGCCTCGCTTCAGGGCTTAAGCGCGCCTTTGACAACACT

>rnd-1_family-672#LTR/Gypsy ( RepeatScout Family Size = 76 Final Multiple Alignment Size (possibly truncated)  = 73 Localized to 2361 out of 4218 contigs )

TGAGTTTCCATGGTCTCCTTATGTTATGCATGTTCTAGTTGAATTCTTGTTTAAATGAGAAAATGAGTTTTCATAATTGTGTTCCTCATGTTGATATGCATCTATGATGAGTTGCCTAAATGCTTCATGAGTTGACTTGTTGAGCATGCTTAAATGTGTTCTTGANAGAGTTGCATAATGTGCTTTTATGAGAAAATTGCATANTGTGCTTAATGATGTTGTGATGAGCATGATGTGAGTTGGAGAAGGAAGTTCCTCCAATGAAATGAGAAATGGAA

>rnd-1_family-677#Unknown ( RepeatScout Family Size = 75 Final Multiple Alignment Size (possibly truncated)  = 73 Localized to 2361 out of 4218 contigs )

CCCAGACCGCCCAAAGTTCCAGTAGCTTCCCAGCCAAGGCAAGGAGCAGAGTTCCTCGCCGAACCNATTGGGCGAATCGCCGAGCCATTCGGCGAGCCCGACTTAGCTCGCCCANTGGCCCATTTCGGGTCACTTTTGGGCCCATCTATGTAATAATGCCTAAAACTATAAATAGGCCTTTAGGGTTTCATTTTAGGGT

>rnd-1_family-678#LTR/Gypsy ( RepeatScout Family Size = 74 Final Multiple Alignment Size (possibly truncated)  = 72 Localized to 2361 out of 4218 contigs )

ATTCAAGATCAAGCTCAAGAGCCCTTGAATTTATATTTGAAAAGGCGAATTCAGAGGAATCATAGAGATTGTAACACTCGCACTTTGAANCAATAAATACGATTGTTGCATAATTTTCCGTTCTTGATTATTGTTTTCTCGACGCGAATTTTATTGTCTACAAATTCTGGCACGCCCAGTGGGACAATCTCTACCTCTCATCTCAACTTTTCAAGCATCAAAGAATATCGAAATGACTTCCACTATAGAAGAACAACTAGCAAGCTTGACNAAAGCAATTGAAGGCCTGACAAAGTGTGCACACGAACAAGACGCTAAACTTTCCAAGCTAACAAATAAGATGGATAACATGATTGAGAGAAGATCGAGTCAAGCACCTNCGAAGCTTCCTAAAATTCAAGACGAAGGAGAGTCTTGCGTAAAGCAAACAAAGATCGAAGAGATTCAAGTNTCCGCTGAAGGTNTGATTCCAATCGATCGATTGAAGGACTTCATCATAGAGGCTATCGAAGACAAATCTGAGTCTNCGTCCAAGTCTTCTCCCACGTATGCAAAGCCGTATNCNCAAAGAATTGATAACTTAAAAATGCCTGNTGGCTATCAACCTCCTAAGTTNCAACAATTCGACGGCAAAGGAAATCCGAAACAACATATAGCGCACTTTATCGAGACNTGCAATAATGCTGGGACATATGGTGATTATCTCGTCAAACAGTTCGTTCGNTCTCTNAAAGGAAATGCCTTTGATTGGTACACGGATCTCGAACCTAATTCTATCGATAGTTGGGAGCGANTAGAGCAAGAGTTTCTCAATCGTTTCTATAGCACGAGGCGTGTCGTGAGCATGATNGAACTTACGAACGCTCGTCAAGGNAAGGATGAGCCAGTCGTTGACTTCATNAATCGTTGGAGGAGCGCGAGCCTNAATTGCAAAGATCGCCTTAGTGAAACTTCTAGCATTGAAATGTGCATCCAAGGNATGCATTGGGGTCTTCGCTACATCTTGCAAGGANTAAAGCCNAAAACNTTCGAAGAGCTGGCNACTCGCGCNCATGACATGGAGTTGAGCATGACTTTAAGAGAAGATCAACGATCTCTGTCCATGAACCTCGCGAAGAT

>rnd-1_family-557#LTR/Gypsy ( RepeatScout Family Size = 107 Final Multiple Alignment Size (possibly truncated)  = 72 Localized to 2361 out of 4218 contigs )

ATGGACTTCGTTGTNGGTTTGCCNCGNACTCGAAGGCAANATGATTCTATTTGGGTNGTNGTNGATAGGNTGACGAAATCGGCTCATTTCATTCCCGTCAAGGTTTCNTATTCGGCGGAAGACTATGCNAAGTTGTATNTNAGGGAGATGGTNAGGTTGCATGGAGTNCCTTTATCCATTATNTCCGATCGNGGTACCCAATTTACTTCTCANTTTTGGAAGTCNTTCCAAAAGGGTCTTGGTACTAAGGTTAAGCTTAGCACGACCTTTCACCCNCAAACCGATGGNCAAGCGGAACGTACTATCCAAACTTTGGAGGATATGTTGAGGGCNTGTGTGATCGACTTCAAGGGTAGTTGGGATGATCATTTGCCNTTGATTGAGTTTGCCTATAATAATAGCTACCATTCGAGTATTGGTATGGCTCCNTTTGAGGCTCTNTATGG

>rnd-1_family-679#Unknown ( RepeatScout Family Size = 74 Final Multiple Alignment Size (possibly truncated)  = 72 Localized to 2361 out of 4218 contigs )

GGGCAAACTACATAAATCCCACTAGTTTAGGNCCTAATTACTAAGATTCNCGATAGTTTNNAATATTACTTCCTCTACCATATTTCGTGCTTCGGATACATGAGTTTGAATCCGCGAGATACATGTATCCGTCGAATTTTAAAATCGAGATACATATTTTATTNNTTTGAATTAANTGGTTGTAACTNATTTCCTTAATTAGAGGAGTAATTGA

>rnd-1_family-680#DNA/TcMar-Stowaway ( RepeatScout Family Size = 74 Final Multiple Alignment Size (possibly truncated)  = 72 Localized to 2361 out of 4218 contigs )

TACTCCCTCCGTCCCATTTTATNTGNCGCACTTTGACTTGGCACGNANNTTAAGAAAAA

>rnd-1_family-681#LTR/Copia ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

TGTTGGGATATATACTATTAACCATATGTTNAGATATAATATTTATTATAGAATAAATATTTGTTCAGTTTTAATAGATCATATATTCGTTTATGGTGTCTGTTTACTTATATAGTAGATGATTTAGTGTATAGAGTTTTAGCTTATACACGGAGGATTAAATCATCGGTTCTTATAAGTATAAAGTTTTTTGTTCACAATCNAAGATGGAAATTGGACATGCCATCGGTACGATTGTAGCACAAGATTATATGTAATTTATCTTGATTATGGGAACGGTATAGTTCCAACTTCTTGTGCTAGTGCATTTTGTATGTATTGAACGGGACCGAGTAGAGATAGTTGTTTTAGACTGACTGACAAAAAACATATTCTCTAAACTATTAAATGTACTTATATTCTTAATCCTGATATAACTATTATGATCTGTATATATTAATTATCGTTTTGATTTATTAAAAGGTGAGATTCTGAGATGGGTCAATATGCCTGGTAGATTGGATGATAATAATATATATTGGTGAAATAATAAGTTAGTTGATGGAATCCATGTCTCGNTATAGAGATTGATGATACGCCTTTTTTGAGAAGCTTATAAGTTTTCATCGTGTCAAACCCTGCAAGTGGATTTATGAATCCGACACATGAAATAAGTTAAGTAGTGCTCTAAAGGAAATTAATCATTGAATTAAATTCGTCAGTAATTTAATTTATTGATTAGTATCTGTAATCTTAACATGGGGAATTACATAAGTGTTTAATGGGGAATTTCGAAATATAAATAGAGGAGTGCAATTACGAATTTCTAGTGGAATGATTTGTAATTTATTATGGTAAGAATAATTCAAATTAATTATTTGGAATTATTTCCATAATAGGAAGCCTCAGTAATTAATTNTGTGGTCCCTACNGTGCCCATATTTAACTAGAACTCAGAATCCTATTTCTAAAGGGAAAAGAGGAAAGTAGCGTGTGTTTTTTTCAAGAGAAAACTAACGCGTNTTTTTCTTCTTTT

>rnd-1_family-682#Unknown ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

CCTATTCAGAGGCCTCCTGAGATTCAGGATTTTATTCTTAGACCTCTNCATGATCTTGAAGANCTTCTTGATAAAAAGTTTTCNGAATTTGGCGCAAGCGCGAAACCTATAGGTCTCGCTGAAGATTTTGCGGATGAGATGGAAGACACTTTTGATTTTAAAANTCANGTGTCNNTGGAAGTTAATAAACTTCGTGGTTATCCCAAGAAGAATAGTGGTAATACTGTATGCTAGNAAACCTAGCATGCAAACTTATTACTATCCCAGACCNACTCCTCAAGATGTCTTAATAGAGGAACGAGATTGGAATCAAACTAATACCTCTTATAGTGGANNTGAGATTTATGAATGGAATCTCGATGGTTTGACTGATAGGCAGTTAACTATTCTTGTTCATAGAATGCTTATGTACGCNACTATCTGTAAAAGTGTTAANAACACNGATAGAACTATTTGCAANATGATTATTGCAGGTTTTACCGGCCAACTNAGAGGTTGGTGGGATAATTATATGANCCTTGAGGCGAAAGCNGCNGTGATTAATGCTANGGCTATAGNCGAAGGNGTTGATAACTTAGGCNTGGCTCTAGTNNAAAATAGAGAAGACGTTGTTTATACCCTAGTCTTAACCATTCTAGAACATTTTAGTGGTAGATTTACCAATCAATATGAGACCGTTNGNACCCTACTAAATGGTCTTAGATGTAGACNCTTAGGTGAGTTTAGATGGTATAAAGATACTTATNTGAGTAGGGTNATGGAACTNCCCGAAAACGGTTTAGAGCACTGGAAAGCCAAGTTTATAGATGGCTTNCCCCCTTTATTTGCNGAAAGAGTNAAAAAGACTCTTAGAGATCCGCAAGGAATTATTCCCTATAACGATTATACTTATGGNAAGCTNATAGGNGCTTGCACNCAAGAAGGNATAAATTTGTGCAACGAATTAAAGCTCTCNAGACAGCTTAAGATGGATAAGCTTAGAGAAAGATCTCAGTTAGGAGANTTTTGTACCCAGTTCGGTTTACCNGATGCTTCAAAAAGCACCAACCGAGAGACTTCTAGATCNGAATCTCATAGACCTCATCATAAGAAAAGAAGGTCTAGANGNAGGTCTAGAGAAGAACGAGACGAGCGTAGAGCTCGTCGTAAGTCTAATAGATTTACCAAGAATAGGTCTAGGCGAGANCTCGCCAAGATTAAGTGTTATAAATGTGGAAANTTCGGGCATATAGCNCCNAATTGTAAGCTTGAAAAGCTNAAGACTCTAGAACTTGATGAAGANATTCATGANAAGGTTTATAGTTTCTTATACACTTCTGGTTCCGAGTCCGATTATGAT

>rnd-1_family-683#DNA/Harbinger ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

ATGATTCCATATCATGAGATGCGATNCCATATTCTCCAAAAACCATGATATGGGAATTCCATATCATGATTTGAGATATTTTAAATACAAAAATTGATCCACGAGTTTATATTTTGTTAAAACAACCCACATTTATATCTACTAACCATTTATTTCATATGTAAATAAAATTTATAATCACATCATTACTTTTTAAAATTTATTATTCTCACCGACATAAAATTTATTATTCTCACCAACATATAGTCACTTTAACTCACACCAACCGATTGTTGA

>rnd-1_family-684#LTR/Caulimovirus ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

AATGATTAAAAATATAACCTCTTGAATGAATAAAACNAAATGTTATGTTTGCAGGATGGACCCTCCTTGGGTAACCAAGGGTAGAGGNAAAGGNAGTNATACNCGNGGAAGGGGAAGATCATCCCCGGGNTCATCAGGATCGTCATACGGATCCTCATCATCTAGCTCCCCAATTATACAAAGAGGAGGAATGAGTTTATATAACTTAAACTCCAGAGCGCAAGAAAAGGCTTCNTCATCAGTACATCTGGAAGATATTCCAGAAAGTAGTCCGTTATACGCNCAACTACAGGCATATTTATCTCAAAAGCAAAGTGATACTTTTGCNTCNATAGCCAAAGAAGATATTGATGATATCAAATCNTATGAAAAGGTAGAGAAAGAGAAATGATATTTCTTTTAGAAAACTCTGANATACAGAGAAAAGAAGAACCNTGGAAGATATTCCAGNGGTATCTAGTTAACGGATTATATTTCCCGGGTGAGTCATACAAAACTCGGNCGTATTATGAGACCATNCTGATAAGCACNGGTAGTGTTGAATTTCAGCACTTTTCAGGNTACAATACCAGTGAGAATGTTTATAACTTCTCCAAAATGATTATNAAACANATTATTCATATTGAAGATTGGGGTATNTCCNCGATGAAAGAAAGGCAGATCAGCCTGAACAAAGTCGCNGTGAACTTCACCTATTGGGATTATATTCANGCNTTTAATAAAGTCCTCTGTTATAACAATGAGAGGCATAAACATACTTGGTTTATAAAAGTATGTGCNAAGATATTTGCNGANCCNATNCCNAATTGGTTTTTAAACTGGTGGTCATACCACGGTCCGACNATAAAAATNTTGCCCGANCCATTTCTCAAGTTATACAAAGAATGGGTTAAGGTTTCCCCGGACCTCAACGAGTTATACCATCAAGATCATATCTGTTATNTTGAANAAATTGAACAGATNTATTTTTTCATAGAATTCTCTGTCCCNTGGATTCATAAATGGACTCCGGAAGTAGGTTTCACCGAGGAACAAATTCCTTGCTTATACAGGACTTNTTATAATAATTTTTGGGACAAATTGATGAAGAAAGATCCCGAAACAAAGTCTNTATACGGACAAGAACTGCTGGATCTAATNNCGAAAACGATNCANGANTATAGATCGATTCCTCANAAAGGAATTATGACTGATGATTCAACCTCCGTNAGGCATATTGCCAGAAAAATTTCTANTCAAGACGAAGGAGAANAAAANGAAATGATCAANAANTATCTGGAAGAAGTAAAGAGAAATCTNCTTCTNAATATCACTCANTACGAGAAATCAGACACTTCTATGNGAAGTGAAACAAGCGAAGATATTCAAGAAGCTCAA

>rnd-1_family-685#LTR/Caulimovirus ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

AGATACTAAATACTTTAAAGTTAATGGATAAATCTGAAATCCAATCAGATATTTCAGATAGCATGGATAAGCAAGAGGCAAAGGTATATTGTTCAAAAAATATGCGGAACTAATTTCATATATTCCTGAATATCATATATATGATTGAATAAATTTATGTTAGTTATTATGTATTAGAATTATTTGAATCATGATTTCTAGTTTATTAGCACACTGGAAACAGGGAGAAAACTTCTATACTATGCCATCCTAATGTTGAAACCGGTAGGCGAGGAAAGCCGTTTAGGGGAGTAAACAAAGTTGAGGCGCTGATAAGAAGGAAGTATCCGCTAAAGTACGATGCTAGTAGTGACAGGAGAACATGATAAACAGATAATCTAGTTCATAATAATCTAATATGAATTTAATCAATTATGAATATGATAGGAAGGAATAATTGAAAATAAAAAACCTGCATAACAACGAACATGACTACATACATGCATGACGAAATGATAAAAAACTATGAAACTTTAATCTTATATATACTTAAAGGTATAGAAATAATTGAATTAAGAAGAATAATATGGGAAAAAATATTTAATGATAACGAATCAGAAGATATATTAAATCAACAATGGTATGAAATAGACCTACATGATTTAGACNTCGAAAGAATAGAATGGTATGATTTAGAAATAAATTCAGATTAAAATGAACTACGAATATTTACAATATTGGATAGAATCTATGGAAGATATAAAACTATTAGAACAATTAATGGAGGAAAATTTATATATGTACCAAAGAACCCAAGATATGTTATATCTAGAATATATCATAAATAATATTAAAGAAATATTCAGATTAAAACAACTATCGGAAGAATATTACAATAAATATTATTACATTTTACCATGAATTCCGCACCACCAAAAAATAATATTAAAGA

>rnd-1_family-686#Unknown ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

GCTTTTAAGCANTTTTGNAGTGTTTGGGTAAAGTTAAAAAGTGCTTNTAAGCACTTATTTTTAAGCCAAAATAACAAAAATAAGCCAAAAGTCATAAGTTAGAAATCCTAACTTATGACTTTTGGCTTAT

>rnd-1_family-688#LTR/Gypsy ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

TATGTTAAAANTGGCCAATGAAAAAATCTCTCCGTCGGTTTTGGAGGCCTCCNCATTNTAAAAGACGGAAATTTAGTTTAAGTTTATATATTTTATGTTAAAATTGGCCGATGAAGAAATTACCGTCGATTTTCGAGGCCTTCCATGTTAATAAGACGGANNTTTATTTTTAAGTTATATATTTNATTCGTTTATTTTTATTCATATTTATTTATTACTAACACTTTTACTAAGTGTCTTTACAGGTACCCGGAGTTGCTTCCCATTGAAGCTATTCGAATGAAGTTCGAATTATATTCTTATTT

>rnd-1_family-689#LTR/Gypsy ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 2361 out of 4218 contigs )

TTAATTACTACAATATGTTTTACTCTCATTTTGGGAACTTGAAATNTTGTGATATTTGCAANCTTGCTTAANATAAATTGTGATCGTAATTTAAGGTATTGTATNGGGGTATTTACGTAATNTTCTAATTAGAATTACGTATAACTTGAAAGGGAGGTGAGGGATATACATATAGGTGTATATGTATGCATTTTGGGCAGCACACAACNTTTTNTTGGGCAGCCACCTTTTAGGGACAGCTGTACATGTGATAAGCATCACTCGTGTGACTATATTTTCACACCTCCTCTAGTGAAATTCGTTTCCCCTGAAGTCTAAGAACCTTAGAACATTATCTAACCAGTTGTTCTTCAAAATCACAAGAGAAAANCTTGGTCCTTTTGGCTGGAANTCGAGACACACCCTTCTTTTTGGTAAGTGACGAAATCTGTTTCTGAGCTGGGTAGTGTTTAGTATTTTANGCATATCTCGTTCTCTAGAACTTCGTTTACAGTGAATAAATATGATTTGGAAAGNTAATTCGTATACCTACAACTCTTATGTTTATGTAAAACTCTAATTTAGCTGTTATGGATTCGAAATATGGGACGCAACATAGGACAAGTTCTGTCCAGATTTCGGAATTTGAAATCCTGTATGANCAACTGTTAGTGTTTTGAATATATCTTTTTGTACAAAATATATTTTGCGGTGATTCTTGNTTGTTTGCAACCTTAAGAGATGTACCTACATCTTTCATGAAGGNTATAAAGTCCAGTTTTGCCGTTTTCCTTTTCAAATCTAAGTTGCGACATGAGGTACTAGGCTGGCCAGAATCACTGTTTTGGGAGCATAGTCGTATTTGTACAGGCTAGGCTTACTTGTGATGATAATCCTGTTTTACGTCAACATTATTGAGCTACTAGAAATTAAATAAGTTATTTAATTNTATTTTTAAGGTTGTATATNCTCGTGNACGAGTTGAGGACCTTGATACGCTGGTTGGTCTACGGTTTGAACTCGTGAAGTTGTGTTGGACTGTTTCTGTGCTAAAGNACTGAGGTTTGTGTATAAACTTGTACTTGTACTCTTTTTACCTGCTGGTATATCTGAAAGTTNATCTTGGTACCTTGGTTACCTCTTGTCACTTTGCATTGTCGTGTTGGTATCCTTTAAGACGTTAAAGACGCTTGTGTAACTCGCCCACTTGTACGGATTGTTTGATCACTTGGCACTCTTGTTGGGACCTTGTCCTTCTTGTGGCTGTGACTTTGTCACTATTGGCATGCCTCTTGATTCGGATCATTTGCCATCTTGACTCTGGATTTTTAGTCCGTCTTAAGAATGGAAGTTGTCCATTTTAAGTACGAACTAGAAAGCCATTTTTAATATGGTTCTTGGTTCTCTTGATTATTGGGCTTTGACCCTTCTTGATAC

>rnd-1_family-690#LTR/Copia ( RepeatScout Family Size = 72 Final Multiple Alignment Size (possibly truncated)  = 70 Localized to 2361 out of 4218 contigs )

ACTTATNGATCTAACAAGGGACCAGATCCTTGTTATTGGGACTGACGACAGGGAAATGAATGAATAAACTCAGCGTGAGGAATATTTGTGTGTCATCATCAAAAAGGGGGAAAATGTTATATTCTAGGTGTTTTGATGATCTCCTCACAAATGCAGGGACCCGGTCCCCGGCAGAGTACTCTCGTCCAGNTTCAAAGTGGTGTACAGCTGTAAAGCTGTCNGCGTCAG

>rnd-1_family-691#DNA/MULE-MuDR ( RepeatScout Family Size = 72 Final Multiple Alignment Size (possibly truncated)  = 70 Localized to 2361 out of 4218 contigs )

AAAACGTGAAAATATTCCTACACTTTATAAAACGGAACTATTTCTTCACTTTATAAAGTGTAAGNNNTTCTTNCACTTTATAAAGTGTAAGAAAAANTTCCACTTTATAAAGTGTAAGAAAAAGTTCCACTTTATAAAGTGTAGGAAATAGTTCCGTTATATATTAAAATATACACGTTATGAGACTAACGGAAAACGTTTAGAATATTNGATAAAGTGGAATTTTTTCTTCCACTAAGCCTATTTTAGTTACTTNCTAAAGTAGTGGCTTATTTTGGTCACTTTTATGTTTTTGTGGCTTATTTAGGTT

>rnd-1_family-693#LTR/Gypsy ( RepeatScout Family Size = 72 Final Multiple Alignment Size (possibly truncated)  = 70 Localized to 2361 out of 4218 contigs )

GGCAAAGGGAAAGGCAAGGCGCCCGCACCTGCGTCACCGGAGGCCAGCTCCGACAGTGANGGNATCTACGCCACTCACCTCACCACTTCTGAGAGTGAGGGTGAGCACCAGGATCCTCAGGCTGCNATCTCTGAGCCTGAGGATGACGAGCTACTANCGGCNCGGAGGGCGGAGCTGCGCTCCAAGANGATGAATGATCCGTCTAGGAT

>rnd-1_family-695#Unknown ( RepeatScout Family Size = 71 Final Multiple Alignment Size (possibly truncated)  = 69 Localized to 2361 out of 4218 contigs )

GGGAAAAGGGTCAAAAATACCCCTCAACTTTGNTTTATTGGTTGACTATGCCCTCGCCGTTAAAATGAAGTTATTTTTACCCCTGCCGTTACTAATTTCACCANATNTACCCCTCAATTGGACGGAAACCCCAAATCGACTNAAATTACCCAATTTCAATTAAATNACCCGATTTCCCNTTTTAANCCGAACCCGACCCATTTATACCAAATTAAAACCCCAAATCAANCTCCGGCAATCCCCATTCATTTTCTCCNTTTTCCGGCGAAACGCCACCAAAACGACCTCCAAACGACCACCTGAAACCACCACTAAAAACCCCCAAGAACCAGAAACGACATCAAGCAGAAAACATTAACAACAAACCCATTTTCCTCTACTTTCCATTGACGACAACAAGATCTTTCTTCTCCATTTCCGGCCAGTTTCAAGCTGGAACAACATTAAGCAAACCACCCACCGTCGGAATCATTCAAACAGCCGCGAAACCGACCTGAAACAGCTCTCAAACACCACCCTCTCCACGCCAAAATCCAGTGG

>rnd-1_family-696#LTR/Copia ( RepeatScout Family Size = 71 Final Multiple Alignment Size (possibly truncated)  = 69 Localized to 2361 out of 4218 contigs )

ATATATTATTTGTACTAACAAAGTTTGTTTTGTGGTTATTTTAAAATGGTTAGTAAATTATGATAATCTTCGTAACAATATTGAGAGGGACTATTAAAATGTTTTAATTTATTTTAACTTGGGACTTTTATATGGTTCCAACATGTTGTTCTAATTAATTAGTTTTGTTCATTTTTCTTATATTTTAAGTCAAATTCAGATTATATTTATGGTATTCGATATTTATTTTTTGGTAACGCATTTGGTTTATTANGNCATTGATTGAGGGTAAGACGGTGGATTCAAGTTCCATCGCACCAAGAGGGTAAGACATCGAGTTAAAGTCTCGATGCACCATGATGATAAGATGTTGGGTTCAAGTCCCATCGANTTATGGCCTAANACGCCTTTATATGGGTAAGACGTTGGGTTTAAGTCCTAATGCACTATAGTGATGATATAATGATGACTAAGACAAANTAATATGCTTTTGATGAAAGTCATGAAATTCGTCCAATTAATTTGCTCCATTCTCTNANGTGAATGTGGTAGCAGTGCATAATANGTCTGAAAGATGACAAGTGGTTGAATGTATGAATATGGGCGTGGTAAAATGNTAATAGTCATCATTGTGGTAATTAAAAGGAAGAACATTATGGGTTCTCAAGATGGTCCTTCAAATGTGAAGGTAATTTTGTCCATCAAAGTGGTATGAAAGGTCATTGGGCACATTGT

>rnd-1_family-697#LTR/Gypsy ( RepeatScout Family Size = 71 Final Multiple Alignment Size (possibly truncated)  = 69 Localized to 2361 out of 4218 contigs )

ATGCAATACGGATTACATCAAGGCCATTCACTAGAAGCCAAGCTCGAGACCTTCAAAGGATGCAAGGGTTATTCATGAAGATGGAGGTNCTCGAGATGGTGTTGATGACAAACAAGGGNTTCCATGCCTTGAAGATCGCTGAAGAAGTCCCTTTCGGCGAGCAGGGGCCANTCGGCGCATCGCCNAATGGCTTGGGCGATGGCCCCAGNCCGCCCAAAGTTCCAGAACGTGGCTATGGACCGAAGCAGCAGAGANCCTCGCCGACCAGGTCGGCGCATCGCCGAGCCATTAGGCGAGCCCGACTTGGCTCGCCCNTTGGCCTTTCGGGTCACTTTTGGGCCTTTTATCCTAAAACTATAAATAGNTGGTTAGGTTTCATTTTAGGCTTAGATTATTTTGAATGTTGAAAACTGAAAACTCNTGTTTGAGTGTTGAGAGCTTGGTTAAGCTTTTGTTGANCTTTGTTTAGAAACGTCGGTTGCTTGGGATATCGATTCCCTCGAGGTCNTCGTAAGAGTTAGGTGCTTATTGTAGGATTAACGAATCGAGGTCNTTGGGTTTAATATACCCTTNGGTTGCTTTTTGTTTCCTCTTTTTGTGTCTATCTATTTATCTTTA

>rnd-1_family-694#DNA ( RepeatScout Family Size = 72 Final Multiple Alignment Size (possibly truncated)  = 69 Localized to 2361 out of 4218 contigs )

TAAGAGGGTGTTTGGATTGGCTTAAAAGTTGGTCAAACCTACTTTTAAGTCAGTTTTTGACTTCTGGAAGTGTTTGACAAATATAAAAAATAACTTAAAATAAGTCAAAAATGACTTAAAATAAGTTAAAAGCTAAAAGTAGGGGGGCGCCTACTTTTTATTTTGACTTAAAAGTCATTTTANTTTGAC

>rnd-1_family-698#Unknown ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 2361 out of 4218 contigs )

AAACTAGAGCCTAAACGTGAGGGTTAACGTCAAGGGTTAAGGGCAAGGGCCAAGGGTTTGGGCGAAGGCCANGGCGAGGGGGCCAAGGCTGCCCAAAACTTGGCCTAGCCACTGCCTACCATGACCACGAGGGTCTTCACGACCCGTGGTGG

>rnd-1_family-699#LTR/Gypsy ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 2361 out of 4218 contigs )

TTTTTTACTTGCAAAATTTTCAGATTTCTAGAGCTTTCTCTCTTNTCTCTCTTGGCTTCANACAGCAGCCNTNAAATACCATTAGGGTTCTTGAGTATTNTCCTCCTTTTCGAGTNNAAGTGTGAAGGGAAGTTGAAGTTCTAGAGGAATTCAAGTTATAAGGAGAAGTTGCAGAAATTGAGGTAAGGCGACTGCTCCATTTTCTTCCTCCTTATGTACGAGTTTGAGTGAGGAATTATGGGTGTGCTGTCATAAAGAACTCAAGGGGGTGGTGATAAATCCTTGAGTCAATATTCTCCTATTATGCTGAAAGATTTTTAGGGATTGATAGTGGCTGTTTTATGTGTATTGTTGTTGGTGCAGCTTGGGTAATCTTGGAAAAGGATATATAATGTATGTATTGGGCAGAGAAGGAGGGTGTGGTGATACACATTATTTTAAGGGCTGTATGGGCTCATTATCCGTCAAGTGTT

>rnd-1_family-420#LTR/Gypsy ( RepeatScout Family Size = 169 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 2361 out of 4218 contigs )

AAATGAAAATGTTGTGACTTGAATTGGTAGACTTAGGCGTCCTCTTCTTGTANTGAAGTCTTGAATGCAATGATGAACGTTGAATCGGTAGACCTAATGNTGGTAGCCCTTTCATAAATGAATGACGAGGTATTCTAGGCTATGTCTTGAATCGGTAGACCTAATGGTGGTGGCCCTTCATGATGAGTCTAGAAACTAATGTGATGATAAACCTTGAANCGGTAGACCTAATGGTGGTGGCCCTTTCTTGTGTGAAATGATGAACCTTGAATCGGTAGACCTAACGGTGGTGGCCCTTTCTNGGAAAGTCAATGAGCTATCCTTATGAACCTTGAATCGGTATGACCTAATGGNNTGGTGGCCCTTTCTTGNGTAGANGTACTNTGGGTCGGTAGACCTAATGNTGGTAGCCCTCTCAAGTACAATAATGTAATGTGAATTGAATACTCTATGGGAA

>rnd-1_family-701#LTR/Gypsy ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 2361 out of 4218 contigs )

GATTGGAGACAACCCATTATTGACTACATGTGTTATGGGATACTTCCAGAAGATCCAAGGAGAAGGACTGACATTCGTCGTCGTGCACCTCGCTTCCTTTACTACGAGGANACATTATATAGGAGAACTTCAGATTTGAGGGANTACNTTGCGGTGTGTCGACGNNGAAGAAGCGACAAGCTTTGGAAGAAGTACATGCNGGAGTATGTGGACCTCACACGAATGGCGTTCACTTTGGCAAAAAAGATCCTNCGAGCGGGNTATTNTTGGACGACNATGGAGCGNGATTGCTCAGGTTATGCGCAAAAGTGTCATGAGTGTCAAGTGCATGGNGATTTGATNCGNGTNCCGCCTNATGAACTCAACTGTGAGTTCNCCTTGGCCATTTGATGCTTGGGGAATNGATNTCGTNGGNCCANTTCCGAGNTCNTCCGGTGGACACGTACATCTTGGTNGCCGTNGATTACGTCTCCAAATGGGTGGAAGCTGTCGCACTNCCAAACAGTGAAGGAAGAAAGTGTTGCAGATTTTGTCCGAACGAACATCATNTGTCGNTTTGGCATNCCNGAATCCATCATNACAGATAATGGCAAGCCATTCGACAGCGANTTGATGAANGAAATTTGTGANCTCTTCGGNTTCAAGATTACTCANCGTAAATCTCAACCGCGTATCGTGCTGCCGCCAATGGACTNGCTGAAGCNTCCAACAAGAACATAAGCAACCTTTTGAAGAAAGTNGTCGCCAAGTCCANAGGGATTGGCATGAGAGGNTGNCANANGCTTTGTCGGGCATACCGAACGACTGTCAGAACGCCAACTCGAGCNACTCCATATTCGCTNGTNTATGGAACGGAAGCAGTTATACCTGCCGAAGTTGAGCAATACCTTCATTGAGAATCGCATCCAAGAAGGGCTCACTGAAGAAGAAAACGCTCGACTGCGTCTTGCTGAGTTAGAAGCACTTGATGAAAAGAGGCTAGAAGCCCAACAAAACCTTGAATGTTATCAAGCTCGNCTATCTCGTGCTTTCAATAAGAAGGTTCGCTTGAGGTGCTTCCAAGTTGGAGACCAAGTCCTCGCGGTAAGAAGACCCATCATTACCTCGCACAAGTCTGGGGGCAAATTTACNTCAAAGTGGGATGGACCGTATGTCGTACAAGAAGCGTATTCACGTGGCGCTTACAAGCTTGTNGACGCAGACGGCGTAAGGATCGGTCCNATCAACGCAAAATTCCTGAAGAGGTACTACCCTTGAAG

>rnd-1_family-702#Unknown ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 2361 out of 4218 contigs )

TGTTAGGGTTTTGCCCTGATTTTCTTACCTTATTTGAANTTTATTTTTTCCTNAAAGAAAAGACAAAATATTACCATAAATGTTTTTACTTTTCCTGAAAGGAAAATATAATTTTCTTCCATATTTGGTTTATTCTTTCCTTAGAGGAAAAGTTTGGAACTCTATAAATTGAAGATCCCTCTTCTCATACAAGAACACAATAGCATCCACAATGTAGTCGTTTAAGAGTTTTGTTTATGGGGAGATTATTCTCTCAACAGTTTTAATGTTTTTCTTTTATATTAGTTTTCAT

>rnd-1_family-687#LTR/Gypsy ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 2361 out of 4218 contigs )

GAAGTGACGCAATATCCGACTTGGTTAGCNAATATTGTTCCGGTTGCCAAGAAAGACGGAAAAATCAGAATTTGTGTTGACTATAGAGATCTCAACAAAGCTAGCCCGAAAGATAATTTTCCATTNCCAAACATTCACATCCTCATCGATAACTGTGCTAAGCATGAGATGCAGTCATTTGTGGATGGNTATTCGGGCTACAATCAAATCTCGATGGACGAAGAAGACGAAGAGAAGACCGCNTTCATCACGCCCTGGGGCGTNTATCGTTATCGAGTGATGCCATTCGGTCTCAAGAATGCCGGTGCTACTTACATGAGGGCTATGACGACCATNTTTCACGATATGATTCACAAGGAGATCGAAGTGTACGTGGATGACGTCGTNATCAAGTCCCGCGAGAGTTCGGATCACTTGACTCACTTGAGGAAATTCTTTGATCGNCTGCGNCGATACAACTTGAAGNTGAATCCCGCNAAGTGTGCTTTCGGAGTGCCNGCTGGCAAGTTNTTGGGATTTTATAGTCAGNAGNAGGGGNATTGAGCTTGACCCTTCCAAGATCGAGGCGATCCAAGAGTTACCTCCTCCGAA

>rnd-1_family-703#LTR/Caulimovirus ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 2361 out of 4218 contigs )

TTCATAATGATCTAATATGAATTTAATCGATTATGAATATGATAGGAAGGAATAATTGAAAATAAAAAACCCGCATAACAACGAACATGACTACATACATGCATGACGAAATGATAAAAAACTATGAAACTTTAATCTTATATATACTTAAAGGTATAGAAATAATTGAATTAAGAAGAATAATATGGGAAAAAATATTTAATGATNACGAATCAGAAGATATATTAAATCAACAATGGTATGAAATAGACCTACATGATTTAGACCTCGAAAGAATAGAATGGTACGATTTAGAAATAAATTCAGATTAAAATGAACTACGAATATTTACAATATTGGATAGAATCTATGGAAGATATAAAACTATTAGAACAATTAATGGAGGAAAATTTATATATGTACCAAAGAACCCAAGATATGTTATATCTAGAATATATCATAAATAATATTAAAGAAATATTCAGAT

>rnd-1_family-704#Unknown ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 2361 out of 4218 contigs )

TATGTATCCGGATNCCACAAATTTTAAGGGATTTTTGTAATTTGAAAAAGAGTAGGGATANAATGTAATTTAGCTCTTAACACTATGAGATTTATGTAAGTTATAC

>rnd-1_family-705#Unknown ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 2361 out of 4218 contigs )

AAGAAAAGTTAATNAATAAAGAAAANAAAATAAAAAATTATAATTTATGACGTGGCGCTGACGTGGCGCTGATGTGGCAGCGAGTGTAATACACCGCATACTGTGAGAGTGGTGTTACACGTCTTAGGGTGGTAATAAATTCACTTTTAAGTAGTAAAGGTGTGTAATAGGTCGCCATAATAGTTTAAGCGTGTAACTGACTTTTCGANACAAGTTC

>rnd-1_family-706#DNA/hAT-Ac ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 2361 out of 4218 contigs )

AAAAGAAGGGCTAGCCCGCCCCAGCCCGCGGCCCTTCTAGGGTTGGGTTGGGTTGACCATTTTCAGGCCCTTCCAAATGAAGGGCCGGCCCGCCCTAGCCCGTCAAATTCCTTGGCCCGCGAGGCTTGGGCCGGGTGGGGCTGGGCCGGCCCATTTTGACAGCTCTA

>rnd-1_family-707#LTR/Copia ( RepeatScout Family Size = 68 Final Multiple Alignment Size (possibly truncated)  = 66 Localized to 2361 out of 4218 contigs )

AAAATATAGAGTGCATAAAGTTTGTCAAAAAGAGAGTTCTTATTAGTTGAAGGGAGGTGTTCTTTTTGTGGAGCTTTGGACTCAACTCTTGTCCGGAGTTGTTGAGTTATACNTTGTGATTGGGCTGTTGTATCCTGGAGGGGACAAGTCAAGAGGACTACTGCTGGACCGGTGNAAACATTATGCCGCAGTGGGCTTGAATCTCCTTAAAGAGAGCGAGATATCCGCGCCTCAGCCTGAAGAGATTTATTTTCTTCATTTTATTTTCAACTGTAATCTTGTATTTTTGTTATCTTGTAAGTT

>rnd-1_family-708#DNA/hAT-Ac ( RepeatScout Family Size = 68 Final Multiple Alignment Size (possibly truncated)  = 66 Localized to 2361 out of 4218 contigs )

TAGATAATGCNTCTAATAATACAAACGCTGCTAGTATGCTAAAANCTAGATTATGTCCAATTGATGTTGATGCTTTTCATGTTAGATGTGTTGCACATGTATTAAATTTAGTTGTACGAGATGGTATTNCATTATTTAAATGTGGTTGTATGAAAATTGAATATGTCGTTGCCTGGATTTTTNATGCTCATAGAGCTGCTAGAATTAGGGAATTTAANGAGCGTTGTGTACTACGTGATTTTGCCACCAAGAAAAATTCCAAGACATATTAAAACNAGGTGGAATTCTTTNTACGAAATGCTTTCAGTCGCTTACGAATATAGAGGACCCGTACAAATGGTNTTTAATGCTCATAATGCTGACCCATTAGATAGAATTTGATGANGANGATTGGGAAGAAACNAANGAACTANTAGAATTTTTAAGANTTTTTTATGANGCTACAANCATGNTTTCTGGAATTTATTATCCTACTATTTCNTCAGTNTTAATAAATATTTGTGCTATTTCAATTCAATTTTCTAAATACAAAAAAAACGAAGAATTTAGAGTTGCNATTGAGGGNATGATTGAAAAATTTTAAAAATATTTTTTTCCTATTCCTCAAATTTATTTAACCGCTACTTTACTTAACCCNNACTACAAATTACGAGGTGCGCANGGACTTGTTGACACTTTTTATGATACTTTAGAAATTTTACCGGAAATGACGAAATCCAACTTGTGAAATGTGTAAGTNTAGCATAAAAGTAGAAGCNAAAATTTTGTATGAAAAATATAGAACTACAGGAAATACTCAAGGAGAAGTCGGTCAAACTTCTAATCCTCAGAGTAAAGCTCGAATTTCGAGTTATATGCGAGGTTTTCTTGGTCTTAATTCTACTAACCGTGATGATTTTGANGAATATCTTAATCAATCTTTAGAAACAGTGGAAGACGAAGATGGCAATGAAGATCTATTAGCATGGTGGAGGAGNCGGAGCGTTGCATTTCCAAAACTTCGAGCAAAATGGTTCGNGATGTGCTAGCTATTCAAGCNTCATCAGTNGCTTCGGAGGCCGCTTTTAGTGCGGCAAGATTTCAAATTGGAGATCATAGACATTCATTAGCGGAAGATAGCTTGGAGATATCGGTNTTATTTAGAGACTGGGTCAACGCCGAGAGGAGGAATTATAATTTGCCAAGGTTAAGTTCCAAACAAGAAGCTTGGATTAATGCGGTAATTGGATCTAGTGATGACGAATTAGAGTCACAAGAGTTTCTAGCAAGTTTGCCAACACCGGAGGATGTTACCGTCGATATGATGCGACAATTAGAATTGAATTTTAAAGGAGAATACAAATATTAGATTACATCCGAGAACTAATTGAAACAGAACCCTTCCTAGAAGGTGGCTGCGTAGATTAGTTACTCNNCTAATATTTGTAACAAATATTAGTTTTACATATGAGGNCTAATTCAAACAGAACCCTTCCTAGAAGGTGGCTGCGTAGATTAGATTTTTTAATACTCTACTAATATTTGTAA

>rnd-1_family-700#Unknown ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 66 Localized to 2361 out of 4218 contigs )

CACACCAGCAGACTCAGTGCCAGCTCCGGCACCNCCTGTGGCCCCNGCGCCACCAGTACAGGGTCCCTCCTCCCAGGCTNCTNAACAGATTAAAAGNCGANGGNTTGCGGACCATCCTNGAGGAGAAG

>rnd-1_family-710#LTR/Caulimovirus ( RepeatScout Family Size = 68 Final Multiple Alignment Size (possibly truncated)  = 66 Localized to 2361 out of 4218 contigs )

ACAGTATGGACAACGAGATACAAAAGCTAAAGACTAATGAAGATAATCTGAAGTCTAAAGCTAGTACAAGTCAGCAGCATGACTATAAAAATGCGGAGCTANGTCGATCGGAAGACNNTAAAAATCCAGAGCTAAAAGGTGACGTTGGGAAACACCTNAAAACCCATAACGTTTGTTTAAATACAGCTGCAGGTACGAGCAAACGAGTTAGCGAAAAACATAAGAACGCAAACTTAAACCAGNTATTCGAAAAACCATTTACCCCAAGAACACCAAAAAACACATTGACTATAGAACCACAAACNTCTACGTACGCAGATAGCCTACANCATGAGAAAAAGATATATAACCATATCACGCGAACCTATATCGAAAATATATACAAAATCCAAACNTATTTAAACCTTAANCCCAGATCTACTACAACCAAAGAACCAAACCAAGATTATTTAACCCAAAAATTACAAGGNTATAACAAGCTAATTGCACGACCAAAAACTAACGCCAATTTAGTAAGAACATGTTACAACTATGGACTATTAAATACCGTATATACATACGACGGAGAAGAACTAAGTGGAATACCGGAACTACACAAAGCATTCATTACATATAAAAGAGTTACCAAAGGAAATTTATTTTATGTAAAATTTTATACGGCANCAGCGGAGATATTATACGAGGAAATAAAACCTCCGATACAAGTTGTAAAGATAGGACTAACCAAAGATATGATAATACCGGAAGATATCGGACAACAACCAGAGATACAAAAAATNGAGATACCNAGTTTTTATGCCAATAAGAGAATAATTGGTATATCAACTATTATACAAGAGCTAGCAAACAATTATTTAAACGGAAACGCTATATGGAGCTACTATTCAAGAGATCAGTTAATGATNTATTCNAATTCAAGGGAGCTAAGGAAAGCAGATATGGATGAAGTCCAGAGATGGATTTTATCATTATTAAAACCAGAAGAACGACCTACGACAAGAGCACTAAAAGCAGGATTTATTTCGNCAGAACTATTAACCAGATATTGCAAGCTAATTGGACACAAATACCCTGATCATATATGTTCAAAATGCAACGGAGAAGA

>rnd-1_family-711#Unknown ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 2361 out of 4218 contigs )

AAAGAATGAAAGAAGGTTTATTNTAGTGTCCTAAAGAAAATAAGGCAATTGTTAACACAACTGTCTGATTTCTAGAAAAGGATCATTTAGTAAACCATGTTCCTAGAAGTAAACTAGTTTTACAGGAACTGAACAAAGAAATAACAAATAAGTCAATTGTAAATTCAGACGCTCAAAAACATCTAATCGGTATGTCAGAAATGACGTTCCATTGCATTTAAGTAGTGGGAGAAACGTTGCTAGCACATCGAAGAAAACTACTACCTCAAGTAGTGGAAGTGATGTTGAGCAAATTGAAGAACACTACATGAAAAGTTGTTAATATTTCAATATCGAAAGATTTTGAAGAAAATATTAAGACTCAAGATCATGAAAGTGTGATTATGTAGTAGTGCTTAGTCGTAGTGGGAGAATCATAACGAAGATTGATTTGTTTTGTATGCTTGAGAGAACTTTCATGATAGAACTCCTGAAAAGAAGTACACTCTTGNAGGGTTTCATGATAAGNTCTCTCAAGATCTAGTACAAAATCGATTTGTTACGACGAAGCACTACTAGACGAAATTGCATGAGAAAACAACTTGGTAAGTTTCTTTCGATAAGAAATAAAGGAATGCTTGTGAAAGTTGTAAATGCATAGTTAAGAGTCTAAGTGGGAGATTGTTAGGGTATATACTATTAATCATGCGTTTAGATATAGTATTCTAACAATTNTCANGGTTAAANGTCTAAGTGGGAGATTGTTGGGATATATACTATTAACCATGCGTTTAGATATAGTATTCATTATAACAATCGTGATGGTTAAAAGTCTAAGTGGGAGATTGTTGGGATATATA

>rnd-1_family-712#Unknown ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 2361 out of 4218 contigs )

GGGCATTGGGTTTAAAATGGGGAATGGGTCTTTTTTTTAAANTCGGGTTAATTTGAGTCGATTTGGGGNTTTCCGTCCAATTGAGGGGTANATNTGGTGAAATTAGTAACGGCAGGGGTAAAAATAACTTCATTTTAACGGCGAGGGCATAGTCAACCAATAAANCAAAGTTGAGGGGTATTTTTGACCCTTTTCCCT

>rnd-1_family-713#LTR/Gypsy ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 2361 out of 4218 contigs )

CTGGTAGTAATGCGTGAAATTTCAGTTGGTAGAGATGATGAGAGAATGAGAATTCTTATAAGGAGTTGGTTAGTAGGAGTCCATGGAGTTGTTAGAGTACTAAGCTTGAATGTGGTGTTGTTAACATGTGGACGAATGCGTGATGCATTAGGTGTTTCTTGATATGAGCTCGAGGTTGGTTGAATGTGGTGGTAAAGAGTAATAGTCTTGGGATGAGATTCCCTATAGAGAGGTATAGAACCCGAACCTNAGGATTTGGGTTAAGCTTGAATAATCACCTTATGTTAAGTACTTTGTGATTTTGAGTTAGGCTTGAATATAGTAAGA

>rnd-1_family-714#LTR/Gypsy ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 2361 out of 4218 contigs )

TTATGAAATTATGCATGTTTTCATGAAAGTAATGTTTATGACTCAAGNAAGCTTATAGATGAGGGTATCTATATGTTCTATGAAGCTTGGCCACATGACATGAATGACATCTAGATTTGCCCTCAATGCTTTTCGGGCTATTTTCCTAAATTAGGTCTTGATTAGTATGGTATCCGGATATGCCATCAATGATTATAGATCACGCTTTCAAAACTATTTCCATTAGTAGTAGGGCATTTCTAGCATGAAGTGAATGACTATGGGCCTTAAAAGCTATTATGAAAAGATCATGGACGGTGAAAGGTTTTCTCACGCATGATCTAANGAGCTATCCTATGATGTTTCTAGCTTGGATTA

>rnd-1_family-715#LTR/Gypsy ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 2361 out of 4218 contigs )

TTGCAGACATGGCTAGACCNAAAGTTGCNGGNAGAAACATGCCACCCCGAAAGAAGGCAAAGGGGATTACACT

>rnd-1_family-716#Unknown ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 2361 out of 4218 contigs )

CCTATTCCTATTCTAATAGGATTGTATAAACCTATTCCTATTCTAATA

>rnd-1_family-717#LTR/Gypsy ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 2361 out of 4218 contigs )

GCCCATTTCGGGTCACTTTTGGGCCATCTATGTAATAATGCCTAAAACTATAAATAGGCCTTTAGGGTTTCATTTTAGGGTAGATTGGGGTTTCATTTTAGGGTTAGATTATTTTGAATATTGTGGTTGAAAACTAAACTCCTTGTTTGAGTGTTGAGAGCTTGGTTAAGCTTTTGTTGAACCTTGTTTAGAAACGTNGGTTGCTTGGGATATCGATTCCCTCGAGGTCNTCGTAAGAGTTAGGTGCTTNTTGTNGGATTAACGAATCGAGGTCTTTGGGTTTAATATACCCTTNGGTTGCTCTTTGTTTCCTCTTTTGTGTCTATCTATTTATCCGGATTTGGTNCTTGTTAGGATCTAGATTGGAGTTTATTGGATTTAATACATCCTTTAGTTGCCAATAGTTGTGTCTCTTCTTCTATCTTTCTTGTNTTTCCGCTGTTTGTCGTGATTCTTCTNGTGAGAAATTACATCATTTGGTATCAGAGCNAGGCTTAGATTCGTTCCTACGAATTCTAGTCTTGGGTTTGTTACAAAAAAAAAGTGGTCAAAANCGTTTTCTAGAAAACCCCGAAAATATCTTGTTGATTTGAGTCTTGTTTGAAGTTTCTAAGGTTAGATTAGTGTTCCCTAACCTTATTCGAGTCTAGGGCTGAGATTTGGTGGGGTTTGGTTCACTATTGAAGAATCCACCATTGTT

>rnd-1_family-718#LTR/Gypsy ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 2361 out of 4218 contigs )

ACGGACCGTAGACGGGGTCTCGTGGGTCCAAACCCTNAGGCTGCCTGACCCGACCCGGACCCCCTTATTTAAAAACCCCTTCGTTTTAAAACCATTCCNCTTCCCTCCATTACTCCCAAAACCGTTTCTAACATCCCATAACCTCCCTAAATCACTCCATAACTCCTC

>rnd-1_family-719#DNA/MULE-MuDR ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 2361 out of 4218 contigs )

TAGAGAAAAGGCCCAAAATAGTCCCTCATCTTTGGGTTAAGACTCAAAGTCATCCTTGAGTTTTCACATGGAGCACTAATAGTCCCTCATGTTTGCAATATTGGTGCACTTTTGGTCCTCCCCCAAANTTTTGCCTATTTTTTAACATTGATTTTGTCCATAATTTTATGTATGGAATGTTCAATCGTCTTTTTATATATTTAGTAGAAATAATAACTCCATGTGAGAGAAGGTGAGAAGAAGAACACCTTGTTTTGTTTAGTAGAAATATTATTGCAGCTAAACTCGAGAGGTTCATCGCGACATNTNACGTTGCAANAGNANAAAATTTTNTNCTNTTGCAACGTGANATGTCGNGATGAACTTCTCGACTTTANCTGCAATAATATTTCTACTGAACAAAACAAGGTGTTCTTCTTCTCACCTTCTCTCACATGGAGTTATTATTTCTACTAAATATATAAAAAGACGATTGAACATTCCATACATAAAATTATGGACAAAATCAATGTTAAAAAATAGGCAAAAGTTTTGAAGGAGGACCAAAAGTGCACCAATATTGCAAACATGAGGGACTATTAGTGCTCCATGTGAAAACTCAAGGATGACTTTGAGTCTTAACCCAAAGATGAGGGACTATTTTGGGCCTTTTCTC

>rnd-1_family-563#LTR/Gypsy ( RepeatScout Family Size = 104 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 2361 out of 4218 contigs )

GTGTGCTAGAATTGGTAGGCTAAGACGAGTTGAATGTGTTGGATCTTNATATGACATGATAAGGAACCGACATGATNGCATGACTTAAGCTGAAACTTGAACTGGGTAATCCGATAATCTGATAATGAAACTATGTGCCAAGAGTGTGTGAGAATAGTTGANTGTTCAAACAGTTTTTGTGCAAANCTAGAACTTGCCCGGTTAGTCCTGCTAAGACAATTCAATCTAGAAGTTAGGAAGTGATCATAGGCCATTGTTCTGATAAGTCCACAAATCGCCTAAAAGAAGGATCCAACCAAATGAAA

>rnd-1_family-720#Unknown ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 2361 out of 4218 contigs )

TTCTTGAAAAAANCTACAGATACGTCAGCTTGAATTTNGGTGATTAGGCTTAAATAATTTTAGGATGAAGTTTCTAGATGCACATTGTTATGAGATCACATACAAAATTGACGAAAATATNGATTTCAAAAGGATTGTAAAAAGAACTCAATAATATTTCTGAAGGAATACATTCAAGTGATAATGCGTCAATTCATACACTATTTAACAACACGTCATAAGTGCTAAGTCTAATTCAATTAGAAGGGAAGGAAACAATTATCGATAACTATTTCAATTACGATTATTTATATTTACTTGTGCAGCATGTAATAATAGATAAATGTTTTATTGAATGAAGCTTCCATCATCGTGATTGAATTAGGTAGAATATATTTCCTTAAATGATCCTTACCGATAGATTGCAAATTTATTATTTTCTCTTCTTTGTCTATGTAACAATTTTAAATTTGGAGTTAAGAATTTTATTCTTTCAAATTCTTTAAGGTTAGAATCTTCCCGAACATTTATAGTCATTTATTTTTTCACTCTATTACCTTGACATTAAGAATGATCTCATGTAATTGTGTAAGTACGTATTTATATTAATATATATTAAATATCGAAGACTTGGACTTGGAGCTTGGGCTTGGATCGGANCTTAAAATAAATATTTTTATAAAGCTTAAATATTTGCTCTATAAANNNTAACAATGTTTTTACAAACAAGAATAGTNTATATAGACAAGAATATGTATATATATCTGTAGTTCGATACAAACTGTACAAAATAGGTCAAAAATTAAAGTGACCAAGAGACAAAATAACACAAGATAGAGATAATGATAGTTTATGTACACTCAATAATAATATTGTGATCATCATTTTTGAGAAATCTTTTCACAATATCTAGGCATGGTTGCAAAACGGTATTCCTCCATGCTTCGTCAACAGCTTCTTTTCTATCTTCTTTGAAAACGTCAGTAGCAATAATATGATGCACCGACCACATTTTCTCATTTATTAATCGTTGAATCTTGTCAAGTTGGTTACAAATTAATANACGAGTATTACGCTTGATACTTGAAATTGAAGCTTGAAGAATCATCTTCTTTGATTCATCATCTCCGTCTATATTTTTTTCTTCTCTTAAATATCTGGCCATTTCGGGGACACCAATGGACCGTCGGATTCCTTTGGTGTAATCTGCATCTGGAATGAAAATTTGCCGCACCTCATCCACCAGCCCTGCATGCAACATAAATTTAAAGAATAGTTTTATTTAGTTGAACATATATTTGAAAACCAAAAGTATTATTAAGAAAACTATATAAGAAAAGTTTTAGCTAGANTCATTATTATATTTTGATTCATATATAAAATAACTACAAAAACTACCTGCATTGACCATTTCATCAACCCTCGTGTCAACTCTACGGTTCAAGACTGATTGCTCTACATCAATCCAAATAAAGCAACTGTCATACTTATATTTGAACATGAACACAGGGTCTTCCACAAGTTTTTCAATATACGAATTTGACCCTCCAACAATAATTGGAACACATTGAGTCTTCAAAAAAATTTCTATGTAGACAATGGACTTGCAAACAGAAATCTTCGGCCGTGAAGTCGGAATCTGGCTCAATTTCACCTAAGAAATTGTGATCAAATTAANTTTCTCAGAATTGGAATAAATAATTTTTTAATAGTAAAGTATATTTTCCACTAGAATCTACAATTACTACTATTAAATTATCTAGGTAGTCATTTGATATAAATATTGTTGGAAATAAATATGTATACCTAGCAAATAGTGTCGTACACCTTGTTTCTCAGCGTGTGTGATCTTGTTTGTCACGATTTCAAGTCCCTTATATACTTGCATTTTGTCCGAGTTGATTATTTCTCCTCGAAAATGGGTGGCAAGGTCAACAGAGAGACGAGATTTTCCCGTTCCTGTTGCTCCCATTATGAACACCACTTTCTTCTTGTTGAACTTGTTGTTGTTGTTGATGAAAGTATTCATTTTAGCTACACATAAAATAAAATNATAATAATAATTAGTTTAAAATAGTAAATAATCTCATGAAAACCACTCATGCATACACTCATACATTAAAAAATCTTGTAAATATAAAGTTAATAAGTAGAAACCTTGCTTGAGATGTAATAAACTATGTAAAAGAATATATTTTTCTTGATGGTGGTTATGAAAGAGATTGCATTGAGCATTTATAGTAAAATGTATTTGTGGACTTATTAATTGGCATACCATATTCAGAATT

>rnd-1_family-723#DNA ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 2361 out of 4218 contigs )

ATACAAATGTTTTAACTCGATTCAATTGTATACGAATTCAAATTTTATGCAGATATACAAACACAATCATTGATACATATGCATANCAGTTACATATATACAATTATCTAACCGATATACATATACAAT

>rnd-1_family-724#Unknown ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 2361 out of 4218 contigs )

AATAATTATTTCTATGNACTATTTATAGATGTAGAAAACCCTAAATAAAATAATTGAGTCCAAANCAAATTAGGAANCCAAAACCAAAAGGAATTGGATTCCTTTTTTTT

>rnd-1_family-725#LTR/Copia ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 2361 out of 4218 contigs )

GAATAGGAATAGAAATAGGAATAGTAAATAGTATCCTACTTGGNAAAGGATTGTATTGTAGTGTCTATAAATAGGGTCTCAATGTAATAATGTAGATACAACAACAATTCAATAATATTCTTCTCCTATATTTCTCACATGGTATCAGAGCCTCTACGATCTTGGTAGAGAATCAAAGAGCTTCCGCTGCCGGCGGGCGGCTATTACCCATATATGCCGCCCGTCTGGCCAACGATTATGTTAGCAAAAGTTGG

>rnd-1_family-726#LTR/Copia ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 2361 out of 4218 contigs )

AGATAAATGTTCAACAAATTCGTTCAAGTGATAATCTNGCGGATTTATTCACTAAGGCATTGCCAACNTCAACATTTGAGAAGNTGGTATACAAGATTGGAATGCGTCGTCTCCGAGATATCAAGTGANGTTTTCATCAGGGGGAGTAAATACGCGTTGTACTCTTTTTTCCTTAACCAAGGTTTTGTCCCATTGGGTTTTCCTGGTAAGGTTTTTAACGAGGCAACANNCAATGCGTATTACAAGATATGTGTACTCTTTTTCCTTCACTAGGNTTTTTCCCACNGGGTTTTTCCTAGTAAGGTTTTAACGAGGCACATTATCTATGGACATCCAAGGGGGAGTGTTATAAAT

>rnd-1_family-721#LTR/Gypsy ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 2361 out of 4218 contigs )

TTGTATATNCTCGTGNACGAGTTGAGGACCTTGATACGCTGGTTGGTCTACGGTTTGAACTCGTGAAGTTGTGTTGGACTGTTTCTGTGCTAAAGAACTGAGGTTTGTGTATAAACTTGTACTTGCACTCTTTTTACCTGCTGGTATATCTGAAAGTTNATCTTGGTACCTTGGTTACCTCTTGTCACTTTGCATTGTCGTGTTGGTATCCTTTAAGACGTTAAAGACGCTTGTGTAACTCGCCCACTTGTACGGATTGTTTGATCACTTGGCACTCTTGTTGGGACCTTGTCCTTCTTGTGGCTGTGACTTTGTCACTCTTGGCGTGCCTCTTGATTCGGATCATTTGCCATCTTGACTCTGGATTTTTAGTCCGTCTTAAGAATGGAAGTTGTCCATTTTAAGTACGAACTAGAAAGCCATTTTTAATATGGTTCTTGGTTCTCTTGATTATTGGGCTTTGACCCTTCTTGATACAGGGCGTCGACCCTTCTTGATACCTGCTTGTGCTTGGTGTGACGACATGATGTATATATTGGGCGAGCCTTGTTATTGAATCTCTTGGAAAATNGTGCTATGAGCGTTCTTGACATTTGGATCTTTAAATATCGAACTTGATACTCTTTATATATTGTTTACTTGATTTATTTATTATGTTTCAATTGTGCTGCCCATGACTTGAGAAAGGTAACTTGGTGAATCTGAGGGCTCCGAACCTATAGTTTTTACACCACTAAGCTATATGCTTAGCGATAGTTGTTTCTATCGTAGGGAATGNTCGAGAGGATGCNTGAAGCTGGCCATTGGAGATGGAGATTTTGAGAGCCTTAAGGAAGATCACATTTGCATATAGGCATCTATATTTTGTATAAACCTTGGGACTTGTACATGATCTATGTGTTGTATATTTACATGAGATTTTGAGGGCTGATTTGATCATGTCACCATGGGTTGTAATATAAGTATGGCTATACGTTTTGTTCTTTTGGGGTGTGTAAACCCAAGTCTTGTAATATACTAAATTTACTATTTGTTTTGAATGTTTGTGTGAAGCATGAGCCGGCTGATTTCGGTACTCGGAAGTTNGTAATATTCTTGTTATTTCATCCTCGAGTGTGAGGATAATATATGCATAAAATCTCGTCGGTTATTTGCTTAAATTATTTT

>rnd-1_family-727#Unknown ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 2361 out of 4218 contigs )

TCAAGATCAAGATCATCAGATTCAAGATCAAGCTCGAAGCCCTTGAATTCAAGNACAAGTCAAAGATCAAGATAAAGTTCAAGNTCAAGTTCATCGAAGATTCAAGATCAAGCTCGAGAGCCCTTGAATTTATATTTGAAAAGGCGAATTCAGAGGAATCATAGAGATTGTAACACTCGCACTTTGAAATAATAAATACGATTGTTGCATAATTTTCCGTTCTTGATTATTGTTTTCTCGACGCGAATTTTATTGTCTACA

>rnd-1_family-728#Unknown ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 2361 out of 4218 contigs )

ATTTTTATTGATNAATATTGCGGGTACAATTCTGTTCCTCCCTTGATTCTNCTCTCCTAAGATTTATCCATGATTCGAGGGCCGTTAGTGGCGTATTTCTCGAACTAGGATGATTTAGACCTCCTTGAGATGTTGTTGATCTCCGGGAACGTCGGGAAGCGCTTCGTCGTTTCAAGTCGATCTCCGGGAAGAACTCCGTTGACCACTCCTTCGAAGAGCTATGTAGTTGATGTTGTAGCTTTCTCCAATTGCAGAATGCTTGTTGAAGAGTTTTCTTGATCCCCTAGAATGTCATGTCCATCCCCTATTTATAGTTGTAGGGGGTGGACAAGGTTGCTTATGATTGGCCAAAGGATGTCATTTTGACACTTGGCGNATTGTGATTGGTTCTTGCATTTGACTGGGACTACCACCTCATTTGGACACGTGGCGTCACCTTGTTGGTCTTGGATGCCTAGTCACTGTGACACGTGGCATGAGTTTGGGCTTCAAGGTGAAATGGACCTTGGACTTGAATTTAATAAAATGGACTTATTTATTTGTAAAGCCCAAATTAATCATTCAACCCAAATGAACATGGATTTAATTCAAATTTCGTATGAATTTAATCCAATAAAATTTATGTGTCTACA

>rnd-1_family-722#LTR/Copia ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 61 Localized to 2361 out of 4218 contigs )

CAATTCCTCCTATTTNNATACATTGTGATAGTCAAGCTGCAATAGGTAGGGCAGGAAGCGTTATGTACAACGGNAAGTCCCGNCATATANGACGGAGACACAATACCGTAAGACCGTACTTNACTAGTGGAATCATCACNATTGACTATGTNAAGTCAAGNGATAATGTGTCAGATCCACTNACNAAAGGCCTAGCGAGAGAGANAGTCTGAAGNACATCGAGGGGGATGGGATTGCGGCCTAGAAATCCGAGTCATCATGAGGAAACCCNACCTAGNAGACTGGAGATCCCANAACTAGGTTCAAGGGGAAAAACGAATCATATGATGACTTGTTGTGAAAAATGCACTATCTTTTTATTCCNTCCCTATGATGTGAGTGCATTGTTTCCTGTAGTGATTTGTGAAGGTTGAGTCGATAAAACTCTTAATGAATATCTGTAGCCCGTATGGGTGGAGTGTTAAACTTACAGGAGCACTCTCGACAGATTTCACCTATGTGAGTGTGGAAGTAGGCCGCTTCCTATGAGAATTGGGCCTATTCTCNAAAGCACTCATGAAACCGGGATAGCACAAGGCCGTAACGTGCTGGCTATAAAGCTCATGTCAACACCTTGATTATTATGTGTGAGCAGTGATATTTTATTTCCCTTAAGCAGTCATAGTTCAAGTCTGAGACCACTACCGACTCTGGAGTAAAAGTTACTGTTTCACTAAGTGGAGGTTCAATGCAGAGCACACCTTCATTATGCATAGTAGTCTTCCTTCAGCTGATANACTCTCTTATTTAATATTAAAATGAGTGGGGGATTGTTG

>rnd-1_family-730#DNA/TcMar-Stowaway ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 61 Localized to 2361 out of 4218 contigs )

AAAATGTCCTTTAATCTTGTGGTCTTAAACATGTCACGTGGAAAGTTGAAATTAAA

>rnd-1_family-731#LTR/Copia ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 61 Localized to 2361 out of 4218 contigs )

GGTTCTTAAGATGGTCCTTCAAATGTGAAGGTAATTTTGTCCATTAAAGTGGTATGAAAGGTTATTGGACACATTGTGTCTTAAGATGGTCCTTCAAATGTGAAGGTAATTTTTATCCATCAAAGTGGTATGAAAGGTCATTGGACACGTTGTTGTTGGTGCGACCTAATAATTTGANAAGTTTGTAAATCCTCCATCAAAATAAAGGAATACAAAGTGGTGGTACACTTGGTACATTTGACCTCTCAAAGTGATGTTGAGGTGNGTCACGTAAATATGATAAATGTCAAAGCATGACAATGAGCTTCTAATGAAAANTTATGAAGCACGTACAAATGGTTATGGTCCATTCCTTGAAGAGAATGTGACTTGTGTTCGTATGGATAAGAACATGTTCATGTATGGTTGGATANATGTCACAACTCACCTCTACGGGAGGTTTGAGAGATTGAAAANAAATATTTTGGCATAAATGGTCATTTGGTCATGTACTTTNAGTACGTCACAAATAT

>rnd-1_family-732#LTR/Gypsy ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 2361 out of 4218 contigs )

TGTAACACCCCTAAAATACTAACCAAGAGTCGCATGTCGATNCACCATTGCTTAATTACTACAATATGTTTTACTCTCATTTTGGGAACTTGAAATNTTGTGATATTTGCAANCTTGCTTAACATAAATTGTGATCGTAATTTAAGGTATTGTATTGGGGTATTTACGTAATNTTCTAATTAGAATTACGTATAACTTGAAAGGGAGGTGAGGGTTATATACATATAGGTGTATATGTATGCATTTTGGGCAGCACACAACTTTTATTTGGGCAGCCACCTTTTAGGGACAGCTGTGCATGTGATAAGCATCACTCTTGNGACTATATTTTCACACCTCCTCTAGTGAAATTCGTTTCCCCTGAAGTCTAAGAACCTTAGAACATTATCTAACCAGTTGTTCTTCAAAATCACAAGAGAAAANCTTGGTCCTTTTGGCTGGAANTCGAGACACACCCTTCTTTTTGGTAAGTGACGAAATCTGTTTCTGAGCTGGGTAGTGTTTAGTATTTTATGCATATCTCGTTCTCTAGAACTTCGTTTACAGTGAATAAATATGATTTGGAAAGNTAATTCGTATACCTACAACTCTTATGTTTATGTAAAACTCTAATTTAGCTGTTATGGATTCGAAATATGGGACGCAACATAGGACAAGTTCTGTCCAGATTTCGGAATTTGAAATCCTGTATGANCAACTGTTAGTGTTTTGAATATATCTTTTTGTACAAAATATATTTTGCGGTGATTCTTGNTTGTTTGCAACCTTAAGAGATGTACCTACATCTTTCATGAAGGNTATAAAGTCCAGTTTTGCCGTTTTCCTTTTCAAATCTAAGTTGCGACATGAGGTACTAGGCTGGCCAGAATCACTGTTTTGGGAGCATAGTCGTATTTGTACAGGCTAGGCTTACTTGTGATGATAATCCTGTTTTACGTCAACATTATTGAGCTACTAGAAATTAAATAAGTTATTTAATTNTATTTTTAAGGTTGTATATACTCGTGAA

>rnd-1_family-735#LTR/Gypsy ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 2361 out of 4218 contigs )

TTTCATGTTAGCCTTAGNTGGGTTTACTCCTAAGTGGGGGATGGTATGTTGAATAGTAAGGTTGTTGAGAGTNCCGATATCCTTATCTCTTTCCTTCTATTCCTATTCAAGCTTGAGACCAAGAGTTCCTNGTAGCTTGTTTCATGTTTTGGAGTCATGTGTGANTATGAGTTTCCATGATCTCCTTATGTTATGCATGTTTTGATGAAATTCNTGTTT

>rnd-1_family-737#Unknown ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 2361 out of 4218 contigs )

TAGGGGTGTCAAAAATGAGCCCAAATATAGGTAACCCGCCCAACCCGCCCAGAATTTTAAGGGTTGGGCTCAAGATAATTTGAATTGGGTTCAATCTCAACTCATTCAAGCCTTAACCCATTTTAAGAGAATCCTCAATTGAGCCCAATTTAATCTCCAATTTCAACCCGTTTTAAGACTCTTTATTAATGTATGTTCCTATATTGAAGGTATGAATTACTATCTATTTTATATCTTTTAGGATTTATCTATCCATTTGTAACTTTTTTTAAAATTNATCTTGAGTTGAAATTCAAATTGTGGTTATAAAAGTTAAATAACAATATGTTAAAATTATTGAGATTAAGCGGGTCAA

>rnd-1_family-661#LINE/L1 ( RepeatScout Family Size = 78 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 2361 out of 4218 contigs )

TGGCCNTGGAAGCNNATNTGGAAAGTCAAGATNCCNCNCAAGGTGGCATGTTTCGCNTGGCTGNTAGCNAAGGAGGCCGTNCTGACNCAGGANAACCTNACGAAAAGAGGNNTNCANTTNTGCTCNAGGTGCTTTTTNTGTGAANAAGANGCGGAGACAATNAACCATCTNTTTCTACACTGCA

>rnd-1_family-739#Unknown ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 2361 out of 4218 contigs )

CAGAGGCGGAGCTAGGTGGGGTTCGTGGGTTCGGACGAACCCANTAGCTTTTTCGTAGACCCTGTATTTGTATTAGAAAATTAAATAAATATATATGTATATTAACTTGTGAACCCCTAACAAAATTGATTGA

>rnd-1_family-740#Unknown ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 2361 out of 4218 contigs )

CTTGAATTCTTGANCGTTCTTGAACTCTTGAGTTCTTGAATTCTTGAACTTGTAGCTTGTAGAGAAATTTGTGGCGTTTGATCCACGAGCTTTCTCTAGCTTCTTGTTTAGAATTCTCGGTTCCTTTTCTGAATTATGAGGACCCCTATTTATAGTTTTAGAATAGAGGAGTTGTGATTGGAATAGGATTCCCTTCGGCCAATCAGATTTAAGTGACATGACATATGGGCTTTATGGAGCGGGCTTTAATTAAATCCATATTTATTGGATTTAAATAATTAACTCAATTATATTAATCCATAATATTTATTTGGACTAATATATTCATGAATTTAATATAATCCGAATCATTTTATAAATTTATATTTAATAAATTTTAAATGACTACA

>rnd-1_family-733#LTR/Gypsy ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 59 Localized to 2361 out of 4218 contigs )

TTAAAGTGACGTAGTGTATATAAGTGTTAAGTTAAAGTAAAAGGGATTAANATTTAGAAAATGGAATAAAATAAGTGAGNTGCTTGCTTGACTTAACTAAGCTAGTAGGTGA

>rnd-1_family-742#Unknown ( RepeatScout Family Size = 61 Final Multiple Alignment Size (possibly truncated)  = 59 Localized to 2361 out of 4218 contigs )

AGAGTTGAGGAGGGTTCTCGCCCGNGCTATTCAAAGCCGGGTGGGAATCAAGGTTGGAACTCTCACAAA

>rnd-1_family-743#LTR/Gypsy ( RepeatScout Family Size = 61 Final Multiple Alignment Size (possibly truncated)  = 59 Localized to 2361 out of 4218 contigs )

TCATCGAGCCATCCACCTCGTTACAGTTGGACAATCATCGAGCCATCCACCTCGTTACAGT

>rnd-1_family-734#LTR/Gypsy ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 59 Localized to 2361 out of 4218 contigs )

TGATGTAANACGGATTACATCAAGGCTATCCATTCACGAACTTCAACGCTTTGATGGAGTGTTCACAAGGATGGAGGTTGTTTGGCATGTATGGATGCCAAGGAGGGAGTTCCATGCCTTGCATGGGAACATATGCGCCTTGAAGGAGCTCCCAGTTGGGCAACACCATGCTTGGATGATAGCTTGGAGCGTGGGAGGCCTAACGAAGCGAGGAGGAGCAAGTGAAGAATGTGCTCCATTCGGCGAGCTGGAGGACACTTCGGCGACTCGCCAAAGCCCTTTGGCGAGGGTTCCCAAGATCGCCAACTGCCCAAGGAGCTACGAAGGGGAAAGCTGCTCACTNGGCGAGCTGAAGACCATTCGGCGCGTCGCCGAGTGGCTTGGGCGATGGTTCCCAGACCGCCCAAAGTTCCAGTAGCTTCCCAGCCAGGGCAGGAGCAGAGTTCCTCGCCGAACCAATTGGGCGCATCGCCGAGCCATTAGGCGAGCCCGACTTGGCTCGCCCATTGGCCCATTTCGGGTCACTTTTGGGCCCATCTATGTAATAATGCCTAAAACTATAAATAGGCCTTTAGGGTTTCATTTTAG

>rnd-1_family-744#Unknown ( RepeatScout Family Size = 61 Final Multiple Alignment Size (possibly truncated)  = 59 Localized to 2361 out of 4218 contigs )

GAGTTAATATCTCAAAAGGTCACTCAACTNTGAGAATTTATCTAGNAAAGTCATTAAACTTTGTTTTGTATCAATAAAATCACTCAACTTAAGACTTTTATCTTNAAAAATCACTCAACTAAATTTATCATTAAA

>rnd-1_family-736#LTR/Gypsy ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 59 Localized to 2361 out of 4218 contigs )

TATTTCGGGAATTATCGGGTAACTGTGAGCATGCTTCGTGTTATTAATGGACCCTCCTCGCTATGTGGAGTGCTTGCATGCTTAATTATTGTTTATTTGAAGCATGTTTGGCCTTAGTCTAGGCTTAGACTAGCGCTTGCCTTAGACTTACGTGATTCGGAGCCGATAGGCCTTAGTTTTNCCCCGACGTCGCTCGGACGGCTTAGNTCCTTGTAGACTGGTGTAGCAGACTTGAGTCTGATAGTNTGAGCCTTAGTTAGGCGATACTC

>rnd-1_family-745#Unknown ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

GAACTTTCAAAACCTACANTGAGGTCTTCTAGTTCAGTTAGGAAATCCAATTTCGGGAACCAATANCGCTCTGTTGAATAATCCCATGATTCCTTGAGNTCGAATGNAAGCGCTTGAAGATTGGGAAGCCTTTCGAAAATATCCTCCGTATCTTTCGAATAGGAAAGCACGAGATTGNNTAAATATCTCAAGTTCTCTAACTTTGCGTCCTCTGCTACCAGTATTGNTTCGTCTGCATCCACATCAAAGAAAGAACAANCANTCGTGGNCAGCGCTCGCAACTTTACAAGATCCCAAATTCTCGGTAATAGTACCAAGGTTGATCCTTCGTTATCGACCAACAGGGTTTCTAGATTCCGGAGGTTCGAGAAAGACGAAGGCAGAGATTTAACTTCTGTCCCAATGCTTAAGAACCTCAAATGATTCAACATGGACATATTTCATCCANCAAAGAATCTTTCACCATGATAAAAGAGGGATCCAGGTGCAACACTCTAAGAAGCCTCAAGTGTCTTAGGTGAAATGTATCAGAAAGACGGTCATCCAGCTGGTCTCCATTTATCGTCAAAGAATAGAGGTGTTTACCAGAATGCCTTTTCTTATTTGAATCGAACAGGACAAAATTAAGCCCAAAGTGCTCCTCGTCATCATCAATGGTAATTTGACGTGGCAACAAATCTGATGGAGTCACTTGAACTTATCAAATCGAACAACTTTTCCTCTCTCGCTTTTATCGAACAAAAGTCATGCACAAGATCATGAANTTGGCAAGTCGGGTCATCACCTATCTCATTGAAACNAATTACCAAGCTACTGGAAATTAAGTCATCCAAATAANTCTTCGCCGCTTCTTCCANACTCTTCATNTCCGTCTGTTCCACGAACCCTTCGGCAATCCATAANTNTNTCAACTCAGAGACTGNAATTNCANTGTCCTTCGGAAAACTCGCAAAGTAAAGCAAGCACGGCTTCAGGTGATNNGGCAAGTGGTCATAACTTAATTCTATAACCTTCATCACTTCCACTTGACTNTTCAAAATAAAGGAACNCAAATTATTTCGAACCTCAAGCCACACANTCTTTTTCTTTTCCTTCCTAGCGATGACTCCAGCAATCAGAACAACCGCCAAGGGNAGCCCTTTACANTTTTCGGCTATTTCTTTTCCAACGTCCGATAGTTCAGNAGGGCGACTCTCGTTTCCAAACGCCCTTTTCTCGAATAACTCCCAACTTTCTTCTGATCTTAGAAATCGAAGGTTAAGAGGATCAGTGTAGAGCTTTCCATGCAAAGCCACTTCCTTTTCTCGAGTCGTCAAAATAATTCTACTTCCTTTCTCAACTTNTGGAAAAGGTCTTGTTAACTCATCCCACGTCGTAGTATCCCACACGTCATCCAAGACAATAAGATACCTCTTTCCGTACAGTCGTTTCCGTAGCTTATCAGCAACGTCAATATCCTCACTCGATTTTGAATCCGAGCCACTAACTTGATTGAAAATCTCACGCAACAACTTCTTCTCGTTATATTCTTGGTCGACNGTGCACCATGCACGAACGTCGAAACGACTAGAAACTGATTTATCGTTGTATACTTTGTNNGCCAAAGTNGTTTTACCTGAACCCGGCATNCCAACGATCGAAATGACATCTAGNTCCGCCGGTCCACCGGTGAGCTTNCGAATTATCCAGTTTGTCTCNTCCTCAAAACCTACAATTATTTTACCAGNTGTCGATGACTTGCTTTCAACTGGCTTCTTGGGAGAGTTCGCAACAATGAGGCCCCCGTTCTTGGGAATCTTCTCATGTAAATCGGAGACCTCTTCTTCGATAAGCTTGATCTTCTCTATGGTAATGGGAAGTGAGAAAATAAGATGCGAGAGACCATTATCTCTAACAAGAATTGAATCAATGACATNTTTTGCCTCATATGCCACAT

>rnd-1_family-746#LTR/Gypsy ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

TTGTTCATCCTTAACCGTAAGCATGTTTGGCCTTAGTCTAGGCTTAGACTAGCGTTGCCTTAGACTTGCATGATTCGGAGCCGATAGGCCTTAGTTTTGCCCCGACGTCGCTTCGGACGGCTTAGNTCCTTGTAGACTGGTGTAGCAGACTTGAGTCTGATAGTNTGAGCCTTAGTTAGGCGNTANCGCNGCTTGCTGCACTTCTGTATCTTCTCCCTCTAGTCCCG

>rnd-1_family-747#LINE/L1 ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

ACCCTNAACCCTTAACCCTAAACCCTAAACCCTAAATCCAAACTCTAAACCCTAAACCCTAAACCCTAAACATGATCCTCAAAGACATCTTCTACCTGCTCAATNCTGTTTTTCCCTACATCAATTGGCCTGTACAGTGGACAGAAGTAGTGGACCTGATCGAGAGATGCAAACATGANATTAAAGTCACTTCAGTNATNTGGAAAACACCCCCTCCTAACAGATATAAACTNAACACGGATGGTAGTGCTTTGCACAATCCGGGGAAGATTGGAGGGGGG

>rnd-1_family-756#LTR/Copia ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

AATAGGAATAGTATATAGAATCCTACTTGGAAAAGGATTGTAATATAGTGTCCTANTTGGAAAAGGATTGTANTGTAGTGTCTATAAATAGGGTCTCAATGTAATAATGTAGATACACAATTCAATAATATTCTTCTCCTATATTTCTCACA

>rnd-1_family-738#LTR/Copia ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

AAATAGTGAATGGGAAATAAAAAGAGAAAATGGGAAGTGGAAGAACNAATGAAAATGGGGGAACCAATTTTGGAGGGAANATGAAAAGTCNTCGCAAAAGTGCTTNAATGAAAAGTCATTTCTCCCTCATCGGTGGNGGAAAGAAAAATNGNNGTGCTTANATTAGGAAACACTTCTNTTAGTTGTTAAAAGGGTTGGGAAGAGGGNGCCCCCTCGCGCCGTCGTCGTCGCTCGCTCGGCCTCGGCTTCGGCTTCGGCTTCGGATTT

>rnd-1_family-748#LTR/Copia ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

GAAACTTGCGCACTTAAACAGAGAGTTACAAGCAGAATACAATCAAATAGAGGGAGTTCATATTTGAGTGATTTCTGATTACGAAGTGCAGCCAACGCAAGGAAACAAGAATTGAAGAACTGATTCATAGGCTTATGTTTTATAGTTCTTAAGTCAAGTTTGCTTGTATTGAGTTTTTATCGAGTTGTATCTTTAATTCTTTCTAGATCCAGTGAGNTATAAACTGGANTAGGAATANNGTCTTCAAGTTGGGGCGACTTAAAGACTTGGGAACATAAACCTTGGGGGGTTTGTGTTGGAGTTTAGGAATTAGAGTTAGTTCCTAGGATTGCAAGAGTTGTAATCCGAATTCATAACTTGAAGTGGGGTCGACGATCTAGTTGGTTGTTGGCGTCTAGGAATTAGAGTTTATAATTCCTTAGGTTACATAGGTTTGTAATCTTTTGTTGAGGCTCAGAGTTTAGTGAAGTGGAGTTAAATCCTACAGAGGTGTAGGTCGTGGTTTTTTACCCTTTATGAGCCGGGGTTTTCCGCGATAAAATATTGTGTCGTTACTTTATTTGCTTTACATAACGTAACTGTTGTAATCTGCAAAGGAACAGATAGAATATACNTGTTCCTTAGGCAAATCTGGGGGTCAGTATTCCAA

>rnd-1_family-749#LTR/Caulimovirus ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

AACACCAAAAAACNCATTGACTATAGAACCACAAACNTCTACGTACGCAGATAGCCTACAACACGAGAAAAAGACATATAACCATATCACGNGAACCTATATCGAAAATATATACAAAATCCAAACNTATTTAAACCTTAACCCCAGATCTACTACAACCAAAGAACCAAACCAAGATTATTTAACCCAAAAATTACAAGGNTATAACAAGCTAATTGCACGACCAAAAACTAACGCCAATTTAGTAAGAACATGTTACAACTATGGACTATTAAATACCGTATATACATACGACGGAGAAGAACTAAGTGGAATACCGGAACTACACAAAGCATTCATTACATATAAAAGAGTTACCAAAGGAAATTTATTTTATGTAAAATTTTATACGGCACCAGCGGAGATATTATACGAGGAAATAAAACCTCCGATACAAGTTGTAAAGATAGGACTAACCAAAGATATGATAATACCGGAAGATATCGGACAACAACCAGAGATACAAAAAATNGAGATACCNAGTTTTTATGCCAATAAGAGAATAATTGGTATATCAACTATTATACAAGAGCTAGCAAACAATTATTTAAACGGAAACGCTATATGGAGCTACTATTCNAGAGATCAGTTAATGATNTATTCAAATTCAAGGGAGCTAAGGAAAGCAGATATGGATGAAGTCCAGAGATGGATTTTATCATTATTAAAACCAGAAGAACGACCTACGACAAGAGCACTAAAAGCAGGATTTATTTCGNCAGAACTATTAACCAGATATTGCAAGCTAATTGGACACAAATACCCTGATCATATATGTTCAAAATGCAACGGAGAAGATAACGTAATTCCAGATGTCCAGCTGGAATGAAAGATAAAGACGGAAGCAAAAGATAAGATAAGAAGAGGAAAAGAAGACAAAGACGAAGAAAAAGAA

>rnd-1_family-750#Unknown ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 2361 out of 4218 contigs )

AGGCTAGGTTTTATTAATTGAGTAGTTATAAATCCGTGCTCACTGCGTAATATATTGTAAATCGACGGTAGGATTCATGCGTAGGCCTTCGTGCACCGAAAAAGGGATGATTGTACGTATACTCCTAGTTGTTACATCAGACGTATACCGTAGGAGGAAGCCTTGTCCCGTGAACTAGGGTTAGGTGATGGTT

>rnd-1_family-751#LTR/Gypsy ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

CCTTAATTTATATTCAATCTTTTGAATTGAGTGTGTGGACTATTTCTTCTTGTGAGGGCACTTGTTTCATGATAGATAGGTGATGTGTAATGGTGCACATGNAGTTGAATGCGTTGGTTGCAAAAAGTTGTCGAGTCAANTACATGAGTTGTATGATGTATGAAAGTGGNCAAGGCCTATTNTGAGTGAAAACATGCTTGTTTTAACTGATTACAGATCCTTGAAAGGAAGTGGCGGATGCACAAATACCATAGTAGGGAGTCTAGGTCTAGGATTAGTTAGTAAGTTGTTCGAGGACGAACAAAGNTCTAAGTGTGGGGTGGTGATCTTAGGCGTATTT

>rnd-1_family-752#LINE/L1 ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

CTTTTTGGAGGTGGCCAGCATACCCTTAATGCTGAAGAATACAACNTTACCAGTTTCAAAAAAAAAAA

>rnd-1_family-753#Unknown ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

AACGAAACAANGATCTGATTCCTTTATAGANTAGGAATAGATTTACAATGTAAGCACGNAAGACACAAAGCTCAAAATACAACAAAGACGCTTCAGCACTCTATCAGGTCCCTTTGTTGAGCATGAGCAGTGTTCTTCCTTGAAGATGGCCTTTTCTTTTCGAGCTTGTGAATTTTCAGAGAAAATCCAAAATTTTGTTTGCCAAATCTTGAGTTTGTGTTTTGAGAAGAGACTATATCAAAATGAACACAAACTCCTTGGGACGANCCCATTGGCTGAGAGCCTGCTGTTCTGAAAAGNCGTGCACCTACCACATCAGAGGTGGCAGCTTTTCTGACAGCTGTCTTGTCGTCCTTTTCACGTACGCAGTCTTGCAGGGACCAGGTCCCTTG

>rnd-1_family-754#LTR/Copia ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

GTGAACTTGAAGTTCAAGAGATAATTCATTTGCAAAATGTTGCAAATCAATTGCCAGATGCATTTACTGACCCAATGTTATAATTCAGCTGCAAATGCTCCAATGAANAGTCCTTGAAGGACANAGTCTATGGCACGCCTGAAGCGTGATAGACCAATCGGTTCCAAANGTAAAACTCCTCGAAAAAGGAGAGGAGCAAATGATCAAGATGGTCATGATAATGAGGCAAGTGCTCTGAAAGAGCACCATGACATAACACTTCATAAAACCTCGGNAAAGGTTCAGGTACCTGAAAATGATGAAAAATGAAGAGATCTCGATAAGTTATGTCGTATTGGAATCGATATCAAAATGACCGTCGACGGTATCTTTGATATGANGTAGCGCTCAATGCTATAAATGGTTACGAGGATCTTGAATTCGAATCTGTCATATAGTGTGGACAGATAAATGATTGG

>rnd-1_family-755#LINE/L1 ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

ACTTTTTGGAGGTGGCCAGCATACCCTTAATGCTGAAGAATACAACNTTACCAGTTTCAAAAAAAAAAA

>rnd-1_family-757#LTR/Gypsy ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

AGTTGGCTTCNTGGGATGATCATTTGCCTTTGATTGAATTTGCTTATAATAATAGCTATCATTCGAGTATTGGTATGGCTCCATTTGAGGCTCTNTATGGTTTTAACCCCCTNACCCCCTTAGATCTCACTCCTCTNTCTCAAGATGATTNTGCTAAGCTTAGATGGGAGNAAGCGAGCTGAAGCGATGAAGAAGCTTCATGAAAAGGCGNGGCTGCACTTAGAGAAGAAGAACCAAGANGTAGCCGAAAGGGCTAACAAGGGCCGNAAGAGGGTCGTGTTTGAACCNGGTGACTTGGTNTGGGTGCATTTTCGCAAGGAGCGATTTCCCACCCATCGNAAGACGAAGCTGATGCCGAGAGGCGATGGACCATTCCNAGTGTTGGAGNGACTCGACGACAACGCCTACAAGGTTGACCTTCCTCCGGAGTACCAAGTGCGCAACACTTTCAATGTGTGCGACCTGTCNCCTTTTCCAACTGTTGNTGATGATGATCCGTCGGATTCGAGGACGAATCCTTTTCAAGAAGGGGAGAATGATGTAANNCGGATTACATCAAGGCCATTCACTAGAAGCCAAGCTCGAGACCTTCAAAGGATGCAAGGGTTATTCATGAAGATGGAGGTNCTCGAGATGGTGTTGATGACAAACAAGGGNTTCCATGCCTTGAAGATTGC

>rnd-1_family-758#LTR/Caulimovirus ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

TCCTTTCTATATAAAGGAAGGTATATGTAAATATAAAGGCAGGCATCGCCTAAAACTTTCCAAAAAACACTCTCTCAGATACTAAATACTTAAAAGTTAATGGATAAATCTGAAATCCAATCAGATATTTCAGATAGCATGGNTAAGCAAGAGGCAAAGGTATATTGTTCAAAAAATATGCGGAACTAATTTCATATATTCCTGAATATCATATATATGATTGAATAAATTTATGTTAGTTATTATGTATTAGAATTATTTGAATCATGATTTCTAGTTTATTAGCACACTGGAAACAGGGAGAAAACTTCTATACTATGCCATCCTAATGTTGAAACCGGTAGGCGAGGAAAGCCGTTTAGGGGAGTAAACAAAGTTGAGGCGCTGATAAGAAGGAAGTATCCGCTAAAGTACGATGCTAGTAGTGACAGGAGAACATGATAAA

>rnd-1_family-760#Unknown ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 57 Localized to 2361 out of 4218 contigs )

GGGAGGGGATTACAAGGTGGGGAATCGAACCCTCACCAACAAGGTGAAAGTTCAGGTAGCCA

>rnd-1_family-761#Unknown ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 2361 out of 4218 contigs )

AATTTTATTTGGTCTCAACCTAGATGCGTAACCGCATTCTCGGTCTTGACATTTAGAGGCATAACTGTCTTCTTCTCTCGAGTGCATCACACCTAATAATCTTANTCTACAAGTCTTGNTTTAAATTAATAAAAGTTAATTATTAAAATAATTTGGCCAAGGTGCGTNACCGCATCCTTGA

>rnd-1_family-762#Unknown ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 2361 out of 4218 contigs )

TTTTTATATTTAAAAATTGCGTAAAAATACTATAAATCATGATAATTGACAACATAAAATATTTCAAAAATGTTGTATGTGGGTAGTCTTATTATGCCTTAAATAGCGTCAAAGAAAGTACAGGTTTGTGATAAAAAAAACTTATTCCTTTATCCACGCAAACAATCGCTTCAAAAACTCGGTTATTAGCCCCAAAACATACCATTTATATTATTGGGCCCGTGCATAGCACGGGCAACATTATCTAGT

>rnd-1_family-763#DNA/MULE-MuDR ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 2361 out of 4218 contigs )

TTCAAGTCATTAGCAGCAATNATATGCTTNATTTTATCCTCCGTTGAATAAAATTANGACTTATATCTTCTTTCCTCGTTAATTTTATTTTGAATCGTTGAGGTTATTGTTCTTTTCATAAGAGTAATTTGAAGAAAAAATGGCGGGGATAGAGAAACAACTTAAAAAATGGGCTAAAGATTTAATTTCACGAAGATTTCCGTTAATATAAACCTAAGCTATTTGTATTTAAAAAATGGACAAAGACCAAACCTGATAAGTTTTTGAATACTTAAAGGACTAAAATCGGTAAGTTTATAGTTAAGGGACTAAAACCGGTAAGTGTATAGTTAAGGGACCAAANCTGATAAGTTTTTGAATAGTTAAAGGACTAAATCCGNTAAGTGTATAGTTAAGGGACTATTTTAGACCTACTCCTATAGTTAAGGGACCATTTATGTCATTTTCTC

>rnd-1_family-764#LTR/Gypsy ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 2361 out of 4218 contigs )

TTAAACTACGTCGTTTGATGCCTAAACTACGTCGTTTTACTCAGTTTAAGCCTAATAACCTAGT

>rnd-1_family-759#Unknown ( RepeatScout Family Size = 59 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 2361 out of 4218 contigs )

AACATTCGTCCTCGAATGGGACTCAAGCTAGCACGAANAGAGTAGGAGAGAAACTAACAACCCAACATGAATGCAAAT

>rnd-1_family-765#Unknown ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 2361 out of 4218 contigs )

CGACCTACGGACCGATCGACGGTCCGTNGATCGATCCACGGTCCGTCCTGTCAGTCCGTCGATCGACTTCAGAGACCGGGTTCTGAGGG

>rnd-1_family-766#LTR/Copia ( RepeatScout Family Size = 57 Final Multiple Alignment Size (possibly truncated)  = 55 Localized to 2361 out of 4218 contigs )

AAGAGTTAATGGGAAATGGGGGGAACNTGAAAAGAGAGGAACTTGAAAAGTCCTCTTATGCTTTAGTGAAAAGNCATTTCTCCCTCATCGGTGGTGGAAAGAAAAATNNAAGTGTTTAAATAAGGAAACACTTCTATTAGTTGTTAAAAGGGTTGGGAAGAGGGNGCCCCCTCGCGCCGTC

>rnd-1_family-767#LTR/Gypsy ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

AAGAGTCATGTCTTCAGCTCAAATGGGACCAATGCAGTTAGGAGCATGTAAAAATATTCGGTACGATGGAGAGGACCGACTTTGTGGTGAACCATAGACTTCTTTTGGTACCTCTCGTTTATACTTTTGTGATACTTGAAAATTCTCTTGCATGCATTCAAGNTAAGAATAAAACCGACCTCATGATTTCATGTGCNNTGTGTGGTGAGATTTTGTTTATTCCATGTNTTGCATCTTGGTCTAGAACTTGCCCTGCATGTTATTGAAGCGAAATNANAAGCGACGCTTTGTTTAGGAGATGATNATAGGCTTTCTTTGATCCGATTGTGCCTTTCAAANCCTACCAAATGACATTAATCNCTAGTTANCCCATTTTGAGCCTGTAGCCTTTTGTTGGTAGCCATATTTTAGCCTTTACCCTTTTGAGTGCNTANATGCACTATCCCTCTCTTGGCCCGACCTTCTTGAGCGCACCAAAGATGTGCAAANTATAAGAGAAGATCCANGTTTGAAGTTGCCAAAGGCAAAAGATACAAAGTCTCCCAAAGTCGAGGAAGCAAA

>rnd-1_family-768#DNA/TcMar-Pogo ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

GACAACACCGAAACTTTTGGATGCAATAAGAAAAGTTAGAGATGAGCTTCAACTAGATTTAAATTTTAACAAAAAACAAAACACAATAGAATCATATTTCACTAAATTGTCTTAGATATATTTGTACTTTTAAAGAATTATTAATTTATAATATTAATGGGACCATATATTTATATAGGGGTCTTCTGAAAATATATTATCTTATTATCTTATCGAAATGAGTGATTTTTTTCCATTGGCCCAAGTCGGGACCGGAGAAAAATATTATCTTAGAGAGATTATTAATTTACCGAGTATTAATTTAGTGAGGTTTTACTGTA

>rnd-1_family-769#LTR/Gypsy ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

ACAAATGACTGAAACAGATATACAAATAATAACTAAAGAAGAACATCAAGACGAAGAATCTTTAGAACAAAAAATAATATTTGATAATAGTATATTTGAACAAATAAAAGGAAAAGAATTAGACCTAAGCGTAGCAAAAATATTCGAAATACCAACAATAAGAAACTGGTTTAAACGACAAAAAGAAGAATATTATGTAGTAAGTCAAAGAGAACATATCATAGATTGCAAATACACCAAAGGAAAGGCTAAAATACCAATAATAAACAAACGAATAATAAATAAAGAAATACAAGATATTAAGGCTAAAAATCCAATTAAATATGTACATTTAGGAGGAACAGAAATACTAATAAAAGCATGTTTTAGAGAAGGAATAGATACACCCATAGAAATATACTTAGCGGATGATAGAATCATACAACCCATAGAAAAAAGTATAATAAGTGCAGTAAAAGGTAACCTCATATACCAAAAATTTAAATTTATAATAAGTGCTAACTACTCAGTAGCAATAAATGACAGAAACATAGATAAATCACTAGTATTATATTGGAAAATGTCAGGAATAGAACTAGCCCCGGGAAGTAAAATATTTACAGCTAGATGTAAAAACTTATATGTTTTAACAACAAAACATAAAATAACAGCAAAAAATAAAATAAANAAAATAAAAATAGAAAATCCTTTTGAAAGAATAGTCACAGTCATAGATAANAATGATTATAGTTATAATGAGATTGACATAGAAGAAGATTTAGAAATAGTAAAAGAAAGATTAAGCACATCAAAAAGAATA

>rnd-1_family-770#LTR/Gypsy ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

CTCTGACCCGAACCACGGTCGACCAGGACGGACCGTNGGTCCATCCACGGTCC

>rnd-1_family-771#Unknown ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

CACTACAAGAAAAGTGTGAATTACATGGGGATTTTCCTGGGGATTAGTATGAAAATTCGCAGGAAACTNAGTTTCCTGCGAATTTTCATACTAATCCCCAGGAAAATCCCCATGTAATTCACACTTTTCTTGTAGTG

>rnd-1_family-772#Unknown ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

CTATTTTCTGAAGTCTATAAATACTAAACTTGTTATTAATTTTTAGGGAGTCGAACNTTTATTTTAATTTCCAGAATA

>rnd-1_family-773#Unknown ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

TGTGTTAGCCCATGAATATTTTGGTGATATGGCTTCCGGACGATTTCTTTGCGAAACCTTTA

>rnd-1_family-774#LTR/Copia ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

AGATCNGATAATGGCGCTGAGTTTTTTAACTCTGAGTGCAACGACTTGTTTNCATCTTTAGGNATTATNCATCAAAGNNCTTGTCCNTACACNCCNCAACAAAATGGNGTNGTNGAAAGAAAACATAG

>rnd-1_family-775#LTR/Gypsy ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

TTAACACTTTTACCATTGCAAATGAACAAAGTGTGAATGTTAGCTTGTCTTTATGTGAGCCTANTGATTCTTTACCNCGTATTGATAATGTGTTTGTTGAGCGTAAGTACCAACACTAGTTGATCCTATTGATGACAAAATTGATTTTCTTGCAAGATCGATTTGTGTCCATCTAGTGTTGACACTTATGCTTTAAATGCTAGCTCATTATCGTGTAATGATTGTGTTGATCAACCTGTTTGTGAGTGTAGTTCACTGGTTGAGGGTCCTTGTAATGTGATTAAGGAACCTCAANTCGGTGGTGCTAACGATAATGTTGATCNATTGAATAGGAGTGACTCTNTGAGCATATCTTTTGCGGAAGATCCGATTGCTTGCTTTGCTCATAGAGACCATGTGCTTGAGAATGCTTCGAAAAATGATATGTGTCCTTTTGAGGGTGAACTTGCATGTTTTGATTCTTCCCTAGTGGTTGACCATCCCCTCCTTAAGTACAATGTCTTATTTGAAGATGATGAAATCACTCCTAGTGATGTACCTAGTGGCGTGAATCTTGAGAGCAGTGTAGTTCTTGATAGTTATACTTGTCTATAGTAACCCACTACGGTGTGAAGCTTTCCCTCCCAAAGATGGAAATCTCTTCTTGGAAGATGAGAGTACTCTTGTGGGGAAGGAATGTGACGAGGAGGAAGGTGGTGTTTGTTTTCCCATTACTTCTTCTTCTTGGTGTGTTTCAATTCTTAATGGTATGACCGACGCTTTTGAGCCTATTGGTAGTCATACACATGAAAACACCCTGGAGGAAGTTGACTTGCGNGACACCTTTCTCTATTACTTGTTTACATATGATGATGCTCATGTTGTTGAGTGGAGTATGTTGTTGGAAGANAAGAGTGCCAACCGGGTAAANGGAGGNGCACTTG

>rnd-1_family-776#DNA/hAT-Ac ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 2361 out of 4218 contigs )

TTTCGTTGTCCTGCTCCCGTTCCCCCCGTGCATCCTAGGNCTAAGGTAGAACGCCCTAAAANNTCTGTTGTGTGGCAATTTATGACTCTAGATGAGGAAAAACTCTATTGCTATTTGTAATAAGTGTAAGCAACCTTTTAAACATAAACACTGTAGGAGGNCAAGGTGGGACGGGGGCGTTTAAATAGACATTTTTAATGTCGTGTCGTAAAAATGAATTTTTGCATGCTAAAGCTNTAGCCGAAGCTAAAAAGAATGGTACCACCCTTCTTGATATTAATGTNANGAGTAGGGGCTTCTAACATGGTTCAAGGAACATTAGATCCTTCTAATGTCCCCGGCTCCAGTACACAACGNACATATAGTAAAGAAAGAGATCGCGAAGAATTAGCTAAAATGGTTGTTGTTTGTGGTTTGCCTTTTAGTTTTCCTTCACATCCCGGTTTTATTCANTATATTCGACAAACTGCGTATAATCCACGTTTTAAAGGTTTTTCAAGAAATACGGTTAAAANNGATGTTTTTGAATATCAAGGTAAACATTGTCAATATCTTCGTTGTTTATTTTATTATAATGATTGTAGAGTGTCTATNACTTCTGACATGGGTCGTAGTGTTAATGGNNATGATTATTTAACTGTTACNGCGCATTGGATTGATCATAACTGGAATTTGCAAAAAAGAATTTTAGGTTATAAANANTGTGNAGAGAAAAAAACCGGTGCGTATATAGCTTCAAATATTTTGGGTGTTTTAGATTATGGNATCTTGTAGATAAAGTAATNNGTGTCGCATTAGATAATGCNTCTAATAATACAAACGCTGCTAATATGCTAAAANCTAGACTNTGTCCNATTGATATTGATGCTTTTCATGTTAGATGTGTTGCACACGTATTAAATTTGGTTGTNCGAGATGGTATNNCATTATTTAATGATGGTTGTATGAAAATTGAANATGCTGTCGTTTGGATTTTTAATATGCTCATAGTAAGTTGCTAGAATTAGGGAATTTAANGAGCGTTGTGTACTATGTGATCTGCCACCAAGAAAAATTCCAAGACATATTAAAACNAGATGGAATTCTTTTTACGAAATGCTTTNAGTCGCTTACGAATATAGAGGACCCGTACAAATGGTNTTTAATGCTCATAATGCAAATATGACATATAGACTTCGTGANGAAGATTGGGAAGAAACNAANGAACTNNTAGAATTTTTAAGANTTTTTTATGATGCTACAANCACGNTTTCTGGAATTTATTATCCTACTATTTCATCAGTNTTAATAAATATTTGTGCTATTTCAATTCAATTTTCTAAATACAAAAATAAACCAAGATTTGGAGNNGCNATTGAAGGTATGATTGAAAAATTTTAAAAATATTTTTTTCCTATTCCTCAAATTTATTTAACCGCTTGTTTGTTNAACCCACATTACAAAGATGAAGGTGCATCACGAATGGTTGATAAAATATATTTTAA

>rnd-1_family-777#LTR/Copia ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

TAATCATGAGGTTGCGGTTCTTGGTATTGGGACAGTTTGTTTGGAAAGTAACAATGGTTCCAAACTAGTTCTCAATAATGTCAAGCATGCTCCAGATGTTCGCTTGAATTTGATTTCTGTTGGATACCTTGATGATGAGGGTTATGTTAATACCCTTGGTGCTGGCCAGCGGAAGCTTACAAGAGGTTCGATGGTTGTAGCCCGTGGTGACAAGTTGTCTAACTTGTACGTTTTTCAGGGCTCCATTTTCAGAGGCTCAGTAAATTTGGTGGAGAATGATACTTCATCATTGTTATGGCATAGAAGACTGAGTCATATGAGCGAGAAGGGGATGGACAATTTGGCTAAGAAGAATTTGCTTTCTGGAGTGAAACAAGCAAAGTTGAACAAGTGTGTTCATTGCTTAGCCGGTAAACAGAAAAGAGTTTCTTTTCAGAATCATCCGCCTTCAAGAAAGCTTGATTTGCTGGAGTTGGTACATTCTGATTTGTGTGGTCCTATTAAGGTAAAGTCTCGTGGTGGTAANANGTACTTTGTNACNTTTATTGATGATTATTCGCGNAAACTTTGGGTATTTTCTTTGAAGTCCAAAGATCAGGTACTTGACGCGTTCAAGAATTTTAAAGCCTTGGTTGAGAGNCAGACATGGAAGAAATTGAAACGATTCGAACTGATAATGGCGGNGAATATATTGGTCTTTTCGATAGATATTGCGNAGAGCANGGTATTCGACATCAGANAACTCCTCCGTACACNCCNCAACAAAATGGTGTGGCNGAGAGGAAGAACAGAACTCTNGTCGAGATGGCTAGANGCATGCTTTCAGATGCTAAGCTGCCAAAGTACTTTTGGGCNGAAGCAGTTAATACCGCTGCCTATGTTATCAATNTATCTCCTACTGTTGCTTTGAATGGTGATGTCCCTGACAGAGTTTGGTCCGGTAAGAATGTTTCTTATGA

>rnd-1_family-779#Unknown ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

CTAAGTTGCGCGGACTCTTCACTTTCGGTGCCGCACCCGTGTCGACACGACGTGGGTGTG

>rnd-1_family-780#LTR/Copia ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

GTTCCTAATAATACTTGGTGGCTTGATTCTGGTGCAACTACTCATGTATCCACTATGTTGCAGGGATTCACTACGATCCAAACTACAAATCCAAATAAGGATTTCTTGTTCATGGGAAATCGCATGAAGGCTNAAATTGAAGGCATAGGGACTTATCGNTTGATCTTGGAGACTGGACGTCACCTTGATCTATTACAGACTCTTTATGTTCCTTCAGTTTCTAGGAATTTGATTTCTCTTTCAAGACTTGATGTTTCTGGATTTGATTTTAAGTTTGGACATGGATGTTTCAATTTATATAAGAATACTGTTTTTATGGTTCTGGTGTTCTTATTGATGGTTTATATAGATTGAAACTCGATAATAATTTTTCTGAATCCCTTCTTACTATTCATCAAAATGTTGGAATTAAACGTAGTTCACTAAATGAAAGTTCTGCTTATTTGTGGCATAAACGTTTGGGTCACGTATCCAAAGAAAGATTAAAAAGATTAGTAAAGAATGAGATTCTTCCGAATCTGAATTTTGTTGATCTTGATATATGTTTGGATTGCATTAAAGGAAAGCAAACCAAGCATACCAAGAAAGGTGCCGCAAGGAGCACTCAGCTTCTTGAAATTATTCACACTGATATTTGTGGACCCTTTGATGTTCCATCTTTTGGTGGAGAAAAATATTTTATCACTTTTATCGACGATTTTTCACGTTATGGATATGTCTATTTGNTGAAAGATAAANNTGAAGCAGCGGACGCTTTCAAAGTGTACGTTAATGAGGTTGAAAATCAGTTGGATAGAAAAGTGAAAATNATTAGAAGTGATAGAGGCGGTGAATATTATGGAAAGTATAACGAATCAGGACAATGTCCAGGTCCATTTGCAAAATTCCTCGAAGAACATGGCATATGTGCACAATATACTACGCCAGGAACACCTCAACAAAATGGTGTNGCAGAAAGGCGNAATCGAACACTTATGGATATGGTTAGGAGTATGNTGAGTAATTCCTCATTACCCAAATCATTGTGGATGTATGCTNTTAAAACCGTTGTATATTTATTGAACAGGATTCCTAGTAAGGCAGTTCCAAAGACCCCTTTTGAACTGTGGACGGGAAGGAAGCCTAGTTTAAGACACCTGCATGTTTGGGGTTGTCNAGCGGAAGCTAGAGTTTATAATCCACATGAAAAGAAATTAGATTCTCGAACGGTAAGTGGTTACTTTATTGGTTATCCAGAGAAAT

>rnd-1_family-781#LTR/Gypsy ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

CCCAATAAGACATGAGTTACAATGAACACAAAGTGNTCAAGAGCAAAATGATGATTGCTCACATGTGTCAAAGTGATNAGGCATTTTGTACACATTCTCTTTTGAATCTTNCCTTAAAGTTTCTTGATCANGTCGCTAGCTAAAGCGANATTGTGTCTACTAATCGTTCCTTTTCGAGTACAGGAACAGATGAAAGCATCAAGCGGATGACACTTTCAAGACACCGAGCCATCCACCTCGTTACAGTTGGACAATCATCGAGCCATCCACCTCGTTACAGTTGGACAATCATCGAGCCATCCA

>rnd-1_family-782#LTR/Gypsy ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

AATTTTATTGTCTACAAATTCTGGCACGCCCAGTGGGACAATCTCTACCTCTCATCTCAACTTTTCAAGCATCAAAGAATATCGAGATGACTTCCACGAAGAACAACTCTCGATCAACTGCCTCTAAGGCCACTAGCTCCAAGTTCTCTACTGAAGTCGAAGGCATCCTCGGTGTTACCTTTGGAAGTTTCGGAGCTGTTACGAGGAGCAAGGCCGCTACGCTAGGACAACAAGCACTTCAAGTGTCGTCCGCATCAACTCCTGTTTTTGGGTCTTCGACTCCAAAANGAGCAAGTTCCTCCTACAAACGCTTCAGAAGGAGGAANCAGCGTTGCTGAAAAGATCAAGAAGACNTTGGCTCTACTTGAGCAATCTGGTTCCAAGAACTCTACCACAAGGGAGAACTATGATTCAACNAATGAATCATCTCCACGTGCATCGCGTAACGTGAGTCCGCTGAAGATCAACTTACGCGACAATCCATGCTACTCTCCGACATCTCCGATGATCATGCAAACGATGGTGACCGACGCTTCTTCCACTGAAGAACAACTCGCAAGCTTGACGAAAGCGGTTGAAGGCTTGACAAAGCGTGCACACGANCAAGACGCTNAAATTNCCAAGTTGACGAATANGATGGATAACATGATTGAGAGAAGATCGAGTCAAGCGCCTNCGAAGCTTCCTGAAATTCAAGACGAAGGAGAGTCCTGCGTAAAGCAAGCAACGATCGTCAAAGAGATTCAAATNTCCGCTGAAGGTNTGATTCCAATCGATCGATTGAAGGACTTCATCGNAGAGGCTATCGAAGACAAATCTGAGTCTNCGTCCAAGTCTTCTCNCACGTATGCAAAGCCGTATACNCAAAGAATTGATAACTTGAAAATGCCTGNTGGCTATCAACCTCCTAAGTTNCAACAATTCGACGGCAAAGGAAATCCGAAACAACATATAGCGCACTTTATCGAGACNTGCAATAATGCTGGGACATATGGTGATTATCTCGTCAAANAGTTCGTTCGNTCTCTNAAAGGAAATGCCTTTGATTGGTACACGGATCTCGAACCTAATTCTATCGATAGTTGGGAGCGANTAGAGCAAGAGTTTCTCAATCGTTTCTATAGCACGAGGCGTGTCGTGAGCATGATNGAACTTACGAACGCTCGTCAAGGNAAGGATGAGCCAGTCGTTGACTTCATCAATCGTTGGAGGAGCGCGAGCCTNAATTGCAAAGATCGCCTTAGTGAAACTTCTAGCATCGAAATGTGCATCCAAGGNATGNATTGGGGTCTTCGCTACATCTTGCAAGGANTAAAGCCNAANACNTTCGAAGAGCTGGCAACTCGCGCNCATGACATGGAGTTGAGCATGTCCTCTGNCGGAAAAGATCAACGANCGCTTGTCCACGANCCTCGCAAA

>rnd-1_family-783#DNA/CMC-EnSpm ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

GGTTGGTTCGGGTTTCGAGGCTTTCGTTTTCAGTTTGTGCCGTTAGGCGTTTTAACTTTTAAGTTTTGGCCAAAATTTGACTT

>rnd-1_family-784#LTR/Gypsy ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

AGTGAAGTGTGGCTAAGTCACGAGAGTAACAAGAGCATTAAGAGGTGTACCCGAGATGGTATGTAATCAGACGAGGTTCCAATTAAGTTNATGATTTTCCATGTGTGCCTAGATAGTATATTTGAGTTGTCAATGTGGAATAGGCTGATGTAAGCATTATTTATTACCCTTAAGAGTTNGGTGAAGGGACCTTATATAGCCAATGACGAGCCTCTTAAATATAGTTCAAGTTTCCTCCAGTTAGGTTGATATGAACTTAGAAGGACGGTGTTAGTGGGCCAAGAAGGAGAAGTCAGACTATTAAGAGTTAGATTAAGCGGCTTTATAAGCCAAT

>rnd-1_family-785#LTR/Gypsy ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

AATTGAAAAGATTGGGCCAAAGGCCCACTCTTNATTCAAAGAGTTGTATTTTGTTATTTTGGGCCTAAGCCCTCGTCATTTTATTTGTTATTATTNTGTTAGANTTTAGGACAGGTGGAAGAATTGGGCCTAAGGCCCAAAGGAAAAATATATTTCTTTTACGTTAGTNTAGGACAGGTGCAGGTGACTCAAATGGGCCAAAGGCCCAAAACGAAAATGGGCCCAAGTACTGGCCCAGGCGGACAGAAAACCAGACTTGGGCCCAAATCTCTTTCCCTCTTTACTTTTATTGTGTTTGTTT

>rnd-1_family-786#Unknown ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

TGAGGAAGCTNCANACGAGGGCCTNACCGAGACTGAGGAGGCCATGGTAGATGCNGCTGTGCAGGCTTCCTTGGCAGATACACCCGTTGCTGGATCCAGTGGAGCTGGTCCTTCTGAGGTGACTCCGGGCACTGATGCCCAGACAGATG

>rnd-1_family-787#DNA/hAT-Tip100 ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

CAGGGGCGGACCCACGGTGGTTCAAGGGGGTTCACCCGAACCCCTTCGNCGAAAAATTACACTGTATATATATGTATATTTAA

>rnd-1_family-788#DNA/hAT-Ac ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

CCCCCAACGGATTTATTCACCTTTTTCACTTCCCCAACACCCCCTACCACCCCCTACTTTTAATACTTTAATTTAAACCCTCAAGTTATCATAAATACACTTTAACCCATTTTTAATATTATAAATACCCCTCTATCCCTTATTATTTCTTACAAAATCATCTATTCTCTCATCTATTTTCTATATCCTCTCAATCTTAAGTCTCAATTTTTTATTCCATTTAAGTCTCATATTATATCATAATACATATATTTCAATTCTAAATTTTCATATTATATCATAATATATATAATTCTCATATTTGCTATCAAGTATTGGAGTTCCAAATTACAAGTTACAACAAACTACAAGCTTCAAGAATCGGTTATAACGTCTGCTATTAACGCAGACGTTTGGTACATTCGTTTCATAATATTTATATTTTATTTTTCGTCATTAATTTTTGCGTTATTATTATTTTTATATTACACTTTACATATAATTAAATATGAGTTCTAGCAAAAAAGATACCGGTAAAGGAAAAGAGAAAGAACCAAGTGGCATTAGTAAATTATTTAATTTTAATAAAAAANGTAGTAAGGAAAAAAATAAGAGTAAATGTGGTGGTACTTCTTCTAAATCAATGTCTAGAGTTAGATTTAATACGAATGATTCTACTTATGTTGATGATACTTCTTATGATATTGATTCAAATGCTCAACTCGATCATGAAATTTTACAACGAATTTATGGTGATATTAATCCTTATCTTGATGAAAATTCAGGTGAAGAAGTAGAAGTTGGTTCGGGAGAAGATGAATTAGAAGATACACCTACACCTACTAGTCCGGTGACAAAAGTTCCAAATGAAACTACAAATTCAACGGAGCAAAATTGTGGACGCCCACCCCTTATACCTCCTACAAGGGAGAAGGTGAAGTATCAACGCCCTAAAANNTCNGTTGTGTGGCAATTTATGACTCTGGATGAGGAAAACNCNATTGCTATTTGTAATAAGTGTAAACAACCTTTTAAACATAAACACGGTGGAGGTCAAGGTGGGACGGGGGGCTTAAATAGACATTTGTTATCTTGTGTGCCGATTCAATATAAAGAAGCTAAAGCATTAGCCGATAGAAAAAAAGGAATTCCAGTTAATGATTTTGATATTAATGTTAATGAATCGGTAGGGGCTTCTAACATGGTTCAA

>rnd-1_family-789#LTR/Gypsy ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 2361 out of 4218 contigs )

GTTAGTGTCTGCTGCTTTTACTTGGGAACGACTTGATAAAGAAGAAGCTAGTAGAAATGAAAACAGATTCCGAAAGCCTAGACCAGATTTTGGGGGTCCATCCAAAAGGGGAAGGTTTGATAATTCTAAGGCTGGTAGTGATAACAGGCCACCTCAACAAAGGCAAAACANATCAGAATTTTCTACAGCTAGCACTCCAAATTATGGCCAAGGCAAGCCTCGCGTTCCTACTTGTCCAAANTGTGGNAAGAANCATTNTGGCAGCTTGCGGGAGAGCTTCCGGTGCGTGTTTCGGTTGTGGNAAGNNTGGTCACAAGGTGAAGGATTGTCCTAATCCTAATAATGCTCCTTCCTTGAGAACTGAAGGCTCAGTTCATAAGCCTTCTATTAATCCTCCTCAAACTAATAGAGGTGCAAGACCTAAAAACACCCAGGCAGCAGGTACAAGTGGAGCTAATCAAGCTAGTGGGCAAAGGGCTACTGCACGCGCTTATGCTATGAGGCAGAGGGATGATCAAGATGGACAAGACGTGGTTGTCGGTAAATTTCACTTATTTGGCTTATGTGTGTTTACATTGTTTGATCCTGGTTCTACGCATTCCTATATTTGTTCATCACTTGTTCTTCCTGAAAATGTGAAATCTGTGAGACTTGATTATGATGTGCTGGTTGAAAGTCCTTTGGGTTATCAAGTTGTGTGTAATCGAGTTTACCGAGATTGTCCCTTCGTGANTCAAAACCTAGTCTTCCATGGCTGATTTGATTGAGNTGCCCTTCGAGGATTTTGATGTTATTNTCGGGATGGATTGGCTTT

>rnd-1_family-790#Unknown ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

AATTATGTTGCGCCAATTGAGGTTAGAATCTCTACTACGATTTCATAGATTGAGTGTATATCAAAGAGGGTCATGATACGACTACTACAATGGTACCGATGCTTACTTGGTTAGAGTTATGAAGTGTGTTACTTTTGTTATCGACCTGATCTAAGAAAGAATGCANATCGCTTGGGCTAGAGACCGAACGAATTTGGTAATGTTTTGCAGCTATTCAATGGGTAGAAATGTGTGGGCTATTTGGGTACGATCTTCTCGATAGGTATGATGTGTTCTAGTGGTGGATCTAACAGACTTTCACGGTGTGGTACTAGTGGTATATGGAAACGGATACGTCGATTGTCAAGTGCGAATACTAACTACTTAAGGAGTTATCAGTTGTATCACATGCTCGTATAATGAGATTCGGTGTTGCATTCACATTTGAGAAACCAACTAGCTTGTTACTACGGACGCTTGGGTTAAGCATTGTTTATAAGGAANATTTTAGTGGTGGATCTTTGGTACGGTATTAATGCGTTTAGGTTGTGAAGTGTATCTCGAGGATTCTAAATGAGGACTGGTGATTTTATCTTAAGCCATAAAGGAGTGGATTGATACCGGAATGACAAGCTTATGGATAAAGAAAGTC

>rnd-1_family-791#LTR/Copia ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

TTTGTTTGTTCAGGACACAATCTATTCCATATGAGAAATGGAAAGGAAGGAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAAGTCCAAGTTCCTATACCCAAGAGGGTGAAAATAGGACCTAAGACTGTGGATTGTAAAACTAGACTTGAGTCGTCTAGTGAAGGGTCTAAACGACCTCGGGAAGAACCAAAGGAGAATGTACCTAATGAAGAGANTCCGAGGCGTAGTAAACGTCAAAGGACA

>rnd-1_family-729#LTR/Copia ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

TTACCAAAGGCTGGTNGGAAAGCTNNTNTATCTGACNATNACNAGACCGGACATNTGCTTTGCAGTNCAAGCNCTNAGTCAGTTCATGCAACGTCCNAAGAAGTCACATNTGGANGCAGCACTNAGAGTNGTGAGATACTTGAA

>rnd-1_family-795#LTR/Gypsy ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

AGATATCAACACTTTATGGACAACTACTTTAAACAACTAGAAAATTGTGTAGTATACATTGATGATATATTATTATATTCCAAAACACAAGATGAACATATAAGATTATTAGAAAAATTTATACATATCATAGAATATTCGGGTATAAGTCTAAGTAAAAAGAAAGCGGATATAATGAAAAANCAAATAGAATTCTTAGGAATACAAATAGATAAAAACGGAATAAAAATGCAAACACATATAGTACAAAAAATAATTAACTCAAATGAACAACTAGACACGAAAAAGAAATTACAATCATTCTTAGGACTAGTAAATCAAGTAAGAGAATACATACCAAAATTAGCAGAGAATTTAAAACCATTACAACAAAAATTAAAGAAAGATATAGAATACCAGTTTGATAAAAAAGACCAAACACAAATACAAAAAGTAAAACTATTATGTAAAAACCTACCTAAACTATACTTTCCGGATGAAAACAAAAAATTTACTTATATAGTAGAATCAGATGCGAGTGAAAAAAGTTATGGAGGAGTATTAAAATACAGGTATGATGAAGAAAAGATAGAACATCATTGCAGATATTATTCAGGAACATTTACTAATACAGAAATAAAATGGGAAATAAATAGGAAAGAATTATATTCAGTATATAAGTGTTTATTATCATTTGAACCATATATTGTATATAACAAATTTATTATAAGGACAGATAATACACAAGTAAAATGGTGGCTAACAAGAAAAATACAAGATTCGGTAACNACAAAAGAAATAAGGAGATTGGTATTAAATATATTAAATTTTACATTTACNATTGAAGTAATAAAAACTGACAAGAATGTTATTGCAGATTACTTATCAAGACAAAGCTACTCAGACTGAGAAAGAAAATACAATTGAAGAGATACTCAAAGCCATNACTACACTTTGTACAAAAGTGGACAGTATGGACAACGAGATACAAAAGCTAAAGACTAATGAAGATAATCTGAAGTCTAAAGCTAGTACAAGTCAGCAGCATGACTATAAAAATGCGGAGCTA

>rnd-1_family-709#LTR/Copia ( RepeatScout Family Size = 68 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

AAATGGATTTAAGATNAACGAGTGTGATAAGTGCGTTTACATTAAAAACGTTCCGAATCATGAAGTCATTATTTGTCTGTATGTTGATGACATGTTGATCTTCGGTACNGACATTGACGATATAAATGCTACTAAGCGCATGCTNNCNAGCNANTTTGATATGAAAGATCTTGGGAGTTGCNGATTTGATCTTNGGAATNAAAATCATAAGAACTCGTGAGGGACTNGCNTTGTCTCAGTCNCATTATATTGAAAAAGTNTTGGANAAGTTCAANTACTTGAATTTCAATGTTGTCAAAACTCCNNTTGATTCGAGCTTTACATTTCAAAAGAATGAAGGTGAAAGTGACTCTCAATTGGAATATGCTAGAGTATTGGGAAGTTTGATGTATGTCACGAATTGTACNCGGCCNGATATAGCATGTGCTATTAGTAAACTGAGTCGGTTCACGAGTAATCCCAATCAAACTCATTGGATGGCAATGAAAAGAGTTTTGGGGTATTTGAAACGTACACAAAACTATGNTTTGCATTATAACAAATATCCTGCNGTANTTGAAGGATATAGTGATGCAAATTGGATCACCGGGTCAAATGAAGCAAAATCCACGAGTGGNTATGTNTTTACTCTTGGTGGAGGAGCAGTCTCTTGGAAATCGTCCAAACAGACATGTATCGCTCGCTCTACNATGGAGTCTGAATTNATCGCTTTAGATAAGGCCGGTGAAGAAGCTGAATGGCTNNGAAATTTCTTATTTGAAGATATTCCATTTTGGCCCAAACCAATNCCNCCTATTTGCATNCATTGTGATAG

>rnd-1_family-796#DNA/hAT-Tag1 ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

TCTGGACAGTTTTAATGATTTCTGTAATCAANACAAAAGCTAAGGTGAAATTGAAGAAAATGGAATACCTTTTATATAGAAATTTCTATGTCACTCCTTTTCCTTTAATCTCCTTCCAAGATTCTCCTCAAGTTCTCCACATAATATCTCATAATTTAGGTTTTATAACTCTATTTTTAGATATTTGAATTATTTTTAGCCGAATCCCCGCACCCGTATCCATACACGGATCCGTATCCCCGAATCTTAAAATTTAGATCATGAAGGATCCGACCTCTAGATCCGCACCCGTATCGGACACCCGCACCCGAGTCCGAGCAACTTAG

>rnd-1_family-797#Unknown ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

TAATAATATTGTGATCATCACTTTTGAGAAATCTTTTCACAATATCTAGGCATGGTTGCAAAACGGTATTCCTCCATGCTTCGTCAACAGCTTCTTTTCTATCTTCTTTGAAAACGTCAGTAGCAATAATATGATGCACCGACCACATTTTCTCATTTATTAATCGTTGAATCTTGTCAAGTTGGTTACAAATTAATANACGAGTATTACGCTTGATACTTGAAATTGAAGCTTGAAGAATCATCTTCTTTGATTCATCATCTCCGTCTATATTTTTTTCTTCTCTTAAATATCTGGCCATTTCGGGGACACCAATGGACCGTCGGATTCCTTTGGTGTAATCTGCATCTGGAATGAAAATTTGCCGCACCTCATCCACCAGCCCTGCATGCAACATAAATTTAAGAATAGTTTTATTTAGTTGAACATATATTTGAAAACCAAAAGTATTATTAAGAAAACTATATAAGAAAAGTTTTAGCTAGAGTCATTATTATATTTTGATTCATATATAAAATAACTACAAAAACTACCTGCATTGACCATTTCATCAACCCTCGTGTCAACTCTACGGTTCAAGACTGATTGCTCTACATCAATCCAAATAAAGCAACTGTCATACTTATATTTGAACATGAACACAGGGTCTTCCACAAGTTTTTCAATATACGAATTTGACCCTCCAACAATAATTGGAACACATTGAGTCTTCAAAAAAATTTCTATGTAGACAATGGACTTCAGACAGAAATCTTCGGCCGTGAAGTCGGAATCTGGCTCAATTTCACCTAAAAAATTGTGAAACAAAATAACTGTCAATTAATATTCGCATTAAAATAAACGAATCACAAAAAAATGTCTTTTTCGAATATGTATACCTAGCAAATAGTGTCGTACACCTTGTTTCTCAGCGTGTGTGATCTTGTTGGTCACGATTTCAAGTCCCTTATANACTTGCATTTTGTCCGAGTTGATTATTTCTCCTCGAAAATGGGTGGCAAGGTCAACAGAGAGACGAGATTTTCCCGTTCCTGTTGCTCCCATTATGAACACCACTTTCTTCTTGTTGAACTTGTTGTTGTTGTTGATGAAAGTATTCATTTTAGCTACACATAAAATAAAATCATAATAATAATTAGTTTAAAATAGTAAATAATCTCATGAAAACCACTCATGCATACACTCATACATTAAAAAATCTTATAAATATAAAGTTAATAAGTAGAAACCTTGCTTGAGATGTAATAAACTATGTAAAANAATATATTTTTCTTGATGGTGGTTATGAAAGAGATTGCATTGAGCATTTATAGTAAAATGTATTTGTGGACTTATTAATTGGCATACCATATTCAGAAATACTGATATCTTTTAGGATAAGATCAATGACTTTTGAAAAATGTATAGATATGTCAACTGGAATTTTGGTAATGACAAGTAAATAATTTTAGGATAAAGTTATCAAATGTACATTGTTTGGAGATCGCATATAACTGGGCATTTATAGTAAAAATGTGATTATGAACTTATGAATTGGTATATACCAAATTTAAAAAAATTCATATCTTTTAGGATAAGAATAATTCTTGAAAAAAATCTACAGATACGTCAGCTTGAATTTGGGTGATTAGGCTTAAATAATTTTAGGATGAAGTTTCTAGATGCACATTGTTATGAGATCACATACAAGATTGACGAAAATATNGATTNCAAAAGGATTGTAAAAAGAACTCAATAATATTTCTGAAGGAATACATTCAAGTGATAATGCGTCAATTCATACACTATTTAACAACACGTCATAAGTGCTAAGTCTAATTCAATTAGAAGGGAAGGAACAATTATCGATAACTATTTCAATTACGATTATTTATATTTACTTGTGCAGCATGTAATAATAGATAAATGTTTTATTGAATGAAGCTTCCATCATCGTGATTGAATTAGGTAGAATATATTTCCTTAAATGATCCTTACCGATAGATTGCAAATTTATTATTTTCTCTTCTTTGTCTATGTAACAATTTTAAATTTGGAGTTAAGAATTTTATTCTTTCAAATTCTTTAAGGTTAGAATCTTCCCGAACATTTATAGTCATTTATTTTTTCACTCTATTACCTTGACATTAAGAATGATCTCATGTAATTGTGTAAGTACGTATTTATATTAATATATATTAAATATCAAA

>rnd-1_family-798#LTR/Gypsy ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 2361 out of 4218 contigs )

GAATCGGTCAAAAAGTTGATGCCCATGCAGTGTCGATCAAGCAACTTGAGCAGCAGTTTAGTCAGTTGTCCGCTACTGTGAACCCACGTCAGCCTGGCACACTTCCTAGCAACACCATCCAGAATCCGAAGAATGATGGNCATTGTATGGCAGTCACTACTCGAGGGGGTAAGCAAACCATNGATCCCCCTAT

>rnd-1_family-792#LTR/Gypsy ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 2361 out of 4218 contigs )

CCCAGTGTATAATACCCAACCACACTATAATCCACCCCGAGCACCAGCATACCAAAATCCTCCAAGACCATATGTCCCTGTCCAAGCACCAATCCACCAAAATAGACCAGCATATGCACCGAGACCNCGTCCAAATCTTGAGGCTAGAAATGCTCGCGCTTACACACCGATTGCCGAACCCTACGCTCAACTNTTTGAGAGGTTGAAAACAGCGGGAGTGCTGCAACCAGTTGAAGGAAAACTTCTCGATCCAATCCCTCGTAATTTTGACGGAAACAAGCGATGCGCTTACCACTCGGGAGTNCANGGACACGACACAGAAGATTGTTATCGACCTGAAGNACAAGATCGAGNCTTTGATCAGGAGAGGAGTAATCAAATGCACTCCAGCGCCTCCCAATGTGAACAACAACCCCTTGCCGAACCATGAGAATCGGGAAGTCAACATGGTTACTCTAGATGACGAATATGGGGCCCCCGACTATCCAAACATAGATGAAGCGGATGCCATGACATCTTCGGCGCAACCTGTTATCACTGTTCAACTAAGGGAACCTCTGACTGTCCAAACATATCTCCCAAGAGTTGTAGTGACCACTCTAATCGCTAAGAAGCCTGAGTATGACACCAAAGCAGTCCCATGGGACTATCGAGCANGCGCCAAGGGCAAGATGATTGAAACGGCCGTTACCCAGGGTATGACTAGATCCGGCAGGTGCTACGCACCGGAAGAGTTAGCTCAAGGAGTGCAAAAGAAGGACCAANCAAAAAGGCCGATTAGCGAAGCCGAAGCCGAAGAGTTCTGGAGGAAGATGCAGCCGAAAGATTATTCGATCGTGAAGCATTTGGAGAAGACGCCGGCTCAGATTTCCGTGTGGGCTTTACTGATGAGTTCGCAGCTGCATAGGCANGCTTTGATGAAGGCTTTGGATGATACNTATGTGCCNGTGGGNACCAACAGTGANAATTTAGCGGCCACGATAAACCGAGTCGTTCGAGGACGCCGAATCAGTTTTCGCGACGANGAGCTGCCCTTTGAAGGNAGGATGCACAACAAAGCTCTGCACGTCGCCGTCAAATGTCGAGACAAGGTTGTAAATCGCGTTTTGGTCGATGACGGGTCCGGTCTCAACATTTGCCCGCTTTCGACTCTGAAGCAGCTAAANTTCGACTTGGGAAAGGTTCACCGGAACCAAGTCAATGTGAGAGCTTTCGATGGAGCGCAAAGAGACGCNATGGGNGCGGTAAATTTGGACATTGCAGGTGGGNCCCGCGGAATTCAACGTGGAGTTCCAGGTGNTGGATATCGACACCAGCTACAACCTGCTTCTGGGAAGACCGTNGATCCACATGGCCGGGGCTGTGCCTTCTACCCTTCACCAACTGATGAAGTTTTGTGTGGGGACGCACAGAAGTTGCCGTCCACGGNGAGCTCAGTCACCCCATCCTTTCTGTTAATTCTATCCCAGTCGCCGACGAGTTAGACGGAGCCACTTTTCACACTTTGGAAATCATGCAAGCTATAAGGGTCGATGAGGAAGCAGAGCCAGANGATACAAAGTTGTCAAGTGCAGCGAAAATGGTTGCGTCAGAGATGTTGAAGTATGGATATCAGCCNAAGAGTGGACTTGGACCTAAGTCCAATGGCATAGTTGAGCCGATCCAGCTGAAGCATCAGAGAGGCACCAACGGACTCGGATATGAGCCTGCCTCGGGAAGAGNCCGCCACGGGTCAAGCGATACAATCTTCGTACCAGAACAAGCTTTGATTCCAGATCAAGCCGGCGTTGATGACATCGTGGAAGGAATAGGCAATCTGTTCGTGGCCATGGCTGGAGAAGAGGAAGGGATAAATCTCAACGAGTTGACCATCCGTGATGCCGAACCTGGAGAAATCTTGCAGAATTGGACCTCCACACCGCTCCTGATTTCGACCAGAGTCCTGGTAGTGTGGAAAAATAGTCTTAATTTTAAAATTCGCATGATCAAATTGAGGCTTGAATCATGCCCAATCTTTTGTTGCTTGCCTCTTCTAAAAGCTAGAATGCTTTGAAATAAA

>rnd-1_family-799#Unknown ( RepeatScout Family Size = 53 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 2361 out of 4218 contigs )

ATGTGGGGTTCGATAAATCGAGTATGTGTACGATTGTAATGGGGACCAAACCGGTTGATTGTGGGTAGCTAGAAAATCAAAGAGATGGAGTCAGATGAATGAAAATGTTTGATATGGGCNCTATGGAGGGAGTATCTAGTGTTATTCGACCTTGGTTCTGTACATTCTTATGTGNCCACCTATTTCGTTCTGGATATGATTTGGAGTATGATTCACTAGCTATGCCCACGCGTGTTTTCACTTTTGTGGGTGGATCCCTAGTGGTGGATCGGGTGTACCGATCCTGCGATGTTCTCTTGGTTGGGTGGGATGCTTGGGNAGACTTGGTCATTTCGGATGACATATTTGGTGTTGTCTTGGAGTTGTTAAAGTATTTTAGTGGTTCTACACGTACCACCTTGCTTATGAGAATTTATAGAAGAGCTACCATGCGTATTTACGGTT

>rnd-1_family-793#LTR/Gypsy ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 2361 out of 4218 contigs )

TGACCTGGCNGATCTAGAGGGGGCCATGGTNGANACAGCCGTGCAGGCCTCNTTGAGAGATACNTCTATGGCGGGCTCTAGTGGAGCCGGTGNTGCTGAGACNCCGGGCACTGATGCC

>rnd-1_family-800#Unknown ( RepeatScout Family Size = 53 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 2361 out of 4218 contigs )

ATACATTATTCTAGTTCAATTCATGTTTACATGCTCCTATTCTTGAACAATTACTATACATGNCATCAATTCTAGAAGATCACCTATGAATCCTCAATTTCNCTTCNCAAGGCATAAACCCACATACTTCGATTTC

>rnd-1_family-801#Unknown ( RepeatScout Family Size = 53 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 2361 out of 4218 contigs )

CTTTTCGTGCTAGGCAACTGAGGAAGCTCAACATCTAAAAAAGTTGATACAAGACTATATTGCTTCTTTCATCAAAGTAGGAGATAAGGTTTGGTGCTTCTAAATTTCTAAAGTTCAAGTACAATTGTTTTCTATAATGTGTTTGTGTCCATCTAGTATTGATACTTAGCTTTAATTTTGTGATAATTTNTTTGTGTCCATCGAGTGTTTGTTAAGCATAAGTACCAACACTAGTTGATCCTATTGATGACAAAATTGATTTTCTTGCAAGATCGATTTGTGTCCATCTAGTGTTGACACTTAGCTTTAA

>rnd-1_family-811#LTR/Gypsy ( RepeatScout Family Size = 51 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

ATCATCTTTTTTATTCGTCCTACCGATGGACATACATTCAAAATCCTACCGATGGATCATCTTTTTTCATTCGTCCTACCG

>rnd-1_family-802#Unknown ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

TTTTGGTCCCTTAACTATACACTTACCGGTTTTAGTCCTTTAACTATTCAAAAACTTATCAGNTTTGGTCTTTGTCCATTTTTTAAATACAAATAGCTTAGGTTTATATTAACGGAATTCATGCCTCGAGAAATTAAATCCTTTANCCATTTTTTAAGTTGTTTCTCTCTCTCTCCGCTATTTTTTCTTCAAATTACTCTTATGAAAAGAACANTAACCTCAACGATTCAAAATAAAATTNACGAGGAAAGAAGATATAAGTCNTAATTTTATTCAACGGAGGATAAAATGAAGCATATNATTGCTGCTAATGACTTGAATATGCTAAACTTTATTATAAAAAGAAAAAATTATTACCCGTTAAATCCAAAGTTTGTACTCCAACGACTTCATTGAACGGAATTTGTTTAATTTTTCAGAAATTGAAATTTATAAAATGGTAGATTTGCAATTTTTTT

>rnd-1_family-803#Unknown ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

AAGGGTAATGCTAAATGGCCAGAAAATTTGGCCAGAATTTGGCCAGAAATTTAAAAAGTCTATAATATTTTTTTTATTTT

>rnd-1_family-804#Unknown ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

TAATCGGTTTTTGGTCCTTAACGGTTCGGTTTTCGGTTTAACCAATAAGAAAATGCTCATATAAATTATATACACGATAAGAAAATTTTCAAATAAACCATATGATTTTTCCAGCATTTGGCATGAAAGTAATAATCATAAAAGTAACAATCATTTTTCTTGCAAGTTTAGACACTAGACACATT

>rnd-1_family-805#LTR/Copia ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

CTTCTACCGCTANTAAGACTGAGGTTTGGCATAAGCGTCTAGGACATCCAAATTCTGTTGTGTTGTCTCATTTATCNAATTCTGGTTTATTGGGAAATAAAAATCAATTTTCAGTTGCTTCCATTGATTGTTCTACTTGTAAATTAGGCAAAAGTAAAACTCTTCCTTTTCCTAATTTTGGTAGTCGTGCTACAAAGTGTTTTGATGTTATTCATANTGATGTTTGGGGNATTTCACCAATCGTTTCTCATGNTGGTTTCAAATATTTTGTNACNTTCGTNGATGATTATNCTCGANTNACNTGGGTNTATTTTCTTCGATCCAAATCTGAAGTATTTGCCGTGTTCAAGACATTTTTGGCTTACGTTGAGACTCAATTTTCTACATGCATCAAANTNTTAAGANCTGATAATGGTGGAGAATATATGTCTTATGAATTCAAAGAATTCTTGCTTGACAAAGGAATTGTCTCACAACGCTCTTGTCCATATACACCNCAACAAAATGGAGTTGCTGAGAGAAAANATAGGCATNTNTTNGANACNGCTNGAGCTTTATTGATTGAGTCCTCTGTACCACTAAATTTTGGGCGGAAGCTGTGTCTACTGCTGTCTATTTNATNAATAGACTGCCATCTAAAGTGCTAAATNTTGAGTCTCCATATTNTCGTCTTTATCACCAAAATCCTAACTATAGTNATTTTCATACGTTTGGTTGTGTTTGTTTTGTGCATTTGCCTCCTTCGCAGCGCAATAAACTTTTTGTACAGTCTACTAAATGTGCTTTTATGGGTTATAGTACTTCACAAAAAGGTTTTATTTGCTATGATCCATGTTCTCACAAATTTCGTGTTTCTAGAAATGTTGTTTTCTTTGAGAATCGGTATTTCTTTCCTACTATTGTNGATTCATCTTCTGTTTCTCCTCTTCTTCCTACTTTTGAGGATTTATCATCTTCTTTTAAGAGGTTCAAACCTGGATTTGTGTATGAACGACGTCGGCCGACTTTACCCCATCCCGACACTGATCCGCCACCTGAAACTGCACCACAACTAGAATCTGAGAATTCTTCAAGATCTGGTCCTCTTGAGCCTACTCGGCGATCTACNAGAGTATCTCGTACTCCCAATTGGTATGGCTTTTCCTCTACTTTATCCAACATTTCTGTTCCAACTCGTTACTCACAAGCTTCCAAGCATGAATGTTGGCAGAAAGCAATGGAGGAAGAACTTTTGGCTCTTAAAGAAAATGACACATGGGACATTGTTTCATGTCCTTCAAATGTCCGCCCAATTGGATGTAAATGGGTTTATTCAATTAAACTTCATTATGAT

>rnd-1_family-806#Unknown ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

GCTGCACNACTCTGGATANTACAACGAGTTAACCTCCTTCCTTTCAGATTATTAATCTACAATGAAGTAAGTAATAAAACTAGTATTAGTAGCTAATCAACAAGTTTGGGCTACTTGATCTGACCAAAACAGTAATCGAGCAGTAAACCCGTAATTATCNAACCGATGGTGTTCTTTCCACCCCTTCTCCTTTAATAACGTTTTCATATACTATACGACCTTCTTATAAGGTCCTCCGAAACTCCTCGGGCTTCATAACGTNTGGAAAACAGTATACAAAAGGGGTNGCAGGCAGCAAGCTCATGCAACGCCCAATTAAGTGGTGCGTCACTACACCTTCANCGTTTTATCCTTTAACAAGTTCCCATGACTTCTCTGCACATATCCAGCCACACCCCCTTATNTTACNATACACAAAACAGTCCCTAAACATCANAATGTGGCAGTAGCAATATGAACTCACGGTTTCCGATCACCGTCCCTTGAGCTCCAACTAACATTACATTTAAGATGCTCAAACGAGCTCACAATCGAAGTTAAAGGGGACTCCCCTCCATGGCTGTCCCAACATGCACATCCTTCCT

>rnd-1_family-807#Unknown ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

TTTATATTAATACTAGATAATGTTGCCCGTGCTATGCACGGGCCCAATAATATAAATGGTATGTTTTGGGGCTAATAACCGAGTTTTTGAAGCGATTGTTTGCGTGGATAAAGGAATAAGTTTTTTTTATCACAAACCTGTACTTTCTTTGACGCTATTTAAGGCATAATAAGACTACCCACATACAACATTTTTGAAATATTTTATGTTGTCAATTATCATGATTTATAGTATTTTTACG

>rnd-1_family-808#LTR/Gypsy ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

ACATGTAGACATGGACGGTGAAAGGTTATTCTCACGCATGATCTAANGAGCTATCCTAATGAACTAAGTT

>rnd-1_family-810#Unknown ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 2361 out of 4218 contigs )

CCCCCTGAACTTGAAGCTTTTTATACGGTGTACACCTAAACTAAATTCCGTTTTAATTACCCCCCGAACTTGTTTATTCCTCCGTCGCGTACACCTTTTTCGTCCACCTACTCCTATTGTGACTACACGCGCGCGACAGCTGNCNAAATTGGTGATGTGGATTTCCACCTGGATAAATAATAGCCACCTGGATAAATTAATATTGCAAAAAATAAATTTCTTAAATTTAAAATTCATTGTTTAAAAGTTATTTTTGAATAAGGGCTGATTTCGCGGAACTCCTTTTGGATTTGGGTTTTTCTAGACGTGAAGTTGGTCGATTAAATTTCAAATTTGTCTGAAATTCTTACCAAGTAAGTGTTAATCTTTGTTTCCTTTACTTTTCATTTACATTTTACCCTATTTTTCGTTTAAAATATGCCAAATATTAAAGAAAAATGGAGATTTTACGTTTTTTTACCGTTGTAGCGTTATGATGTGGCAAAAAATCACTTCCTCACGCGCCTAGTAGAGTGTGTTGTCAATTTCTACGCCAGGTGGACGAAAAAGGTGTACGCGACGGAGGAATAAACAAGTTCGGGGGGTAATTAAAACGGAATTTAGTTTAGGTGTACACCGTATAAAAAGCTTCAAGTTCAGGGGGGTAATGAGTACTTTTGCCT

>rnd-1_family-812#Unknown ( RepeatScout Family Size = 51 Final Multiple Alignment Size (possibly truncated)  = 49 Localized to 2361 out of 4218 contigs )

TTTTTCCAGATTCTGGTATGTTTTACAGATTTTAGTTTTGTGAATTAATTTATGTTCTTCTGTTCTTCACTGGTTCATTAAACTTTGGTAACTTCGTGTTTCTGCAAAGTTTGTTGGAATCAGTAAGATTCTTTAAACACAGATTGACAACAATTCTTCTTTGAGAAAAATATTTCGTATATTNTTTCTAATCTGTTTCTGATTCTATTTTCTCTACTAGTTTTAATTTTCTAGTTTTGAAAATACTCTTTAAACTTTGTTGTTTCTTACCAAGTTCTTCAAAGTTTTGTTCTAAGTATCTTAGGAATACAAGATGAACAACA

>rnd-1_family-813#LTR/Gypsy ( RepeatScout Family Size = 51 Final Multiple Alignment Size (possibly truncated)  = 49 Localized to 2361 out of 4218 contigs )

TTNTTTGTGTCCATCGAGTGTTTGTTAAGCATAAGTACCAACACTAGTTGATCCTATTGATGACAAAATTGATTTTCTTGCAAGATCGATTTGTGTCCATCTAGTGTTGACACTTAGCTTTAAA

>rnd-1_family-809#Unknown ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 49 Localized to 2361 out of 4218 contigs )

AAATGGTGGGATAAATAATCTNANGACTACCTAATACCTCCAACCAAACGCGGGATAAAATAATCCTACATTTTATCCCGAGATTATTATACCTTATACCTCACACCAAACGACT

>rnd-1_family-814#Unknown ( RepeatScout Family Size = 51 Final Multiple Alignment Size (possibly truncated)  = 49 Localized to 2361 out of 4218 contigs )

TTTTTATTTTTTGACTTAAAAGTCATTTCAGTTTGACTTTTTATTTTTGACTTAAAAGCTACTTTTTTTAAGCCAATCCAAACGGGCTCTAAGTCT

>rnd-1_family-816#DNA/hAT-Tip100 ( RepeatScout Family Size = 51 Final Multiple Alignment Size (possibly truncated)  = 49 Localized to 2361 out of 4218 contigs )

ATTCAAGACGTCTGAAACCACTGGGCTACAACANCTTGTTATGTCAAGGGTGTCCAAAATATGTTATTTAACCACTTCGTGTATCATTTTACTTGTATATACGGTATAATTTTCCGACGAAGGGTGTCCAAT

>rnd-1_family-778#LTR/Gypsy ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

GTGGTGGAGAGCTTATGTGGAGTGCAGATCTTCAACTTTACCCCCACTCACTTGGACCCAGTTTCATGCTCTGTTCNTGGAGAAGTATGTGCCCCGGACTTTGAGGGATCGCAAGAAGGATGAGTTCATGGCTTTGGAGCAAGGTGGTATGTCTGTGGCTGC

>rnd-1_family-817#Unknown ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

AAATCTATATATATATATAAAGCTGAAATATAGANAAGGTGATGTGGCACCTCTCTATGGCCNCCATTCGTATTTATCTTTTTTTCTCATTTTTTTGACATTTTTTT

>rnd-1_family-818#LTR/Copia ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

AGTAGCCTTGTATGTCGATTGCGTAAGTCNCTCTATGGTCTGAAACAGTCTCCTCGAGCTTGGTTTGGGAAGTTCAGCGCNGTAATTCAAGAGTTTGGCATGACTCGTAGTGGAGCTGATCACTCTGTGTTTTATCGACATTCTGCATCAAATC

>rnd-1_family-819#Unknown ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

TGTATCATTTGCAATGTATCGGACGACCGAGGAATGTATCCGAGAGCAATGAAAAATTCGAGATTTTTGTAATTGAGGAAACTTTCGGGATAGGATGTAATTAGCCCCCAAATATATGAGATTTCTGTACTTTATACT

>rnd-1_family-820#Unknown ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

TTTAGACACCTCATGTAGGGTCCCGCTGTGTCATTTTGACACTTTTTGCTGACATGNCANAGTGAGTGTGATACACTCAACAATAG

>rnd-1_family-821#LTR/Gypsy ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

AAAAATAATGTTGTGTTCATAATCTTCCTGAACTACGTTCGACCTGATTCTTGCCTCGACGAGATACGTAGGCAGCCTTATTCTGGGGTTCGGTCCAACCAAGAAAAAATCTTTAATATCCT

>rnd-1_family-822#DNA/TcMar-Pogo ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

AAAAGTGTTTTCGACACCGNAAAATTCGTTCGGGGATGAAATCTCAGAGAATTTGAATGAACCCACTTGTGAAAACGTCATTCATGAACTTGAGGTCATGATTAATGATCTCGGTTACCGCAATAAAATGGACGTTAATAACCTATTGGATTACCGGGTGAAAATGATACATGTTCAGAGGTCCAGAGCTTAGAAGAAATTGTGGATACCATCGGAAAAAACAATGTTGATGATGAAGTTGAAGATGATACAATACCTTTGGAACCAGTTACGCGTAAGGAAACACTTATCGCATCTAGAACTCTTCACAATTTTATGGTGCAGTTCGAAAAGACAACACCGAAACTTTTGGATGCAATAAGAAAAGTTAGAGATGAGCTTCAACTAGATTTAAATTTTAACAAAAAACAAAACACAATAGAATCATATTTCACTAAATTGTCTTAGATATATTTGTACTTTTAAAGAATTATTAATTTATAATATTAATGGGACCATATATTTATATAGGGGTCTTCTGAAAATATATTATCTTAT

>rnd-1_family-823#LTR/Gypsy ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

TTAGNTCCTTGTAGACTGGTGTAGCAGACTTGAGTCTGATAGTNTGAGCCTTAGCT

>rnd-1_family-824#LTR/Gypsy ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 2361 out of 4218 contigs )

ATTGAAAGCNTATTCTCAATTAACACTCATGAATGATGATGATGGAATGTGAA

>rnd-1_family-825#Unknown ( RepeatScout Family Size = 49 Final Multiple Alignment Size (possibly truncated)  = 47 Localized to 2361 out of 4218 contigs )

GTATCGTGAAACTCGTTGTGAAAAGAAGGTCATCACTAGGTTNGGTGCAAGGGTCTAGATAAACTACGANGTGATTCGTAAGCGAAAAATCTGGACGTGCGTTGCGACCGACTGATAACCGTGTGAGTGTCTGGGTGTATCCTGGGGATGTGTGNGTTGTGGTGTTGAANTAACGTAAAATGATTCTGGATCGCGTACTTCGTGGGTAGACAACGATTATCCTAGCTAAGGGGATTATTCTAAAATTGCTNGGTAAAGCTGGGAACCTTTGGGGAANTTAGAAAAGAGAAGAACCCCAGAAAAATTGTTGGCAGGGGTTCTGTTTCCGTCNNGGCCGCTGGGGCGGGATTNTTCCCGCCAGGGCGAGGCCGCCAGNGCGGGA

>rnd-1_family-826#LTR/Gypsy ( RepeatScout Family Size = 49 Final Multiple Alignment Size (possibly truncated)  = 47 Localized to 2361 out of 4218 contigs )

GTTAGTTTAGGACAGGTGCAGGTGACTCAAATGGGCCAAAGGCCCAAAACGAAAATGGGCCCAAGTACTGGCCCAGGCGGACAGAAAACCAGACTTGGGCCCAANTCTCTTTCCCTCTTTACTTTTATTGTGTTTGTTTACTTGTTAATATTTGCCGTTAATCTTAAGGTTNAAAAATTCAAATCCCCGAAAGACGCCCATTTTGANTTAACAACTTAACTAAATCGNTCACTCTTTAACNAGACTTAAAGAATAAATTT

>rnd-1_family-827#Unknown ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

AAATTTCCAAAAATGACCTTCCGGGTCATTACATTATCCACCACTAAAAANCATGTTCGTCCTCGAACGTAAAGAAGAAGAA

>rnd-1_family-830#Unknown ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

AATGGACCTTGGACTTGAATTTAATAAAATGGACTTATTTATTTGTAAAGCCCAAATTAATCATTCAACCCAAATGAACATGGATTTAATTCAAATTTCGTATGAATTTAATCCAATAAAATTTNAGTGTCTACAAATGCCCCCTGCTTCGAGGCTTGTCGANGTGTAGGCTTGCCGAAATTCGAAGACGAGACTTGAAGTATTCATGAATGTGTTTTCATTTTTT

>rnd-1_family-831#LTR/Caulimovirus ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

CTCTCTTTCTTGTAAACTTTTCTTACTAAGTTTTGTAAGCTTGCCGGATTTTGGCCGGAATAATAAAGTGTGCGGTTTGGTAACAACAAGGTACTTTCTTTTCTCNTTCTTCCTGTCTTTTACTTTTATAAATTCTCCGATCTAAGCCGCGACTATGTCCGGCTAAAAAATTATATCTATGCCGGATAACTAACTTCTCTCTTATATAGACCATGAACGGATCTAGGCTTTATCTAAATATAGAAGAATTTTAGTATGGCTTCTCGACTTGGTTCCGAGATNGNGGTACAGTCGGATCTAGTACTACTTTTATTGGCTTTGTCTTTGTGACTCCGTCTGACGAGCCGTGGTTCTTAGCCCGAAAAAGAGTTTGATAAGTAGGGCGCCTNATACCCGGTTAGAACTACCAGACACATGGGCTCAATAAAAGTACGTATTAGATTCTTGACAGGCCCTTTGCTTGGGTAAAATGATTAGATCCTTCCATGCAGTCATCAAACTATATNAAAATTCGTATGTATTTCGATTCTTATGTAGTTGGACTACCTCTAAGGATATTGACTTGCTTGATCTATGACCGGGCGGACTACCGCCAGGTCAGT

>rnd-1_family-832#LINE/L1 ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

GAAAAATGGGCTTCGATTCTATGATNATNGATATGNTNTGGAGAATTATTAGCTAACAATTGGTACTCTGTATTNATTAATGGNCAAGCNCATGGTTTTTTTCACTCTACTAGAGGNCTNAAGCAAGGAGATCCCTTATCCCCNGCCTTATTCATTTTAGCTGCTGAGGTATTTTTTAAGGGCTTTAAATGTTTTTTGAACAGAATGTTTAAGAGCTNTGGGTTACCTAAATGGAGTGANAACATTAATATGATACTATTATTTTTGCCTCTGCTGANAAAACTAGTGTTCAATTGATNATGGAAATCGCGAGTGANTATGAGAGACAATCTGGACAAAAGATAAATAAAGACAAAAGCTCCTTTTATGTTTNTCATAAGACTGTTAGNAATATCATTCGAGAGATATATAGAAGATTGTACGGGTTGTACTAGAGGTANTTTCCATCTTTAACNTATCTNGGTTGTCCCATTGGNCATGCTAGGAAAAGAAAGACATTTTNCTAANCTGATAAAGAAGGTNCAGAATAAATTGCAGACTTGGAAAGGGAAATTACTNTCCTTTGGNGGTAAATATGTNCTNATTAACAATGTGTTGCAAAGTATNCCTATTTATCTNCTATCTGCTATCANNCCTCCTAAGTGTGTNATTNACGATNTNCATAGANTNTTTGCAAAGTTCTTNTGGAACTTTAAAGAAGATGAGAGGAGTAAACATTGGGTNGCATGGNATGATATNTGTTTGCCTAAAGATGAAGGGGGATTGGGCTTTAGATCTCTATTTGATGTTTCCAAAGCTTTATTTGCTAAGCTTTGGTGGAACTTTAGAACNAAAAACACTATGTGGTCCAATTTTATGTGGAACAAATACTGCAAGAGGCATAGACCTCAANCGGTTGAATGGAAAGGNGGNTCACAAACTTGGAAGNTTGTGTTCGAGCTAGAGGGAACATCGAC

>rnd-1_family-833#Unknown ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

ATGTTTTCCAATCGATTTCATATGAACCCATGCATTGATCATGATTTTGACTATGAACCCTAATTTACATGAATTTATGAAGAAGCTATGAATCTATGAATGATGTTTTCATGAANTTATGCATGATTTATGAAAA

>rnd-1_family-834#LTR/Gypsy ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

AAAATATTCGATACGATGAAGAAGACCGACTTTGTGGTGAACCATAGATTCTTTTGGTACCTCTCGTTTATACTTTTGTGATACTTGAAAATTCTCTTGCATGCATTCAAGGTAAGATAAAACCGACCTCATGATTTCATGTGCANTGTGTGGTGAGATTTTGTTANATTCCATGTTTTGCATCTTGGTCTAGAACTTGNCCTGCATGTTATTGAAGCGAAATNANGAGCGACGCTTTGTTTAGGAGATGATNATAGGCTTTCTTTGATTCGNTTNGTGNCTTTCAAGCCTNCCAGATGACATTTATCNCTAGTTAGCCCCATTTTGAGCCTGNAGCCTTTTTTGGATAGCCACATTTTAGCCNNTACCCTTTTGAGTGCNTANATGCACTATCCCT

>rnd-1_family-794#LTR/Caulimovirus ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

ACAAGGTACTTTCTTTTCTCNTTCTTCCTGTCTTTTACTTTTATAAATTCTCCGATCTAAGCCGTGACTATGTCCGGCTAAAGANTCATATCTATGCCGGATAACTAACTTCTCTCTTATATAGACCATGAACGGATCTAGGCTTTATCTAAATATAGAAGAATTTTAGTATGGCTTCTCGACTTGGTTCCGAGATNGNGGTACAGTCGGATCTAGTACTACTTTTATTGGCTTTGTCTTTGTGACTCCGTCTGACGAGCCGTGGTTCTTAGCCCGAAAAAGAGTTTGATAAGTAGGGCGCCTNATACCCGGTTAGAACTACCAGACACATGGGCTCAATAAAAGTACGTATTAGNTTCTTGACAGGCCCTTTGCTTGGGTAAAANGATTAGATCCTTCCATGCAGTCGNGAAACTATATTAAAATTCGTGTGTATTTCGATTC

>rnd-1_family-835#LTR/Caulimovirus ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

ATTGNTGATAGCTCGGTCAGGCATATTGCCAGAAAAATTTCCATTCAAGACGGAAATAAAGAAGAAATGATCAANAACTATCTGGAAGAAGTAAAGAGAAATCTNCTTCTNAATATCACTCANTACGAGAAATCAGACACNTCNATGCGNAGTGAAACAAGCGANGACGTNNNNGAAGATATTCAAGAGGCTCAACCNTATGAGTCAGAAGAACCCACNTCAGAAGATGCNCTGAAGAAAGCGGAAGATTTCCTCCGGCAAAACTAAAGGAAAAGGGTAGNAGTGTNAAGCTTATCTCTACAGTAAAAGCCATCATCAACAGTAGATACACTGTTGATCAACAGTAGATACACTGTTACCGACATATGGGACCCACTGATAGGGGACCCANNATTACTGTACNTAGATTCTTTTTTTTTCTATAAATAAGTTTGTTTTTCAATTGAGGAGAGGCAGGTCNAAAACCACTCTCTCTCTCTCT

>rnd-1_family-815#LTR/Copia ( RepeatScout Family Size = 51 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

GGTATGCTTGTGATGGGATGTTCAAACTGAATGTTGAAATGAATAAAGNTTCTGCTTCTGTTTACNTGCTTTAGTCNACTAATTTNTGGCATGCTCGTTTGGGNCATGTTAATNACAAATCCTTGCGTTGAAATCATGAGTAGTTTAGGATTAATCCCAATGGTTAAAANGAATTTCGAAAAGTGTGAGGCTTGTGGTAAAGCTAAGATCGCTAAAAGGCCTCATTTTCAAGTTGAAAGAAANNCNAATCCNTTAGAATTAATTCACACTGATATTTGTGANATGAAGTCAACACCANCTCGTGGTGGGAAAAAGTATTTTATNACTTTCATTGACGATTNCNCTAAGTTTGCGTATGTNTATTTGCTGAAAAGTAAAGATGANGCATTTGAAAATTTTAAAACNTATCTCATGAGGTTGAAAATCAGTTTGGAAGAAAGATAAAAACGATTAGAAGTGATAGAGGCGGNGAATATGAATCAAATNAGTTTAATNCTTTTGTNAGATCGTTGGGAATAATCCATCAAACTACTNCTCCTTACTCNCCTCAATCTAATGGNGTNGCGGAAAGGAAAAATAGAACTTTGANGGAAATGACGAATGCCATGCTTATTGAGTCACGTTCACCNCGAAATTTGTGGGGNGAAGCTATTCTTACNGCTNGTTATATNCTNAATAGNGTGCCTCGTAAAAAGTCNAAATCGACNCCNTATGAGTTGTGGAAAGGTCGNAAGCCNAACTTGAAATATTTNAAAGTGTGGGGNTGTCTAGCCTTTGTGAGGCTAATGGATCCCAAGATTACAAAGTTGGGTAAGAAAGTTACTAATTGTGTNTTTATTGGNTATGCTNCAAATAGTAAGGCCTGTAGATTTTTTAATCTTGAAGATAATATTGTAATAGAATCGGGTGATGCTATTTTTCATGAGAATAAATTTCCTTTTGATTCTAAAAATAGTGGGGGTCAAAGGATTGAACAAAATAT

>rnd-1_family-836#Unknown ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 2361 out of 4218 contigs )

ATATATATATACTAGTTTTTCGACACGTGCGTTGCACGTGATTACCAATTCAGAAAATATATGTTATAGTAAATAGTATTGCTTATTTAAGCGAAGATTTGAATAATAAGCTTTGCACAAAATAATATTGCAGATTCTTTTGTGAATGTTCAATGTGGATCGTCATATATATCTCTTATTCACGCGAACCTATGAAGATGGTCAATGAAAAATTTTATTAGTTAAATGCAATAATGTATATATTTATTTCAATTTGATGAGGTTCAATCATGTAATTAGTCGTATCTCACTAATATTACCTTATAGACGATATTTGTTGTGTATTTTTCTTGTCATCTAACCAGATGTGCTTTGCACGTGTATTCCACGTTAAACTGTTTAGATGTCATATGAACATGTGAAGAGAACAACTACATTTTATTTTTTA

>rnd-1_family-837#Unknown ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

GCCGACCACGGCCACCTTCACGGACCGTGAAAGGGACCACGGACCGTGAAGCGGGTCGTGGT

>rnd-1_family-828#LTR/Gypsy ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

CCTGTCGTACCCGCAAGACCAGTCCGTGACGTGGCAATCCCACTCACNACCAATGTGGCGTCNAGCATTCGGAAACCTCCACCTGGNGGNAGATTTGAACTGAAGCAGAGCATGGTGCAACTCTTGCACACTAATGGGCAGTTCACTGGTCTNNCTCACGAGGATCCCCACGAGCACATTCGGAACTTCGTNGACGTCAGCGATACGTACATCCCAACTGGAGTCTCATCGGANTACGTGAGGCTGACGTTGTTCCCNTTCTCTTTGNTGGGNGAAGCAAGNAGNTGGTTAGATTTTGAGCCACCGAACTCCATCACTTCTTGGGATGATCTNGCACAGAAGTTCTTGAGTAGATTCTTTCCATCCGGGAAAACNGCNAAGTTGAGGAGCGAGATANTAAGCTTTANNCAAAAGNAGGGGGAGGACTTGTACCAAGCATGGGCNNGNTTCAAACCGATGTTGAATGCTTGCCCACACCATCATGCAANCTAATGAGGTGCTTGTCCACACCTTCATTGAGGGNTTGGANCATAACGCACGTGCACTTCTTGATAGTGCTGCAGGTGGACAGGCCTTGGAGAAAACNTATGNNGAGTTGTTCGCCTTGCTCGATAGACTCTCAGAAGGNAACCCGAATGGAATGAGGGGAGACGCCTAGAACCGCGATACAAAAGACCGCGGGAATGTTAGAGGTAGATCAAGCGACCGCCNTAACTGCACAAATTGCTGCGATGCAACATAACATGANCACGCACTTCAGNAACATANCATTGGGACAACAACCGCTCAGGTGAACGTAGTNCAACAACCACCAACTTGGTGTGAGGTATGTGGNAGTGGAGATCATGAAGCNGAGCNATGTGGGGCAAACCCGGATTCCGTGAACTNTGTAGGNAATGCGCAAAGGGGNGGAGGNCAGCAAAACTATGGNAACACTTACAACCCTAGTTGGAGGAACCATCCNAACTTCTCATGGGGTGGGAACCAAAACCAAAATCAGGCGCAAGGGGCTAACCAATACCGNTCTCAAGGGGNTGGGCAACAATACCAAAATCCTAACCAA

>rnd-1_family-847#LTR/Gypsy ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

CTTGATATCTCNCTCATTTCAGGTCCGATTTGGGCGATTCAAAAGGCNAAGTTGTGAGATTTTTCGAGGANAACGCGTTGGTGAGCTCGGANAGCGATTTGGGGTCTCCGTTTGAGGTAAATTTCGTGAAATACCTGCTGCCACGACCCTTTTTGCGAGCTCGATTTTGGGAATTTTTGAGACTTGATTTCTCGGCCATTTTAGGTCCGATTTCGGTGATTCTTGAGGCTATCTTGAGTGGTTTTTCGAGGAGAACGTCGTGGTGTTGTCGCATTTTACTGTAGACCTCGTTTCTGGTAAANACACTGATTCAGCTGCTGTCCATTNCTAATTTTCGAGCTCAATTTTTTGGGAAATTTT

>rnd-1_family-838#LINE/L1 ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

AAGGATGCATATGAGAGTTGGAGTCTATGGAAAGTTGACAAANCCATCAAGAAGATCTGGANNATGATNCCTGCTTGTATTTTTTGGTGTATTTGGANAGAGAGGAACAGNAGATGTTTTGATGGNATNTCAACTCCTTTAGGCATTTTGAAGGCTAGGTGCCTNGTTAGTTTGTTTAGTTGGACCAACTTGTCTCCTGCTGTTAATGCAGAACAACTTCNGGATTTTATTAGCTCNTTAGCTCTGGCTTAGATAGTTTGTATAGTTAGCCAGAGATTTTTTTGTAAGCTCAAATGCCATATCTTGTAAATCTTGCATCTTCTTGATGCTGTTATTAATACCACTTACCTTATCAAAAAAA

>rnd-1_family-829#LTR/Gypsy ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

AAATTTGTTTNTTTACTTATCTGTTTATATTTTACTTTCCTAACTTTGTTTGTTTATGATTTCAGTAATATTAATTTAAAACCTGCCAATGTCATGTCATGTCACGAACCGAGCGAACGAAATGAGGCAGGTGATGACGAGCGCGAGGAATACGAAGAAGAAAATGAGGTACCCGAACATGTTGCCGAGGAGTTTCGACAATTCGAGAATCAACACAAGCCGAATCTGGAAGAAACTGAGACTGTGAATCTNGGAGATGAGGAATGTGTCAAAGAAGTCAGAATCAGCGTCCATCTGACTGAAGCTCAAAGAAGAGACCTGGTTCGTTTGCTCAGGGAGTACATCGACGTATTTGCCTGGTCTTACGAAGACATGCCAGGGCTGAGCACGAATATGGTGTCCCACAAGTTGCCGATCGATCCAGATTTCAGTCCAGTAAAGCAAAAGACTCGGAAGTTCAAGCCNGAGTTGAGTTTGAAGATCAAAGAGGAGATTACCAAGCAGATCGAGTCNCAAGTNGTGGAAGTGACGCAATATCCGACTTGGTTAGCNAATATTGTTCCGGTTGCCAAGAAAGACGGAAAAATCAGAATTTGTGTTGACTATAGAGATCTCAACAAAGCTAGCCCNAAAGATAATTTTCCACTGCCAAACATTCACATNCTCATTGATAACTGTGCTAAGCACGAGATGCAGTCATTTGTGGATTGTTATGCGGGTTATCACCAGATCCTGATGGACGAAGAAGATGCAGAAAAGACAGCTTTCATCACGCCNTGGGGCGTNTATCGTTACCGAGTGATGCCNTTTGGTCTCAAGAATGCCGGTGCTACTTACATGAGGGCTATGACGACCATNTTTCACGATATGATCCACAAGGAGATCGAA

>rnd-1_family-840#LTR/Caulimovirus ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

TTATATCTATGCCGGATAACTAACTTCTCTCTTATATAGACCATGAACGGATCTAGGCTTTATCTAAATATAGAAGAATTTTAGTATGGCTTCTCGACTTGGTTCCGAGATCGNGGTACAGTCGGATCTAGTACTACTTTTATTGGCTTTGTCTTTGTGACTCCGTCTGACGAGCCGTGGTTCTTAGCCCGAAAAAGAGTTTGATAAGTAGGGCGCCTNATACCCGGTTAGAACTATCAGACACATGGGCTCAATAAAAGTACGTATTAGNNTCTTGACAGGCCCTTTGCTTGGGTAAAANGATTAGATCCTTCCATGCAGTCGTGAAACTATATTAAAATTCGTATGTATTTCGATTCNNATGTAGTTGGACTACCTCGAATTCGGATGTTGACTNGCTTGATCTATGACCGCGCGGACTACCGCC

>rnd-1_family-841#LTR/Gypsy ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

TTGTTTAGATTGAGTTGTATAGTTGATTTTTATTATTATCTATGTCTATCGTATTGTGAATTGTTGGAGTATGGAGGAATGGTGATTGTGGCTTTGGAAAAGGGTAAGTTGACCTAACTTCATTGTTGATGTTAGAATTGGTGTAGAATTGAGTAATGTTGGTTATGGCTTTGGAGGATGGTAAGNTGGCTTAATCTCATNTTATATTGATATAATTGTTCTTGNTTGGTTTGATCCACTTATGGTGGAGGTGTTTACTTATTGAATGTGTATTGATTATGGCCNCGAAGGCATTATATGAGTGTTATTGTATTGTTGTATTATTATACACGNATGAGGCTATATGTAAAGTCCTATATG

>rnd-1_family-842#LTR/Copia ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

GAAGAAGTNTATATGGAGCAACCACCTGGTTTTGTTGCTCAGGGGGAGTNTAGTAGCCTTGTATGTCGATTGCGNAAGTCNCTNTATGGTCTGAAACAGTCTCCTCGAGCTTGGTTTGGGAAGTTCAGCACNGTAATT

>rnd-1_family-843#Unknown ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

AACGACGACGGCAAGGGTTAGGCAACGACTAGGGTTGTGAATTGTGAGTATTTGCTATACTTTTACTACACTAAGCAGAATTTTTGCACTCAATGAGTAATTCGATTTCTCTCTTTTTTATTTCGCGTCAAATTATTGGAGAAGTCATATATTTGTTTTATAAGCATTTTCTTATTGGTTAAACCGAAA

>rnd-1_family-844#LTR/Gypsy ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

AGGTCCTTTTAGTAGTGGAGTGATGTTAGAAGGAGAAGGTTGATGTTCTTATCGTGATAGTGATGGTGTGATAATTCCATCTAAGGTTATAAATGAGGAGGAAGAGGAGGATGAGGTTTTACTATGAGAAATAGTTAAATGAGAGCCCTTAGTTGGTTCCGA

>rnd-1_family-845#Retroposon ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

TTTATAAAATAATACTTAAAACCTATCAGTCATTAAAACTAAAACACTATATTATCTTACATACAAGATTACGTAGTAACGAACATTAATAATGTAAAGGAAAATGAAAATTATNACATCTTATCATTTATCCTTCAATCAATCATCTTTAATTTGATTTTATAATTTATCNTTTTGCTTCCAGGAAGTGTTACTATTTGATATTTTTGGGGAATCAAATGAACATCAACCTGAGATATTAAATTTTCTAATAAATAAATAATCGTTGGTGAAGGGATAAATAAATTTTAAAAGGCTGAAAAAAGTGAACAAATATTCTAATTCTAACGTGTAGAAAGTTCAGCCCTACCTTTTGCTTTACATATATCATTTTAAAGTTCCC

>rnd-1_family-846#LTR/Gypsy ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

TCATGAGATAAAAGAGAAGGGAAAGTAGAGCCCCGATAGGTTAGGCCTATGATTTTATGTGTCCGTTCCATATACAAAANTTTTGGGAGATACTATAGTTATTCTTGATCGNCAAGGTCCGTAAATTGAGGACCAAAGAGGTGGCTTCGGTTAAAGTATTGTGGAGGAACNAGAATANAGAAGAGGTGACCTGGGAAGCTGAGGATGGCATGAGGTCCTAAATACCCCTCCTCATTCTAAACATCAACATAAGGATCTGAGATCATGTGGTCCCCTTATATGATCATAAGTCCTACTAGCATTTGTTCATTTGATATGTCATTTGCATGTCTTGTGTTTAGGTATATTAAATTCCTTATTTGTATGAGTTCTACTTGTGTATCTTCAGTGAATTACATGGTCAAGAAAGGGGTTTAATTTGTCATATTNTTATTTCATGAACCATATCTATTGAGACGTCATGCGAGACTTGTCTATACGTGTTTTACGTTAGTCTATAGATTTTGGATAGTCNCATTTACAAAGGAAACTCTCGCAAATCTCCAAATGAAACTCCTAAGGTTAACCGAACTATCGACTACACCTNTCATTCGAGGACGAATGATCCTAAGGGGGGAGG

>rnd-1_family-854#Unknown ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 2361 out of 4218 contigs )

AAGGCTCAGCCGCCAATGAGCCTTACAAGGCTCAAATTCCGATGAGCCTTGTAAGGCTCAGCCGCCAATGAGCCTT

>rnd-1_family-848#LTR/Copia ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 2361 out of 4218 contigs )

AGGTACACTTGCCTAATGGAGACAAGGTAGACATCAGTCACATTGGTGATGCATCTGTGTTTGGAGACAAGACAGTGAAAAATGTNTTGTACGTNCCTGATTTCAAGTNCAACCTGCTGTCAGTNTCNAAANTNACNAAGGAACTNNANTGTTCNGTNTCNTTTTNTCCTGACTTTTGTGTNTTTCAGGACCTCTNCAGTGGGAAGGTGAAGGGGATTGGTAAGGAAGATGGAGGTCTATACATGTT

>rnd-1_family-849#Unknown ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 2361 out of 4218 contigs )

TTTGTATATTTCGCTTGCGAATATACAAACANGGTAAGTATATACAAATTCTGTATTTATACATTTAGGAATTTTTCAGAACTCCGTTTGTATATTTCGCTTGCCAATATACAAACANGGTAATTTATTATGATTTTTTCATAAATCGTATACAAATAGCTAGGGTAAGCATATACAAATTCTGGATTTATACAATCAGGAACCGAATTATACAAATTCT

>rnd-1_family-850#Unknown ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 2361 out of 4218 contigs )

AAACCAAATGAAGACCACCACTATTTATAGTNGAAGAAGTCTTCCTAGCAATGAATAGGAAGATAATGGGGTAGTAAATAGTGAAGATAAATGGCCTTAGGAGTTACATAGGTTACAAGGNATAATGGAGGAATAAAGAGTGAAATGAAGTGAGGGGTAACCAATGCCACCAACGGCNAATTTCTCTAACGGATTGCTGCTCAACTTATTGAAGGAATTGGAATGAGCACTAACTCCAAAATATAGATGGAGTAATGCAGCAATAAAGGAGTTCCAACGGCAGCAAATGAAATGCCACCCAACCGTTGGAAGGCAGCAACCAAAAGTAAGTAAAGGATAGCAAATT

>rnd-1_family-851#DNA ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 2361 out of 4218 contigs )

TTAAGGGCCTGTTTGGAAAGCCACCCTGGTAATTGGATTTGGTGTAATTACTAGGGTAGTAATTACACTGTCTGTCCTGTTTGGTTGGNCATGTAATTACTTGGTCAGCAGGTAATTGGTGTAATTGGCAGGGGGTAATTACACTCTNCAATTCACAGGCAGAGGCTGTGAATTGCTGGTAATTACATGGTGTAATTACCACCTGATTACTTTTTAATTTCTTTTTTTATTTCTATTTTTATTTTTTTGTTTTAATTTTTTTTACTTCTATTATTTTAAGTTCTTTTTTTATTTTT

>rnd-1_family-852#Unknown ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 2361 out of 4218 contigs )

AAAACAAAAAAACTTCCTATAACTATCCACAAAATTATATTTTATTTTACTTTTCAATGTTCGATTAAATGGCATCTCCTATTAATAATGTTTCAACCCGATTATGAATTTTAGATTTAACATTTTTTTTGTTATCCATGAATATGTAGAAGTTATATTTACCATTTGGGACTTATTTGAGAGGTTTATGTTGGGGCCCAAAGGGATGAGTGTGTTTTGAACAAAAAAAATCATTCTCGATAGCATCAGATTTTGTTTTTCTTAATGTTGGTATAAGCCTTCGTCTTTGTAAGAGAATAAGTCGTAATCGTGTATGAGGAAAAAATATGGCATCATGGTCTAATAAGGAGCCTCGCGATCTCTTCAATTTGTGATCGTGGATGACCCTATCATGATCACAAAGGGCAATAATGTCATGAAAATAAACAGTGAAAATCAAAAAAAATTAATTCATTTCAAGACTTTTGAGGATTTTGAAGCTCCACCTAGGACAATTATTTTCTACCTGAGGTCCTAAATCAAATCTCTGAATCANTTCTACGGGTCNCTCCTACGACCCGTCGAACTTCCTACGGCTCGTCCTGTCCANTCGTAGGTCAAACTTCAGAAACTTAAATTTCAAAAACTCAACTCAGGTCTACGACTTCCTTCCTACGGCCC

>rnd-1_family-853#DNA/CMC-EnSpm ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 2361 out of 4218 contigs )

CAGTGGCGGACCCAGGATTTTCGTTNAGGGGGTTCGAAAAATAAAAGTATAAACGTGTAA

>rnd-1_family-855#Unknown ( RepeatScout Family Size = 45 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 2361 out of 4218 contigs )

TTTTTTTGAAAAATNAAGTGTTTGGCAAATCNGTAAAACTGCTTTTAAATGGAAGCAGAAGCAGTTTTTCTGCTGTTGGGAAGAAGCTAAAAATTTCTGCTTCTTAAAAAAAGCAGAAGCAGAA

>rnd-1_family-856#DNA/CMC-EnSpm ( RepeatScout Family Size = 45 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 2361 out of 4218 contigs )

CAGTGGCGGACCCAGGATTTTCGTTCAGGGGGTTCGAAAAATAAAAGTATAAACGTGTAAATAAGCCAACAAAACAAAATTTCAAGGAAGTAGTAGTATATAGTTTTAGTGGCGGACCCTTGAATTTTTTTTGGGTTTAAAACCACACTTTTAGCATGTTTTATAAAATAAAAAACTAAAAAAA

>rnd-1_family-857#Unknown ( RepeatScout Family Size = 45 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 2361 out of 4218 contigs )

TGAAGAATATAGAAACTTCACCAATTTGTTAAATACTCTGTTTGAATGAATATTCCGACTTGAAGAGTACAAAANCTTCGTCAGGAATATTAAGGCTAAACGATTTGAAGAATATAAAAACTTCATCGTTAGCTAGAAACAGTGTTGTATTTGAGGTTTCTGGAGATTAAAACCTTTTCGGTTTACTACTCTGTCTGAATGTGAAACTGATTCGAAGAATATAAAAACTTCGTCAGAATTCAAGGTTCATTCGGTTAACGATTAGAAGAATATAAAAACTTCATCGTTAAACTAGAAACAAGTTGTATAAAGATTGAATCTTTATTGTTAGTATTCTAAATACTAAGTGGTCTGTCTANTTGTGACAGAAAGGAAAAAAATACTAGTGACATAAAATTAGTGATTTTGTGCCTGCAATGGGTGTTTCTATGGATTAAATCTCCAAAAGAAGGCTTCGTGTTGCCAATGTGTATTTTGATGGTATACAATTTGAAAGCATGGAAAAAAAATATGTGGAAAAATAATTTCAAATACTTGAAAAATATTTTTGAGAACATATTTAAAATGTGGGGGGTTCTTTACTTGTGATAAAGACAAAATTAGACTTAGTATCTAATTTAAATTTGGAAGCACAAGATATGAAATTCGATGACATTCTTGTATTATGTTAGACCCACAAAATTCTTGGAGTATATTTGATATTGTGGTCGTTGAGTTTCTCTTTTACTAGTATATGATATGACTAGTATGAAACCACCAAATTATATATATACTCGTTCAAAATAATTGTGTTCTTTTATGAAAAAGTGTCACTTAAAATGTTGTGATTTTTCATGAAAAGATATGTCTATTAAAAGATATGAACATTTGTATAGACGTGATATGTT

>rnd-1_family-858#Unknown ( RepeatScout Family Size = 45 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 2361 out of 4218 contigs )

TAGCATGTTTATGATGAAACAAGGTTACTTCAAGGAAGTATCGTAAGTATGTTTTAATATGAGATTTACTTGTATGATGTATGNTTAGCTTGGATTGTTGCTAGAGTTGCCTTCCTTGATATGT

>rnd-1_family-859#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 2361 out of 4218 contigs )

TGGATTAGTTATACACCCTACATGGTATTATAGGATGTATTACTAATACCTTCNATTTGGAGGTATTAGTAATACATANGATAT

>rnd-1_family-860#DNA/CMC-EnSpm ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 2361 out of 4218 contigs )

AAAGTTACACTTTATAAGTGTTGCTCTAGATGAGATATAAANNGCTACACTTTATAAGCGTTGCTCTAGATGACGAAACAAAGGCTACGCTTTATAAGTGTAGTCTAACGAGANAAAAGTGTCGCTAAACGAATNGCTGCAAAGCGTGGCCTTTATACCTCTTNGGCCACGCTTTTTAAGTGTAGCTGCTATGGCGACACTTNAAAAGCGTGGCCTNATGTCAAAGGCTACGCCTCTTTAGGCCACCCCCTAAAAAGTGTNGCCTAAAGTAGCAAAAAGTGTGGCCTTTGATCAAAGGCCACACTTTTTGCTACTTTAGGCNACACTTTACTGGGGTGGCCGTAGGCCTAAAATGGTGTAGTG

>rnd-1_family-861#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 2361 out of 4218 contigs )

ACAAAAACAAATGAATTTAGACTACAATAAAAATTAAACTAATACAAACTTCAACTGGCGTTATTACAAGTCATATGAACTTTTCTTCGTCGAAAATACTGAAATATTAAGAAATAGTAAATNAGTAAAACAAAAGGGCAATGTTTATATAGTAATAACTATTTTGAAGCAAACTTCCTGACAATCTAAATCACATAAGTAGCATTGATAAATAAAGTCATTCTTTTGTCTTGAGCATCAAAAAAACAAATCGTGACAATTCTCTAACTCTTGAGAAGTTTAATAATTTTGGAAAAAGATATTCAGAAGCATATATCTACATCACAAGAGAAATTGTTAACAAAAACAAATGAATTTAGACTACAATAA

>rnd-1_family-862#LTR/Gypsy ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 2361 out of 4218 contigs )

TTTAAGTCGCATCTATTCGGAGGTGAAGGATGTGCACCCTATCTATTCCACGTTNAAGTCGGAGGAGACTTGCGTCGAAAGATATT

>rnd-1_family-864#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 2361 out of 4218 contigs )

TTGTTGGGTTCGAAGGTGATTAGGGCGTCATGCGGAAGCTTACAATTGCAAATCATATAGTTGATAAATCAGACGACAAAAACTTATACTAAAAACATAATATTATTATAT

>rnd-1_family-865#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 2361 out of 4218 contigs )

GAGAAAATGATCGAAATGGTCCTTAATGTATANGGGTTGNTTTATTTTGGTCCTTAATATATTTCACTTGATTGAAATGGTCCTTAATGTATAACAAAANGTGTTCATTTTGGTCCTT

>rnd-1_family-867#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

ATTTTAATTAAAATTTTTNTAATAGATATTTAAAATAGTTTCTCTCTATAAAATAATCTTAATATTAAAAGTACATTGATACTTGCCNTTTTTCGTAATTTGACTCTCAAAAGCACTTTTTAAAAAAGATTAGTCAAACACAATTTGCTTATCAAAAACACTTTTCAAATGAATTAGCCAAACACAAATTATTTTTT

>rnd-1_family-868#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

TTATACCCTTGATAGAATAGTTAATTAATCTTGTCATTTATTAAAAAGTTGACTTAAGAAAACATTAAATAAGGGTAGAAGGGTAAAGTTACNTNATTTCTTAATGCAAGTGCAAANTAAAAAGGTGACATATAAAATGGGACGGAGGGAGTA

>rnd-1_family-839#LTR/Gypsy ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

GAGCTCGACCACTATGAGGAGAGGGAGAGAGAGTGGAGGTCGAAAGAAGAGGCCGCCAAGATAGATATGAAGGAGGAAATTAGAAAAGCCATGAAGGAGTTGAACTGCATTCCTGAGGTCGCCGGGTTGAGTTACGAAGACTTGTGCATTCATCCGAATTTGGACCTCCCGGAAGGGTTCAAGGCGCCAAAATTCGACATTTTCGGAGGAACGGGGAACCCCTTAGCGCACCTGAGGGCCTACTGTGACCAGCTCGTGGGAGTCGGGAGAGACGAAGCTTTGTTAATGCGGCTTTTTAGCCGAAGTCTGAGCGGAGAAGCNCTGGAATGGTTTACGTCTCATGAAACGAGACAGTGGCCTAGCTGGAACGCTCTGGCTAAGGACTTCATCGAACGATTCGCCTACAATGTNGAGATCGTTCCTGATCGNTACTCNTTGGAGAAGATGAAGCAGAAGTCGACCGAAAGTTACCGAGAATNCGCGTATAGATGGAGAAAGGAGGCNGCTAGAGTTCGACCTCCTATGTCTGAGAAGGAAATCGTCGAAGTGTTTGTGCGGGTTCAAGAGCCCGAGTATTATGACAGGATNATGTCGCTCGTTGGAGCAAAATTTGCTGAGATAGTCAAGGTAGGTGAGACTATCGAAGATGGATTNAGAACCGGGAAGATT

>rnd-1_family-869#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

AAAAAGTCACAACTTATCGGAAAAGTCACAACTCATCGAAAAAGTCACAATTTAAGTTGGGGGTATTATAGTAATTTAACATTCAAGTTAGGAGTTCATGCTTTTAAGGTAGTATAGATAT

>rnd-1_family-870#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

AGTGACTTTCTGAGAAAANAGTTGATAGTTGAGTGACCATCTGAGATATTAAC

>rnd-1_family-871#LTR/Gypsy ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

TATCGTATNNATATTGAATTGTNGCATTCATGGCATCCGATTCCGCCAAACGGCAAATAGATTGCATTAGGAAAAAAGGCGGTTACGTGGCTTACCACGGCTGTCCTTCAGAAAAAACACAAGTTGAATTTCTTCGGAAGTGATAAACGAATAGTTGGCTCGTGGTCGTCCAACGTCGTTTATTAGACTTCAGCCCGTAGTTTGTCCGCTCGGGTNACCGGTCTTTCAAAGCCACTCTTAGTCAACTAGCGTAGAGCGAAACCAAATCCCAATTTAGCGCATTTGAACTAAGACGACCCAACACCCAAGGCGTGTTGGGCCCATTAGAAGACCACCTCGTGTCCAATCGGCCCACGGCCNATAACGGACGATCATACTTATGTGTTTAAATTTGAAGGATGTATACGTGGAAACCTGATTGTTGCCTATTTGGGGGNGGGAATCTTAACCGTGCTTTGTTTTGTAGGTATGGATCGATTTCCCAAATTCGACATGGTAGCGGAAGCCCCGGTTCTGCTCAAGATGTGGTACAACGACCTCAATGCGTTTCACAAAAGGGACCTCAACAAATACGTAGGGGCCCTAACAGAACTCGTCAACATGGTCGGGTGGCCCGAGCTNATTGAAGTGNTCACTCGGTTATTGGGACGACGAGAGAATGGTGTTTCGATTTGGAGCCATGGAAATGACNCCGACNATTGAGGAAATTCGAGACGGAATAGACACAGTCGGTACAGGGCTCGAAAGAAGAGTGAGAAAATAGGAAAACATCCTAATCCCTAACAAGCCTACCCTCGAGGATATTATAAACTGGCTCGGATTAAGAAAGGATTGCGCCTACTGGGCCGANGGTTCTAGCGTTTCTTTTGTGGANCTCTATGTCAGATTCGGGCACGCGAGCTTTTATGCGAATTNCAACCAAGAGTTCAGGGTCACTTTCAGAGAATGGGACGAGATCAGACCTTTGGCATTCGCTATCGCGCTATTAGGNACNATGGTNTTCCCNCAAGGCCCGAGCCTCAGTATCGACACCCGGGTAGTAATGNTTGCGCACGCTNTCTTCCACGGGCGTCTGAACCAAGGGCAAGTGAAGTACTATCCTATCGCGCCTGTCATCCTGNCCGACATGTACCGTGCTTTGGGNAAATG

>rnd-1_family-872#LTR/Gypsy ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

AAACTCCCCCTCCAGTTTACCAGACTCCATCTCATCACTACCGAAATGCCGCCCCCAACTGCGCCAACGTTCAGACAAATTACCAAACNCCTCCCCAATGTACCAAACCCCACCTCCACATTACCAAAATACCCCCCCGAACTACCAAGCTCCACAACCAAATTACCAAACCAACTCATATCCCAGATATCAAGCCCCCCGTCCGAACGCTCCAAATTATCGTCAAATGCCTCCNCCTCAACGAGGCAATTACGATCCCCCCCGTCCAAGATTTGAGAAGAAGCCTNCTAGAATTTTCACTCCNCTNATTGAAAGCCGAACAAAGCTGTTCGAGCGATTGACCGCGGCAGGATATATTCATCCAGTGGGGCCCAAGCCGGTCGACGCTAGCTCAAAGTTTTACAGACCTGATCAGAGGTGCGCGTATCACTCCAACAGTGTTGGACATGATACCGAGGACTGTATCAACCTGAAGCATAAGATCCAAGACCTGATCGACCAGAANGTGGTCTCTCTTCAGACAGTCGCGCCCAATGTCAATAGTAATCCTCTGCCGAATCATGGAGGCGTCACTATCAATATGATAGAGACGGANGATGATTGGTGCGTGACGAAGGCGATAGTTCCGGTCGNTCCTGACGAACTNGAGAGGGTTGTAGCTTCGTTGAGCAT

>rnd-1_family-873#LTR/Gypsy ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

TTATCTATTTGCATATGATGATGCTCATGCTTGTGTGGGTANCATATTTTATGNTAATAGTGGATCAATCGGGCAAATGAGAGTCTCCTTGACTCGATGCTATGGATTTCCTTTCCATTTGACCCCGGTGTCGGTCTNAATTGTGNTGAGTGTGGTAGTAACACCATCTGTCNTTTGCATGATTCTTCCTTGGTGTTATTACTTGATCCAATGTGCTTGAATGAGGTATGTTTACCAATTTGGGTGGGGAATACTAATGTACTTGAACCCGCTCATGAATTGGGAATAATTACATTCTTTGAAGTTATCTAGTGCATTGGATGGGGTCTTAATTTGGGTCAACACTGCTTGTCCCCTCGCACTTAGGTATGAGAGTGTTCATGTGCTACTTGACATAAGGGAGGTCTTGTGCTTGTTTGAATGTGGAACCAATGAGGGCTTACATATGAGGTTGTTTAAGTGTATTGGTTCCTACGCTCTACCCCTTTGTCAATGTTTCTTAATTAGCCAAGTATCTATTGCTTTGATGGGTTACAAACCCTTTGTTGATATTTGTGATGCTTGGTTATATGTTAAGTTTGTGCATCCTTGGCATGGTGATGAAATTGTTATTGCTAACGCTAACCCTCATGCCATGAGGATCTTGTTCTTGTTTGCTTTCCCTATGGTTTTGCAAGGTTTGGATTCGAGGACGAATCCTTTTCAAGAAGGGGAGAATGATGTAANACGGATTACATCAAGGCTATCCATTCACGAACTTCAACGCTTTGATGGAGTGTTCACGAGGATGGAGGTTGTTTGGCATGTATGGATGCCAAGGAGGGAGTTCCATGCCTTGCATGGGAACATATGCGCCTTGAAGGAGCTCCCAGTTGGGCAACACCATGCTTGGATGATAGCTTGGAGCGTGGGAGGCCTAACGAAGCGAGGAGGAGCAAGTGAAGAATGTGCTCCATTCGGCGAGCTGGAGGACACTTCGGCGACTCGCCAAAGCCCTTTGGCGAGGGTTC

>rnd-1_family-874#DNA ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

GTGTAATTACTAGGCTGGTAATTACCACCCTAGTAATTACACCAATTCCAATTA

>rnd-1_family-863#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

TACTTTAGACGGGCAATCTATCTTTTTTAATTCATACATNTGTAAAGGAAGTTTGAGGTTGATAACTCAACTTTCTTCTTGGCTTTTATATTTTTGCATTATTTAAGTATCCTCATTTGTAATATCATCATAGAGTGTATTACAAACTCTGTGATGATCATAGAATACCTAGTTCTCTCTAGCTCTTATTTTCTTCATGCTTGTTAATTAGTAGAGGTTCGTTACCTCATTAGGATTGGTAAGGTAAGGCCTAGCCCCCCTTGCTTGTACTTATCCNCGTTGAGGATTTTTTTTTATTATTAATAAAA

>rnd-1_family-875#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

TAATATAAATGGTATGTTTTGGGGCTAATAACCGAGTTTTTGAAGCGATTGTTTGCGTGGATAAAGGAATAAGTTTTTTTATCACAAACCTGTACTTTCTTTGACGCTATTTAAGGCATAATAAGACTACCCACATACAACATTTTTGAAATATTTTATGTTGTCAATTATCATGATTTATAGTATTTTTACGATAGATTCACTTCAAGAATCAATGGAATTTTTTGTATTTTTTTTCAAAACATATTTTATGTTGTCAATTATCATGATTTATAGTATTTTTAC

>rnd-1_family-877#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 2361 out of 4218 contigs )

ACAGGTGTTCGGAAGCAAGAGATACACGAAAAGAGCTGATATACACGCCGATATACACTGATATACATCNGGTGTATACAAAAAACGGGATTNGGNTTAAANCCCAAAAATTTCAGCGAAATTGGCCCAAAAGGGGGCCCAAATTCAATTTCTCCCTTACTCTTNAATTATTTAATTGTGATTATTTATTGTTTGTTNTTTAACTCTAACTTTANAATTGTTAATTAACTTAATTAAATTCCCCAAAAGATGAGCTATTT

>rnd-1_family-866#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 2361 out of 4218 contigs )

GACCCATTTGTATACCGAAATATACAAATAGACCGAAATATACAAATGCGGGACCCATTTGTATAT

>rnd-1_family-878#Unknown ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 2361 out of 4218 contigs )

ATTGCACTGTCCTTCGGGATACTTGCAAAGTAAAGCAAGCACGGCTTCAGGTGATCNGGCAAGTGGTCGTAACTTAATTCTATAACCTTCATCACTTCCACTTCGTTCTTCAAAATAAAGGAATNCAAATTATTTNCAACCTCAAGCCACANACTCTTTTTCTTTTCCCTCCCAGCGATGACTCCAGCAATCAAAACAACCGCCAAGGGAAGCCCTTTACATTTTTCGGCTATTTCTTTTCCAACGTCCGATAGTTCAGNAGGGCGACTCTCGTTTCCAAACGCCCTTTTCTCGAATAACTCCCAACTTTCTTCTGATCTTAGAAATCGAAGGTTAAGAGGATCAGTGTGGCGCTTNNCATGCAAAGCCACTTCCTTTTCTCGAGTCGTCAAAATAATTCTACTTCCTTTCTCAACTTTNGGAAAAGGTCTTGTTAACTCATCCCACGTCGTAGTATCCCACACGTCATCTAAGACAATAAGGTACCTCTTTCCGTACAGTTGTTTCCGTAGCTTATCAGCAACGTCAATATCCTCACTCGATTTTGAATCCGAGCCANTAACTTGATTAAGAATCTCACGCAACAACTTCTTCTCGTCATATTCTTGGTCGACNGTGCACCATGCACGAACGTCGAAATGACTAGAAACTGATTTATCGTTGTATACTTTGTNNGCCAAAGTAGTTTTACCTGGNCCCGGCATNCCAGCGATCGAAATGACATCTAGNTCCGCCGGTCCACCGGTGAGCTTTCTAATTATCCAGTTCGTCTCCTCCTCAAAACCTACAATTACCTCACCAGTTGTCGATGACTTGCTCTCAACTGGCTTCTTGGGAGAGTTCGCAACAATGAGACCCCCGTTCTTGGGAATCTTCTCATGTAAATCGGAGACCTCTTCTTCGATAAGCTTGATCTTCTCTATGGTAATGGGAAGTGAGAAAATAAGATGCGAGAGACCATTATCTCGAACAANAATTGAATCAATGACATCTTTTGCCTCATATGCCACATCTAAAACACGCGCCCAGAGAT

>rnd-1_family-879#LTR/Gypsy ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 2361 out of 4218 contigs )

TGTAACACCCCTAAAATACTAACCAAGAGTCGCATGTCGATNCACCGTTGCTTAATTACTACAATATGTTTTACTCTCATTTTGGGAACTTGAAATNTTGTGATATTTGCAANCTTGCTTAACATAAATTGTGATCGTAATTTAAGGTATTGTATTGGGGTATTTACGTAATNTTCTAATTAGAATTACGTATAACTTGAAAGGGAGGTGAGGGTAATATACATATAGGTGTATATGTATGCATTTTGGGCAGCACACAACTTTTATTTGGGCAGCCACCTTTTAGGGACAGCTGTGCATGTGATAAGCATCACTCTTGTGACTATATTTTCACACCTCCTCTAGTGAAATTCGTTTCCCCTGAAGTCTAAGAACCTTAGAACATTATCTAACCAGTTGTTCTTCAAAATCACAAGAGAAAANCTTGGTCCTTTTGGCTGGAATTCGAGACACACCCTTCCCTTT

>rnd-1_family-880#DNA/En-Spm ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 2361 out of 4218 contigs )

TTCTTACTCCGTATAATCTTCCTCCTTGGATGTGCATGACCAGTCCCTACATNTTTCTAAGTTGCGTTATTCCNGGTCCACGNNCNCCAGGAAATGANATTGATGTCTACCTNCAACCNTTAATAGANGAGTTGAAAGAATTGTGGGNTGAAGGNGTTGAGACNTATGATGCGTCAACNAAGCAGAATTTCAANATGCGTGCNGCTTTNATGTGGACNATTAATGATTTTCCNGCATATGGNATGTTGTCTGGTTGGAGNACAGCNGGAAAGTTNGCATGTCCGTGTTGCATGGAAAATAGTAAGACATTCACTTTAAAACATGGCAGAAAAAATGCGTTGTTTGATTGTCATCGNCGNTTCTTGCCNACGGATCACGAGTTTAGAAAGATGAAAAATGCATTTAGGAAAAATAAGGTTGAAAGTGACCCCCACCTCCATTACTCACAGGGCATCAAATTTGGGAGAGAGTTTCTCGATTACCTAAAGTTACAGAAGATTCGCCTTCTAGACTTCCTGGATATGGTGTCGAACATAATTGGAACAAAACAAAGCATATTTTTGGAGTTGCCGTATTGGAAGGACAATCTGCTNCGACATAATCTTGATGTGATGCACATTGAAAAAAATTATTTTGATAATNTGTTNAACACAGTNATGGATGTTAAGGGNAAGACAAAAGACAATCCAAAAGCTAGANTGGACNTAAAGGAATATTGTAGGAGAAAAGAGTTACGGCCGCAGGAATTANAGAATGGTAAAATAGTTAAGCCCAAAGCCAGCTTTTCATTCACATTGGATGAGAAACGCGAAATTTGCGAGTGGGTTAAAAATTTGAGGATGCCGGAGGGCTATGCTTCGAATTTAGGAAAGCGTGCGGATATGAATGAAGGAAAATTGATAGGTATGAAAAGTCATGATTGTCATGTGTTCATGGAAACTTTAATTCCTATCGCTTTTAGCCATCTACCCGAAAGGATATGGAAACCAATNACAGAGATAAGTCTTTTCTTTAAAGATTTGTGTTCTGGAAA

>rnd-1_family-881#LTR/Caulimovirus ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 2361 out of 4218 contigs )

GTTTCGGATCAATATTCAAAGTGTTGGCAAGAGTATTTTCTTCAGCAGTAGATTCATCAACCTTATTTTTACCTTTGTTATTAGCAGNCTCAATCTGAGTAAGACGGTGATCACAAATCATTTGATTTTGTTTAAGAGATTTAATCTCNTTTTTCAAATNTTCAATTTCNCCTTTTAAATCATCAAAAGAAGTATCNCGAATAACCATGGTTTGTTTAGAAGAGAGTCTATTATTAACTTCAGACAAAGAGTAAGGAGCAGAATAATTAAANTCATCTTTNACCTTTTTATCATTAGGAATATTAGATGAAGAGCTAGCATTATTACTAGCAGCCAATTGAATAATTTTTTCACGAAGATTATTATCGGTAACTTCTTTTAGAAGTTCTATCACATTATCAGAAGTGATAGTGTTNATATTCAAATCTTCGAACTGAGATTGTAATTTATAAAATTCATCATNTTCGCAGGAACAAATATCACCATGACATTTGCAAGCATCATTCGAATCNTGTTGATCATTATCAGATGANTCAGGCGAATCANCCTCTTCTTCATAACTTGAATCAGAATCATCATAATCGGACTCGGAACCAGAAGTGTATAAGAAACTATAAACCTTNTCATGAATNTCTTCATCAAGTTCTAAAGTCTTNAGCTTTTCAAGCTTACAATTNGGTGCTATATGCCCGAANTTTCCACATTTATAGCACTTAATCTTGGCGAGATCT

>rnd-1_family-882#Unknown ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 2361 out of 4218 contigs )

TATTCCGCAAATTCATGGAATATTCATATAGAGGTCAAATCTAAATCATCCTAGTTCGAGAAATACGCCACTA

>rnd-1_family-883#DNA/hAT-Tag1 ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 2361 out of 4218 contigs )

TTTGCGCTTAAAGCCCCAACGGACCTTAGAGCTTTTTTGCGCTTTTCGCTTTTGATAACACTG

>rnd-1_family-884#Unknown ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 2361 out of 4218 contigs )

TAATATGTTGCTAAGATTGTGGGATTATAATAATTTTTAANANTAAATATATAATGTATTTATTATTTAAATCATGGTTAGAGATTTACTTTAATTAATTAAATCTTAGCCATTAATTTTAACCTATGNCATGTGTCNTTAATCCAAGTAAGAACTTGGGGAAAATGGAGAGAAG

>rnd-1_family-891#LTR/Gypsy ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 2361 out of 4218 contigs )

TACAAAAAGCCTTCTTCCAAAATTCTCTAAGTCTTTCTTTTCATTCTCTTAGCGATCTTAGTTTTAAAAGGCTTACTTGAGCTTACAAGATCGTGAAAGATTCGTGAGTAAGTTGTCAAGTGCCGCACGGAGCTTTAGTAAGACTCTAAGTCCGTGACA

>rnd-1_family-885#Unknown ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 2361 out of 4218 contigs )

TCGGTTATTGATTTATCGGTTATCGATCGTTATCGGTTTAACCGTTAAGATTTGACACAAAAATAAATCATTGAAAATCACTTAGAAACAAGGTGACAAACCAAATGAACCATGCACATGAGTTGACAAATTGCATCTTGCTCAAAAGCAAACACTNTCACATTGTAGAATAACCGAGAGTTTGAGACAGCCAGAAATAAAAGTATGAAACTAAACTCTAAGTCAAGGACTTTATATACCAAATGGTATAAATATAATTATTTAATTTACTATCGGGTTATCGGTTAA

>rnd-1_family-886#Unknown ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 2361 out of 4218 contigs )

GAGTTGCTCGGATGGTAAGCACCCCTCACTTCCAACCCGAAGGTTGCGAGTTCGAGTCACCAAGGGAGCAAAAGG

>rnd-1_family-887#Unknown ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 2361 out of 4218 contigs )

TACATTTTTAATACATATTGCAAACGTCACTCATTTTCTTAGTGATACAAATCAAAATAATTTATAAGACACATATAATACATGTTTTATTCATGAATAATACAAGTTTAATTCAGTCTATAGATCATTGTCTTGTCTTTCGTTAGTTACGTTTTTCATTCATGCTTAATTCTCTCTTCTAATTCAACTTTAATATTTGTGTAATACACTTTTAATGCAAGTTTAATTCATTTT

>rnd-1_family-889#DNA/En-Spm ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

GTTTGATTGATGTCTACCTNCAACCNTTAATAGANGAGTTGAAAGAATTGTGGGNTGNNGGNGTTGAAACNTATGATGCATCAACTAAGCAGAATTTCGNTATGCGTGCNGCTTTNATGTGGACNATTAATGATTTTCCNGCATATGNNACGTTGTCTGGNTGGAGNACAGCNGGAAAGCTNGCATGTCCGTGTTGCATGGAAATAGTAAGACATTCACTTTAAAGCATGGCAGAAAAAATACGTTGTTTGATTGTCATCGNCGNTTCTTGCCNACGGATCACGAGTTTAGAAAGATGAAAAATGCATTTAGGAAAAATAAGGTTGAAAGTGACCCCCCACCTCCATTACTCACAGGGCATCAAATTTGGGAGAGAGTTTCTCGATTACCTAAAGTTACAGAAGATTCGCCTTCTAGACTTCCTGGATATGGTGTCGAACATAATTGGANCAAACAAAGCATATTTTTGGAGTTGCCGTATTGGAAGGACAATCTGCTNCGACATAATCTTGATGTGATGCACATTGAAAAAAATTACTTTGATAATNTNTTTAACACAGTNATGGATGTTAANGGNAAGACAAAAGACAATCCAAAAGCTAGAATGGACNTAAAGGAATATTGTAGGAGAAAAGAGTTATGGCTGCAGGAATTACAGAATGGTAAAATAGTTAAGCCCAAAGCCAGCTTTTCATTCACATTGGATGAGAAACGTGAAATTNGTGAGTGGGTTAAAAATTTGAGGATG

>rnd-1_family-890#Unknown ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

TTAAAATCGACGTGCCGCAAACGTGAATCGTTTCGAGCGAATAATATATCAAAAGACTCGAAACATCGAGAGGAGCTCATATCTAAAATTT

>rnd-1_family-893#Unknown ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

AGAATTTAAAGCTAACTTCGAAAAATCACCTAGAAAGATTCTGAAGGTNTTTAACCTTGANTTTTGGATATGTCGTAGACCTTCGAGTCTAGTTTCTANAGAATCAAGCGGCTCGTCATTTCGACGCTCCTACACCGAGATACGAGAGTTTTGGCGAGGCCGCGCAAAGCTGNAANNTTNAGCGTGACAGAATTTGAAGCTAACTTCGAAAAATCATCTAGTAATATTCGGAAGGTNTTTGATCTTGATTTTTGGATATGTCGTAGNTCTATGAGTCTAGTTTCTGNAAAATCAAACCGCTCGCGATTTCGATNTTCCTACANCGAGATATGAATTTTCTACTACAGACGCGCGAAGCTG

>rnd-1_family-894#LTR/Gypsy ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

ACCAAGTTCCTCAAGGNAATCAAGTTCCGGTNGATCCCCCGGCCATGACNAATGAGGAGGTTAGGTCGGCTTTTCTAATGATGG

>rnd-1_family-896#LTR/Copia ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

TTGTCATTGGTTGTCAAGAAACANGTCTTGCNTGTAATAATTTTGACCATGACAATAATAATATAATTTTCTCCTTGAAGGAGATGNTCACCATACGAACGGTGTTATGAAATATGTGGTAGTACACAAAATTAATTGNGAGCTCCGGAAGAGCTAATTTGTTACTATCCGGAGGAATGAAATTGTTCATAATATTGGGGTTGTAGTAAGTCTCGAAAGAAACTTTTTAAGTTTCGGAGGAATTGAAAAGAAAAAAAATTATATTGAGACTATAAATTATGGAAAGATTNAATATCTTCANATTACTACAATCAAAGCGGGTTATAAATATTTACGTAAAAGATTACCCGTNTTTTCTCTTGTTTGTTGTATACAAATATGGGCATGATGATGGAATCACATGCAAAAGTAAACTAGAAGTTTACTA

>rnd-1_family-897#LTR/Caulimovirus ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

AAAATNAAAATTGATCCTCGGTTAAACATTGTTCAAGCNAATGATAAATCTTCTGATATTTCTGATAAGGATATTCCTTCTGCATCCGAGATGGATTTTAATCTTAATGATACTTAATGATGAGTGNACACCAAATTGATTTTAGTCCAGGTTCACTGGCAAGAAAATATATTCAAAACGAATTTTCGAGTGAAAAATGGAACCGGTTTAAAACNTGGTTTTTCGACACTTATAGTGAAGAAGATTTAAATAATATTTCTCAAGAATTTTATGAAACTTGTGCNTTACATAATCATATTATGTTCTTTGTGCCTTGGTTTATAACCACTTATTTACCTTTATTCATCAACGTTCTTGAACGATCTTACAAAGATGAATCNGGTAATATTATTAAAGCCGTTTATCCTCCTCAGGCNCCGTTTATTTTACCAAATAATACTGGTATTACTTTTACTGCTTTTCAAAAATTTATTGANAATGATGTCGCCGCAGTNAGCATCAACGAAATTAATAATCTTATTTCTCAAAATAATTATTTGGGTCTTTATGTTAAAGTTTTNGGTGAACATATTNGTTCTCTTGATAAAAAATTAGATGANTTAACTACTTTGATTATTCAAATTGATGATAAGTTGAAA

>rnd-1_family-898#DNA ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

GGCCAAACACATACGCAGCCCCTTAAACTTGTCCCTAANTTTCATTTTGACACTCCAACTNAACCTTGTTCCATTTTAACCCTTCAACTCCAATTTTTATGTTCCATTTTGACACTTCTTTCCAAAGAATCAACAAAGTGGGATGTGTGTACTNCACATGCCATGAT

>rnd-1_family-876#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 2361 out of 4218 contigs )

AAAATTTCACCAAGTCTGGGACTCTCCTACGAGACCTATCTACGACTCGTA

>rnd-1_family-888#LTR/Gypsy ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 2361 out of 4218 contigs )

GATCTTACCGAGAGGCATCTGAAACAGGCCTTCTATAGGTCTCTGAATTATGTTACTAAACCTGTTGTTGATGCAGTTTGTGGAGGNTCATTCATGAGGAAGCCATTTTCGGAGAGCATGCAGCTATTGGATGAAGTNTCAAAGAACAACAGAGCATGGTACACTAGAGATGCAGAGGTAGGAGAGCTTGGGTACACATTTGAGCTTTCAGCTGAACAAAGGAAGAGAGAAGAAGAAAGGGACCAAGACATGGCACATATGAGGACCCAGATAGATCTGCTCACGAAGCATATCGTCGCCAAGTCTGAAAAGGTAAATGTTGTGGGACANCAAAACAGGTATGAGGATCAGGACGTCGACCTAGATGAGGAAGCTAACTACTTGGGGAACCAAGGGGGTTTCCGGAATTATAACTCGGGAAACCAAGGTTANAACTCTGGAAACTACAACGNGAGGTCGGAACTACGCCCGGGATGGNNANTACGATCGCGACAGCAACTAGAGANCAGGGAAACTGGCAGAACAGATATGGCAACAGGAATGATCGNGTTGGNCCTTATGTTCCCCCTGGNAATAGAGACCGGGCAAGCGGTAGTTCCAACGGATCTAAGCTGGAAGATATGATGCAGAAGATGATGAAGAGGTTTGATGCAACTGATGAGAATGTGAAAGAGATGAGAAATGACTTGTCTGGCATCGGTCAAAAGGTTGACGCCCACGCAGCGTCNATCAAGCAACTTGAGCAGCAGNTGGGNCAACTNTCAGCCTCACTAAATCAGAGGAAGAATGGGTCACTAC

>rnd-1_family-899#Unknown ( RepeatScout Family Size = 39 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 2361 out of 4218 contigs )

AATAATTAAAATAATATTATTTAATTAATTAGATTTTAATTTAGTGTAGGGGTAAAATGGTAATCCAACTTTNCACTTTGGAGCTTCCCACTTNTAATAATATATGAT

>rnd-1_family-900#LTR/Gypsy ( RepeatScout Family Size = 39 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 2361 out of 4218 contigs )

TGNTCGAGAGGATGCTTGAAGCTGGCCATTGGAGATGGAGATTTTGAGAGCCTTAAGGAAGATCACATTTGCATATAGGCATCTATATTTTGTATAAACCTTGGGACTTGTACATGATCTATGTGTTGTATATTTACATGAGATTTTGAGGGCTGATTTGATCATGTCACCATGGGTTGTAATATAAGTATGGCTATACGTTTTGNTCTTTTTGGGGTGTGTAAACCCAAGTCTTGTAATATACTAAATTTACTATTTGTTTTGAATGTTGTGTGAAGCATGAGCCGGCTGATTTCGGTACTCGGAAGCTTGGTAATATTCTTGTTATTTCACCCTCGAGTGTGAGGATAATATATGCATGAAAATCTCGTCGGTTATTTGCTTAAATTATTTTTCTTTGGAGTTCGTTATGAATCTAATCCCTCTACTAGATTANAATCAGTATGCCCTCGTTAATCGCTTTTAAATGTCGCAAGTATTTAATTAGATTTCTTGTTTAAGTGGTGGTATCNTTTCGAAAGGGTCGCTAC

>rnd-1_family-901#Unknown ( RepeatScout Family Size = 39 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 2361 out of 4218 contigs )

TGGTGATGATATCTTGAGAAGAAGAGAGTAGATTAACTATTGTTGAAATGAAATTGTAAGGTGAAATTCTTGAATCANAAAGGAGGAGACATAATTGAGTGATAAACATGGGAGGGGAGAATTAAGAGATAGTGGTTGATTTGGAGTGAAAGAGTTATTTAAGCAGATAATTAATCAATCCTAGTTTTAAGGGATGTGGGTATCTAATATCTAATTGTATCTTTAAATAATTATTAATATATGGTATAAAATATTAAAAGTGGTAATATATGTAATTGTTTGAAAGTAGAGGTAANATTAGTATATATGGTAGTGATGTATGTCTAATNAGGTAGTTTATCC

>rnd-1_family-902#Unknown ( RepeatScout Family Size = 39 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 2361 out of 4218 contigs )

CCCTCGGCAAAAAAATTACACTGTATATATAAGGTNAATTTTTTTATTTACGTGTATATATATANATTGAACCCCCTNAACATACGNCAAAGGAGTAGCTCAGCGGTTTATGGGGTTCAGGANTTCGCCCNANTGCGCGCGGGGTCGCGGGTTCGAATCCGGGCAACGGCATTTTTTTT

>rnd-1_family-903#Unknown ( RepeatScout Family Size = 39 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 2361 out of 4218 contigs )

AAAATATTATCATAAATATCGACAAGACAATATTACATGGTGTTAGTGTTACTACTTGTTAATCAAATCCACAAATAAAATTATCTTTATAATATTTATTAAGTTTGATTTCAAGTAAAAGCATAAATAGCTAAATAGAAATATTAACCTAATTGTTTTCCAATGATCATAATAAAACACAAAAACTATGACAATATTCCAACCATAAAAAGTAAAAAATAAACTCCTTAAAAAAATCATGAAACTTATGGCGTATCTAACACNTCATGAAACCTATGGCGTATCCAACACTTCATGATCATCTTCATCAAGCATATCTGAATCAGCTTGTGGNAAGGTTGTCTTAACATCTTCATTTTCATCTGCAATTTATATGCGGTTTCAATTAGTTAAATATTAAA

>rnd-1_family-904#Unknown ( RepeatScout Family Size = 39 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 2361 out of 4218 contigs )

GTTGGGTCAAATTTGGGCGGGTCGAAAATGGGTCAACATAAAATGGGTAATAATTCAACCCGCCCATATTTGATATGGGTAAAAATGGATTGGGTAACAAATGGGTTGGGTAAAATACTAGTTTACCCATATTT

>rnd-1_family-905#Unknown ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

AAATATTTTNAGTTGTTAATTTATTGTGANTTATAGNANTTTTNACGTCATTTTCAAATAGTATATGTTACTTNTTCTGTTCCAATTAGTCAACCAAATTTTTTATATGATTTTAAAATATTTTAAGTTGTTAATTATTGTGATTTATAGTACTTTTTACGTAATTTTCAAATAATATATGTTACTTCTTTTGTCCCGATTTATGTGGCACCGATAGAATTTCGAGAGTCAACCAATAAAAATTTATTTTTTTTAAAAAGTTGT

>rnd-1_family-907#DNA/hAT-Tip100 ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

CAGGGCCGTCTTAACCCCTAGGCCACTAAAGCCATCGCTTGGGGCCCCATATTTTTTGGGGCCCCCATTTTTAAAAAAAAATTACTTATATATGTTATTTTTTAAAAAAAAATTATATGTACTATGAGTGTTATGATTTCTACTAAGGAAATTGCATATGAGATGAANATAAACCTGAATTTCGTAAGAAACAATTTGATGAAAATATTGATAACGAAATCACAAAGTCCCTTGAAGAATCTTTTAGAGTTGATTACTTTATAT

>rnd-1_family-908#LTR/Gypsy ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

TAATGGAACAACGAAAATATTTAATATTAATAGATACAGGACGAGAAGAAAACTATATTACAAGAGAATTAGTAACGGAAGATGAAATAATAACTACTGAACAATCATGCCCCGAACTACCAAAAGCATTAATGTATACCGAAGAAACTACAGAAAAGGAAATAATCATTGGAGGAGTACCAATAGTAATAAAATTTAAAATATATCAAGGAGATGAAAATATCACTTTAGGAATAAAATGGCTAGAACAAGTAAAACCATATAATCTAGAAGACAAACAGTTAACAATAAATTATGAAAATAAAAGAGTAATAATAAAAAGAACTTTAGTATGATAAAAATATGAAAATATATATACTTGCAAAGATAATAATAGAGGGATATTACAACAGATATTATACACCGATGATAGATACGGGAGCAGAAGCTAATATATGTAAATACAATTGTTTACCGGAAGATAAATGGGAAAAATTAAAAACACCGATAGTAGTAACAGGATTTAATAATGAAGGAAGCATGATCACATATAAGGCAAAAAATATAAAAATACAAATATGGGATAAGATATTAACTATAGAGGAAATATATAACTTTGAATTNACTACAAAAGATATGCTATTAGGAATGCCATTTTTAGAAAAATTATACCCACATATAATAACAAAAACACACTGGTGGTTCACAACACCGTGTAAACAAAAAATAGGAGCAAAAAGAGTAAATAACAAAAAACGAAAAACAACGGAATGGATAAAAGGAAGTGAAAAAATTACACAAAAATTAGAAAATATAAAAGAAGAAGACCCTAAGATAGAATTAATTATATTCTCTATAGATAAAGTAAAAATAATCCAAGATAAGTTAGAATTATTATATAGTGAAGATCCTTTACAAGGATGGGAAAAACATAAAACAAAAATAAAAATCGAGCTAATTGATAATAATAGTATAATAACCCAAAAACCATTAAAGTATAATTTTAATGATTTAACAGAATTTAAGATACATATAAATGAATTACTAGAAAAAGGATACATACAAGAAAGCAATAGTAAGCATACAAGCCCGGCATTTATAGTAAATAAACATAGTGAACAAAAAAGAGGAAAAAGCAGAATGGTTATTGATTATAGAAATTTAAATGCAAAAACTAAAACATATAATTACCCGATACCAAATAAAATATTAAAGATAAGACAAATACAAGGATATAATTACTTTAGTAAATTTGATTGCAAATCAGGATTTTACCACTTAAAATTAGAAGAAGAATCTAAAAAACTAACAGCATTCACNGTACCACAAGGATTTTATGAATGGAATGTATTACCATTTGGA

>rnd-1_family-909#LTR/Gypsy ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

CCGCAAGAGGGCAAAGGGGATNACGATNAATGAGGATGCAGCTGCATCCAGGGNCAAGGCCACCAAACTTCCCACAACTGGTGG

>rnd-1_family-895#LTR/Copia ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

GATTTTGGNGTNCTCACAGACACTATTCCTCTCATTTGTGACAACACCAGTGCAATNAACATGGCNAAGAATCCTGTNCANCACGAGAGAACNAAGCACATNGATGTGAGGCATCACTTTCTNAGAGACAATGTTGAAAAGNAAAATGTGGTGATGAAATTCTGCAAGACTGAAGATCAANTGGCTGATATCTTTACAAAGCCCTTGAGCAAAGAACGTTTCGTCAAGAACAGGTTGAGGTTGGGGATGCACAAGATCACCTGATTCCACGACAAGTTTGCACAAAAATCTTCTATTTTGACTATGTTAAGGAGGGCAGGTATCTATACTTGTTTTAATGTTTGTCGTTTAAGAATTCACTTCTGGTACCTTANTGCAGGTATACACTCATGGCGTGTTTAGCTGAAGGGAAGATCTAATCATACAGGCAGGGTTGCAAACTGAAAAGGGGACCTGGTCCTCNCGAGGTTAGTATCACTTACGCTACACTGTCTGTCTGTCAACGTCACTGCCACGTGTCCCTCGCCCATTCATCGCGTCAGTTTCAGACGTCTTTTCGCTTTAAAACCAAGGGTCGCTACTGTT

>rnd-1_family-910#LTR/Gypsy ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

TATGTATAGTATATTAAAGGACGGTTTTGCGNAATCGCAGCCGGACTTTTTTATACTCAACCCTTTTTCGGAAGGATCGACGATTTATTGGTTCGTCGTGCGTCCAACGGTTGTCGTGANTTCCAGCCTAAGTTGTCCGCTCGGGTNACCGGTCTTTCNAAAGCCACTCTTAGTCAACTAGCGTAGAGCGAAACCAAATCCCGAATTTAGCGCATTTTGAACTAAGACGACCCAACACCCAAGGCGTGTTGGGCCCATTAGAAGACCACCTCGTGTCCAANTGGCCCATCGGCCAATAAAAGGACGATCATACTTATGTGTTTAAATTTGAAGGATGTATACGTCATTT

>rnd-1_family-911#LTR/Gypsy ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

AGAGAATGTTGCAAATTTTATCCGAGTGAATATCATCTATCGCTTTGGCATCCCTCGCTACATAATAACAGACAATGGCAAGCCATTCGACAATAAGTTAATGAACAAAATTTGCGATCTCTTTGGCTTCAAGCAACGTAAATCTTCTATGTATCATGCTGCCGCCAATGGTCTCGCTGAAGCATTCAATAAGACTCTATGCAACCTNCTGAAGAAAGTTGTCTCCAAGTCCAAACGGGATTGGCATGAAAGAATGGAAGAAGCTTTGTGGGCATATAGGACGACNTACCGCACGCCAACTCGAGCAACTCCATATTCGCTNGTNTTTGGAACTGAAGCAGTCCTGCCACTTGAGCGTCAAATACCTTCATTGAGACTCGCTATCCAAGAAGGGCTCACTGAAGAAGAAAACGCTCGACTGCGTCTTGCTGAGTTAGAAGCACTTGATGAAAAGAGGCTAGAAGCCCAACAAAACCTTGAATGTTATCAAGCTCGTCTATCTCGTGCTTTCAATAAGAAGGTTCGCTTGAGGTGCTTCCAAGTTGGAGACCAAGTCCTCGCGGTAAGAAGACCCATCATTACTTCGCACAAGTCTGGGGGCAAATTTACCTCAAAGTGGGATGGACCGTATGTCGTACAAGAAGCATATTCACGTGGCGCTTACAAGCTTGTTGACGCAGACGGCGTAAGGATCGGTCCTATCAACGCAAAATTCCTGAAGAGGTACTACCCTTCAAGTTAAAACGCTCCTTAAGGTACGAGCCTAAACTGCATGTCACTCCTGGCCCGCAAGAGTATAAACTGTGTACGGCACAACAAAAAAAA

>rnd-1_family-912#Unknown ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

CCCCATATCCNAGTTCAAACCCCACTTTCACATTTGGCATGGAATTTTCTTAGCAAAACAATGTTATAAATAGGAATGTATGTTGTGACAACATTACACAAACAAGTAGAAGTGCAAGAGTACTAGCTAGTTGGAGATGATGAACGCAAATGGTTTCTAAGTCTATCAAGGTGTTCCCTAGAGTTCCCTTGACCGCTTCATTAGGGTTTACTTCGTTGTTTGATGCCCTGCTGAAGTGTTTGGGGGAACTCCCGGGTTCACTTTGAAATTTACACAAACGAGTAGAAGTGCAAGAGTACTGGTTGTAGATGATGAACGCAATGATTCACGTCTACATCTATCAAGGTGTTCCCGAGAGTTCCCTTGACCGCTTCATGAGGGNTTAATTACTTCGTTGTTTGATGCCCTGCTGAAGTGTTTGGGGGAACTCCCGGGTTCACTTTGAAATTTACACAAACAAGTAGAAGTGCAAGAGTACTAG

>rnd-1_family-913#Unknown ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

TTCCACCTTTTGCTGGGTGCGAACCACGAGCGGGGCGACGGGTCGTGGTCCTCTTCACGGCCCGTGAACCCCTCCGTGGTTCGCCCTTTTCTCTTGTTCAGTCTTAGTTCTGATTTTTGAGGTGTTACAAT

>rnd-1_family-914#LTR/Caulimovirus ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 2361 out of 4218 contigs )

CATAATCATATTATGTTCTTTGTGCCTTGGTTTATAACCACTTATTTGCCTTTATTCATCAACGTTCTTGAACGATCTTACAAAGATGAATCNGGTAATATTATTAAANCCGTTTATCCTCCTCAGGCNCCGTTTATTTTACCAAATAATACTGGTATTACTTTTACTGCTTTTCAAAAATTTATTGANAATGATGTCGCCGCGGTNAGCATCAACGAAATTAATAATCTTATTTCTCAAAATAATTATTTGGGTCTTTATGTTAAAGTTTTNGGTGAACATATTNGTTCTCTTGATAAAAAATTAGATGANTTAACTACTTTGATTATTCAAATTGANAATGATTTGAAATCCGCGAAACAAGTTTCTGAACAGGCTTCTACGTCNAAACAGCCTGATGTTCNTATTCAGAGGCCTCCTGAGATTCAGGATTTTATTCTTAGACCTCTNCATGATCTTGAAAANCTTCTTGATAAAAAGTTTTCAGAATTTGG

>rnd-1_family-916#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 2361 out of 4218 contigs )

CCAGGCCCAGGCGTCAGACCACGGGGCCCTTCACGGGCCGTGGTCTTGACGACGGGCCGTGG

>rnd-1_family-906#LTR/Copia ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 2361 out of 4218 contigs )

TTTGANTTGATNCATNTNGATGTTTGGGGTCCNTATAAAACNCCTACTTATGATGGNAANAAATATTTTCTTACTATTGTTGATGATTNTTCCAGAATGACTTGGNTNTTTCTGCTNAAATCNAAGTCTGATGTATGTGTGTCCTTNAAAATNTTTCTGCAATATGTTAAAACTCAGTTT

>rnd-1_family-917#LTR/Copia ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 2361 out of 4218 contigs )

ATGCTTGTTGTTGGTCATAATACTTGCAGGATTAAAAAGTTGAAGCAAGAGTTGAATAAGTCTTTTGATATGAAAGACTTGGGAGCAGCGAGGCAGATCCTTGGNATGNAGATTGTCCGTGATAGAGATNACAAGAAATTGTGGTTGTCTCAAGAGAAGTACATCGAGAAAGTNCTTGAGAGATTCAACATGGACAAAGCTAAGNTCGTNAGTACNCCTTTAGCTANGCANTTCAAATTGAGTACTAAGCATCGTCCGTCCAATGACGGTGAGAAGGAAGANATGAAGAAAGTTCCTTACGCTTCTGTTGTTGGNAGTTTGATGTATGCAATGGCGTGTACAAGACCGGATATTGCTCATGCTGTCGGTGTNGTTAGCCGNTNTCTGTCTAATCCGGGAAGAGAGCATTGGAANGCTGTAAAGTGGATTATGAGATACCTNAGAGGNACTNCTAGTNCGAGCTTGTGTTTTGGTACAGGGAAGCCTATTCTTTGTGGTTATACNGATTCAGATATGCCGGTGACGTTGATANTCGNAAGTCCACTTCNGGNTACTTGTTTACTTTTGCAGGGGGAGCCGTNTCNTGGCGATCNAGGTTGCAANAATGTGTCGCTTTATCTACTACGGAGGCTGAGTTTATTGCAGCTGCTGAAGCTTGCGAAGAGGCGATCTGGTTGAAGAGATTTTTGGNGGAACTTGGTTGTGCTCAAGAGAGGTATGTGCTTTATTGCGACAGTCAAAGTGCTATTCANCTTGGCAAGAATCCNACGTTTCACGGNCGGACTAAGCACATTGATGTGAGGTATCATTGGATTCGAGATGTGTTGGATTCTAAGTTGCTTGAACTTGAAAAGATCCATACCGATGATAACGGTTCCGACATGATGACTAAAGCTTTGCCAAGAGGGAAGTTTGAAGAATGTTGCATGATCGCCGGGATGGCGGTTTCCTCCACATAGTCGGTAGGGGGAGAATTGTTGG

>rnd-1_family-919#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 2361 out of 4218 contigs )

AAAAAATATTAGGGCCCCTCTCTTAAGTTTCGCTTTAGGCCCCCAATCTTGTTGAGTCGGCCCTG

>rnd-1_family-920#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 2361 out of 4218 contigs )

TTTTATAGAATAAGTAATGAATGGAGAGAGTAATTAATCAATGTATGAAGTAATTTACAATGAACATTAATTACTTGTTAGNTTTCCTAGGTTGGTCAAATATATATTTTCAAGATTAATTAACTATTCTATCAAGGGTATAATAGGAAAAATATGGTAATTTATGCATNAATTTTATAAAATGACAAGTATTGTGGNCCAACTATTTATAGAAA

>rnd-1_family-921#DNA ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 2361 out of 4218 contigs )

GGCCAAACACATACGCAGNCCCTTAAACTTGCCCCTAAATTTCATTTTGGCACTCCAACTCAACCTTGTTCCATTTTAACCCTTCAACTCCAATTTTTATGTTCCATTTTGGCACTTCTAAGTGACGTGGCAGAGTGTG

>rnd-1_family-922#LTR/Gypsy ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 2361 out of 4218 contigs )

CTTATGGAAGACTCTAGAATACCTTAGATATTTCGAGAAAGCCTTGGAATTCCCTAGANTGTGTAGAGAATTCTAGAGAGGGACCAAAGTGTAAATATTTAGGGACTTGTAAAGTAATTTTTATTTACACTTTAGCCCCTAGGNNGTAGTATAAATAGAGGTGCCATTCATTTGCAAGGCATC

>rnd-1_family-923#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 2361 out of 4218 contigs )

GAGTCCGGAGCCTAAAGGGCAAAAAAAATTGTCAAAAATTCCAAAAGGGCACATCAATTTTTATTTTAACCAAAAGGGCAAAATCGCTNCTGACGGAGCGATTTT

>rnd-1_family-924#LTR/Copia ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 2361 out of 4218 contigs )

ATAGTTTGTTAGTCACCAAAGTGGCCAAACTAGAGAAATTAACGTCTACACATATAATATTTATGATCACTTGATGCATGTATTATGTTTCTATAGTTTGTTAGTCACCAAAGTGGCCAAACTAAAATGTATAAAATTATTCACATGCACAAAATTTTATGATATTATGTATGCATTTGTATTCATATAGTTTGTTAGTCACCAAAGTGGCCAAACTAGTATGGTTAAGAAAAATATGCACTCATAAAATTGTCATTTATCTATGAAGGTTAATNAAATGCCTATATTGAAAAATAAATAGATAAATTGACTTTCACTATTGCTAGAACTTAAGAATTTACCCAAAGGTGAATCNATCATTCTACGAATAGTGAAAATTATGAGGTAAATTAATATTTTTAGTCAAACATATATTGTATATCCAAAGATGTCGTATAT

>rnd-1_family-915#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 2361 out of 4218 contigs )

ACCACGGCAGGGTTCACGGACCGTGANAGGGNCCACGGTCCGTCGACCTGCCCGTG

>rnd-1_family-925#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 2361 out of 4218 contigs )

TATGCTAGAACACATAAACTTGCTGAAATTTAATTCGAGAATTACCTCTTGAAGCGTGAGCAGATACCTTCAAGCGAATCCACAAGTTAGACAGACCTTCAAGCGAATCCACAAGATAGACAACAGCTNTGCGGTCTTCTACAGTGATCCCAAGTTCACATCCGAACTCTCTCAATACTTGGGTGGGCAAGTATCGNATAGAAAACTTATCATCTTTTTCTAGGTTAGGAGAATCCCTATTTATAGAGATTTCTTCCCAATCCAAAAAGGAGAAGAAAACCCAGTTTTCTTTAAAAACNAGAAAACACAC

>rnd-1_family-892#LINE/L1 ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 2361 out of 4218 contigs )

AAAACNGTCAGGTTCTCCGTTCTGATNAATGGAGAACCTGCGGGTTTTTTTCCATCNGAAAGAGGNCTNAGGCAAGGNGATCCCCTGTCNCCTTTCCTNTTCATCNTAGCCATGGAAGGNCTCGACAGTATGATGAGAANGGCTGCAAAAAACGGNTGGATNAGAGGTTTCGGCATCGGGGACAGGGANAATGAAANCATGGAGGTNACTCACCTGCTNTATGCGGATGACACTGT

>rnd-1_family-926#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 2361 out of 4218 contigs )

GTATTTTTCTTGTCATCTAACCAGATGTGCTTTGCACGTGTATTCCACGTTAAACTGTTTAGATGTCATATGAACATGTGAAGAGAACAACTACATTTTATTTTTTAGAACTATTTTTTGTATATTAATTTTTATTTTATAAGTTATAACATAATAGATGACGTTCTTGTTGTTGGCTCTCATATTTGACTTCTCGATTGACTGTGTACATAAATCAAAGATAGTTATCTGACTGTCCATAGTTAACTGAGAAAGGTTTCCTTTTTTTACCGAAAAAATAAAAATTAAAATTAAAGAATATATTCTATCTGTGAAATCATATATATAATCACATGTTTATCTTACACCCAACAAAGATATAGTTCATATACTTGTAAACGATTTTCAATTTATTCAACCAAGCATGATTCGTCCAAGGAAAAATAACAACACCGTGTTATCACATATATAGGGGCGGTATAATAATATGAAAAATTATTGGTCAAAAGTTAATATAAGGAAAGATGAAAGATAGAAATAATTAAT

>rnd-1_family-927#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 2361 out of 4218 contigs )

CCCCCTTTCCTCTTCCGGAATGGGNCGAAACTTCAAGAAAAGGGTGTTTNCCCNAANTGGTGAAAGATTTT

>rnd-1_family-929#LTR/Gypsy ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

TGAGGAGGCTTCNTATGAGGGCCTTACNGAGACTGAGGAGGCCATGGTAGATGCAGCCGTGCAGGCTTCNTTGGCAGATAC

>rnd-1_family-930#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

AAATTTTCAAAACGTCAATATTTTAGCATTTAATAGGACCCCTTAGCNACACTTTCAATATTTATTAAAAATGTCAATATTTTAGTTTGTTATGTATCTGATTTATGTATTTTTTATTTGTTTAATTTGAAAGAATACAATTATTTAATAACAGAAAGGAGAAAATCATGGGAGAGAATATTTTAAAAAAGGAACATATCGCTTAAAATTCTCATCAGTTACGATTTCAAAAGTAAACGACAGGGCACCCATCCCCCTTGTTCATNAAATTTCTCANTATCGATTTTCAANNTTCCATTGATAATACTCAATCTCTGTTGAAGTGANTTCGATTAAATTGCATTTTTTT

>rnd-1_family-931#DNA/CMC-EnSpm ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

ATATGATGAAGAAGGGAAAGGATAATCTTGAATGTGAATCTCCATGAAACNAAATATGAATTTATATAGATAAAATAGAGGAATACCANAAGACATCTTAAAGCTTANAANTTAATATTTGGAGGTTATGAACATGAAAANTATGAGAGTTATGAATATTATTAAAA

>rnd-1_family-932#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

AAATTTTCATTCCAGATGCAGATTACACCAAAGGAATCCGACGGTCCATTGGTGTCCCCGAAATGGCCAGATATTTAAGAGAAGAAAAAAATATAGACGGAGATGATGAATCAAAGAAGATGATTCTTCAANCTTCAATTTCAAGTATCAAGCGTAATACTCGTNTATTAATTTGTAACCAACTTGACAAGATTCAACGATTAATAAATGAGAAAATGTGGTCGGTGCATCATATTATTGCTACTGACGTTTTCAAAGAAGATAGAAAAGAAGCTGTTGACGAAGCATGGAGGAATACCGTTTTGCAACCATGCCTAGATATTGTGAAAAGATTTCTCAAAAGTGATGATCACAATATTATTATTGAGTGTACATAAACTATCATTATCTCTATCTTGTGTTATTTTGTCTCTTGGTCACTTTAATTTTTGACCTATTTTGTACAGTTTGTATCGAACTACAGATATATATACTATTCTTGTCTGTAAAAACATTGTTATTTATAGAGCAAATATTTAAGCTTTATAAAAATATTTATTTTAAGNTCCGATCCAAGCCCAAGCCCCAAGTCCAAGTCCAAGTCTTCGATATTTAATATATATTAATATAAATAC

>rnd-1_family-933#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

AAGGCCCAAGTNAAAAGNCCAAGTAGGTGGATCACCTACTTGACAAATTATGGCCCAAAATGAGCGAGAAAGTCGGCCA

>rnd-1_family-935#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

TTGTCTCAATTTATGTGACACAAATGGAATTTGGAGAGTCAATCAANTTTTTATATGTTTTTTTAAAAATATATTTTAAGTTGTTAATTATTGTGATTTATAGTATTTTTACGTAATTTTCGAATAATATACGTTACTTCACTTTGTCCCAATTTATGTGACAATCATAGATATTTTCAGTCGTTAATTTATTGTGAATTCTAGAAATTTTNACGTTATTTTCAAATAGTACATGTTACTTATTCTATTCCAATTAGTCAACCAAATTTCTTATATGATT

>rnd-1_family-936#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

TATATATATACTAGANAGGNATGGCCCGTGCCAGCACGGGCCCAACATTAT

>rnd-1_family-928#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 2361 out of 4218 contigs )

GGACTTGATGATGACGCGGAGATCATAGTTNAGAGATTGACAGGACGACCGCGGGANCTAGACGTCGTCNCGATNGCNGGNATGGGTGGCATNGGCAAAACAACTCTNGCTAGAAAAGTTTACGATCATCNTNCAATCAGGTATCGCTTTGACGTTCGTGCNTGGGTTACTATATCTCAAGAATTTCGATGTAGAAATGTATTGTTAGAAGCTTTACATTGCATTTCAAAGCAAACAGATATTGTGAACGCAAAAGATTATGATAAGATGGATGACGATGAGCTAGCNGACCTGGTGCAAAAGAACCTGAAGGGTCGGAGGTATCTTATTGTCGTAGATGACGTNTGGAGTACTGATGCGTGGGATAGTATAACAAGAATATTTCCNAATTACGACAATGGAAGTCGAATTNTNTTGACNACTCGGGAAAAGGAGGTAGCTATGTATGCAAANTCTACACTGATCCTCAGATGAACCTTTTGAGTTCAGAAGANAGTTGGAAGTTACTTCGNGAAAAGGCGTTTGGAAAACGAGAGTCGTCCTCCTGAACTGGAGGAAATTGGAAAGGAAATAGCAGAAAAATGTCAAGGGCTACCCTTGGCGATTGTCGTGATTGCTGGACGTCTTTCTAAAGCGGCCAGGACATAGAAAGTTGGAAGGATGTTGCCCGAANCTTAAGTGAAATCATTCGCTAGTNCGGTCAGATAAATGCTTANGAGTGCTCGGTTTGAGTTACGACCACTTGCCTNATCACCTNAAGCCNTGCTTTCTTTATNTTGGAAGTTTTCCGGAGGACTTNCAGNTTGANACTCGGAGATTGATNAGATTATGGATCGCNGAAGGNTTCGTAAGGACGCGAAGCGGTAAAAGTTTGGAAGAAGTGGCGGAGGATTATTTGGAGGATCTNATTGGCAGNAGCTTGATACTGGCTAGAAAAAGGAGATTCAATGGTGAGATAAAAGCATGCGGAATNCATGATCTNCTGCGTGAGTTCTGTTTGATAGAAGCTGAAATGACAAAGCNTATGCATGTTGAGAGAACT

>rnd-1_family-937#Unknown ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

AAAAAAAATTATTGTCTTTTCTTGATATGTCAAAAGTGACAAGTAAAAATGAAAATCTA

>rnd-1_family-938#DNA/MULE-MuDR ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

ATTCACTTCAAAGATGTTAGGGGGGTATNTAAACACCCGTGTAGTTNAAGTGCTAAAGTAAGTTTTCGTGCCAAGTTCAGGGGGGTTTTTATGTATTTTCCC

>rnd-1_family-939#LTR/Copia ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

TCAGTACACCTTTAGCTATGCACTTCAAATTGAGTACTAAACATTGTCCTTCCAGTGATGGTGAGAAGGAAGANATGAAGAAAGTTCCTTATGCTTCAGTTGTTGGNAGTTTGATGTATGCAATGGCGTGTACAAGACCGGATATTGCTCATGCCGTCGGTATNGTTAGCAGGTTTCTGTCTAATCCNGGAAGAGAGCATTGGAANGCTGTAAAGTGGATTATGAGATATCTTAGAGGCACTTCTAGTNCGAGCTTGTGTTTTGGTACAGGGAAGCCTATTCTTTGTGGTTATACTGATTCTGATATGGCCGGTGACGTTGATANTCGNAAGTCCACTTCNGGNTACTTGTTTACTTTTGCAGGGGGAGCCGTNTCNTGGCGATCNAGGNTGCAANAATGTGTCGCTTTATCTACTACGGAGGCTGAGTNTATTGCAGCCGCTGAAGCTTGCGAAGAACTGATCTGGTTGAAGAGATTTTTGGNGGAACTTGGTTGTGCTCAAGAGAGGTATGTGCTTTATTGCGACAGTCAAAGTGCTATTCACCTTGGCAAGAATCCNACGTTTCATGGNCGGACNAAGCACATTGATGTNAGGTATCATTNNATTCGAGATGTGTTGGATTCTAAGTTGCTTGAACTTGAAAAGATCCATACCAATGATAATGG

>rnd-1_family-940#LTR/Gypsy ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

TTACATGTTATTAGAGTTCATGTTTTATGGTGCGTTCAAGCTTCACTATTTATTTTCTATTTCGACCTTCAAAAGGCACCAGACATTGAGCGTGATGTAACACAAGCTAGTAATGAAGGCAAAGTTGACCTCGGCCTCCTACTCCAAAAGATGAACTATTGAGGATTTTTTTTCTATCTTGACTGTAGTATTTATATTGACCTAGAAGGAAGCCAAGTTCCAATAGCAGAACACCTATAAGAATTCTTAGGAGATTGAAGAGAGTAGATGGGGAAATCAATTGCNTATGCTTCGAGGCGATTAAGGAACATGAGAAGAACTATCCNACCCGTGACTTAGAGCTNGCGGCGGTNGTGTTTGCCCTTAATATGGTAGAGTGGTTCTATAGGATATCTCGTAGTTTCCAAAGATGGTTTGTTATATAATTATACATGCTGCATGTTCTATAACTTATCTATTTGTATGTCATTTGCCCTTTGTGGATTACTTTCTCACATGTTACCTAATGTCATAGAATGCTTGCATGTAAGTGTTATCCGCTTCGGAGCACCCTTGTTTATTGCTATATGTTTTCGTAGGACCTTTTCCCTTACATGTTATTTATTGCACCGGTTACTTTCCACATGTCACTTGTCCATATTGTGTGGGTACTGCAGGCTAATTGATCAT

>rnd-1_family-934#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

GCAGCGATTTTTATTTTTTTTAACGGAGTAACGGCGTCAATTTTTTCAGAAGAAAATCGCTCCGTCAGGAGCGATTTTGCCCTTTTGGTTAAAAAAAAATTGATGTGCCCTTTTGGAATTTTTGACAATTTTTTTTGCCCTTTNGGCTCCGGACTC

>rnd-1_family-941#LTR/Gypsy ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

TTCCATGGAGGCTTAGTTTAGGATTGTACCCCTGCGCGGGACTGATTATTTTGTATCCCNTTTCCCCTATTATGTATCCCCATTCGGTTTATTCGTAAAACTTGTATAAATTTGGGTTTTGGGGCAACGAAATGTTTCAAATGACGTAATACATCCTTCAAATCGCTAGGCCTACCCTTGGCACAAAAGGGTCACATATNTGTTTAGGACGCGCGATATTTGTTTGTGTGCTNTAACTGTTTATGTGATATGTTGCTTTGAATGAGGACATTTTTAGCCCACTCCTTTTCGAANATTTTCTAGAANCCCTTCAAGCNCAAATACAAGTCACTACCAAAAGTNCGACCAAATATTCCTCGAGTCTTGAGTTTCTCAACAAAATTCGAACTTCATTTTT

>rnd-1_family-943#Unknown ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

TGATTTTTGGAAAATAGTATTCAGATAAAGTAAATAGTTTTTAGAATTTTGTTCTTTGTTCTTGATTCGTGTATCTATTTCACAAATGATGATATGTGATAAGAATTTTCGAACGGAAAAATTTTAAATTCTATNTTTGACCAAACAACGTTTTCAACCAAATTGATCATAGTTTTGGAATTCGAAAAAAANGAACTCCGATTGATCTGAAATTTGGTAGATTCATAAGAACGACCTAGTAAGAAATTATTTTTTTTGGATCGTTATATGAGTTTTTGGTCATATTTGATTAAATNNTAGTGAAGTATTAAGTTCATGTGTTGGCTTAGACCTTCCTCCNTATCGGATGAAATTAATACAAGTCACTACGTATTTAATCTCTAGTTTTGATAATCTGTATTGACTCTCCTAANCTGAGTAATATATGATTGGATCAATGTAACTAGGGATAATGATNTTCACTTGACTTAAACTAACAGTAGACTCTCCATCTGAGTTAGGTCTGTATAAGTTTATTGGAGTGAATAATCGGTCACCGTACATGTGTATTGCATGAGTAGTTCTCCAATCCCATCGAATTGGCTATTCGAGATGCATGGATATATATGTATAAATGAGCCCTGAATTTTGTTATTTAGGATTATTCGAAATATTATGATCTATTTAATGTATTATATCTCATATTCTCAA

>rnd-1_family-944#Unknown ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

ATTTAAGCGAAGATTTGAATAATAAGCTTTGCACAAAATAATATTGCAGATTCTTTTGTGAATGTTCAATGTGGATCGTCATATATATCTCTTATTCACGCGAACCTATGAAGATGGTCAATGAAAAATTTTATTAGTTAAATGCAATAATGTATATATTTATTTCAATTTGATGAGGTTCAATCATGTAATTAGTCGTATCTCACTAATATTACCTTATAGACGATATTTGTTGTGTATTTTTCTTGTCATCTAACCAGATGTGCTTTGCACGTGTATTCCACGTTAAACTGTTTAGATGTCATATGAACATGTGAAGAGAACAACTACATTTTATTTTTTAGAACTATTTTTTGTATATTAATTTTTATTTTATAAGTTATAACATAATAGATGACGTTCTTGTTGTTGGCTCTCATATTTGACTTCTCGATTGACTGTGTACATAAATCAAAGATAGTTATCTGACTGTCCATAGTTAACTGAGAAAGGTTTCCTTTTTTTT

>rnd-1_family-946#LTR/Gypsy ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 2361 out of 4218 contigs )

AAGCAACCAAGCAAGTTGTAAGCANTCTTCCAAGCAATACAAAGCCTTCTTCCAAAACTCTCTAAGTCTTTCTTTTCATTCTCTTAGCGATCTTAG

>rnd-1_family-947#DNA ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

GGCCAAACACATACGCAGNCCCTTAAACTTGTCCCTAANTTTCATTTTGGCACTCCAACTCAACCTTGTTCCATTTTAACCCTTCAACTCCANTTTTTATGTTCCATTTTGGCACTTCT

>rnd-1_family-948#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

TAGTTTCTTGTTCTTCGATTTCTGTTACTATCTATTGTTTCTTGTACTTCGATTATCGTATTATTTTGTTGTAGTTAC

>rnd-1_family-949#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

TGAACCATCTTGATTGATNNTTGCATGCCATGTGTGGTGAGTTGTTGGATAATNCGTGTNTTGCGCTTTTGTACCTAGAACTTGCCCGGTTGGTCTTGAAATGTCGGTCTTGATTGAGTTTGGTTGGAGAAATGATCNTAGGCCTTCTTTGATGTTCTTGAAGTCCACTTGGCCTAAAAATCCCACCTTTGCACTAAATATATCCCTAGTTGTCCCCTTTGAGCCTAATCCTTTTTATTGGCAACCACATTACAAGCCTTATCCTTTTTGAAAAAGTAACCCTCTTTTGAACCCTTCCCTCCTTGAACTTGAGGTTGTGAAAGTTGAGGCTAAAAGCCTAAGTTGGGGGTGTTATGGGAAATTCATTGAAGGGATGCTTACCACATGAGGGCTTGATATAAAAAAAA

>rnd-1_family-950#DNA/Harbinger ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

AATATTCAGATGTGCATTCAGATTCAGACGTCTTAATCTTAATGAAAACAAATGAGGCCTTAATTT

>rnd-1_family-951#LTR/Gypsy ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

TGTAACGACCCGTTNGGTCGTTTTGAGTACTAGAGCTTTTTATTTCATAAAAGACTCTTCCGATAGATTCTAAATGGGTATTTTGGACTATTCGTAACTACAATTATGNAATTAGTGGGGTAGTTTTAATAATTAATTTAGTTGGTGGTTAAAGAAAATAACATTAAAATTAATAGTGGGTCACTTTTACCACTTTTATAATTAGTCATGTATAATAATTAGGGTAGTAAATAATCTGTAGAAGAAAAGAAAAGA

>rnd-1_family-952#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

ATAATTACTTCCTNTACCATATTTCGGCCTTNAGATACATGTATCATTACTCGCGAGATACATGTATCCGNCGGTTTTAAAAGTCGAGATACACGATTTATTANTTTGAATTAAAGGGGTGTAACTTATTTCCTTAATTAAAGGATTAATTGATGAATAATTAACAATCCAAACGGATTTACAGATCCTTGCGTATCAACTCTAACAAGTTTTCCTAAAATAACGAAATCATAAACCATAGTAATTCTGTAATTGTAAACTTCATCTTCTTGGCAACAAGTTTGAAAATTGTGGACTACCATGGGTGATGAGAGCAAGCTTGATCTTTTCTTAATCTCAAATGCTAGAAGAGACATTCTTGAATCTCAGAGTTAGGCTCAGTGCCTATGAAATTCGTTTTTGAATTTCTGTGATTGAAAGGAACAGGAGAGAAAAGCCTGGTGGACGAAGATGGGATCATTTTTTTCATTTCTCCAGATTTATCTCGATGTGTATCTAAGCTTTTCACTTTCTTCTTTCTTTTGTTTTTGTTTTAGCTTCTTTTTTTTGTTGGTTAGTTTATTTCTTTTTGGATTCTTTTGCACTTATTTCAGATACATTAACTGTTCGATTTTATTTTTTT

>rnd-1_family-953#DNA/PIF-Harbinger ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

TAATACACCATATTTAGCATTATTCTTATACACTCTACCAAACGACCCCTTA

>rnd-1_family-954#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

AAACAATCCCCGGCACGGACGATCTCCACGTGCCCAACTTATAATCATAACATCTCGCAATCCCAGCACGGACGATCTCCACGTGCCCGACTTATACTCACAATCTCATGTCAATGCATGTGCACGATATGATNTCAATAAAAGGGGATGATGACGCATCTCAATCAATCAAATATCGGTATGATATATAATCACCTCAACTATCACAAATATACGGGTTCAATAAAGAAACACAATCACACAAAAGAAATCAAGTCAATAATACATCAGCTAATGCCCATATGCTTTGGCATTCTCGGATTACAATCCGTCATTCTATAGTAATAAACTTTCCCTTTATAACACCGGTACTCGTACCAATGCCCGTCACACCATTGGTACGAGACCCCCATCTTTCGCCCTTACCCATTGTCTATTCTCATTTTAATCTTTAATTAGAAAA

>rnd-1_family-945#LINE/L1 ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

GGTATTCTAAGGGATGAACAAGGAGAGATNATNTATGCATTCGCTATACCTCTNGGCGAAGGNACCAACAACCAAGCNGAGGTNCAAGCTGCCAGTTATGGNCTGANCTGGTGCGTTCAACATGGNTACAANAANATTATTCTGGAGGTNGACTCNGAGCTNCTNATTAGGTGGATATTGCAAACCTCTACTCCCCCTTGGAGGATTCAAAGGTATGTACAGGAGCTNCAAAACCTCGTCAANCAATGCGAATCCTTTCAATGCGNNCACACCTACAGAGAGGCCAACNGTACTGCNGATTTCCTNTCCAAACGNAGTCACAGANANGACATCGCTCAACANTACTACACTCACCANCAACTACCACATGCGGCAAGGGGAAGCTATATTCTNGAGAAGATGGGAGTGNCAAATTTCAGAAGGAAGAAGCTGAAAAGGATTAAGGAACCNCCTTGATCAATGCGACTATATCTTAGTTAAGTATAGCCCT

>rnd-1_family-955#LTR/Gypsy ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 2361 out of 4218 contigs )

ATCTTGTTTTGGGGGCAACGAAATGTTTCAAACGACGTNATACATCCTTCAAATCGCTAGGCCTACCCTTGGCACAAAAGGGTCACATATTTGTTTAGGACGCGATATTTGTGTGCTNTAACTGTTTGTGTGAATATGTTGCTTCGNATGAGGACATTTTTAGCCCACTCCTTTTCGAANATTTTCTAAAACCCCTCAATGCCAAATATCAAGTCACTACCAAATGTNCGACCAAATATTCCTCGAGTCTTGAGTTTCTCAGCNAGAAATAAAATCCTACTACCAAATCCTAA

>rnd-1_family-956#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 2361 out of 4218 contigs )

ATTAGGACATGTAGGATCTCTCAAGGATTAATGAAGACTTTAGGAGTTAATATNAAGAAGAGAACGTAGGCACGATTCGAAGGAACACGTACGGA

>rnd-1_family-957#LTR/Gypsy ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 2361 out of 4218 contigs )

ATGCCGCTACGGGAGCAGAAGATGCTCGGGGTGTTCCTNAGGCTNTCACCTCCGAGGTTTTCTGGGGCTGTGGGTGAGGATGCCCACGAGTTTCTACTTACTTGCCGCGAGCGGCTACANACTTTGGGTCTNGTGGAGTCGAGAGGAGCCGACTTCACCGCTTATCAGCTNGACGGGCCAGCCAGGCAGTGGTGGCGTACGTATTTAGAGACCAGGCCAG

>rnd-1_family-958#LTR/Gypsy ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 2361 out of 4218 contigs )

AAGCATTCGAGAANGTGGGTTGAAAATAGGCGCGTTGGGTCGCTTAGCGAAGCTGNGTAGAGCTCGCCGAACCACTCGGCGGTTCGCCTAACGTCCCCATCTCGCCTTCNNTTTNATGCTANATNTGTTGAAGGACTCCAACTCGAAACAGCTGCCTAACCAGGATTATTCTCTAGCCCTATCTCTGTCTTTCTTTAATTTGACCTCTGGATTATTGTTATAT

>rnd-1_family-959#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 2361 out of 4218 contigs )

GAGAGAGAGAGATTTGATATACAAATGTTTTAACTCGATTCAATTGTATACGAATTCAAATTTTATGCAGATATACAAACACATAAAATTGAATTGAGAGG

>rnd-1_family-942#LTR/Caulimovirus ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 2361 out of 4218 contigs )

AAATTCGATTNAAAATCNGGATATTGGCAGATCCAAATATTTAAAGANCGTTCTTATAGAACGGCNTTTAATGTCCCGTTTGGACANTACGAATGGAATGTNATGCCNTTTGGNTTAAAAAATGCCCC

>rnd-1_family-960#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 2361 out of 4218 contigs )

CAGTGGCGAATTTANAGNCAAAAAATGGGGCACCGGAACCCGTGGTCTCTTCGTAAAATTAGATATTTTATGTATATATTTTCTAAAATTTGTATAATATTATATTCTGGCACCCGTGCTACAAGAAGTCTAAATGGTCCACATGGTTNAATGTTGAGCTTTTGACCTTGAGGATTAAGGATCAATTCCCACTTAATACATTTTNCTTGGTGCACCCATGTTCGAA

>rnd-1_family-961#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 2361 out of 4218 contigs )

TAATACTAGATACATGAAATTAATATTAGATCATATAAATAGATACATGAAATTAATACTAGATACATATAACAAATACATGAAATTAATACTAGATACTTCTATGATACATATGAATGTACTTGTATGATACTCATGTATCTAAGTGTTTAGTTTGTTGGATACATCATATATTGATAATAGATACATCAAATTAATGAATTTATTATTTTAAGAGTAATAAAATGAAATTAATCAAATTACATGACCAAGATATACATGTTTTTGTCTTTTATTAATAATATTAATGAATTTATTATTTCAAAGAATAATAAAATGAAATTAATTAAACATAGATACACTCCTTGATTTCCGCCTTATATTAAGGGATTTGATTAATTTAAATTTTCAGAATTAATT

>rnd-1_family-962#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

TGTTGTAAATCATTTTGGTGGTTAAATGGATGACCATAACTCCTCGGTTAATTCCCTCCTTTATGAGTAGTAACGTTGTTGATAATGTGGTCAAATGGATGACCATAACTCCTAGGTTAATTTCATCCTTTATTGGTAGTAATGTTGTTGATAATATGGTCAAATGGATGACCATAACTCCTAGGTTTATTTCCTCCTTAATGGGTAGTAATTCTCAAGGNTTAATGTCATGTTTATGACANCCTTTNGTATTCCTCAATGTNATCCTATAAATAGNGGCGTTGAGAATAATATTGTATACACTTGAAAGAAAGAAAGTTATCTTATATTGTTCCTCTTGTCTTATATTCTTCTTGTCTTCATCTTTATATTGTTCTTTTGTTCTTAAGTTT

>rnd-1_family-964#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

TAGGCTTCGGTCTACTTTCTTGATTGGGCTTCTTAGATAATGCTTAGTATGGATTGCATGTAATTTNGGATTGTATTTGCCGGGTATTTAGCTCTCCTCNTGTTATTCCATCTTTTCTTGATTCCGTAGGAGCCTTGGGCTTATTGTGGGTGNCGGGATCCTTAGTTTAGGCTTGTAGCCTCGCTTGTGGTGTAGATGATCTTGCTTATCCTTGTTAGGATTGATTCGCGGTNGCCTTAGACTAGGTTGGACCTTAGATGCTTTAGGTTGTGTTTTATCGCCTCGTAGTTATGATTTNCTCCCTGTAGGGCTTGTNTTGGGTCGTTCTCCTTGCGTTGGTGCTTGNGACCTTGGTGGCTCGTCGTAGCCGTAGGTTGGCCCTAGTTGTGCTCAGTCTGGGACTNGAGCGGTGTGATTGGGGTAGGGCGTCGTCCCTTGAGTTTTCTCCCTCTTTTATTGATTTGAAANCTCTTCTTGATCCCTTCGCTTGTTGNTTAGCGGTAGGCNTGTTGTATCCTTATTGAGCTTATGATTATATTGTTGGGCCCGAGGCCGTGTTCGAGGACCAGTTGGATCCCAGGTTAGTACTCTCCGCCTTGGTAGCGTGGTTTCGTTGGTCGTATATTTATTTGATTTGGAGTGCCTTGTTTGAATGCTGGTGATGGCATGCATTGCATTGNTTGTTCATTCTCACGCGTTTTGTGGTACGATCCCGGTTCATGCATTGGCATATTTATCATTCATGANGAAGTACTATTTTACTCGGCTTTTATTCTAAACTGGTTTTAACGGGAGTCGTACCACCTGGATCACTTGATTTACTGATTTTTGAGATTACGAGGCGTCGGGGACGTGCTCCCTTTTCTACTTGAGATATTAGAGGCATCTGGGATGTGCTCAGTTTTTACTTGACTAGCCGGCGCGTCGACGCCCTTTCTTGCATGCTTTTGG

>rnd-1_family-965#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

GACGGCTAGATAATGAACACCGTTACTTTGGAAAATACANTTAGTAAAGTTGTCATAACATGTATGGGTTGCTTAGCGAATGATGAAATTATGTTGCGCCAATTGAGGTTAGAATCTCTACTACGATTTCATAGATTGAGTGTATATCAAAGAGGGTCATGATACGACTACTACAATGGTACCGATGCTTACTTGGTTAGAGTTATGAAGTGTGTTACTTTTGTTATCGACCTGATCTAAGAAAGAATGCAAAT

>rnd-1_family-966#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

CTTATCTTCGAGAGGCTATAGTGACTTTTAGGAAAAATCTTCACTTCTTGGATCTCTATCGTGCGTNCTTGGTCCGGTTTGATTCTTATCGCTTCACTCCATTCNCTCTCACTTATAGTGATGACTCGTGCGTGGTTCCTCATG

>rnd-1_family-967#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

AAAAAGTATTAAAATTTAAGGAAATCTTATTCCACAAGGAAAATGTATTAAAAT

>rnd-1_family-968#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

AAAAGGTTCACGGAAGGGTTCACGGTCCGTCAGATCTCGCACGGGCCGTTTAGCCTCTCGTGAACCTCAGGTACGAGTTTCAGTTCCAAGTCAAGATCACGGACAGCTTCACGGACCGTGGTNCCCTTCACGGGCAACTTCACGGTCCGTCGTC

>rnd-1_family-969#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

TTAGACTTAGATTATTTTGAATGTTGAAAACCGAAAACTCATGTTTGAGTGTTGAGAGCTTGGTTAAGCTTTTGTTGCCTTTTGTTAGAAACGTCGGTTGCTTGGGATATCGATTCCCTCGAGGTCNTCGTAAGAGTTAGGTGCTTATTGTNGGATTAACGAATCGAGGTCTTTGGGTTTAATATACCCTTNGGTTGCTTTTTGTTTCCTCTTTTTGTGTCTATCTATTTATCTTTACTTTCCGTCTTTGATTTCCGCATTATATCGTAGTTCCTCTTGTGAGAAT

>rnd-1_family-970#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

CTCGTCGTCCGACTCCGCGGCCGCCTGACTGCTGCTAGCCCTGTCCGTCCTCCTCCTCTTGCTCCTAGAAGTAGAACCTGCTCTAACCAAAAGAGGGTGAAGGGGGGATCCATAGGAAGTACCTCGTCGGCGTCNAAAAGTGGCACCCCCGCCCGCTTGCACAGCGCAGTGATAAGNCCGGGNAGGAAGAANGCCTTCTTGTTACCCCGGTAGAACATCTTCCACTCCGAGATGATNTGCGCCCCCACGTTCAGCTCGATACCCTGTATGGCGCACGCCACCACCAAGGCCCGAGGAAAGGTCACGTCGGTGCGGTTGCCCGACGGGCGGATCCTCCTAGTCACCAAGTGTAGCCACCTCTTAGCATCGGGTGACCAATCCGCGCTAGTAATACCCTCGGTAGTAGCCCAGTAGACCCGATCCCGGCGCGCAGGCTCNACCAGNGTGTCTCTCAGCCACTCCAGATCCATCTCCCTCAGCTTGGCCTCGTACTCAGCGTTCGAGACCTCCGGCACCTCTAGNGCCTCATTNATGGCGGTGGCATTCAGGGGGATGTCAACTCCCCGGATGCGGATGACGGGGTGAGGGTCGTCCCANCGNACGGTAGGNAGGATGGCGTAGAACTCCCTCACCCAAGCGGAACGTGCATCCGGGGGAGCCTCAGTCAGCGGAGCCCACCCGAACTCCATCAGACGAGCATAGAAGGCAGGCGCCTTCTCCTCTAGCTTGNGCAACACGAAACCCCTCTCGCAGCAGAACCCCGTGTTNCGGTNGTCGTGATGCCTTTCCCGACTCGCGGCATCGGGAAACCGGACGAAAGGTAAGTTTTCNTCGTTTNGACCTGCCATTTAGAGAGCCTGCAATAAGTTGAATATANGTTAGAACGCGATAGGAATAGTCGGTNTAAGGCTAA

>rnd-1_family-971#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

AACAGAAATGGCGACTCTGCTGGGGATTTAATTAGGTTCTAACCNTAAGATTTGACTATTTGACTANTTGTTATTAATTGTTTANTTGTTTATTTGTGCTTAATGTGTTTAAATTGCTATAA

>rnd-1_family-972#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

GAGTTAGCTAACGCGAGAGCCTGCCTGATACGTTTGGACTCGAACTTGGATGATCAGCTTAACACCCTCCAGGGCGTGTCGATGTCTTCCAAAGCCGTGTTCGCCGAGCCGCATGTGATAACTAGCAAGTTCCTCATTCGTGAAGAAGTGGAAAAAGCAAGAGGAGGAGCGGGNCCTTCAGCCTTTTAGTTATCTTATTCCCCTGCGTGGGATTGATGTTCTTGTATTTGCAGTTTATCCCTTCCCTAAAGATGTATCCCCNTNCTTAATTTTGTAATGAATTCTCTATTATTTATGAATTTTGTTTTGGGGGGCAACGAAATGTTTCAAACGACGTNATACATCCTTCAAATCGCTAGGCCTACCCTTGGCACAAAAGGGTCACATATTTGTTTAGGACGCGATATTTG

>rnd-1_family-973#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

AGGTGACAACATTCAAGAAGTTTCGTAAGGGACGGCTAGATAATGAACACCGTTACTTTGGAAAATACANTTAGTAAAGTTGTCATAACATGTATGGGTTGCTTAGCGAATGATGAAATTATGTTGCGCCAATTGAGGTTAGAATCTCTACTACGATTTCATAGATTGAGTGTATATCAAAGAGGGTCATGATACGACTACTACAATGGTACCGATGCTTACTTGGTTAGAGTTATGAAGTGTGTTACTTTTGT

>rnd-1_family-975#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 2361 out of 4218 contigs )

GTATCCGTCGATTTTAAAAGTCGAGATACACGATTTATTANTTTGAATTAAAGGGGTGTAACTTATTTCCTTAATTAA

>rnd-1_family-976#DNA/hAT-Ac ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

ATTTGGGTATTGAAGATGATGAAACACCTAGTTGTCAAGANGTTAAAGATAGTATAAAAATTGAAGCTAGAAAATTGTATGACTTGTATAATTCTAATAGAATGAATGTAGTACGTAATGAAGAGCCTCAAAGTTCTAGGAGTAGATATAATGAAGATGATCTTGATGATATGATAGATTGTTATCTTGAACTTTCTCATAATGATAGAAATGATTTTGATGCATATATTAATCAAAATACGGAACCTACTACTATCGATCTTCTAGNATGGTGGAGGAATCGCGGCGNTGCATTTCCAAAACTTCGAGCAAAATGGTTGCTCGNGATGTGCTAGCTATTCAAGCNTCATCAGTNGCTTCGGAGGCCGCTTTTAGTGCGGCAAGATTTCAAATTGGAGATCATAGACATTCATTAGCGGAAGANAGCTTGGAGATATCGGTNTTATTTAGAGATTGGGTCAACGCCGAGAGGAGGAATTATGGTCGTCCANCTTTACCGACCAAATTCGAAAATGACGTTGATGAAATAATGCAAGATTTTAGTGACGACGACATTGATGCAATGGAGGAACTAGCTAATCAACCAATTCCAGAGCATGTTACTAGAGAAATGTTAAATGATTTAAAAAAAGATTTCCTTGGTAGCATGAACTATTAAATTTAAATGTCTATTAGTATGAGTATAATAATTCGAGGTCTAATTCAAACAGAACCCTTCCTAGAAGGTG

>rnd-1_family-977#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

GGAGCAATCCCACAATGTTTNGGCGANATGAGTGGNCTCGAGGTTTTGGATTTGAGCAACAACAGTCTTNGTGGGACNNTTCANACAACTTTTAGCATTGGAAGCNCACTCAGAATCATTAGCTTGCACGGCAATAAGCTAGAGGGGAAAGTCCCACGATCTTTGGTCAATTGCAAANANTTGGAANTTCTTGATTTAGGNGACAATCAGCTGAACGACACATTTCCAANGTGGTTGGGAACTTTACCNGATCTGAAGGTTTTAAGCTTGAGATCGAATAAGTTGCATGGNCCCATTAGANCTTCAGGGACTGAAAACATGTTTNCTNAGCTTCGAATCATAGATCTCTCNTCCAATGCCTTTAGTGGAAANNCTTACCGACGAGTCTGTTTCGAAATTTGAAAGCCATGAGGACAATTGATGAGAGCACGAGAACCCCAGAGTATGTTTCTGATNAATATGCTGGTTATTACGATGATTCGATGACAGTTACAACAAAGGGACTGGAGCNTGAGTTGTGTAGAATTTTGNATTCTAACACGATTATCGATCTCTCAAACAACAGATTTGAAGGNCATATTCCAAGCATTATNGGAGATCTCGTTGCGCTTCGTACCTTGAATTTATCTCATAATGGNTTGNAAGGTCATATACCANCATCACTTGCGAAATTTATCTGTAGTCGAATCATTGGATCTCTCATCTAACNANATCGGCGGAGAGATNCCACAACAACTTGCNTCCCTCACGTTTCTTGCAGTCTTAAATCTCTCTCACAATCATCTCGNNGGATGCATCCCTCAAGGACANCAATTTGATACGTTTGAGAACAATTCATACGAAGGNAATGATGGATTACGTGGATTCCCACTCTCGAAAGGTTGTGGCGGTGATGATAGGGTACCACAAGCGACAATTCCAGCTGAGCTAGATCAAGAAGAAGAAGAAGATTCATCAATGATCANTTGGAAAGCNGCTCTCATGGGNTACGGTNGTGGACTAGTTATTGGACTATCCGTAATATACGTCATGNTCTCAACTCGAAATCCGANATGGCTTGCGAGGATCATTGAAGAATTGGAACACAAAATTATTACGAGAANGAAAAGGCACAAGAAAAGATATTAGTGTGTAGCGACCTCCAGGTATTCAACTTGATCTTTAT

>rnd-1_family-978#LTR/Copia ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

TTATTAATTATTTCTTACTTATGGCCCAAGTTTACTTGTAACCCAAGTAATACCATAAATAATATTTAATGAAGAATAGATCTCGTCCGTACATCGGTTACTTGATGGACGTACCAGATTAAGTCTTAACCTCTATAAATTGGTCCTCCCTCCACCCATTAGGGTTACCACATATTCTCTACATTAATTCCATCGCTGACGGTTGTGGTAACGTAAGGTTAGGGCAAGGAGGTAGAAACCAATTTACGACTAACGCTTCCGCTTCTCTCTGTGATGATGTCTTCCGCATCAGGTATGTGCCCCTAACGATCTCTATGTAAGATTATCGTGTTCAAGATCCTGATATGTATTAAAGTATTTAATCTTACA

>rnd-1_family-979#LTR/Copia ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

CCATAACCTCCACCTTTATAACCATTATTCTTGTAACCTTTCACTTCCATAACCTCCCCCATTATATTCATGTTAATGTCATGTTTATGACTAACCTTTTGTATGCCTCTATGTTACACTATAAATAGAGGCATAAGGGTTCATATTGTATACACTTGAAGACTTGGAANAATAAGAAAAGCTCTCATCTCTTGTCTCCCTATTTCTATTGCTTTCATCTTCTATATTTCTTGTCTTATTTTGCTTTAGTTT

>rnd-1_family-981#LTR/Gypsy ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

GTCTATCGTGATTGTCCCGTTTCCGTCAATCACAAGAGTACCATGGCTGATTTGATTGAGTTAGACATGGTAGATTTTGATGTCATTCTCGGTATGGATTGGCTTCATGCNTGTTATGCNTCGGTAGATTGTAGGACTA

>rnd-1_family-982#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

GTGGGTGTGGGATCCGTACCCGATTTGGTCAACCGATTTTGGGTACTTTGACCAAAATCGACGGAGAAATTCTGGACAGATTCAATGATTTCTGT

>rnd-1_family-983#DNA/CMC-EnSpm ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

AAAAGCGTCGAGCCAAAAAGCGACGGAAGTGACTGCGTCGCTTTTCCGTCGATTTTGACCAAAAAAG

>rnd-1_family-984#LTR/Gypsy ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

TGATAGCATCCAAGGAAGCTCTACTCCATTGAAGGACAAGGATGAAGCTTTAGAAACTCCAAGGAGGCCCATAACAAGATCTCAAACCAAGGAGTTCAATGATAAGCTCGATGGGCTTCAATCGCTNATCCAAAGGTGTCTTATTGGGGAAGAAGAGCTCAAGCCCAAGGGAGAGGAATTGTCCAAATGCTACAATTATTTGGTGGCCCAAATTCAAGCCCAAGATGAGGAATTTTAAGGTCCAATTTCGTGCAAATAAGGTCAAGAAGAGTCCAAGAATCAGCCACAACAAGAGTTGCTTTCTGCCCAAGTTTTGAGAGAAGACTAGTCAAACTTTCCAAGATTGTCAAGATTCTTTTCCTAGTTGGGATTTACCTTAGTTATTTATTTATATATAGGTTATTAATATTTTCCTTAGTCTATTTATGGTCTCCTAAGTACCATTTAATGCTTTCCTAGAAGTACTAAATTTGTTCCTAGTTAGGTTACTTTATTTCCTTTCTAGAGTAGGATTCCTTGTAATTGTCTTTCTAGGGTTTCTTGGACGTTTTTTCCCTTCTCCTATATATAGGAGTCCTTTTCATTCATTAAAGACAATTTAGATTGATATTAATAATATTTGAGAGAGTTCTTTGAACCTTTGTGACTTGTTCTTTGAGAATTTATCTTTAAACCTTTACTAGTTTCATAGTTTAAGGTATAAAGTAATTTCTTCTTGTGATATCTTTGGTTTCTTTTTGGTATTCTTTAGAAGGTGATTAGTTTCTACATACTAATTATTGTCTTTAGTTACTCATAAAGCGGTCAAGATCCGAATCTATCGTTTTGATTCGTTTTCTCAAGTAAAGGCGTTAGATTTCTTCCATAAATCTATACGTTGTTACTTGGATCTTTTCAAGACCTTAGAACATCTAATCCTTGGAAATTCGTGGATCTTTCCTTCGAATCTCCCATATCTTTAGTTAGTTTTTGTTGTTTCTTTTCTTGTG

>rnd-1_family-985#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

TCTCAAAATTTTCGACAATTTTGAATCAAAATTGAAAGGATCTTCGATGAACT

>rnd-1_family-986#LTR/Gypsy ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

AAAATAAAATAAANAAAATAAAAATAGAAAATCCTTTTGAAAGAATAGTCACAGTCATAGATAANAATGATTATAGTTATAATGAGATTGACATAGAAGAAGATTTAGAAATAGTAAAAGAAAGATTAAGCACATCAAAAAGAATAAACTGTGAAATACCACAAATATCATAAAAAATGAGTACCTCAAGAAGAATAGATAAAACTCCACAAAAATCAATGGAAGAAGAAATAAAACCACATCATTACTACATAACGGGAGTAATGGAACAACGAAAATATTTAATATTAATAGATACAGGACGAGAAGAAAACTATATTACAAGAGAATTAGTAACGGAAGATGAAATAATAACTACTGAACAATCATGCCCCGAACTACCAAAAGCATTAATGTATACCGAAGAAACTACAGAAAAGGAAATAATCATTGGAGGAGTACCAATAGTAATAAAATTTAAAATATATCAAGGAGATGAAAATATCACTTTAGGAATAAAATGGCTAGAACAAGTAAAACCATATAATCTAGAAGACAAACAGTTAACAATAAATTATGAAAATAAAAGAGTAATAATAAAAAGAACTTTAGTANGATAAAAATATGAAAATATATATACTTGCAAAGATAATAATAGAGGGATATTACAACAGATATTATACACCGATGATAGATACGGGAGCAGAAGCTAATATATGTAAATACAATTGTTTACCGGAAGATAAATGGGAAAAATTAA

>rnd-1_family-988#LINE/L1 ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

AAACCCTAAACCTAAAAAACTCTAAGCTCTAAACCCTATAAAGCCCTAAATCGTATATGCTAAACCCTAAAAA

>rnd-1_family-989#LTR/Gypsy ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

TTTTCTTTTATAAAAAGGGGATATGTCCCATACTTAGTCATTTTCTTTCTAGCTTCAAAACACTCAAAAACACTCTCTAAGCCCTCTCCAAAATTCCACCAAGATCTTCAACCA

>rnd-1_family-990#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

TGAAGGGTCCATGGTCCGTTTTGGGTTCGTGGACTTGCCCGTTTACCCTCTTTAGCCCTTTCTCGAAGTCCGAGGTGTTA

>rnd-1_family-991#LINE/L1 ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

ATCTGGTGGNCAATATGGANGGAGAGGAACCAGAGATGTTTCGAAAACAAGAGCAGCCCTNTNCAGAANNTGAAGATGAATTGTCTTATGACCTTTTTTTTTTGGTGTAAACACGAATACTCCCCAAGGAGGTGGAGGATATTNCTCAGTATTTTAGATAGTTTAGGAGGGATATAGGTG

>rnd-1_family-992#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

AATNCTTCAAGCCTAGTCTTCGAAAGATAAAATATCTCGACAAGACTTGAAGCAAGGGGGCATTTGTAGTCATTTAAAATTTATTAAATATAAATTTATAAAATGATTCGGATTATATTAAATTCATGAATATATTAGTCCAAATAAATATTATGGATTAATATAATTGGGTTAATTATTTAAATCCAATAAATATGGATTTAATTAA

>rnd-1_family-974#LTR/Copia ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

AAGGAAGCTGACGATTGGAACATGTCAAAGGAACAGGTCCAACGAAGCTGACTGACGTGTCTACAACAAGTGTTGATGAAGAAGGAAGCTGACGATTGGAACATGTCAAAGGAACAGGTCCAACGAAGCTGACTGACGAGTTTACAACACTGCTGTAGAATTAGAGTCGCACTAGGATTAGACTACTTATATCNATTAGGATTA

>rnd-1_family-993#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

TAATAATGTGATATTAATGTGTAGATTGTTATGGGCTATTGATTTATGTATTGTTCTATATTGAATTATGAGGAATTGATGGTCAATTGTGTTATATTGGATGTTGGCCTTGAATGGGCAATTGTGACCTAAGGTTTATGATGATGATGAAGTTGTGAATAGATTATTGATTCTAGTATTATATATATATATATATGTTGTAGATGTTAGAATTGTGAGGTTTGATCCCTTTGAAAGTGGGGAGGTGTTTACTTTATAAGCACGTTGTGATCATGGCCTTGNAGGCAAAGTTGGATGATTGTTGTTTTGAGTAATGTTGATTATGTGAAGGTAATGTGATATGATGTGAATTTGTGTGTGGTCTAAGNGCATGAAAGGTGACCTTGTGTAGAGACTTTATGTGTTATGCTTGGTTGTTGTCTTCTTTGAACGACTTATAATGAAGGTGAGGTTAGGATAGGCTATGTTTACCTACTCNCACACCTAGTGAAGAATGAATGAAA

>rnd-1_family-994#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 2361 out of 4218 contigs )

TTTTGATTGAAATGTATTTAAATGTAATTGATTAACAAAANGAGTTGTTTGTACTTTNTTTTGAATATATATTTCTACATGTGTAATGTGTTAGTATGATATAATTGAGACGTTTTTTNAATTGTCGAAGTCATAATACTCTATTATACGAGTATATATNAGTCGAAGTCGAACAAACTATGATTACCGATTTACCATACCGCAAAATACCGAAATCGAACTTTAAAATACCGAAT

>rnd-1_family-996#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

TGTTGTTCATCTTGTATTCCTAAGATACTTAGAACAAAACTTTGAAGAACTTGGTAAGAAACAACAAAGTTTAAAGAGTATTTTCAAAACTAGAAAATTAAAACTAGTAGAGAAAATAGAATCAGAAACAGATTAGAAACAATATACGAAATATTTTTCTCAAAGAAGAA

>rnd-1_family-997#DNA/CMC-EnSpm ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

AAAAATAACATACGCATCCTTCTTAAGACTTTAATCATAACAATATAGATGAAAAAAGAAATACAAAATCAGTACATAATTTTTCGAGTTCTTGTCGACACCTTCTCTCATAACCAATCAAAATTCAAGAGTCTTCTTCATCGAGTCAAACTAAAGCATGAATCAAATAGAAAAAT

>rnd-1_family-998#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

AACAATAATTGAATCAATGACATCTTTTGCCTCATATGCCACATCTAAAACACGCGCCCAGAGATCTTTATACAATCCTTGCTCGACATTCGCGAAAAACGATCTTATGAATTCNAGGCCTTNTTTCACCAGCCCAATTTCTTCCTTTATCAAAGCAACTGAATAAGCATTGGAATCGAGCAAATCATTTAAGTGTCTGNGTAGNAGATGCATGAAGAGNGGTCCATCACTCATGGGGAAGCAACGTTGAGATGANTCCGGGGCTTTCAGATAAACATGTTTGAGATCTTCCTTGAGGAGTTCAATATCTTNCAGCAAGTCTAGGGTTGCACGATTCGTTTCATCGGTACTCTCTTTATTCCTTGATTTCTCTTCCAAGTCGCGAACAAGAGTTGATACCTCCCTGGTAAGTGCTCCAACACGTGCCAANAGATCGAACAATTTGTCATGATGAATAAAGTCCTTGGGCATATCAGTGAGAANGATCAATAGGAACTCCATCATGACATGAATGTTTCGAGCCCCTGAAGTGCTTGGGGTAATTACAGTTACCATGCGCTCTTGTAGATGAATCAGATATTCTCGAAGAATNTCCGGAGAGGTTTCCAGGAGCTGCTTAACGAANCGTCCAACTTCTGCTGAAGTTGAAGCTTTCAAATTTGTANAACATATGTGCATAACCTCCAGCTCAATTGGAACAATCTTCANGAGTAGATGTGCTAGCTCGAAGAGTCGAGAGTCTTCATCAGTCTGATCATCCTCAT

>rnd-1_family-1000#LTR/Copia ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

TATCACTCTGTGTTTTATCGGCATTNTGCATCAAATCCAGTATTTCATGAGAGGACTAAGCACATTGAGATTG

>rnd-1_family-1001#LTR/Copia ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

TCTGAAATGGCAAACGACAATGTTACGGTGGCTGTTGCTGCACCAACCCGAACTGTTGTACCACCGACAGAGAAACCGGGAAAATTCTCTGGTGTGAATTTCAAAGGATGGCAGCAACGGGTATTTTTCTAGCTTACCACTCTTGGTCTGCAGAAATTTACCAATGAAGAAACTCCGGTGCCTGCTGCTGAAACGCCGGACAGAGAAAAATTCATGATTATTGAAGCATGGAAACANGCAGACTTCCTATGTAAGGGCTACATTTTGAGTGCTTTAGAGGATGACTTGTACAATGTNTATAGTGCAATGACAACTTCGAAAGAATTGTGGGATGCACTTGAGAAGAAATATAAGACAGAAGATGCATGCTTGAAAAAGTTCGTGGTCGCAAAGTTTTTAGACTATAAAATGNCAGATAGTAAAACTGTTGGATCACAAGTNCAGGAACTTCAACTTATTTTCCATGATCTNATTGCTGAGGATATGGTAGTAAATGAAGCTTTTCAAGTGGCTGCAATGATCGAGAAGTTACCTCCTTCGTGGAACGACTTCAAGAATTATTTAAAGCACAAACGTAAGGAAATGAAGCTTGAAGATCTCGTGATTCGGCTCGAGATCGAGGAAGATAACAAGACCGCCGAAAAGAAGTCTCGTGGGAGTTCGACAATAATTGGAGTTAATATTGTTGAAGAAGCTCCTACCAAAGGCAAGAAGAGAAAGAAGTCCAACGGACAGAAGTCAGAACAGGCCAAGAAGAAATTCAAGGGCAACTGTTACAACTGTGGTAAGGCTGGTCATAAGTCTTCTGACTGTCGTGCTCCAAGAAAGGACAAAGACAAAGACAAAGGCAAA

>rnd-1_family-1002#DNA/hAT-Tip100 ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

GACTTATTCACTTGTTTATTTACTTGTGAAGTTNACTTTGATTTTACCTGTTGCTACCGCAACCGTGGAAAGAGCNTTCTCGTCAATGAAGTACATNAAAAATGACTTGCGAAATCGAATGGGTGATGANTTTTTAAACGGTTGTNTAGTGCGTTACGTAGAGCGTGATGTATTTANAAATGTTACTAATGATGTCATTATCGATCGTTTTCAGAATATGAAANCTCGTCGAGTACAATTGTAAATGAATGTGATATTTATAATATTAGTAA

>rnd-1_family-1003#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

CCTTCGCAAAAGCAAAGGTCGAGTTCGTGACACCCATTTCGCAAAAGCGAAGGTATGGCCACGTGTACCCTTCGCGATTGCGATCAGGTCTTCGCTAAAGCGACGATCGCGANCGCGAAGAACTCTTCCCGTTTAAGCGAGGCCTGCAACACCAGAAAATACAGCCAACNCTCAAAACATCGAAAGGACCCTCGGGATTCGTTCGGAACCCCGTACACACAAACCATATATGCAAATCA

>rnd-1_family-987#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

TAATTCAACATGGTATCAGAGCAGACAGAGGTCCTGAGATCGAATCTCACCGCCACCCA

>rnd-1_family-1004#Satellite ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

TTCTAGAGAATTCTAGGGAATTCTANAGCCTTCTTGAAAAATCTAGGGGGTTCTAGAGTCTTCCGCAAACCTCTCCACAACTCTAGACTCTTCCGCCCCTATCCGGACGCNAAATTTGACTGCGAAGTGGCGGGACGTGACA

>rnd-1_family-1005#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

TTCGGAAAAGTAACGACTTTTCGGAAGGATTACCGTTACACGTGAATTTCAAATAAATTCAGTTGCGCCAAATTAATTCTGTTAGTTAACTAACATTCTGAATTAATTTATAAGAGAAAGGAAATGATTTAACAAGATTGATTAAATAAATTTTGTCCAAAAATATTATCAATCAATCATTTGCCAAATCCAAATCCGA

>rnd-1_family-1006#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

ATAGTTCATAAACAAGATATCGAAATATCCTAAGACGTCGCATTAATAAATCACATATCTCCATGTTCCTTTTATAAATAAAT

>rnd-1_family-1007#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

AGAACGTTGTGTCCTTTGGGAAAAGTAACGACTTTTCGGAAGGAACAGGTCCCTTCGGAAAAGTACGACTTGGATTACCGTTACGCGCGAATTTCAAATAAATTCAGTTGCGCCAAATTAATTCTGTTAGTTAACTA

>rnd-1_family-1008#LTR/Copia ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 2361 out of 4218 contigs )

TGCCTCACTGGACAGGAAGGTTTCTTATCAAGCCTTTTGACGGTTATTGGGAACTCCGTCTGAAGTGGGTTCCCAAGTCTAACAAGTGATTCTTGTGCAGAAGAGAGGAAGCAGTCAGTGCTGGTNCATGGACAGTGGATGCTCAAGGCACATGACTGGAGACACTNNAAACTTCCTCTCTCTGAAAGCACNCCAAGGTGGNGGTGTGTCATTTGGCGGTGGAAAGAAGGGTTNTATTCTTGGTATTGGCA

>rnd-1_family-1009#DNA/hAT-Ac ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

TTGAATTTTAAAGGAGAATACAAATATTAGTATTACATNCGAGAACTAATTGAAACAGAACCCTTCCTAGAAGGTGGCTGCGTAGATTAGTTACTCCACTAATATTTGTAA

>rnd-1_family-1010#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

AGATTAATAATCTGAAAGGAAGGAGGTTAATTCGTCGTACTATCCGAGTNGTACAGCAAGGTATGTAAGGCTATTCGATTTCCTATTTCTT

>rnd-1_family-1011#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

AAAAAAATGTTAATAATAAAAAAGGAATAATGTGACATGGCATCCNATTAGGAGAGAGATAATATTTTTTTTGTGTCAAGTATATTTTGAGGAAAATAGGTAAAGTTGGGTGATATTGTGGTCCTAAAACAAACATAAGTGATATTNCNAGGTAATTTCCCAAACATGGGTGACTATCTAGGGAAATTACTC

>rnd-1_family-995#DNA/CMC-EnSpm ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

TGAGATGGCATGACGANGAGCGNACCAAAGATGGAATNNTAAGGCATCCNGCTGATGGTGAAGCNTGGAAGNATTTTGATAGNNCGCATCCAGATTTTGCTNGAGATCCTCGNAATGTTAGACTTGGACTNGCTAGTGATGGNTTCAANCCATTTCGAACCATGAGTACNTCNCATAGCACGTGGCCTGTTATTTTNATNCCGTATAATCTNCCNCCNTGGATGTGCATGAAACAAGAATATTTTATNCTNTCNATGCTTATTCCTGGTCCACGATCACCNGGAAATGANATTGATGTCT

>rnd-1_family-980#DNA/CMC-EnSpm ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

CTATTAGGGACCAGAAATACGGTCCCTAAAACGATTTAGCGACCGGTTTTATNCCCGTCCCAAAANCAATTTAACGACCGGNTATNNAATCCCGTCGTTATTGACCTTTAGCGACGGAGCCTATAGGGACGGGTGGCGACCAGATTTTCCGGTCGCTATTGACCTTTAGGGACCAGANTTNGACTTTTAGGGACCANNTTTCCCTTCGTTAGAGGCCGTTTTTCTTGTAGTG

>rnd-1_family-1012#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

GAGGTCGGTATTTTTATTTCATCTAATTACTTTTAATAAAAGCGACATCCGGAGGTCGGT

>rnd-1_family-1013#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

ATGCCGCTACGGGAGCAGAAGATGCTCGGGGTGTTCCTNAGGCTNTCACCTCCGAGGTTTTCTGGGGCTGTGGGNGAGGATGCCCACGAGTTTCTACTTACTTGCCGCGAGCGGCTACATACNTTGGGTCTNGTGGAGTCGAGAGG

>rnd-1_family-1014#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

GATTGCTGGNCTGAACAGGGGTGGGATCTAANTTTTAGAAGACNCCTNAATGATTGGGAGGTGGAGAGAGTGGCTGA

>rnd-1_family-1015#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

GGCAAAAGTACTCATTACCCCCCTGAACTTGAAGCTTTTTATACGGTGTACACCTAAACTAAATTCCGTTTTAATTACCCCCCGAACTTGTTTATTCCTCCGTCGCGTACACCTTTTTCGTCCACCTACTCCTATTGTGACTACACGCGCGCGACAGCTGGCNAAATTGGTGATGTGGATTTCCACCTGGATAAATAATAGCCACCTGGATAAATTAATATTGCAAAAAATAAATTTCTTAAATTTAAAATTCATTGTTTAAAAGTTATTT

>rnd-1_family-1017#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

TTTTTTTAGATCTTGAAAATTTCAAGTGAGAAGAGTGGGTGAGAGTTATGTTTTCTTTGGTGAATTTTGTGGTTCCTTTCCCATGTTTAACTATGAAATCATCAATAATTAATCTCATTAATCATTTTCAATGTATTGGAAACATAATTGAAGAATATATTCAATATTAAAGTTAAAAGGGTAAAAATGTTCAAAAAGGTAAAATAACATAGTGTGAAATATGTTATTTTACCATTCTGGCCAAATTCTGGCCAAATTTTTTGGCCAAAA

>rnd-1_family-1018#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

ACCATCTCTTTCTACACTGCAGAGTGACTGCGAAGCTGTGGCAGATNTTCATCAATCTNAGAGGCATCAGNTGGACNATGCCAAGGAACATCGNNGAGGCTCTAGCATGCTGGAA

>rnd-1_family-1019#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 2361 out of 4218 contigs )

TTGTAGTCATTCTTTGGCAANGATGGCACCTTGTATTCCTGTTCGGGAACGGATGGCACCTTCTTGTAGTTATCTTCTGGAACTGATGGCTTCTTGTAGTAGTCATTTTTGGCAAAGANGACGCCTTGTATTCCTNTTTAGGCACCGAGGGCACCTTGAAGTCTTCACTTTTGACTACTGTGGTTGGTACTTTATTGTATGTTGAATCTGATGATTCATAAGAATANGGTGAATATGCCATAGTGCATGTGGCAATCAAGAAAAATGCCAAAGCACAAGCAAATTGCTTCTTCATTTGGCTTCCCATTGAGAAGANTTGGATTCTAAGGCTAGATATTTGTTTGTTTTTCTTTTTCTTGTGTGTTTTAGAATGGAGGAATTAGGAGTTTATATAGCATAACTAAGAAGGTGATTT

>rnd-1_family-1020#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

ACTTTTCTAAAAAGCCATTTTAAAAAAGTGCTTCTAGAAATAAGCAGTTTTTAGCAGCAATGCCAAACAGGCTCTAACAACATAATATCATTTTGTATTCTATTAGCAATTAATTACTTAGATTTACTAGCTTTATTTCAACATATCATAAGCTTATTTGTATTTTATGACAAGTAATATTTTATGACCAGTAATTTAAAGATACAGATTTACTAGCCTTATTTGAACTAGTACCATAAATTCATTTATATCTTTTATAAAGTAATTTAAAAACTACAGATTTATAAAGATTATACTAATTAATATCATAATTTCATATCTTCCTTCAGCCCCTATATAAGAGTCCTAAATGNCATCGACAATTCATACTTTCACAGCATACAAAAGTTCAATAGTGAAAAAAACATGAAGAGCTTCACTATGCTTTTTCTTTTCTCTATGACAATATTTTTCACTTTGTTTGACCATTCACTAGGTATGATTTTTTATTCAATGCATATGAAATTATTTTATCTATAAGTATGTGTTCAGATATATGTTTTCATTATTCATTTTTTTAATCATGTCGATTTATGTGTAATCTTCTCATTATTTTGTATCAGGTGATGATA

>rnd-1_family-1021#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

CTTGCATTTCGAGAGAGCCATAAAGGCTCAAATTCCTTCCTT

>rnd-1_family-1023#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

AAAAAGTTAAAAGTTGAATTACCATTTTACCCCTACACTAAATTAAAATATTATAAAATATTTAATTAATTAAATATTAAATANTAATTATAATCAATTATTATATTGAGTAAATGGAGAGTTCATGTGTTCAAAGGAGGATTGTTTACTCTTCCAGATTTTAATGGAGGTTCGTTGCATAT

>rnd-1_family-999#LTR/Copia ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

ATCATTGGAAAGCNGCGAAGAAAGTCTTGAGGTACCTGAAAGGAACNAAGGATTACATGCTCATGTATAGGAGATCCGATTACTTAGAAGTTACTGGATACTCGGATTCAGATTTNGCCGGATGTGTCGANACTAGAAAGTCCACNTCTGGNTACTTGTTCTTATTAGCTGGNGGAGCAATATCGTGGAAGAGCGTCAAACAANCTGTCATTGCTGCATCCACNATGGAAGCAGAGTTTGTGGCATGTTATGAAGCCACAATTCATGCATTATGGCTGCGAAACTTCATTTCAGGACTTG

>rnd-1_family-1024#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

TGCAGATCGTAGTTGAGTTNTCGCCGTTGATTTGGAGTCGTGCGGAGCAGCTTGGGATTTCGGAGACTAGGGTGAGCTCCTGGCGTCCGGAGCTACCGGTCTCCATCTGTTTTGGCTAGGCTTAGTCTTTATATTGTATTCGGAGACAACCTGTACTTGTNTTGTATTTGTGAAAGCCTTGTACTCTTATTTTGGATTAGATGCTCGACTACTGACT

>rnd-1_family-1025#LTR/Gypsy ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

TGGGCCATACAAAGTCCTTGAAAGGATTGGAGACAATGCTTATAAACTTGATCTTCCTGGTGAGTTCCAAGTTAGTGCTACTTTTAATGTTTNTGATCTTTCCCTATGGTTTGTGCAAGGTNTGGATTCGAGGACGAATCCTTTTCAAGAAGGGGAGAATGATAGCATCCAAGGAAGCTCTACTCCATTGAAGGACAAGGATGAAGCTTTAGAAACTCCAAGGAGGCCCATAACAAGATCTCAAACCAAGGAGTTCAATGATAAGCTCGATGGGCTTCAATCGCTNATCCAAAGGTGTCTTATTGGGGAAGAAGAGCTCAAGCCCAAGGGAGAGGAATTGTCCAAATGCTACAATTATTTGGTGGCCCAAATTCAAGCCCAAGATGAGGAATTTTAAGGTCCAATTTCGTGCAAATAAGGTCAAGAAGAGTCCAAGAATCAGCCACAACAAGAGTTGCTTTCTGCCCAAGTTTTGAGAGAAGACTAGTCAAACTTTCCAAGATTGTCAAGATTCTTTTCCTAGTTGGGATTTA

>rnd-1_family-1026#DNA/hAT-Ac ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

GAACCGGGATGAACCGGTACCGGTATACCGGTACCGAATCGTGGTACCGTTCCGTTCCGTGTACCGGTTCGATGTATCCCGTCCCGTCCCGAATACTACCGGACCGGAACGAACCGGAACGGTACCGGAACG

>rnd-1_family-1027#DNA/hAT-Ac ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

TTACATCCGAGAACTAATTGAAACAGAACCCTTCCTAGAAGGTGGCTGCGTAGATTAGTTACTCNACTAATATTTGTAATCGCAACTTCTAAGTTCTANGTTGCAATTAGATTTTATTGAATAAAATNTGAAGGCTATTCGCTTAAGTCTTTTTTATATAACTATTGTCTTGAATTTTAATTTTAANTTTAAAATACTAACTTTAAANTTTNAANTTTGAATTTGAANTTTNAAACTTTTAAAATTCAAATTTGAAATTCTAAAATATTTAAATTTCAAATTTGAAACTTCAAATTTGAAATTTG

>rnd-1_family-1028#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

TCAATTGGCGCAACATAATTCTCATCATTCGCTAAGCAACCCATACATGTTATGACAACTTTACTAANTGTATTTTCCAAAGTAACGGTGTTCATTATCTAGCCGTCCCTTTAATCATTCCACTTCCAATTGTCGAACCACTCCAGATATCGTATATACCACACAAGT

>rnd-1_family-1030#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

AAATTGATAAGTATTGTATTTNTACTAGATACATTAAATAAGTAATTGTTGCCCATAAGATGTTAGGTTTGAGATCGATACATTACCGTGTGGTAGTTGCTATGTATCNGATACATTTAGTATAAATTCGAATTTACGTATCATATCTAAAAAATTAGTGCATGATACATTACTATTTATGTATCTTATTT

>rnd-1_family-1031#LTR/Copia ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

TCAGTAAATGCATCTGGCAATTGATTTGCAACATTTTGCAAATGAATTATCTCTTGAACTTCNNGTTCACATT

>rnd-1_family-1032#LTR/Gypsy ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

ACGCTCCTTAAGGTACGAGCCTAAACTGCATGTCACTCCTGGCCCGCAAGAGTATAAACTGTGTACGGCACAACAAAAAAAA

>rnd-1_family-1033#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

GAATGCAGTTATGCATCCTACTTTCTNTCGAGATAAAGCCGGAGTGTCTTGACACCCGGTGAAGGATTTTTAGTCACACATGTTAGGCGGGGTTGGACCAGCAATGAAGTCGGAATAGCGCTGCTACCGATAAGTTGCCCCTCCCCGGCTCGAGTTGTCCGCTCGGGTAAGCCAGTCTAGACACCTATCTCTTTAGGTTTAAACCTAGTAAAACTGAAATACAGACATGNTTATCCCTAGTAGGCTCCGCTTATTTGCATCATTTGCATTT

>rnd-1_family-1034#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 2361 out of 4218 contigs )

TTATTTATGGATTTTAACATCAAAATTTGAGATTTTGATTGGCAAATGACAAGGTTTTTCAAGAACTCGAGTTCTAAACTAAA

>rnd-1_family-1035#DNA/MuDR ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TGCCAAATGCTGAGCATAGAATGTGTGCTAGACACATNCTNGCTAACTGGTCAAAGAGATGGAGAGGCGTTGAGAGAAGGAAACGTTTCTGGAGGTGTGCNAGGTCTACNTTTGAGGCTGAATTNAAGGANAANNTTAGTTATATGAAAAGGTTGGGTAATAANATAGTTGATGACTTGNTGTANTACAACATAGAGAGNTGGTGTAAGGTTTACTTTAATACTTAGCTAAAATGTGATGNTGTAGACAACAACATGNCTGAGTGCTTCAATNCATGGATNTTGGCAGCNAGGCACAAGACNATNATTACNATGCTTGAAGAAATAAGGGTNAAAGTGATGANAAGAATAGGGCAGATGAGAGAGTTTCGCAATACTTGGATNNGTGACGTNTCTCCAATGGCNATGAAGGTTCTACAAGANAACACAGCTAAGTCNATGAAGTGCAGCATTGAATGGAATTGATACTGGGTTTGAGGTACGTCATGGACCATACAAACACGTTGTGGATCTTGGAAGGCGAACATGTAGTTGTAGAGCATGGANGTTAAAAGGCATACCATGTNCNCATGCNATAGCTGCACTTCACTNTAGGAAATTGGANCCNATCGACTACGTTGCTCACTGGTATAGCAAGGAAACNTACNTGAAGACNTATAACNACTTCATTCAACCAGTTACGAACATGGAAATGTGGCCAGAATCACGAACCATCTCTGTGATACCACCTGATGTTAGGAAGATGCCAGGAAGGCCTGGNAAGAATAGGAGGAAAGAGCAAGGTGAAACCAGTAAAACTGGAAAGTTATCCAAAANAGGGATTGAGATGACATGCAGCACTTGTCATGNCAAGGGTCACAATAA

>rnd-1_family-1036#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

GAAACGCTACGGTTACACCCNCCAGTTCCTCTNTTAGTCCCTAGNGAATGNAGGGAGGAAGCAAAAATTGATGGATACGCCATTCCTNCTAAAGCTCAAGTNNTNGTTAATGCTTGGGCAATCGGAAGAGATCCTGAAAGTTGGGACGACCCTGAGAGNTTTAAGCCAGAGAGGTTTGAAGACAGTNATATNGATTTCAAAGGAAATCACTTTGAGTTNATTCCGTTTGGTGCTGGAAGAAGGATNTGCCCAGGAATGCATTTTGGCTTAGCNAACGTTGCGTATCCGCTAGCACAGTTGCTTTATCACTTCGATTGGAAACTTCCCGATGGAATNAANCCNAANGATTTGGACATGACTGAAACANTTGGAGTANCTGCGACTAGAAAGAACGACCTTTGCTTGATTGCCATTCCACA

>rnd-1_family-1037#LTR/Gypsy ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TTTTTTTTCGGAGTTCGTTATGAATCTAATCCCTCTACTAGATTANAATCAGTATGCCCTCGTTAATCGCTTTTAAATGTCGCAAGTATTTAATTAGATTTCTTGTTTAAGTAGTGGTATCCTTTCGAAAGGGTCGCTACAAGTGTTGGTATCAGAGCCTAGGTTTGTGGTTCTAGGACTTTTGTTGTGAATTACTNGTATAGTTGTTCGCTTTCGAAAAGGTTCTATNTAGATTATTTGTTCGCTTACATGGTTTATGATANTTGCATCGCATGTAGAGTGCATATGCATCNAGTACACGTCCCTAATGCAATGTGATCTTCCCTTTTGAAGGAATTAAGTTATGGCCACTTCTTCTGACCGACCTATGGAAGCTGCTCGTGAAGGTTCGGGTGCCTCTGTTTCCCAACCTCATGCACTGGAAGGGGTTGGAGAACATATCTCGAATCAGTATGTTCCCCACACTAGTGGTTCTGAAGTGGGAAACCATCAGGGTGTAAGAGCTGGTCCACATCCTCACATGAGTCGTGGTACTCAAACCATGAATCCTCATTTTCAACAAATGGCTGAATTCTTCCACCACATGGCTGAATCGATGCATGATCCCCACGGGATTAACTTTGAGAAAATGAGGAAAATGGGTGGAGTGGAGTTTGAAGGCACTGTTGATCCCACGGATGCTGAACAATGGCTTGATCGCATGGAGAGGGTATTTGAGCAGTTGGAGTGTTCAGATGTT

>rnd-1_family-1022#LTR/Gypsy ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TTTGAAATCTGGAAGTTTTGGCAAGGAATTGAGTGCTAAAAAGTATTGGGGTTTGTTCCCTATATCAAGGAGAGCTTNCATCTCGAATTTCGTGAAATTCCGAGCTAAAAATCTTCGGGGTTTTATTTTGGGTCTTCATNGTGTTCTTGAAGAACATTCAAATCTTCAAGGAGGGAATCTTCGAAAAGGAAAGNGTTTGATTCCAAAAAGGAAGAAAGAGAAAGTGTAAAAGTGTTTGTAAAAAAGGAATTTACCAAAAGGGGTAAATACTAAAGGACAAGGAAGACGGGGGGACCACCAAGGTTAAATTTTCGGAGCCTTGCAGGTGCAGCTTGAGGAATTTGGGCGAATCCCGACTTGGATCGCCCATTCCACTCGGCGCCTCGCCCTTTGGGCAGCTAGGTCGCCGAGTTGGACCTCATTTTGGTGAAGACACTGGAAATTTCGGCGAGCTAAGCCGTGGTCGCCGAACCCACTCGGCGCATCGCCGAACTNCCACCTAGATCGCCGAGTT

>rnd-1_family-1038#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TTCCGACGATTCCATTGAGTCCGGAACGTCGTTTTCAATCTAGTAGCATATTTGGTTTGTGTTCGCGAGGTTCCGAACGAATCTCGGGTCAACGGGCTCTTAAACTTTTGGTGCTTTGACGTTGTTTCAGCAAATTGTGGCAACTAAAGGGTTCGTTATTAGTTTTAAAGGTCGAAAAATTATTCCGAAGGTTCCGAAATTTTGAGCATGAATTATAGGACTTATCTGCAAATTTTGGTGCATTTTCGCTAACCCGAGATTGGACTTTTATCGCGANATAAGAAATAATTGTTTACCGAGTAGAAATGATATTTGACTGGGCAAACGAGCACGAAATTGAGCTCCGATTGAACGAGCAGGTCCGTATCATTATTTAAGACATTTACAAAAAAGAATCGGGTCATTTCGCTATCGTATGAGGAAGTTACGGCCTTTTTAGTGAAAGATTAACTGCTGTTTTTCTGGTGCATAACAGTCGTGCACTGTTATAAAAATCTCAGACCGTGTTCGTTTGGTATTTTGAGCATATCGGGAGTTCTAGAGATCGGAATGGAGTGATTCTTACGGGTTTCTTCTCGAATTAATATGAGGGTTAGTATTCAATCTTCAATTCGACATTTTCTCATAATTTCTTTATCTGGTTTTNTTTTCCCTATCCGTAAACCTCTTGGGAAAAATTGGGGTTTTATCGATTTGGACTCNCTTTTTGATGAAAAANGTATATTTACGATCCTTACGTTATGGGTAAACTGATTTTAACATAAAATTATTGATTCATCGATTATTTTCGTCATATTAACCGCGTA

>rnd-1_family-1039#LTR/Gypsy ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

CTTTGATTCATTTATTTTTATTCATATTTATTTATTACTAACACTTTTACTAAGTGTCTTTACAGGTACCCGGAGTTGCTTCCCATTGAAGCTATTCGAATGAAGTTCGAATTATATTCTTATTCATTATTGTATATTATTGACGNTAGGCAAATCTTAGGTCGTTTCTTATATTATTGTTTTATTTTATTACTTGTGTATATCGCAT

>rnd-1_family-1041#LTR/Gypsy ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TTTTTCCTAAAATTAGGTGGCGACTCCTTTAAAATTCGTTTATTCTTAAAATTCTTTTAAAATCGANTTAATTGATTATTTTTTGAGTCACCGCGACGTTTCGCCCTATTTGAATAAAGTAGGGATGTAAA

>rnd-1_family-1029#LTR/Gypsy ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TAATAATAATTTAAAACCTGCCAATNGTCATGTCATGTCACGAACCGAGCGAACGAAATGAGGCAGGTGATGACGAGCGCGAGGAGTATGAAGAAGAAAATGAGGTACCCGAACATGTTGCCGAGGAGTTTCGACAATTCGAGAATCAACACAAGCCGAATCTGGAAGAAACTGAGACTGTGAATCTNGGAGATGAGGAATGTGTCAAAGAAGTCAGAATCAGCGTCCATCTGACTGAAGCTCAAAGAAGAGACCTGGTTCGTTTGCTTAGGGAGTACGTCGACGTATTTGCCTGGTCTTACGANGACATGCCAGGGCTGAGCACGAATATGGTGTCCCACAAATTGCCGATCGATCCAGATTTCAGTCCAGTAAAACAAAAGACTCGGAAGTTCAAGCCNGAGTTGAGTTTGAAGATCAAAGAGGA

>rnd-1_family-1042#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TTGGGTATAGTGGAAGGGCAAAGTGTTCAAGGGGCGAGTAATNGATAGCAAGGGTTGTTCGTGTGTTGTAATGGCGAGAAGTGGGGGTAGCGTACGTGATGNAATATGCTTAGGTGGATTTCACC

>rnd-1_family-1043#DNA/En-Spm ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

GAAACAAGGAATAAAAAAGGTAAAAAGATAGCCTCAAAGANTTTACGNTATTTTCCNTTAAAACCAAGACTNCAAAGATTATTTATGTNTTCAAAGACATCTACTCNNATGAGATGGCATNATGANGAAAGAGCCGAAGATGGAATNNTGNGGCATCCNGCTGATTCGATGGCNTGGAAGNANTTTGATGAANTTCATCCAGANTTTGCNNNNGATCCTCGNAATGTTAGACTTGGACTNGCTAGTGATGGGTTTCANCCATTTCGGAATTCGAGTACTTCACATAGCACGTGGCCNGTNATTTTGATNCCGTATAATCTNCCNCCNTGGATGTGCATGAAACAAGAATATTTTATNTTNTCAATGCTTATTCCTGGTCCAACTAGTCCAGGAAATGANATTGATACATAT

>rnd-1_family-1044#LTR/Copia ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

ACACTTGACCTCTCAAAGTGATGTTGAGGTGAGTCACGTAAATATGATAAATGTCAAAGCATGACAATGAGTTTCTAATGAAAACTTATGAAGCACGTACAAATGGTTATGGTCNATTCCTTGAAGAGAATGTGACTTGTGATAAGCATCGTGAACGCTCGNCCATTCTTGAAAGTGAATGTGTCAAGATATGATGAAAATTATGAAT

>rnd-1_family-1045#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

GACCGGGATTGGGGGGATAAAAATTCGTCCCGTCCCGTCCCACTATATATACGGGATGGGACGGGGTTTGGCGGGACGGGATGGGACGGGACGCGGGATTTTTATTTTTTTTATATGTTTATTTATTTGTATTGAAATTATATGTTATTGAATAGCATTTTTAGTTTATTTAGTTTTCAATAACATTTTTAGCTAATAAAAAATGCTTAAGTTTTCAAATTTCAAATTTCAAGTTTCAAGTTTCAAATTTCAAATTT

>rnd-1_family-1046#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

ATGAAAGAGTTATAAGTGAGATTTGAATCTGAACTTCTGAAAATCGAGTCGAGTTGAGTTTTGAAAGTGAATCCTTGACGTAGCTAGTGATGCTTGACATTGCACTAACTTGCCCTAGTTTGCTGCTTAGAGGGAGTTCCTCGTTGTAATGCGTTGTCCTGCAAAACATGTAAAAGGGTGAAAAGTACCTGTTGCGGTTCAAAAAATTATAAATTGAAATNGNAATGTAAAGAGTAGAGTGTAGATGTCCAAACGATTGTTGACGTCTCTTTTTTGTGTTGTGAATGTGATGTAGGTAAAGTAACTTGTAATGTAGAGGCCTCCGACTGGCGGGGCTGTTGTAATGTAAAAGCCTGTATCCGGCTGTGTAAAGCTTGTAATGTAAAGCCTCCGGCTGGCGGGGCTGTTGTAATGTAAAAGCCTGTATCCGGCTGTGTAAAGCTTGTAATGTAA

>rnd-1_family-1047#LTR/Copia ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

TTTTCTATGATAGTTTTCATCATGTCGAATTTNTCAAAGCTTGAATTCGTGGCACTTGACATNTCGGGAAANAATTACTTGTCATGGGTACTCGATGCTGAAATTCACCTTGACGCGATGGGTCTTGGCGACACCATTACCAATGGNAATACAGCGTCGAGTCAGGACCGNGCNAAGGCNATGATNTTTCTTCGTCATCATCTTGATGAGGGNTTGAAAATGGAATACCTCACNGTTAAAGATCCNCTTGAATTGTGGANTAATTTGAAAGATAGGTATGACCACCTGAAGTCGGCCGTNCTTCCACGGGCNCGTTATGANTGGATTCACTTGAGATTNCAAGATTTTAAAACTATAAGTGAATATAATTCTNCCGTGTATAAAATTACTTCCCAATTAAAATTATGCGGAGAAAATATCACTGACGATGATATGTTGGAAAAGACTTTCACAACTTTTCATGCCTCGAATATGCTNCTACAGCAGCAATATCGNGAAATGGGATTTAAAAAATATTCTGAATTAATTTCACGCCTTCTTGTTGCTGAGCAACATAATACTCTNTTGATGAAAAATCATGAAGCCCGTCCCACTGGANCTGCTCCGTTNCCNGAAGCAAACGAGGTTGAAGCACATGGCCAGTCTGAAAGAAGACAAAATAAAAATCGGGGCCAAAATAATGTGTGTGGACGTGGCAATGGCAGAGGACGATATAATAGTCGTCGTNGTGGTAATTAAAAAGGAAGAACANTATGGGTTCTCAAGATAGTCCTTCAAATGTGGAGGCAATTGTCATC

>rnd-1_family-1048#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 2361 out of 4218 contigs )

GGCCAGAGTTCAACTGAGTTTAGGCAAATCCCGATAAGGCGGGGCAAACCTCAGTGCTGAGTCTAGGCAAATCCCATGCGGTGGGGACAAACCTCAGCGAGGACGCTGAGTCCATAGAGGGGGTGTATGTGACACCCCAACTTAAGATAAGAAGTC

>rnd-1_family-1050#DNA/CMC-EnSpm ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

TTTTTTTACTATCGATCTAATTAACGCTATTCAATTTTTTTCAGACTATGTGTACTTGGGAGTCGAGGTACAATTTGGTCATTGCGACCACATTTGAGAGGAAGGCATCCGCCAGACTGTCTAGCTGGCTAAAGAAAGTTCGGGATANTGGTGAACGTCCGGGTTGGATGTTGCCTCATGTTTTTGATGAATTGCGTCAGTATTGGAACACAGACAAGTTTAAGGCAATATCAGAACAAGCCAAAAAGGCTAGAGGCAGTCTTAAGGGTGGCTCGTTGCACACCGGAGGTGCAAAGACCGTTGGAACAATTGCAAGAGAGATGGTAAGTTCTAATTCAAACTTTTAAATAAATAATTAGTTGATTCATATATATCGTTATAAATTTCAGTTTTTATTTATAGGAAAAAGAATTGGGGCGCACTCCCATTGAACCGGAGGTTTTCAAGAAGACTCATGTNAGGAAGAAAGAAAATGAGTCGGATCCGGATGTGTGGGTGGAGGAAAGGGCCGAACGAACTTTTGTAAGTTATTTAATATGAATAATATATATTAATAGTGAATATATTTATGATATGTATATATATTGATGTCAATTTTTATATTTAATATGCAGAATGANTTTCATCAGTACGTCGCTGAGAATCTAGATAGTTCGGTCCAANTGACACCTGAACTGTCCACTCAGATTTGGAAAGAAAAAGTGGTAGGGGGGACACACAAGGGTAGATTCTATGGTCTAGG

>rnd-1_family-963#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

GAGGAACGGGGAACCCCTTAGCNCACCTGAGGGCCTACTGTGACCAACTCGTGGGAGTTGGGAGAGACGAAGCTTTGTTAATGCGGCTTTTTAGCCGAAGTCTGAGCGGAGAGGCTCTAGAATGGTTTACGTCTCATGAAACGAGACAGTGGCCTAGCTGGAACGCTCTGGCTAAGGACTTCGTCGAACGATTCGCCTACAACGTNGAGATCGTTCCTGATCGCTACTCCTTGGAGAAGATGAAGCAGAAGTCNACCGAAAGTTACCGAGAATNCGCGTATAGGTGGAGAAAGGAGGCNGCTAGGGTTAGACCTCCTATGTCNGAGAAGGAAATCGTCGAAGTGTTCGTGCGGGTNCAAGAGCCCGAGTATTATGACAGAATCATGTTGCTCGTTGGAGCAAAATTCGCCGAGATAGTCAAGGTAGGTGAGACTATCGAAGATGGATCGAGAACCGGGAAGATTGCCCGTGTTGCTGCCTCG

>rnd-1_family-1040#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

TTGTTGCCCTCACACTTAGCCCTAGTTGGCCTACTAGACTACGGGGTGTTACA

>rnd-1_family-1051#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

TATGCGCTCCCTTTTGTGCTAATCTGCCTATGTGTCATACCCAATGTGACTTATTTATCCGTATACTATGCCCCTCTGTGATTATTGACTTGAGTTTTGAACATTTTGGGAAAACGTTTCCTTGTATCATTATGTAGTGAAGATTTTGACCAGAAAAGGTTGGGCATATATGTAAATTTTATCACAACCATAGATAAATAACTTAGCATAATGCCTTATCCGAAGGTGCGGCATAAAACTTTAGAGTTTATATTAACAGCTATGCGTTCTTATAAGTCTCACCTNTGAAAGGCGTCATGAGATAAAAGAGAAGGGAAAGTAGANCCCCGATAGGTTAGGCCTATGATTTTGTGTCCGTTCCATATA

>rnd-1_family-1053#LTR/Gypsy ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

TTGTCTAGATATGCTACTCAACTTTGCTTCAGTCTAGAAGAGAGGATTCGCCNNTTTGTGAAGGGATTAAGGTCAGATTTGCAGATTCAAGCTTTATAGGTG

>rnd-1_family-1054#DNA ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

TGGGTCAGATCTCAGGGTCGGATTTTGGAACGGTCATCGGGGTCTTGTCCTAGTTCGGGTGTCGGGGTCGGGTCCTAGATCAATTATCGGGGTTGATTTTCGGATCAGAAATTATTTTCCTAAAGAGTATTTTTTAGTCTCAAGCCAAAAATAAAAGATATTTTCT

>rnd-1_family-1055#LTR/Copia ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

TGTTATAAAATAATATAGTGTGGATGTCCACTACACCAAGAAGTTACTCTACATTATTCCATTACTTTCCTCCATTATGAAGATAACC

>rnd-1_family-1056#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 2361 out of 4218 contigs )

AAAATATTTTGACAAGATTTCTCATGAGTCAATTCGGGTTACATATCAACCCAATTTTTAATGGGTTGAAATG

>rnd-1_family-1058#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

ACGGGTAATCCAACGGATTCCTTCGGCGGCCTTTCATAAACCGGCCTGAGNTNAGCTATGTCTGACCTTAATCTAACTATTCAATCTGTCAACATAATAGACACAACGCCACTTCTTATAGTAACTTAGTATGCTACAGCTCAACACAAATAGTTTAGCCCATCATCGGGCTTTAACACATAAAGAAACGCAAAAGAATAAAAAGAATAGTACCTCAAGATGAACTCCCGGAGTATCAACCAAATTGCAAACTTTTATTCAAACTTTAAAAACTTAGAAAATATTACAAAGATAGAGAGAGAGATATAGATAGACAGAGGGGGTTCTAAAACCTGCCTCTTTACTAAAACTTACGCCTCCTTATATAGAGGTTTAAAAGGATNAAAACGTAAAATTACAATGGCCCACACTCTTTACAACGGCCAATAAAAAGAAGATAAGACCGACAACTAANCGTGGCCTTCACGTGGCCGATATGACTTTCGGCTCCTATTCTTTATTAAAGATGATTCCTTGNTTTATTAAAGTTTTTGTCATATTACCCCTATCATGATATTTGGTACATGACAACGGATCGCACAGTCAGACTACGAGGAGCCTTTACTAACATAGATAATCCTGGCAACAGTGTATGAAAACCCCTACTATCCGGGTCCG

>rnd-1_family-1059#LTR/Copia ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

TGTGACGCNTGTGCAAAAGGGAAACAAACNAGATCATCCTTCAAAGCNAAGAAGGGNGTGAGCACGACCAGACCTCTNGAGCTTCTCCACATGGATCTATGTGGACCTGTCAGAATTCAAAGCAGAGGAGGTAAGAAGTATATTCTTGTNATTGTTGATGATTNCTCCAGGTTCACCTGGAATATGTTTCT

>rnd-1_family-1060#DNA/Harbinger ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

GTTTTGCAATTATTGCAGGACCGTCACGTTTTTGGAGAAAGGAAGTGCTACATGATATAATGACTACATGTATTATACTGCACAACATGATAATCGAGGATGAACGTGATCTTAATGCACCAATTCAAGATGTCGTAGAGGCTCCAACTCCAACGACANAAATGGTGGTAGATGAAAATCTCCGATTTGAACAATTTTTAGCTAGACATAAAAAAATTAAGGACAAAAATGCTCATTTTGAACTCCGTAATGCATTAATAGAGCATTTATGGGAGCAACGTAATAATCTCGAAAATTGAGTATTTATGTAATTGTATTTCACTTTTATTTGAATTTGTCCATTAATTTGTATATTATATAATATTTTCTTGCAATTTATGTTATTTAAAAATTTAGAATAAAATATAATTTTATAT

>rnd-1_family-1061#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

GGCGATTCGCCGAGGTGATTGGGCGACCCGACTTTCTCCGCCTTTTTGCACCAGCCCTGATAGCCCGGAGTCTTGGATCNTTCGGCGAGGTTCCACGTCCATTAGGCGATGCGCCGATGCTATTCGGCGGACTCGCTCTTGTCCGCCTTCCCGCCCCAACATGGAATGGTCGCATACTGGAAAATTCGGCGAGNTCCAGGCCATTCGGCGANTCGCCGAATGGTTCGGCGATCGTTGCAAGCCTTCGCCGAATGGGCGCCTAGTGAAGATTCCTCGTCACCCTACTCTGTTTGTTTGAGTGCCAGTAGTTTAT

>rnd-1_family-1062#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

AACAACAAAAAATCACTCAATCCCCCAGAACTACGTTGTGACTTGATCCTCTTCACCGAGGTACGTAGGCGCTTAGAATATATCCTAAGTTCAGTCGCATGAGTGTCAAAAAACCACATGTTCCCACTTGATCTGTCACATGAAAGTTAAAGCTATGA

>rnd-1_family-1063#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

TCTCCACTCTCTGCCCTCTCTCGCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTCGCCACTCTAGCCTAACACAAAGAACATATACATATACAA

>rnd-1_family-1064#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

TGATCTTAGGCATATTTATATGCCTAAGTTGTCGATATTTGCCCACGAANTGATTAGATTGANGAATGATCTTGAGTCTATTAGCTTGATTTTTGGTTTAACTTGTGATGATTGCGCACTAACACACATGATTAGTTGTTTCAGGAACTCTCGAGGGAATTGGAGTCGGAACGAAGAAAGAAGGAGCAAA

>rnd-1_family-1067#LINE/L1 ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

TAAACTTAACACGGATGGTAGTGCTTTGCGCAATCCNGGGAAGATTGGAGGGGGAGGCATTCTAAGAGATGANCAAGGGGAGATGATATATGCATT

>rnd-1_family-1068#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

AATATCTTAANACACTTAAAATAACCGTCCANACACTAATTAGGACTTGGGGTGAATTTACCAATTCACCCC

>rnd-1_family-1069#SINE/tRNA ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

GCCCTTCCCCGGACCCCGCGCATAGCGGGAGCTTAGTGCACCGGGCTGCCCTTTTT

>rnd-1_family-1070#LTR/Copia ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

TGTTGGGTTTTGGGCCTTTTTCCCTTCCTATGTGGATAAATAAAAGTCCAAGGTTTTGGGTCTTCCTTCCTTTCCTTTGTGGATAAATTTAGCCCAAATTTGACTAGCCCACTTTTGCCCATAAGCCCAATATTATGGTGCATATGTAAGACTTTCTTTTAGGTCTTATTTGAGAGATATCACAAGAGATTGAGAGCAGCCATATAGAGAGAAAAGTGAGAAAGTGCAGATTTTCGCACAAGCCCTAGCAGCCAATTTCAAATCGCGATTCCCGCTTCGTTTCTTGTCCGATTGAGCTGATTTTTGGACAGCTTGTTCCTTTCAACTTAATCTTTGATTGGGAACTGAGAGAGGGTGATTTGGAGTCCTGTAGCTCCAGATTTTAGCTCGTGAACAGTAGCTGCGNGTTTGGTGTTTTTGCTTCTTTTATTTCTCTAGTTTTTGGTGCTATCTTGTAGTTGTGTTGCTCATTGTTTGGCACTTTGTTGGTG

>rnd-1_family-1071#DNA/hAT-Tip100 ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

GCAGGGGCGGATCTATGAAGGGCNGTGGGGGTGCCACGCCACCCNCGAACTTCGACGGAAACTCTATATATACATAGGTATATATATATAATATTTATATAAATAT

>rnd-1_family-1073#LTR/Copia ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

AAGTGTTGAAGAAGAAGGAAGCTGACGATTGGAACATGTCAAAGGAACAGGTCCAACGAAGCTGACTGACGNGTTT

>rnd-1_family-1074#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

TCATTTACACGCTTNAACTAATGGGGCGACCTATTACACACCTTNANTACATAAAAGTGNATTTATTTCCCCCTTCCGTCACCCAACCCAGGACATTATGCCTAGAGTGAGAGCCACTCGCCTCCTAGTNAAGCCACGTAATAAAAGACCCCAATCCGATTCATTTGACCCAAACCCGTTTCTTTTCACCCAAACCCGNTTCTTTTCACCCAAATCCATTTTATTTTACCCTAGTCCATTTATTT

>rnd-1_family-1049#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

AAAAAGGAATAATGTGACATGGCATCCNATTAGGAGAGAGATAATATTTTTTTTGTGTCAAGTATATTTTGAGGAAAATAGGTAAAGTTGGGTGATATTNTGGTCCTAAAACAAACATAAGTGATATTCCAAG

>rnd-1_family-1057#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 2361 out of 4218 contigs )

TGAAGTTTGTAACTAATTTCATTTTATTTTTCTATTAGTATTAATATCTAATATAGTGGTGGAGTGGTAAGTANTCCTTCATCCTTAACCAAGAGGTCTCGGGTTCGAGCTCCCTTGGGTACGGAGTCACCTTTGTTAGGGAGCGCTTTACCCCCAATGTGGGACTTTCCGACGCGAATCCGAATTTAGTCGGGCTCCAATGTGGGTACCGGACACCGTGTGAAAAAAAATAGAAAACAAAAAAACTTCCTATAACTATCCACAAATTTATAATTTATTTTACTTTTCAATGTTCGATTAAATGGCATCTCCTATTAATAATGTTTCAACCCGATTATGAATTTTAGATTTAACATTTTTTTTGTTATCCATGAATATGTAGAAGTTATATTTACCATTTGGGACTTATTTGAGAGGTTTATGTTGGGGCCCAAAGGGACGAGTGTGTTTTGAACAAAAAAAA

>rnd-1_family-1075#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TGCTAGAGGTAGATGCAGCGACCGCCNTAACTGCACAAATTGCTGCGATGCAGAACATGATGAACACNCACTTCAGCAATNTATCATTGGGACAACAACCCGCTCAGGTGAATGTAGTNCAACAACCACCAACTTGGTGTGAGGTATGTGGNAGTGGAGATCATGANGCNGAGNTATGTGGGGCAAACCCGGATTCCGTGAACTNTGTGGGNAATGCGCAAAGGGGTGGAGGNCAGCAAAACTATGGNAACACTTACAACCCTAGTTGGAGGAACCATCCNAACTTCTCATGGGGTGGGAACCAAAATCAGGCNCAAGGCCAAAATCAATATAGNCCCCAAGGGAATGCACATGGGTATCAACAACAGGCCCAACGGGAGCAGCCGAATAAGCAGCAAAGCAACATGAGCGTGGAGGAGATGCTGAA

>rnd-1_family-1076#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TGTATGTAAATATATTTTATATATTAACAATATGTTAAATTTAATATATAAATATATTTTATAACATTTTTCAAATATAAATATAACCTAGGTCCTAGGCCTCTGGTGACTGGACGACTTTGGGTCTTTGCTCTTTAATTAGCCTTTANTTAATTAGGTTTAAAATTAAAAGATACTGTAATAGATACTCTATCAAACAATACGACAAAACCTATGCAAACACTCCTATTAAATGTTTAAGATCAAACAATACGGCAACAAGGTTTTACATTCTTGACTTCTTGGTGAAGAATTGAAGTGCTTCTTCAAGAACATACTTGCGAAAGAAATATTTTAATAA

>rnd-1_family-1077#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TTGTTGGAAAACTATATGCACAGCGGAAGCATACCAGAATCNTACTGCTTACATGAATAATAGATAACCAAATCGTTTATGCTAGAACACATACAATCATGCTAGAA

>rnd-1_family-1078#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

ATGATAGAAGGTAGAGNAATAGTTACTAGTTAGGATGAGTTAGAGTATACTTTAA

>rnd-1_family-1079#DNA/Harbinger ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

ATTGTGTTGGTGCGATTGATGGAACATATATAGAAGGGGAGGTTCCTAAAGCGGTGCAACAAGCATATCGTAATCGCAAAGGAAGAACATCACAAAATGTCTTATGTGCTTGCGATTTTGATATGCGATTTACCTTTGTTGTTGCTGGTTGGGAAGGTACTGCACATGATAGTAAAGTACTTGAGAATGCACTTGTTGAACCAACGTCACAATTTCCATTTCCGTCACATGGTAACTTTAAATTACATCCTTAGAATAAATATTATTTATTTACACAAAGCTGTCTCATTTACGTCACATATGCTTTTAGTAATTCTTTATAAAATGTTTTTTGGTAGATAAATATTATGTTGTTGATGCTGGTTTTCGAAACACAAAAGGATTTTTAGCTCCATACAAAGGACTACGCTATCATTTGCAAGATTACCGAGGAAGTGAAAGAGAGCCTCAAAATGCCAAAGAACTATTTAATTATAGGCATTCATCTCTGCGCAATGTGATTGAACGGACTTTTGGAGCTTGGAAAAATAGATTTAGAATACTGAAACAAGGCATGAACCATTATGATATTGACACACAAGTGAAAATTGTCATAGCTTGTGCAGTGTTA

>rnd-1_family-1080#LTR/Copia ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

AAGTATTTGTATAGACATGAATATTGGTGAANAGTCATTTGTCATGTTTGCGTTGTAAAAGAAGCATTTGGACTATATTGCCTTTATTGGACCCGATGAGACTNTGTTCATGGGTAATTCTATAACAATCAANATTGAANGTTATGGAAAGGTCCTTCTGAAAAGGACATCTGACAAGGTGNTGACTCTAAACAACGTTTGTATCACACAAAATTGTAAGAA

>rnd-1_family-1081#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

CATCGTCCGTGGCCTGCACACATCGGTCAGCCGACGTCGGACGTGGCCTGCCA

>rnd-1_family-1082#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

AAAGAAACGCTACGGTTACACCCNCCAGTTCCTCTTTTAGTCCCTAGNGAATGCAGGGAGGAAACAAAAATTGATGGATACGCCATTCCTNTNAAAGCTCAAGTNNTNGTTAATGCTTGGGCAATCGGAAGAGATCCTGAAAGTTGGGACGACCCTGAGANNTTTAAGCCAGAGAGGTTTGAAGACAGTTATATNGATNTTAAAGGAAATNACTTTGAGTTNATTCCGTTTGGTGCTGGAAGAAGGATNTGCCCAGGAATGCCTTTTGGCTTAGCNAACGTTGCGTATCCGCTAGCACAGTTGCTTTATCGCTTCGATTGGAAGCTTCCTNATGGANAACGACCCGAGGATCTGGACATGACTGAAAAATTTGGAAT

>rnd-1_family-1083#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

CGGTGCATCTTCCTGAAGTAAAACAATGGTCCCCGGAGCATTGTCGTTTTGGTCCTCATTGTTTTCCTTTGCCTTAGCCTCTGCAGCGACGTTAGCTGCAATCATCTGATCCATCTCGTGAGCTGCCGCGAAGGCGTGTATCGCATTGNCTAAACTTCGATCCCACGAAGGGACATTAGGGTCGATGGGAATCCTTCTCCTNGNNCTGGCTTCCTTGGTNTNCTTTCTTTGTCTGGCCAGCTCTGCTNTCTTTTCGTCT

>rnd-1_family-1084#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TATTGATGCCGAGGTCATTGCCGACGAGTGTTATTGATGTCGAGGTCATT

>rnd-1_family-1085#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TGGGATGCTCAGTCNTCTCTGCTTGATCGGATCCGTGGCCGTCAGTTTGAGGATGAGGACTTGGTGGCACTTCGAGATCGAGTGTTGGGAGGTGACGCCGGCCTGGCTACCTTAGATTCNGATGGGGTTTTGAGATTTGGCGGTCGNATTTGTGTTCCGAGAGTTGGGGGTTTGATTCAGTTGATTCTTNCCGAGGCCCATGAGTC

>rnd-1_family-1086#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

ATACATAACTATAAACCAGATTCATACTGATTTAGGTTTGAAATAATTGGGGTTATGTATCAACAATAACATT

>rnd-1_family-1087#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

CTAAACTANTTTAAAATGGAATAAATACACCATAAACGCTGACGTGGCATAGAGAGTGTGCACACTCTCTTGAAGGCAAGTGATGAGTGNACAAATTGGACACATGTCATTTTTT

>rnd-1_family-1088#LTR/Copia ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TCCACCACGCACAAAGATGGATCCCCAAATGAGGTTGGGGGTGAATGTTAGATTTTCTAACATTAGGGGGAGATATGATTAGCAACTGAAAATTATGT

>rnd-1_family-1089#LINE/L1 ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

GATAATCAGCCCAAGGGNTCTATGGCAAAGGATATGGGAAACAAAGCAAGCNCTAGCAAACAGGTGGANACCCCCAAGAGTAAGAACAAGCCTAGCAAGAAGAAGAGAGAAGCNACCAAGAAGAAACAGGNCGAACAACANCACCAAGAACAGACCCAGAACGACAATCATACGGAGGGAGTAAATCCTTGTAAAAAATTCATCATGGTGGAGCAAGTAATGGATGTGATCCCCCTTACAAGCTCAATACATCACCCCTACTCCTGGAAAACCTCCTGATCAGGCCAAAGTGACTGTAAGAGATGAGTATGAGGTGGANAACTCNGAAGATGAANTNGATGCGGATAATCNACCCGTNAATGCNCNAGATGAGGATGATGAGACTAGTGAGCTNCTAATCAAAGCTTTTAGCCCNAACAATGACACGGAGCTTGACGAGGAGNTCCAACAAGTCGCCGACAAACAAGGNCTNTCTCCCAGAGGNATGCACCCGGAAAGACTNCCTCCAAAAAAACCATCCTCNCACATTTCTGTNACTGCAGGNAGACCAAACACTAGGCTCTTNACCTCTAAATCATCTCAATGATTAGNACNATTNGTTGGAATGCTAGGGGNATCAACACCCAAGGTGTTATGGAAAGACTCAAAAATCTCAAGAANATNCATCATNTNTCTATGATTGCCATTCTGGAACCTTTTTCAGATAANNCCCANATTAACATGTTTAAAANTATGCTTGCCATGGATCATGCTGTCAGTAACGNCAATGGAAAAATTTGGCTNTTTTGGACCAATGATATTACTTG

>rnd-1_family-1090#LTR/Copia ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TATCAGTTGCTNTTCGAGTTCGTCAACAAGGTGTTGGTGCCCAGAACTGAGAAGAGAACNGTGGCATCTGCTGCTGATCTGTTTCTCATGGAGAAGCTGGATGAACTTGAGGANATCAACCTCCCTGCCATNATGCTCGAACACATGCACAGGGTGATGACTTGGAAAAAGGCCAAACACGGCATNCCTTATGGNTACTTGCTGAATTATGTGTTCGAACATTTCGAAGTGCCTCTGGGAAGAGGGGTACCTGGTACCGCCAAGCAGATGTTCACTGCTGCCACCCTGCTGGAATGTGAGTGCGTTGAAGGAAAGGCCAGGGGTAGGTCTCAGGTGGCAGATCTTCTAGAGCAGCAGGCCTCTCTTAAACGGGAGGTGACTGATCTCACCGNGATCTTGAATGATAAGGAGGTTGAAATCGCGCGACTGAAGTCTNAATTGCAGAAGGCTGTTTCGAGGGGACCTGGTACCAGTGATGCGGATGAGCAGGTGGTGCAAAAGTTGAGGGATGAGAATGCAANGCTGCTGAAGACAAATGCCTCACTCAGTGAGGAAGTTAAGGCTCTCAACAAGCAACTTATCCAGGCTCATGAGGATGCAAATGAGCGNATGTCCCTGCTGATGCGCACCCTNAATCCCCCTCCCCCTCCGTCCTAAANGNGTCTTGTCTCCCTAGTTT

>rnd-1_family-1072#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TTGACAACGGTTGATCAGCAGTGTTATGAGAGGTTTCAGAAGATGAAACCACCCCAGTTTCAGGGTGGTAAGAGCGAGGATGCTCACGAGTTCTTGACTTTGTGCCATGAGATGCTTGAGGCAGTGGGTATGGTGGATGCTCGTGGNGTTCGNTTTGTTGCACTTCAGCTTCGTGGNCGAGCCAGAGAGTGGTGGAGGACTTTTGTGAGGTCTAGACCAGTTGGATCTCCCCCGGCAGAGTGGGATGTGTTCTCTAGTGCTTTCCAGGACCGCTTCATCCCTTGGAGCGTGAGGGAGGAGAGTCGACTGAGGTTTGAGAGCTTGANNCAGGGCAGTTTGTCTGTGACNGAGTATGAGGCCCGTTTCTGCGAGCTTTCTAGGCATGCTATGACTATTGTTCCGGATGAGGCGGAGAGAGTTCGCAGGTTCGTGAGAGGGTTGACTTTCTCCGTCAGATCNTATGTGTTTAGAGCAG

>rnd-1_family-1091#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

GAAACCTCCAGTTTTGGCAGCCCCTATACCTGGAAAGCCATTGATACTCTACATTGCGGCACAAGAAAGGTCCGTAGGAGCCCTGCTAGCTCAAGAGAATAGCGAAGGCAAAGAAAACTCTCTTTATTACTTGAGTAGAACGNTGACACCGAATGAGCTGAACTATTCGCCAATTGAAAAGTTGTGCTTGGCACTTGTCTTCTCAATTCAAAAGNTGAGGCATTATTTGTCAAGCGCATGTTGTCCGCCTTATTTCTAGAGCGGATCCCGTCAAGTNTGTTATGTCAAAANCTGTCCTTAGTGACCGACTAGCAAGATGGCANATNCTNTTGAGNNAGTTTGANATCGTGTACGTGACTCAGAAGGCCGTGAAAGGACAAGCCTTGGCTGATCATCTCGGCAGANAATCCGGTNCCTGANGANTACGAGCCGCTCANGACCTATTTCCCGATGAAGATGCGNTGTTTGTTGAAGTTCAACCTCCTTGGAAAATGTACTTTGATGGGGCTGCACATCGCGGCGGAGCTGGCGCTGGCGTGGTGTTCATCACTTCGCAAGAAGAGAT

>rnd-1_family-1092#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TTGTAGACAGTGAAGTTTTATTGATAAATCCATATTAAATTTTGGATTAAATCTTAAATTCATGATACGTTGACCAAGTCAAATTACTGGTTAATAAAGTCGGATTAATATTTAAGTCAAAATTATATGACTTAAATAAAGTCCAAATTACATTTGGGTCAGTCCATTAAGTTGACAAGACGAGCCCAACTCACGTTCTTCAAGCCCAAGGTCCTCTAAAATTACTTGGACCGAAATACCCCTAAAACCCTAGCTCACGCCTATATAAAGGGGTCTTCATAAGACCAGAAG

>rnd-1_family-1093#DNA/TcMar-Pogo ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TGANTACATCAAAATCATTGTATCTTACTAATTTATGTATCATATTTATTGAATTCACATAAAAAAA

>rnd-1_family-1094#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 2361 out of 4218 contigs )

TTTGATTGCGTGGCCCTTCCCAATGATAGATCGGGTGACGACATTCTTAAGGCAAGGCGTCACGTTGNAATTACACAGGGGAAGTCTGAGTACCCGATAGTGCGTCATTT

>rnd-1_family-1096#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTTTTATATTCTTCGAATCAGTTTCACATTCAGACAGAGTAGTAAACCAAAAAGGTTTTAATCTCCAGAAACCTCAAATACAACACTGTTTCTAGCTAACGATGAAGATTTTATCTTTTTCAAATCGTTTAGCCTTAATATTCCTGACGAAGNTTTTGTACTCTTCAAGTCGGAATATTCATTCAAACAGAGTATTTAACAAATTGGTGAAGTTTTTATATTCTTCAAACCAATGCACAATCTGATTTGTTCGTGAAGTTCTTATATTCTTCAAACCAAAGGAGTAAAAA

>rnd-1_family-1097#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

GAATCTCATAGTTTCATCACTCTTACATCGAATTTTGGATTTCACACCAAAGACGTGTTCCTCACATTGAAACAAGAATCTCATAGTTTCAGAATTTGAGCTAACTTCGAAAATACATCTGTACTAATCCGGAAAGCTTTTGGCCGCGATTTTTACATATGTTGTACGTCTNTGAGTTATGCTTCCAACGGAACAAGAATCGCATCATTTCGATGCTCCTACGCCGAGTTATCGATTTTCTNCCAAAGTCGCTCGAAGCTGAAGA

>rnd-1_family-1098#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

AACGTAGCATGGGCACTTCCCTTACGTCCCCAACGTCCCCACAACGTCCTGGGCGTAAGGATTTCGTAAAAATATGGTTAAATCGGTACCAAAATGGGTGGGGGAAGTTGAAGGGTCTTCTTGGTGTAAAACTCNAATTTGGGCATCATTTAGGGGTTATTTTGCCGAAATAATTGCATATTTANGTTCTAGGGTAGTTAATATACTCTGATCTGCTGAAATTCTGTCGAAAACGGGGGTTTT

>rnd-1_family-1099#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTGAAGCAAAAATATTTATTTAGCTACAATATTTTGTTTCAAATAATTTATTGTGGCTAAAAGGTTACTATTGCTACGATAAATTTCAACTCGTGGCAAAAATTAATAATTAGCTACGAAATTTTATTATAGCAAAAAATTTGTGGCTATATCATTTAACTATTGCCACAATTTTTTATAACTTGAAGCAAAANTATTTATTTAGCTACAATATTTTGTTTCAAATAATTTATTGTGGCTAAAAGGTTACTATTGCTACGATAANTTT

>rnd-1_family-1100#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

GAGTCATTCTTGAGGCTAACTTGTAGAGTTTTTCGCAAGGATCGTCGTGGTATAATATTTTTGGGTTGGAAGGGTCTCGTTTTTCCAGAAATTGGTGATCAAGGGGCTGCCAAGTCGTAAGTCGAGACTTATTAATGATTTTAATCGTTGGGGCTGATTTGCTATGTTTTGGGCATCTAATTGTGCTNAATTTTGGGGCACAAGTTTAGTAAGGTATTTGGGACGTTTTGACGGAGTCGATTTCGGGATTCCAANTGCGGGTCCCACANTCCCGTTTTACACCCAATTTCGGTCCGTCTCCGAAAAATATAATTTT

>rnd-1_family-1101#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

CAAGAAGAAAGCGATGACGAGACAACACGCAGTCNAAAAGAACTTATGGAAACGCTTCCACTAGTTCAAGTGCTAGCCCTTCCAACGAACTACCCAATACCACTACGGTAGACACATACCATAGGNAATGTACCAAGANACAGAGTATTTAGGCNAGACCCGGCNACAGTAACCGAAAATGGTNAGACCAATGGGNANAAGAATGCCNATAGAAGCNCCTATCAAACTTCAAGACGGGGGAGATAGAGGAAAAATATTAAATATAGCAGCACATGACCCTCAATTATGGAATTCAGTAATAGACGTATGGAAAGGAATAGTGGTAGCAGACTACATACATCATTATAGCGAAACAGACGCAGAGACNATGTATAGATACATGGAAACCTTTTTAGGAGAATCAATNAAAGGAGTATGGGAAGCATACAAACGTAGCTTACCCTCAAGAATTCCAAGAATTGGTAAATATGGGACCAAACCCGTATAATTTTACTAATAAAATACACAGCCTAATAACAGGAGAAGACCCAAATAGTGGATTAGTAGTATTACAAAAGAATGCGTTAATAAAACTAGAACAACTTAGCATTACAAATTGGTGCCATATAAAGAACTTTCTAAAAGACTATTTTTATTATTGCGCNATAAGCGGTAACGCGTTTGACCAAAGTTTAGGAAAGAAGCTTTTCAATAAACTCCCNGGAGCCCTAGGAAGAGAAATAGAAGAAAGATGGAATAAAAGAGAAGGAGTAATGCAAAATCCAAACGCTAANTGGTCTATAGGACATAAAGTACAACATGTAATGGAAATATTACAAGAAAAATGTACAAATATACAAATACAAAAACAATTAAAGCAAAACGAGACGGGTTTCTGTAAAAATATATATACAACGCAAAGTTACGATAAAACAAAGTAAACCACAAAGAAAGTATAAAAA

>rnd-1_family-1102#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TAACCCATATTTTACCCATATTTTTATGGGTTGAATATGGGTATCAACCCATATTTTACCCATGTAAAAAGTCACTCACCCAACCCATTAAAATATG

>rnd-1_family-1103#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

CCCTTCTCCTATATATAGGAGTCCTTTTCATTCATTAAAGACAATTTAGATTGATATTAATAATATTTGAGAGAGTTCTTTGAACCTTTGTGACTTGTTCTTTGAGAATTTATCTTTAAACCTTTACTAGTTTCATAGTTTAAGGTATAAAGTAATTTCTTCTTGTGATATCTTTGGTTTCTTTTTGGTATTCTTTAGAAGGTGATTAGTTTCTACATACTAATTATTGTCTTTAGTTACTCATAAAGCGGTCAAGATCCGAATCTATCGTTTTGATTCGTTTTCTCAAGTAAAGGCGTTAGATTTCTTCCATAAATCTATACGTTGTTACTTGGATCTTTTCAAGACCTTAGAACATCTAATCCTTGGAAATTCGTGGATCTTTCCTTCGAATCTCCCATATCTTTAGTTAGTTTTTGTTGTTTCTTTTCTTGTGCTTCCGCATTCTAATATTCAATTCTCTATTTGTGATCTCCTTTAACCTTGCTGTTATCA

>rnd-1_family-1104#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

AGTTCAAGATTTGCGAATCCGTTGATTCCATTTCAACTTGATCGGAATTAACGATTTGTAAATTTGTTGATTCCATTTCGACATCGTTGGCCGCGAAAGATTTCTTAATTTTATGCCTTTTGTGGAGTCTGCGGAAATTCTTAGACCATCTTGATGATGAACAACTTTTGTTTTCCATCTTTGACTTGGGCTGCAAGAATTTAGATTTGATAGGGCGCTTCATTTGGTCGTCAATGGAAGCCTATATTTCTTTCCCAGTTTATGCATATAAGT

>rnd-1_family-1066#LTR/Copia ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

AAGTCCCTNTATGGGCTTAAACAAGCNTCAAGACAGTGGAATNTNAAACTNACTGAGGC

>rnd-1_family-1105#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

GACTTCTTTGTACTTGCGGCTCAACACTTGGAGCGAAGACTTCTTTGTATGCGGAAGACTTGCGGATCACCACTGAAGAGCAAGGATTCTCTATGTATTTCTGTGTGTGTTCTTCTTTTCTTCCTCCTTTCTTCTGGTCTTATGAA

>rnd-1_family-1106#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTAATGTATAACAAAATGTGTTCATTTTGGTCTTTTACCCTAAACCTAACAAATTTATCCAAAAAAAGTGTTAAATTTAACTGTGGACCCTACGTGGCTAACAAAATTCACCATTGTTGTCTTCTTTGTTA

>rnd-1_family-1107#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

ATGTAAAGGNTGTAAANTAGGAGGAATATGGGTATCTCTACGGTAGAAAGACACTTTAAAGAATGCAAATTTAGAACAGATAATTACGGGTATAGACAAGAGGAAGACGCACAAGAAGAAAGCGATGACGAGACAACACGCAGTCNAAAAGAACTTATGGAAACGCTTCCACTAGTTCAAGTGCTAGCCCTTCCAACGAACTACCCAATACCACTACGGTAGACACATACCATAGGNAATNTACCAAGANACAGAGTATTTAGGCNAGACCCGGCNACAGTAACCGAAAATGGTNAGACCAATGGGNATAAGGATGCCNATAGAAGCNCCTATCAAACTTCAAGACGGGGGAGATAGAGGAAAAATATTAAATATAGCAGCACATGACCCTCAATTATGGAATTCAGTAATAGACGTATGGAAAGGAATAGTGGTAGCAGACTACATACATCATTATAGCGAAACAGACGCAGAGACNATGTATAGATACATGGAAACCTTTTTAGGAGAATCAATNAAAGGAGTATGGGAAGCATACAAACGTAGCTTACCCTCAAGAATTCCAAGAATTGGTAAATATGGGACCAAACCCGTATAATTTTACTAATAAAATACACAGCCTAATAACAGGAGAAGACCCAAATAGTGGATTAGTAGTATTACAAAAGAATGCGTTAATAAAACTAGAACAACTTAGCATTACAAATTGGTGCCATATAAAGAACTTTCTAAAAGACTATTTTTATTATTGCGCNATAAGCGGTAACGCGTTTGACCAAAGTTTAGGAAAGAAGCTTTTCAATAAACTCCCNGGAGCCCTAGGAAGAGAAATAGAAGAAAGATGGAATAAAAGAGA

>rnd-1_family-1108#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTTGTCAACGATTTATACAAACGAGAGGCTGACAACGATTTATACAAATGGCCTGCCAGCGAAATTATACAAATCTGAAGAGGAGCCAACGAATTATACAATTGCTTCTTTTTGTATATATGTATAGCGAAATAGACA

>rnd-1_family-1109#LTR/Copia ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTTATAATTACATTATTATTATTTTAGTAGTAATANGTATTGTAGTAGGACTCCAAGTATAGCTAGCTTAGGACTCTACAATTCTCTCCCTATATAAGGAGCATGTAACTCAACAATTTTAATCATCAATACAATCCTTGATTTCTCTA

>rnd-1_family-1110#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

AGATGAAGTTTACAATTACAGAATTACTATGGTTTATGATTTCGTTATTTTAGGAAAACTTGTTAGAGTTGATACGCAAGGATCCTGTAAATCCGTTTGGATTGTTAATTATTCATCAATTAATCCTTTAATTAAGGAAATAAGTTA

>rnd-1_family-1111#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTAGCCCACTCCTTTTCAAAAATTTCCTAAAATCTCTACAATACCAAATACAAGTCACTACCAAAATGTCCGACCAAAATTCCNCGAGTCTTGAGTTTCTCAGCCAGAAATAAAATCCTACTACCAAATCCTAAAACATTACTCTATCATCTCAGGAAAGGTAAAATTGCTGCTAAGATGGAAAAAGGCAAGGGTGTCGACGTAGAGCTGACTGAGGAGGATTTGAGGATGAAATTGCGGCGGCTCAGACAAGAGATCCGAGAAACCGGAGAAAGGAGAATAGAAGTGGAGTTCGCCACCGCAGTCGCGCGAGCAGCAAATGCGGCACTAGACGCGGAATTGGCGGCAAAGATGACAAAATGCGNTGTTATGAATGAAGAGACAGTTGCTGTGCGGAAGGAACGCGATGTCTTCAACAATGATATAACCATGAGGCTTCGGAAGCTACGTGGAAAATACTCTTTCTTCAACCAAGAGGCCAACGTCAGTGGTCCCGAAGGCACCGGACCTGAAGCTACTGAAGAAGATACCGAGGAGGAAATCGTCTATAGGCCTCCTTTCCAGGGACGNCGGAAAGAAGGGGACGAGAAGACCACCCTCGAAGCATATGAGTTTACCC

>rnd-1_family-1112#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TGTGCATGACACTAATAACGATTACCATAAATATTTCAATATTTTATCTTTATACGTAATATATCTTTTACAAAATATTATTACTCAATTAATATTTGAGTAAGACTATCATAGAGAGGTAATT

>rnd-1_family-1113#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

CAATCTCCCGTTTGAAGTACAAAAGTTTAGCCCTAAATCGCCTATCACCTCTAAGCTTCTAGGAAATAACGGATGCTCTGGGGAGAAAAGATTGTATCGGGTGTTTAATTTCTTAAAATGAAAACGGGTTGGGTTTTAATAAATGAGTGGGTTTTAATTTAATCCTGAATTAAAAACGTGGCAAGCTTAGAACGACACGTGACTATTTTAAGANCCAAATTTGACCCAGGCTGGTCCGTTAGTTTCAGGGGTATGTTTGAGCCCAAAAAAAACGTTAAGGGTATTTTTAGACCAAAAGGTTAA

>rnd-1_family-1114#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

ATTGATATATGATAAGGATGTAGATCTGATTATTTTTCCTCAAATCGTTTGAATCTGAATTTGATCATAGCTTTGGAGATAAANATTATTTTTGAACTCCGATTGATCTGAAATTCGGTAGGTTCATCGGAAACGACCTAGTAAGAAATACTCATTGTTATGAAGTGATTTGGCAATTTG

>rnd-1_family-1115#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

GTCATATTTGACTAAATANTAGTGAAGTATTAANTTCATGTGTTGGCTTAGACCTTCCTCCNTATCGGATGAAATTAATACAAGTCACTACGTATTTAATCGTCTAGTTTTGATAATCTGTATTGACTCTCCTAANCTGAGTAATATATGATTGGATCAATGTAACTAGGGATAATGATTTTCACTTGACTTAAACTAACAGTAGACTCTCCATCTGAGTTAGGTCTGTATAAGTTTATTGGAGTGAATAATCGGTCACCGTACATGTGTATTGCATGAGTAGTTCTCCAATCCCATCGATTGGCTATTCGAGATGCATGGATATAT

>rnd-1_family-1116#DNA/PIF-Harbinger ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

ATTTTTGTCATTTACCTATTTTATCCCGGGATAAGTTATCCCGGGATTACTATNCCA

>rnd-1_family-1117#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TAAAAGATACTGTAATAGATACTCTATCAAACAATACGACAAAACCTATGCAAACACTCCTATTAAATGTTTAAGATCAAACAATACGGCAACAAGGTTTTACATTCTTGACTTCTTGGTGAAGAATTGAAGTGCTTCTTCAAGAACATACTTGCGAAAGAAATATTTTAATAATAGTATA

>rnd-1_family-1118#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

GCATGTAGGAAATGGACTAGATGAGCACATGATGCATGAGTACTAAAGCTACGAAATATATAATACGTAAGCAAGTAGACTATAAGACATGTAGACATAAAAGAAAATGAACTACGGAACACAAATCACATCGAGCAAGTGCGTTATATCGCATGGATAGGTGGACTAACATGTCAATAAGTACACATATGAAATATGAGCAAGTGAGCACATGACACATGGCCAGAAAAGCTATAAGGCCTGTAATGTTTAAGCAAGTAGGCTACGAGGCATGTAATATATATAGAAATGGTTTATGATGCATATGACATGTAAACAAGTGATATGCGATTCGTATAACCCACGAGCACTAATTTTGCCCATAGCATATGATCAATTAGCCTGCAGTACCCACACAATATGGACAAGTGACATGNGGAAAGTAACCGGTGCAATAAATAACATGTAGGGAAAAGGTCCTACGAAAACATATAGCAATAAACAAGGGTGCTCCGAAGCGGATAACACTTACATGCAAGCATTCTATGACATTAGGTAACATGTGAGAAA

>rnd-1_family-1119#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTACGATGATTCTATGACAATTACAACAAAGGGACTGGAGCNTGAANTTGTTAGAATTTTGNCTTCGNACACGATTATCGATCTCTCAAACAACAGATTTGAAGGNCATATTCCAAGCATTATNGGAGATCTCGTTGGACTTCGTACCTTGAATTTATCTCATAACGGNTTGNAAGGTCATATACCANCATCACTTGGAAGTTTATCTGTACTCGAATCATTGGATCTCTCATTTAACGANNTCGGCGGAGAGATNCCACAACAACTTGCNTCCCTCACGTTTCTTGCAGTCTTAAATCTCTCTCACAATCATCTCGNNGGATGCATCCCTCAAGGACANCAATTTGATACGTTTGAGAACAATTCATACGAAGGNAATGATGGATTACGTGGATTCCCACTCTCGAAAGGTTGTGGCGGTGATGATAGGGTACCGCAAGAGACAANTCCAGTTGAGCTAGATCAAGAAGAAGAAGAAGATTCATCAATGATCANTTGGAAAGCNGCTCTCATGGGNTACGGTNGTGGACTATGTTATTGGACTATCCGTAATATACGTCATGNTCTCAACTCGAAATCCGANATGGCTTGCGAGGATCGTTGNAGAATTGGAACACAAAATTATTACGAGAANGAAAAAGCACGAGAAAAGATATTAGTGTGTAGCGACCTCCAGGTATTCAACTTGATCTTTATCCTTCAGAAGATTATTTTTTATATATCGATGTATTTTCGACCTCCTTCATCCTCAAAGCTCTTANCTTTAATTCTTCATTTTTGAAAATTGCAGGATTCAAGTCT

>rnd-1_family-1120#LTR/Copia ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TGAAGTTGGAGTTAAATCCTGTAGGGGTACAGGTCGTGGTTTTTTACACCTTTATGAGCCGGGTGTTTTCCGCGTAAAAATATTGTGTCNTTACTTACTGTCCTTACTGCTTTGTTGGAACACGTTAGGCAACCTGTTTCACACTTAGGCGAAAAGTTAAGATTAGTAAATTACTAGGTCGTGCAGACTANCA

>rnd-1_family-1121#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

CTTCAACAATGATATAACCATGAGGCTTCGGAAGCTACGTGGAAAATACTCTTTCTTCAACCAAGAGGCCAACATCAGTGGTCCCGAAGGCACCGGACCTGAAGCTACTGAAGAAGATNCCGAGGAGGAAATCGTCTATAGGCCTCCTTTCCAGGGACGNCGGAAAGAAGGGGACGAGAAGACCACCCTCCCGGCATATGAGCGGACACATAGCGTGGGGGCAAGAGTCGTGCCGTGTGCTCTCATTTACGAGCGCCTTAAGGCGTCAGGCATGCTGAAGCCCCTCGAGGGAACCACTTTCGGGTTTGGGCATGAAGGCTCNCANAAGACATGCGCCTACCACCCGGACCAAAGAGGACACACTATAGAAGAATGTGTGGAGCTTAAGGCAGCGATCCGCAACCTGATCAACGTTGGGGAGATCCCGTATATGTGGGGTGGGAACACCGTCCTTACCTGTGACCAACCGGAGCCTAGTATGCCGGTCACNGAGCACACTTTGTTTTACTGTCACTACTTCACGCCTTTCAAGAAAACGTTGCTGGATATCTACAGTCNGTTGGTTCGAAGAGGGGTCTTGGCCTCTATCAAAAAGGATGACGAAGCGATCGATCCCGTTGGAATTGAAATCTGGAAACCCTGCCCTTATCACGACGCCATAGATCACAACATTGGAAGGTGCCTCGGGTTTCGCTATGACGTGGAGTCCCTCGTCAACANGGGAAGGATCCAAGTTGAGTTTACCCCCCGTGGCTAATGCGGCAGTCAGAAGAAGAAGCTTCGGTGAAGGCACCATCTATCTTTTAGGAGCTTTATT

>rnd-1_family-1122#DNA ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 2361 out of 4218 contigs )

TTTTTTTAAAAAAATAACAATTTCTTTTTNAGAGTTTCTCTGTATTTTTGCGTGAAAAATAACCGACGAAAGTGCGTCGATTTTCTTTCTTAAAAAAATCAATGACAACCCAACGAAGTCTATCGAGTTTCAACATTTTTTTGTAGTGTTATTAATTAGCAATGAACATGAGTTTTTTTTTACTCGTATTTAGTTGAATGAAAAATTAGAAAGCTGATATTTGAGTTAGTCCAAATAGACTAGATATGAAAAAA

>rnd-1_family-1123#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

GTTCAAGAAAGTCATTAGGTACCCACTTAAATGACCAATAAATTATATCGTTTTTTAGGGTAAATAATCGACTTAGAATTTTAGATCGATATACAATCTATAGGTATAATCATTGCGAAATTTATTTAACAACTTTGAGAGATAAATTTTGTTATTTAACTGCATATTTTTTCGTCGCTAACACCATTAAAGTTACAATTTCAAAAGGTAAGTTCATTTTCTTCTTTTTATCTACTAAAAATAGAAATTAGCGACGAACAAATTATGTAGTTAAACAAAAAAATTTATTTCTCATATTTATCGATTAATTAATAAGATATTATAAGTCACGAGATATTTAGTGACAGATTAGCGATGAAGTTCGTAACTAATTTCATTTTATTTTTCTATTAGTATTAATATCTAATATAGTGGTGGAGTGGTAAGTACTCCTTCATCCTTAACCAAAAGGTCTCGGGTTCGAGCTCCCTTGGGTACGGAGTCGCCTTTGTTAGGGAGCGTTTTACCCCCAATGTGGGACTTTCCGACGCGAATCCGGATTAGTCGGACTCCAATGTGGGTACCGGACACCGNGTGGAAAAAAATAAAA

>rnd-1_family-1124#LTR/Copia ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

TTTTTGGTGCTATCTTGTAGTTGTGTTGCTCATTGTTTGGCACTTTGTTGGTGGCCATTTTGGAGAACACTTTTGTAACTCTTGTTGATTATAGTGGAGCTTTGGCCTTGTGGTTTTTACTCTTCACACCGAAGAGGTTTTCCACGTTAAATTTGGTGTCTCGTGTGTTGATTTATTTTCTTGCTTGGTTGATTTGTTTGCTGCCCAAACTATTTTATTCTTGCATTATTTTGTCTTCTCTTGGTTCAAATAGAAGGGAAAGTTTTGACTTGGGTTTTCTTCCGCTATCGCCCTGTCGTGCACATTTATTTTGTGCTTGCCTTTCCCAACAAAGTGGT

>rnd-1_family-1125#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

CCCAGAACTACGTTGTGACTTGATCCTCTTCACTGAGGTACGTAGGCGCTTAGAATATATCCTAAGTTCAGTCGCATGAGTGTCAAAAAACCACATGTTCCCACTTGATCTGTCACATGAAAGTTAAAGCTATGAGTAATCTTTCATCAAACTTCAAACTTGCACCAAATGGTGGTGAC

>rnd-1_family-1126#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

TAGGAACTACCATACATATATCATTTGCAGCAATTGGCACACTTATCCCTAAGTTTTATAACCATGAAAAGAATACAAATGTTATTAGTACTTATTCGGGGTTGTTGGCACATACCATATAAAAGCCAAATATTAACATACTCGGGATGATATATGGTGAGAATTTGGGCCTTGTCAGCCAATTAGGGGTATCTCTAGTAACACTATTGCACTGATACATCCACCTATCAAATTGTGCCACTGCCTTCTTCCAACTAAAAGAAACTGGTTCAACAACATCAATTTCGAGAACATGTGTAACGCTGAAAATTCTATGTATATCACAGACTAAGAACGAGTGTCCTCTATAGGAATAGATCCTATAAATATGGAGGAAATATAGAACTCAAGAGTTGGTTACATCCTCCTAAGAAGATGTGCTTGGAAATGCTACAGCTCATATATGTAACTAGGTAACCAATCATTTTTTAAGCATATGGATAACCATACTATATCTTTCTCAATTGAACCAACGTGATACAAATGGTACAAATGCAACTTNAGATGCAAATAACATAAAAGCCTTTACATACCTCGTGGAGTGGGACGGTCGAATAAAATGAGCTCAATCTAGTCTAAATTTTGGTAACTTNAGATCCTTTTCTGTAGGTTGCATGTTGACATTTTAGCTACCGTTAACCTTAACCATAGTAAGCATAATATGAATAACATGATCAGGTACAAGTG

>rnd-1_family-1127#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

AACCATCCAAGCTTGAAGCAAGCAANCAAGCAAGTTGTAAAGCATTCTTCCAAGCAATACAAAGCCTTCTTCCAAAGCTCTCTAAGTCTTTCCTTTCATTCTCTT

>rnd-1_family-1128#DNA/CMC-EnSpm ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

AATTTGCCAAATTCATATTATGAGGCAAAGAAGATAATTAAAGATCTTGGGCTTGANTATGANAAGATTCATGCTTGTCCTAATGATTGCATGTTNTATCGGAAGGACGATAAGGANGNCGANNNTTGCAANGTTTGTGGNGCTTCTAGATGGAAAA

>rnd-1_family-1129#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

AAGACCCTCACCTCAAGAAACTCAAAACCTCCATTGTTAAAGAATGAAGCTAAAACCTCAAGAACTNCTCAAGAATCTTTTA

>rnd-1_family-1130#LTR/Gypsy ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

AGCAAATGTAGTAGCTGATGCGTTAAGTCGTAAAATAATGGCAAGCACTTATGGGCAGTCCGTGGAAAGACAAGGAATAACTAAGGATCTACGTCAACTAG

>rnd-1_family-1131#LTR/Caulimovirus ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

AGGCAGTTCCTCTCAATAGAGATNTACAGGAACTTATTTTATGGAAAATTATAGACGGAATGGTGATGGATATCGTCGATGATTACATGATTGAACAAGAGCTTTATGAAAGATTTTATTGT

>rnd-1_family-1132#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

GCCCAAGTCAAAGATGGAAAACAAAAGTTGTTCATCATCAAGATGGTCTAAGAATTTCCGCAGACTCCACAAAAGGCATAAAATTAAGAAATCTTTCGCGGCCAACGATGTCGAAATGGAATCAACAAATTTACAAATCGTTAATTCCGATCAAGTTGAAATGGAATCAACGGATTCGCAAATCTTGAACTCCAGCGAATTTGAAGTTAATCCTACCTCACTGAATTCTGATGTCATCGCTATTAGAAAAAATGACAACGGTTACAAGAGCGAAGATGATGATATCGAGCTGCAACAAATTCTCTGAATCGGTAATCA

>rnd-1_family-1133#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

ATGTATCTTCTATCTAGGTAACCTTTCTATTCCCCTCTTTTTTCTTGTTGTTATCAAGACCAAATATCAAGACTTGAATCAATACTAAAATGACTTCTCTGTCTAACAAAGGTTCACAAAGTTGTTCCCGGGTGCGCCATTATAACTCGTTAGGGTTGAAGAGTTGATACCTTTTTCTTGCCTCATACACTTAGCAACCNCTCTTTCATAACCACCTATCTCACTCCTCTATAGCATCCTCATATCACCCCTACTCCTATGTTTAGGGAATTTGACGTATCCCATCTCTTTCTAACTAGAAGCTCTACGTACATATTCGGCCCGTGTCATTCAAGCTTCATTCTCACATGCTTCCTATCTAACAAGTACCTTTTAATCAAAACTAGTAGCTTCATGTACTCTAATCCCACTATGTACAACCTGACTAATCACAACTTAGGTCTAACCAATCAATTTTCCTTTTGTTAACCTTACCCTTTAGTCACATACTAATCCTCTATAGCCAAAACATAGATCATAATAGGAACTACCATACATATATCATTTGCAGCAATTGGCACACTTATCCCTAAGTTTTATAACCATGAAAAGAATACAAATGTTATTAGTACTTATTCGGGGTGGTTGGCACATACCATATAAAAGCCAACTATTAACATACTCGGGATGATATATGGTGAGAATTTGGGCCTTGTCAGCCAATTAGGGGTATCTCTAGTAACACTATTGCACTGATACATCCACCTATCAAATTGTGCCACTGCCTTCTTCCAACTAAAAGAAACTGGTTCAACAACATCAATTTCGAGAACATGTGTAACGCTGAAAATTCTATGTATATCACAGACTAAGAACGAGTGTCCTCTATAGGAATAGATCCTATAAGTATGGAGGAAATATAGAACTCAAGAGTTGGTTACATCCTCCTAAGAAGATGTGCCTGGAAATGCTACAGCTCATATATGTAACTAGGTAACCNATCATTTTTTAAGCATATACTATATCTTTCTCAATTGAACCAACGTGATACAAATGGTACAAATGCAACTTAAAATGCAAATAACATAAAAGCCTTTACATACCTCGTGGAGTGGGACGGTCGAATAAAATGAGCTCAATCTAGTCTAAATTTTGGTAACTTNAGATCCTTTTT

>rnd-1_family-1134#LTR/Gypsy ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

TGATCTTAGGCGTATTTATATGCCTAGGAACCAAATAACGCCCGCATTTAAGCCAAGTTTGAATTCAATNTGTGTTTGTTTATAGTCTTATCGAGTCNTTTGATTGTATATGNGCTAACCAACATGATTAGTTGTGTAGGTGAGCTTAAATGGAGAAACGAGCACNAAAATGGGCANTGGGGAACACAAAAGATCCGAGTCGAAAAGAAGCAAGGAAGAAGAAGGAAGAAATGAATTCCAAGGCATNTCCGTATCCTCTCCGCGTCGCGGAGAGG

>rnd-1_family-1135#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

GTCTTCCGCATACAAAGAAGTCTTCGCTCCAAGTGTTGAGCCGCAAGTATTCCGTCAAATCAAGAACATCCGTGGAGAGAAGAATCAGGGGATTACATATCTTTTCTTAAGAGATTTTATAAAGATTGTAACCTTCGCATAAATTCAAATACAAATATTATTGTTTGCTTGCTATTTTCCTTTCCTGTTTGCTGTATTTCAGGANCGAAACTTTAGACGCTTACA

>rnd-1_family-1136#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

AAAAAAACACTAAATTTTTTACATTTCACAACAGTAAACATAATATGATATCAACAGTTAACAAAATATGACTCCACCTTCAATTAATCGACAGTTTGATCATTTTTGTTTCATTTCGNTATCATTCNAAAACAAACGNTAAACAATAATAAATACTAACCCGAAGGATCCCATCTTCCACCATGTTTGATTAANATTGATACGTAGTCGTCCATCACAACAAAATCAAGATTTTTCAAAGANGAAAAAACTTCAATTACTCGAATGTGGGAATTTTTTTTGNNGAAAATTGAAGAGAGAAACGTTG

>rnd-1_family-1137#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

AATTATATATGGAAGGGGTTTGCTGATGTGAAATTCAAGAGGTCTAAAGTTACGTGCAGTACATGTCGTCGGGAGGGACACAACAGGAAGACATGTTCAAATTACCCTGTGCAAAACTAATGACTGTTTATTTGTTTAGACTATATATAATTTGGTTGTTTTATTTTGCAAACTCGTTTAGATTAATGTTTTGTTTTGATATGAAACATAATTGGTTTGAAGTGCATTATAAACTTAGTGTTTAATATACCGTTCATTCTTTATACACCGTTCATTCATTAATCATACAGATTGCATACTGTTAA

>rnd-1_family-1138#DNA/hAT-Tip100 ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

GAACTCCTTCATTCAAATGGACACCCATTACCACTGCGCCAAAGGCATAACTTTTGTCAAGGGTGTCCAACTTTAAATATATATCCTTTAAATGTAGAATTTGACATATATACAACGTAATTTTCCGACGAA

>rnd-1_family-1139#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

GTACGAGACCATTAGCNATCCANAGNTGAATAACTTGTTCTTTCCCAAATNGATAATCTTTTGGAAATATTGCACAATAGGCAAAACATCGCTTCAAATGTGGAGGAAGATCATCGTAGCTCAACATCAGCGCTGGTAAGATNCCATTCGTCTNGCGGCTCCCATATTTCACTTCTCAAAATACGTTTCCACTCTTCNACCTCTGATTTGGAGCGTAANATGCCAGCGAGCGTCTTCAGAGCTAAAGGCANTCCTTCGCACTTNTCCGCAATTTGTTTTCCGACCTCTTCAAGTTCCGGATGTCCCTCAGGATCCNTGTTTTCAAATGCACGTCGTTTGAATAAAGNCCAAGAGGCTTCANTAGACAAANTGCCCACGCTGATTTGCTCATTTCCCATCATCAAGGCAACACTCCCTTTTCTCGNGTCGTCACAATGATCCTACTTCCTATATCTCCTTGTACGAAAAGGTCTTNTCAACTCATCCCACTCGTTGTAGTTGTCATCCCACACGTCATCTAAGACAATAAGANACCTCTTTCCCTTTAAGCTTTCCTTCAATTTGACTTGAAGCTGATTAAGATTGTCATCAACCTT

>rnd-1_family-1095#LTR/Copia ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 2361 out of 4218 contigs )

TTTGCAGGTATACTTGCTTGTNACTCTTCTATTACTGANATAGGCGANCTNTCNTGTAGATGTTCTAAATTAACCGCTGACTCNTGGATNNTAGACTCNGGAGCCTCANATCACATGACCTTTAACAAANCCACNCTTACAAACATCANAACACTACCTTACCCTTTCCTNGTTACCTTACCTAATGGNTATAAAGTTAAAGTGACNGAAATTGGNGATGTACGTTTGAATCCAACTCTAACNTTGCANAAAGTNCTGTTTGTNCCTAGTTTCAAATNCAATCTGATCTCNGTTCATTGCCTAGCATTACAACTCAAATGTATCGTCAGTTTTACTAACTCTTCNTGTCTGCTGCAGGNCCCTTCACTGAAGAGGCCTCTGGAGCTTGGTAGAGCGNANGATGGNCTNTATTTCTTNTG

>rnd-1_family-1141#LTR/Gypsy ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

AGAAGGCTGTTGCCTTGGTGCCAAGAGAAACTCTCGCCCGACCAAAGTTTGTGATTGAAACGGCTGTTACCCAGGGTATGACTAGATCCGGCAGGTGCTACGCACCGGAAGAGTTAGCTCAAGGAGGGCAGAAGAAGGACCAANCAAAAGGCCGATCAGCGAAGCCGAAGCCGAGGAGTTCTGGAGAAAA

>rnd-1_family-1142#LTR/Gypsy ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

GTTGACACCCAATTTTGACCGACCTATAACCCTTTCGGAAATGCTATTCGATTAAATACGTATTTTT

>rnd-1_family-1143#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

AAGAAGAAACAATTGAATGATATGGAGAATTTTAGTCAAAATTTGACATGATTTCTGACGTGGCGNTGACGTGGCGCTGATGTGGCGGCGAGTGTAATACACCNCCCATTGTGAGAGTGGTGTTACA

>rnd-1_family-1144#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

AGTCTCCAAAAATCAGACACAATCAAATTTCACACGGAGTAGAAAACTACAAAAGTTTTTTTTTCCTCCTCTAAACAGAATACATATTAATAATAATAAAGATATATTCTGAGATCATCACATAATGACCATCTATCCTAACATTTATGAAATAAATCTCATAACTTATAAAGGATAGAAAAAAAATAATAATCAAGGGAAATAAAGATAGAACCTGATTTTTACTCCCATTGAATCATATTCTATCTGTCAGCAATGATTCCATGCAAGTCACTTTTCTTGCTAATTTTTTCCTTCTTTCCCAGTTTCCATCATATTCCAATTTTCCTTAGAAGACATTGAATTTCAACGAGAAACTAAACTCATGTTCAAATATTGTTAGGAGACAACATCTGTTCATTTACTTCTTCTCATAGTTATATAAAACCAAGAATATAGGAAAAATAATTAAAGTGCACATCTTAGCCTTTATGCACAAAATAACTTTTCTCATTGAAAAGAAAACTGAAGGGGTGCAATGCTTGAATGCACTTGGGAAGAAAATAAAAATAATCTTACCCATCCAAGGAAAACTTACTACAAAAAATATACTCGAACATATTAAAGTAGTACTAATTCATCCCAAATCTCTTTTATCATATGATAAAATAATTCTCTTTTTTCTTCTTTTTTTT

>rnd-1_family-1145#LINE/L1 ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

CAATCCACNCCNATNTTCATTTGTTGGAACTTGTGGAAGAATAGGTGCGCTGCAAAGTATGGAGGCAAGCAGTCCAACGTCGCAAGAGTCAAACAT

>rnd-1_family-1146#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

CCACTNATATTACCCAAACATTGCGGAATTGCTCCCTTCAAATTGTTTCTNCCCAAATCTAGNACTTCCAGTGATGTCAGATTGCAGATAGATGAAGGAATCTCTCCACTGAGATTATT

>rnd-1_family-1147#LTR/Copia ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

GGTGTTCATCTTGGCGGGTGTAGTTCTAGCCGCAACCTTTTTGACAGTAATGAAGATTTTTGTTGGAGAAATTGTTTCAGAGAGGTTCTCTGTGTCGAGACGTAGATTTGATGGAGGAGATTATGGAGAGGAGATGCAAGATNCTGAAGATTATGTGAAGAAGGTGGACAAATTTATTTTGTCAGAAATTCAGGCCAAGGGGGAGATTTGTTGGGTTTTATTTGCCCTGANTT

>rnd-1_family-1148#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

TTGAACTTTCCTCTTAAACTCACTTTAGTTTGGAATGTAAATTAAGACATGTGATTAGGACATGTAGGA

>rnd-1_family-1149#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

GGGGACGGGACGGGACGGGGGACGCCTTGGCCGGGATTCCGGGGGGACCGGGATTGGGGGGATAAAAATTCGTCCCGTCCCGTCCCACTATATATACGGGATGGGACGGGGTTTGGCGGGACGGGA

>rnd-1_family-1150#DNA/hAT-Tip100 ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

CAGGGGCGGATCTATGAAGGGCNGTGGGGGTGCCACGCCACCCCCGAACTTCGACGGAAACTCTATATATACATAGGTATATATACATAATATTTATATAAATATAAAGCGTGCCACCCACAGAACAAAATAGGCTTGTGGTGCCACGGTAGGAGGGCAACTTTAGAAGGCTGAGGTCGCGGGTTCGAATCCCGTTTGAACCTATTTTTTTGAGAAATTG

>rnd-1_family-1152#LTR/Gypsy ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

GAGGAGAGGAGATGAGAGGTAGTCATGACCANGGTGGGGGAGATCGTGGCAAAGNCGAGGAGCAGCGGCCACATCCCAAGAATCATGATACCTACAAGTCCGATGGCAAGAAGTCTGGACGTCACGGCGACGCGGAGAGGAAGGCAGAGACTGCCAACAAAGGTGGTTGCTACATATGCGGTGGGCCGCACGGCTATGCAAAGTGCCCTGAACTGAAGAGCCTTGGTGCCATCCTGCGAGAGCGGAAGGAGAAAGACGCACAGGAGCAAGGACAAGGCGCAGGGACGACGCAGTTGGGCTTGATAGGACTATGCGGAGCNATCACGAAGCAGCCAGAGAAGCCAAGAGGATACGGCGCGCAGTATGTCGACGTCACGATCAATGGAAGACCCGCTCGTGCTATGGTCGACACGGGTGCAGAGGCCAATNTCGTGACCAAGACGGCAGCGACGAGGTTGGGGCTGAGTTACGGTCCAAGTAACGCCCAACTCAGGACGGTCAATGCACCNCCGACTCCCGTGCGCGGAGTCGCGCATGGAGTAAGCATCACGCTAGGCGAGTGGCAAGGTAAGACCAACTTCACCGTCGCTCCTNTAGACGTCTTCGACATAATTCTNGGGCAGGAGTTCTTCCAGNAGTGCCACGCGGTGATCGACCCTTACCTCCAACGACTTCTAGTCATGGAGCAAGGAGGATCATGCATGGTGCCCCTGGTTAAGGTACCGAAGACGGAAGGACAAGTCCGTCTAACGGCCATGCAGCTCGTNAGAGGCCCTAAGAAGGAGGAGCCGACGTTCATAGCCGCCATTGCGAGTTCGGAAGAAGACAATGGTGCAAAAGGGTCCCTGCCACCACGCACGAAGAAGGTTCTNGAAGAGAACAANGACGTGATGCCGAAGAAGCCGCCGAGGCGCTTGCCTCCTAGGAAGGAGGTNGATCATAAGACCGAGCTGAAAGAGATATGGAAGNCGNTGAAGGCGTTGCGCGAGGGCCTTGATCGAGTCAATGGACTATTGGTCGCG

>rnd-1_family-1153#LTR/Copia ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

GGTATTTTTGTGGGAAAGGGGTATGCTTGTGATGGGATGTTCAAACTGAATGTTGAAATGAATAAAGTTTCTACTTCTGTTTACATGCTTTCTTCTACTAATTTTTGGCATGCTCGTTTGTGTCATATTAATGATCGTTATGTTGGAATCATGAGTAGTTTAGGATTAATCCCAATGGTTAAAAAGAATTTTGAAAAGTGTGAGGCTTGTAGTAAAGCCAAAATCACTAAAAGGCCTCATTTTCAAGTTGAAAGAAAAACCGATTTGTTAGAATTAGTTCATACTGATATTTGTGAACTTGGTGGAATTTTAACTCGTGGAGGNAATAGATATTTTATCACTTTCATTGACGATTTTTCTAAGTTTACGTATGTTTACTTGATGAAAAATAAAAGTGATGCTTTTGAAAATTTTAAAACTTATCTCCATGAGGTTGAAAATCAGTTTGGAAGAAAAATAAAAAGAATTAGAAGTGATAGAGGCCGTGAATATGAGTCAAATGAGTTTAATTCTTTTGTTAGATCATTGGGAATAATTCATGAAACTACTCCTCCTTACTCTC

>rnd-1_family-1154#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

TTATGCTAATGTGAAAGCATGTTTCTCTCGAAACGGTGATATGTGGTGATGATGGACTATGANGAGTCTCTATAAGATGATGTTGTAGCTCGTATGCTAGACTTGGGTGTCTCTTCTTGTGTCATGAAA

>rnd-1_family-1155#LINE/L1 ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

TTTGTNAAAGGGAGAAATATCACTGAAAATGTNTTATCGGCCCAGGAAATTATTANNGATATNAGNAAAAGAGGTAAGCCAGCTAATGTNGTNNTCAAGCTGGATATGGCAAAAGCTTATGACAGGGTNGATTGGAGTTTTTTGATNAAAGTGTTGGAAAAAATGGGCTTCGATGNTAGTGTTATAGATATGATNTGGAGACTANTNGCTAATAATTGGTACTCTGTACTGATTAATGGNCAAGCTTATGGTTTTTTTCACTCTACTAGGGGGGTNAAGCAAGGAGATCCCTTATCTCCCGCTTTATTCATTCTTATCTG

>rnd-1_family-1156#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

TGGGTTTTTGAATGCTGTTGGGTTATTCATGAATGTTGTTTTCTGGGTTTTTGAATGTTGGGTTATTCATGAATGTTGTTTTCTGGGTTTTTGAATG

>rnd-1_family-1157#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

CTTTTGGTAATGCAAAATTGAACTTGTGCACGANCCTTGCTAATGCTAGCTCATTCACGATAATAGCAAAAGGCATTCCTGGGCANATCCTTCTTCCNGCACCAAACGGAATNAACTCAAAGTNNTTNCCTTTAAAATCAATATNACTGTTCAAGAACCTCTCTGGCTTAAANTCCTCAGGGTCGTCCCAANNTTCAGGGTCTCTTCCGATTGCCCANGCATTAACNANNACTTGAGTTTTAGGAGGNATGTCGTATCCATCAATTTTACGTCTTCCCTCGATTCNCGAGGAANTAGAAGNGGAGCCGGNGGATGTAGCCTTAGCGTTTCTTTGATCACTGCTTTAAGATANTGCAACTTTTCGAGTCATCCTCTGTCATCTCTGTTTTCCCTCGGCCTAATTCTCGCGCTTCNTCCTGTGACTTTTTCATNACTCTTGGATTCCTCANCAGCTCTGCCATTGCCCACTCCA

>rnd-1_family-1158#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

GATGTCAACAATGCNTTCCTNCANGGAGATTTGNATGAAGAAGTTTATATG

>rnd-1_family-1159#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

TTTTTGGATATGTCGTAGTACTACGAGTCTAGTTTCTNCAGAATCAAGCCGCTCGTCGTTTGAACGCTCCTACACCAAGAAAANGACGTTTTGGCGAGACTGCACA

>rnd-1_family-1160#DNA/hAT-Ac ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 2361 out of 4218 contigs )

TTGGAAATTGGAGCTTCAAAATTCAACTTTCAATTTTCGGCTTTCGGTCATACACGTCTACTTTTTTAAGTAGACGTTTGGTACATTCGTTCCAACTCACTTTTCATTTAGTTATTTATTTGTTTGCATTTAATTATTTATTTTGTGAGTAATTAGTCTCTAGTCTCTACTTATTTAGTTATTTATTTGTTTAAAACTTTGCATTACATTTTCGTATTATATATAATTTACTCACTTTTTATATTTGAATATGGATTCCGGTAAAAACAATGTTGACAAGGGTAAAACAACCATAGTTGATTCGATCACTAATTTATGGANCTCAAAATCCAAGAAAAATAAAAAAACCGGTAGTACTTCTAAATCTAAAACTAAAAAAACTTCTCAATTAAGAATAAATACGGATGATTATACGCATGTTGATGAAACTGTTTTTAATATTGATAGTAATAGTGGATTAGATCCTTATCATGAACATTTACAAAGAAGGTTTGGTAATTTTGATGAGGAATTACCTGAAGATGATGAACATGATAATGTTAATGATTATATTGATAGTTTTGATAATAATGTTGATGA

>rnd-1_family-1161#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

ATGAGATGAAGGANAACATCGAAATGCTGAATGAAGCGTCNACCTCNAACTCCATGACTATTCAGCTGCAGGATGCTCAGATCGCCCATTTGATGACAGGTC

>rnd-1_family-1162#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TTTTTGGAAAAGAAGCNGTNTTCTCGTTGGCAGCAGCGGTGGGAAAACCNTTACAAGTNGACATGGCNACGAANAACAAAACNAGACCTAGTTGTGCTAGGGTGAAGGTGGAAGTGGA

>rnd-1_family-1164#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AGGGAGGCTGAAACCTTAGAGTTCAATGGAAGAGAGAACTCCGATCTCTTGCTTTTTGCTGAAATATGACTTACTGATTTATTCATCAAAAGCCCCTTTAAATAGGAGTCTTATTACATCAATAGGAAGTCTAATTCTTATGAAAGTAGGAGACCTAAATCCTATTCCAAACTAATAACTATAACTTAACCTAATCCTTATGAAACTATGAAACATAAACCCTATTCTAGAATAATAAATAAAGCTACTAAAAATATAATTAAATACTTAATTTAATGGCTTCCAA

>rnd-1_family-1165#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AAAAAAATATAGAATTTATACCTTTATGTGTATGACATATATATGTATGTACCTTGTATTTTGAACCTGTTGGCATATCTAAAATCTTGAAATAGCATGTTAAGAGATTAAAATGTTTTAGCAATATTTGA

>rnd-1_family-1166#DNA/CMC-EnSpm ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

CACTACAACAAATTCGATTATCAGGGACAAATAATTTCGTCATCTATAAATCATATTTCGTCACTAAAAANTTTGTGTGACGAAAAANANTTCGTCAATCAGTCGTCACTAAACGTGTGTCGCTAAAAGTATACAAAGACGATTTAGTGCTTCGTCGCTAAAANTANTATATTAACTACAAAAAGAAAAATCGTCCCCAAATGCATAAACATTTGTGACGAATTTATTTGTCGTAAAAAGTATAACTTTTTTTGTAGTTAATAGTATGTTTTGTCACTAAAAAGGTTATTACTACCGACAAAACTATATCGTCGCTAATTATTTAGTTCAATCAGTGACGACGTCAATTGTCTCTAAAGTTATATGTATTTCGTAGTTGAACAAAATATAATTTCGTCACTAANGACTATNTTTTATATACAAAAAATTATTTTGTCCTTAAATGTATNAATTAGGGACAAATTTATTATTATA

>rnd-1_family-1167#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

GTTAATGAATCGGTAGGGGCTTCTAACATGGTTCAAGGAACATTAGATCCTTCTAACCCCGGTGGTCCACTAACACAACGTAAATATAATAAGGAAAGAGAT

>rnd-1_family-1168#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

CTTTCTCNTTCTCGTAATAATTTTGTGTTCCAATTCTNCAACGATCCTCGCAAGCCATNTCGGATATCGAGTTGAGANCATGACGTATATTACGGATAGTCCAATANNTAGTCCACNACCGTAGCCCATGAGAGCNGCTTNCCAANTGATCATTGGTGAATCTTCTTCTTCTTCTTGATCTAGCTCAACTGGAATTGTCTCTTGTGGTACCCTATCATCACCGCCACAACCTTTTGAGAGTGGGAATCCACGTAATCCATCATTNCCTTCGTATGAATTGTTCTCAAACGTATCAAATTGNTNTCCTTGAGGGATGCATCCNNCGAGATGATTGTGAGAGAGATTTAAGACTGCAAGAAACGTGAGGGANGCAAGTTGTTGTGGNATCTCTCCGAAGCTGATTTTGTTAGATGAGAGATCCAATGATTCGAGTACAGATAAATTTCGCAAGTGATGNTGGTATATGACCTTCCAAGCCATTATGAGATAAATTCAAGGTACGAAGTCCAACGAGATCTCCNATAATGCTTGGAATATGNCCTTCAAATCTGTTGTTTGAGAGATCGATAATCGTGTNCGAAGNCAAAATTCTAACACAATTCAAGCTCCAGTCCCTTTGTTGTAACTGTCACCGAATCATCGTAAT

>rnd-1_family-1169#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TGTTGGTAAGAAAGGGCAAGTGAAGTACTTCANCCTGNCGCNCCTATCATCCTGGCCGACATNTACCGNGCTTTGGGTAAATGCAAAGANGGGCATCGTTNCTTTCAAGGNTGCAACCTCCTNCTNCAATGGTGGATGNCGAGNCACCTGGTGAAGACACACGGGACTCAAAAACTAGAAATCGNCCGAACACGAAAGAAAGCCACCTCGACCGTTTGAACGAGTTTCGTTTCGGCATCGACAGGTTTAGAAGATCCGCAGCACTAGAGGAAGCATGGGCTCAAGTTTTCCGCGANTTGAGAGAAGAAAATGTNCAATGGATGTTCCANCGTTTCGTGTCAGAAAGACGCCATAGTTATTCGGGGGGCTAAGTGTCCTTTCCTAATCCTTCCTGGCATTAGAGGGATACGACCNTACGNTCCTAGCAGGGTAATGCGGCAGTTCGGNAGAAGACAGATTCTACCTTTCAAAGGAGACACTAGCCGCTACGTCTTCGACTACAACGGGTGCGACAAGATACCTTACGCCAAGGATATTCGTCAAGAATGGGCTGGACGGGTCAACCTAAAGGAGAGCATGGCCGAAAACAGATATGAAGCCGGGTATGTGGATGAATACAAAAAATGGTTGCAGGATGATCTACGTGGTACACTCGACCCGACGCCACGCACGGGCCGACAGATTGAAGATGTCCAAGTAAGGCTCCAAATCCAAGCCTACCATTTTCAGCAGGAATGGGACCGAAGAGAGCAAGAGTTTCAACGTAGGGAGCAAGAATACCTGCGTAGGGAACAAGAGTTCCAGCATCGAGAATATGAAAGCCAAAGGGCCTTAGCCTTTGCCACGCAAGAGTTAGC

>rnd-1_family-1170#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TAATCAACTTACCAATGAACCAAGAGAGCGTGAGTTGCNATTCTTCAATTCTTTGGCGGACTGTAGGATGTTGCAATATCTAGANGTGGGTTACAATCCGTTGAATGGCGTTCTGCCCGATTCTATTGGGAATCTTTCATCTACTATTGAANACTTTAATATAGGAGATGCACACATCAATGGCCTCATCCCCACAGGTATAGGCAACATGAGCGGTCTNACGNCCCTAGNCCTTCGAGGAAACAACTTGACGGGAAGTATTCCTTCTGAGGTTGGTAAGCTTAAACAACTCCAAGGGCTGTATCTAAATAACAATAAATTGCAGGGACATATTCCAGAGGCGGTATGCCATTTATCTAATTTGGTTCGATTATNTCTGCATGGTAATGAGCTCTCTGGATTAATTCCAGAATGCTTAGGAAATCTTAGCATGCTACAAAAGCTTTATTTGGGTTCTAATAAATTTTCATCAAAATTTCCGTCGAGCCTTTGGAAGATGAGTGGTCTTCTCTATCTAAGCGTGTCACGAAATTCNATAGAGGGAGAAGTTCCATCGGATATTGGAGGACTGAAAGCCATTGTAGAACTAGATCTTTCCGGTAACCACTTTTCAGGCGTGATACCAAGCAGATTCGGGGAACTCCAAAACCTGCAGTATCTTGACCTGTCAAACAACTCATTTTCTGGTTCAAATTCCATTATCCTTTGCCAACTTGATAAGCTTGGAATNCTTGGATTTGTCTTTAAATGCGTTGTCAGGTACTATTCCTAAGTCTTTGGAAAAACTCTCATACCTTAAAAGCATCAATGTTTCATTTAATGATTTAGAAGGTGAAATACCCAGTGGTGGTGTGTTTGCAAATTCCACTCTGCAATCATTTCTTGGGAACAAAGGTCTATGCGGAATGCACATATTGGAGATTCCTGCTTGTGCTATCACTAATCCTGGAAAACAATCAAAGCCTAAGGAGGTTGTGCTAAAAATTGTTACTCCAGTGGTTATTGCATCCTTTCTGATATTCTTGTTGGTTTCAATTTGGATAATGAAACGACAGAAGAAAGGAAAGTCCAAAGATGTTGAAAAGGTACCGGAGATCAGGACTCATCAATTGGTTTCTTATCACGAGATTCAACGAGCAACAAATAATTTCGATGAATCCAATTTAATTGGTGCGGGAAGTTCTGGCTCTGTGTACAAAGGCACATTATCTAGTGGAACCGCGGTGGCAATAAAGGTTCTNGATTTGNAAAATGAGGAAGTATGCAAGAGGTTTGATACCGAATGTGAAGTGATGAGAAATGTTAGACACAGAAATCTTGTTCCAGTGATTACTACNTGTTCTAGTGACTATATAAGAGCCTTTGTTCTGCAATATATGCCCAATGGAAGTCTTGAGAATTGGTTGTACAAAGAAGATCGCCACTTGAACCTTCTTCAAAGAGTCACCGTAATGCTTGATGCGGCTATGGCAATTGAATATCTACACCATGGTCATGNCACNCCGATAGTTCATTGCGACCTAAAGCCAGCCAACGTTCTNTTGGATGAAGATATGGTGGCTCATGTCGGTGATTTTGGCATCTCTAAAATTTTAGCTGTAAGCAAGTCCATGGCNCATACCGAGACATTGGGCACTCTTGGNTACATTGCACCAGGTA

>rnd-1_family-1171#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TGGTTGTTGGCGTCTAGGAATTAGAGTTTATAATTCCTTAGGTTACATAGGTTTGTAATCTTT

>rnd-1_family-1172#LTR/Copia ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TCTCCCTATATAAGGAGCATGTAACTCAACAATTTTAATCATCAATACAATCCTTGATTTCTCTAATCCTAGACGTGAGATTTCTACA

>rnd-1_family-1173#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

CCTTTTGAAGATCGCCTCGCCNCGCCGNTAATAGGCGACGAAGGCCTCGCCTCGCCTCTCGCCATTGGCGACGAGGCGATCGCCTTTCACAACAC

>rnd-1_family-1174#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AATTAAAACAATACGATCTACATTCTTATCACATATCAATTCATGTTAANTCATCACGTGTAATCATGTNCCACATNTAACATAAACANAACCGACATAAAGGATGATCTTATCATACTCAAATCANATTTTAATCCGACAAACTACCTAAAACCATCTAAACGATTTTCGNTGGAACCATCAAATTTCAAGTCAATCGGAGATCATAAAATTCATGACCACCTNAACTATGACCAAATTCGAAAAATAATCGTTTTAGGCATAGTTAAAGATTAAAATAACTTGATTCACATTTTCATTCTCTTTT

>rnd-1_family-1175#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TAATTAGATCCATCAATCTCCANAGGCTTTGCATCCAACTGTAGCCTCATGGCCCATTTGACGCNTGGGGACTNGATGTTGTTGGACCNCTNCCAAAGTCTTCCGGNGGACAANTGTACATCTTGGAGTAATCACTCTAAGATCACTCAAATGAGTATAAAAAACAAGATTTGGTGGCATTGCGTGATCATCACACTAGCTCTTTAAAATCATGTAGCGAGCACATGAGTTCAAATGCGTCACAAATGAGAAAAGGAGAAGATTCTTGAACCCCTCTCCGCAACAAAAGAAGAAGCTCGTAAACAGAAACTCCTACATCGAGTCATGGATCTTCAATTATGATCGTTCAAAGTTGCATATCAAACATGCTATATTTGGAAGTCAACTTCGAGTATTAATCTAATCAATTNAAAAGGAATTTTGATTTGAATTTTCGATATGCGGCAGGCTGATGAATTCCATTGGTATTGGATCAAGCGACTTGCGATTCAACTTGAGTTTTTTTTACTTGCGGTAGAGATAAATTTGTGTAATTAACTGATGCTTCAGTACGTTACTCAAAATTAGGGGCATCTTTACCTACAAACATCAAATCGGGATATCCTTCGGATCAAAGCTCTATGTTCAAATGGTGTATCCGCAAAGATTATGATGTGAACACTCCGAAGTTCAAGAGACATTTTTTTGTTGTTGTCAAGAGCGCACAAAGTTGAGGAATTGTCATTTTGGGCAAATAGTCAACTTGAAAAATTTATTGTCATCAAATTGGAGTTAATTTTGTTGTGACTTCTACAAATAGTGTTGTTCTTGATACGCTCGTCACAGTGAGATAAGAATCTCATAGTTTCATCACTCTTGCATCGAATTTTGGA

>rnd-1_family-1151#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AATTGGTATACATTTGGTATCGAACTGATATCCCATTGGAAAAATTGAAAAAAACATGTAATTGAGATTTCAACCGAATTAGNCAACCTAAAACTAGTTAATGTTGTATCCAATTGGTATACATTTGGTATCGAACTGATATCCCATTGGAAAAATTGAAAAAAACATGTAATTGAGATTT

>rnd-1_family-1176#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TTATGAGGACTTATATCTGATTGTTCTTCTATGTCGAGTNAACTCGTTACGTATCTCGTTGTTGAATGAATCGGAAAGGCCAAGGGTTCAAGGGT

>rnd-1_family-1177#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AGACACTGTCCTTAAGGATATTTCACCCGGTATAGGTGTATCCCCAGGATTCAACAAGCTCTTCTAGTATAAA

>rnd-1_family-1178#LTR/Caulimovirus ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

CAGACTCTATTAGGTAATATGAAGTTTAGACCCCAGACAACATCAATAGAAATGATGGACCGNATGTACTTCGGNAAGCANAATTTAATATGTTACCCAAANTCNAATTTANCTTTCAGAGAANTGCCAGAATGTGTGTTAGATAGACCTCAGAGATGTTTAGTAGACAATTTATGGATGGCATATAATAAGAAAGACAATAAATATTTCATAGCTTCANTAAATGCGTTATGCCAATATTTTACCGACAAAAGTAGAGAGAANAAATTTAAATATTATGTGGTAATNCATGGTAAGACTAACGGTATTTTTCAGACNTGGATAGAAGTANTAGACTCNATAAACGGAGTTAAAACTCCTCTTTTTAAAGGNTTTAACGATTTNACTGAAGCNCTAGATTACGCAAGAGGGATACTTGGTCCAAATTACTATATCTCTCCAGCCCTCAGACAAAATCCACAAAAGACCCCGCAATACAATATCCAAAAAGACACAGACAAAATAATCTTCTGCGACCACTGTTCCTCAATGACNGANGCCTTCAAAAGACTAAATGCAAAGGTAGAAGCCTTACTCCAAGAAAACGCTAAACTAATGGAGCAGGTAAAGTTATTCAAAGGCAAAGACTCCATTCAAAAGATTCACACCAGTACACAGACTTCAGAACCGAGTTTTCCATCTCGAGATAAAATGGATAAGAAGGGTGTGCATTCCCCAACGAATGNAGAAAGATCCACTGTATCGGATGATAAAGATACAGCTAGTCCGGTTCAAACGGTAGCCGGTAAAGACACATCAAACCCGTTNATGGCTGTCACTTTGCCAAAAAGTGAAGATGAAGGTTCTTCATCAAGACGAAGGTTACCCAGATCATTTACTCAGGTAGAGACAATAACAAAGAAGACTATGCTCCATAAAAAGAAAAAAAAATGATAAAATAGAGAGCATAATAAAAAAGACTTTAGAAAAGTTTTTCCAACAAGGACAGGACAAACACGTAATTACTACGCAAAATCCAGATCCAAGTGGAGACAGACTGGTACCAGATACAGAACGTATAAATACA

>rnd-1_family-1179#LTR/Copia ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AAGAGGAAACTACTCTCAAAGAAGAGGAAACAACAACTTCAACTCCAGAGGAAGAGGTTTCAAGCCTGCTGGACAGGGAACANGTTCTCAGAACAGCCGATACGGACCAGGTTCTCNGAACAATCAAAGCTTCCGAAGTGGAAATAAGGAGAGGAATAATACTGAGTCGTGTCAAATTTGTGGTAGGAATAATCATACTGCTCTTAAGTGTTTTTACAGGTGGGACTACTCNTATCAAGCTGCAGATGANCTACCACAAGCATTGGCTGCTACTAATCTACAAAACACTACTGATGACGCCTTGTATGTGGACTCAGGAGCAAGTAGCCATATGACACATAACTCAGGTATTCTANCTGATCTTAAACACTACAATGGACCAGATAAAATCGTTGTTGGGAATGGATCGAAGTTAGACATAACACATGTTGGGAACATATCAGGATCAGGCCTAAAGTTAAAAGAAGTTCTTGTAGTTCCTAAGATTAATAAGAATCTACTCTCAGTTAGTAAGCTTGCAAAGGATAATTGTTGCACTCTTGAATTTGATGAAACTAACTTTGTTGTAAAGGACAAGAAGACAAGGACACTGCTGGCCAAGGGATCTAAAAGGAATGGACTCTATGCTTTGGAAGATAACAATCTCTATGCTTTAACTGCTGCACACGATTGGAACACGTCAGACAACATGTGGCATACTAGATTAGGACACCCTAGTTTGAAGTCTTTAAAAGTTTTGAGTAGTAATAGTTGCATCAATGTTAGTAGTTGGAATAAAATGCCTACTGTTTGTTCTAGTTGCCAGTTGGGAAAGAGTTGTAAACTTCCATTTGGTTTGAGAAATAAAATTGAGAAGGAACCTTTATCGAAAATNCATTGTGATTTGTGGGGACCTGCTCCTGTTGAATCTTCTCAACATATGAAATATTATGTCGTTTTTGTAGATGATCACACNAGATATACATGGCTTTATCCACTGAAAAAGAAAT

>rnd-1_family-1180#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

ATTTTATTGGATATATTGTGTNTGATGGCCTAATGTGCTACTTGCTGCTCATTTATCGCTTTTGATATTGTTGAACTGTANTAAATTGTTTCTCTCGCGCACACCTTATGAGTCTTTGAATACACTTAACACACGTTCACAGGAATGCAGTTATGCATCCTACTTTCCCTTGAGATAAAGCTGGAGTGTCTTGACACCCGGTGAAGGATNTTTAGTCACACATGTTAGGCGGGGTTGGA

>rnd-1_family-1181#LTR/Copia ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TATTCAATTACCTATTAAAGATAAAAATGGCATTTAAATTATGATAATGTGTCGTAGTATCTACCCAAAGGAGAATTACGATATATTTTTATCGCTTTACTGAATTCACATTATTTTCTGATTTGTGAGCATGTATATCTATTTTGCAGTTATTCCTCTTCATTCGCATGCTTCGTCTGTTACTGTGTTCAATGGATTGAACTTCTCTGAATGGCATGAACAAGTCCAGTTCCACTTAGGTGTGATGGATCTTGACTTGGCTCTGCTGAATGACAAACCTACTGCCATTACTGATAAGAGCAGTGAGGATGAGAAGTCTTTTCATAAATCATGGGAGCGCTCTAACAGATTAAGCCTTATGTTCATGCGAATGACTGTTGCTAACAACATTAAGAGTACTATTCCACAAACAGAAAGTGCCAGGGAATACCTGAAGTTTGTGGAAGAACGTTTTCGTTCTGCTGATAAGTCTCTCGCTGGTACACTAACGGCTGAACTCACGACCATGAAGTTTGATGGGTCGCGTAGTATGCAAAATCATATCATCGAGATGACTAACATTGCAGCAAGACTTTCGACCTTGGGGATGAAAGTGGATGACACCTTCTTGGTTCAGTTTATTCTGAACTCATTGCCTCTTGAGTATGGACCATTCCAAATTAACTATAACACTATTAAGGATAAGTGGGATGTTAGTGAATTGTCCAGTATGCTTACTCAAGAGGAGTCAAGACTTAAGAAACAAGGAGGTCATTCCATTAACCTCATGGGTCAAGGAGCTGGTAAAGGACTTAAAGTGAAGGCCAACAAGTTTAAGAAAAAGAAAGCACCTGCTAAAGTTCCACAGGATGCTCATAAGGAACTCAAGGCTGATGTGTGTCGTTTCTGTAAAAAGGAAGGACACTATCAGAAAGATTGCCTGAAACGTAAAGCTTGGTTTGAAAAGAAAGGTACATTTAGTGCTTTTGTATGTTTCGAATCAAATTTAGTAGAAGTTCCTAATAATACTTGGTGGCTTGATTCTGGTGCAACTACTCATGTATCCACTATGTTGCAGGGATTCACTACGATCCAAACTACAAATCCAAATAAGGATTTCTTGTTCATGGGAAATCGCATGAAGGCTNAAATTGAAGGCATAGGGACTTATCGATTGATCTTGGAGACTGGACATCACCTTGATCTATTACAGAC

>rnd-1_family-1182#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TTCGAGACTTGTCGACGTGTAGGCTTGCCGAATTTGACGACGAGAGTTGAAGTCTTCATGAATGTGTTTT

>rnd-1_family-1183#DNA/MULE-MuDR ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AACAAGTGACATCCTCACAACATACTTATGCTTTCTCAAACATTGTTCTAAGGATGTTGATTGTATAACCACAACTCTTCCTCATACATCNCTAATCACCACACCCAATTTACGTGGACTCTTACATGATCATATGACTTGTTTAAACTCATTTAATTGGATAAATTTCAAAAATATAATTTATTATTAATTAATTGTTGTCTTTTTTAAATTCTACTAGTTTCGGTCTATATATAAGTGTCAGATTCTAGTAGGTGNAGTATCGACAATGCTTTAANATAGATATAAACCCGAATATACCTTACTAATGTCGGAGTGTAAATCTCGTTGGTCATACATACACCACGCACATAGAGATGTATCGATTGTATAAAGGGTCTATATATTTTGATAACCAGTAAATATTTANATATACAAATTTTACAACGGTAACAAAAGTTCAAATTGCTACTTTTTCAACGGTAACATCTGGTTTTTT

>rnd-1_family-1184#DNA/hAT-Ac ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AAATAANAAAAACCGAACCGAACCGAATTANTTCGGTTCGGTGTTCGGTACACGTNTTACAAAAACCGAAAA

>rnd-1_family-1185#LTR/Copia ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AAAAGAAAAGAGAAAGAAAGATTCTGAGTGTAGGTTATACAAGTAGAGGTAGTGTCGAGGTAGAAGNTCTGATTTGCATATCAGACAGGATCGAAGTCGCAGANACTCTGTACNACCGAAGTTCTCTTCAAAGCTCTAAAGGAAACCCTTGNAACCCAAGGGGACTGGACGTAGGCACCACATCGGTGTTCCGAACCAGTATAAAA

>rnd-1_family-1187#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

ACTAAGGGAATGGCNAACCGAAGGAGACGTGAACGCCGCTAGCACCACCAACGTCCGTCCGGATGGCGGAAAGAAGAACCGCAAGGGAAAGAAGCACCAAAAGAGTAATGAGGAANTGCTGCTCGACCCCACGCCAAGCGAGGCGCTNACATCTCACCCACCTTCGACCACCGAAGCGAGTGACGATGAACNTGGCGAGGAGGCCATCGACGTCACCGCCGGAGAAGAGTGGGTCGCGAGGGTTGACGCGGCGAGGCAGGCCGTGGAGATATTAGGCCGGCGCTTGAACGNGGCCGATGGCAAGTTCAAGACTCTCGAGGACTTCACCCTTGAGGAGACCGANAACATCCGCAAGGAGTTGGAGGGGCGTCAGCGTGCCGAGTTCGAGATGAAGGAGGCTATCACTTCCTTGGAGTGTCGGCTCATGGAGGCGTTGAGCACGATCGANACCATGAAGGCCGAGATGAAAGCACTCAAGGAGGGCGTGGAAGCTGGAGGACCATCGTCGCTCGACCGAGATAGGGAGGCCAAGGTCGAGGCTCCCAAGCCACCGATGTTCAAAGGCGTCCGTGACGCGCAAGAGGTGGAGAACTTCTTNTGGCACTTGGAGAATTACTTCGAGTGCAACGGGCTGAAGAGCGACGAGANTAAGATCAACACCGCTGTGTTGTATCTTTCGGAGACGGCCATGCTATGGTGGAGGCGNAAGGAGGCCGAGATAGGGAAGGGGNCGTGCACCATCAACACNTGGGAGCAATTCCGGGNGGAGTTCAAGAAAGCCTTCTTCCCTAACAACGTCATCTACGAGGCGAAGCGCAAGTTTAGGGAGTTGAAGCAAACGNGCANCATNCGNGCGTACGTGAAGGAGTTCACCACCCTCACGCTTCAAATTCCTAACCTCACGGATGANGATATGTTGTTCCACTTCATGGACGGGCTGCAAAATTGGGCCAGGACGGAGTTGGAACGCCGACAAGTCAGGACTATCGACGAAGCCATCACGCAGGCCGAAGCTTTGACGGACTTCAGGCATGAAAAGCNCGACAGAGGCAGAGGAGAGGAGATGAGA

>rnd-1_family-1188#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TTCAATATAATATTTTAATTTATTTAATTGAANTTGACGTGGACCCCACAATTNTCTTGCAATTTCCGCTCAAACTTTACATTCTCTCTCCTTTTGGTTTCATTTTCAGCCTTAACTGATAGNTTGGGCCCCACGATCCACGTGTCAAAAAGTGAGTGGANCCTCACACAACTTTTGTTGGTTG

>rnd-1_family-1189#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

AAAATAATATTTACACACGTGGCGGGCGNGTGTGTACAAACACAACCAACTTGGGTGGTTGAAGGTGCCACGTCAGCACAAAAGGTGCACGAAA

>rnd-1_family-1190#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 2361 out of 4218 contigs )

TAAGCAATCTTCAACATTAGCCGCGCCAATTTGAGAGGCAATCAAAGGTGTGTAAACACGAGTGATTGTGAGTTCATTTTCACTAACGCTAACGTTGTTTTTTGTTGTTTTTGTNGGTTGTTTCTTTATTGCTAGGTACACCATGGAAACCGGAAGCGAAACCTACCCACCAAAGGGAAAGGTTACCTTGGAATCTTCCATGAGGACTCCTACTGAAGAGAGTCGGATGATGAGGACGTTGGATGGAAGCTTGGCTGAGTTTAGAGGTCGTCTATCCGAGATAAATTCTAGACTGACCAATGTGGAGGACGAGATTTGGGCCAAAGANNGACAGGGTTCACATTACCATCTTATGTGGTAACGCGAACTATACCTAGGAAGGCCATGATCGATCACGAGCAAAGGGAGAATNTCTTCTACTCCAAGTGCCTCATCCAGAGCCAAGTATGTGTTTCGATCATTGACAGCGGAAGTTGTGCCAACGTTGCTAGCATGGCTGTGGTGGACTACTTGAAGCTTCCTACCACTAAAGCATGCTAAACCATACAGACTTCAATGGTTGAATGAGTGTGGGGAATTGAGGGTACATGAACANGTGTTGATTAAGT

>rnd-1_family-1191#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TGTACTGTTTTGGCTGACTCTTGTGGTCAGCATTTGTGATCTAATGCTATTTNTTTTTGTGCCCTGTTCATGTGTGGTTTAATATTCTCTTTATGCTTACNTACGCATGTTCTGTGTGGCCCATGGCCCTGAATTCTTAACTGCTTTGCATGCAACTCGNATATGTTTACTGCTTCACCTTTTCAATGATGTCAAAAGGGGGAA

>rnd-1_family-1192#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TGAAATTTTCATTTAAAGAACTATCCTCAAATCAGTTTTTGCCCATATTTCACTATTTTTATCCAAAAACACGACGAGAAGAGGAACAGAAANATCGAAAATTTGTACAAAATCATGTTCTCAAGCAGAAATTTCAAATCTCTAAAATTACAGCAGCAAGAGTTCACCATTGATGGTCATTATAAAGCTTCAAATTTTGAATTCATTATTTGAATTTTACGAATTCGTGATTAGTTTGGATAGGTTGTTCCTACAAATAATTGAAAATGTCGTTTGGAGTTTATATCTCAATTTTAAGAGGGTTTGGTTAAGTTTATAATTGATTTTAGGAGAAATATTAGATTGAAGCTCGAAAAAGGTGAAGTTTACGGAACTGTATCGCGATTGTATTAAAGTTGTATTAGATATGTTTCATAATTGTATTAAAATTGTATTAAAATCATGAACAATACAT

>rnd-1_family-1193#LINE/L1 ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TCTACTGGATGGTCGAAATGTAACACTGATGAGGCTTCCAAGGGTAATCCTGGTCCTAGCTTTGCTGCTTTTTGTGTGAGAGATCATAANGGTAATCTCGTAGGNGCTAAGGGTNTGAGAATNGCAGATTCTNCTAACTTGAAGGTTGAGGCAATNGCTATTAGAAAGGGTCTGCAATACTGTTTAGATAAACATTTTCATCAAATACTCATTGAGACTGACTCTTTATCAATGGTTAATATTTTGAATGGAGANTGGGAAGCTCCTTGGAGTGTGGCGATGGAGGTCGANTCNATCAATAGANTGAGAAATACTATATCGGTAAGAGTACAACACTCCTTCAGGGAAGGAAATACTCTTGCNGATTATTTCGCTAACCTAGTTTTTNTTTTTGCAGGT

>rnd-1_family-1194#DNA/CMC-EnSpm ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

ACTTGGAACAAATCGAAGCNCGAATTCCCATAACNCTATGCAAGTTGGAGAGGATCTTTCCTCCTNCATTTTTTGATGTCATGGTACATTTGCCTATCCATTTAGCNAATGAAGCTAAGATTGGNGGNCCGGTTCANTATCGNTGGATGTACCCCGTCGAGCGATGGTTATATTTTTTGAAATCTTACGTTCGTAATAGGGCATGTCCNGAAGGTTCTATTGCAGAGGGATACATTGCGAATGAATGTATGACNTTNTGTTCAAGGTATCTGCATGGAATTGANACAAAATTTAATCGNNNNGANCGAAATTATGATGGGG

>rnd-1_family-1195#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

AGAAAATAGTCTGTGAAGAAAAATAGAGTGTGAGCGATATTTTAGTAAGGTGGAAATCAAAAGAGTGTTATTCCTTTTGAGTGTGTAGTAGTCACTTTGAGTATTNTACTCGTGACTACACAGTGTAAAATTCCTTACTATAGTGATATCAGTTGCTCCTCTTGGCCCGTGGTTTTTCCCTTATTTAGAAGGGTTTCCACGTAAAATTCTTGGTGTCATTATTNTCTCATTTTATTNCCGTTANTTTACCATATATATTTTTGTGTTAGTCCGTGTTTTCCCAACA

>rnd-1_family-1196#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TTGTAAAGTGTTGCCTAAAATATTTNTGGCTACGCTTTTAAAGCGTAGCCTTAGTTTTTAGCTTTTGACTACGGTAATATTGGCAACGCTTATAAAGCGTACTCTTTAATAGTATAGGCTACGCTTTATAAGCGTTGTCACATCATGATATAATTGGCAACACCTATTTACATATATGGCTACACTTTTAAAGTGTGCTATTTTTATAATTGTAAAAACAACACTTTACAAGTGTGGCCTTATAATTTTCACTAAAATATTATATTCCCCCCAACANNTTTAACTCTCCCTCCCATTT

>rnd-1_family-1197#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

ATGCCATGTGGATGCCACATTGCACGCCAATAGGGTTCCACTGCCACATAGACTAAATCCCTAAATCCTAATTACT

>rnd-1_family-1198#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

AATTGAAGAAGGAGTCTCACTTAAAGTAGAACTCTTCAAGTTACTGTTGAATTGAAGNGTTGGAGTTCGACTACAATACAAAAGAATCAATGAGTTTGATTTGAAGAAGGAGTCTAAAGAAGCAAGGAGTTTGAATTGAAGAAGGAGTCTTACTTGAAGTAGAACTCTAAGTCAAGAGAGTTCAAGTCAATGAGGAGTTCGAAGTGAACAATAACTCTATGAAGAATTGTGCTTAAATAGAGGCGAAGTCGTCTAGAATACTCGTGCACTTACAGAGCAAAAAGAGCAATTGAAAAATTGACTTCGCAAGTGCTACCAACGAACTGAAGGAACACATCGAAG

>rnd-1_family-1199#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TTTGTGGCATGTTATGAAGCCACAATTCATGCATTATGGCTGCGAAACTTCATTTCAGGACTTGGGGTTGTCGACACCATTACCAAGCCGCTGAAAATTTATTGTGATAATACTGCAGCAGTATTCTTCTCCAAGAACGATAAGTACTCCAAAGGTGCCAAACATATGGAATTAAAGTACTTTACTGTCAAGGAAGAAGTTCAGAAACAAAGAGTGTTACTTGAGAATATTAGAACTGATCTCATGATTGCAGATCCGTTAACAAAAGGCTTACAACCAAAGACATTTAAAGAACATGTTCAAAGAATGGGTCTTGGTTGTACTTATGATTGATACATTTATGATGTTTTTACACTCTGAGCTCAAATTATGTGTTTCTGATATACATTAATGAATTTCTTGTTTCTCATAATGGTGTACACATTATTGTTTTGAGATATTACAAGATAAGTCTCTATGAGACATTATTGTGGACCGTAATGTTATATGTTTTATAGCTTATGAACCTAGTATGATAAGTTGCTAATGTAGTAGTATAT

>rnd-1_family-1200#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

GTATTGTTATTTCTCAAAGNAAGTATGCCTTAGACATTCTTGAGGAGACAGGAATGNTGGGATGCAAACCCGTTGACACTCCNATGGATCCGAATGTTAAGCTCCTTCCAGGATANGGGGAGCCNCTTAGTGATCCTGAAAGATATAGAAGGCTGGTTGGAAAGTTGAATTATCTCACAGTGACTAGACCNGACATCTCTTTTCCT

>rnd-1_family-1201#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TTGTTTTTACAAACTCTGAGTTATCTATTGAGTATTGTTCAGATTATTTTAAAGTTGAGTATTTGAGTTTATTGAATTTAATTCAGTTTTAAGCTTNTGTATGCTTGAGTTA

>rnd-1_family-1202#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

AACCTCGAGGCCACTGATATTACCNAAACATTGCGGAATTGCTCCCTTCAAGTTGTTTCTCCCCAAATCTAGNACTTCCAGTGACGTCAAATTGCAAATAGACGAAGGAATTTC

>rnd-1_family-1203#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TATAGCTTGCCAAAAGTCATAGAAAGTATACACTGACTATACAATATAGCTTACNTATA

>rnd-1_family-1204#DNA/hAT-Tip100 ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

ACATGTTGGTGANGTAAATAGCGTCCATAACAGGTGTTTCAACAAGATGCTAGATTTGTGAAATCAACGNCAATCNATTCGAGTTGCTTTTGACAAGCAATCTGAGAAANCAAGAAGTGAGTATCGAATNCGCTTAGANGCTTCGATTGATGTGGCAAGACTTCTCTTGNAATNTGGATTNTCNTTTCGAGGTCATGATGAAAGTGAATCTTCAATNAATAAAGGTNTTTTTCTNGGACTTTCGCAATGGCATGGAAAAACATCCGGATGTGGGAAACGTGATTAGAAAATGCTCCANAAAATGATACGATGACTTCTCCGANAATTCAAAAAGATATTGTGANTGCTTGCGAGANAGAAACANTNAAAGCTATNATCGAGGACTTAAATGGTGATTACTTTGNNNTATTAGTTGATGAATCNNNTGACGTNTCACGCAAGGAGCAAATGGCTCTTGTTTTGCGATATGTTGATAAGAATGGGANNGTGATGGAGCGATTTATCGGTATTGTTCATGTTAGTGATACATCTGCATGNTCATTGAAGGAAACAATTTATTCTTTGCTTTCCGANCACTCATTGAGTCCATCCAAAATACGTGGACAAGGTTACGATGGGGCTAGTAATATGCAAGGNGAGATNAATGGNCTTAAAACGTTGATTATGAAAGAAAGTCCATCGGCATATTNCATTCATTGTTTTGCTCATCAACTNCAACTAACNCTTGTNGGTGTTTCTAAAAA

>rnd-1_family-1205#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

AAGTTTTGAAACTTTGAAGAAATTTCAAGTGGGTCTTGTTGAGTTAGGTTGAATTCGAGCTCAAAAGATATTGAGTTTTGGTATCTAGCTCGGAGGGAAACTACTCTTGAAATTTGAGGTGATTTCGTGAAGAATTGAAGATGTTGAAAATTTGGGAGTTGTTNATGTTCTTCATGTGTTCTTGGTGTTCTTAAGGAAGAAGAAGCAAAAAGAGTACATTTGATCCAAAA

>rnd-1_family-1206#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

CTAGCAAACTCAATNCCNAGGAAGAACTTNAGTTCNCCTAGATCCTTCATCTTGAA

>rnd-1_family-1207#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

AAGAGGCAAGGGGCCAAGATGCACTTTTACAATCAGAAGAGAGCAACATCACAACGAAGGTAAATTTAATTACTTCAAATAATGCTACTCCTGAATCTCACAAAAATACTTCTNTGAAGCCTAAGAAGAAAAAATTCAAGAAAAATAATGGTAGACCTCCCAAGAAAAATAATGGTGAAAATAACCAAGCACAAAATCAACAAGTTCAAGATAAGGGACCGTGCTTTGTTTGTGGCAAGAGTGGGCATATTGCTCGATTTTGCAGATTCCGGAAACGTGGTCCTAACCCTCAGGCAAACGTTACCGAAGAACCTTTTGTGGCGGTGATTACCGACATAAACATGGTTGAGAGTGTTGATGGATGGTGGGCTGATTCTGGTGCAAACCGTCATGTCTGTTATGACAAAGATTGGTTTAAAAAATATACTCATTTTGAGGAGCCCAAAACCATCATGCTTGGTGATTCTCACACNACTCAAGTGCTTGGAACGGGAGATGTCGAATTGTGTTTTACTTCTGGAAGGGTATTAACTTTGAAAGATGTACTTTATACTCCTTCCATGAGAAAAAATTTG

>rnd-1_family-1208#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TCTACTTTACACGGTGATTAAGAAATCATTAATANATTGANCGACTTTACTATTTTGCCCTTTGTTCATATTAATTAGCCTCTTGAAAAAAAAAATTTGGATCTTCAAAATTTGTTTAAACTTCCAAAGGTCATATTAATTGTAG

>rnd-1_family-1209#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TATAGTCTACTTGCTTACGTATTATATATTTTGTAGCTTTAGTACTCATGCATCATGTGCTCATCTAGTCCATTTCCTACATGCCTTATAGTTCATTCGCTCACACGCTACCCTATGGTCCATATGCGCGCGTACACCATATATTTCTATAGCTTAATGCCCGTATATTATGCGCTCCCTTTTGTGCTAATCTGCCTATGTGTCATACCCAATGTGACTTATTTATCCGTATACTATGCCCCTCTGTGATTATTGACTTGAGTTTTGAACATTTTGGGAAAACGTTTCCTTGTATCATTATGTAGTGAAGATTTTGACCAGAAAAGGTTGGGCATATATGTAAATTTTATCACAACCATAGATAAATAACTTAGCATAATGCCTTATCCGAAGGTGCGGCATAAAACTTTAGAGTTTATATTAACAGNTATGCGTTCTTATAAGACTCACCTCTGAAAAGCGTCATGAGATAAAAGA

>rnd-1_family-1210#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TTAGAAAAAATAATAGGAAATATAATTGAAGAAGAAGATGGCTTTGAGGCGTGTAATCACTTTCTTTAAAGAGATATTGCNCGTATACATATTGGGGAAAATACAAACAATTCTCTTCAGGATACAACAAAGCCCTTTGTNTATACGTGCAGATTTTTCTTAGGCTACTTCTAGA

>rnd-1_family-1211#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

ACAGAGAGAGAAAAAATATTTNGAGAGCAAAGTGAGGTATTCCATAGACTATACAAGAAAATAGTCTGTGAAGAAAAATAGAGTGTGAGCGATATTTTAGTAAGGTGAAAATCAAAAGAGTGTTATTTCTTTTGAGTGTGTAGTAGTCACTTTGNAGTATTNTACTCGTGACTACACAGTGTAAAATTCCTTACTATAGTGATATCAGTTGCTCCTCTCGGCCCGTGGTTTTTCCCTTATTTAGAAGGGTTTCCACGTAAAATTCTTGGTGTCATTATT

>rnd-1_family-1212#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

GTAGTTACTGTTCCTTTTTCAGAATGCTTTGTCATGCCTTCTTTAGTATTTTGCCTTGGTTTCTTCAC

>rnd-1_family-1186#LTR/Copia ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

AGTTTACTTGTATTGAGTTTTTATCGAGTTGTATCTTTGATNTTTTCTAGATCCAGTGAGNTATAAACTGGAGTAGGAATAGNGTCTTCAAGTTGGGGCGACTTAAAGACTTGGGAACACANACCTTGGGAGGTTTGTGTTGGAGTTTAGGAATTAGAGTTAGT

>rnd-1_family-1213#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 2361 out of 4218 contigs )

TAGCTACTTGAAGAAGACATGGTCATGCCGATAGGGGGAATCAATGCTAGCTACTTGAAGAGGACATGGTCATGCCGATAGGGGGAAGAAGTTG

>rnd-1_family-1140#LTR/Copia ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

CATTGGANTGTGAGTCGTGTCGATTTGCGAAACATCATCGCGNCTCATTAAGTCCAAGGGTTAATAAGCGGGCCGAGTCNACTTTTGAGTTAGTTCATTCTGATGTTTGGGGACCATGTCCCGTCGTTTCCAAAACTGGGCGTAAGTATTTTGTTACTTTCGTGGATGATTTTTCTCGAATGACTTGGATTTACTTNATGAAGAGTCGTTCTGAAGTGTTTACT

>rnd-1_family-1214#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

ATGAATTAATTAAAGCCGTTGGATTAAATCGGATGGTCGAGATTNAAGCTGAAGAAGCACAATCCATGTGCTTGCCTACGTGGCACACGCGGATTGGCCGANTTAAAANGACTTGGATTGCCAAATTTTGCTCAAATTAAATCCATTTAAATTATAACCCTTTCTTTATTAAATAGCCATAATTTATTAAATTAAAAATAATTATTTTGCAAGACTAGCTTATTTGATAAAATTAGTCATTCTAAAAATAAAATTAATATAAATTAGTAACTCATTAATTAATTAAGCTTTCCTAATT

>rnd-1_family-1215#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TGTTGGTGTTTTTTTAAAAGTGGGGCAGCACAAAAAGATTGAAAATGTCTCTCAATGGATTGAAATGACTTTCAATAGCTTTCAATAATTTTATTAAGCATTGAGGGGCTTTAAATAGCCAACATAAAACACATAATCTGCATAATTTAAAATTTAAAAAACCTAAAATATCTCAACAACTNAAACAACCTAACTAAAATTCAAAATTCAAATTTATTCAAACTAAACAACTTATTTTGCTAAAAGTTACTGCAGTAACTAAAAGCAAACTTCAACA

>rnd-1_family-1216#DNA/CMC-EnSpm ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

CTTATCGGCAGGTACTCCATCTCCCACAGGTACATCTCCTCAGTTATCTGCCATGAGGATTGGAGATTCTAGTAGCGAGCAGTCAGATGCTATGGCCGGTACGCCTCCATTGACTCAGCGTTTTGTGCATCCTGATGTATCACCCTCGTCTACAGCTGCACCTAGTGCTACACCAGATGATACGATGCCTGCTCTAGCTCCTGGCCAGAAGGACAGACTTGGTAGAGTCATGATTGAGCCGGATGGATCATCGTAAGTTTGTTTTGTTATCTATTTGTTAGTTTATTTTATTTATTTCTTATACTTTAATATATTATTCATGAACTAACATATTTATTATGTGTTTTGCAGGTGGCATCCTGCAAAGGATGCTGCCCGGGCTTTAAAAGACTGTGTTAGAAGACTCTATACACAGGCTTATCACTCTTGGAGCGAGATTCCAAACAGTATACGCCAGGCGATGTTTAATAACTTTAAGGTATATATTTTTTAGTTAAGTTTAGTATACTTTACTTTTTTTTACTATCGATCTAATTAACGCTATTCAATTTTTTTCAGACTATGTGTACTTGGGAGTCGAGGTACAATTTGGTCATTGCGACCACATTTGAGAGGAAGGCATCCGCCAGACTGTCTAGCTGGCTAAAGAAAGTTCGGGATANTGGTGAA

>rnd-1_family-1217#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

ATGTTTCATTACATATGGTCTATTTATAGATAAAGTGTGAGAATTACAACCACATAATAAGCAAAATATCTCACACCAAACTATGTACATATGTGGCTCACTAACCACCACTCATTTTAAATCAAGGCTACATATCTACTACAAAATATCTCCAATCTAGGAGTTTCTAGACAAATCTTAATTTTCTAACATAT

>rnd-1_family-1218#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

CACCAACACAAACCCAACGAATCCCNATCACAATTTTGAATTNATTTCACAAATTCACAAGACCCATTTGTTATTCTTNAAGCTTCNTCAAGCTTATCAATGGAGTTTTTAATTTTTCAATACCCACCATCACCAAAGAATACGCACGAAATCGAGATTTTGAAAGAAGAAATATGGCAAAACGAAAAGAACTAGGAGGGACGTTGATTTGCAGCAAAAAGAATGAATTTTGAGAAAATATTTAGGGGTGGGACAGTGTGCGGGGGCGTTAAGA

>rnd-1_family-1219#LTR/Copia ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

AGTGTAGGGATGTGCGCAAGGTTTCAAGCAGCNCCAAAGGAATCACATCTGAAGGCAGCCAAGCGAATTCTGAGATACCTGAAGGGGACACGGGACCTGGTCCTCTTCTACCCNNCAGGTGACTCNTTTGATCTAGTNGGNTATGCTGAT

>rnd-1_family-1220#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

ACCCAACCCGCCCAATTTTTACTAAGCTTAATTGTTTTATTTGTTCTTTTAAACTATTTTAGTACCTAATAAAATTATTTTTTTCTTTATTATGACTATATATAACATATCAAATTGAAAAAAAAAA

>rnd-1_family-1221#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TTGGGAGAGTTCGCAACGATGAGACCTCCGTTCTTGGGAATCTTCTCATGTAAATCGGAGACCTCTTCTTCGATAAGCTTGATCTTCTCTATGGTAATGGGAAGTGAGAAAATAAGATGCGAGAGACCATTATCTCGAACAANAATTGAATCAATGACATCTTTTGCCTCATATGCCACATCTAAAACACGCGCCCAGAGATCTTTATACAATCCTTGCTCGACATTCGCGAAAAACGATCTTATGAATTCNAGGCCTTNTTTCACCAGCCCAATTTCTTCCTTTATCAAAGCAACTGAATAAGCATTGGAATCGAGCAAATCATTTAAGTGTCTGNGTAGNAGATGCATGAAGAGNGGTCCATCACTCATGGGGAAGCAACGTTGAGATGANTCCGGGGCTTTCAGATAAACATGTTTGAGATCTTCCTTGAGGAGTTCAATATTTTCCA

>rnd-1_family-1222#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

ACTAGCAATGATTTCACTTAAGGTTCGGGCAACATCCTTCCAACCTTCTNATGTCCTGGCCGTTTTAGAGAGANGTCCAGCAATCACAACAATCGCNAAGGGTAGTCCTTGACATTTTTCTACTATTTCCTTTCCAATTTCTTCCAGTTCAGGAGGACGGCTCTCGTTTCCGAACACCTTNTCGCNAAGTAACTTCCAACTNTCTTCTAAACTCAAAAGGTTCATCTCATGAGGGCTACAAGTATTTGCATACATT

>rnd-1_family-1223#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TACACTTGGTGGAATGGAAGAATTGAAGNNGANTGCATTTTCAAAAGACTAGACAGAGTCTT

>rnd-1_family-1224#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

CCTAAAACACCTACAGTACCCAAAATCCCGAAGTCTTTCAGAGTGCGCCAAATCACCCAACACAATGTCTCCGTCCCCTTCTTCGTTCAAGAGTTTGTGGAAGTATGTTCGCCATCTTCGCTTAATGAGGGCCTCTTCCACCAATACCTTGCCTTCCTCGTCCTTGATGCACTTCACTTGGTCCAAGTCGCGGGCCTTCCTCTCTCTCGCCTTTGCGAGCCTATACAATTTCTTATCCCCGCCTTTGTCCC

>rnd-1_family-1225#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

CCCTCTTGGGNTCCCCGAACTCCTCTCTAACCATCAACTCCGCCTCNTTGGCGGTGCTCACAATGGACTGGAAGGAAGCCACCTCTCTGGCTGCTCTAAACACATACGACCTGACGGAGAAAGTCAGCCCTGATGTAAAATATGAAGATAAAAATAAAAATAAAACAGAAATAAAAAAGATAGATAAAAGAAAGATAGACACAATTAAA

>rnd-1_family-1226#LTR/Copia ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

CTAAAGGTACCCTCGGTTGTCNAGAAAAGTACATCAATGAGCTGCTCAAATGGCTTAACATACTTGAAGTCGAGACAATGTTGAAAAGGGGNAATGTCGTCATGAAGTTTTGCAAGACGGAAGATCAAGTGGCTGACATCTTCACCAAANCCCTGAGCAAGGACC

>rnd-1_family-1227#LINE/L1 ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

GGGGGGAATTTGNCTCATGTTCTGCATGAGGANNCGCACACTGACCATAGNANNGACCTTAGAGCCCCTGCTACCCCT

>rnd-1_family-1228#DNA/MuDR ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TTTATGTCTTGAATTTTCTTATAGGGTCTTGANATTGCCGTAACTGATCGTTTGCCAAATGCTGAGCATAGAATGTGTGCTAGACACATNCTAGCTAACTGGTCNAAGAACTGGAGAGGTNTTGAGAGAAGAAAACGTTTCTGGAGGTGTGCAA

>rnd-1_family-1229#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TTTTCACCAACAATTTTAAGGAGATTCAAAATGGCTACAATTGAAAAAACCGCGGATGTCAAGATGGGAGATCTTAACAAGCCATTTCGGTTCAATGGTAACCATTTCAAGAGATGGAAGGGTAAAGTACTTTTCTACTTAAGTCTTCTCAATGTTTCTTATGTGTTAACTGAGAAGAATCCTAATAAAGTNGACGTCACCTCCATGAATGATGATGA

>rnd-1_family-1230#DNA/En-Spm ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

AATAATAGCGGTGTCTACATACAAGGTGATGTTGATGGTACTGGTCAAACTATTGAATATTATGGTGTCATTCANGAGATTATTGAAGTGAGGTATTCAGGTTGGCCTAAGAAGAAGATCGTATTGTTTCGGTGCGAGTGGTTTGACCCATCACATAGAGGCACAAAGGTGGACCATCAACATAATATAATTGAAGTTAAGCACACCAGGAAATACAGAAGTTATGATCCTTTTATTATTGCACAAAATGCTAAACAAGTGTATTACGCTCCATATCCATTGCGTAGAGACAAAGCTGATTGGTGGGTTGTTATAAAAAGTAAGCATGTGGGAAGAATTGAAATTGACAACGTCTTAGATGTGGCGTATCAAAATGATGTTGCAATTGTTCANCAACAAGTTGATGTTGAATTGGAAACCACACTACAACATCCTCAACACATATTAGAAGAAGTATCTGATGATGAGATANTGAATGTTGAGGAAGAAATATCCGAGAATGAGGAAAATGAATCATTTGATGACGAAGAATGGGACGATAATGAAAATGAAACAACTGAGGAGGAAGAATGGGAGAATGATGGAATTGAAACAAGCGAGGAGGAATA

>rnd-1_family-1231#DNA/CMC-EnSpm ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

GATTTTGCTAGAGATCCTCGNAATGTTAGACTTGGCCTTTCAAGTGATGGTTTCAACCCGTTTCGAACCATGAGTACNTCNCATAGCACGTGGCCTGTTATNTT

>rnd-1_family-1232#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TTCTTCAAAATCTCAAGCATTGCAACAAGCAATCATTATATTGAAGGAACGCAACACTATTTCGATATCGTTATATCAACTTATCAAATTCTTGAGCCAGGTTTTATTATTCTAACTTTATTTTATANTTTTTCTTGAAAATTTGCTATTGTTGATATTCTTAGTTCGTAAGTATATATATTCTTGTTTTAGTTATTATTAA

>rnd-1_family-1233#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TTTATCAGGGTTTCTTGGAAATCTTCTATNAGTTGGGCGTTTCTCGTTCTACTGTTATTTCTTCCNGGACATGCATTTGCTAAATGTTCTNCACTTCCGCATGTGAAGCANTCTAGCCTATTTTTATAGNTCCTATCGTTNCTATGTTTTCTNACATGTCTATCTTTATTTAGATANGGCTTCCTNGCCGNAGACCTTCTTAGATAGTATCTTTTATTATTATTGTANTGCTGATTATAGTAGGGTCGATGTCTTTTTGTATTTTCTTTTTGGTTTACTTTGATCGTAACTTTGCGTTGTATATATATTTTTACAGAAACCCGTCTCGTTTTGTTTTAATTGTTTTTGTATTTGTATATTT

>rnd-1_family-1234#LTR/Gypsy ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

TTAAGTACAATATCTTATTTGAAGATGATGAAATCACTCCTAGTGATGTACCTAGTGGCGTGAATCTTGAGAGCAGTGTAGTTCTTGATAGTTATACTTGTCTATAGTAACCCACTACGGTGTGAAGCTTTCCCTCCCAAAGATGGAAATCTCTTCTTGGAAGATGAGAGTACTCTTGTGGGGAAGGAATGTGATGAGGAGGAAGGTGGTGTTTGTTTTCCCATTACTTCTTCTTCTTGGTGTGTTTCAATTCTTGATGGTATGACCAACGCTTTTGAGCCTATTGGTAGTCATACACATGAAAACACCCTNGAGGAAGTTGANTTGCGAGACACCTTTCTCTATTACTTGTTTACATATGATGATGCTCATGTTGTTGAGTGGAGTATGATGTTGGAAGATGAGAGTGTCAATCGGGCAAANGGAGGNGCACTTGATCCTAGTNCGTGGATCGCCTTTCCATTTGACCCCGGTAGTGAGTTGAATTGTGGCACTTGTGT

>rnd-1_family-1236#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

ACAGGGNTGGAATTTCCAGTTCAGAAGACANCTCAATGACTGGGAAGTGNCGAGAGTGGCAGAATTCCTCAACGTCGTTGGAAACTT

>rnd-1_family-1237#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 2361 out of 4218 contigs )

ATAACAAATAAATACTTTTATTTTGTAGGTGTACACCATGAAATTGACAATGATCTACTAGCCATCCTAAGGAAGACATATGTTGATCGAATTTCTNTACAACTTTTACAAAACACTACTCTCATTCGACGACAACTTCTTGATATGTATGCATCTGTAAAAA

>rnd-2_family-202#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

TGCATGTTATGATGATCTATTCTGTGCATTGTTTATGCTTTACGTCTTATGTTGACTAACCGTTTATGATATGNTCTTATGNTGTNTATGCTAGCTATCATACTTAGTACGTTTTGTACTAACGCATATTCTTGCCTACATTCTAACCAAATGTAGGGTCCGGAGANTCGNTCGCCCTCTTCTGNGGCTAAGTTTCTAAGGGTCGCGAAGGAGTTGAAGATTGGTGAGTCCTCATAGNTTCGAGGACGGATCGCCCACCTTTCCTNTATGTCATTTTTTTNTTTTTANTTTNAGACTGTTGTACGGGCTGCGTCCCAAAGATTTTATTCAGNNNTAGTATTAGATGGTTTGAGACAAAAATNTAGNAAAGACTTCCGCTTTGCCTTATAAAAACGTTCGATTTCAGAAATGTGTTTTTAAAATCTCCGTATTTTTCTATGCTTATCTNTGTTATGATACGCTANGGGCTTGTATGGGGTCCCTTCGGGGTCGCGTACGCCGTGTTACGTCTAGGGCGTACCCCTGGGTCGTGACAAACTTGGTANTCAGAGCCCAAGGTTCAGAAATGGTTCTAGGATTGTCTCAAAGCCGCGTCTAGTAGAGTCTNGTTCATGAGTGTGAAGCGCGCCACATTTATGAATGAGAGGCTACGAGACGTTTAGGAAATTTCACTTTTCATTCTCTAAGTCGTGCCGTCGAAGTTTAACTCTANAAAGTCCCTCTCCTAANNTCCTTGCCTATGNTCTTNCAGGCTATGGAAAATACATAAGGGTTAATGCTAGGAGAGTTGAGGAATGAGATCGTGGATCAAGAGGTTCCTCCTNAAGTTCCAAACCAAGCTCCGGTTGACCCCNTGGTCGAGCAAGCGACTCATGCGGAGTTTAGGACTATTNTNCAANTATTGGCTCAAGCCGTGACGGCNCAAGCCAATAGAGAGGTTGTGGCTCCGGCGAACCAAATANGTGGGTACGGCTTCNTCTAGGGTGAGGGACTTCGCGAGGATGAACCCTCCGGAATTCTATGGCTCCAAGGTNGAGGAAGACCCTCAAGAGTTCGTNGATGAGGTTTACAAGGTGCTNGCTATCATGGGCGTGACGTCGGTAGANAAGGCGGANCTGGCCGCTTACCAACTTAAGGGAGTNGCTCAAATTTGGTACGACCAATGGAAGGAAGNANANNATNGGACGATGTGGTCCCCTAGAATGGGAAGAGTTCAAAACGGTTTTCCTTGATAGGTTCTTTCCTCTTGAANTGAGGGAGGNAAAAGTGCTAGAATTCATNAATCTCAAACAAGGGAATATGAGTGTGAAGGAGTATGCCTTGAGATTCACACGACTGTCAAGATATGCTCCATCCGTAGTTGTCGACTCTACGGCAAAGATGAGCAAGTTTGTTTCGGGCGTGTCCGAATTGGTGGTGAAGAAGAATGTCGTACGGCAATGCTCGTCCGTGATATGAACATCTCTCGCCTTATGGTGCATGCCCAACAAATTGAGGAGNAAAAGCTTAAGAAGAGGAATAGGGAGGCGAAAAGAGCTAGAACCGATGATGGGAATTTCTCTAATGCTAGGTCCGATGGACGAGGTCGTCCTAGGTCTAAACAAAGGTTCTCCGGTCAAGGTTCCTCCAACGCCCCTAGGGTCGACAAAGATAAGGGTATCCAACCCTAAGCCTCAAGGGGGTGGTAGTGGGTCTTCGTTGCCGAACTGTGCTAAGTGTGGAAGGAAGCATNCGGGTAAGTGCCTAGCCGGCTCCGATGGTTGTTTCGGTTGTGGTAAGATGGACCACAAGATGAGAGATTGTCCTTCGGTTGCTAAGGTAACGGAGGATATAGTTGTCGTAAGGCTCAACCCTATCCTTCATCCATTCCAAGCGGTTCGGACTCNAATGCTCCNAAGCAANAACCGNTTCTATGCTNTCCAATCCAGAGGCGANCAAGAGAGTTCTCCTGNATGTGGTTACCGGTACGTTGAAAGTCTTTCTTNTTGATGTTTATGCTTTATTAGATNCAGGTGCCGCTTTNTCTTTTGCGACGCCTTATGTGGCCATGACGTTTCGATATGCTTCCCGAAGTATTANTAGAACNTTTTTCTGTCTCTACCCCTGTTGGTGATTCTATTGTGGCTAAGAGGGTCTATAGAAATTGTCCCGTTTCCTTGTCCCATANAGTTACTCTGGTTGATTTAGTAGAGTTAGACATGTTAGACTTTGATGTCATTCTTGGTATGGATTGGTTGCATGCATNTTATGCCTCTATCGATTGTGGAACTCGGGTGGTCAAGTTTCAGTTTCCGAATGAGCCTGTCCCTAGAGTGGAAGTGGGGAAATTCCATGCCTAAAGGTCGGTTCGTTTCTCGTCTTAAAGCTAGAAAGATGATTTCTAAGGGTTGTATTTACCATCTAGTTAGGGTNAGGGATTCGGATTCCGAAACCCCTCCTNTTGAGTCGGTTCCNGTTGTAAGTGAGTTCCCGGAAGTTTTTCCCGATGATCTACCCGGTGTTCCTCCCGAGAGGGAAATAGACTTCGGCATATACCTCCTCCCGGATACGCGACCTATCTCTATTCCTCCTTACCGAATGGCTCCGGCGGAGTTGAAGGAGTCGAAGGAGCAATTAAGGGATTTGTTGGATAAGGGTTTCATTCGACCGAGTGTCTCTCCATGGGGCGCTCCGGTNTTGTTTGTTAGGAAGAAAGATGGNTCNCTTAGNATGTGTATTGATTACCGCCAATTAAACAAGGTNACCGTCAAGAATAAGTATCCTCTTCCTAGGATTGATGACTTGTTCGACCAACTTCGAGGGGCTAGTTACTTCTCNAAGATCGATCTTNGGTCGGGTTATCACCAATTGAGGGTGAGGGAGNGTGACATTCCGAAGACGGCNTTTCGGACTAGGTATGGTCATTATGAGTTTTTGGTNATGTCCTTTGGTTTGACCAACGCNCCGGCNGCNTTCATGGACCTGATGAATAAGGTCTTTAGACNNTACCTCGATACGTTTGTTGTNGTNTTCATTGATGATATNTTGATCTATTCAAGGAGCGAGGATGAACATACGGATCATTTNAGAATTGTGTTGCAAANCTTTAAGGANCAACAACTNTTTGCAAAGTTTAGCAAGTGTGAATTTTGGCTNAGGTNCGTNGCNTTCCTNGGTCATATTGTTTCGGGTGATGGTATTAAGGTAGACCCTAAGAANATCGATGCGGTNAAGAATTGGCCTAGACCNNCGTCCCCGTCGGATATTAGGAGTTTCTTGGGCTTGGCTGGTTACTATAGGAGATTTGTTGAGGGGTTTTCTTCNATTGCNTCTCCNTTGACGAAGTTGACTCAAAAGAAGGCTAAGTTTCGATGGTCCGAAGCGTGTGAGAAGAGTTTTCAANAATTGAAAGATAGACTTACTTCCGCTCCGATNTTGACNTTACCGGANGGGACTNANGGTTTTGTTGTGTATTGTGATGCCTCGAGAGTTGGNTTGGGNTGTGTGCTNATGCAAAATGGTAAGGTGATNGCCTATGCNTCNAGACAACTTAAGGTTCATGAGAAGAATTATCCTACNCATGACCTTGAATTAGCGGCGGTAGTTTTTGCCTTAAAGATTTGGNGGCATTACTTGTATGGNGTTCATGTTGATGTGTTCACCGATCACAAGAGCTTGCAATATGTGTTCACCCAAAAAGATCTCAATTTNAGACAAAGAAGGTGGTTAGAATTACTNAAAGATTATGATATGAGTGTTCTTTATCACCCCGGTAANGCTAATGTGGTNGCGGATGCTTTNAGTAGGTTATCTATGGGTAGCGTCGCTCATGTTGAGGATGATAGAAAAGAGTTGGCTAGAGATGTGCATAGATTGGCNCGGTTGGGAGTCAGGCTTAGTAGANTCCGCNAAAGGTGGTNTNGTGGTTACGATGGTGCAGGATCGTCTTTNGTGGCGGATGTGAAGGCNAAGCGANATCTTGATCCGACCTTAGTAGAATTGAAGGAAATGGTGTTTAAAGAGNCCGTNGAGGNTTTCTCCCAAGGGGGAGATGGTGTNCTTAGATACCANGGTCGGTTGTGTGTNCCTAATGTTGATGACTCGAGGGAGAAACCTTGAGGAGGCTCATAGTTCTCGNTATTCCATTCACCCCGGNNCCACCAAGATGTACCGNGATTTGNGGGANGTGTATTGGTGGGGNGGGATGAAGAAGGACATTGCCGNATTCGTGTCCGGTAAATGTCNTAGTTNTCAACAAGTGAAGGCCGAGCATCANAGGCCGGNNGGTCTATTGTTGCGCCCAAA

>rnd-3_family-20#Unknown ( Recon Family Size = 48 Final Multiple Alignment Size = 42 )

GGGTGTACAAAATCGAACCGAAAACCGAACCAAACCGCAAACCGAGTCAAACCGANAAAAAAAACCGATTAGTGGTTTGGTTTGGCTTGGTTTGGTTTTGAAAAAAAAAANCCGACTATANTTGGTTTGGTTTGGTTTTAACCAAAAAAAACCGACCCGAGACCAAACCGACCCGACATTATATATATAATTTTAAAATTTTATTTTATACATAAAAATATTTACTTTGATATAATTTTTAAATATTTCTTATACTTTTTCATAGTTTTTATCTTTTAATATATTATTTCAAGTTTGAAACTTAGAATTCTGAATGGTCCAATAAAGATTATAGTCCATAGATGTTGGTAATTATAATAAAGCTTAAATCAAAATCAAATTAATACTAATGCAAAAAGGAAATCAATTCAACACTAAGAATGACAATAATATTGAATATTTGTTCTTTAGTTTTACATTGGTTTAGACAATTAAAATACATAATCTAATTTTAATTTCCTTTAATATTTAGTCATGTAACTAATACTTATTAAACTTATTTTAGCATGATTTAGTACTTTTAAATTATGATCATTTTCATTATGACTTGTTAATTTGCAATATTTATTTTACGCGATTTCATTATTATTATTTTTGTTGGATATTTTAGT

>rnd-3_family-142#DNA ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

ATTATTTTCTANNCTCTAGTAAAAATAAAAGATATTTCTCAAAAATATTTTTCATTCATAAATCAAACACTAAAAATCTTTTCCGGAAAATATTTTCTACTCACCAACCAAACATGAGAAAATAAGTCAAAAATCNACTTGTTTTCCAGGAAAACATTTTCTAGGAAAACATTTTCCATGGAAAACATTTTCCTTCATACCAAACACACCCTAAATATNANATA

>rnd-3_family-215#Satellite ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

ATATTTTTCCGGCAGTCGCGAAAAAATGTGAAATTTTGATATTTTATTCGTATCGATATTCTAAGGTGACTGGTGCGATTCGGGAATTTTTTGAGGTGTTTTTATGTCTTTTTCTTGATTTTTATATTTTTCGGACGTTTACGAATTAAAATTTTTGATATTTTTCGGGCAGTCACGAAAAAATGTGAAATTTTGATATTTTATTCGTATCGATATTCTAAGGTGACAGGTGCGATTCGGGAATTTTTTGAGGTGTTTTTATGTCTTTTTCTTGATTTTTATATTTTTCGGACGTTTACGAAAAAATGTGAATTTTTGATATTTTATTCGTATCGATATTCTAAGGTGACTGGTGCGATTCGGAAATTTTTTGAGGTGTTTTTATGTCTTTTTCTTGATTTTTATATTTTTCGGACGTTTACGAATTAATTTTTGATATTTTTCGGGCAGTCACGAAAAAATGTGAAATTTTGATATTTTATTCGTATCGATATTCTAAGGTGACTGGTGCGATTCGGGAATTTTTTGAGGTGTTTTTATGTCTTTTTCTTGATTTTTATATTTTTCGGACGTTTACGAATTAAAATTTTTGATATTTTTCGGGCAGTCACGAAAAAATGTGAAATTTTGATATTTTATTCGTATCGATATTCTAAGGTGACTGGTGCGATTCGGGAATTTTTTGAGGTGTTTTTATGTCTTTTTCTTGATTTTTATATTTTTCGGGCGTTTACGAATTAAAATTTTTGATATTTTATTCGTATCTATATTCGAAAGTTTTTCTTATGTGCGTTTTTATGTTCTTTTTCTTGATTTTTATATTTNTCGGACGTTTACGAATTA

>rnd-3_family-94#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

ATCAGAGCTATGGATAACGAGAAACATAGGAAGAAACATACTAGTAGAAAGTTAAGAAAAATAAGAAGAAAATTAAACAAATTATATCCGGAATATAAACAACTCAATATCACAAAAACTGATAACGACAAATTAGATCAATTAATAGATAATATATCTAAAATAGAATATAAATATATTCAATACTTAAAGATACAATGAATAACGAGAATAACGAATATAGACAAAAACTTACCGAAATAATTATAGCGAAAAGACAAGAATTGAGACATAGGCAAAATAGACTTAATAGTAATATATTCGCAGGAATTTGTAAAAAATCTATAATAGCACAGAGAAAAACTATTTTATATCTACAAATACAAATAGAAAGCTTAGAATATAAACTNCAACACAATTTATAAATGAATAAAGAAGAATACGCAATAGATGAAAAAACATATGAAAACTATGACGGATTAAAAATAAAGATAATATTTTCTAATCTAGGAAGAAGATATAAGAAAATAGGTGACAATCTAAGTTTAATGTTAGAAAAAGAAACGGTAAAACTAGAAGATAGTTTAACTGCTATGATAAGAATAACAAAAGAAAATGAAGAAATAGATAGAAAAACGGAAATCGAAAAAATAAAACAACAAGCAAAAAAGGAAGTACAACAATTAGAAGAAGTAAAAAATACTAAAATAATAGAACTAGAAAAAGAGCTAGCAATATTAAAAGAAATGTATGAAATTAAACAAAGAGAAAAAGAACAAAAAACAAAATTAGCAAATGAGATAATTAAATTTAAAGAAAAATTGCAATTAGAAGATGAATTAGAAGAAAAAGAAGAAAATAACCAAGATAATCTACCCGAAATAAGAATTGATGAAATAAACGACGATGATCTAAGAACAACATTCGGAAACAAGCGAAACATATACGGAACTTTTAGCAAACATAGATAATACAAAGAATTTAGAAATAAATACAGGAGACGTAGACATGGACGAAAAACCTAGCACATCAGGAGTAAAAGACCCAAAAAATTT

>rnd-3_family-792#DNA/MULE-MuDR ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

GGGAAAAGGGCCTGATATACCCCTCAACTTTGCGATTTAGAGCTGATATACCCCTCGTTATAAAAGTGGCTCATATATACCCTTACCGTTATACAAATGGCTCACATATACCCTTACCGTTACAAAATGAGCTCACATATACCCTTCATCTAACGGAAGTGAAAAAATTAGTTTTAAATTTATNTTTTTGACTTTTAATTTTTNAAAAAATTCATNTAGGGGTATATATGATCCTTCTAGCAAAGTTCAAGGTATATTTTAATTTTTTTCATACATAAATTATTTTTTGACTTCTTTGATTATCATTATTCGAGTTTCTTATTCTTATTNTTATTTCATTCTTTAGTGTAAAAAAAAAATTTAAAACTATTTTTTTGCGGCTATATTGTAATTTAAAACTNTTTTTCGTCTATATTGTAATTTAGTTTTTGTATTTGAAAAAAAAANTGGGTCATCTATAATAAATTTTACAAGAAAATTAGTGAAACATAAATAAATTTGACCATCAAAATAATAAATCTAAATTAGTCGTTGAAATAAAAAAAAGTCAAAAAAAAATACGTGTGAGGAGGATCAAATATACCCATATGGATTATATTTNTTTTNANAAAAAAATTAAATTAAAATTANTTTTTTCACTTCCGTTAGAGGAAAANGGTATATGTGAGCCATTTGTATAACAGTANGGGTATATATGAGCCACTTTCATAACGAGGGGTATATCAGCTCTAAATGACAAAGTTGAGGGGTATATCAGACCCTTTT

>rnd-3_family-302#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

CGTCCATTTCANATTAATTGAATTGTTGAGACATTTTTCATTTTTCAAATTAACTTAATTGTTCAATTTTCAAGACTACTTTTAGAATGTTCTTCCAATTTTACCCTTCATTAGTTAGTATTGGAATTAGTTATTAATTAATGTTTAGTTATTTTAATCATAAATTTGACAATAATTAATAAGGGTAAAAATGAAAAGTTATGTCTAATTTATGTCTTAATCTTCTTTTCTTAAAGGGTGTGAAACACCTCAACAATTCAATTAATTTGAAATGGAGGGAG

>rnd-3_family-191#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

TTGACCCAATAGATATTTTGTCTAATTCCTTTTTGGAGAAACTATCTAATTANACANATATTCCTACCATATNTACTAANTCTNCCTATAGTTTGAAATAATTATATNTTATCTCACTAATTAATAATTTCGTATCAGAAACACTTAGATACATGTATTTTTGCTACCAGATACACTAAAATANGGAGAGAAGCGAGCGAGAGAAGGAGAGACGCGAGCGAGATTCTCNATATACATGCAA

>rnd-3_family-92#LTR/Caulimovirus ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

CAAGATTAAGACACTTAGCAAAAGAATATTATAATAAAATCTTTAAAATAAATTCCTCACCTACCACACTACCACCTACCACACTACCAATNNCATGAATTCCTCAACTACCAGTTCCGCAC

>rnd-4_family-169#DNA ( Recon Family Size = 103 Final Multiple Alignment Size = 89 )

GAAAATAAGTTTCTTAAAAATGAGGAAAATGACTTTCCTAATGAAAGTAGGGAAAACAAGTTCCATAAGTGACATTTCACGTTGATTGTCTCCTCCCCACCCTCACCCCCGCCACCCCACACCCTTACCCCCACCCCCACCTCNCATAGTGTTTNNCTAGATTATATATAAATGCTTTTGAGATAATATTTTTTGCTTACTTACCGAACACNAGAAAATAAGTAAGAAANTCACTTATTTTCTAGGAAAACATTTTCCTTCGTACCAAACACAC

>rnd-4_family-284#LTR/Copia ( Recon Family Size = 94 Final Multiple Alignment Size = 73 )

TTTTTTTTTTGAAATTTGAAATTAACAAATATATAATATTATGTCATANTTAGGGGTGTTCACGGTTTGGATAAAAACCGATCCAAACCGAAAAACCGAACCAAACCGATNAAATAAAACCGATTTTATTTGGGNNNNNNNNGNNNNNNGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAANNNNTTNNNNNNNGTTTCATNAAAATTTNTTTATAATTTATTTATTGAAAGCAAAAATGCCCAAGATGAGAACATTTATCTTATTGGTTTCATGTATATGAGTGTCTATGACAATTCTTTGTGGGACTGAAAATGTTATTGTCTCTTCCTTCTAGGCCAATATAGTGAATTTTAAAGCTTTATTGATAGTAAATTCAGTGATCGAAAGTTCAGTAATTTAAGTCATTCTAACTATTTTTCGTTTTGAATGGATTGTTGTCACTTTTTTCACGTTTTGAATGAATTGTTTCTTTTATTTTTGTGTATGGTTAATAACCGAATAACCGAACCAAACCAAACCGAAACCGATAACCACCAAACCGATAAATGTATATTATATTTGGTTTGGTTTGGTTTTGATAATTTTAAAACCGATTAAGTTGGTTTGGTTTTGGTTTTGACCAATAACCGATCCAAACCGACCCGTGAACACCCCTACTTCCTACGATGCATTAGTTAANCATAATTTAAATTAATTATGGCTTTTCATGCCATAAAAACATNAAACATAGTAGATGAAAAATAAATAAAATACAAA

>rnd-4_family-294#Unknown ( Recon Family Size = 88 Final Multiple Alignment Size = 65 )

TACAAGTNTAGCATGAGCGAATTCGGTCGAACCCAGTAGCTTTGGTTTAAATTNTGTATTTGTATTAAGAAATTCATTNAATATGTACAAATTATTAAATTTAGAACCCAATAACTTAAAAGGTATTAGNATCTCAATNCTCAAACCCATAAACTTCAAATTCTGGCTCC

>rnd-4_family-154#Unknown ( Recon Family Size = 69 Final Multiple Alignment Size = 57 )

TTTTGTTTTTTCATTCGATGTTCGATATTCGTATTGGAGTTCGATTAATTCGAATTCGCGTCGCGTAGGACCTCATTCGGGGGAAGCGCTTTCTATCAAGAATTTTTTCATACTCAAAACTCGAATTCGAAACCTCTAATTAAGAAAGGAGCAATCTCATCCACTGCA

>rnd-4_family-36#Unknown ( Recon Family Size = 60 Final Multiple Alignment Size = 56 )

CGTTTTCCCCTCGAGACCAACTCACGCCATTAATAAGGTCGTAACGGACGTCCATGAAAAATTTCGGCAAAAAACAAGCCGGAATCCCGAATCACCAAAAAGTCCATGGACTATAGCACACGAAAATCGGTAAAATGNGGNTTTNCCTGCTCCGGGGCTCGTTTGACCTTGAAAATGGGACGTTTTGGCCGTGAGGGCTAACTGGCTCCATAGCTAAGGTCTTAACGGACGTCCACGAAAAATTTTGGCAAAAATTANGTCGGAATTCCGGATCACCAAAAAGTCCATGGACTATAGCACACGAAAATCGGCAAAATNGGGGGTTTNCCTGCTCTGGGCACGTTTGACCTTNAAAATGGGACGTTTTGGCCGTGAGGGCTAACTGGCTCCATAGCTAAGGTCTTAACGGACGTCCACGAAAAATTTTGGCAAAAATTATGTCGGAATTCCGGATCACCAAAAAGTCCATGGACTATAGCACACGAAAATCGGCAAAATTGGGGGTTTTCCTGCTCTGGGGCACATTTGACCTTTAAAATGGGACGTTTTGGCCGTGAGGGCTAACTGGCTCCATAGCTAAGGTCTTAACGGACGTCCACGAAAAATTTGGCGATTCGGCAAAAATTATGTCGGAATTCCAGATCACCAAAAAGTCCGTGGACTATAGCACACGAAAATCGGCAAAATGGGGGGTTTACCTGCTCCGGGGNACATTTGACCTTCAAAATGGGACGTTTTGGCCGTGAGGGCTAACTGGCTCCATAGCTAAGGTCTTAACGGACGTCCACGAAAANTTTTGGCAAAAATTATGTCGGAATTCCAGATCACCAAAAAGTCCGTGGACTATGGCACACGAAAATCGGCGTGAAAATCGCAGATCACCAAAAAGTCCATGGACTATAGCACACGAAAATCGGCAAAATCGGGGGTTTTCCCGCTCTGGGGCACATTTGACCTTTAAAATGGGACGTTTTGGCCGCGAGGGCTAACTGGCTCCATAGCTAAGGTCTTAACGGACGTCCACGAAAAATTTTGGCAAAAATTATGTCGGAATTCCAGATCACCAAAAAGTCCGTGGACTATAGCACACGAAAATCGGCAAAATTGGGGGTTTTCCTGCTCTGGGGCACATTTGACCTTCAAAATGGGACGTTTTGGCCGTGAGGGCTAACTGGCTCCATAGCTAAGGTCTTANCGGACGTCCGCGAAAGNTCTTGACGGACGTCCACGAAAATTTTTNGCAAAAACGACGTCGGAATTTCGGGTCACCAAAAAATCCGTGGACTATAGCACACGAAAATCGGCAAAATTCGGGGGTTTACCTNCTTTGGGGCTCGTTTGACCTTGAAAAATGGGACGTTTGGGCCGCGAGGGANTAACCGGCTCCTTTGCTAAGGTCCTAACGATCGTCCGCGAAAAATTTTAGCGAAAATTATGCCGGAAATCCGGATCACCGAAAAAGTCCGTGGACTATAGTTTTTTCACACTTCGGGGCTCGTTTGAAATTGAGAATGCACCTGCTTGTGTAATTTTCGCCCCTCGGGGCCAACTCCGTCCGCCCGACGCCATCAAGCTAAGGTCGTAACGGACGTCCACGAAAAAACTTCGGCCCAAAAAATTATTTCGGAATTCCCGAATCACCAAAAAGTCCATGTACTATAGCACACGAAAATCGGCAAAATAAGGGGGTTTACCTGCGCCGTGGCACGTTTGAACTTCAAAATGGGACGTTTTGGCCGTG

>rnd-4_family-46#DNA/Harbinger ( Recon Family Size = 67 Final Multiple Alignment Size = 50 )

AGGGGTCGGTTTGGCGTTTGGTAGCTGGTTCGGAAATGAGTTATGCANGTATTAANTTTCGCATAAGTNATACGACGTTTGGTAGCTAGTTAGGAGATAAGTTATTCATGTATAAAATTAATACGATGTTTGGTTTGCAATTTAGAAACTCGCATAACTAATACATGTATAAGTTATGAGGGAATCTATGTATTATTTTATGCAGGATAGAAGGTGGAATAACTAATACATGNATAACTAATNCNTGCATAACTAATCCCTGCATAAAATAATACATAGATTCCCTCATAACTAATTCNTACATTACTAATACCTGCATAACTCTAACCAGCTACCAAACG

>rnd-4_family-267#Unknown ( Recon Family Size = 49 Final Multiple Alignment Size = 43 )

GGAATTAGCTACGAAATTTGTCGGTAATTTCTAACTAATCCGTCGCTAAATCGCTCGTAGCTAATTGAATTTTTTATAATCCGTCGCTAAATAGGATTAGCATGAGATTTTTGCTGTTTAGCTATAAAATTTGTCCGTCGCTAATTTCTTATTTTCTTAT

>rnd-4_family-42#LINE/L1 ( Recon Family Size = 46 Final Multiple Alignment Size = 41 )

ACAGAAGAGATGATAGAGACAAGGCCTACANTCTGGGTACANCCCAGTGTGATNAAATTAGGNCAACNNTTTGGNGTCGCTTTTAAAGGATGCGAAAANGAGGCTTATGCTTTGTNCGCGAAGCTNGATCAAAAGAGGGAGGAGATTGGAANGCGGGAGAAGGTGGAGACAAAACCAATCAAATAGCAANATANACACAATCCCAAAGGAGNTNAGAAATCTGGTATTCGATATNAANTTCAAGGACGGGGAACCAAGAANCAGTGGGAGGAGANTAACCATTACGCATAAATGAAAGTNAAAATAGTNTCATGGAATGTGAGGGGGCTNAATGGCGANGGAAAGAGGGGGNTGGTCAGGAAACTATTACATCANTGGAGNGCAGATATTTATGTTTTGGTTGAAACAAAATTGGGGGGAAATATGGATGGATTCATACAGAGTATATGGGANAATAGATGGATGGGAGAAATNCATNNGGAGGCNATGGGAGCAGTGGGGGNATCGTAATTNTNTGGGATAAGAGGGTGTGGAAGGGAGAANTGGTGGAGNNTGGCGACCAAAGCATAACTGGNAGNTTCACGGGGATAANTCAGGANTTCAGTTGGCGTNTANCAGCAGTNTATGCCGATTGTAACAGAGTGGAAAGAAGAGAGNTTTGGGGGGAGCTATNTTCAGCGGCGAGAAGGTGTGCTGGACCTTGGGTGGTTGGTGGNGACTTTAACGTCGCNAGGTATCCTTCACGAAAGAACGAACTGTCAGAATACAAGTGGTGCNATGACGGAATTTTCTGACTGCATCGAGGAGNTGGAGCTGGTGGATCCTCCTTTATTTGGGGGATNTTTTACATGGAGAAGAGGGGAGAACTACGGATGTGCATCCAGAATTGATAGGTTCCCGCTTCGCGATGGGAGAGCGACTTACTCGGATCAAACAGGNCGTGTTACCGAATATAGGTTCTGACCACAATCCAAATATGCTATCGATGTGGAGATTGGAATTCGGGAAGAAGTACTTCAAATTCGAAAATTGGTGGCTGAGAGTAGAAGGNTTCAAAGGAAAGGTACAGGGGTGGTGGGAGTCTTTCGTTNTCAAGGGGAGACCAGGCTACGTNCTAGCTNAAAAGCTGAAGTCGCTAAAAGCGAAGTTGAAAGAGTGGAGCAGAAATAACAGGGGCAATTGGAAACAAAGAAAGGAGGACATTTTAAACCAGCTATGCAGCCTTGGAAGCGATCCAGGAGCANAGAGCTCTNNCAGACGATGAGGCANTTCAAAAANCAAATCTGGCCGTGGAGTTTGAAGANGTNGCAAAAAACGAGGAGATAGCTTGGAGACGGAGGTCCAGGGTTCNATGGCTGAAACAGGGGGACAAAAATACAAAGTTCTTCCACAGGATNGCNACTGCNCACAAAAGGTTCAACTCCATNGACAACTTGAAGGTGGACGGTACGGAGGTGACGGATCCAGANGCGATCAAGGAGGCNATTCAAAATTACTACAAGAACCTATACAAAGAGGTTGAANANTGGAGGCCTGANTTAGCGTTACATGAAGCTACGGGGATATCTGAAGAAGAACAGGACGTAACGCTNCAAAGACANTTTGAAGAGGATGAAATCTAAGAANGCGTTAGTTTGTGTGCTATGGAGAAGGCACCTGGGCCAGATGGNTTCACTATGGCCTTCTTTATCAGATGTTGGGAGGTNGTGAAGGAGGACGTCATGGACGCTNTTCANAATTTCCATAAATCAGAAGCTTTTGAGAAGAGCTTCAATGCNACNTTCGTAGCTTTGATCCCAAAGAAGGTGGGAGCTCAGGAGTTGAANGATTTCAGACCNATCAGCCTGATAGGAGGNGTGTACAAGATCGTTGCTAAGCTACTGGCTGAGAGGCTGAAGAAGGTGGTGAGCAAATTGGTTAACGAACATCAAATGGCCTTTGTAAAGGGGAGACAAATCATGGATGCAGCNCTNATNGCTAGTGAATGCGTTGACTCAAGATCAAAGGAGCAGAACCCGGTCTNCTGTGTAAACTGGACATCGAGAAAGCTTACGACCATGTNAATTAGAGATTCTCTNTCGAATACTTCGAGGCAAATGGGCTTTGGCGATAAATGGATGAAGTGGATCGAATTCTGCATCAAAACAGTCAGGTTCTCTATTCTTGTGAATGGAGAACCTGTGGGNNNTTCGACACAGGGGACCTTTCTNTTTATCGTCGCGATGGAGGGCTTCGATAGCACGATGAGGATAGCNANGNAAAACGGATGGATCAGAGGCTTTCAGATAGGAGATAGCAGAGGGGAAGGAATGGAGATCNGTCATCTATTNTATGCAGATGACGCCCTCGTCTTTTGTGAAGCNGAGGCGGAACAAATNAGNTACTTNAGAGCGATNCTGGCTATTTTTGAAGCNGTTTCNGGNCTACACGTNAACTGGNGGAAAAGCTNCNTNTTTCCNGTCAANGANGTGCCAAATATNCAGNNTCTNGCAAACATTTTGGGGTGCGAAGTGGAGGATCTGCCAACAANNTACCTGGGNATGCCTTTGGGGAGCAAACACAAGGCGNTGGAGATATGGGATGGGGTNATNGAGAAGCGCGAGAAGAGATTGGCNAGATGGAAGNCTCAATACCTNTCNCTAGGAGGNAGACTGACNCTCATNAACTCNGTGCTGGATGCCCTNCCNACTTACGTGATGTCNCTATTTCCNATNCCCGCCGAGGTNATNAAAAAGCTGGACAGACTNAGGAGGGATTTTTTGTGGCAAGGNAACAAGGAGAGNAAGGGNTATNACCTGGTGAAATGGGAGACAACGACGCTNAGCAGAGAACGAGGNGGTCTGGGNATNAAGAATCTGAGANTNCANAACGAAAGTCTGTTGATGAAATGG

>rnd-4_family-512#SINE/tRNA ( Recon Family Size = 49 Final Multiple Alignment Size = 41 )

AAGGGAAGTAGAGTCTTGACGTAACTGGTAAAGTTGTTGTCATGTGACCAGGAGGTCACGGGTTCGAGCCGTGGAAACAGCCTCTTGCAGAAATGCAGGGTAAGACTGCGTACAATAGACCCTTGTGGTCCGGCCCTTTCCCG

>rnd-4_family-722#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 41 )

CCTGTTTGGTCAAGCTTTCAAAATCTGCTTATTTTGAAAAGCGTTTTTTGTAAGAAGTGCTTTTCGAAAAATACTTTTGGAGAGTAGCAATTTGTGTTTGACTAATCAATTTNAAAAAACACTTTCGTCAATATTAGAGCAGTAATTTGTGTTTGACCAANGTTTTAAAAGTACTTTTAAGAAAAAAACTATTTTTTNAGCTTCTGAAAAACAACTTTTGCTACTACTCGAAAGTACTTATTTTTCCCCTAAAANCTTGACCAAACACCTCAACTTTTTAAAATAAGCACTTTTGACTTTCCAAAAGCTTGGCCAAACA

>rnd-4_family-62#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 39 )

TCGCTACTTAAAAAATCACTATTTTTTNTGTCAAAAAAAAATCACTATTTTTCCACTGAAAAATGTTCGATGGTTATTTCCATAGATATTTTGATTGAATCGGTGAGAAAAGAAAAAATAGTAATGTTTTCATACGAAAAAATTAGGAAGTTTTTCANTATTTCAGTGAGAATCTGTTTTCCACCATGCATTTTTCCAGTGAGCTGGTTCGATGAAAAATGAGTGGGAAAATCATGTTTTATAACACAAATTTCTCATTGATTCGCGATGAAAACCTTTATTCA

>rnd-4_family-160#DNA ( Recon Family Size = 41 Final Multiple Alignment Size = 39 )

ACCTTGTTTGGATGGTTGTTACCCGTTGTATTGTATTGTATCGTTAGTTTAAATACAATGTTTGTTTTGATTGTTACTTAAAAT

>rnd-4_family-258#Unknown ( Recon Family Size = 40 Final Multiple Alignment Size = 37 )

TCGAAACTCCAAAAGACACCGAAAACCACTTTTTTAACAACTTTAGCCTTTCAAACTCAAAACTTNCCAAANTCTCAACTTTTCACTCAAANTTCGAAACCAACTTTCAAAACTCAATCAAAAAATGACTCGGGGTCAATATCGGGAGGGGTAAAATGGTAATTTCACGAAAATTTCCAAAAATGACCTTCCGGGTCAT

>rnd-4_family-916#Unknown ( Recon Family Size = 48 Final Multiple Alignment Size = 36 )

TGACCATGCAATTTGACCACGACAAATTATGATTAAATTATGAAAAATCTGATCTTCAAATATCTNGAAACTGATCGCTCAGAAAATCTAGTCCGAGTCGGGTTTTTCGCGTATTCGGGACTTCCACTCGTAGAATTTCAAATTTTTCTTTCAAGTAAAAATGCATGTCCAAACACAACTTCAAATTTCAAAAAGTCACAATTTCAAAAANCTCAAATTTTCAAGTTTCAACGCGTCGAATTCAAAATTTACCACCAAACGAGAGCTTAATATTGTTGAATTCAAAAGAAAGGGAGCCTTGGAGCAACGGTAAAGTTGTCTCCGTGTGACCTATAGGTCACGGGTTCGAGTCGTGGAANCAGTCACTAATGCTTGCGTCAGGGTAGGTTGTCTACATCACATCCCTTGGGTGCGGCCCTTCCCCGGACCCTGCTNAACGCGGGATGCTTCGTGCACCGGACTGCCCCTTT

>rnd-4_family-149#DNA ( Recon Family Size = 35 Final Multiple Alignment Size = 33 )

CTAAAATTTCTAAAAGTTTTATTTTTTATTTTATATTATTTATATTTCATTTCCTTCTCGTTCTCAACCTTTACTTTACGTGATTCCATGCAATTTTTTCGTATTATCTATTTCTTTATGCCATGCTTATTTTCTCATTAGCATAATTTTGTTAGTATTCTAATTTTTAAATTAAAGTAGAATTCATTGTTAAGTAAGGTTATAGACTTACGTTTTCTTTTTTTTAAAANTAAATCATATTTATGTACGTTATGTTGAAATTTGACATAAGAGTATTATGTTAAATTTTTTGTTTTGAATTTATAACTTATGTTATATTTTCAGTTTCATTTGTTTTAGTAATATTGAATTTACATTGCAAGTCATTTTTTAGTTAGACTTGATAGATTATCTTTTTGTCAAACGTTTTAATAATTTATGACATTTTATTTATATATTAATCTTTTTTATCAAACATGCATTTCACGATGTTCGTAGAAACTTCGTACTTTTAGTTTTTATGATCAATTCAATTGAAATATACTAATTTGAAAAAATATAAATCAATTATTTTTTCATAATATTAGTTAAGAACATATGTTTATTAATTAATATATTTTCAAAAGATAATATATATCTTAAATATTTAATTTAATATCATTTATAAAGTTTCTTATTTGTCTAGTATAAATTTTAAATAATTAATTTTTATTTTTAAAATTTAATATAATCTTATGATTGCAATTGTGCANCCAAACAGAACATGTGTAATTACACTGTGGCATCCAAACAGGACATGTGTAATTACAGTGTAATTACACTGTGGCAACCAAACAGGTC

>rnd-4_family-120#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 33 )

AAAATTACCTAAATACACAACTTATTTTATCATATTCTCTAAAATTTTCTACCATTTGAAAAAATTCTACTCTCTCCTATTCTCGGATACATCACTTTACGCGATGTATCGATCGGATACATCACTTTACGCGATGTATCGGGACGTACGCGATGTATCGGGACGTTGAGCGATGTATCGGGACGTTGAGCGATGTATCCGAAATTTTCTACCATTTGAACGAACGCGAATTCTACTCTCCCCAATTCTCGGATACATCACANNTCGGGACGCGATGTATCG

>rnd-4_family-762#Unknown ( Recon Family Size = 44 Final Multiple Alignment Size = 32 )

CGTATCGGTCGGTTCGGTTCGATTTTGAAGTTTATCGGTTCGACTTATCGGTTATCGGTTTGTAGACATGCTAAACCGTTATAGAACCATTAAGATAT

>rnd-4_family-2338#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 32 )

GGCCGGCTCTATGCATAGTTTAATAAGGCATNTGCCTTAGGCCCCCAATTTTNGGGGGCCTCAAATTTTTATCAAGAATAAATTATGTGTTAANNTTTTTATAGAAAAAATTAATTATTTATGATAAAAAGTATATTTTTAAAATANATTATTTTATCCACTTTAACCCCATTCAAATAGAAGAAATCAAGAAAACATTGTTTTGTNTTCTTACATTCTCTTCGCTAACACTCACATTATTTATTCTTTTTAACTCCTTTTGCACTCTATTTCTTCAAATCTTTGATAAGTTAGAGTAATACTCTGTCAAAAATANGAATTAATAGTCGAAAAGTGTTGAACAAAGTGAATTACAAATTCTTTTTTTATTTCTTTTTAAATNNNNNTTTCAAGCATTACNACAAGCATATTAAAAGTGGGGTATACCAAGTCATCAACTTCTTGAATCAAATTCTATGGTTCTAACTCTTATCTTTATTTAAAATTTGTCAACTTATTACTTATAGAATTATGTTAACAATTCATATAATAATTGCCTCANTAAAAGGATGTTTTTCAACGTTGAGTTGATAAAATCTTACCTAAAACTAATAATTGAAAAAAAATATTAAATACTAATAATTTNCATCTAAANAGTGTTAAGNAATAATTTGCATCTAAAAATGTAAGAAAAATAAATTTTAAATAAATGCATACGAAGTTTGTTTAGATTTTAGGCCTCNAATTAAAATTTCGCTTTAGGCCTCCGATTACGTTGAGCCGCCCC

>rnd-4_family-328#Retroposon ( Recon Family Size = 34 Final Multiple Alignment Size = 30 )

GAAGGCTAGTTTTGGAAATAAATAAATTAAAAGGGAATCCTGGTTTGTGGTGGCGCCACGTAGGCGGGCCTAGGGTTCTCTTTTATA

>rnd-4_family-59#LTR/Copia ( Recon Family Size = 38 Final Multiple Alignment Size = 30 )

AAGTCACTTCGACTACTCNCTGTTTACTAAACGGGCTAAAGGCGATATTGTGGTTGTGTTGGTGTATGTCGATGATCTACTGATCACTGGNAGTAATCNCGANCTNATNNACGANACCAAAAAGGATCTNCAGGANAANTTCAAGATGAAGGACCTAGGTGAACTNAAATTCTTCCTNGGNATTGAGTTTGCTAGATCCAACAAGGGCATNCTNATGCATCAAAGGAAGTATGCNTTGGAACTNATATCTGAANCGGGNCTAGGAGGNGCNAAACCAGCTCGCACTCCTNTTGAANTNAATNTGAAACTNACNNCNACGGAATNTGATGAGCATGTGAATGTCACAGAAAGGACTGAAGATGATGATCCGTTAGCAGATCCTACAAGNTACCAAAGGCTGGTNGGGAGGCTGTTGTATCTAACNATGACAAGACCGGATATNGCNTTTGCNGTACAAGCNCTNAGTCAATTCATGCANCGNCCNAAAAAGTCACACATGGATGCNGCNCTNAGGGTGGTNAGGTACGTCAAGAAAGCACCCGGNCCGGGATTGTTATTAATGGCAGCGGANAATCAAACCGCACAAC

>rnd-4_family-469#LINE/L1 ( Recon Family Size = 30 Final Multiple Alignment Size = 29 )

TACGGAGAGGGGTGATAGCGGACGAATATGGAGNTATGGAAGGGGGGGGAGTGGAGAACAAATAGAACGCACGTTCCTTTTGGGTGCGGGNTGTGGAGGAACATTTTGAAGGGATGGGAAGATTTTAATGATAACATCGCTTTTAAGGTTGGGGATGGGAGTAAGGTTAGTTTTTGGGGGAATAAGTGGTGTGGAGATTTGGTGCTTAAGGACGCATTCCCAAGCNTGTATAGGATTTCTTGCCAAAAAGGGATGACTGTTCAACAAGTTAAGGGGATACAAAGGGACGGAANTTTTTTGGGAACTTGAGGTTTAGAAGGAATTTCCAGAACTGGGAGGTGCCGANCTTGNTCGATCGATTGCCCGCGAACGAGCTCTACCATCAGAAGCAATGCAGGCCAATTCTTGCTTAGAGTGGGAGACATGAGTTAGGGAATGGCTGGTTGTTTCTCAGTAAAGTCCAATTNTACCGAGAANCTCATCATCGGGTAGGGCGGAAGACGAGTTTGCGGCATGATGCGTTTCGATTTGGATACNTCGGGCGCCGAGGAAGGTGTGTTTCCTCGTNTGGCTAGCTACTAGAGGAGCGATCTTGACGGCGGAGAATCTTAAGAAAGAGAAGGTTGTNTTCTTCAGCTGGTGTTTCATGTGCAAGAAGATCGGGAGAGGACGTGGACCATCTTCTNCTNCATTGTCGGATNTTGCCACGAGGTTATGGTGGGATATGTTTGGATGGTTCGGAATTTCTCGGGTAATGCCGAGAACCGTGAAAGANTCGATGTTCAGTTGGACGANTGGAGAAAGAGGAGAAGACACAGGGCGCGGAACGTGGCTCCATTGGCTCTTATGGGTNGTTTGGAGAGAGAGAAATATGAGAGCTTTTGAAGGGGTAGAGACGAGTTTTTCTCAGTTGAGGAGTAGCCTCTTATCCCTTATTTTCTTTTGGGTGCACCATGAAGTTCCTTGTTGTATAGANGATTGGGTGNCNTTTGTAGAGAATCGTATNTTTGTAGGTCTTCTCCTTTTTTGGTATACCTCTTGTATACGGCTAAGTTGGCCTTGTTTTTATTAATGAAATCTTTTACTTGATAAAAA

>rnd-4_family-907#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 29 )

ATAGGCGGACCCACNTCTATAAGCGGGGGTGCACGTGCACCCGTTAACTTCGAAAAAAATCATGTATATATATGTATATCTATCTTGAGAAACTGACAGAAACTAGGATATAATTAACAGTGCACCCATAAAAAGCATANGAGTGTCCTTGTGTTGCTGGTACAAGCTAGAGGAACCACCCGCGAGACCAGGGTTCGAATCCAGCTAAAGCGTTNTTTCACTGTTTTTATTTTAAGTTTAGCTTAGAGCTCATATTTGAGCTAAGGTAATATTGGTGCACCCGAAGTCTTCAAATCCTGGGTTCGCG

>rnd-4_family-213#DNA/hAT-Tip100 ( Recon Family Size = 34 Final Multiple Alignment Size = 29 )

ATAGATCAAACTATTTTTTCACTTCAAAATAGATTTGAACCAATTGAAGCATATGAAAATATTTTTGATTTCTTATTTAGTGGTAAAATATTGAGATCACTAGATGATGAGAATTTAAAAAAAATATTGTCTTAACCTTGAACTTTCTTTAACACGTAATAGTTATTCTGATATTGATGGTTTAGATTTATTTTTTGAATTAAAAGTGTTAAGAGAAATAATACAAGTAGAAGATAATGATCTAATGAAAATACTCAATCAAATAAAAAGACTTGATTCTTTTCCAAATACACATATTGCTTATAGAATAATGTTAACAGTTCCTGTAACCGTTGCCTCAGCCGAAAGAAGTTTTTTCGAAATTAAAATTGATTAAATCTTATTTAAGATCAACAATGTCTCAAGAGAGATTGAATGAATTAGCTATATTATCAATTGAAAAGGAATTATTAAAACAAATCGATTATAAAACAGTANCTAATGACTTCGCATCTAAAAAAGCTAGAAAAGTAGATTTTAAATAAAAGTATATATGATGA

>rnd-4_family-80#LINE/L1 ( Recon Family Size = 40 Final Multiple Alignment Size = 28 )

GGAACGTTAGAGGTATGAACCAAGAGGTTACAAGGATAGGGAACTTAGGTTGATTTCGTTAGGAGGAATATAGCACAGGCTATAGTTTCCATTTATGAGCATAGATTTCAAGAGAATAGAGCGCAAGGAGTATTATCACTAAGTTAATGGCAGAAGATGGTCTTGGTGCCGCAATGATACATATGTAGTGATAGAAATAGGATTTGCGTCCTATAGGACCCGAATCACATTGTTTTTACAGTTGAAGCTATGAAATACGTTCATGGCCTGGTAGAGTATGCGTGGAAAGCGGTCTCAAGTTGTGTTCAACTTAACTGCAGTGTATGGGCTTCACACGATAGAGAACAGGAGAACACTATGGTAGGATCTCAGGTAGATACAGCTATGAACACACANCAGGGGGCCATGGNTGANCACTGGGANATTATAACGCTATTTTTGCACGATCCTGAGGATAGACCCATTGGGATNCAAGTNCAGCTGGAAGAAACCGAAATTGTGGACTTTAGAGAATGCATGATTGACAGTAGTATGACAGAACTGCGATCACAGTAGGGAGGCAGTATCACATGGAATAACGGGCATGTGTCTAGCAGGATAGACAGAGCACTGGTGAATAGGTGAGTGGGTGATCAGGATGTTCCCACCTCTAGAAGGGCATGGTGACGGAGCCCCTATTCTCAGACCACTCCCCACCTAGAGCACAGATTGCTAGTGGAAACACTATGCATACCCAANNNNNNAGCCTTTCAGATTCTTGAACTGCATAGCACGACATCNTGAAAAGTTTTTCGAGGCCGCAATGCAGACGAGCTGGCAGCGACAAAGTGGAGGAGAGAGGTTTATGNAAAGNGTNTGGAANANTCTNAAACGAATGCAAGCATGGACATGAAACTGATTTAAACACCAAGGCGTTTAGAGGGGTCACAGGAAGGGTGACCAACTTAGTTACTCTGAGGCAATAACTAAACTATGGCCAAACAGAATCAAATGCAAAATACCTTTCGAACCTTCTTCACAGTAAATACCGACGCTATAGCACCGGAAGAGAAGGATCTTTCGATNACAACTAGAGAAATGGGAGAAATATTGAGGAGTNCATCTAAAACNAAAAATCTAGAGCGACGTGGCTNAAATTGGGGGACTCAAATAACTNCGTATTTTTGCAAGTATGAAANGAAGGACAACCGAGAATCGAATCGTGAGGCTCACTACAGCGGATGGNANAATCATNATGAATCNAGATGAGATTACAAATGAGATTATAAGNTTTTACAAAGGTCTGTACTGGGAACCGTAGCCGCGCACTTCACCTAGTTGCTCGCCATGCCAACCACGCACCGGCGGCGATGAGAAATGGCCCTACGCTGGAACGCTAGACAACAACAACTGGCGCTCGTNGAATATGTTACTAAGAAGGAAGTCTTAANAGCACTTAAAGGGATTGATGACTAAAAAGCACCAGGAGGAGCTGATGGTTACAATGCTACGTTCTTCAAAAAAGCATGGACAGCGATCANACGNGATGAGGTAACAGNTATGGTNTTTGAATTCTTTCNAACTATGGAAGATGTATAAGGCCGCGAACTGTACCGCTGTAACNCTGATCCCGAAAGTTCAGCACCTAGCTCCATTAAAGAATATAGGCCCATANCATGTTGTACNGTCCTNTACAAGNTCATTTCGAAGGTNCTAACANATAGGCTACGAGNTGTAATGAACCGTCTTGTGGATCCTAGTCAAGCTGGTTTCGTACCNGGGAGAATGACGGATGACAACGTTATTCTNGGNCATGAACTAGTGAAGGGGTATGGNAGGAAANATATCTCNCCTAGATGCATGATNAAGATAGATATNCAGAAGTCTTATGACTCTTTNGAATGGCATTTTCTAGAACAAGTACTAATTGGGTTNCGAATACCTGCTCGATTCGTAAATTGGGTGATGAAATGTGTTAANACAGTNTCCTACTCTATNTTGATTAATGGNGNACCAATCGNCCCTTCGAAGCAGNNAGAGGANTNAGACAAGGGGATCCAATGTCCCCCTATCTNTTTGTNATNGCCATGGAGTACCTAAGTAGACTGCTGAAGNCTTTGAAGGACAAGAAGTTGAANTTTCATCCNAGATGCCGNAAGCTNCGGATCATACAACTNAGTTTTGCAGATGACCTTCTNCTNTTTAGTAGAGGAGATGTCCAATCANCTGTNCTCCTGATACGACATGCTTTCAANAGTTTTCTAAAGCATCNGGACTGNNAGCAAATNNGGANAAAAGTTCTATATATTTTGGAGGAGTGTCGGAGCAAGTACAANAGTCGATACTACAGCATACGGGATTCAGTCGCGGGGCANCTTACCTTTCAAGTATCTTGGCGTNCCTCTNANCACCAAAAAACTGTCAATNATCCAATGNAAACCACTNNTCGANAAGATNNTGGNAAGAATCANCTCNTGGACCGCTAAATTTCTATCNTATGCAGGGAGAGTNCAACTGGTCAAAGTGTNCTATTTTCTATTCAAGCNTTCTGGGCACAANTNTTCGTNNTCCTAACGAAGGTGATNCAANCGATCGAAGCNATATGCAGGAGNTTTCTNTGGNCTGGAGATACNCAAACTAAAAGGAAAGCACTGGTNGCNTGGGANANATTNTGCNGTCCAAAAGTCGTTGGAGGCCTGAACNTNNCGGACGTNTACGTGTGGAACAAAGCNGCTATNGCAAACATCTATGGAACCTGGNNNANAAANAAGACAAGTTGTGGATTNAATGGGTNCATACNTACTACATNAAAGGTAGGAGACCATGGGAAGTTCAAGCCAATCAAGCTTCNTGGATGGTGAGGAAAATNCTANAGGCAGGACATTGGATCTATGAGCCGGATTGCAAGTGACAGAAGTCACGGAGGCGGAAANTTCTCGATAAAGCANATGTATAAAAAGCTNAGAGGTGAACTAAGCAAAGTGGANTGGAGAAGACTGATNTGCAACAACGAAGNCNGNCCTAAATGGATCTTCATACTATANTTAGCAATACNAAGANAGATTGCANACGANAGATAGGCTAGNCAAATGGGGAATNCACAATGACTAAATATGCTCACTATGTAANGCAGGAGNTGAAACACGCGAGCACTTATTTTTTGCGTGTACATNTGCCAAATNCGATATGGNAAAGATTACTTNANTGGTTGTCCGTCAACGGATGGCAGTGCAGNTGGAATGAAGAGCTACAATGGGCTACATTGCATGCTAAAGGAAAACNNAAGACGNANGTGTACAGAATGGCGTTGGCTGCANCCGTTTATCACATNTGGCAAGAGAGGAATNACAGAATTTTTCAGCAAAAAGAGAGGACGATAGAGGAGATTATCGANAAACANATTATTCAGGAAATTCGTTTNAGAGNNAGCANGNATCCTAGAATGGCTANTGCTATGCAGAATTTTAATTTCTATCCTTAGAATAGTTAGCTAGGATGAGANTCTGGTTAAGGCAAGGGTGATGGGCTTTGAGATTGGGAACTTGTCCATATCCTAAGTTCCACATTTGTACGTATTGAATGCAATCTGGTAATATAATTTACAGTTACCAAAAAAAATAAAAAAATAT

>rnd-4_family-168#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 27 )

CTTGATATTTTNCTATACATTTTCTTGTTTTCTTTTTGCAACCCTACTTTAATAATTTCTCTTTTGAGTCGAGGGTCTATCGAAAATAACNTCTCTATCTCACAAAGTAGAAATAAGATTTACGTACATTTTATCCTTTTCAAATTTTACTTATGAAATTACACTGAATATGTTATTGTTGTTGT

>rnd-4_family-873#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

AATTGAAAGGTTCGTTCCGATTAAACTTAGGCTTAATACATNGACAACCCCTTAAACTTGTCAGAATATTTCATTTAGACACTCGAACTACGNTNTGTTTCAATTGAACACCTNAACTCATGATAAAGTGTTTCNATTAGACACTTTCGGTTCAAATTTTGAAAANACTTTTTTGCGCGTGTTTTCATNCGTCTATTAGATAGTTAAGTTAACCACATAAAATATGTCATCTCCTTTAATTATACGCATTNGCCTCAATAAGCCGTAAAATCTATGACGTTTTCTACGTGAGGTTGATGCGTATAATTAAAGGAGATGACATATTTTANGTGATTAACTTAACTATGTAATAAACGNNTGAAAACGCGCAAAAAATTTCAAAATTTGAATCGAAAGTGTCTAATTGGAATACTTTATTAGGTGTTNAGGTGTTCAATCGAAACATGNCNTAATTCGAGTGTCTAAATGAAATATACCGACAAGTTT

>rnd-4_family-104#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 27 )

TAAATATATTATTTATTTTCTTTTTAACACATTCTTTTTCTAATAATATTTTTTTAAATTAGCAAATGTTTATCCTACTTCAATTCAGAAAAAAATAAAAAATGAAAATATTTCTTATTTTATTATAATTATTTTTTTATCGTTATATAAATATAAATTAATGATGGATATACTATGATCTTATATATATGACATATATTATNCGTCGAAAGGGTACATGAAGTTATTCTATTTTAATTGATAAAATGAGATTAAGAAGAAAAAAAATATTTCCTACATTTTTATTTGTTAAAGTGATTTTAAAAGAAAGAAAACAAGAATAGTGTTCTTTAATAATATTTTAATTAGGAAGAAGATGTGTTTAAAAAGAAAAAAATAATATATTTATTCGGAAAAGGGCATTTTTGACCCATTT

>rnd-4_family-123#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

ATGAGCGGATATGTACATGAGAGTCACATTTACTTTTTCCCTCTATTTCATATTAANTGAATTGTTGAGACTTTTTTCATNGTTCAAAATAATTGAATTGTTCAAAGTTCAAGATGGATGTTTGAANTTTTTTCCATATTTNCCCTTTCNTTTAATGAAGTTTNATATTTTCTAGGAGATAAATTGCACTACTTACAAAGTTATATTTATGATTTCACAAAGGATAATAGTGGAAAATATGGTTTAAATTATGTCCTTAAATGTTTTTCTTAATAAGTGTGCATTGCCTCACAAATTCAGTTAATATGAAATAGAGGA

>rnd-4_family-895#DNA/TcMar-Stowaway ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

TTCTTGAAAATCTTAAGTTTTTAATTCATCCACTTCATAATT

>rnd-4_family-438#LTR/Gypsy ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

TTCATGATTTTATTCTATGNCTCACATGTTATGACGACGATGCTAACGGGCTTGTACGAGACCCCTTCCGAGTAAGGTCGAATGCATCGCGTAATAACTAGGGGGGTAGTCCCGGGTCGTGACAAACTTGGTATCAGAGCGTAAGGTCGAGAATANTNTAGGNTTATGTCACANGANACCGCGTCTAGTAGAGTCTCGTTCATGAGTGTGAAGCGCGCCACACTTATGAATGAGAGGCTACGCGACGCTTAGGAACGTTCGCTCTTTCGTTACTCTATAGTCGTGCCTGAGAGTCTTAACTCTATAAAGTCCTTTCCTTCTAATCCTTCTCTTGTTGTTCTTNAGGCGATGAATACAAGAANGAATAGTGTAAGGAGGGCGCAATGAGGNAGAATGTGAATGAGGNGGCTCCTCCCCAAGCTCCTCAAGATCCTCGAGTTCCTAATGAAGAAGGGGCTATGTCTAATGCGGAGATTAGGGTCGGCTATTCANACGTTGGCTCAGGTGTGGCCGCCCAAGTCACTAGGGATGCTAGGGTTCAGGNGAACCCCAATGCTGGCACAACCGCTTCTAGGATNAGGGACTTCGCGAGGATGAATCCCCCNACGTTCTATGGCTCCGAAGTGGATGAAGATCCNCAAGGGTTTATTGATGAAGTGNAGAAGGTNCTTGAGGCTATGGGTGCGTCTTNTCGAGAAAAGGCGGAGCTAGCTGCCTATCAACTGAAGGATGTGGCTCGAGTNTGGTACGANCAGTGGAAGGAGGGGAGACCCGATGAGAGCGGGTCCGATNAGCTGGGCTACGTTCAAGACGGCTTTTCTTGATAGGTTTTTCCCCTTGGAACTGAGAGAGGNNAAGGTGCGAGAGTTCATCAACCTTCGNCAAGGAGGTATGAGTGTGAAGGAGTATGGCTTTAAGTTCACCCAATTGTCTAAGTATGCTCCGACNNTGGTNGCGGACTCNAGGGCTAAGATGAACAAGTTCGTTATGGTGNTGTCCGATCTAGTGGTGAANGAATACCGTACGGCCATGCTNATTAATGACATGGACATCTCTCATNNCTNATGGTTCATGCCCAACAAATTGAGGAGGAAAAGCTTAAGGAAAGTCGGTAAGGAGAATTCGAAAAGGTCAAGGGCCGGTGATGGAAATTCTTCTAAGGCGAGGTCCGACGTCCAAGGTAAGCCTAGAGTCCGAAAAGAGGTTTTCCGGCCAAGGTTCCTCCTAACACTCCAAGGGTCAACAAAGGTAAAGTGTCTACCCCCAAGCGTCAACGAAGCGANCGACGTGGNTGGTCCTTACGTTGAAAGGCCTACTTGTACAAAGTGCGGTCAAGGAAGCACGAGGGCAAGTGCCTAGCCGGCACGGGTGGTTGCTATGGTTGTGGTAAGAGCGGCCACATGAGGAGGGAATGCCCTATGCTNAAGGCTAAAGGCTCAAGGGAGGGCGNNNAAGATGCTCAAGCACAAGCAAGTGGCCCAAATCCCGATGCTCCTAAGAAGAACCGCTTNTATGCTNTCACAATCGCCGAGGTGAGCAAGAGGGTTCGCCGGATGTTGTCACCGGTACGNTNCAAGTNTTTTCGATTAATGTTTATGCTTTGCTAGATCCAGGNGCNACTTTATCTTTTGTAACNCCNTNNGTGGCTATGAANTTTGATGTNATTCCCGAGTAACTTAGATGAACCGTTCTNTGGTTTCTACNCCNGTCGGTGANTCTATTGTAGCNAAGAGAGTCTATAGNGATTGTCCCATTTCGTCGTCCCACGAGAGTTACCTCGGCTGATTTGATAGAGTTAGATATGGTAGACTTCGATGTCATTCTNGGTATGGATTGGTTNCACGCNTGTTATGCCTCCGTCGATTGTAGAACTCGAGTTGTCAAGTTTCAGTTTCCAAACGAGCCAATCTTAGAGTGGAAGGGNGGNAGTTCAGCGCCTANGGGTCGNTTCGTTTCNTACCTTAAGGCCAGAAAGNTGATCTCTAAGGGTTGTCTCTATCATCTAGTTTGGGTTAAGGATTCGAGCTCCGAGACCCCTNCTCTTGAGTCGGTCCCAGTAGTAAANGAGTTTCCAGAAGTCTTTCCGGATGACCTTCCCGGAGTTCCTCCCGANAGGGAAATAGACTTCGGNATTGATCTTCTNCCGGATACCCGNCCTATNTCTATTCCTCCTTACNGAATGGCNCCGGCAGAGTTGAAGGAGTTNAAAGAACAATTNAAAGACCTNCTAGATAAGGGTTTCATCCGACCNAGTATNTCNCCATGGGGTGCNCCGGTGTTGTTCGTGAAGAAGAAAGATGGTTCTCTTAGNATGTGTATTGACTATCGNCAGTTGAACAAGGTCACNATCAAGAATAAGTATCCTCTCCCNAGGATTGATGACTTGTTTGACCAACTTCAGGGTGCNAGTTATTTCTCNAAGATNGACCTNAGGTCGGGCTATCACCAACTNAGGGTAAGGGANTGTTGACATTCCGAAGACGGCCTTCAGAACCCGNTATGGTCATTATGAGTTTTTGGTCATGTCNTTCGGTTTGACNAATGCNCCGGCGGCGTTTATGGACCTNATGAATAAGGTNTTCAAACNNTATTTAGATNCGTTCGTTATCGTCTTTATCGATGACATNCTGATCTACTCAAGGAGTGAGGANGATCACGCGAGTCATTTGAGGATNGTNCTGCAAGCCCTCAAGGACCGCCAGCTNTATGCTAAGTTTANCAAGTGCGAGTTTTGGCTGAGATCNGTNGCTTTCCTTGGTCACATTGTNTCTGGTGAGGGTATTGAGGTTGATCCTAAGAAGACNGANGCGGTNAAGAATTGGCCTAGACCTNCGTCTCCTNCNGATATTAGAAGTTTCTTGGGTTTGGCCGGTTATTATAGGAGGTTTGTNGAGGGATTCTCNTCCATTGCNTCTCCNTTGACGGCNTTGACTCAGAAGAAGGCTAAGTTTCNATGGTCCGAAGCTTGTGAGAAAAGCTTCCAAGAATTGAAGGATAGGCTNACTNCCGCTCCGGTNTTGACNTTACCGGAGGGTACCGANGGTTTTGTGGTNTATTGTGACGCTTCNAGAGTNGGTTTGGGTTGTGTCCTNATGCAAAATGGNAAGGTTATNGCTTATGCCTCGAGGAAACTTAAGGTNCATGAGAAGAATTATCCGACTCATGACCTNGAGTTAGCGGCGGTAGTGTTTGCCTTAAANATTTGGAGGCACTACCTNTACGGTGTTCATGTAGATGTGTTCACCGACCACAAGAGCCTNCAGTATGTGTTTAGCCAGAAAGANCTNAATCTTCGCCAAAGGAGGTGGCTTGAATTACTNAAGGATTATGATATGAGTGTCCTTTATCACCCCGGTAAAGCNAATGTGGTNGCGGATGCTCTTAGCCGGTTATCTATGGGTAGTGTGGCACATGTTGAGGAAGAAAAGAGAGAGCTAGCNCGGGATGTTCATAGACTNGCCCGNTTGGGTGTTCGACTNGCGGATTCCACAAAAGGAGGTGTNACGGTTCGNAATGGGNCNGAATCNTCNTTTGTAGTCGAAGTGAAGGCNAAGCAAGATCTCGATCCGATTTTGATCGAATTGAAGGAGNCGGTTCGTNAACAAANCANTAGAGGCTTTCTCCCGAGGGGGAGATGGCGTACTTAGATATCAAGGTAGATTATGTGTTCCGGATGTGGATGGNCTGAGAGAGACGATCTTACAGGAAGCCCATAGTTCCCAGATATTCCATTCATCCGGGAGCCACCAAGATGTACCGTGATTTACGGGAGGTCTATTGGTGGAATGGNATGAAGAAGGATATNGCGGGNTTTGTGGCTAAGTGTCCGAATTGCCAACAAGTNAAGGTCGAGCACCAAAGGCCNGGAGGTTTGNCCCAAGATATNGACATTCCCACTTGGAAGTGGGAGGAGGTGAATATGGACTTCGTCGTAGGTTTGCCTCGTACCCGNAGGCAACATGACTCCATTTGGGTNATTGTNGATAGAATGACNAAATCAGCCCACTTCCTTCCCGTCAAGGCTTCCTATTCGGCGGAGGATTACGCCAAGTTGTACATTNAGGAGATGGTGAGGTTGCATGGGGTTCCCTTTGTCNATCATNTCGGATCGNGGTGCTCAATTTACTTCNCANTTTTGGAAGTCATTCCAAAAGGGGCTTGGTACTCAAGTTAAGCTTAGCACCGCTTTTCATCCTCAAACCGATGGNCAAGCGGAGCGTACCATCCAAACCTTAGAGGACATGTTGAGGGCTTGTGTGATTGACTTCAAGGGTAATTGGGATGACCACCTACCNTTGATNGAGTTTGCCTACAACAATAGTTACCACTCNAGCATTGCCATGGCTCCNTTTGAAGCNCTNTATGGNAGGAGGTGTAGATCTCCGGTTGGNTGGTTTGAAGTAGGTGAANTTGCTCTNATNGGTCCCGAATTAGTTCATGANGCTATGGAGAAAGTTCGACTTATNAGAGATAGGTTGAAAACGGCTCANAGTCGGCAAAAGTCTTACGCCGATGTNAGAAGAAGGGATCTAGAGTTTGAAGTNGATGATTGGGTCTACTTGAAAATCTCACCTATGAAGGGTGTGATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATGTNGGCCCNTATCGGATCTCGAAACGTGTTGGNAAGGTCGCTTATGAGTTAGANTTGCCAAACGAGTTGGCACCGGTTCACCCGGTTTTCCACGTTTCCATGCTNAAGAAGTGCGTNGGTGATCCGATATCCATNNTCCCNTTAGAAGGTTTGGGGGTTGATGAGAACCTTTCTTATGAAGAAGTTCCGGTCGAGATTTTNGACCGNCAAGTTAAGAGGTTGAGAAATAAGGAAGTNGCTTCCGTAAAGTTTTATGGAGGAATCACTTAGTTGAGGGTGCTACATGGGAGGCCGAGGCCGATATGAAGTCCCGNTATCCTCATCTTTTTCCTTCTACTCCTACTCAAGCTTGAGGTAAGTAGTTCCTCTTGAGTTTNTAGTAATTTGGGAGTCATGTGTGTTGTATGTGTTTTTCCATGATTTCCTTATGTTGTGCATGTTCTCGTGAAAATTAATGTTTAGGTTGTAAGTTGAGTTTTCATGAATTATGTGTTCCTCATGGTTGATNTGCGCCGTAGATNNTGNTTGATATTGNCTTCATGNGATGAATTGATGAACATGCTTAATGTTATTTTTNGAAGAAATGGCATGTTGGCTCCATAATGTTGTGTTGATCNTGCTTTTAGTTGGAGAAGGTAGTTCCTCCTA

>rnd-4_family-783#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

CTTTTAACATATCAAGAAAAGATAATTATTTATTTTTTCATGTTTTACCCTTAGCATTAATTACTTATTTTCCAAATCATTTTCTTAAGACTNTAAACATCAATTAATAGGGATAGTNTGGTAAAATANTCATATCATTAATTATTTTCTTAATGGACGTGTCAAGTCAAACTGTGACAAGTAAAAGTGAACGGAGGGAGTCATATATAATAATTTAATAAGTTATAAATAAAATGAGTAAATGTGATTGTATATCGAATATAGTAGTATAAGAGTTTTACCTAACTTTTACCTAAATAAAATTAAAACCAAAGCTTTTTTTTATGATGATTAGGAGGGAAAACAAATTTAAAAGAATTAATGAAAAATATCCCTTCAAATCGTTTCCCTCTATTTTTGGGGCCTAAATTACAGCCTTCTTTTCCTATTAGAGAGCAAAATAAAATTGACAAAAAGGATTGAAAAGCCAAAACCCTAAATTCTCTAAACAGATCCAAAATCCATTCATGAAGAGAGGAGCATCTTCTTCCTCTATCTCAATTTCAGAAGGAAAAAAAAGTACTAAATTTCTATTGTTTCTTTAACACTATGAGTATAATACGTATTATATATTTCAGCTTTAATATCACTATGAATATTCTATTAGCAAAAGTTTCTTGTAGCACTTGCAATGAAAAAATCAGTATGTAGAATGGGTTAGAAGCTTTTGATTACTGAATAAAAGTAAAACTTGGATGTGAATGTGAAGGCTATTTAGGGGTGAAGATTGAAGGGTGTTAGGTTTGTATCTAATGGGCAAAATAGTTCAAACATATGTTTATATATTACATCTGATGTCCAATTAATTAATATGGTGTAGTTTGAGTACTTGACTTGAAGTTTAAGAAAAAGAAATTGAAATTTGTGGTCTAATATTTGTATAGGTTACACTTGTAGTGATATAGAAGTATTGCATTACAAAAGTAAAGTAAATTTAGAAAGCTAATGATGAATTCTGTAATGATGAATTCGTAATGAACTCTGTAAAAATTAGTTTTACAACTGTTGTCAAACAAGAAAAGGATGCAAATTGTCCAAGTCAAAAATCCTCAAAAATTGGTCATAGAAGATGTTAAAGGAGATTTTAGTAAAAATAATGTTTAGGTAAAATAAATGATTATATGTACTCCTTAAATTCTATATATAATGTCATTATTTTTGCCTTTTGATACTATTAATTTACTTTTTCAAAATTTTGCAGGTAAATTTGTAGAATTATTAAAACAACTTGGAGATAATGGCATGAAGAAAAAGGAGAAGACGATACCGCTTAGTAGCCTTAAGCAAGATACTACTATCGTAATAGCTCTTATAGAAGAATTATGTATTGTAAATGCTCTAAAAACTGAAATATGTAATCATGTGAAACTTGAAATCTATTTTGGAATTTAAATTTTGTAATTTNTGGCCATATAGTACGAAATTTTTGCGATTAATAATTCTTACGGCAATATCCTTCATTTGTAGCAATGGATATTNTATAGTTGCGGCTANAATCTATATATAGATTATAAAAAATTATAGCGTATACATTTTCATCTTTTAACTTTNTATAGCAAAATAAACAAAAATAGCCGGATAATTGTATATTTTGTGGAAAAAGTCGAATTCTTAGCCGTGTATAAAAAACGTTCGCGGCGAATACTTTAATGCATAGCTATGAGTTTTCTAACTCATAGCTAAATACGAATATTATTGCGGCGAATACTTNANNATANTATAGCCACGAATTTTNTTAATTCGTAGCTAAATANNNCGAGTATTATTGCCACGATACTANAAATATAAAATACGCCACGAAATTTGATTTTTCATGGCAAATAAATCAAGTTTTTTGCTACAATATANNTTGCATNTNAAAANATNGCTATGAANCATTTNTTTGTCGTGGCAAAAGAATAAAATNATTTGCTACANANATATATATTTTGTAGCAAGAATTTTNTATCATTACAGCTACAACTCATTATTTTTGTAGCAATAAGTATTAGTCCTTAGCCACGGACCATGTAAAGTCTGTAGCTAACTTTTAGCCACCCTACGTCTTGCTACGAATGCTACGAAAAAAAATTTTGTGGCTAAAGTGTTTAGCCACGGAAAATTTCATATTTAGCTACGATGTGTTTTGTAGCTTTAAATGCATTTTCTTGTAG

>rnd-4_family-875#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

AGGAAAAATTACCTAAATACACATCTTATTTTACCATAATCTCTAAAATTTCCTACCATTTAAAAAAATTTCAAAAATCCCTCTCGGATACATCACTCCCCTCTCGCTGATACATCCCTATCCCCCTCTCGGATACATCCCTCCCCTCTCGGATACATCCCTCCCTCTCGGATACATCCCTCCCNTATGTATCCGGATGTCCTATCCCCTCTCGGATACATCCCTCCCCTATGTATCCGGATGTCCTATCCCCTCTCTAATACATCTCTCCCCTATGTATCTAGATGTTTATTGATGTATCAGGAAGTCCAGTGATGTATCCGAAAGTCTA

>rnd-4_family-1480#DNA/Harbinger ( Recon Family Size = 30 Final Multiple Alignment Size = 25 )

AATTTGAAAAAATAAAATTTTATATCACATGAAAATTATATAAAGTAATTATTTGGGAAAAAGAAATAAAGGATTTATATTATGAAATAAGAAAATAAGAATGAAATAGAAATAATAATATAATATTGAGGAGAGAGAAAAGATTCTTTTTAGAGAGTAAAATAGAGAATTGGGTTGGAGTTGATTGTCTGAAAAAATAGAGAACTCTATATTTGGAGAGTAAAATAGAGNGTAGGGTTGGAGATGCCCTAAGACCATCTCCAACCCATCTCTATTTTACTCTCCATTCTCTATATTTGGAGAGTAAAATAGAGAATGGGCGCTCCAACCACTCTCCATTTCACTCTCTATTCTTCAANTNTAGAGAGNTGAATAGTAGTTCTCCAAATTTGGAGAACTACTATTCACACTCTCTATTTCACTTTTTNATTATTTTAATATTATTTCTATTATATTACTAATTAAGCATATTATTCGTTATTATTTTCTAATGTCATTAATTAAACATCTAAAAATATATTATTAACATAGTTACTACTTNCGCCCGAATTAATAATTTTTCTATTTTATTTATTTTAAAAGAAATTGTCACTTTAAATATGTAATTNAAAGTTATTTTAATATTATTTATATT

>rnd-4_family-32#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 25 )

TTTTAGCATTTAGGGGCCAACTTATAGGAATTAGGCGATTTTCTCAGTTTTTCGTGTGTNTTAGCCCATGGATCTGGCGCCTCGGAGCACCCAAATTTTTTTTCTNAAAANCTTTATGAGAACCTCCGTAANGACTTGGGGGAACANTNCGTATAGCCNCACCATTCTAAGNCATATTTTCGCATTTAGGGGCCAACTTNTAGGAATTANGCGATTTTCTTAGTTTTTCGTGTGTATTAGCCCATGAATCTGGCGCCTCGGAGCACCCAAAAAAAATTTNNANNTTTTTTANGAGGATCNTCCGTAATGANCCGGGAGAACGATACGTANAGTCNCANCATGATTNAGNCATNTTTTNGCATTTAGGGGCCAACTTATAGGAATTAGGCGATTTTCTCGATTTTTCGTGTGTGTTAGCCCATGGATCTGGCGCCTCGGAGCACCCAAAAAACTTTATGAGGACCTTCGTAATGAGTTGGGGAAATCATTACGTANANTCACATCATTTTTAAGG

>rnd-4_family-238#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 24 )

CAAATATCTGTTTGGCCATAGATTTTGGATCAAATTTTGAAAATCTGTCTTCAAAAAAATTTCAAGTTNCGAAANTTGGTCCAGACCAGTTTTNGGAAAATTTCACTTTCACTCACAAAACTTCAAATTTTCCAAGTAAAATGCATGTCCAAACACAACTTCAAGTTCCAAAAATCACAACTTCAAAAACTCAAATTTTCAAGTTTCAACTTCAAAATCTGG

>rnd-4_family-964#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

GGATGGCAATGGGGCGGTGCGGGGCGGGGCGGGGCGGGTTGAGCTTAACCCGCAAAATTTTTAATCCGCCCCGCCCCGCATAACAATTTTTTTCATTTTCAACCCGCCCCGCATACCCGCCCCGCATGAACCCGCCCCGCATAATTTTTTTAATATTTTCTTTTCTAGTTAAGTTTGATACTAAAAATAAAATTCATAAAAATAAATTCATTTTTTCATTAAGTTGTATTAATTTAATAGGATAGTGACTTAAAATTTTATTTTTTAGAGGTCAATTGGGAAACATGTAAGAAATTGTATTATTTTTTATTGAACCATTTTCATTTACTATCTTGAATATTTTAGTAGCTTTAANGAAATTATCTTAATAAATAATGTTCTATCACTCTTATAACATGTAAAAAGTTAAAATTAAGTTTGAACCCGCATAAAATCGCATATACCCGCAACCCGCCCCGCCCCGCATTAATTTTNAAAAAAACCACTTCAACCCGCCCCGCATCCCNCCCGCCCCGCACAACCTTAAACCCGCCCCGCCCCGCATAGCCTTAAACCCGCCCCGCCCCGCCCCATTGCCATCCC

>rnd-4_family-153#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

GGGTGGGCATAAATATCGAAAAACCAAAAAATCGAACCGAACCGAACTAATTCGGTTCTTCGGTTTCGGTTCTTCGGTTTTTCGGTTCGGTGTCGGTGTTGTTTTTTCGAAAGTTCGGTTCTTCGATTCGGTGTTCGGTGTAAGGGTCTCAGAACTTCGGTGCACCGAAGAACCGAACTTTTATTAAAAAAAAATAAAAATTAAAATATTTATATATATATATGGGCATTCTCTTAACTAAAAATAAAAAGTCAACTAACAATTAAATCATTCATGAACAAATCAAAGTAACAACAAATTTACAATTCAATAGTTAACTTCAAATATTAATTTCCAAGAGGAACCCAAACGTATTTTTACCGATGTACGTCATGTAAAGGAANCCGTCTTCGTCCTTGTTTTTCTCAGAAGTAGTTGGAGGCACAATGTTCTTGACAAAGACAAATATAGTCTTTTAGTTAGCACAATAAGTGTTCCACGGCGAGACGCATCATCCCTTAACATAGTTTTAAATTTTTAAGTATCTTATACTTTGATTTTTCCTCATTTTATTTTTCATTCGCACCGAAAACCGATTTAAAAACACCGAACTAAATCGAACCGAAGTAGAAAAAACCGAACCGAACCGAATTAGTTCGGTTCGATATNCGGTGCGCACTTTTCTAAAACCGAAAACCGAAAAACCGAACCGAAGAACCGAACGCCCACC

>rnd-4_family-439#LTR/Gypsy ( Recon Family Size = 27 Final Multiple Alignment Size = 22 )

AGATCCCTCATCAATCAGATTCTGGATCGNCAAGTTCGNAAGTTGAGAANTAAAGAAGTAGCNTCNGTNAAAGTNCTNTAGAGGAACCAACNNGTNGAAGAAGCTACATGGGAAGCNGAGGAGGNNATGAAATCGAAGAGATATCCACATCTCTTCGAATCCGGAGAGGTTCCGAATTAAGGTACTAATCCTTTCCTTAGTATTTATTTATAAGTCGGCATGTTGTATTTGCTTTCGCTTGTGGGTGCTTGAACTAAGTGTTGCATGTTACGCCCTTAGCCTAGTAAGAGTAATCTCATTCGAGGACGAATGTTCCCAAGGGGGAGATATTGTAACATCTCGCAATTCGAAATAACTAGGAAGAAGCTAAGAATTGGAAATAGTCATTTTTGGAAAGAATGAAAATCTGGAAATTTCGTTAAGTTAGGATAAGTTGAGTTTTGGGTCAACTTCAAACGGCCATAACTTCTAGCNCAGGATGAGTTAGGNGTACTTCCANGATATGGTAGGAAAGATCTTGGAGTNATCTTTCCAACGCCGCCGAGTTTGCGCGATTCCGAGTTCGTATGAGTGAGATATGCCCTTTGGAAGTTGGGCTGTTCGANTAAGGAAAGTCCAAAACCGGATTTTAGAAGGGTAGTTTGGTCCTTTCCTTACCCAATTATTTTNANTCGTTTTTGGTAATTAAGTCGGGGTCTAAACTTAATTTGGTCAGTTTACGCTTTANAAAATTCGANTTAGGGTTTTGAGAGAAGAGAAAAGAAGAGGAGAAAAGAAAAGAGAAGCAAGATTCGTCAAGATCGTCCGATTTCGATCGTGGATTTCGTCGAGGGNTGATCCCTACGAGGTATGTGAGATCGCATAGCGTTGGGTTAGTTCGCCCACGCGCCAATCATGATTCAATTCTAGCGAAGTTATTAGATTTGAAAGTAAATCCTTGAGTTCTTGATGAAATTCGTTTGAATTCTTGTGGGTTGTGTTGTTGAAGTTTTCTTGAGATTGATTCGTGTTTCCGGGTGTGTTTTCGAGTNGAATCTNGCGTATATTGAGGGTATAAATGATTCTAAGTGTTTNGGGAAAGAACCATTGAAGTTTAGAGGGTTTAGAGACGAAAAACGAGCAAGAAAAGTCGTCAAACGCCTGGGGAAAAGGGTGGGGCGTCGCGCCAGCCAGCGCGCCCCAAAAGGGTCTCTGAAGTTTACCCCTTGGGGCGACGCGCCAGCCAGCGCGCCCCAGGGCAGTCTCTGAACTTCGCCCTCTGGCGCCCCGCGCCTCTCAGAGCGCCAGGGACGCCAGTCCTTCCCATTTCTTCCCCACCTTTTCGTACTTGTTCCTTAGTAATGTACCTATGTTTTCTAGTTGATTCCAACACTCTAAGGTACATCTAAACATCATGAAATCATCCATAAACATGAGATCGCGAACCTTGAATCCATAATCCAATTCAAGGAANAGTTAAGATTAAAGTCAAGAGAAGTAAGAGTCAAGTCAAGAGAAGTTCTTAGAGTTTTCCAAAAGTCTTTTTCCAAATGTTTTAACTTTGTTTTAAGACTTAAGGTTCGAGTTGAGTAAAGATTAAAGAGTAGAGTTTGAAGTTCATTTCTTCAAAAGAAGTATATGGGGACTATGTATTCCCAAAGAGTAAAATGTTTTCACATTTAAGCAAGAAAGGAAACTNCGATTTCCAAAGAGCCTTTGAGCTAGTTTTCAGAAAAGAGTAACCGCTTTCTAAATGAAGNAAGAGAGGAAACTTTGATTTCCAAGATAGCCTTTGAGCTAAGTTTTTGAGCAATAATCTCAAATCACAGAAAGAAGTATGTTTTTAAACATANGAGCTAGTATCATATTTTGGGAGTAGTATTGAGCACCGATATGGGGGAGAGTTCAGACAACTCACAGCCCCCATAAACCATGTAGCCATCGTGGGTAGAAAAGGGTCATACTTTTTAGATGATTCCTTTAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTAGTTCAGGTTCTATACCCTCGGCAAGGTATAGGACGGCCCTGGCAGCGTGAGGCAAAACGTTGTATCATCACAATAGCTCTTACGTGATGGTTGTCGGTTAGAGAAACTCCCACAAAAGTAATTTGTATTCTTANATACACAGTTTTTTTTGTATTTTACATACATTTGAGAGTTATATTGTATCCTTGCATACACACAGAGTTGACATCATGTTTTAAACAATTTTTCTTTATANTGCACTTNTTTTAAACTGCTTTATATTGAAATGAGTTCAGTTATATTGAGTCGAGTTGAGCCGGGTAAGTGTTCCTTTCAGATTCTTTTCAAGCTTAAGCTGTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCTAGTTGGCCTGCATCNTTNTATGATGCAGACGCAGGTAACTAGGATCGGCATCCAGCGCATCGTTGATCCAGTGAGCACTCCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGACTCTTTTTTATTGCTTCAGTTATTTTATTAGTTCATTAGGATGTCGTGGGGTTTGTCCCGACATCCATCTCAGTTGTTTTAGAGGCTTCATAGACAGTCAGATGTTAGTTCTTTAGTCTTTTCATTGTCATTATCTTATGTTAAGACTTGAGTTTGCCTTAATGGCCGAGTCGAATGTTCCTTTAAAACATTCCGGTTGATTTAAGTCTTCCGCTAAGTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAGCAACGGTTCTCGAGTGCCAGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACAAA

>rnd-4_family-366#LINE/L1 ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

AATTGGAAAATTTTCGTACGGATGGCCGGATATTCAAGANCTGAGAAGGATTATTCCAAAACAATGCGAACTAAAGGGGGAATGCAACATTGGGTTNTTAAGCGGTAGACACGTNCTGATNAGGGCGTCACGNTTGGAGGATTACGTNAACTTGCTGTCNAAGCCGGCCTACTACNTACTACACAAGGGATGGTCNTATCCGATGAGAACCCTGAAGTGGGATCCNNTGTTTGATCCNGAGGAAGAAACGNCCACGGCAATNGCATGGATNTCCTTTCCAGCNCTACCNCCAAATTTCTTCGTNAAGGAGGCGGTTCTCTCNNTGGCATCGGCAGTTGGCAAACCNNTNCAAGTGGATCNGGCNACNAANAATNAAACNNGACCTAGTTGTGCAAGGGTAAAGGTGGAAGTGGATCTGCTNGGNGANTTCCCAAAAAGAATCAACGTTGGTATGAGGAAGAAATCGGGAGAAGTNAGGGAGAAGTGGATNAGAATTAAGTATGACTACGTNCCGAAATATTGTAAGANNTGCAAACTNCAAGGGCATAATGAGGAAGAATGTTNTGTCGTNCATCCGGAACTATATCCCAAGAAGGAGAGGAGAAATAGGGGCATCGAAAAGAGGGAAAATNGGAGAAACTAAGGAAGNGACGAAGGGGAATCTAGTNNCAGAANGGAAGAAAGAGAATGCAAAACAAAACGGAGAAGTGGAAGATCAAAGAACGGAAAAATACCGAAGAAGGAGGATGGACGAGTNCAGGGAAAGCAGATACGGACTAGAAAGATGGTGCAACAAGAAAAGCAGGGAATTACCACTGATAATCAATTTGGAGCGCTAAATGAAAATGAAGACACTAGGGAAACACAAATTGAGCAACAAATGAAGGGAACAGAGATGAATACAGGGAGTTGGGTAGAAAAGGCTTTTAAGGACACAACGAATACAGGTGTCTTGGGTAGTAGCGAGACAAAGGATGGGGAGGAACAGAATGCTCTGGGGAGTGGCAATAGTAGAGAAACAATCACCAGTGCTATTCGATTGGACTCAACACAAAAGAATAAGAGATTGGAAGTGGTGAACTAGAACGAGGAGGAAGGGGATGCCAGAAGTAGAAATAATGAAACACACATGAATGCCATTGTGGAACACATTAAAGGAGCTAAAAATGAAGCGGAATCGGGGCGTACATATGAAAAGCATCCCGGACCTGGAGGAAATCACTGATGCGGAAGAACGACGGACGCAGGGAGAAGAGGAGGAATGAGAGTATTAATGACAACGTAGAGGATATGCGAGAGAAGGGGATCTGTCACCAAGGCAAGAAACTGATGGAAAGGGCCAAAGCGAAAAAAAGTACAAGGCAACCCGTTCTACCTCAATCACAAGTTAAAACAAGGAGTAGNAAGGGCAGATCCAATAAATCTGATCAATGATTGANAAGGCCATCTTTTGGAATATTAGGTCCGTNAAANCTCAAAANNCTTTTGAGAGACTAATAGATCTNAATAGAAGACATCACTACACGTNTATAGCTCTNATGGAACCTTTTCAGGGCCCACNAGAATTAGAACAATACAAAAGAAAGTTGGGTNTGCANAATGCCTATNGTGAATCGTTCAGCGAAGATNTGGATCTTCTGGGANGACGATTGGGAAGGGGAAGTATTTACGGACACTATACAACACNTNACAATGAAATTCAGTTAGAGGTAGCNTTGAGGTTCATGATGACGACAGTATATGCAAGATGTAGTGCTCTGGAAAGACTAGAGCTATGGGAGGATCTAGAGGATATTGCCGAGAATAATANTATACCGTGGATGGTNGGGGGTGATTTTAATGCGATATTAGATGAANAAGAGAAGTTAGGAGGCTTGNAGTTCACACAAAAGGAAGCTACNGATTTTACTCAATGTATTAATANTTGCGCTTTAACTGAGTTGAAATTTTCAGGNAGTAAATATACNTGGTGGAATGNNNGANTAGANGAAGNCGNTATNTTCANNAGNNTNGATANAATTTTAGGNAACTATGGATTCACGAACCGGTTACCANCNAGTGAAGTTCAACATCTAGTTAGACAGGGTTCTGATCACGCCCCTCTTCACGTGGTTTGCGATACGGAGGAAGAGCCGGCGGTGAAACCATTTAAGTTTCTAAACTTTTGGACGAAACATCANGANTTCAAGAAAGTTGTAGAGGAAAACTGGAAGATAGATTTCGTCGGGAACCCTTTTTTTGAGTTTCACGCTAAGCTGAAAAGGGTAAAAAGGGCGCTANCAAAATGGAGCAGGGANACCTTTGGGGATATTTTCCGGCAAATTGCCACACTGGAAGACGTGGTGAGGGCAAAGGAGGTACAGCTTGAGATAAGTCCAACACCGAAAAATAGGGAGGAGCTGAAGTTGGCTGAAGCAGAGTTGAA

>rnd-4_family-476#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 22 )

GGAGCCTTGGAGCAACGGTAAAGTTGTCTCCGTGTGACCTATAGGTCACGGATTCGAGCCGTAGAAATCAGCCATTGATGCATTAGGGTAGGCTATCTACATCACACCCTTGGGGTGCGGCCCTTCCCCGGACCCTGCGTGAACGCGGGATGCTTCGTGCACCGGGCTGTGCTAAATGTAGAGATCGCGGTCAGTACCCCTCCAAATAAGCTTTTTTAG

>rnd-4_family-1696#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 22 )

GGAAAAATTACTTGGATGGGTACCTTTTAATAAATAATTACTGATTTTAGCGATACTTTTTATTTATTACCATTTATAGCAATACTATGNTAAATCTGCAATATGTATTAAAAGTGAATTATGTATGCAATATATATGTATTATAACTGTTTTTTAAAATATATTATGCTTGTTTGGTAAGAAATTGACACATTGTATTATAAGTGTATTAAAATGTGTGATAAATGTATTATCCATCAATAAAACTTGTATTATATGTGTTTNATAAATTGTTCTCTGTAATATGTATTAAAACTGTATTATAAATGTATTAAAAGTGATCAAGTGAAAAAAAATGTTATTGCTATAAATGGTAAATATTTTCTTAATATAGTATATTTATGTAAGTTTCCCA

>rnd-4_family-652#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

GAAAAAAAAATTAAAGTTTGTTTTTAAAAAATATTTTTTAACTTCAATTTTTTTACCCCACCCTCACCCCTACCCCCACCCCCTACCGCCACCCCACCCCCCAAAAAAAATATTAAAANTTATTTTTAAAAGATATTTCTAATTTCAATTTTTTATTTTTTTACCCCCACCCCTACCCTCGCCCCCCTCCACCCCCCTCGAGCGACCCCGCCNATCCCCCTCCAAAAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTTAACTTCAAAATTTCATTTTTTCACCCCTACCCTCGCNCCCCCCCCCACCCACCCCCTACCAGCCCCCACCCCCCAAAAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTCAATTTCAAAATTTCATTTTTTCGNTCCCCTACCCTCAACCCCCCCTCCGCCCACCTCCCCCAAAAAAAAATTAAAGTTTGTTTTTAAAAAATANATTTTACAACTTCAA

>rnd-4_family-792#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 20 )

GAAAAAACTTACCCGCACCGGGTGTNTACACCAAACTAATGCAATTTTCATTATTACGTGATTTAATGAAGTAAAATACATGTTAATTAACCACGATTAAGTAAAATGAATTATAAATTCAAACACATGTCATGCATNTATTGGTTTGGTGTAAACACCCGGTGCGGGTAAGTTTT

>rnd-4_family-2721#DNA/hAT-Tag1 ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TCAAAAACGTTTTTCGGGGCGAGTCTCGGGGCGGGGCGTATCAAAAACGCTCCGGGGCGCAAATTGAAGACGTAGATCCATAGGGCGTAAGTCCTAGAATTTGGGGCGTAAGCCCCGAGCGTAAAAACGTAAGTCCCGGGCGTAAAAACGTACGCCCTGGGCGTTTTTTTTTATTTTTTAACCTTTTTTGCTTTAAATCATATTTTTTATTATTGGTGTAATGATATTTCTCAAATAGTAATTGTAATACTTTTTTTCTTCATTATTGGTTATTAATACCTNTCTCAAATAAAAATCATAATATTTATTTCTATATATTATAGGTTATTTATTAAAATTTATTTGTAAAATNATTGAAAGTTTTACTTTTGCTTATTTTCTTAGTAATAAAATTATAAAATTGAATATACATGAGACTACGCCCCGTAGATCCATAAGACTTACGCCCCGTGTCTCGGGGCTTACGTCTCGCCCCGTACNGCATAAAACGTCTCGCCTCACGCCCCCGCCTTTTAAAACA

>rnd-4_family-1577#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

TTTTTTTGCACCNTACAATTTAGGGGTGTGCACTATTCGGATTAAACCGAANAACCAAACCAAATCAAACCGAATTTTTATTTGGATTGGTTTTTTGGATTTTCGGTTTGGTTTTGGATTAATAAATTACTTTGTTTGGTTTTTTGGTTTGGTTTCGGATTTAAAAAAATAAAAACCGAAAAACCGAAAAAAACCGAATTATATATATATATATATATATATATGTTTAGGTTTAGAATTAAGTTGGAGTTAACCACTTTTGTCCCTTTTTGGTTATTGCCTTTCGTGATGATTACGTTTATATTTTATGTTTGAACATCTATAATAGGTATACTTATAAGTATTGTGTTTTAAGTTTTACTTATGATTTATATTAGAAAGTATATTTAAGGGATTAAATATTATTACTTTGGTTATGTTATTAATTATTGACATAACCGAATAACCGAACCGAAAAAAGCCGAACCGAATAGAGGAAAACCAAACCAAACCAAATTTATTTTGGATCGGATTGGGTTACACTTTTACAAAACCGAAAACCGAAAAATCCGAACCGAATAGCGTAAAACCGAACCGAAAAACCGAATGCGCACCCCTA

>rnd-4_family-971#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

AAGAGGGAATAACCAATATATTTATAAAAATAAATGACATATAAAATGAAATGGAGAGAGTATTAGTTTTTGAAAATGGAAAAGGACAAAACACATATAAAATTAAAACACATATAAAAAAAAGTTGGTTTAACTCTCAAACATAAAAAGTAACATATGTTATTAAAAACTTTAATAAAAAGTACTATAATTTACAATAAATAATAACTTAAAATATCTACAAGAGAACAAAAAAAAGACTAATTTTTGTACTGCTTGTGTCACATATATTAGGATTGGGACGATTTTAAAAATTTAATTTTGGTTATACATTATAAAATAGCCGAAAAATTGGATGATATAATTTTTTAAAAAATAACCGAACGAATCGTCCTATCGATAACCCTAATGTTACTTCTACTCTGTTTATTTTTACTTAAATTTAGAAAGATATGCTTCATTTCTACCCTCAATCTTATCGCTACATTTATTTGCTATTTAAAATTGAAATTAAAAAGACAAATGACAAATAAGTTTCTATATTAGCTCACTTATGAGCAAAATATATTATAACAATCTTTACTANTTTTATAACAATACATAAACTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTAAAATGGAAAAGAATTAATTAATTCTATCCTAATTTAATAAGTGCTCAAATAATATGAAAAATAAAAATTTAGTAAGATTCTCATCTAATATGGGACGGAGAGAATAACAATATAACTTTATTAATGTTGGGCCCGGGCAGCGCCCGGGCTTTCGTTACTAGTATATATA

>rnd-4_family-215#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TTTATGAGATAAATATATTATTTTAAAATGTTCCGAGTTCTTTTTTTTATCTAAAGAAAATCACAACAAATGTGAAAATATGTGAATATATATGAATCATTTAAAATTTATCATTTACAAAATAAATTTTATATTCAGTAATATGGAATAAACATTTTCATTTTGCCCCTACACTAAATTAAAATCTAATAACTATAAAAAAAATAGTAACATTAATTAAAAGTCCTATTTATTTATGTAAGTGTAAAATTTATTAGAAATTCATCTATTGCACATTAATTCTTTAGTTATAACATTATAAATTCTCTTAGTTATTACTAATTATTGCAAACGTTATTCACACTCTTTTACATTCTTTAGTTATAATATTATGAATTTCATAGTTATTAC

>rnd-4_family-1006#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

AACTCGACCCCTACTCTCGACACCGNNNNGGGACCCGACATCGANTCCNCGCGCTAGANNCGACGTCGACCCTTATCGCGACGCCGAATTAGGACNCNAAACCAAGACCCAACCCTCGACCTCGACCCCGTCTAGAGATTTGACATTCGAACTGGGACTCGACCCCGACACCCGACCCGAGACCCAACCTCGACCCGANCGAACTGNGACCCGACCCCGACTCTCGACCCCAATCNCCGACTCGAGATCCGACATTCGAATCGGAANACGACCTTGGGACCCGACTCTCGACCCCGACTCGGGACCCAACACCCGACCCGAGACCCGACCCTGACCTCGACCCTAGACCGATATCCGACTCCTAGACCTGACCCAAACTCGAAACTCANCCCCGACNTCGACCCGACACCTAGGATCCCGACCCCGACACTCGACCCGANTCCCGACCCCGACTCGAAANCCGACTCCNAACCCTAAGACCCGACTCCGGACCCGACCGCACGCNCGACNCCGANCCGNNNNCCGACCCTGANNCGGGACCCGNCGNCGACTANNNNNCGACGCCCGACCTCGACCCCGATNCGACACCCNGACCCGAGACCCGACCTCGACCTCGACCCGAGACCCACCTCGACCCTAACCCCGAGACCCGACTCCCGACCCTAACCCCGACCCGAGACCCGACTCCCGACCCCCGACCTGCGATCTCGACACCCGAGGCNTAACCCCGACCCCGACTCGAGACTCGACCTCGANCCCGACCACGGAACTCTAACCCGAGATCCGACCTCGAACCTGACCTGGGCCCNTCGCCACCGANCTGAGACCCGACCCTAATCATGAACCGTGACCCGACCCCGACTCGAAATGAACCCAACCCTAAATCGTGGCCCGACCCGACCCCGGANTCANGCCGACCCGAGACTCGAGCCTTGAGTCCAGATCCTGACCCTAGGCCCTGACCCGAGCCATAGGACACGAGACTCGNGACGTCGATCCAACATCGAATCGAAACCCGACCCTAACCTGGAGACCTTACGANACCTTAATTCGACACCTGAGANACGACACGANACCCGACCTTGACCCTGANTCCAACCCCGACTCGAGATCCGATACTCCGACACTGAGAATCGACCTCGACTTTTGAACCCTAATTTGACATTGACACTTGAATTGAGACCCGAACCTCGAGACTCGACCTTGAATCAAAACTTATTCCCGACACGAGACCCGACCCCAACACTAATTAGAGACCTGACCTCGACCCGACCCGTAGATCCTACGCCCGAGACCCGACCCGNNNNCGANCTCGACNCCCGACGCGAGACTCGACCCNNNNNNCGANCCCGACGCCGACCTCGACACCGATCTCGAGACCCGANACTCGACCCGACGCCCGACTCGAGACCCGAGACCCGACCCCGACCCTGAAGACCCNACTTGANNACCCCGACCCGAGACTCGAGACCCGACCCCGACCCGAGACTCGACCCCGACCCGAGACCCGACCCCGACTCGAGACCCGACCCCGACCCAGACCCCGANNCCCGATAACCCGACCCCGACTCNAANCCGACTCGATCCNAACCTCGACCCCGACCTCGACCCGAGACTCGACCCGAGACTCGACCCGAGACCCGACCCCGACTCCGGNCTCGANCGACCTAACTCGANACTCGACCCCNGACCTCGACACCCGACCCGGAACCCGACCTCGACCCGAGACCCGACCCCGACACTCGACGANCGACCCGATACCCGACCCCGACGCTTACCTGAGACCCGACCTTCACNACGACCCGACTCGAGACTCGACCCTGATACCCGACCCCGANACCAGACTCGAGACCCGACCCGACCCGAGACCCGACCCCGGACTCGACCCGAAATTCGACCCCTGATCCTAACTCGAGATTCGACCCCGACCCGANCCGAGACTCGAGAGTTGGGTCTCGAATCGAGAATCAAGAGTCGGGTCCAGGAGGATCAGAATCGGGAATCGATACTCGAGACTTAAGTTAGGATGGAAAGTTGAGGTG

>rnd-4_family-502#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

AGTCACTCAACTAATAGTTATTATCTCAGAAAGTCACTTTCTTTGTTGAAGAAAATTGAAATCAAGAAGAAAAGTGACTTTCTGAGATAATAACTATTAGTTGAGTGACCATCTGAGAAATCAATC

>rnd-4_family-1314#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TTAATTACCTTGTAAGTAGGGGTGTACGAAGTCGAACCGAACCGACGAATCGAGTCAAACCGGAAAAAAAATCCGACTAGTGGTTTGGTTTGACTTGGTTTGGATTGAAAAAAAAAACCGACTACACTTGGGTTGGTTTGGTTTTAAATGAAAAAAAGTCAAACCGAANCCAAACCAACCCGACATAATATATATATANNTATANATAAAAAATNTTATTTATAATCTACTTTGTTAATATATTTTTAGTTANTTTATAGTTTTCAATGTTTATATATTTTATTTCAAATTTGGGCTTGTAAAATTTGTAAATATTTTATTTTGTATTAAGATCCGAAGTTACAATTATATTGTTATAGTTTTTCAAATTCGAAGTTAACAATTTACTTTGTAAATATTTCGTTTTGTATTCAGTTTGACTGTATCCTTTAATCTTATTAATTTAACATAATGAACGTTGATATTTCAAAAAAAAATAAATTGTACTCATGTGAATTTTACCGTCTTTNCGAAAATTTCTATTCATTTAACATTTCTTAAGTTTAGCTTATCACACAGGTAAGTGAAAATATATTTGATCTCTTTTTCAAACACCGTATAGTTGT

>rnd-4_family-223#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

AGAGGCGGATTCAGGATTTAAACTCGATGGGTTCAACCTTTAAGNTTTTANCGTTGAACCCATTATACTTTTAAAATTATGGGTTCANATCTANTATTTGTTGNAATTTTAGTAAATTTTCACACATATATTTATGCTCCGCGTCGAAAATATTGGGTTCAGNTGAACCCGTAGCNNNAATGTTGCATCTGCCTCTGCTGATTGCAATATAGTGAATTGCTGATGAGTTGTTGCACAACTTC

>rnd-4_family-1487#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

AGGGGCGGACCCACATAGNGTCTTCCGGGTGCTCGAGCACCCATTAACCTCGTATCGAAATATATATATNTATATGTAGAAATTAAGAAGCATTTGTATAAAATTAACGTAGAGCACCCAGTGAACAAATGANTTGATTGGTNCANTGGCTCTTGGTGGGTGCTTAAGGCTCTTTTNGTGTTGCTGAGCCCGAGTTCGAATCTCACTTTTAACATGTCTTTTTTATATTTTCGCTACTTTCGGAGCACCCACAACCTTAAAATCCTAGATCCGCCACT

>rnd-4_family-1959#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

CTTATTTAAAAAAATATATTTTCAGCTTCAATTTTTTTATTTTCTTACCCCTACCCTCGACNCCCTACCCCCCCCCCAAAAAAAAATAAAAATTCTAGGTTTGTTTTTAAAAAATATTTTCAACTTCAAATTTTTATTTTTTCACCCCTACCCTCGATCCCCCNCCGCCCCCCACCCCCCCCAAAAAAAATTAATTTTAAAGCTTGTTTTTAAATTCAATTTTTTTTCTCACCCCACCCCCACCCCTACCCCCACCCCCTCCCCAAAAAAATATTAAAAATTGTTTTTAAAAAATATTTCTAATTTCAANTTTTTATTTTTTTACCCNCCCCCACCCCTACCCCCGCCCCCCTCCAAAAAGAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTCAACTTCAAATTTTTATTTTTTCACCCCACCCTCAGCCCTACCGCGAACTCCGCCTC

>rnd-4_family-125#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

CCTGCCCAGTTCTCTTTTGCCTTTCTCTCTTTCTCGCTTTATACAAACACAAATTATACAAATTACAATGTATAATTTGTGTTTGTATAAAGCGAGAAAGAGAGAAATTATAT

>rnd-4_family-138#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

AGGTGNCAAATAAACGAGTTGGTACATTTGTCAAAATGAGTTGAGTTAATAAATGGGCGGGTTATTGACCCGCTCAAAAGTTACTTGGNTTGAAACGGATCGGGCTGAAATGAGCTAAAAATCGGGTCATAACCCAACCCGTTCAATTCTTACTAAATTTTAAATTCGAANTGTATTTTCTTATANTTTATTTGAGTAAACCTAATAAAATTTTTCNCTTATATTACGATTGTATAAATATATCAAATAAAANAAGTTTATAAAAAATATTTCGACAAANTTTCTCGTGCGTCAATCTGAGTTGCATATCAGTCCAATTTAAAATGGGACGAACTAAANCGAATTAAAATGAGCTCAATTAATAAAATAAGCGGATTATTAACTTAAATTAGAGGAATCATTATTTTATGGGCTGATTTTA

>rnd-4_family-1573#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

GGGCGGAGCCAGGATTAAGAGTTTGGGGTTCTAAATTCTCTTTTAAAAAAGAGAGGTGGGGTTCGAACCCACAACTCTAGCGTGAAAAGCATTTCCATGACCCCTTCCTTACCACTA

>rnd-4_family-1354#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TGATATCATTAAGGTTTCTTGTTCAGAAATTACTCATTAGTCAATGATACTATAAGAGTATATGTATATTGTTGTGGTATCATTAAGGTTTCTTGTTCAGAAATTACTCATTAGTCAATGATACTATAAGAGTATATATATATATGTTGTGGTATCATTAAGGTTTCTTGTTCANAAATTACTCATTAGTCAATGATACTATAAGATGTNTATATATATATTATGTCGATGATACTATAAGGTTTNTTGTTNAGAAATTACTCATTAGTCAATAATACTATNAAAGTTATATATATATATATATATATATTGTTNTGGTATCATTAAGGTTTCTTGTTCACACCCTATTCGTTAGTCAATGATACTATAAGAGTATATGTATATTGTCGTGGTATAATTGAGGTTTCTTGTTC

>rnd-4_family-1356#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

ATTACTAGACATAGGNGTCCGTGCTAGCACGGGCCCAATATCTATTATTTTTTTAATTTTAATTTATGTNATATAGGTAAAATTTAGAAAGTTGATTAAATTTTAGTGTGATTTTTAGATTTTTTAAGTTGTTAATTACTTTTTGTTTGCGCAAATTTAATGTGAAGAGGTCCATTAAGATGTCCATAATTAAAATATTTTTCGTCATCGATCGTTGATTTTTTTTACTCAAAGTAGTTACAAGATATAAACAAATATTACCGACATTCAAAATAATAAAGCTATAACTAAAGAATATGAATTTAAAACTAAAAGTCATAGCTAAAACGGATCCCATAATTTCGAAAAAAATTATACACTAATTAAATTAAAGTAGAACAAAANAAGTAATTTTTTTTTAAAANAAATTNCCGAAACACGCTGAAGCAGACACGTCTTCGTTGACGTGTCTGCTTCAGCGTGAAGTCTTGAATTTAAAACTAAAAGTCATAGCTGAAACGGATTCCATAATTTCGAAAAAATTATACACTAATTAAATTAAAGTAGAACAAAAGAAGTAAAGTTTTAATTAAAAGAAATTTCGAAAAACGCTGAAGCAGACACGTCGACGAAGACGTGCATGCTTCAGCGCGAAGTCTTGAATTTAAAACTAAAAGTCATAGCTAAAACGGATTCCATAATTTCGAAAAAATTATACACTGATTAATTAACAGAAGAAGTAAAGAAATAACTTTTTTGAAAGAAATTTCCGAAACACGCTGAAGCAGGCACGTCGACGAAGACGTGCATTCTTCAGCGTGAAGTCTTGAATTTAAAACTAAAAGTCATAGCTAAAACGGATCCCATAATTATTTTTTTTAAAAAAAATTATACANATAATTAAATTAAAGTAAAACAAAAGAAATAAATTTTTAAATTNNNNNAAAAAAACACGCTGAAGCAGACACGTCGACGAAGACGTGCCTGCTTCGGCGCGAACTGTCTCTTATATAATANNNNNAGAGAAAATTATTCCTTTTTAAAATTATATGTTCTTAATTATGT

>rnd-4_family-134#DNA/CMC-EnSpm ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

AAATAGCTGAACCAAATAATAATAATAATAATAAAAAACAAAAAAAATAGTCGAACCAAATCAGTATCAAATGGCATCATATTTATCACGAAAAAGTAAAACATCAAGATTTTCAAAGTTCATAATATGCTTGGTAGAACCTTGCTAAAGCTTTTGTTTTGGTTCAAAACATTTGATTTCATGAGAGGACGTCTAAAATAATTTATTAAGAACAATTTATTTTCTACTGTCAAAACTAAAACAATATATATTCGAAAAGATAGGATTTCAATATCATATTATTCACATTCAATTATAAAATTAAAAAATTATTCAGTACAATTATAAATTTATATAAAATTAAACTTTCGATTTTACTATAAACAAATCTAATACTCGGTTCGATTCGATGAGTTAATCAACGTTNTTTTAAAACATCGACACCCATAACTATAGTACTTCATCATAATATATTCGAAATCCTAGTTGGTTCGTTTCTTTCATTTGTGCTTTCATTTTTTTAGTTTATTTCGATTTTCACACGGATGAAAAAGGTTAATAGAAATCCATGAAATATTTCGCATCTTTGCAAAGTNNNNTTTCTAAGTCGATGTTATCTCTGTATAGTTGCTCTACGTACNCGTGGAATCACTACTAAATATGTACGTATTTTTAGACAGAAGCAAATCGATCGACTTAGTCTGTACGGTTTACCAACCACAAAATCGATAGACACGCACAAAAATTAGCACCAAGACTTGAGAAATTATTTTTTCTATACTCTNTATCGATGAAAGCGTATAAAATAAAAAATGAAAAGTCTTAAACCAACAAATATTAGCGATNTAGTGGTAGAATACTACCCACTCACGGTACTTATAACCTAGATTGTATTTTTCAAATGATGCATTTTATAATTGCGTAATTTAAGAAAATTGATGAATTGAATTTTTTATTTTTACAAAATCGATCAAATTCGTTGATTTTAATATTTTTCCTCGCCAATCAACTAATGAACTCTGTATATTTCTTATGAAGCACTTGTATTATTCTTTTCGTAAGTTGTCACTTGTAATTATGAACAATCGTAGCCAAAGAAATTTTTGTATTTAGCTATGAAATTTTTCGTAGCAAATAGTTGAATTATTCAACTACAAATTTTAAGTCGTCGCTATTTAACACNTTACATATTTTGTGACATTNTTTTGTTGTCACTAAATCATAAGTTGATTAGAGACAATAAAATNATCGTCACCAATTGTTTATATTATTAGTGACGAAAATAAATGTCACAATTAAATCTAAATTTTTATAGCTAAAACTTATAATATTTAACTACGAACTCTAATTTGTCGCTATTGTAACAACATATTTTTTGNGACGAAATTNTTTCGTGTCCAAAAATNAATTAATTTTAAGACAAAAAATAATTTGTCACGAATTGGATACATCATTAGTGACGAAATAATGTGTCACTGATAACTTTAAATTCGTGACTAACAGTACTCAATAAATGGCGCCAATTCATTTTTTGGTGGGAAACTTTAGTGGACAAAACTTTGCTACGAGNTTTTACGTTTCGTCACTAAAAGTATGTGTCTCATATATTTAAGCACGAAAAGTAATTTTTGTCACTAAAAGCGAATAATTAGTGACGAATTTNATGTCGTAGCTAATAATTTCG

>rnd-4_family-1131#DNA/hAT-Tip100 ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

ACAGTGGCGGAGCCAGAAATTTCACGAAGGGTGTCCAAGAATTGCATAGGTAAAAAAAATAATTTGACGATTGGTGCANTAAAATTTTGAAATCAAACTACGTAACATTAATAATTANTTTTTTAATTAAAAAATATACCAAAATTTTTAAAATCAAACTACATAATATTTAGCTTTAATGTTCGTGTTTATTTAATAGGAAGTGAACGAAAAAGAAAAAAGAGAAAGAGAAAATTCAGTTTAGAATGAAATCACTTTTATGCTTCAAGNTTTCACCAACCTCTGGTGACTTAACAACAACGAGANATGAAAAATAAAGAGTAGAATCGAACGAGTTTTTCTAAAAAGAAATTCTATATGGAGCCTTTTTCGCTTTTAGTAGCTTTATAAAANAAATAAATNAGAATTTGCTTATTAANTTTAAATTAAATAATTACTTTTAAATTTTATTTAAAATTTTAATGAAAAGAAAAAACGGTCAAAGTCNAATGTTNATTAAAATTTTGATTGGCTGCTAGATTTTTAATTTTTNGGTCTCTTAAATTTGTAAGTTGTAGGTCTCTAATTAAGGATTATTTTANCGGATAATATTAGTTTTACGGGAATTNTTTAAAAAAATAGCCGATTTATTAACTGTAA

>rnd-4_family-1178#DNA/CMC-EnSpm ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TTTATACTAGTTTCTGGACACGTGCGTCGCACGTGTGTCCCATGTTAATTTTTATAGATTCGTTAGAACGATTANAATTCTATGAAAACATGCGTGTAATGAGTAATAAAATACAACAATTACAAATNAATNTTTAAAAATTGTGACGAGAAATATCAAATGAGGGATCGTATTTTAATGTTTAAAATTNATTCCTTTTAAGCAACCGACTGTAAATTTTGAACTTTGGTTAGTAGTTAGCAAACTTCTAATAAAGTCACAAATGACTAATTTGAGCCCAATAAAAATACANACTTACGACAATNAGAAATTCATAGAAAACA

>rnd-4_family-1164#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

ACCTCGGATTCGAAAAGGTAAAAAATTNCAGCTTTTNCAGGATCTGGTGCCAGTACCGACGGAGCCACCAACGGCCCGTGGACCGACACACGAA

>rnd-4_family-813#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ACATTATTGATAATNTAATAAATTGGGATAATANTATTTTTGGTCCCTCAGTTATTGGTAAATTATGATTTTAGTCCTTGTGATATATGACTCAATATACATTTAACTTTCAATAATTAAAATGTGTGTTTTTGGTCCTTTTACGTAGGAAATATGTTATATTTGAACTATTTTAGAAGTATATTATTATTACCCTAAATATGAAGTAACAATACAAGTTTAACATAACACATGAGTAATTAAACGATGAAACGGTTAATAATTCTGAAAATTTGTGAATATTCACAAGCAAAAGGATCAAAAGTGCATATTTCAANTAATTGAAGGTTAAACGTGCTTAATCAGATATCGTAAAGACTAAAATTAGAATTTACCAATANTTGAGGGATCAAAAGTGCTATTAACCCTTATAATAATATATATATA

>rnd-4_family-235#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

CTAAGAGCCTGTTTGGCATTGCTGTTGGGAGGCCAAAAACACTTATTTTGAGGAAAAAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAGAAAATTATTTTTTTGAAGACTAAAATATCCCTTTCATATATACATATTTACCAATATATCTCTTATTAATTAATTAACATATCTCATAAGTTTGGTTAAGTTTCATTCAAGAATTTTNTTTTTTATTTTTATATAATAAATTTTTTATTTTATTTACGTTTATATATTATTATTTATATTTTATATATTATTTTACGTATTATTAGAAATAAAGGTAACAACAATATTTTTGTAGGATTAAAAAAAAAAAGTAACAATTAAAGATTTCGACCCTCCCAAAAAAGTAACAAATAAAATAATTTTTTTTCTTAATTTACGTATTATTTTATTTTAATTTGAATNTATTTATTAAATTTAGAGTATTATNACAAAAAAAATAGCTAAAGATTGAATCCAAAATAAATAAAATAGGTAACACAAAAAGATTCTTCTTTTCAATATTTTTCAACAATACTTTCGTAAAATTTTAAAAA

>rnd-4_family-2330#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

TACTAGATATNGGACCCCGTGCCAGCACGGGGCCCAATATA

>rnd-4_family-3271#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

CCCACCTCTTGTGATTATTGCTCTCTTCTATCTATTGTTCTNTNCGTNTATATTGTGTTTTGGCGCTGTAATNTGTACTGGATGTTTGAGCTTGCGGCTCCTTATATTTTTAATTGCAAACGACCGTTCTGACCCGNNNCGAAAGTTTTTTTGACCCTTTCGAAAAGTTTTGTGCCACCTCTTGTTGTGTTTGAATGTGGTTGTTCTCTTGCAAATTTGAGTATCGGTCGCGATCAATACCGATGACTCGAATAGTGCTCTTAATCGAACAAANATGAACGCGCGGCTACGATGAGGCCAAATGAAGTTGCATAGGCAATGTGTGAACTATTTGCATCTCGTTGTGACTAGCCGGTTATCGAATTGAGTCTCTTGTGATGATCGTTGCACGCTAGCGAAAGTGTGGAGTCTTGTTTGACATTGGTGTCAATGCCTTGTGTGACGAGCTTACCGTGAACCATGCGTGATGACACCTAGAATTTNCCCCGTTGGTCCGGTCGACTAAGTGATGCAANCTCTTGAAATGATCTTAGGCAACAATTTTAGAGAGTGAACCAATTTGACATTATACCTCTTTTGTGGCCNACCTTGTGAGNGTGTGAACTTCGCTTGAACACCGTTTGAGCCTTATCCTTTTCTCTGGAAGAAACTTGATGAANCNATTGTGACCCTCTCTTTATCCCTTCACCCTTAATCCTCGNCGCGTNTGGTTTGTTTGAATAGCCAACTTAGGCCAAAAACCTAAGTTGGGGGCGTGGTGAAACGAGAAGGCGAATCAAAAAGTGCAAATTNCATCCATGGTTTCGAAAAAGATGGAACCCCTCCATACAAAAAAAAAAGAAAAAAAAAAGAAANNNTGAAAAAGAACGAAAAATTTGAGAAATAAANTGTGAAAGTTGCAAAAGAAACGGGGTGTCCGAAGTTCCATGAAAAATGAATAATAGGGTGAATTTTGAACATGAGTGTGAATGTTGAGTAAAAGGATAGGAAGTGATGTTCATACCACATTTCATGAGGGAAGAAGCCACTGAGCCTAAATGACCATACCTTTACACTCAGCCCCGTTACAAGCCTTGAAAAGACCTTTTTGATCTTGAGTGAGCTGAAACAATTGTTGGTCGGAAAATAAGGGCAAACCTATGGGTAAACCATGCATTGCGTTCATCTTTGTGAGTGTGAGAGTTGTATGTGATTCCCGGAGCTCTAAATTGTTGAAGAATAGCGTGTGAATATGGAATCATTCTTTGTGTGAGGGCATTCGAGCACCTTCGTTGAGCTTGGACTTGCATTTGAAGCAAGTATTGTGAGCTTGAGAATCNNTTTGTTAACGGCGAGTCACAACTTGAACCTTCGAGTGCACAATTGATCCTTGCACGAGTAAGTTCAGTCTCTTCGTGTGCATTCATGATCGAGTNTCGTGTAGCACTANTTTGAGACATCCTTTTTGAACTGCTGAACTTGNGTTTTACTTGAGGACAAGCAAAGNTTTAAGTTGGGGGTGTTGATGAGTCCGNGATTTGGACTCATTTAGGGCTTTATTTGGATATATTTAGTGTCCTCAAATGCTTATTTTGTGCCAATAACTGATGTAAAACCCTTGATTTCCAGGTATAAGGATTGAGGAACAAAGCATGGACACTACTAGGCAAAAAGGAACGAAGGAGCTGAAAGAACGAAGAAANGAAAGCCTGGTGATCGCCGAGTCCACTCGGCGAGTCGCCGAATGGCCATTATCTCGCCTAAAGTTCCAGCGTGCCGAGCCCTGAAGGAGAAGACCAAGTCGGCGAGAGAAAGGAGCAGTCGGCGNGTCGCCGAGCGGTTCCGCGATGCAGTGCCGGATCGCCCAAAGTTACAGAACTCGAGGATGCTGAAGGCCAAAGCAAAAAGGGCGATGGAANAGACCAAAGGGCGGATCGCCGAGCTGATCGGCGATCCCGACTTACTGCGCCGAATGGTCCTTCGCAGCATATTTTTGGCGACTATAAATACGTTTTCGAACATTTAGTTTAGATAANCAGATTATTACTGAATTTTCATTATACTAANTTTTGANTTTGAACTCTGAGTATCGAGACNTNGTTTCCTTAGCTTTGAAGAATTGAAGTTTTTCACTTTCGAGAAATTGGAAGCGGGTCTTTGAGATTCTTCGACTTGGAGCGTTGTAAGGACGAAATTAATCTTACCCAGTTGATGGAAACACAATTTGGTAACGATTTTTATCTTTTTATGATGTCTAGCTAAAACCCCAATTCTTGGGGTGTGATTACGTGATTATGGGCTGATTTAGCTTATGGGTATTGCTAATTGTTAGTTTAAATGCTGTTTAGAAGTGATTTCAATCAGTAATTGTGGTTNAAATTNAAGAATTGTAGTTGCGAATGCGGTTCTACCTTCGTGTTTTTGGCTTGCTCGAGAGAGAGGTTTTAAAACCAAGATTATTGAATCGATGGTCTGTGGGGTATTGGGTTGACATGGGTTCAGCTCGAGAGAGTGAATCCTAAACCTCTATCCCACATATTCAGCTCGAGAGAGTGAATGGACTAAGGCGTAGGTTGGTCTTANTTTGCTTGCTTGTTGGTGTTCGAGAGAAACCNACTTGATTCGGGGTAAATTGTTCGAGAGAAAATTTATTCCCTCTATGGCTTAGCCTACTCACTAATATTCAGCTATTTTCTAACGGTTGCAATTACCCATTCGTCTATATTAGCCCATAATCGAATCACATCCCAAGAACCCGTCTCATTATTGTTATTTCNTAGTNTTTGCTGCTTNTAGCTGATAATTAAAACCAAAACCCCCCCGTTATTTGACATTCGTGTCACCCCTGATTTGAATNATGTTTTTATTCGATAATGTCTATTCCTATGACTGATTTGACCACGTTCGTACTTTCCTATCGANTCTCAAACACGTACCGCTCCCTGTGGGATTCGACCCCAACTCATTTAGTTGGGTTTTATACTGACTTACGATCGTTGACACTTAGAATCGGAAGTAGTGTCCTTGATA

>rnd-4_family-659#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

ATTCAAACATCTCAAGCTCTAATTCCGGATTCAAGACTCAAATCTCAAGCTTCAATTCTCCATTCCAATCTTCATCAAGGATTCTCCAAAGTTGAGGTATGTGGGTTGATTGTGGAAACCTTCCTTTCCACAAGTCCAACCATTTATCCTCTATTTTACTTCAAGTTTATGGGTCCTTATGATCATTTATGAACTCTTGAATTATGGAATTACTACTACACATCCTATTATGGTCTATTTTTGCATATTATCATGAAATGGAATTATTATGTGATGTTTATGGTTTTCATGCTTCCATGATCAAATTATGAAGGTTGTTATATATGTATATATATATGTATGTTGTTGGTGGGCTGATTTATATGGATTTCGGAATTGGTTGGACTTAGTACTCTTGAAACACATGATTTTATTTACATGAACAAGTAGCCCACCATGTGTTTGATAAAATGCCATTTATAGAATTCTTATGAAATGGAAGGTCCAATGTACGTCCTATGAGTCGGATGGTTATATAATTATTGAAATGATGATGAAATGGACACATGTATATGATTTTCTCTATATACGTGTTGTGAGTCG

>rnd-4_family-315#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CCTTAGCAATTAATTATTAGCTGCGNAAAACAGCAAAAACCAGCATCCATGTGCTACAAAAACNTAAGGAAAGCGAAAAGATAAAATCAAGTTTTGTCCTAAATTACAAGCCCAAGAAGGGGCGAAAAACCAAATCAAGAACCCTGGGACTGGGAGGTGTCGTCGTCGGAGTCNAGGTCCTCCGGGGGCGCCAGTCCCGCCACGGCCTCGTCCAGGAAGGGGAACTGCTGGAAGTCTCCCGNCTCGAGTNTGGGAATCTCCTGCCCGGGGGCGACGCAAGTGAANATGACCTTCACGGTCTTCCACATCCGGNCCATCAGACGATCCCTCTCCAGACCCTTCCTCCTCTCCCGGCGCAGCTCGCGACGGAGCATCTCGACCTCTAGGGCAGTGCTGGGTGGAACCGGAGTGGCGTTAGCAAAAGGGCGCCCCAATCTCCTCCGGACGGCCGCCAGGTCCTCCTCCACCCGTGCACCTGAGAGTGGGGGCTGGGACCGGGTAGGACGAGTGTCGTCGCCTTCACCATCTTCCCCTC

>rnd-4_family-7#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

AAATGAAACGAAGAAAGGGGCGAGATTACCTTTTTCGGAGCAGCGANCTGGGACGACGAGCTAGAGCGATTCNCACCACGCGAGTCACCGAACACGAACGGCAAACCGAGAAAATCCGAGCGGCGACCTTCTCGGAANTTAGAATCGGTGAGCTAAATATAAAATTTTTAAGAGTAGAATCGACTATTGCCCCAAAGAANNCAAACTAAAANCGAANCACGAACTTTTTGTAAGCTATTTTTCGTATATTATTCCTCTATCAAAAAAAAACTCCTCTCTCTAATCACTTGAGGGTAGAGGGTTATTTATAGGGGAAGATTGGGCGATTTAGGGGGAAATCCGTTGGAAAAATTCAAACAAAATTTGAATTTCTTCTNCTCTTTTCGAAGCAACAGTGAAGGGANTGGGAAAANCTGCGACTTCCGCGAAAAGGGGAAAAGGGGACGTGAGGGTTTGACGTTGAGGCCGCTAGGGTATGGGTTCTGCAGGGTAGTTGGACGAGATTTTCGGGTTTGCGGCGCGATTTCCGCTGGGATTTCGTCTGGCGTCTGGTTCTGTGAAGAAGAAGAGTAACGGGGGTACGGGGTCGTCCGGTTTTGGTACGTTGTTGTGTACTGGGTACGCGTTGACGTNCGCTGGGTTTCTTTGGTTGAATTGGGCGTCGGGCCGGGTTATTGGGAGGCGAGGGAATGGGCCGGGTACTGGGATGGGGAATGTTGGAATTGAAAACGGGTTGGCTGGGAAAAAGAGTGGGCCGGGAATTGATTTGAAGGTTGGAATTCGAAGTAGGGCCGAAAANTAGGCCNAACGTGGTTCTTAGCATAAATAGGNCAAGGTGAGTTGGCTAAATTGCAATTGNACAATAGCCAAATGAATTTCAAANTGTAGCCAANTTGAATTTAATCGAANTCCTCGAANTTAAATAAAACGAATTAATNTAATAATTAATTAACGAGCTTCTTAATCTTAACGAAATAAAATAATTAATTTAATTATAAACTAATTAACTNAAAAATATAAACTATAATTTAAACNAAACTAAATTAATAAAATATTTAANTAAAANAAAAATCTTTTTGAGACGATTTTCGAATATTAATTATACGCGTAATTATATAAACGACATAATTATATAAGCTAACTTACAAACTNTATTATTTAAAAATTGCAAAAGTGACACAACTATTTAAGCTAATCTTGCAAACT

>rnd-4_family-550#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TACAGTCAAACCTCTCTATAACAACATCGTTTGTCTCGATATTTTTTTGGCTGCTATAGCGAAATGTTGTTATAGAGAACATATAATATAACATAACATGAAAGATCGGTTCCAAGAAATACATGGCCGTTATAGTGAAATGTTGTTATAGAGAGGTCTGACTGTATT

>rnd-5_family-216#Unknown ( Recon Family Size = 198 Final Multiple Alignment Size = 129 )

TAACGACGATTTCAAGTGTTAATAATTGAGTTCTAAATTTAAATATTTGTACATATTTAATAAATTTCTTAACACAAATACANNATTTGAGCAAAAGTTACTGGATTCGGCCGAACCCGTANCTGAACTTCTAGCTCCG

>rnd-5_family-325#LINE/RTE-BovB ( Recon Family Size = 147 Final Multiple Alignment Size = 113 )

TATTACAAGATTAGACAAGATTAGAAANATGATCACATTCGNCAGAAGGTGCAAGTAGCACGCATNGAGGATAAAATGAGAGAAGGTCGCTTGAGATGGTTTGGTCATGTCCTGCGTCGACCTCCAGATGCACCGGTCCGTAGGTGTGAAACCATGGTGAGTGAAGGTGTTAAAAGGGACGAGGTAGACCTAAAATCACATGGAAGGAAGTTGTCTCGAAAGACCTACAATCTNGGCACAATGGAAGAAAAAGATCTATATAGGCGATACCAATTAGTTGGGANTANGTTTTAGTCATGTTAGTACGTTTACTTTAGGTCCTATGCTTTCTAGGAGTCTTTTAGTCCTGTCAGAGATTTNTATGCCAGTAGAAAATATAGAGAACTTCTAGTACTTTTTATTTTTATTTTGTATAATATTGGCCTGAGATGAGCTTAAATGGAGAA

>rnd-5_family-1363#Unknown ( Recon Family Size = 96 Final Multiple Alignment Size = 89 )

TTACGATTTTCATGAGTTAACAGTGACGAAAAGTTGTGGGAGAGACAATAATAATAAACAAATACGAAAAAAGGCACATGATTTGGGTAAGATATTTCTTCTTTGTTTTTTATTTTTTATTCTTTTACCCTCAAACGAAGGAGTTTCTTCCTAATTTTGCTAAAACAACGGGCATCAACGTAGTCCATTGAATTATTAGTTTTGATGTTAAATCCACTATTTCAAAAATAGATTTTCACTTTTACTTATAATATGATAATATAGCCATGATAATAATTATTTTTAATAGATATGTAAGTAAAAATGAACGGAGAAAGTAAAGTGTTGGTGGCAAGAGATTTNAATCAAATGGAACACTAGAGTGAATATAGCATGAACATATATTTTCGTCTTCCTTCTTCATTGGCTATGTATTGTTCCATATATTTTTTCTTTATGTCACAAGATACACTCCTTGCTAGCTATATAAAAATAGATAAGAAAATAGTGATTGATCATAAAATGATCTTAAATCAAATTAANGATTCTATAAATAATACTTTAAATTTTATTCATCTATTAATTTTTATTATCGAAAAATAAGAAAATAGTGATTGATCATAAAATGATCTTAAATCAAATTAAAGATTCTATAAATAATACTTTAAATTTTATTCATCTATTAATTTTTATTATTGAAAAAGTTTAATATTTTATATCACGATACAACTTCTATAAGATACTAGATACTTTCATTAGACAACAACTATATGATATGTATGCGGCAGAAAAAAGGAGAAGACTACAATTCCACAAAGATAAGGTAGAAACTTAANGAAATGAAATATTTTTCACCATAGGTGATGTTGTTCATATATTAAAATTAAATTATTCTACTGAAGTATATATATCTAAAACAAAGAATTGGTCAAGCTAAATATTTGACATACACTCAAACCTCTATTTAACCATCATTCGTTATAACAACAAAGTACACTTTTTTGGTAANTTTNTTTTGTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACTAAATTTCAAGTATGAATATTTAAGAGAAAAATTGTACTTAAATGGTGTCCATCATTTATGTTCATAACCTCAAGAGGAAAGGCTATTGGTGACATTTTTTGTATTGATATTTTTTTTNTATTTTGTTGGTTAGATTTGTTTACAAAATTGAGTGAAGTAAAAAATAATACTACTAAAGAAATGTCACTTTCTCCCCATATTTAAACTTTGAATGTATTTTGAAATGTTTCAATGATATCTGGTCATTTTGATCTCAAAATACAAGTAACTCTATGACAATNTGTATTAATCATTTAAAAGCACTTGTCCTATGTTCTTTCAATTATAATTATTTACTAAAAAGCTTTAATTTAGTAATATTAATTCTATTTTACAACATCGTATACTATATATACGATACACACGTGCAACGCACGTGCCGTGAAACTA

>rnd-5_family-1428#Unknown ( Recon Family Size = 92 Final Multiple Alignment Size = 85 )

GCGTTTGGCCATGAANTTTTTTACTTTTTTTGGAGTTGAACTCCGAAAAACACGTTTGGCCATAAAATTTCGGAATTTTCAGGAATTTGAAAAACANCAAAAAGNTGTTTTCACTTTTTTCACTCCAAATTACTCACAAAAATTCAAAAACAACTCCAATTTGTATTCATGGCCAAACACAACTCCAATTTTCAAATATCATTTTTCACTTTGAAAACAAAAACTACTTTTTTCAAATTTCACAATTTTCATGGCCAAACGCCCACTTAACCTCCTAAGCATTATTTTATC

>rnd-5_family-644#Unknown ( Recon Family Size = 124 Final Multiple Alignment Size = 79 )

TCTTCACAGTGACCTTGGGTGNAACCTCGCTGACTGGGTGACTTGTACGGACCCCTAGACGGGCCGTCNAAGTCACCACGGGCCGTCTAGGGCGCCGTCTAGGTGACCCCCGCCTNGGCAGCCCTTGGACGGTCGTTCACGATGCCCTTAACGGGCCGTGGNCCCCTNCACGGNCCGTCTAGGGCTCCGTGGAGGTGNCCCTTGNCCGGGGCAGGTTCTGGAAACTTACCACGAGCCCTTAACGGACCGTGGTCCCCTTCACGGCCCGTCTAGGGCT

>rnd-5_family-330#LINE/L1 ( Recon Family Size = 145 Final Multiple Alignment Size = 66 )

TGCATAATGAATGGCACACCATAGGTTCTAGGTGATCGTAGCAAAGCATGGNGAGCTGAACCAATGGTGCACAAANATCGCNACAGATCCTTATGGAGTGGGAGTNTGGAAGACCATTAGGANNCTGTGGGACACATTCGATCGGAACGTCTACTTCGAGGTGGGNAATGGTCTACTCTAAAATTTTGGAAAGACAAATGGCTTGGAAATAACACTCTTCAGGAGGATTTCCCAGATCTNTTTAGAATTGCTCGAGATCCCGACTCTACGATTGCTGCNAATAGAGAAGGGANCAATTGGGATCTGAGNTTTAGAAGGAATNTGCANGATTGGGAAGTGAATGANCTGGTAGACCTTCTTGCTAGACTACAACANTGTCACATAATCTTCAGGCAGCTGATAAGCTCAAATGGGGACACCAGAAAGGAGTTTATACAGTCAAGGAAGGGTATCAACAGTTGTGCTCTAGAAACCCCGTGATAGACAACTGGCCCTGGAAGCTTATNTGGAGGACCAAACTACCNCCTAAGGTCGTNTGTTTTACCTGGACGGCNCTATATGAGGCATGCCTNACNCAAGACAATCTNAANAAAAGGAAANTCCAGCTCGCCAACAGATGCTACATGTGCAAAAAGGACGCGGAAACCGNCAGCCACCTNCTNCTGCACTGCGCGGTTGCCTCAGACNTNTGGAGCATGTTTTTTTNTCTTTTTGGCCTCGACTGGGCCACGCCCCTCACAGT

>rnd-5_family-3315#DNA/PIF-Harbinger ( Recon Family Size = 83 Final Multiple Alignment Size = 65 )

TATTATAGTGATGAGATAAGTTATCTCATATACATGGTGGAATAACTTATCCCAAGATAACTAATCTCGAGATAACTNATCCCGGGATAACTTGTTCCCAACCAAACGACCCC

>rnd-5_family-520#DNA/PIF-Harbinger ( Recon Family Size = 66 Final Multiple Alignment Size = 63 )

AGGGGTCGTTTGGTTTGAATACAAGTTATGNTGGGATAAGTTATGCTGAGATTAGTTATGNTGGGATAAGTTATNCTGGGATTATTTTTTATTGATTGTTTGGTTTGTCGTATTCAAAATAATATNCATTGCATAATTTTTAAGAATAAGTTGTTTGTTTACAAAAATACCCTCCACCTTATTTAGTTTTTTTTANATTTTCTTTGCGAGCTTTAGTTATTCATTCTTTAAAAATAAAACTTTCATCTTATTTAGCTTAAATATTTTTGTGTGTGCATTCCCATGATTGTACCGTGTGTATTTAAAAATAAACTTTCTTCTTATTTAGCTTAAAAATAGAACTTCCATCTTAAGTTTATTAAANAAGAAAATTTTCATCTTATTTTTTAATATTTTTGTNACGAAAATTAAATTTTAAGAACANGTTGTTTAGTTTACAAAATTANACCTTCATCTTATTTAGTTTAAAANTAAACTTTCATCTTATTTAGCTTAAAAATAAAACTTTCATTTTAAGTTTATTAAAGTAAAANAAATTTTATTATTAAAGTTATCTACATTTTAATTGATATATAAAATATAATTTTTAAGTGAGTAATAAACTATTTAATTAAAAATATGTAATTTAGTAGTGGAGTGAACATTTTAAGAGAAATCAAAATATAAATAAACATAAGAATTAGGCAAATAAATTCAACTTATAATATATTCATAAATAAAAATTGTATTTATANAGTGTAATTTTTTAATAGAAAAATATGATAATTATCATAAAAACAACGAGTAATTAAGGTTGTGAATGTTATTATTATANATGNTGTTAAAAATTATGTNAATATACATGAATGTAAAAGTGGTGTATAAAAGAGAGTTTAAGGGG

>rnd-5_family-3293#Unknown ( Recon Family Size = 68 Final Multiple Alignment Size = 63 )

GGCTTCTTACGTAACTGTACAGGCGACAAAAAATANTTTCAACAAAATGGTCGCATGTATATGTAATGTATCGATATTGTATAAATAGTTATGTAATGTATCGATATTGTATAAATAATGTATAATCATGTATATATGATGTATAANTATGTATCANATATGTATACATCNATATATACTTATACANTATTTATACATTNCAACCAATTCATCTTCCTCAACGAGCTGATTTTTTTTCAATCCCGACCAACTCAAATCTCCTCTAAACAA

>rnd-5_family-976#Unknown ( Recon Family Size = 59 Final Multiple Alignment Size = 57 )

GCATTTAAATGGATTGATCTTTAATTTTTGTCCTTCAAATGGGTTGATCTTTAATTTTTGCCCTTAACAATCGAACTTATGTCTAGCGGGACATAAGTTCTTTAAGGGCGTGAAGCATAACTTGTGGAATATTATGATGCGAAAATATAAACTTATGCCCCGCGAAAAAATTATTTATTACGAGGGACAAAAATTAAAGACCAACACAAAATAGGANAAAAGTGCAAATGA

>rnd-5_family-240#Unknown ( Recon Family Size = 61 Final Multiple Alignment Size = 57 )

TTTTTAAGTTATATACATCGTCAGTGTAAATAATTTTTACACATCATCAGGTCATCTTTACCTGTTGTAACAGGTAACNTATCTTATTTTCAAGATTACAAATCTCACATTTTAAGGAGGCTTACCTGTAGATATCTTTTGAATGACCTGATAGTGTAAAAAATTATTTACACTGACGATGTG

>rnd-5_family-2369#Unknown ( Recon Family Size = 87 Final Multiple Alignment Size = 55 )

GTGCCCGTTTGGATTGACTTATTTTAGGTGCTTTTAAGCCAAAATAACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGTCATAAGCCAAAAGCCAATCCAAACAGGC

>rnd-5_family-221#LTR/Gypsy ( Recon Family Size = 57 Final Multiple Alignment Size = 54 )

ATAAGTTTACAAAATATTTCACTTAGATAATATTTCAATATTTTCCCTTTTCTCCCTTAAAATGGTCCTAACTATAAAATAGTTCAATTTTGCAATT

>rnd-5_family-706#LTR/Gypsy ( Recon Family Size = 79 Final Multiple Alignment Size = 54 )

TGCCATCAAAATGCTNGAAGGTCAATTGAGTCTATTATCAGCTCAATTGACATCCAAAACGCCGATGGAAGATGATGAAAGAGGGCTGGCTGTGGTTACCCGTAGCGGAAAGGTGGCGATAGGNAATGTGATGGGAGATGAGGATNCTCAAAAGCATGAAGAAGGCNAAGGTATGGAGGAACAAGAGTTACCTATTCGACAAAACCTTGC

>rnd-5_family-1#Unknown ( Recon Family Size = 60 Final Multiple Alignment Size = 53 )

TGTGCGGACTNATTCTTGTCCGCCTTTTGAGCTTGAAAACGTGGAAAAGTGTACTGTCAANNTCGGCGATCAGAGCTCCAAANGGCGATCCGCCGAAGTGCACTANGCGGACTCCATCGGGTCCGCCGAATCGACCTTCAGGTTTGGTATTCGTTCAGGCATGTTCGGCGAGCTTNAGCTCCAATTGGCGATTCGCCGAACGCGTTCGGCGACGTTAGTCGCGACCGCCGAACGNGCCTGATATAAAAAGGCCAAGGGTCTTTTCAAATTCAAAAAGTCAAAACCTTTGAAATCTTTGAGCCTTTTCNATTCCTTTCTCTTGCATCTGCATTTTAGTGTTTGTGTGCCTCGTGTGAGTGTCTTGAAAGTNCTNGGAGTGCATTTGCTTGGAGTTCGTGTCAACCCAACCCCGATCCCTCGATTTCTTGATTGTTTTCGGCTTTAAGGTTGGTGTTTCGACTTCTTGTTGNTGATTTTGAGTTTAGAATGCATATATGGTGTGGGCTTGAGCCCTTTAACTGATATTGTGTGTTTGATTTCGTTGGGTAGCATCATATTGTTGANATTGAACTGTGCCCATGTGATTTTGATTGTGAATGCCTGTAAAAATTGCTAANCTTGATTGTGTTGGTTGAAATTGAATTGATATATNTGNTGGGTCTGTGTTTAATTTNATGTGNGTGAAGTTTGAGTAGCTCANTGTTGACCCAATNGTTTTNNCANNGATAGNNNNANTNNNNNCTTNNNCGAAAATNATCAATTAGTGCGATANTTNNTNATAAANGGGGNGAAATCTNAGTACCCATGGGTAGAAAAGCATATAGGTGGATTGTAATGTTGNGGGAAACTAGTATTTGTTGTGCGTGTTGGNTTANCTGTGAAAATTAGGCACTGGGCTGAAATTTCCTGTTCGGCGGGCTTGTCTTAGCTCGCCAAGGAAGTTAGGCGAATCGCCGAGTAAGACCCAGCTCGCCTTCTTTAGCGTATGCGTGACCTTGGGTACTGTCCCATTCGGCGGGCTTGTCTTAGTCCGCCGAACCCACTCGGCGAATCGCCGAGTGGGAGNGGACATCGCCCTTGATGCCTGTTNCTTTTCNTTTTGCACTGTCANTTTCGGCGGACTTGTCTTAGCCCGCCGAAACCAACTCGGCGAATCGCCGAGTTGGAATTGACTCCGCCTTTTATGCCTGANCCCTGAGTAATTTTCTACTGTCCANTTCGGCGAGCTCACCGGAGCTCGCCGATCCTGTTAGGCGATCCGCCTTCCCGTTAGGCGAGCCTCAGGAGTGTTTTTGAAACTTGNTTCGANNTGNGTTCGATTTCAACTAACCTTCACNAATCTTATGTTTGAATGTGTGCTTTGCAGGNAATGGCNAGAACAAAGGGNAAACAGGTGGTNTCCTCCGACACGGAGTCGGACAGAGAGTCCTCTCCTCCTCCTCCTCCTCAAAAGAAGCAAAAGGCATCTCTATNAATGAGCCTTCNGAGGCCCTCGATACCCAACAAACCAACCCTCANACNCCTACCAGCGNGGGTAAGAAACCGCGAAAGCGNATTGCCAGAAAGCGGACGGACATCCGNTCCAAGTTGGTGTCGCCTCCACAAGATCCAACCCTGCTTCTCGTGTTCTCCCGATNATA

>rnd-5_family-115#Unknown ( Recon Family Size = 57 Final Multiple Alignment Size = 53 )

CTAGTTTTGACGCACGTGCGTTGCACGTGAATATCAAACCATGTACTACACTATTTTTAAAAATAATGTCAATATTATTAAATCAAAAATTTAAGTAAACAATTATAAATGAAATGATAAAGTATAAGTTCCTATGAATAGTGGATGTAAACTTTCTTATGATTACTACTGAAATTGTCAAATCAATATCTNAAAACACCTATAACTNCTTATATAATATACTTTCTCCTCCATAAGGTGNTCATNCACTTATTTATATCGTATCGTTGGAGTTCTTACTTTTAATATAATATAATATAGATTNNTCTCATTTTAAAATTAATTGTGATATGTAAAAATGAAAANAGTCACTCTTAAAATCTCTTAGTTACACCTCTTAAATATACTTTCTCCTCCCTCCCCTATAGTGCATTACTTAGTTATTATTGTATTGTTGGAGTTCTTACTTTTAATATAATATAAATAAATATTGATATAAAATATAGAAGATATACTAAATTGGATGTTTTTAGTTGGAGTATTATATTAATTTAACA

>rnd-5_family-236#Unknown ( Recon Family Size = 55 Final Multiple Alignment Size = 53 )

AAGAAGCTTCCGCCATTAACCTAAATAGCCGTCCACCCAACCGCTTAAACTAAAAATAGCCGACGGATGTATAATNNATGTATAATCTATGTATATCGACTAGAAAAAGTAAACAATAAATCCGACCGGCTATTTGTGTAAAGAT

>rnd-5_family-68#Unknown ( Recon Family Size = 60 Final Multiple Alignment Size = 53 )

CATGTTGGTCCATGAGTGGCCGGGTTTGTGTTTAAATGTTGGGATGGTTCTTGTGTAGACCAGGTTTGCATGTTAAACACTGTGGATGATGTTTTAGGGATCCTTGATGGTCCGGGTTACTTGAAAGGTGTGNTGANTCAGGTATGACTTGTATGTGATCATGTGGGACATGTTTCGTGTGCATGTTAACTCAGGGTGAGGACTGGGAGTCCGGGCTATGTTATACTTGTGATTATAATTGTATGTTATCTGTTTTGCTAAGTTGTGGTTACTAGGTCGGGCTGATGACCGGGGGTCTGGTGCATNGTTTAAGTGTTGGGACTGGTTATGGTTGTCCAGTGTTTAGAACATATCTGATAATGGGGATTTGAGTCAAGGTGGTTTAGTAAGAGTCTTGCATGTGGTTTACTAAANTGGTTCAAGGGCCAGGGTGTTGGCATGAGAACTTGAGGGAGAGTAGTAGGTTGGTTAACAGAGTTAGTAGTGGTCTNGTATTCGAGGAATCTCTATGTGATAGAAGGGTTAGGTTATGATCTGATATGAGGGTGGAATGACCTAGATGGTGGAGTTGGCAGCGGAAGGAGGTGGGGTGACTTGAGATAGAGCGTATGAGTTCCAAGGTAATACTACTTGTAGTAAGGGTGGTGANTGAGGGATCGGGGTCCTAATTTA

>rnd-5_family-1039#Unknown ( Recon Family Size = 54 Final Multiple Alignment Size = 51 )

CCGTTTCATATTACTTGATCCNTGTTGACTTGACACATTTCTTAANAAAATTTTAATTAGAAATATATTTTACTAAATTAATTTTATTAATGATGTTTTGAAACTTTAAATTTGACTACTACTACTTTATGTAGTTATTTAATACTAAGGATAGTATGAGAAAAAAGTAATAAAACTCTCTTGATTTGCTAAAATGAACAAGTAAAATAAAATATTTATTTTTAGTATAAGGGCCAAGTAAAATGAAACG

>rnd-5_family-183#LTR/Gypsy ( Recon Family Size = 55 Final Multiple Alignment Size = 50 )

TTTATCGATTGCTAAATTCGAAATAATTAATTTACTTGTCNATTTAACGTTTATAATATTTAAGTGTGTTTATCTTATATGAAAATTATTTAATATGTGTAGTATTATCATTTATTGAATAGCAATTCATTTAATCTTCCTCCAAATCATTTAAATCGTAGCCTNTTCTATTCAATTTATTTAATTTNTAGCCTTTCCTATTCAATTTTATCTCAATTCTAGCCCATTTTCAACCAATTAATTCAAACCCAATCTCAAGATCTCACCTTTAATCCCAACCGTCCGTCCCATTCTTTTAAATCTCAACCCCACATCTCATCTTGATCCAACGGCTAAGATTGAGTCTCCTACCACTTTCCTATTTTAATATCCAAANACCCNAACCCTATTTTCATTTTTTCTCCTCGTTCTCTTTGAAAACGGCAGGCGCCGCTCCTCTTCTCCCAACTTCGTCCATCGTCGGCGAAGACCACCGACGAAACACCTGCTCCGCCCTCACTCGCGGGGCCAACCACCAAGCGAGCCCCTCTCCTTCTTGTCTCTCCTCACGGCGCTTCTCCAACCACTAGTGGATAGAATCCGCTTCACCATCCAAACCAGTCGCCCCTCTCCTCCCCTTTCTCTTTCCCTCCGACTCTCTTCTCGTCCCTGTTGGCCTGCGAAGCGCCGCACCATGCAACCTCAATCCGTCTTCTTCTTCTCTTCTTTTCATTGGTTCCGACCAAAAATTCCGGCAAGACAGCCGCCGCGAAGAGCCATTTGGCTTCTACGANTCAAGCCAACCATCATCCTTCCTCGGACGAGATCGACAACAATTACAACAAGAGCATCGTTTCTCCGTCGCTCCGACCAGCGAGACCGTTGGAGCCTTAAGGTTTTTGGGGGCTATTGAAGTCGGATCTTAACAAATCCATCCAGGTTCGTTTTTTTAGATTATCTTATCTTTTAAACAAATTTCTTAAATCGCCTTATATTTTTTAGTATAGTAGTTATAATTGCGTTCTTACGCTACATAAAATTCAATAATGATCATGAAATCTCTTTTTAGCGTNATTTCCTTATGATTTTGAGTTCCTAAACTTGTGCATTTTCTACTTTGTGTGTTCCTATTTTTGTTTGAATGTAATCTGCCCTTTTTGTAAATGGGTATTAGTACGCCCTTAAGTTTTTCTTTAAGAACACTGATTGAGTTGTGGTTTCTTGATTCAAGTGTAGCAAGTTTTAATATGTGAATTTGATTTATTTTCTTAATGAATTGATCGACTATTCTGAAAATCTCCATGATTCATGCTTCTTTCCATTTTTGTTCCCTTAATCGATTGATACACCTTAATATTTACCTATCCTTGATAAACTTTGACATGATTTTCTCCTTGATTGACTCTATTTTATTCTCCAACTTTTCTTTCTTTTAGTTAGTGTGGACAACTTTGATTTAATTATTCTTGGCAAACTTTTGCTAGTTATGGTAAGTAAATATACATACGTGACCTTCAAATATGGCAGTCTCTAAATCATGTTATTTTGGACCGAAGTCTTTAACCGTATTAACATGGCTCCTTCAAAATTAGAAGATCATTCGTGATTCTTTCCTTCGATCTATTTATTATGATAGATTCACCGGTGGTAATCTCTAATTGTCGATTGACTATTTTTCTTATTAAATTGCACTATTTTAATACCGATTGATTTATGGTAAAATCCATGCATCGATGTTTCCTGTTACTTGTTTATTTTTGGAAAACTTTGACTTAGTATCAAATTTGATTAACTGTACTTTTTAAACTCGCATGGTTATGATAATATCGTCGATTAAATACCAAGAATGTGGGTCTAATTGAGTAGAATAATTTTCTTTCCTTTTCTCTATTTTTGTACTTATTGATGTGTCCTCTATATTTTACTATAAAAAATAAGACTCTTTCCATTTTTGTCCACACGCTTAAACAAACACAACGCTCTCATACACTCTCAAATGCAATAATATTCTTACGTACTACCTTATAAGTTTTTGTTGTTCTTGTGGCTGCACGAAGTTTGGACTTCGGTTCTTACATTAAGTTTTGTGTGCTTATTTGAATGCTGCTTAACCGATTTGTGATCTTTGCTAGAATTATAATCTATGGTATGTTCAAGGTAGTTACTTCATTATCTATTTTGTTATCTTGTCTTACTTCATTGTCCTTATAAACTTACTTTTTTTAATAGTACCTTTATTACTTTAGTATTTTATTTTAAGGTACTAAGAACAAACATACTCTCGCCCCTTTGAATATTCTTTGCACGTACACTATAATGCAACGACGTTGCTTGGAATTCAATCATGGCAAGTGGAGAAGTCAACGCGACAAGCCGAGCTAAAGTGGAATCGTTGTCACCCCAAAAGGGGTATGAGGTACATTTTTGGAAATAATGAAAAACAGATAAACTATAGTTGACTTCTTGTATGAAGAGCACATATAGCTTTATAAGAATAAGGCAACTCGTTATTCCTTCCTATTCTAATTTTATATCACCCTTTTAATNNNTAGTCGTCCCTCGTATTATAAAATTGGGGATATAGTTTTGGTAATGTTTAACCCGAGGAAGTTTAAGGAACTGCGAGGCGTGCACCAAAAATTAGTACGAAAGTATGAGGGACCGTTTAGGATCGTTGCAAAGGTGGGAAACATCTCATATACGTTAGAGTTACCACCTCATCTCAAGGTCATCCCCTCTTTCATGCTAGCGGGCTCAAACCATACCGCGATGAAAAGGATGACCCCAACCGAAGTTAGTCAAGTCGGGCACCAATACCATCACTACCTCGCATTATCGGGAAATTGAGGCGTTTATTGACTACCAAGCCAGGCGGAAAAAGGGCAACAAGCCGCTACCGTGTTCCTCATCCATTGGAAGGGACAATCACCGGAAGAAGCCACATGGGAACGATATGAGGACTTGTGGNNATTCAAAGACAAGACTCGGNTGTTCATGCAGCAGCAATGCGACGCGGTCGTCGCANCANTAGGTGGGGGAGAGTGTGACGACCCGCCACGTCATCACGCCACTTAGGCGCCACGTGGCACAAAGTTGTCCATGTGGAAGGCTTACATNGGAAGAANACTAGTCCTTAGTGGAATATTCTAGAAATATATGGAGAAT

>rnd-5_family-2674#Unknown ( Recon Family Size = 51 Final Multiple Alignment Size = 49 )

TTGTAATAGATAATATGGAGTATTTAAGTCATTTATAGTATAGTATAATTAATATATAATATGTAG

>rnd-5_family-2162#Unknown ( Recon Family Size = 51 Final Multiple Alignment Size = 49 )

AGGAAAATTATGCGGAATAACAAACATTTAGCCTATATTAGGTANTATAGCTATAGTTTAAGAAAATTNTAATTCGCGGCTATAGTTTTCCCAATTCTTGCTATTCGCCTAATTTGTATAATTCGCCTGATTTGTATA

>rnd-5_family-2138#LTR/Gypsy ( Recon Family Size = 53 Final Multiple Alignment Size = 49 )

GAATCACGTTTTAAGGTAAGTTTTATTTTCAATTGTTTAAAAAGAACGAAAAATTAAAAAAAATATATGTTTTCTTTTAATTAGATTTTTAATAAATAAGCTAGTATTTCTTAATTATTTTTAGACTAGCTATTTGACTTTTTCTTATATTTTTATTAATTCAAAATAATTAGTTAATATTTTTATTATAATTTATTATTTNTATATATANTTAATTATTATTCTTTAAAAAAAACTAAAAATAACCTAAACAAATAACCTACCCGCACACTACCACCACAACCCCACTACACCTACACCTACCCACTACCCCACTCACACCACTACAACACACACACANCAACACCTTACTCCTCCCTTACACTACATACAACAGAACACATACACCCACACACGNACACTACATNCAGCCAAAAAAAAAACACAACGCAAGAAAAAAAAAGCAACCAAATACACAACACACACAAACGCAAGAAAAAAAAAACANTACAGAATCACGCCAAANAAAAAACTCCATTTTTATTTATTCTTCTTTCAAAAAATAATCAATACATTCACATATTTTCTTCCTTTCTCATTACTATTTTATNTAAACACAACACATATACCATCACAAACAACCTACAAAAGATTTGTGGGTGTTCTAATCGAGGTTCGGTCAAGATTTTGCGGTACTTATTTTCTTCATTTGAGGTNCAACTTTACCTTATCTCTTTAATTTATTTATGGAATTTGATGTAATTATATGATAAGTTTTCTTATAGTTTTGTTTTATTCATAATTTGATTGAAATGAATAATTNGATTAAGTGTTATATCTCTATTTAATGAATGAAGGTAGCTTTAATCGATGATTATTTTTTATTTATTTATTTTTATTCGTTAGTTGTGATCTCTTAAAAATGAACGGGTCGTGACGTTGTTCTTGTCTTGATTTAGATGCCAATAATGATAAAGTAGGNATTGTTAGGCTAAAAAATAAATAAATTATTGTCGTTTTATTTTATCAAACAAAAAATGAGATTTATTTTTAACAATTCGTTATTGTTTTGTTGGATTAGAAAGTGTATGCTTAATTTTGACGTTAACTTTAAGAGTAATAAAAAATAAAAAGATATAGAAATGATCCAAAATTTATCCTAGAAGTTTAGATTTATTTTACTTTATTTGATTTTCTTTATAAGGAATAAATATTTTCTTTTAACGTTAGACCGAACACT

>rnd-5_family-499#Unknown ( Recon Family Size = 60 Final Multiple Alignment Size = 48 )

AGTAGCGGACCCTTCAGCACTTCGTATACCAGATCAGCCGGTGGGGCCGGGGCCAGCCCAGCCGCCACCCGGACTAGTTNTGGCTCCAGATCTCCAGGCCGCTATTGCTCAGCTCTTAGGTGTGCTTGGGGGNATGCAGCAGCCACCCGCCCCAGCTACACCAGCACTAGTACCGCAGGATCAGCCTACAGCGAGGGCACCTCAGGTCCAGGTACCACCCGAGGGAGTACAACCCTTGGCAGCGGACAGACC

>rnd-5_family-444#Unknown ( Recon Family Size = 63 Final Multiple Alignment Size = 48 )

GGAGCAATGCCGCGTGGAGGTAGAAGGNCCACGGGTCGTGAACCTCTTTTCCCGGAGAAGAAGCAATGACGGTATCTGGGGAANAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAANACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTNCGTAGGTGGCTTTTTAAGTCCGCCGTCGAATCCGAGAGCCGTCAAAAACTGGCGGNANGCGGTGGAAACTAATCCAAGCTNGAGTACGGTAGGGGCAGAGGGAATTTCCGGTGNAGCGGTGAAATGCGGAGATCTACGAAAGAACGCCAACGGCGAAAGCAGCTCTGCTGGGCCGACACCGACGCTGAGANACGAAAGCTAGGGGAGCGAANCGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGATGAATGCTAGNCGTTGGTCTACGCGTGATCAGGGGCCCAGCTAACGCGTGAAACACTCCGCCTGGGGAGTACGNTCGCAAGACCGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATACAAAGCGNAAAACCTTACCAGGNCTTGACATGCCGCGAATCCTCTTGAAAGAGAGGGGTGCCTTCGGGAACNCGGACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGCCGTAAGGTGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTCGTGTTTAGTTGCCATCGTTGAGTTTGGAACCCTGAATANACTGCCGGTGATAAGCCGGAGGAAGGTGAGGATGACGTCAAGTCATCATGCCCCTTATGCCCTGGGCGACACACGTGCTACAATGGCCGGGACAAAGGGTCGCGATCCCGCGAGGATGAGCTAACCCCAAAAACCCGTCCTCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAATCGCCGGTCATCTATACGACGGTGAATTCGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTTGGCCATGCCCGAAGTCGTTACCTTAACCGCAAGGAGGNGGATGCCGAAGGCAGGGCTAGTGACTGGAGTGAAGTCGTAACAAGGTAGCCGTACTGGAAGGTGCGGCTGGATCACCTCCTTTTCAGGGAGAGCTAATGCTTGTTGGGTATTTTGGTTTGACACTGCTTCACACCCCCAAAAAAAAGAAGGGAGCTACGTCTGAGTTAAACTTGGAGATGGAAGTCTTCTTTCCTTTCTCGACGGTGAAGTAAGACCAAGCTCATGAGCTTATTATCCTAGGTCGGAACAAGTTGATAGGACCCCCTTTTTTACGTCCCTATGTTCCCCCGTGTGGCGACGTGGGGGCGAAGGAAGGAAAGAGAGGGATGGGGTTTCTCTCGCTTTTGGCATAGCGGGCCCCCAGTGGGAGGCTCGCACGACGGGCTATTAGCTCAGTGGTAGAGCGCGCCCCTGATAATTGCGTCGTTGTGCCTGGGCTGTGAGGGCTCTCAGCCACATGGATAGTTCAATGTGCTCATCGGCGCCTGACCCTGAGATGTGGATCATCCAAGGCACATTAGCATGGCGTACTCCTCCTGTTCGAACCGGGGTTTGAAACCAAACTCCTCCTCAGGAGGATAGATGGGGCGATTCGGGTGAGATCCGATGTAGATCCAACTTTCGATTCACTCGTGGGATCCGGGCGGTCCGGGGGGGACCACCACGGCTCNTCTCCTCTCGAGAATCC

>rnd-5_family-2470#LTR/Gypsy ( Recon Family Size = 55 Final Multiple Alignment Size = 48 )

AAAATTGTTAGGTACCTTNTGAGANNAGTGAGTAGTAACTTCTCCCGTCAGGGAAAAGTATTTCTATTATGTTGTGAGTATTGTAAGTATAGTATGGTTTGTNTGTAAAAATAATAATATGAAATAAACAGTTTGGTTTTTATACCTCTCTTCTTAAAACTCCATNAATAGTCTTAAGTGAAGGTTGCGATCTTCAGCCTTAAGGAGGAACAGTAAGGAAGTAGCCGAGAGACTGAGGTCGTTAGGGCGAAANACTGTTCATAGCCTGAAGGGAGAACTACTGCGGTAGTGATAAGGACTATTCATCGACGAAAAAGAAGAAAGGTATANACGCAAACTTTTATTTCATAATTATTAATTTTACGAACAAACTATATCATATTATATTTATATTTACCCAATACTTANAANAAAAATACTTAGTACCTATAGGGAATNAAAATATATATCGTGAANACCTNATGTNCAANATCAATCATGCTATTTGCATATCCATGCCGAAAGGAAAAATAATAATGCTATTCGCATATCATGCCGAAAGGAAAAATATNTCATGCTATTTGCATATTTATNNCTGNTTATAAATCCGCGTAAAATGAAACGTATTCAAAANNACTTNTACATAGCTAAGAAAAAGAGCTTGGAAGCATAAAANAGCTCTATNCGATATGGATAAAGCNATTTCGGANNTGGAACAAGTTTATATGCATACTAGCCTAAAATCGCTATGATGCATTAATTTTNGCAATNCATGAGATGAAAATGTATAAGAATACAAGAGTATTTCGAATACAAAAATGCANTATCTATCTTAAAAAATTATACGATATTTACCGCATAAACAGAATAATTCCGCAACCCTGTTTTAAAACAGCCCGAAATATTGGTATCAGAGCCCGNAANAGATACAANCTANNGATATGGACGTAGACCTTTACGGTATTTAGATGAAAAAACCTTGGTAACTATANATANAGGTATACTTGTAGAAACAATTTAAAAATNATANAAGAAATAAAAGATCTAAAAGATAAANATCGTAAAAAGAAGAATAATCGAATAATAACCTTANGAAATAAATATATAATATTCAGAAAGATATATAATAAATTATATGAGTACATCTGATTATTACTTNTCAGAATAAAAAATGAGCTTAAGAGAAGTCNTAGACAAATGGCTTTAAGNTAAAAGNCNTAATAGAAAGTCATAAACAANTAACCTTAAGGTTAAAAATGATAGAAATAGAAATNAATTCTATNAAAGAAAATATTCCAGGAAGAATTACAAAAATAATAGAAAAAACAGAAAAATTTGACAAAAAAGTNAGTCAAAAATATATAAAAGAATTNTTANCAAAAAAATTCGCGAGCGAAAANACTTATCAAAAAGGAAGTNTGGATGAAAAACTAATCCAAGAATTCCTAGAAAAACAAAAAATAGAAGAAGAAAATCTTAGAAANAACCGAAAATAATTCAGAATCAGAAGAACAAAAAGATGAATGAACTAGACGAACTAGTTTATGCAATGGAAGACCTAGATCTTTCAGAACGAAAATTAAAAGTNTTNATGAACAAAGGGGAAACAGGAGGACCCCAAGGAAAATTTGAAACGGGATGGATCNAANTCCATGAAAGAAGAATGGCAAGAACCAGAAAAGGAGAAAAAATTTTGCAAATAAAGCAAAAAAGAATAAAGACTTCATAAAACAATATCATAATAACGATAAATCNAAATTCATGCCTAATAGACTCCCAACAGGAGATGTCGGAACCCAATTCCTAGATCTAGATTGTAAAAGAGATCCAGAAGATAGCCTAGATCTATGGTCTCAAAACATGCTCCTNTACTTCCTATTAGGAAAAGGAGTAAATTATACAGACGAAGAAAAATATATCATTACGATAAATACNTTCATNGGAAAAGTAAGCGACTGGTNCNCNGGATTAACTGANGATGCAGAAGAAATCATCAAAAACGATACCTTAGAAGGATTAAAAAATTCCGTNCAAGAAGGNATAANAAATCTAAAGCGATATATAGCNAATGAATTCTTNGGTGGNGAAGGAAGTGCAACGGAAAATAGAGAAAATGTAAGAACAATCGCAAAAGAACAATTAGAAAAATTGCAAATTTGCAAAATGAGTTATATTCAAGAATACACTTGTGAATTCGAAGAATATTACTACAAAATATTTGATAGCGGTAAGGAAATGCTACCTTATCTNGAAAAATACTATCAAAAATTACCAGGCTTCTGGGCAAAATACTTCAGAGAAGAATACGAAAAAGAAAACATAAAAGGAGATACTCTTGGNCAAAGAATANCTTTCCTAAAAAATAGACTTGGTCAACTTTGTATGTCACATAACATACAAAGAAAAGCTAAAAGAATNAATACACAAATTTATTGTNTAGATACNAATGCAGCAACCCAATGGGGATGTGACGATAAACCCTACAAAAAAAGAAAACAANTCAAAAAAGGNTTAATNAAAAGAAAAAATNTTTCNAAACAAAATTATGTACCTAGAAAAAGGTACTATAAAAAGAAAAANGAATTTCCTAAAAAACCNACAGAAAAATGCAAATGCTACAACTGCGGCGAAGAAGGCCACAAAAGTTACGAATGTAACAAAAGAAGAGTAAAAATCTCAAAAATTGATAGAATAGAAATTGATTCAGATCTAGAATCAATAAAATCAATAAAAAGTGANGACTTCTTTGAAGAANTNTATGAAGAATATTCAACCAGCTCAGAAGAATCTGACTAAATGAATAAAGAAATNCAAGAAGAAGAAGATCAGTTCAAATNTTAGAAACTGAAGAAGATCAAAGGGGNTACGCCCTAAAGGCAACNTTTGATGGAGAAATATTTAGGAAAATCCAAGGATTAAAACTAAATCTCAAAACAGAGGATAATNTATTAAGCAGAATGCAAAGAATGTTTGCAAGAAATAAAATTTCCTATCATGAATATCAGGAAATAGAAAAGGTAATAGAAATTACCCAAACAACAGGAAGACATAAATTAAACCTGTTAACTAAACCNATGATCGANCAAATCCTTAGGAAAATTCCTGAAAGGAAAAGGAAGAAAATGAATTATGTCCATTTAGGAGGAATCCAAATACTAGTCAAATCGACTTTTAAAGAAGGGATCAATTGCCCTATAGTCATTAATCTNTCAGACGAAAGATTCATNAACGCAAGAGAAGGAAATCTTGGTATAGTNGAGGGAAACCTAGCCTATACCAAGCTCCTATTTACATATTACCCAAAGTATTGTATTTCACTNAAAGATGCNGACTTTAATGACGCATTAAGCTTACATTTTCAGATCAAAAGAAATGATCTATTTAAACCAGGTAATCATATNATGAGCATNTATTACCAAGCNTTATATACAGTTACAAACTCCAATTATGGAAANGTATATAAAAATAAAGAAATGATCGAAATAGATCAAGAATGCGCAGGAATAGCAAGAATTGTTGAAGCAGAAATTCAACAAGCTCAAATTCCAGATGAATATGAAATTCGGTTTGGAAAAACACAAGAAATAGGAAGTTCNCNAGTAATCCTAGACTTTCAATAGAATATGGAAGAAATTCTATTAGAAAAAGTATATCCAATAGATATTCTANAAAAATTCTAGAAACTTCNAATATTACNAAAATNAAAGGAAGAATCTTCAATGGAACAGAATGGAAAAATCAAGAAATCTTGATACAAACAGGAGCAACAGCTAACCATGTAAAAGGTATTCTANTAGATGGATTACCAATCTACGAAGGAANACNNTATANCTATAAAACCTTCGAAGGAAATAATTTTAGTTGTAAAAATATGGTAGATTTACCAATACAACTAGATACAATAAGAATAACAGTTCCCTGTTATATTACAAATCACGAAAGTGATCANAATCTNATCCTAGGAAATCTATTCCTAAATAGTCTAGAAGACTATAGTATAGGGAAAAATGGAATAGAAATGATTTACAAAAATGAAACTTGTTTCATACCAAAAATATAAAATGCCNAAAGAAACATCTTTCAAAGTATCGGTNTTCATAGAAATAACTTTCTATGATACNAAANTAACAACNTGTTGTCAAATAGACAATGGATCCGAAGCNAGTTTAGCAAAATCTTTTTTAATAAAAGATTGGGATATAAATAAAAATAACATATCNATGATTGGAATTACAGGAGATAAAGAAAAACTATCACAGATCAAAAGAAAAGGTAGAAATAATTTTAGGATCAAAAATTGTTTCTATAAATAAATTATTTGCCTATGATAAACTGGAAACAGATTTATTATTAGGAAATGATTTTCTACAACAATTTCAGGATTATCATCAAACATTATATATGATAAGCCTTAAAACCCCTTGCGGACATTTTATCAAAGTCCCAAGAAAACAAAATCCTTATANTCTTGAAAAAGATAATGGAAATTACAAAAGAAGATACTTAGAAAATCTAAGAAAGATTTCTTGTAAATGTCTTAATCTAGAAAAGATTAAAGAAAATTTACAAAAATCNTATGGNGAAAATCCNTTAGAAAAATGGGAACAAAATCANGAAAGGGCAACTTTAACNCTAAAAGACCCTAGCATCATCATTAGAGTAAAACCNATGCTCTATAACGAAGACGATAAAATTGAATTTAAAATTCAAATTAAAGAATTACTCAACTTAAAATTAATAAGAATGAGTAAAAGTCCTCATAGTAGCCCAGC

>rnd-5_family-2289#Unknown ( Recon Family Size = 50 Final Multiple Alignment Size = 48 )

GTTTGGTTGGGGAACAAGTTATTTCGAGATTAATTATTTCGATTTTAGGATTGTTATTCCACCTTAATGTGGGATAAAAATAACACTACAATTTCGAGATAACTAATTCCGGAATAAGTTATCCCGCGATTTTATCTCAATCAAACATGAGATAAACTCATCCTAAAATTAATCTCGAAATTAGTTATCCCTTATCCCTCGTACCAAAC

>rnd-5_family-761#Unknown ( Recon Family Size = 53 Final Multiple Alignment Size = 47 )

GGCATGGTATGGTANATACCGAATTATCATATCGTATCGAAATTTTTAATACCGCGATTTCGATATTATGGTATTTGGTATGGTATATGGTATATATTTTAAAATNTTTGGTATTCGGTACGGTATTTGGTATTTAGAAATAANATACCGAAATACCGAATACCATACCGAAGTATATAGTTACATATANAATCATATATATTATTAAAATACTAACAAATATGCAACCTAGTATTAGTATAAACTAAATGTTTAGANGTTGAAACTTTGACTACTCTACTCGACTACTCTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCNTTACCATACCGAATTAAATTGGTATGATAATGATATAATATTTTAAAAACCGAATACCGAAATTACGGTATCGAAATTTTCAAATATCGTATCGTACCATACCATGCCCACCCT

>rnd-5_family-212#DNA/Harbinger ( Recon Family Size = 52 Final Multiple Alignment Size = 47 )

TCGTAATTCTTTTTAAATGTAATATAACATTTTAAAAAATATATTATTTAATATATACTACTTTCATCCCGAATTAATAATATTTCAATATTTTTTTTTNAATTTTCGTCACTTTAAGATATAATTTGATATTATTATTAATTTTCACTATGAAGAATGCACAAAATTTAAATGATAAGATGAAAATTTTAATTTAAAATACAATACATAACATAATAATTTAAATACAAGATAACAATACAATACATAACATAATAATTTTAAAAATCACAACAATAATTTAGTAATCCGGTAGGTCGTTTCAGATTTAACGATATTCGAAAAAAAAATTAGTGTATGATCTAGAGAAGTTGTGGTTGTGATTGCGGTTGTGCTTGTTGATTTCTTTTTTCAATTATTCGTAGTTGTTCTTTAGAAATTTAGAATAAAATATAATTTNATATTAAATAAA

>rnd-5_family-2959#LTR/Copia ( Recon Family Size = 59 Final Multiple Alignment Size = 47 )

TTGGTGAGAAACTTCAAGTCACCGTGTCAAATTCCGGCGACGACGGTTGGGACTGATTTGTGTCGTCTTTCGTTCTGNAGGTGTTGTGCGAAAACCAACACCACCACGAGGCTCGGGAAGCTCAGGCGACCGAACCCCAGTCAGATCCACCGGAAAACAACGCCCCACGCGCCCCCACGCGCCGCTCGGAGGTGGAAGTTTTCCGGCGAGATCTGTTCACGCGCCGGCGCGTGAGCGCTGTTCCGGCCATCTTTTTTCGAGCAATTTTCTTCCGTTGGGGTCGCCCANTAATTCCGACCAGAACCCATACAGTTTTCTCTNGATCCGATCACCGGAATTAGGGTTCCGGCGATTTTCAGGCAGTTTCCGGCGAGTTCCCGGCGAAATCAGAATTTTCAGGCCACTGTGGGTAGATTCCGGCAGTTTCCAGCGAGTTTCTTACTCTTTTCGAGTCNAATTTCGCAANATGTCTTTCGGATGTGATATTTTTGGCTCCAAGAATACGGGGATTGGAAGTTCAAGCCCTACGATCACTTCAGAACCATTAATGGGAAGCTCAAACTATTTAGCTTGGGCTTCCTCGGTTGAGTTGTGGTGCAAGGGTCAAGGCGTCCAAGATCACTTAACGAACAATGCTTGTGTGGTAGATGAAAAGGCAAAGGCTAGTGAGGAAGATGCAAAAGCCAAAGCACAATGGGAGAAGGTTGATGCTCAATTATGTAGTCTCCTATGGCGATCTATCGATTCCAAGTTGATGCCCTTGTTTCGCCCATTCCAGACATGTTATTCAGTTTGGGAAAAGGCTCGTGCTTTATACACTAATGACATATCTCGATTCTATGATGTGATATCTCGAATGACCAACTTAAAGAAACAAGAATCCGATATGTCTACTTACTTGGGACAGGTACAGGCAGTCATGGAGGAATTTGAAACGTTGATGCCAGTCACTACGAACGTGGAAAAACAACAAGAGCACAGACAGACGTTGTTTCTAGTTCTTACACTTGCTGGACTTCCTACTGACCATGATTCAGTGCGTGATCAGATTTTAGCTAGTCCTACAGTTCCTACAATTGATGAATTATTCTCTCGTCTACTTCGTCTTGCCGCGCCTCCCAGTCACAAAGTAGTTTCATCACCCACCGTTGACTCCTCTATTCTCGCATCTCAAACCATAGAAAAGCGAACATATCAGTCTATGGAGAATCGGCGAGGGGGAGGTCGTTTTGGAAAACCTCGATCCAAGTGTAGTTATTGTCATAAGCCTGGACACACTCGTGACATATGTTATATTTTGCATGGTCCACCACCCAGTTATGATCCTATTGCTCTAAAGGAATATAATGAGTTCCTTCGAAATCGCGCAAGTAAGCAGACATCTCCACAAGTAGCATNTGNTGCTCAACCTGATCGACCATCCAATAATGCTCATATTGCTCAGACAGAATATGATGAGTTCCTTCGGTATCGAGCAAGTAAGCAAACGTCTCCACAAGTAGCTTCGGTTGCNCAACCTGATGTTTCTGTTGCGGGTAATTCTTTTGCTTGTGTTTCACAGTCTAGTACTCTTGGATCATGGATCATGGGTCATGGACTCAGGCGCTTCTGATCATATTTCTGGTAACAAATCACTTCTGTCTGATATTGTTTATTCACA

>rnd-5_family-1776#DNA/hAT-Tag1 ( Recon Family Size = 49 Final Multiple Alignment Size = 47 )

AGTGTTTTAAAAGACTCTGTTGGGACTCGCCTCGGGGCGGGGCTCTAGCAAAACGCCCCGAGACTCAAGTGTGGGGCTTAGTTCTGTAAGACTTACGCCCTAAGCGTCCGATTGTACGCCCTAAGCACGCCCAACGCCCAACGCTCGGGGCTCGCCTAACAGATCTTACACAAATTATGTGTTAAATTCTTTAGTTAACATTGTTGACCCTCATAATTCTTGAATAAATGAATGATACTTAATAATTTTTTAATCTATAGAGATAAGAAGATTGAGAGTAACTCAAATAACAAGTTGTAGTATCACATCTTTACTATTTGGTAACACTGTGAAGGTGATTATATATTACGTAACATTTCTTTTAAAAATACGTAGCGAAATTTTACTTTTTCACTTATCATTGGTCTTCATGTTTTTGTCATATGTCTCAAAATTATCATATTTTATTTAGCTATTTGAAAGTAATTTTATTTTTATTCATGATGGAGTGATGTTTTTATTATAATACTAGTAAGTTTTATTGATTATTTTCTTTTAGGGGGTAAATTGTATAGTATGATAATAAAAAATATATTTTTAGAAATAATGATTCTTTTATTATTAGAAAGTTAAGATATTAGATTATTTATACTTGTATAATCATGTTAGAAGTTTTATTTTCTATGAGTTTCCTTAATCATGTTTGTAATTATTTCAAACTATTGATGTATTTTTATAATTTTGTGTTATTATATTATTATACTATATTGTAAATTAAAAATTTAAAGATCCATAGGGCTTACGTCCCACGCCTCGAGGCTTACGCCTCGCAGCCTCATGCCCTCGCTT

>rnd-5_family-2526#Unknown ( Recon Family Size = 51 Final Multiple Alignment Size = 46 )

CTTCTCTCCTCTTCTCTCTTCACTCTTATTCTCTCCCTTCNCTCTCANATCGANCTGCCCGCCGCCGCCGTCGCCGCCCCCGCTCGTCGCCGCCGCCCGTCGCCGCCCCGCCGNTCGCCGCCCCCCGTCGCTGCCTCTCCTCTTTGTTAAGGTTAGGGTTTAATTTTAGTTTTTATTTTTTTCAATTCTAGTGATTGTATTTGATTTTTAGTTAGTATATTATTGTTTTAGTTTGTTGGGTTGTGTTATTCAATTGTTAATTTGATTTGATTATTGTTAGTTAGGTATAGAGAATTGAGGATTTTTATTTTAGGGTTTTTTTTAAAAAAGATGGGCATTTTTAAATTGGGATTGTTAGATTAGCGAATGAATTAGGATTTTTGTTAGGATTTTGAAGATTTTGAATTGAGAATTTTTAATTAGATTTTGAATTGGAATTTTTGAATTTAGGGTTTTTTGAAATTTGATTGATTGTTAGTTAGTAAAGTGTTAATTTGAAGTTAGATTAGTGNTTGAATGTTATGANTATTATANTGATGAATGTTTGAATGTCATGAATTTATATTGATGAACGTTTGAATTTGAATAATAATTAAACTTTTGGAATTAGAACTTGAATATATATAACTAATANTCTTGGATTTGAAGTTTGAATATATAACTAATTTTAGAANTTAGATATGAACTTGAATTTAAAACTTGAACTTGAATTAGAACTTGGATATATAACTAATTNTANTTGGATTNGAACTTTAATAATTTAACTTAGAACTTATATAACTCGAATTTAGAANTTGAACTTNGANATTTAACTAATAACTTAGATATGAACTTTAATTGACTAAAACTTGAACTTAATTATAACAATTTATGAACTTAATTTATTAGAACTTAATAANTTGAACTTAATTAGAAATATAATTAATTATTTGAAATTACTTAAACTTAATTAAAATTTATGAATTAATTAAGTTTGAACTTTGTAGATTATGAANTATAGTATTNATTGAACTTAATTAATTAGGAATATAAGTAATTATAAATNTAATTATTAAGTAATTATTATAAATTTATATTAACAATATTAATTAATGTAGTAAAATTATTATTAAATTTAATTTATAATATAATTGAATATCTATATTTTTGTAGATGGATCGTCGTTTGTGGATGTATAATATGCATTATGAAACTGGTGCTGGTTTGAAACCTGAGTTTATTGACGGTGTTAGAGATTTTATTGAACATACAATGACACTTGACATTTTCAAGAATAATGGATTGGTTAGGTGTCCTTGTAGTGCATGTAAGTGCTTAAANTTTTTTAAACCAGATACAGTTATGGTTCATTTGTACCGTAATGGATTTAAGCCTAGATATTTTGTATGGATTGATCATGGAGAAAGTGATGGATTGGATGGTATGTTTTATAATTCGATGCCTGTGGATGAATATAATATGCTTGCACCACATGGCCAAATTAGGGTTGAACANGATAGGGTTCATGAAATGATCAATGATGCTTTCGGGGTTCAAGGTGGGATGGAACCCGAACAATATTTTGATGAAGCTCCTAATGAAGAAGCAAGACGCTTCTATGATCAATTAGAAGAGTCTAGTCGTCCACTATGTGAAGGGAGTCCGCATTCTGCCTTGTCAGTTGCGGTTAGATTAATGAATATTAAATCAGATTGGAATGTTCCTAATGCGGCTATGGACTCAATGGTTGATCTTTTGGGTGAACTAGTTAATCCGGAGTTTAACATACCNAAGAACTTCTATCAGGCAAAGCGTTTGGTTTCCAAGTTAGGATTGACGTATGATAGAATTCATTGTTGTGTTAATGGCTGCATGTTGTTTTACAAGACTGATAGTGAATTAGAAAATTGTAAGTTTTGTGGACATGCTCGTTATAAGAGGACTCCGGCTGGAAAGATGGTCCCAGTTNAGGCGATGCATTATCTACCTCTCATTCCTAGGTTAAAGAGGTTGTATGCATCGATGAGGTCTGCCCCACATATGAGATGGCATCGTGAATATAGAAGGCCGCCGGGTGTCTTGTCTCATCCATCTGACGGTGANGCATGGAAGCATTTTGATAATGTATATCCTGATTTTGCTAGTGAACCAAGAAACGTTAGATTGGGGTTGTGTTCAGATGGCTTCACACCATTCTCTAATGCTGCTTCGCCTTATTCATGTTGGCCGGTA

>rnd-5_family-62#Unknown ( Recon Family Size = 49 Final Multiple Alignment Size = 46 )

CAAAGGATAAGATTGGTAAGCGAGTCAGCGAAAGGAACAAGAGTCTGGTGTATTGAAGAGTTCAAGATATTTAGAATTTTGCGTCATGGGAAGAATTTAAGAAAAGTGAAGGAATAAGACCTCTCGTATAGACCCTTGGTTCGNAGTTGAAGGTTGTATNGATTTTCGCCTATGAGTTTAGATATGACTGTGAGATGTGAACTGGTTCGGTACAGACTTACTAGGAGTTTATCATCGACTTTTATAAAGATTGAGTTTTGGTTTGGGTGACAAACAGTGATGTGTGGAAGATTCTGCGTTGTTATGTGGGGCTAGATTGTTCAAATTATGGTAGGTGACTTATGGATGNTCAACGGTGTGGACCTACAGTTCTACATGGTTATTGAGGATTTCGAGGGGATTGAAACTACTTTGTTGATGGGACTACACAGACTGTTATGATGCGTTACATAGACATTTGATGGTGAGTAGAGGTTATGAGCTTATAGTATACAGAATTATTGGAGTGACCAAGAATTTCTCTAAGTNTTGGCATGAGGTATATGACGGTTTGAATGGTAGTTGAAACTTGGTATGTGAAAGATTGCGTGGAGTTGACATTGGGCGTGATTCAATAGCTTTATCTCGATGGGAAAGTACTATCAGATTTGAAATTAGTGCTATCAGCCTTGGGTGGGACCCGTATCTGTCATGAAATGCTTAAATGGAAAGAGAGGGAGCCATAGTTCGAAATTTTGGAGGCGACAATGTGTTTGCTAAGAAGACTTTGATACTAGTGACGGTTTGAGAGTAAGGTAAATGGCCGGTGTGGTTATGATGTTTTGTTAGTATTAAGAGTGTTGGCTTCAGTGGAGTACTGTGA

>rnd-5_family-5241#DNA/hAT-Ac ( Recon Family Size = 51 Final Multiple Alignment Size = 46 )

GCCGGCAACGGAACCGGGAGGTACCGGTTCCGGTTCCGTCCCGGTTCCGGTTNGTNCCGGTTCGGTCCGGTNCCGTNCCGGTCCGGGACGGGTAACGGGATTTACCGGTCCGGTTAGTCCCGGTTCCGGTCCGGTTCGTTCATTTTTTTTTAATCTTAAATTTTAAATTATAGCCGTTGAGAGCCGTTGGGCAACGGGTTTTGGGCCCCACCAACGGCTCTTTCACCCCCATAACTCCCCTTTACACCTCCCTACCCCCCAAACTTTTTTTAATACCCCAAACTTCTNAAAACTACATTTTCATCCTTTTTTTTAACTATAAATACCCCTAATCTTTCATTCTTTTCACTCACAAAAATATCTTCTANTCTCTCTACTCTCTACTCTCTAAATTCTCTTATTCTCGTTAAAATTACGAATTTGGT

>rnd-5_family-628#Unknown ( Recon Family Size = 49 Final Multiple Alignment Size = 46 )

GTGGTATCAGAGCACATGGTCCAAAGATCCGATGGTCCGATGATCTAATGCTTCAATGAGGTTGAAGACAGGCTCGAGTGGTATCAGAGCACATGGTTCAATGATCCAATGGTTCAACGAGGTTGAAGACAGGTTCAAGCGGTTTCAAATCAATTTGCAACCAATTTGATGATAATGAAGATTTTTGTCCAGCTACATGTGGAGAAGAGATTTAAACCATATTTTCAACATTCCTGTTGCTGCATCTTTAAAAATAAAAATAAAATATTTTNAAACCATTTTTAACCCATATATTTTAAACTTTATTTTTAACCATGGCAAGCAGCAGTGATGAAGACTNTGTGAAGAACGAGGATTATCATGCATATGAAGAAGACGGATCAAGTTTTGTCAAGAAAATCCAGCCAAAAGGGGA

>rnd-5_family-523#DNA/PIF-Harbinger ( Recon Family Size = 56 Final Multiple Alignment Size = 45 )

GGGGTCGTTTGGTTTGAATNCAAGTTATGATGAGATTAGTTATGATGAGATNAGTTATGNTGAGATTAGTTATGTTGAGATTATTTTTTATTGAGTGTTTGGTTTGTTGTATTCAAAATAATAAATTTTAAGAACAANTTATTTGTTTACAAAAATGCCCTTCATGAATGTAAAAAGTGATGTAACAAAAGGGTTGAAAGAGA

>rnd-5_family-1869#DNA/Harbinger ( Recon Family Size = 57 Final Multiple Alignment Size = 45 )

CTAAGGCCTCATTTGTTTGCACTTAATGAANGTCTTAATCTTAATCATTCAGATCTCAGTCATTAAGTNCGTTTTGTTTTTAAGTTCTGAATTTTAATTATTCANATCTTAATCATTAAGTGCGTTTGTTTTCTTATTTTACAATCACTTAATGGGTCTGAATAGATCTGAATGATTAAGATCTATAACAAAGTCTTAATATCATTAAGATGTCTATTCAAGAATTTTTACAAAGATGACAGTTCACCGCTACTCCATTTATTATCATCAACCACTCACAACCACCGTTTACCGCAACTACCATTACCANCAATCACCACCATCTACCATCCACAACAACCATTATCACCTNACCACAACTACCGTTACCGTCAATCACCATATCAATCACTACTTCACAATCACCACCATCAACCATCACTACANTCACTAACCATCGTTAATCACCACCATCAATTATTATTCTACATCGTTAACTACGTCACCATTAGCTATCACTATCATTCNACCACCAATTATCAATCGTCACCANCAACCACCACCATTAACCACTACTGTCAACCATTATACCATAATNTACTACCCACAACCACCACCATCAGTCAACACCATCCCAAATCGACACACACAATCGCCATCGTTAGTCATCACCACCACCAATCGCCATATAAAATTTTAAAAATATTTTATTGATATAATATTAGATCAATTTAGTATTTTATTCGAATTTTAATTANATANTTTATATNTTAANAAAGACACGTCTTAATTATTTAGTATTCAAATCTTGATGCAATATCTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACATCT

>rnd-5_family-513#Unknown ( Recon Family Size = 48 Final Multiple Alignment Size = 44 )

AGCTTAAGATAAGAAGTCCCACATCGGCAAAACACANGAGAGATGTTGGGTATATAAGTAAGCANGTCTTACCAACTAGTGACGCGTTTTAAAGTCGTGCGGGCCTAGGCCCAAAGCGGACAATATCACTAGCGGGCTGGGCCGTTACAAATGGTATCAGAGCCACTCATGTGTCAGCCTTGTCGATGTGNANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCACATCGGCAAAACACAGGAGAGATGTTGGGTATATAAGTAAGCAGGCCTTACCAACTAGTGACGCGTTTTAAAGTCGTGCGGGCCTAGGCCCAAAGCGGACAATATCACTAGCGGGCTGGGCCGTTACATATGGTATCAAGATCGAGCCACTCTATGTGTGCAGCCTTA

>rnd-5_family-2909#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 44 )

CGCGCGTCAGGACTCGCCGACCCTGATTGACGACCAAGGCGCTCCGACAGCGACCCCAGGTCAGGCGGTATTACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGAAAAGAAACTTACAAGGATTCCCTTAGTAACGGCGAGCGAACCGGGAACAGCCCAGCCTTAGAATCGGGCGGCTCCGTCGTCCGAATTGTANTNTGGAGAAGCGTCCTCAGCGGAGGACCGGGCCCATGTCCCCTGGAAGGGGGCGCCAGAGAGGGTGAGAGCCCCGTTGTGCCCGGACCCTGTCGCACCACGAGGCGCTGTCTACGAGTCGGGCTGTTTGGGAATGCAACCCAAATCGGGCGGTGAATTCCGTCCGAGGCTAAATACGGGAGAGACACCGATAGCGAACAAGTACCGCGAGGGAAAGATNAAAAGGACTTTGAAAANAGAGTCAAAGAGTGCTTCGGGAGGGAAGCGGATGGAAGCCGACGATGCGCCCCGGTCGGATGTGGAACGGTGACGAGCTGGTTCGTCGATCGACTCGGGGCGTGGACCAGCGTGGATTGGGGGGGCGGTCAAAGCCCGGGCTCTCGATACGCCCGTGGAACGCTGTCTCNTTGATTTTGGTACGAAGCGCGCGCTTCTGGCGTGCTTCGACATCTGCGCGCTCCGGACGCTGGCCTGTGGGCTCCCCATTCGACCCGTCTTTAAACACGGACCAAGGAGTCTGACATGTGTCCGAGTCAACGGGCTAGTAAACCCGTAAGGCGTAAGGAATCTGATTGGTGGGATCCTCCTGAGGGGTGCACCGCCGACCGACCTTGATCTTCTGAGAAGGGTTCGAGTGTGAGCATACCTGTCGGGACCCGAAAGATGGTGAACTATGCCTGAGAGGGGAGAAGCCGGAGCATACTCTGGTGGAGGACCGCCGCGATACTGACGTGCAAATCGTTCGTCTGACTTGGGTATAGGGGCGAAAGACTAATCGAACCGTCTAGTAGCTGGTTCCCTTCGAAGTTTCCCTCAGGATAGCTAGAGATCGCGTGCGAGTTCTATCGGGTAAAGCCAATGATTAGAGGCCTCGNGGGCGCAACGCCCTCGACCTATTCTCAAACTTTAAATAGGTAGGACGGCGCGACTGCTTTGTTGAGCCGCGCCACGGAATCAAGAGCTCCAAGTGGGCCATTTTTGGTAAGCTGAACTGGCGATGAGGGATGAACCGGAAGCCGGGTTACGGTGCCAAACTGCGCGCTAACCTAGATCCAACAAAGGGTGTTGGTCGATTAAGACAGCAGGACGGTGGTCATGGAAGTCGAAATCCGCTAAGGAGTGTGTAACAACTCACCTGCCGAATCAACTAGCCCCGAAAATGGATGGGCGCTTAAGCGCGCGACCTACACCCGGCCGTCGGGGCAAGTGCCAGGCCCCGATGAGTAGGAGGGCGCGGCGGTCGCTGCAAAACCTTGGGCGTGAGCCTGTGCGGAGCGGCCGTTAAGTGTAGATCTTTGTGGTAGTAGAAAATATTCAAATGAGAACTTTGAAGGCCGAAAAGGGGAAAGGTTCAATGTGAACGGCACCAGCACATGGGTTAGTCGATCCTATGGGTCGGGGGAACCCCGACAGATAGCGCGTTTCGCGCGTACTCCGTAAGGGAATGGGTTAAAATTCCTGAACCGGAACGTGGAGGTTGACGACAACGTTAGGAAGTCGGCAAACGTCGGTGGGAGCTTCGGGAAGAGTTGTCTTTTCTGTTTAACAGCATGCCCACCATGGAATCGGCTTGCCGGAGGTAGAGTCCAGCGGCTGGAAGAGCACCTCACGTCACGTGGTGTCTGGTGCGCTCCCGGCGATCCTTGAAAATCCAGAGGACCTAATGCCGTCGACGCTCGGTCGTACTCATAACCGCATCAGGTCTCCAAGGTGAACAACCTCTAGTCGNTGGAACAATGTAGGCGAGGAAAGTCGGCAAAATGGATCCGTAACTTCGTGAAAAGAAATGTGCTCGGAGNGTTTGGCATGGGGGTCCTAGTACCGAACCCACCGGCTGTCGATGAACTGCNCGAGCTGATCCCGCGGAAATAGCGGGTCGCCGCGTGCCGGCCGGGGGACGGACTGGGAACGGTTCCTTCGGGGGCCTTCCCCGGGAGTCAAACAACCAACTCATAACTGTTACAAACAAGGGGAATTCGACTATTTATTTAAAACAAAGCATTGCGATGGTCCCAACGGATGTTTACGCAATGTGATTTTTGTCTAGTGCTATGAATGTCAAAGTGAAGAAATTCAACCATGCGGGGGTAAACGGTCGGAGTAACTATGACTCTCTTAAGGTAGCCAAATGCCTCTTCATCTAATTAGTGACGCGTATGAATGTATTAATAAGATTCCCACTGTCCCTGTCTAATATACAGCGAAACCACAGCCAAGGGAACATGCTTGGCAGAATCAGCGGGGAAAGAAGACCCTTTTGAGCTTGAATCTAGTCCGACTTTATGAAATGACTTGAGAGGTGTAGTATAAGTGGGAGTCGAAAGGCGAAAGTGAAATACCACTACTTTTAACGTTATTTTACTTATTCCGTGAATCGGAAGAGGGGGACTACCCCTCTTTTTGGACCCAAGACTCGNTTCGCGGGTCGATCCGGGGGAAGACATTGTCAAGTGGGGAGTTTGGCTGGGGCGGCACATCTGTTATAAGATAACGCAGGTGTCCTAAGATGAGCTCAACGAGAATAGAAAAATCGTGTGGATCAGAAGGGCAAAAGCTCGTTTGATTCTGATTTCCAGTACGAATACGAACCGTGAAAGCGTGGCCTAACGATCCTTTAGACCTTCGGAGTTCTAAGCTGGAGGTGTCAGAAAAGTTACCACAAGGATAACTAGCTTGTGGCAGCCAAGCGTATATAGCGAAATTTATTTTTGATCCTTCGATGTCGGCTCTTCCTATCATTGTGAAGCAGAATTCACCAAGTGTTGGATTGTTCACCCACCAATAGGGAACGTGAGCTGGGTTTAGACCGTCGTGAGACAGGTTAGTTTTACCCTACTGATGACAGTGTCGCAATAGTAATTNAACCTAGTACGAGAGGAACCGTTGATTCACACAATTGGTCATCGCGCTTGGTTGAAAAGCCGGTGGCGCGAAGCTACCGTGTGCTGGATTATGACTGAACGCCTCTAAGTCAGAATCCGGGCTAGAAGCGACGCATGCGCCCGCCGTCCGCTTGCCGACCCGCAGTAGGGGCCTTTGGCCCCCAAGGGAACGTTTCGTTGGCTAAGTCGCCGCGACGGAAGCGTCGCGGTGACCGCCTTGAAGTACAATTTCCATCGAGCGGCGGGTAGNATCCTCNGCAGAAGACATAAATACGCGACGGG

>rnd-5_family-2208#LINE/L1 ( Recon Family Size = 51 Final Multiple Alignment Size = 44 )

ATGGAAGCACTTACACATTTTAGTGGTGTCACCGGCTTGGAGGCAAACATGGAGAAGTCAAGTGTNTTCNTGGCAGGGGTGGACGAGGANACNAAAGATCAANTNCTGGCGAGAACTGGATTCTCGCTGGGTNCATTTCCTATNAGATACCTGGGNCTACCACTGTCTTCNAAGAAATGGAGCAAAATGGAGTGTCANCAACTGATTGANAAGATCACTNANAGGATCACTAGTGCCTACTCGAAGCAGTTGTCGTATGCCGGNAGACTACAAGTGATTAACGCAGTCCTATTCTCCATNCATAGCTTCTGGGGATCNGTGTTCATACTACCCCAAAGCGTNCTAAAGGAAGTTGACAAGANATGTAGAGAGTACCTGTGGGGAAGCTCTGANGAAGNAAGAAGATTAGTTGGCCCGTGGGAGAAAGTGTGTGTTCCTAAGAAGTTCGGTGGTCTAAATATCAAGGGCAGCAAGCTGTGGAACGTNGCNTCNGTGGGTAAGCTGTTATGGCAATTAGTAGTNAANAAGGACGTATTGTGGGTCAAATGGGTACATGGAGTNTATATGAAAGACGACGNNGACATATGGANNCATAANNCACCATTGGATAGTAGTTGGTACTGGAGGAAGNTNAACGCCATGAAAGTAGAGATGCAGANTCGGCGCTCACTCCCGAGGGAAATACTCACTCACACAGAGTTACAATNCACTATTGGGGCAACAAGCTAGACTGAGAATTGCNGANTTAATCTGGACTAAANTCGCTCAACCAAGGCATAGGTTCATNNTGTGGTTAGCTGTGCAAGGCAGATTGCTNACNAAAGANAGACTCAAGAGATTGAATATNCNAGTGGATGACANCGCATGTTGTTTGTGTGAGAAGTCAGTAGTGGAGACACACGNNCACCTATTTTNTANTTGTGAATGGATAGTGAGAGTCCAAACTGANATGCAACAATGGNCTGGGACGCTTATTCCAGCAGGAANTGTCAAACANGTNCTGAATAGACTCAGGAGGAAGAACTGGAAGCAGTTTCANAAGGAGATNATCGCAGCGNTNTGNGGAGCAATNGTATACCACGCGTGGCGNGCNAGGAACTGGAAANCGTTTAAAGGNANNANTGTAAATACAGATACGGCGGTTACACAGATNAAGAAGGAGATTGTAGANAGATTAGANATAGTTAGACGGTCNAGAAAGGCNAATAAGTATAGTTGGTTGTTGNACAGATTTGTGTAATTAGAGTTATGTTGGAGGCCTAGCTCNCTTAGTACCCTTCTTAGAAGGTGGTTGNGGGATTAGGTGCTCTTTAGGTGTATTTGGTTTTTGNTTGTTAATGGTAATATTTACATTTGTTACCAAAAAAAAAAAATGAAAAAATATTAGATATTATTCTTTAAATGTACGAATATATT

>rnd-5_family-707#LTR/Gypsy ( Recon Family Size = 48 Final Multiple Alignment Size = 44 )

TTTAGCTCCTATTCGGGCTGAGTTGAGGGAGCANCGAGAGTTGATTACNGCCCATGGNCTAGCATTGGATGCCCTCACCGCTCGAGTTGAGGCGTGTGAGCAGGGCGGTAGCCAGTCGGATGATTTGACAGCCTTGAAGGCTGATATTGCCGGNCTGCGACGTGATGTGGACGAGCTGAAGTCCACCGACATNTCGATGTTATGGGGCANTGTGGACCTTCCCGAGGATCCNAGTTCAGATATTCCAGCTANTTCTGAGATCCCTCCGGCTACTGCGACCGGAGATGCTGCTATAGCTGATGATGATGNCGAGTCGGACGCNCCCGAGACNGATGAGGAGGAGTTGGCTAAGCTTGAGGATGNNGTGTACGAGGATTTGGAGGACCTNGAGGGTGACATGGTNCGGACGGCTACGGAGGCATCGCTNCGGGACACNTCNATGGTGGGCTCCAGTGGGTCTCAGCCCACGGAGGAGGTCGTTGCGCAGCCNTCCAGNGTTGGAGGAG

>rnd-5_family-3460#LTR/Gypsy ( Recon Family Size = 46 Final Multiple Alignment Size = 43 )

TGCCGCGAAATCNTGGCACATTTGACGCTCGATAACTANGGACTAATACTGGAATCGAGTGTATTTTTGTATGATTTGATGTGTTTGTTGAATGTGTAGGCAGAATCTGGNTTGTGTAGAAAATGG

>rnd-5_family-937#Unknown ( Recon Family Size = 46 Final Multiple Alignment Size = 43 )

ATTATACTCCTTCCGTCTCAAATTATTTGTCGTGATTTTTAAAAATAATTATCTCAAATTATTTGTCATTTATTATTATTTNCCCATTTTACCCTTAATAGTAATTGTTCTTGAAGACTACAAACACCTCAATTATGAGGTGATGACACGTAAATAAGNNAAATATTTAATAANGATAATAAATAGTCAAAAACCCCTCCTAATTAATGTTTTCTTAAAGAGCGTGTAAAAGAGAAACACGACAGATAATTTGAGACGGAGGNAGTAAAACTTATCGGATGTTGAAAATTCA

>rnd-5_family-760#Unknown ( Recon Family Size = 46 Final Multiple Alignment Size = 43 )

TATAAAATTTTAGATCGTGATTAAATGGTTTGTCTTATGAGGTTTCAATTTTCATTTAAAAAGTTAGCGTTGCGTTTGGACATGCGATATGAAGTCATGATTTCAAATCAGCGTTTGGACATGCGATTTGAGATATCAAATTCTCCAAACAAAAAATATGATTTAGAATTTCAAATCGTGATTTCAATTTTTTTTTTAAATGTAAAACTTGACCCATAAGTTTATATTTTGAAAAAAAACATCATTTTAAATTTTGCAAAAAAAAGACTCATGCTCGGCGTGAAGAGATTGTTCGTACCATGTGAAAGGATTATATTAAAGAATAACTAGTTACTACTATTGTTGACTAGTGGATCTTTATAAAATTATGTGTATTTGAAAGTTTGTAATCGCAAATATTTATTTATAAAAGAAATATGAAGATATGCGATTTATCAATGTGGAATTTAGAATATTCTGACATTTTGTTTATGAATTATGATTTACTCATTTAGTAAGATTGTATAAGAATTGGAGAAATTTTGATAATTTTCACAACTTGTGAGGTTTTCATGTTTATGAGAAAAAATACAATTTAAGAAATTCAAATTACATATCCAAATAAAATTTCAACTTCATATCAATTTGATTTCATATCATAATTTC

>rnd-5_family-95#Unknown ( Recon Family Size = 52 Final Multiple Alignment Size = 43 )

ATGGAACTTTTGGGCTTGGACCTTCTTCTTCTTTTTCGTTATTTTTTCCTTTTATGCCATTTCTTCTTTTTAATTTATTTTTGTTTAAATTTATTAGACACATTNTTTTTATTTTTATATTTTATTCTTTTTATATCTATTGTTCATTTTGTTTCAACGTAACTCTTTTTTCATATACTAACTCGAATAACTTTTAAAAAATGATGAATTATATTTAACTTGAAATTGAGATAGAAATATAATTTATTTAAAAAAAAAATGTAAATTAGATGTAATCGAATGAAGAAACTTAAATATCGTCAACGTCCTTTTAANAATATTAATTTAATAGAATTCATGAATTTTCTTTTATATTTTTAATTCTATTCTAGAGAGATGNAAACTAAACTTATTTGATTTATTCGTTATTTGTTTTTTTTACAAATTATGACTAACCTAGTAAATTGAACTANATGAACTAAAAAAATTGACGATGNCATTTATTTATCTTNTGAATATGCATTATAATATTAGTAACTCTATTCTTACACACTTTTAGAGAATCTTGACGATTTTCATAGTAATATGTGATTGAATGGATACTAATTTAAAATTTTTAAAAAGTGAAANATAAAGTAAAACATTACAAAATAAAAGTATAAAAAGCACAAGAAATTTTAAGAATGCTCGATGGAGCANGGTAAAAGTAGGAAGAAATGTTNAACGCGGTATGACAAGGCGAGTTAAATTTAGCGTGATAAGGTAAATATTTTTCTTCCCCGTCTCGCTCCCTTTTTCATCATTTAATTTTCACGTGTTTTAGGAATTAACTTATGTAATACAGTCGATCCACTAAAATTCTTATCAACGTATCTTTGTTCTCGATATCTTTGATTAGCTTAGTCTTTACTTTTATGAACCAATGAAATATCTATGGTTCTTGTACAAAGAGCATGCCGAGGAT

>rnd-5_family-3282#Unknown ( Recon Family Size = 57 Final Multiple Alignment Size = 42 )

CCTCACGTGCGGGCCTGATTCTTTTTCATGGGCCAAGCACGTGAAAATTCTTTTTG

>rnd-5_family-496#Unknown ( Recon Family Size = 47 Final Multiple Alignment Size = 42 )

CATTGTTTGCCTTCTAGAGAGGCACACATTGATTGCATGTAGTTTTTTGACCAAATTTTTTGTGGGGGTGTTTGTGATGATTTAATAAATTATGTGTGTTAGTTCTAATGGGTAATTATAGGTATTTATAAGTTCAAATGAGGTATGGACCGTGAAATAGAGTTTTTCTATACCCGAAACGAACATCTAAAGCCAAAATTATGAACGTTCGAAGTTTCTCTAATTTACAACTACAGNGANNNNNGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTATACATTGTTTGCCTTCTAGAGAGGCACACATTGATTGCATGTAGTTTTTTGACCAAAATTTTTTGTGGGTGTTTGTGATGATTTAATAAATTATGTGTGTTAGTTCTAATGGGTAATTATAGGTATNTATAAGTTCAAATGAGGTATGGACCNTGAAATAGAGTTTTTCTATACCCGAAACGAACATCTAAAGCCAAAATTATGAACGTTCGAAGTTTCTCTTATTTACAACTACACTAGTCTCTGGTAAAATGGTCATAATGCTTTACTTTAAACATTAAATGATACAAATNTGGTGGCATTTGATAAAGATTTTTTGACCAAAATTTTTTGTGGGTGTTTGTGATGATTTAATAAATTATGTGTGTTAGTTCTAATGGGTAATTATAGGTATTTATAAGTTCAAATGAGGTATGGACCGTGAAATAGAGTTTTTCTATACCCGAAACGAACATCTAAAGCCAAAATTATGAACGTTCGAAGTTTCTNTTATTTACAATNNGNTNGGTCTCCGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATAATACATTGTTTGCCTTCNAGAGAGGCACACATTGATTGCATGTAGTTTTTTGACCAAAATTTTTTGTGGGTGTTTGTGATGATTTAATAAATTATGTGTGTTAGTTCGAATGGGTAATTATAGGTATTTATAAGTTCAAATGAGGTATGGACCGTGAAATAGAGTTTTTCTATACCCGAAACGAACATCTAAAGCCAAAATTATGAACGTTCGAAGTTTCTCTTATTTACAACTACGCTAGTCTCTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAAGTAATACATTGTTTGCCTTCTAGAGAGGCACACATTGATTGCATGTAGTTTTTTGACAAAATTTTTTGTGGGTGTTTGTGATGATTTAATAAATTATGTGTGTTAGTTCGAATGGGTAATTATANGTATTTATAAGTTCAAACGAGGTATGGACCGTGAAATNGAGTTCAAATGAGGTATGGACCGTGAAATAGAGTTTTTCTACACCCT

>rnd-5_family-1423#DNA/hAT-Ac ( Recon Family Size = 48 Final Multiple Alignment Size = 42 )

AACGAACCGGTTCCGGTCCGGTCCGGTCCGGTTCCGGTACCGGTAAGTCCGGTACCGGTTGAACCGGTAGGAACCGGTCTTACCGGTACCGGAACCGGTACCGAAACGGAACCCGGATTCCGGTCCGGTCCGGTAAGAACCGGTTCCGGTCCGGTAAGAACCGGTTCCGGTCCGGTTCAACGGTCAATTTATTTTATTTTTTTTTTAAAAATGTTGAACGTTAAAGAGCCGTTGGGCCCTTTTAGCCGTTGGGCTGGGGCCCAAAACGGCTCCAAACAGCCCCCCACCCCTCTCTAACCCCTTAACACTATAAATATACCCATATTTTTTCATTTAAATCACAAATTCACAAACTATTTCATTAATATCTTATAAAATCTCTTAATTTTCAATCTCTCATAAATTCATAATTATTATTTTGTGATATTGACTTGGAGTTCGAATTTCGGAGATTTATTTGAAGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAACTTGAACATGAATTTGGAAAAATAATAGTGGTAAAAGACCAATGTCGGAAAGAAAAAATAATAGGGGAGGAGGAAGTAGTTCTAATTCTAAAAATTTNCCACCTCCTAGATTTAGAATTAATACTAACGATTATACTCATGTTGATGAAACTTCTTTTACACGAGACTCACGACCTATTGAATTTAATTCCGAAAATGAAGTAGANCATGAGACTTTAAATAGACGTTTTACTAATTTTGAGGAAGAATTAGATGAGGAAGTAGAAATAAATGAGGAAGATGATGAGACCCCTACCCCTACTAGTCCGGCTACCGAATTACCGGAACAAGATGAAGTTCCCCTCTTTACCTACTTTTTCAAAGACCGNTGT

>rnd-5_family-710#Unknown ( Recon Family Size = 42 Final Multiple Alignment Size = 41 )

CAATNTGTGCACCAACAGCCGGTGCAGGAACCACTGGTGGCTGGCCCACCTGATCATGAATACCCGGAGCCTGCTGCTGACCTGGGGTCTGCGCCCCTACCCTCGTCTGAGAACCTGTGGTGTACCTGTCGCACCACCCTGAGAGAAGTTCTCTAACACACCTAGCATCCTCAACAAAGTNTCCTGAAACAAAGGAGCTCCAAACTCGGGAGGAACCTGGTCCTCANCAACCTCAACCTGTGGCTCAGGAGAAGCCTCTCTAGCTCGACCTCTGGCTGGTGCCGCTCCACGGGCACGACCTCTAGCCGGTGCCGCTCCACGAGCACGACCTCTAGCCGGCGCTACTCCACGAGCACGACCTCTAGCTCGGGCCCTACCTCTACCCCTAGCTGGGGTCTCAACAACATGCTCGGGGACTGCCTCCCCTCTACCACCGGAAACAGAAGCTCTAGTCCTCGNCATCTGCCAAAACAACACGCGGCAACTCAGCACTA

>rnd-5_family-1683#Unknown ( Recon Family Size = 44 Final Multiple Alignment Size = 41 )

TGTATCCCAAAAAAATATTTTTTTATAAAATAAAATGTAAAATATTTTTCTTACCCCACTCCATCACTTCCTCTCACCGTACACCCCCCGCCCCATTTTTTTGTTTAAATTTCTTTTATAAAAGTATTTAATTTTTTTTACTTCATCTCTCCCCCCCCCCCTCAAATACTAATTTAGATATTATTTTATTTTTTTAAAAAAAATAATTCTACCCACTCCACCTAACCCTCCGCTTCCAATTTTTTTTCTCGTTTTGTGTTAGATATATATATATATCGAAAATATTTTTTACTTGCCGCCGCAAGACTTTTTTTAAAAAAAATTTTTATTTATGTTATATTCGGTACACAAGTAGAAAAAAATTCCTAAAAATATATGTACATATCTAACACAAAACGAGAAAAATGTAAAAAAATAAATAAATTAGGAGCGGAGGGTTAAATAGGATGGGGTAGAATTTTTATTTTTTTAAAATAAAATAATATCAATTTTTTTGGGGAATGAGTGGGTGGTTTGGGGGGTGGAGGGGGTGAAGTATGAATTTTTTAAAAAATANTTTATAAAAGAATTTTTNNTAAAAAAAGGACGGGGGATTGTCGGGGGGAGGGGGTACGGGGAGGAGGTGGTGGAGTGGGGTAAGAAAAATAATTTAAATTTTATTTGGGGATAGTAATA

>rnd-5_family-1100#Unknown ( Recon Family Size = 44 Final Multiple Alignment Size = 41 )

ACCGTGTATCTTTTCGGTGACTATTTTCTCATATCTAATTTGCGTAGCACCGCGCCATCATTCCGGTGACTACTTTCTCATATCTAATTCGCGTAGCGCCGTGCCATCTTTCCGGTGACTACTTTCTCATATCTAATTTGCGTAGCACCGTGCCATCATTCCGGCGACTCTACTTTCTCATATCTAATTTNCGTAGCGCCGTGCCGTATTTCGGCGACCATCATTCCGGTGACTATTTTCTCATATCTAATTTGTGTAGCACCGTGCCATCTTTCCGGTGACTACTTTTTCATATTTAATTTGTGTAGCACCGTGCCATCCTTCCGGTGACTACCTTTTTTTCATATCTGATTTGCGTAGCACCGTGCATCTCTCCGGACTACTTTTCATATTTAATTTGCGTAGTACCGTGGATTTTTCCGAACTACTTTCTCATATCTGAGTTGCGTAGCACCGTGCGTCTTTTCGGTGACTCCTCAGATTTGATTTGCGTAGTTCCGTTCGTCTTTCCGGTGACTCCTCAAATCTGATTTGCGTAGGGTTGTGCCATCATTCCGACCCTACCCGTATAATTTCTCTTTTTCAGTAGGGTCGTGCCATCATTCCGACCCTACCCATATTATTTCTCTTTTTCAATGGGGTCGTTCCATCAATCCGANCTNTCCTATATAATTTCTATTTTCTAGTTGGGTCGTGNCATCATTCCGACCCTACCCATATAATTTTATTTCTTAGATTGTGACCACTTTTAGCCATCAAATCTAATACTCCGGCGTATGAGCATGTTCCGGCCAGTTTTTCGGTGACTTTCTTGTTTAATATCGACTCATCTATTGATTCCAACACGATCCATATACTTTATACTAGATTTTGAGCACTTNCGACGACCGCTGCATTG

>rnd-5_family-4936#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 41 )

TTCACCCCTACCCCCGACCCCCCCCCCCAAAAAAATAAAATTNAAGTTTGTTTTTAAAAAATATTTTNAACTTCAAATTTTCAATTTTTTCACCCCTACCCTCGACCCCCCGCCCCCCAAAAAAATATTTNAAGTTTGTTTTTAAAAAAATATTTTCAATTTCAAATTTTATTTTTTCACCCCTACCCCCAACCACCACCCACCAACCCCCACCCGCAAAAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTCAATTTCAAATTTATTTTTTTTCACCCCTACCCCCGCCATCCCCCCTACCACCCCCCCCCAACCCCAAAAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTCAATTTCAC

>rnd-5_family-1838#Unknown ( Recon Family Size = 54 Final Multiple Alignment Size = 41 )

ATGAATATTCGAAAATCGTCTCAAAAAGATTTTATTTTANTTAAATATTTTGTTAAATTAGTTTAGTTAATTAATAGTTTATATTTTTGAATTATTAGTTTATAATTAAGTTAATTATTTTATTTCGTTAAGATTAAGAAGCTCGTTAATTAATTATATTAATTCGTCTTATTTAANTTTTAGCCGAATTTACTAAATTNAATCAATTTGGCTACGTTCGAAATTCATNTGGCTATTNTTTAATTGCAATTTTAGCCATTCTTTTACCTCAATTCGACCCTTTGTAAGACANTTTGGGCCATTTTCCTAAAATCCCAAGCCAANTTAGCGACGCCCAATTCAATACTCCCAACCCAACAACAATACAACCAGCGGCCCAATTCCTNCAATACCATAACCGACCCACCCTGCGTCTTCTTCTCCAGAAAGTCGCGATCCAGAAGCGCTGCCAGTCCAACAGCGCGTGACCCAGTCCAGCATCGATCCAGCAAAATCGNAGCCCAGAANCTCGAAAACCAGCCCAGTCCAGCAGTGCGTGACCCGGCAGCGGCGATCCAGCAAAATCGAAGCCCAGAACCTCGAAAACCAGCCCAGTCCAGCTGTAGACGACCCAACAACCCGACGCGCAGCAGCGCGCGTCCTCTCCGTACGAAGACGTTCGAGAATCATCCAGGTGTCGCGATCTCCGCGCCTCGAGCGTCCTTGCTCCGAATCGGACGGCTCTCNTCGATTTGCCGTTGAGAATTCGTACGAATTCCAGCTGGTTCAACCTTATCCTNAAGAGGATTCGAATTTCGAAAATTCGAATTTCACCCCATTGGTTTCATCCGTTTCCCCCCCAAATCAACCCTAGTTTCCCTCTATATANACCCCTTTCTTCTTCAGTGTTAGGGTTGGAAAAAAGCTGGAGAAAANNTTAAGAATTAGCCGGCATTTGAGAGGAAAAATTATACTTAAACCGAAAGTTCTCGAAACCGTTTTGTTCAATCTTTGCTCTCGTTTTCTTTGCTTTGTTCATTCGAGCTTTCTCGGAGTCGTCTTTCGGTGGTGGAAGTTGTTG

>rnd-5_family-503#Unknown ( Recon Family Size = 56 Final Multiple Alignment Size = 41 )

ACCACAGAGTGCTCACCCGAAGGGCAGAGGCTGTGGCAGAGGTTGTAGCGGCTGCGGGTTATCCTGGGGTTCCAA

>rnd-5_family-2763#DNA/hAT-Ac ( Recon Family Size = 42 Final Multiple Alignment Size = 40 )

GGGTTGTTCATGGTTATGGTTAAAAAATCAAATCGAACCGCAATCCGAACCAAACCGATTAAAAAAACCGAT

>rnd-5_family-99#LTR/Gypsy ( Recon Family Size = 44 Final Multiple Alignment Size = 40 )

TCCTAGTGCACCAAAAGGGGGGATGACCAATGAAGAGCTACTCCAAAAGCTCATGACTGAAATAGGGACCAAATTAAATGCTAGAATAGATAAGCAGGATGAGAACATCAGAAACATCCAGATGTCCCAAATGAGTTTAGAGAAACAATTCGGGCAGTTTGCTAGTGCCCAGAACTCGCGNCCNCAAGGNGGTTTGCCCGGNAATACTGATCCNAATCCAAAGCAGGTGAATGCGGTAGGTACTCGNAGTGGGTTGCAATTGGAGGAGTTAGCTCCAAAGAAGAGAGACACTGATGTAAGTAACAAAGAAAAGAAGGTGGAAGAGGTAGTAAAAAGCTCCAATGTTGAGGTACCCGTTCCTCAAAAGAAAT

>rnd-5_family-369#Unknown ( Recon Family Size = 46 Final Multiple Alignment Size = 40 )

ATAAAAATCTTACCTATTGTTGGATCTTCGTACTCTTCTCTCAATCGGGACACGTANNACGNNNNNTANNNNTCTAATGTGATGCGAGANNCGNNNTGATGGGTAAAGTGATGCGAGATGATGAGTACTGGAGTTAGGGTTAACGGGTCTTCAAATTGGTTGGGTCGGATTTTACTAAGTGGGTCGGATANAATACTAAATAGGAAGTAAATTTTAATTATAATAAAAATATATNCACGTNGGAGCCATGTAGGCGCCACGTAGGATAATAAAAGTGGTGACATGANACTTAACTGTTCAAGGGCAAATATGTGCCCAAAGTTGGATGGTAAGGACAAATATATCAAAAAAGTATGACGAAGGATAAATATAACCCTTTTCTAAGAGTACAAGGGCAAATATGACCCTTTTCTAAGAGTACAAGGGCGAATATGACCCTTTTCCGTTATAACTAAATAGAAGAAAATATTGATTA

>rnd-5_family-1556#Unknown ( Recon Family Size = 47 Final Multiple Alignment Size = 39 )

AAAAAATTAATTAGGATAAAGGGGGGAGAATGATTATTTCTCAAAGTTGAGGGGAGTTTGATTTTTAAANCAAAGTTCGGGTGTAAATGATTTTCACGCTAAAGAAAATACAAAATTTAAATATATATTAAAAAAAAGAAGAACTATCTACTTTTATCAGAAATATTTTAGAACTTTGAATTAAACAACTCAAATCTTCATATTAATAAATAAAGTTTTTACAACAACATCCAAGGTGATGTATTGCAAACAAATGNCTAACATCTTATTAACTAGAATTAATCCTTANTTTTATAAATAATAATATTACTATGTGAAGTTAAACGTATTATTTAAGAATATGCACTAAAAAGACAAAACTCTAAATTAATAATATTTTTGTGCATGTGTGTAAATATTTAAGGCCTCTTATTATAATTTGGTTTTAGACTACTAATTTTATTGAGACGTTTTT

>rnd-5_family-2278#Unknown ( Recon Family Size = 43 Final Multiple Alignment Size = 39 )

GGATTCACGNGAATTCAATAACTTTTGCTCAAATCCTATATATGTATTAAAAAATCCACTAAATATCTATAAATATTTGATTGTGAACTCAATTATTATTGTATATTAACTTGAGATCGTTGTAGAAACTCATAAACTTCAAA

>rnd-5_family-70#DNA/CMC-EnSpm ( Recon Family Size = 43 Final Multiple Alignment Size = 38 )

CCCCATTTTCCCATCTCTCTTTCTCTCTCTTCTCTCCCTTCTCTCTAAAACCAAGCTGTTGCGCCGCCGCCGCCCCACGCCGCCGTCGCCCTTCTCTCCTTGAGCATTAGTCCCGTCGCCGCCTTGCCCCGTCGGCGCCGCCACCCGTCGTCCCCGCCGCCTCTTTTCCTTAGCTTGTTAAGGTTAGGGTTTAATTTTAGTTTTTTTTCAATTCTAGTAATATTTGATTTGTTATAAATTAGTATATTGTTTTAGTTTGATGAATTGTGTTATTCAATTGTTAATTTGTATATTTGATTATTGTTAGTTAGGTAGAGAATTGAGGATTTTTTATTTTAGGGTTTTCTTCTAAATTGGGTTTTTTTAAAATATGATTGTGAATTGAGTATTAGAAGTTAGAACTAACAAATAATTAGAAGTTAGAAGTTAGAAGTTAGATTAGTTGCATTTTCCAACTTTGAAATTCTTGAATTTAGTATGTTTGACGGTTGAAGTTAGAAAAACATTGAATTGTATATGAAAGTTAGATTACTTTGAAGTTAGAAAAATATTGGATAGTATATGAAAGTTGAAATTAGATTAGTTGAATTTTCCAACTTAGAAGTTCTTGAATTTAGTAAGTTTGAAAGTTGAAGTTAGAAAAATTGGGGATTTTTAAATATGATTGTAAATTAAGTATTAGAAGTTAGAACTAACAAATAATTAGAAGCTAGAAGTTAGAGATTAGTTGAATTTTTCAATTTGCCATTGTATTTGTGCTTATATGTATTATATTGTTGTTGAAAATTGGGTTACTTGAATTATATTCTTGAACTTAGAAATTCGTGAACTTTAGAAATCTTGAATTATTGTAGGATTTTAGAACTTTAGGTTGTGAACTTTAGAAATCTTGAATTATAGGATTTAATTATTAGGTTGAACTTTAGAAATCTTGATTTATAGANTTTATGAACTAATTATTAGGTTGAAGAATTGTGTTATTCAATTGTTAATTTGTACATTTGATTATTGTTAGTTAGGGAGAGAATTGAAGATTTTAGATTTTAGGATTAGTTTTCTTCTAAATTGGGGATTTTTAAATATGATTGTGAATTAAGTATTAGAAGTTAGAACTNCGGTNAATTAGAAGCTAGCTNGAATTGAAGATTTTAGATTTTAGGATTAGTTGTCTTTNAAATTGAGGATTTNTAAATATGATTGTAAATTAAGTATTAGAAGTTAGAACTAACAAATAATTAGAAGTTAGAAGTTAGAGATTAGTCGAATTTTTCAATTTGTCATTGTATTTGTGCTTATATGTATTATATTGTTGAACTTGAAAATTGGGTTACTTGAATTATATTCTTGAACTTAGAAATTCTAGAAATTAGATA

>rnd-5_family-1690#Unknown ( Recon Family Size = 40 Final Multiple Alignment Size = 38 )

ATNTTTATGATCAANCACTAATCTCTCAAATAAAGCAAGAAATACGAGTTAGATCCACAACGGCGAATACTCCCTCCGTCCCTATTTACTTGTCNAATTTTNACTTTTTACTTGTCATTTTTGACAAATCAAGAAAAAACGATTTTTTTTTCTATTATACCCTCAATTTATTTANAGAGTTAATGTTTTTGAAAAAGGTAGAACCTCTTTAATGAGTAAATTGATTTTGGAATTCTATCAATTAA

>rnd-5_family-2092#DNA/TcMar-Pogo ( Recon Family Size = 40 Final Multiple Alignment Size = 38 )

ACAGTAAAACCTCNCTAAATTAATATAGGTGGGACCATGAAATATTATTATTTTATAGAGATATTATTTAATCGATAAATTAATATTTATTAATTTAAAGAGTGNTTTGAGATTCAATGAAGGTTAATTTTGATGNNGGNNNNNNNTTTTATTATATCGAAATCGTCGTTTCGCGTTTATCGATTTCGCGNAAAATTTATTATACATAAAGTACAACGAAATAATGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCACTATCGTGCAAACAAAAGAGCATGGATGACAAGTGTGCTTTTTGATGAATATATTCGTTGGTTTGACCACAAAATGCATGGTAGACGAGTTTTGCTTATGGTAGATAATTGTCCAGCCCATAATAGAAATATTGAAGGACTACAAAATGTTGAATTGTTTTTCTTGCCACCCAACATGACATCCAAAATTCAACCTTGTGATGCTGGGATAATAAGAGCTTTCAAGATGTATTATCGTAACAGATTTTATCGTAGGATATTAGAAGGCTATGAAGTGGGACAAACTGATCCAGNAAAGATTAATGTTTTGGATGCTATCAATTTTGCAATCCCGGCTTGGACGACAAATGTTCAGCAAGAGACAATA

>rnd-5_family-2304#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 36 )

ACATATTCAAATTTTCAATCAATATTATACATAGATAAATAAAATAAATTAAATATTAATATAATATTAACATGATGATTTAAATATAATTAAAAATATCAAGCAAAATAAATTTAAAAATCATTCCACAAATTAAATCACTACATACGAAAAATTCACCACAAAAATAAATAAAGTCCTTCATATTTTTCATCCTACAAAAATATTGTTGTNACGTTTATTTCTAATTTTG

>rnd-5_family-478#Unknown ( Recon Family Size = 40 Final Multiple Alignment Size = 35 )

GAGTTAATGGTNAAAAACACACCTAAAGTATCNTGATTTTTCGAGTTTCATACTCGAACTATCAANTGTTCGTNTTTCCTACCTGAACTATCACCAACTATTTATCAAAACACACCTCAACTATCAGTTGTTCNCTTTTCCTACCTGAAATATCACCGATATTGTTCAAGTAGAAAAAGCGAACAACTGATAGTTGAGGTGTGTTTTGATAAATAGTTGGTGATAGTTCAGATAGAAAACTCGNACACCTGATAGTTCAGGTATGAAACTCGAAAAAACGAGATACTTCANGTGTGTTTTTGACCATTCACTCAAAAATATTATCTCTAAATCGAAGTATATA

>rnd-5_family-200#Unknown ( Recon Family Size = 38 Final Multiple Alignment Size = 35 )

TGAAGAAAAATCGAATCGAAAATCGAATCAAATCGCAAATCGAGTCAAATCGAAAAAAAANCCGACTAGTGATTTGGTTTGACTTGGTTTGGTATTGAAAAAAAAAATCCGACTATACTTGGGTTGGTTTGGTTTTAACTAAAAAAAGTCAACCCGAGACCAAACCAACCCGACATTATATATATAATTTTTAAAATTTATTTTATACATAAAAATATTTACTTTGATGTAATTTCTAAATATTTCTTATACTTTTTCATAATTTTC

>rnd-5_family-362#LTR/Copia ( Recon Family Size = 39 Final Multiple Alignment Size = 35 )

AGACCAAGGATGAACTGGCAGATTCGTTCACAAGGTCAGTTCCAGCCGAGACTCCAATCTACAATTCAGGATCCAAGAAGGAGTGTTGAAAATATGTCTCAGGATATTGCAGAAATAAAACAGTTAGCTATTTTTAGGATTTTTAAATTATGTTATTAGAGTCCTATTTGACTTATATTTAGGAGTTAGTTCTTTTTATTTGTTATTTGAATTAAACTGATAAGTTAGTATCNTATTTTTCTATTTTTAGTTAGGAATTATATCTATAAATGCAAGTCTCTGGATTATTAATAAAATAATTCCCTTTGATAATACTGCAGTATTTTTTCTCTCAAAGTCTTTCTCTGTTATTTTTCTTAATTTCTTTATTNAAAAAACCAACAATTGGTATCTAGAGCCTTTTTCTTGAGGGACCTGTGAGTAGAAAAATGGATTCCGAAAATAGTTTTTCACGAATGGCTCCTCCTATTTTTGATGGTGAGAATTATCAACTATGGGCTGTGAGAATGGAAACTTACTTGGAGGCTCTTGATCTTTGGGAAGCCGTGGAAGAGGATTATGAAATTAATCCGCTGCCAAATAATCCCACCGTGGCCCAGATCAAGAGTCACAAGGAAAAGAAAACCATTAAGTCGAAGGCAAAAGCAACTTTGTTTGCTGCTGTTTCGACAACTGTTTTCACGAAAATTATGACTCTCACATCACCAAAAGATATTTGGAATTATCTGAAGAAAGAATATGCTGGAGATGAAAGAATACGAGGAATGAAGGTATTAAATTTAATGAGGGAATTCGAATTGCAGAGAATGAAAGAGTCAGAAACAGTCAAGGAATACTCTGACAGATTGCTTGGTATTGTCAACAAGGTAAGATTACTAGGCACTGAATTTAAAGATACAAGAATTGTTGAAAAAGTTCTTGTTACAGTGCCCGAAAGATATGAAGCATGTATAACTACCTTGGAAAACACACAAGATCTGTCCAAAATTACCTTGGCAGAATTGTTAAATTCTTTGCAGGCTCAGGAACAAAGGAGACTTATGAGGCAAGATGGCATGGTTGAAGGAGCATTAGTAGCCAGCCACAAAACTCAAAGCAAGGGTAATTTTTTGAAAAATTACCCACCTTGTCAGCATTGTGGAAAAAATGGACATCCTCCATATAAATGTTGGAAAAGACCAGATGCACAGTGCAAGAACTGCAAACAACTTGGTCATGAAGCTGTGATTTGCAAAAGCAAATTTCAAAAAGATGAAACAGTTGCCCAAGTCACTACTGAAGAAGAAGAAGAAGACCACTTATTTGTGGCAACTTGTTTTTCAACCAAAAAATCTGATTTTTGGATGATTGATAGTGGTTGTACAAACCACATGACATATGAAAGAAATCTTTTTAAAGAGTTCATTCCTATGGAAAATAAGAAAGTCAGAATTGGGAATGGTGATTGTATTCCTGCAAAAGGAAAAGGGTCTGTTTCAATTAAAACAAATTCAGGTACAAAAATAATTTCAGATGTTCTTTATGTGCCTGATATTGATAAAAGTTTGTTTAGTGTTGGTCAGTTAATAGAAAAAGGATTTAAATTATTATTTGGAGACAAATATTGTCGAATCTTTGATTCTACTAAGCAAGAGATTTTACAAGTTGAAATGAGAGGTAAGAGCTTCTCATTTAATCCAACAGAAGATGCACACAAGCCTTGCAAGACAAAGGATGAATTAGCAGATTTGTTCACAAGGTCAATTTCAGATGAGACTACAATCTACAATTCCTGATCCAAGAAGGAGTGTTGAGAATATGTCTCAGGATATTGCAGAAATAAAACAGTTAGCTACTTTTAGGGTTTTTAAATTATNTTATTAGAGTCCTATGTGACTTGAATTTAGGAGTTAGTTCTTTTTATTTGTTATTTGAATTAAACTGATAAGTTAGTAGCNTATTTTTCTATTTTTAGTTAGGAATTATATCTATAAATGCAAGTCTCTGGATTATTAATAAAATAATTCCCTTTGATAATACTGCAGTATTTTTTCTCTCAAAGTCTTTCTCTGTTATTTTCTTAATTTCTTTATTAAAAAAAC

>rnd-5_family-2146#Unknown ( Recon Family Size = 36 Final Multiple Alignment Size = 35 )

GAGAGGGAGAAAATTTGGGTTAAGGGCGCAGGCCACTGNTCCGGCGCATCCCGCCACAGCGGCCAAAATCCCGCCACGGCGGGATNATGAAGGCCGCCANAGCGGGATGAAGGCCGCCANAGCGGGATGAAGGCCGCCAGAGCGGCCTTCATCTGGGACGAACACCAGGCGCGATCATGGCGCCTCTTCGTCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTCTANCAAATCAAGCAACCTATGTTCATTTCGAAAAAACTACCCCAAAAACCGTCTATTCTCAATCGATTANCGTCATGCAATCGTTGTTAAGCAAGTANTGAAGTAAAGAGCGTAAGGAACGAGAAATTACCTTGAATTTGACGTTCGGAGCGAAGCGATCGAGAGAGTTTTGGGGAGAGTTGAGTAAGGGAGAATGGGAGAAATGGGGAAAATCA

>rnd-5_family-7#Unknown ( Recon Family Size = 37 Final Multiple Alignment Size = 35 )

GATCACCCCGNCCTCCTCCAACGACATTCGGAGGATTGAGGCTNANTACTTACGGGATGACGCGGCTCGNAGGAAGCCGCCACCACCAGACACCACGCCCGTNGTTGATCCNACTACTCTGGCGNCTGAGGCCAGCACACCTGCTCCTTCTTCTATGCCTTTACATCTACTACTTCTGTACTTGCTACTACTNCTGCTGTGAGACCTGCCCCCACTCCTATTNCCCGTCCCCCCTTGACCCAGGCCNTGATNTACCAAATGGGCAGTCTTGCCCGGTCTGCGGATGTTAGAGCCGCGAGGGTTGAGAAGGACATGCCCGAGNTGATTGATAGGGCTATTGAGANGGCCTTGGCTCCNTTGAGGGATAGGGTGACTAAGTGTGAGGNGACGATTGAGGGNCACGGTGTGAGGTTGGATAACCTCACTGCGAGATTAGAGGCCCGAGAGAAGGCCGAGGGTAGTTCCGGTGCGTTGGACACCATGAGGGGTGAGNTTGCTACCTTGNGGGCGGATGTGGACCAGCTGCGGTCTACGGATATTTCNATGNTNTGGGGCGAGGTTCCCCTGCCTGATGCGCCTGCNTCCGTGCCACCGACGATGCCNAGCGNTGAGCCTCCTCCTAGTGAGCAGCCTGAGATAGTTGCGAGTGTTGATGTTGATGATGATGATGAGAGGGCCGACGATGATTTGGCCGAGGAGACGGATGAGGAGGAGTTGAGGAGAGAGGAGCATGGGATTGCNGNGACACTGACGGAGCTGCAGGACACCGAGGAGGTNATNGTCCAGGCTACNCTGGAGAGATCCCTTCGGGAGACTTCNGNAGTTGGCACTAGTGGAGTCTCTTCAGACTCCACCATTCCTCCTACTGNTGTGNCGGGCACTGATGCCCCAGTTGAGCCTTCNTTGCCGCCTCCNGTGATCCTATTGTCGGGCACTGATGCCCCANNTGATGCTACCCCNCCNGAGACTCCGGATGAGAGCGCTCCACAGGCATAGCCTGTCAGGGGGACCCTTTTATCTCATCCTCCCGTACTTTTCTTATTATCGCATTGAGGACACTACTATNTTTATTTTGGTGGGGTGAGGGCATTCGAGCCAATATTCCCCTTTTTGATTGTATTTTGTTACTTTCAACTTTATTTTTGGATGATTGTANTACTTTGCTTTTGTTTATATTATAGTGTTTCGTTTGGTTGAGTNCGTCTCTATTATGCATTTTCTCTCGATTTTTCATTNCCCCGTGAGTTTTGAAAATCGTGAAATGCTTGAGTTTTCATTGATAAT

>rnd-5_family-1094#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 35 )

TAAGAACATAGACCACCTCTCTAAGTAACACATAGTAACACCTGGACCCTCGGTCCCCACTTACCATACCACATCCCGATTGGGCCTGACCATTCACAGTTCATTC

>rnd-5_family-2202#LTR/Copia ( Recon Family Size = 36 Final Multiple Alignment Size = 35 )

AGGGACCCGATACCCTTTTNACTTTAATATAAACCTACCTCTAGTGAATCCAAATCCAAATCTCTTCAANTAATTCCCTTTGAATTCACTACTCTTCTCCTAAATTGCTTTTCCTTCTCCNTNCAAAATGNCTAACTCCGNTTCTTCTTCAAAGACTCCTATCTCCCAAGAAGTTGAAAACCCTAGTTCATTCAACTTCTCCATTCCTCCTCCAGAAGAATCTCCNTCNACNCCAGTCTGTGGGGTTGGTGAAACGGNTGAATCCATCACTCCTCANACTGAAGTNGTGGCCTCCCCTGCGCTCCCNTCTGGGGAAGTCTTGCCCTGTTCTCCCACTCTAGTNCTGTCCGGTGACAAATCCCAAAATTCAGAGGCNCAATCTGTGGCGAAACCTAGTGNTGAACCNCCCNCTGAAGAAATNGAAGTTGGGTCTATGGCNGTGTCGTCTACCATGTCTGAGAGACTGTTTGAAGGGGATCTGCCTGAGGGAAAGGGTCCNGAGTCNNGTATTCTAGCAGCAGGGGCGGAACTGGTGGCCGTTCAAAGTTTGGCCTCNCTNAGAGGAGATGTTCAACCNACTCTGTTGGAACAAGAGTTGAGGTCGCCGGANCAGGTCCCTCACAGAGNTCAACCTGTGTTCGACCAAACNCCTAAGTCNTTTGATGTTGAGAGCGANAAGGAGGAGGAAGAAGAAGCTCCNTTAAGATGGAGCAGAAGAGGGGTGCGAGGAGCAAACGCTTCGACAGTTGATGTTCCNGANTTGGAGACAGTTAANAGTGCTCCTGAGGCTGNCCTTANTGATGAGCCTGCTGAGTNTGCAAAGGAGAGAAAAAGAAAAGGGAAGGGAAAGNTGGTCGAGTCCCACTCTAAAGGGGACAAGAAGAGGTATGNNACAAGAAGTGAAACGCAGAAAGTTATGGGAAGTGCCATNGCGGCAAGCGNAGCCCAAACGGAAAGAACTAGGAAGAGGAGAAGGGAAGGTCATNTGCCTGAAGAACCTACCTCTACTCCTCTGCCTATTGGGTCCAGTGANACTGAGTCTGANGATGTTGCTGCGTATGTGGCGAAAAGAAGGAAGGAAGCAGAGGANGAAAGGGTNAAATCAAAGGGAANTCAGAAGGCGGCAAAGAAATCTCCTGCGAAGAGGGAGAAAGTGAGAAAACGGGCGGCTGNNAAATCAAAACCCGTAAAGGGACCAGGTCCTAGGGTTCAAAANCAAANCGAAGAAAAGGAGATGACGAGGGAAGAGCGNATAGCGGAAATGGAGAACCAAAAGGTNCTGAACGGNAGAGTCTTCGACCCTGACATTCTNACCGAATTTGGTATGTCGAATCTNTTTGATGTTGTCTCCNTNCAAGGNTGGGATCATCTGTTCGAACCNCCAGCTCCGTACTTGCACGAACCTGAGGTGCGTGAATTCTNCTACAAAATGGAACTNCTGGAGGATGGAGGAATCANGACTACTGTCAAGGATGTCGAAATCCNTCTGGATGAGGAAACCTTGGGGATCATTCTGGGNGTGCCTGTGGAAGGAATNCGANCNATTGAAGGNTGTAAACCATCTAGTGAGTTCNCNAAACNGGCCACNAAGCGTGGAGACGTCAAGCGTGCAGGGCTGCCNAAGAAGTTTCTCAAAGGGGA

>rnd-5_family-1384#Unknown ( Recon Family Size = 38 Final Multiple Alignment Size = 35 )

ACGAAGTCAGAAATTTCGTTAAGGGTGTTCAAGATTTAATATATATGTATGAAAAATAATTTTGACCTATATAATTTTCTATATACATAGTATAATTTTTCGACGAAGGGTGTTCGACTGACCACCCTTCACTATATATATGTGG

>rnd-5_family-2491#LTR/Copia ( Recon Family Size = 37 Final Multiple Alignment Size = 34 )

TTCCCCTTGTGATAGTCATTGGGATGCAGTTGTTCGTATTCTGCGATATATAAAGTCAGCTCCCGGTAAAGGACTACTCTTCGAGGATCAAGGCCATGAGCATATCGTTGGATATACAGACGTTGATTGGGCAGGATCACCCTCTGATAGACGTTCTACATCCGGATATTGTGTTTTAGTAGGAGGTAATTTGGTGTCNTGGAAGAGTAAGAAACAGAATGTGGTTGCTCGATCCAGTGCAGAANCAGAATATCGAGCAATGGCCACGGCAACTTGCGAGCTAGTTTGGATCAAACAACTGCTCGGAGAACTGAAATTTGGCGAAAT

>rnd-5_family-2594#Unknown ( Recon Family Size = 37 Final Multiple Alignment Size = 34 )

GAAGTTAGAAGATCTTGTTAACTTGATAATACATTTGTGACATATATAATACTTTAATTTAAATACAAATACCTACCCAAATATAAATATATATTTGCATTAATGAAAATATTTATCTCATAAAAATTAGCTATTAAAT

>rnd-5_family-2285#Unknown ( Recon Family Size = 40 Final Multiple Alignment Size = 34 )

AAGTTATAACTCTTTGNAAAAGTCACAACCCTTCAATGTGAAAAGGTGTCTACTTTTAATATAATATAATATAATAAATAAATATAATACAATATAAAATATAGAAGATATACTAAATTTGGTGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAATAAATTGATAAAAAAGATAGATATAGATTTGTCTAATTTTAATTTGATATGAAATTTTAAAAAACAAAGAAGACTTTTAATTTAAGGNTACGTAGAATATATAAAAATGTCTTTTNACTTTGTGGCTTAAANATGNACCCCCNCCCCCAAGAAAAAAGAACATTCTATATTAAACTGAATAAAAATAAAAGTACAACAAATAAATTGGAAACGGAGGAGTACTTATTAAATCTAGTTTGGACTCTTCAAACAAGTTTTTGATCAAATTCTTTTTCTCCAACAGTTTGAGACTTTTCACAGCTTGAACACCAAGTTGTAGTTTGTGCAACAGAAAATCATTGAACTTCTTGTCAAGTAGAAGTTGCTGCAAAAGTATATTTATGGCTATGAAAATGAGTACATATTAATTATCTAGATAGTCTTCTCGTTTGAAGTTGAGTTATTCCATTCTCCTTGTTGCATCAATTTTTGTTGATCTATCTAATTTACCCACAAAAAATATTGTAATTGCATAATTGAACAACAAT

>rnd-5_family-430#Unknown ( Recon Family Size = 36 Final Multiple Alignment Size = 34 )

CTTCAAACCTCATAGGTCACACATAGCCATGATTGGCATCACAATACGATTTCCAAATCTACCTTCATATATATCTCATATAGTCACCACATCATAATAAGCATTAA

>rnd-5_family-128#Unknown ( Recon Family Size = 38 Final Multiple Alignment Size = 33 )

AGATTGTGAAAANTTCTGAATATTTTTAGAGAGAGAAACACTTTACCTTGTGAAGAACACTTTCTA

>rnd-5_family-1191#Unknown ( Recon Family Size = 38 Final Multiple Alignment Size = 33 )

AGGAAATTAACACCCAATGACCTTGAAAATGGATGGTCTTGAACTTTTGCCCCGTGGGCAAACCTTCAAGGTCAAAAGTCGAAACTTGAAGTTTTGTCCATGGGACAAGCGAGGTCAAAAGTTCAAGATCACCCACCTCCAAGGTCATTCTTGTAAATCACCC

>rnd-5_family-2440#Unknown ( Recon Family Size = 40 Final Multiple Alignment Size = 33 )

GGATGGCAATGGGGCGGGGCGGGGCGGTTGCGGGGCAAACCCGCNAAGATTTCGACCCGTCCCGCCCCGCCCCGCATAGCAAATTTATGTTTTCAATCCGCCCCGCCCCGCCCCGCCCCGCCCCATCCCGCATAATTCGTAAAAAAAAANTTTCAATGATAGGCGTACAAGTTTTTAACTTAAAAGTTTGAATTTTGTTAATTGCTTAATATTNCTNAATTAACGGCTAATGTTAGTAGGTTGCATTAAAATGCAATTTTATAATACTCATCTTTTAAAAATGTCAATAACATATTTTTTGGTAGCTTTGAATTAGGTACATTTGATGTAATAAACAAAAAATGCAAATAGTGACATACTTTTTTCTTCTTTCTAGTTTTTTAGCCATTCAANTTTATTNAATTAATAAATATTCAATCAGTTCCATTTTCACTTAAAACTCATCATATGATTAGTGCCCAAACATGTGCAGAACTGATTCAAAATTTATGTGAAGCGATTTAGCGGATTGTTTATCCCTAACCCGCAACCGCCCCGCCCCGCGTNAATTTTGAAAAAATATATTTNAACCCGCCCCGCCCCGCCCCGCACCCGCGAAAGATCTAACCCGCCCCGCCCCGCATACGTTATAACCCGCCCCGCTTCGCTCCCGCCCCGCCCCGCCCCGCCCCATTGCCATCCCTANCGGNGGATTGTAATTGATAT

>rnd-5_family-4674#Unknown ( Recon Family Size = 37 Final Multiple Alignment Size = 33 )

CAATTGTAAAGTTTTTGCCTAGTTTTGGNTTTTGAAACTACCCCCTGTGGGGTTGTAAATCCCACCTCATCATNTTTTGATGATGAGTTTTTGGTGTGAATACAAAGTTACCCTTATCTCAAAAAA

>rnd-5_family-2661#LTR/Gypsy ( Recon Family Size = 36 Final Multiple Alignment Size = 33 )

ATCAGTTTATATTAGTGCAGTGAGGTAAGATACCTATCTGATTTTTTTATATTGTTGCTTATTATTATTGTTGTTGTCGTTGTATATTTGCTCGCACTGTTATTGCGGAGCTATAGTGCTTAGCTATTTATGTCGTCCTGTGAGACGCCTAGGTTAGAATTTTTGCGTTTCAGGTTCCTGGATAGTGACAAACTTAACCGCGTGACTCAGATTT

>rnd-5_family-91#Unknown ( Recon Family Size = 42 Final Multiple Alignment Size = 33 )

CGTTCACGTGACTATCAACAAAAGTTTTCCTGCATAATTTCATTACCTGCTATAAAAAGTTCCCGAAAAAAANATTAAAAATCTTAGACACCATTGCTTGCTGAAACAAAAAATGTTNGGAAGGTGTGAGGATACATGATCTGCTCTTTTTCTCATTTACCAACGGAANGAAGCTGGAGCTTAATTACACATCTTCACCTTTTTCAAAGTCAAANTGTANTTAGATCAATAATTTTTTGGGGCAATCTGATATTGAGGTGATCAAGATTCTGATTATGTCTCGCACTCGAGTTTCGTTCTCCATTATTAGAAGCGGAAGTCTCCGACAAACGCCGCTTCTAGCAGATTCAATTGAGAAGAAACATATTTCAACTGATAATATTTTTAATATCAAATCACATGAAAAATAAATGAAAAAAAATTGTCAAATTAAAAGATTTTGCATAATGCTAAACTCNGTTACCGAAAAAGTTCACGATANTATTTTNGACGTATCTNAGAATAATAATTACGAAGGGATGACTTGATTTTTGTGGGATCCGTTAGTTTTTTGACAAATTTTAACAAAAGGATGAAAGTTGTTAANTTTTAAATACTTGAAGGATGTTTTCTGTTAAGAAAGATAATTTAAGGATGTAGTTTAAGGATGATTTTGGCCAAAAACTCACGATAAAAAATTTAATCATTTAGA

>rnd-5_family-181#Unknown ( Recon Family Size = 43 Final Multiple Alignment Size = 32 )

GATTTGATAGGGATAGTTTCAAAAGTAATTAGTTTACAATAAATATAGTCATGTTTTTATTTACATAAAAAAAAGTCATAGAAAGTATACACTGACTATACATTATGATACACTNAAAAAGTCGAATATAGTTAACCTATACATGAGCTATACACTGACTATACATTATGATACACTCAAAAAGCTGAATATAGCTTAACTATACATGAAGTATACACTGACTATTCAATCTCGATCAACTCAAAATCACCTCTAAACAG

>rnd-5_family-1710#LINE/L1 ( Recon Family Size = 39 Final Multiple Alignment Size = 32 )

AAAAATGATTNTGGTAAGGGAGGAAGTNGAACATNANATCTGGTGGCAGATTGGATCGCGGGAAGNNCGAGTTTCCGGTTTGACAACTGGACGAAGCAAGGNGCNCTTTATTACATAGAAGGGAATCANGCAGAGGAGGAGGAAATNGAGGTGAAAGAATTCATCAANCGAGGAAATTGGGATATTCNNAAGCTCAGGAGCAATATTATCAGAAGAGATGGTNNAGCATATCGCGGAAAATATAANCCCANCGTTATTGGAGAAGGAGGATAAANCATGGTGGATGGGNAATACGAGTGGGAGNTTCACNGTTAAGTCAGCTTNGGAANTGNTGAGACGNAGAAAGGAGAAGNAAGAGTGGAGGGCTAATATGTGGGNTAAGCGGATTCCTTTTAAGATNAGTTTCTTNTTATGGAGGGTATGGAGGGGGAGAATNGCNACAGATGATAATCTGAAAAGGATGAAGATTAATGTGGCATCNAGATGCTACTGTTGCGANNANTNTGAAGAGGAGACCATGCGCCATCTATTTCTAACAGCTCCCATAGCCCAAAAGCTATGGAAGCAGTTTGCTACNTGTGCAGGTATCAATATCGACGACATGNACTTACAACAGATGATNACGGNATGGTGGGAGGTCACAATCCTATCAAACTGAAAGTCATTTATCAGGCAATNCCNATCATTAATNATATGGGAACTATGGAAGAGAAGAAATGCNAGAAGACATGGAAGAGATATCAATCTTTACAANNTGAAGCGTNAACGTGTCAAGACTANTATACAGCTGATAAANATGAAGTACCCATGGATAAGAGNTACCTAACGAATGGGAGGGAATGGTANAGGTGNTGAGGAAGTACAAACCNANGTTGTACTATCATGCAGTGAGCTGGGAGANACCTCATCGAGGNAGAATAAAGTGCAACACGGACGGAGCGAGTAGAGGAAATCCNGGANANAGCGCNTATGGNTTTTGCGTNAGAAATGATCAAGGGGATATCATATATGCGGAGGCGGGNAGACTAGGCATAAAACTAACATGGAAGCAGAAACAATGGCNATTCTNAAAGCGCTCAGATATTGCAAAGGTAATAATTNCAACAATTTCGTTTTAGAGACAGATTCTCTGAGTATTACAAACATGGTGCGAAGAGANTGGAAGATNCCTTGGNAGCAGGTAGAGGAAATACAGGAAATAATTAGTTCAACAAACGCATAGATTCAACATGTCTTTAGAGAGGCTAATCAACTAGCAGATAAATTAGCAAATGAAGCATGTGAACAGGAAAATGCAATACAGATTCGAGCATTTCAACAGCTATCAGTGGAANGTAAGGGGATCGTGAATACGGATAAAGCAGANATTCCATCTCTGAGAATTAAAACAAGGAAAATAACGGTACAGNCAACACATCACGANGGGGATCAGGAGGATTAACAGAGCTTCAACACAGTTATGCTATGTACATAAAGTTTTGCCATCATACAGGCATACATAACTGTGAATAAAACCAANCTACCTAGCCCTGGCTATGTCAGCTTACACAAAACGCGACCAACAAAAAACGNTGCCTNTCAAGTCGGGTATGGGAAGGTTGANCTGGACTGTAAGCATATGTCCGCTTCAGTNTGGAGTAAGNCAAAAATGTCCGCTTCAGCTGGAGAGGGGAGTATCGTATCGGAGAAGGGAGAGGAAGAGCAGAATTGNNAGGTAAGGNGACGTGCTTACATAGATTCCAGACAATAGCTCTCAAGACTTGGCATCTGAGAAACCGATGCGNCGNCGAAGTCCATTGTATCCACTACGGAGTAAGCCGCTGNCANNAAGGAAGAGTACATCGGNAAGTTGGGTTTGCAAAACGGAAATGGTCANAAGGACGAACACTTACTTCTGCGAGCTGCGAATGATCAGAAGGAAAAGGAGGTCAGGAGATACACATAAATAATTCACAACTTGAGGACATTTTGTTCCTCAAAGCTTCAGGAGAATATATGTGTGTAAGAGGCGGAGGAGACGAAGAGGATGCAAATGGAAATCTTACTCTCTTTTATAGTATTGCCATTTCCCTTTGGATTGGCCCACATTTTTTCATGTTTTTTGTTTCATTCCTTTGGGCCCGTTTTTCACGGGTCTGTGTTTGTAAATNTTTTGAGATTATTGAAATAAATAAAGGAGCTAACAGCTCCACCAATATTTAATTAGAAAAAAAAAAAAA

>rnd-5_family-5#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 32 )

CTATTTTAAATCAACCCCCAATTTATTATAACGTAACCCAACTCATAAATGGGGATCCAACTAAAATCCATACTCACCCCGACTGATTGTCCATCTAAAAAAATTATTATTTTCATTAATATAAAATTTTCTATCAATTATCCAAATGTCTTGTTCATTTTCTCTTTTATTCCTTTTTTAATCTCTTATTCTTAATTAGGATATCCGGGACTCAAACTTGAAATGAACTCACATGTTCATATTCTTTTAATTTGTATTATTGTCATGGTGGGATGAGGGTGGGGATAGGAGAAATGATTATTTTTATTCTTTTATTTTGAATTTTGGGTACACACAAAAGAAAAATGCAATATTCGTACATATTTGCTTAATTAAGTCATCTTTTATTGAACTAATTATTTCTATATGAATGCGTCGTTATTTTCCTCCTTTTTTTCTCTCTTGTTTGTCATAAATTGAAAAAAAAAATTAAAATGGTGGACAAGATCCAAATAGAAAAAAAAGTGGAAGAGATAGGAAGTGAAGG

>rnd-5_family-3607#DNA/MuDR ( Recon Family Size = 34 Final Multiple Alignment Size = 32 )

TTGCAGTGTTTGTCATACAATTATATTGATTTGACATATCATAAAAACGGAAAAAATTATTACACTATGTATTTTTATTTTTTTATTCTGAAAAATCCTCCAATCTCTATTTAAGGAGGACGTTCAAACATAGTTGATAGCACCTACAACATAAAGTCTTCTATNTTTCTTCATTTCAATCTCACAAAAAAATGTCTTCTGAACCAAAAGTTAGAGTTTCGATTTATTGGGATGGCGAAATTATACATGACGGAAATACCGTTTATTATAATTGTCCTCCCAAACACAATGCTAAATATTCAATTAATGTCCGATATCATAAATTTCTTTCATCAATTTATAAAAGAATGAGTATAAACAGTACTGNTTATAATTTGATTATAGTCGAAAAATACCCTACTTCATTTTTATCACAAGGACAAGTAAATTTTGGAGAGTGGATTATCTATAATGACGAATCGTTGACCGACTTTTTGAGGGTTCCAAATGACTACATAGATCAAATCAAGTTAACAATACTTGAAATCTATGTTAGGAAGGAGCCTAAGACTAGTCAACAACGTTCTCCTTTATCGGTCGATGTCCATCCCCGATTAGAAAATCGTAATAGCGTTGATGGATTTCCGATAACTCAATCTACTGATTTTCCTAACATGACTCATTATCAAAATATTCTTACCGGTCGATATGATTTTGATTTGAACGAAACTATCAATGAAAGTGACTGGTAATGCTCAATAATTATATTTCGATTATTATTTGTTGATTTTGTCAATTATTTATTAATTTATATGATTTATTNTTATTATTATTATTATTATATATTTTGTAGCGGTTTACCTCAGCAAGAGAGGAATATTGCTCCAAGTTATGGACTAGATAATTATTTTGGTCAGTCCTCACACTTTGAAATGACGGAAAATGTTGGGACATCCTCAAATTTTCATGTCTCGCCTACTTTTGATGCAGATGACTATCGGTATGTCCGACACTTGATTTTTTATTTAAGTAAGTTAATTGCATGAGATAAATATTTATACTTTTTTACATATATAGGGAAAATATCACACAAGATGAGCCCATTGATCCTGTGAATATCGATGATCGTGACCTTCCAAATTACGGCTCACCTTCAGCTAGTGATAGTGATGATTTGCCTAATGCCGAGGAATCAGGAGATAATGTTCCATTTGAGGCATCATCTAGTGATGATGATTTTTTAATGCCCAATCGGTCGCCAAGACCAATGTCCATGAGTCCGTTTCGTAATCATGAAATTCCTTATCTTGATCATCTCCCAGATGGTCCAAATATCTTTGGCGATACACATGATGAATATTCATCACAACGTACGTGGCGTGAACCGGAAGATTTCATGAACGGTGCTATTTATATTGAAAAAGGCATGTTATTCAATTCAAAGAAGCACTTGCAAAGAGCAGTTAAGCTTCTACATTTAAAGATAGCGAGAGAGTACTCTGTTATTAAATCGACAAAGAAATCATGGCGACTTGTTTGCAGGCGTGTAGAACAAGGATGTCGATTTAGGCTGACTTCTTTTAATGATAAACATACTAACATGTGGAAAGATGGAAGATACATTAATGAACATACATGTAATATGGGTACGTGCCGCGATGGACATTTCAACTTGGATGTTGAGATGATTGCTTCCGTCCTCCGTGCCGATACAGAAAAAACGCCAAGGTACTATTTTATCCTTAGATGATTTTTCTTTAATAAGAAAATATTCATTTTTTTATTTGATAATTAATATTATTTTTACTTTTCAGGTTTCCCATCAAAGACTGTCAAACAGCCGTTCTTAAAGCATATGGCATTTCGATAAGCAGAAGAAAAGCATATCTTGGTCGCAAGCGTGCTTTTGAAAAAGTCTATGGTACTTGGGAGGGTTCTTTTGCCGAGTTGCCGAGGTTCATGGAAGCTTTGAAACACTTCAATCCCGGAACAATAGTTGAATGGAAAACAGAGCGGCGTGTCGACGTCATTGAAGATGTATTCAACTATGTGTTCTGGACTTTTAAACCATGCATTGATGGGTTCGCGTTTTGTCGTCCTGTTATATCGATCGACGGAACACATGTCTATGGAAAATATGATATCAAGTTGTTGATTGCGATTGCAACGGATGGTAACGGCTCAATATTACCTTTGGCATTTGCAATAGTTGCGAATGAGAGCATGGAGACATGGACTTTATTTTCGGATCATTTGCACTTGCACGTTGTCAAGGGTCGTAGAGGTGTAGCATTGATTTCAGATAGGCATCACGGAATACTCTCATCCGTGTATAATTCTCCCAATTGGCGGGCCCCATTTGGGTTCCATCGTTTTTGTTTAAGACATTTGAAGGCCAATTTTAATTAAAAAAAAATTNAAAAATGTCACTTTGAACAACCTTTTGTGGGTAGCTGCTACAAATCACTGTCAGGAGAAATTAAGTTTTTGAAAAAAATGGAGATGATCAAGGAGATTAACCCGGAAGCGTATGTGTGGTTAATGAAGAACGATCTTGACAAATGGACATTGCACAAGGATGGAGGTAGGAGATGGGGAATGCTGACAACAAATAGTTCTGAGTCATTCAATGGTCTNCTTAAGTCAGCCAGGGGCCTGCCAGTTACTGCAATGGTAAGACTCACTTACAATCAGATTGTGAACCGGTTTGTTACAAGATCGAAAATTTGTCAATCAGCTAGTACAACAAAAGCAACAATGGATGCCTAAACCATTCAAGATTTTTGAGGATAATCGAAAAAAGTCACAGCGTCACACACTTATCAACTATCACCAACAAAGGGAAAACATATTTGAGGTGCAGACACATATGCATCATGGCCGTGGTGGTAATAAGCACATTGTAAATGCATCGCAAGGAAAATGTCAATGTGGTAAATGGCAATCATACCACATTCCGTGTTCTCATGCAATAAAGGGATTTGACCAAATTGGGTATCAAGCATGGGAGCATATGGCACCAGAATTCNGCGTGCGTAGCTACAAAAAAGCCTACTCTGGACAATTCAATCCACTCGGCGGTGAAAAGTATTGGCCCGATAGCCCTTTTATTATGATAGCAAATAAAAAATATTTACGAAAAGTGGGCGTAAATAAAATCACCCGTATACATAATGAAATGGATGTTCCCGCAAGTACACTCACTCGCAAGTGCTCAACGTGCAAACAAATAGGCCATGATAGGCGCAACTGTCCTTCACGAGCTCGAAACGCCTCATATGGTGGTAGTAGTTAAAGAAAGATGTTTAACTTTTGTTAATTTATTCTTGTATCAATTTNTATGCAACTTTTTATTCGTATTTTTGATCATTCTCTAGTCATGTTTATATTTTCAATTTTTTTCATTCACTTTTACAAAAANAAAAATACATACACAAAATAATAACTATATATAATTAAAATAATAATACTATACGCCCTCAAAAAAAGATACATACACAAAAATAATAATATTATGTTCCGCAACCCTTTCTTGAAATCCGTAGAACGTCTCGCGGTCTAAGTCCCGTATATCCATCCTCATCTTCATTGTCCCTCTTCCTCTTTTTGGCCGGAAGATCCTTTATGTTCACATTCTTTACAATTCTTTTAACAACTTTTTTTCTTCCGGGTGTTTGAGGCATATCATCCACTGGCATAATGAAAGTAACATCTGGAGACGAGAGTGGTGACAAAGTGGTCTGCAAATAGAAAGTTAGATAGTAGAAATTGAAAATTAATTGACAAAA

>rnd-5_family-483#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 31 )

TTGGTTTTTCGTAGCCCTTTACAAATTTGTTTTTAGTTTACGTCNTTTTTACGAGAGATCTTTATTTTTACACATAAGAGATCTGAAAAAGATCATTTTCTTCTATTCAATTTGTAAGTGGNCA

>rnd-5_family-5531#LTR/Gypsy ( Recon Family Size = 38 Final Multiple Alignment Size = 31 )

TAGTTAANTAATTTAGGAATCACCAATATGTTGTACACCGTTTTGACCTCGAGTTAAAATGGGGTATAACAGCTTGGCGACTTCGCTGGGGACTTTAGGTTCTAAACCATAACAGACTTAGGTTAATAATTAGGTTTTTAACATTTGCTTGCTTCATTTTATTTGTCTAATGCTTTATTTTACGTGCCTAAATGCTTTATTTATCATGCTTATNTGTTATTTTTATATAAACTGCTTATTTGTTACTGCTTTATATAAATTGTTTATTTGTTACTGCTTCATATAAACTGTCATTCCGTTCATAATTCCTCCAATTCTGGAAAACTCACACTATCACACGTACACGCGAGGTGTGTTTTGCGCACCCGCAAATTTCTTTCAAAATCCCAAAAGTTAGGAGAGTTGGCGTATGCGCGGGGTGTCCGGATCTTTTTCCGTGTGACCGCGTAGCCTTCTCACTCGAGTTGTCCACTCGGGAACCTTGTGTCTAGTAAGCCAAATCTTAGAAAACATAAGATAGAGCTAAGCCACCCCTTTAATTTAAGTCATGCATGCGTACACCTTAGGTGGATCGATCCCGGGTATCGAATCCACATTTAAGAAATCCACCCTTATGTCGACGGGTTTCACGACCCAACGACCAACAAGCATGTTTTGTGCAACGTGATAATGATAGACAGATCCAAGCCTAATTTTGACATAGTGAGTTTGGAAATTTATGTGTTCATTTCATTTCGATTTGTAATGTAGGATGGGTTCAGCCCCCCAAGTGCCCAAAGTTAGGATGGTCGAGGGTTTCCCGCACAAATTGAGGACATGGTGGGAAAATTTCANTCCAACTGAGAAACTAGCGATTGCAAGAAGGTTGGGGTTCCTCCCTNTGCTATTCAAGATCGCCCCCGACAAACACGTGATTAGAGCACTAATTCAGTTTTGGGATCCAGACCGTGTTGTGTTCGCNTTCAAAGACTTTGAACTAACCCCTACATTGGAGGAAATCCGCTATTTCACCAGTTTGAAGTATCAAGGAAGAGGTCAAATTATTCCACACAGTCAATCAGGGAAGAAATTCCTTCGCTACTTAGGATTGAAAAACGANAAGAAACTTCGGTACTTCGAAAATAATTGGGTTTCTTTGGATTACCTATATGAGAGGTATGGACGCTCGGATAGTTACAAGCTGTTCAGGAAAGAATTCTCTTGCACTCAAGTTCATTGGCAAGTTAGACGTCCTATCGCATTTGNTGTGGCTTTACTAGGGACTTTGGTATTCCCACGAGAACACGGACGCATTAGCACTTGCATATGTTCTGTGGCTCGAGTACTTTTCGAGGGAGTAGATGGCGAAGAACTCACTGTGGTTCCCATGATTTTAGCAGAAATATTTCGAGCTCTTGGGAAATGTAAAAGAGGGGAATCAAACTTCTTTGAAGGTTGCAATCTTCTTTTACAAATGTGGGCAATGGAACATTTTCACCAACGTAAAAACATGGACGACATATGCTTTAGCAACACAAATCATATTAACAGTTTTTACGACAGGATGAGACAGTTTGTGTATCCGGTTGGTACTGATGATTGGTATGAGTTCCTGGCCCACCGCACTAGCGACCAAATTCAGTGGAAATATCCATTACTCCCACGTTCCCCTGCCTATATAAGATGTAGAAGGTTTTATTATATCGAGCTTATTGGGTTGAAAGGTCTCCAGCCATATGCTCCGGTGCGCGTGCTTCAACAGTTTGGTCAAGCACAAGTAATTCCTCTTCGAGCAAACATGAGGAATTCTGAAATTTCCTTTGGACCAAACTTTGAAGTCCCTAGAGCCAGAGAGATTCTTCATGAGTGGGACAATATCNTCACGATAGATATCGGAAATGGGCCTGAAAGAGAAATTCCAGAATATCAGGTATGGCTTCGAGAAGATCGCGATAGCATAAGTCCAGAAGGTGAGCAAGGTTTCGAGGATATTGGGACGACGATCTGGATAAGACATTCTCGTCTTGGAACCAAAATAGTTACTCCTGAAATGTGGGCTCAAATGGAAAATATAATGCGATATTTGGACAATGCGGGAGCAGGGCCTAGCGACGTNGGAGCATCATCTTCACTTCCTCCACCAGCGTGATTGATAGCAAGGTTTAGGCCAAGTCTTAGATTTGTCTTTATATTATGTCATCTTTTTATGTATTTCTTAGTTTATTCTCTCTTCGTCGTACTNTTTTATTTGTAATTAATGAAAACTTGGCCTTTTGTTTCCCAAACTCGAGTTGTCACAAATTAATGGCTTGGATCAATCTATCATAATCACGTTATGTTTGATATTTAGGCCCACCTCTGGCGAAAAAGAGGTCCCGTGCATATTAGGATGCATTTTCTGTTTAAATATTTNTTTTGTTATGTGATTTACTTGCTGCGTGATACATGTTTNTTCTTTATTTATTTGCTGTTATTATTTAATTTTATCTGCCTAATTATTAATNCACCCNNTTGATACTANTATTACTCTCTTTATGCTAATATTTTCCTCTTTTTGAAGGTTTTCTTCCCTAAGGTTGATTTGCGTTGACTACGAACTGGCGGATCACCCATACTTTACGAGATCAAAAGCACGCGCATCCACGGACATGACTGATTCAGGTGCATCTAATCAAAACGGTTTGGGACTTGTCACTGTCCTGAGAGATGAACCCGAGACTTCGGAAGGAAGGGATCCAATCCCTTATGATGAACACATTGCCGATTTGATGCAAAAAATGGCCGATATGCAAAGCGAGATTGATCGACTTCGAAACCTCACCAATTTGTCCATCACCTTGAACACGCCACTTCCCGAGCATGGAACAAACACAACTACTCCGCCTCTTTTTCCACACGTTGACTCTCCTACTCCTCAACACTTTCCACCAAACCCTTCCCTTCACAAGACCAATCCAACTGCTTCCAAACAATCCACCAACCCTCAACAACCCAACTTTCCACAAAACAATCCGCAACAAGCCAACCCTTTACCCTTCACTACCCCATATGCGTCCCAAACTTCACTTACCCAAACTCCAGTCATCCAAACTAACCCACTNANCCAAACTACCCCACTNACCCAAACCACCTCGCCTACCCAAAAATACCAAGCGACCCAACATATACCAGCGGCACACACTGCAATCCCTAACGTGCAATATGTNCCTCAAGTATATGTAGCGGAAGCTCAACCTTTCATTAATCCAATACCGACCATGCCAGAAGTCGATCCATATAAAAAGATGGAGAAAGAGGCAAGATAAAAAACAAACAACAATGTAGCAATGGAGATTCGTAATTTGAAAGAAGCTTTCAAAAGTATCCAAGTTCATAAAGGGGGTGAAGGTCTC

>rnd-5_family-1020#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 31 )

TTCTTCTTTCTTCTTCAAAAATTCATTGTCATCTCCATTGAAACTTCTCACTTTCAATGTCACCATTTTTACCACAACTTCACCTTCCTTTTTTTTTTACTACTATTAGTTTNACTCTCTTTAATTTTAAAACTTTATCTAAATATTTTCTTACATTTCGAACAATTTGATAAACCCATTAGATTTCAAGATGATTAGGAGGTATCATNTAGTTTTTTTATCCGATTTCAATCAAGTTCTTTCAATTTTCGGGGAATTCATTGATTCTTTTAAAATTATCATTTCTAATTTTGAAGTTATATGAAAAGGAGTAATTGATGATACCTTCAAAATTTTAAATTTTCTTAGAAAAATAATTAGTTTTGTTATCAATAATTCAATAAAGTCTAGAAAATAGTATGATTTTTTTTNATAAAAAAATCACTGAAATAAAGAATTTGACCGGAGAAGAAGAAGAAAAGAAAAGAAAAAAAATGGGAGAGGGGTTCAACTTGACGTGGGGGGTGGGGTGAGGGTGGGAGGTGAAGAAAAAGAAAGAAAATGGAGGGATGGATCANTTGAAAGTGGGGGTGGAAGATGAAGTGAAATTTAAGATGAAATCAAAAT

>rnd-5_family-1237#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 31 )

TAACGACCTATCCCGTCGTTATTCAAAGGGCACCTCGTGCGGAATCCCAATTTTTTGAAATACGNTGCCAAATTAAATTGGGGTGACACGACGAAAATTTAGGAATTTGAATTTGATCCGGGCTGACGTCAGCCCGCCATAGCGGGAANCTTCCCGCTATGGCGGCGCCGCTATAGCGCCTGCACGGCCGCTATAGCGGGACTGACGGAATCAAACCTAGAAANCACGATNTCTTTTATTTTCCTCCCACTTTTCANTGANAAAATAGACGAGGGTTACTCCAAAAACCTCCTAAAGCCGCTCCAAGCTTGGGAACAATGGAGGGGAGAGATTTCAACGCAAGGGAGGTTAAAACCCATGAAATTTCCGTCTACGTTCGTCANGATTCGCTCTCACGGAGTCGGAAGCTCGCGTTCGGAGTTCTCCTACAGTTGCTTGGCGTCCANGTAGGCTACGTCTTAATTNAGTAGTTAGACCTGTCTTTAATTTTATAATACCTTGTAGTTTGTCGGGAGATTGCATGTATAGGCCTTCGGGCACGAAGATTAAGTTGGTCGAATGCGTGGNTANCTATNGTTGTTAGGGTGGTAATGNACTTGACTAGCTAATGTTGACCTTATGATGATTGTTGGGTGTTATCCTGGGGAAGGTGANCTGTGGGTAGTCGGATTATGAGAGGG

>rnd-5_family-175#LTR/Copia ( Recon Family Size = 49 Final Multiple Alignment Size = 31 )

TTTTGATAAATGACACTTAACAATTACTCGCGATTCTCGCAGGNAAAGAAATCAAAAAGGAAANGAGCCAAGCATACAACACCNNAAGANGGAAAGAGATATATTCTGATCATTACAAGTACTACAGAAAGGAAAGGCATAATCAAAGGGATTNAGAATCATCAACAGACGGCCTAAANCTGGCAGCAGCTCAATCAAGCAAATCNTGATCGATAGGACGAGATCAAGAAATCAGCAATCAAGCCAAGAATAGAGCCAAGTCATCAAGAGAAGAAAGGAAATCAGATCAAGCCAAGAGTCAAGATAAATCNTCCAGCCAAGCANAGAATCGAGTCATATCTGTCAAGAAGGAAGGAATGCGATTTACCATGCACATATCTAATATGGACATGGATCAGCAAATCGCCTCAATCAAGGAATCCCTCAANATCCTTGATTGAAANAAACACCCTTGGGTTTTCCTTACAAGAGCACAAGTCTATTCATATATAAACCTCCCTCAGACTTAGGTGTGAAGTACGCAACTTCACTTGAACTTATAGTGCNATCTTCTTTTATCTTTCATAAAGCTTTGTANTCNCGTGAGTGATACAATTGAATCGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCNCNCNGNTAATTACTTTCACCTNTGCGTTATTTACTTACTGCATTTACTATTACTNTNTATTTGTTCTACTAACNTGCAGGTGAGTCGACTGNCCAATACAGGAAGTCGACTAAAGGAATTTTAATTCACCCCCCCCCCTCTTGACTTTCAATTGGTATCAGAGCAGGTCTCACNGNTAAAGTGTTTAACCACACGTGAGCAAAGATCTATGGCGCACTATCAGATCCCTGGCGCTCTACTTCAAGACGGACATTCTTCAAACCGACCACCNTACTTCAATGGTCAACATTACTCTCACTGGAAAGACAGATTCAGAATCTTTGTCNCTTCAAACGATCATCAGGCATGGATAGTAATCAAGAAGGGCCCAAAGCCTATTCCTGGACTGACTGGAAAAGATGNCACTGAAAAGCCATTTGATCCNGAATCGTTCGATATCACNAAGGAACAACAAGAGGTAATTCAAACTAACGCTAGAGCTATAAGTTTGTTGTATTGTGCAGTNAGTGGAGCNGAATATGACAAGATNTCAACGTGTGAAACTGCGAAAGAAATGTGGGACAAACTAGAAGTGACNTATGAAGGAACCGNCAAAGTCAAGGAAGCTCGGATCAGTTCACTTGTAAACGAATATGAGTTGTTCAAAATGGCCGAAGATGAGAACGTTGAGGACATGTTCTCGAGGTTCAGTAAAATCGTTTGCGAACTCAAATCCCTCGGAATGGTGTACTCAAACGGACTACAAGTCAGGAAACTCGTTAGAAGTCTTCCCAAGGCTTGGGAAACTAAAGCTGCCATTTTTGAAGATGGAGATCTGCAGAAAATGACATACGACGAACTTCGAGGAAACCTNATGGCCTATGAACAAAATCATATTAACAGGTACGACAAAGATGATAAAAAGAAGACTGTCGCATTTACTGCTGGAACATCTGAAGTTGAAGAAGAAATTGATGAAGATCAAGATGAATGAATGACTCTCATCAATCGAGGAGTNAGACAAATGCTNAGACAAAGGAGACAGAGACCTCAACAGGATTTCAAGAACAATGANTTCAAAAGGAATGATGATCGATGCTACTACTGCGGAAAACCAGGNCACATCAAACAAAATTGCCCAGAACGGAGAAGAAGAAACAATCGAAGAAATGAAGATCCAAAGAGTCTTGGAGCCCGGGATCAAGGAGAAACAACCGANGATGATCATGATGAAACCGCCAACGTATGTTTCATGGCACTAGGNGAAACAAGTGAGGTAAGACCTTTTAACTGTTCNAACTGTAATGACTTACAAAATTCTTTGGACATGGTTGCTGACGAATTACAGAAGGTTATCGACGAATACAACAAACTTGCTCAAGAAAAGAAGGACTGGCAAATTCTTCTCGAAGCAAGTCAGATTGAAGTCGACTTACTAACAGAAGAACTGGAGGAAGTAAAAATGCAGTTGAACAGCATCAGAAAATCTCCNAGTCATAGTTCCGTCAGATCTAACAGAACTACGCTTCATAGAAGAAATTCTCCTAATCATAGTTCCAACGGATCAAATAGATCTATTTCTAATTCCTCTCATTCTNCTGAAAATTCTGTTAAAATTACTTGTTNCACTTGTGGTGATNTTGGTCACAAATCTTTTAACTGCAGGAAATATTCTTCTGGAAAATGGATTTGGAGACCAAAAGTTAATCCTAACCCTCAAGGACCCAAAAATACTTGGGTACCTAAAAGAAACTAATCTNNTTGTTTTGCAGGAGCAANCCAAGAAAACCTACAAAAAGGGAATGTGGGTACTAGACAGCGGATGCTCCAGACATATGTGCGGAAAGAAAGAAAATTTCAAAACTNTTAAAAGAATCGATGGAGGATGTGTACGGTTCGGAGACAATGCAAAAGGAGAAGTAGCAGGAGTTGGANCAATCACTCTCAGCTCATCATGCGATCTAGTCGAAGTATACCTGGTNGAGGGACTCAAACATAATCTGCTCAGCATCAGTCAACTATGTGACGTCGGATTCGAAGTCTCATTCAACGCTACAACTTGCACCATCAGACATNCGACTAAGGACATCACAATCATTGGAGATCGNGTTGATAATATCTACGTTCTAAACAACGTTGACTTACCAACGCTTACATGTCTNACTGCAGTCTCAAGCGATCCTTGGCTCTGGCATAGAAAACTTGGACACGCAAGCATGCATGCCCTNGAAAAACTGTCTAGACTCGAACTAGTAA

>rnd-5_family-1173#Unknown ( Recon Family Size = 36 Final Multiple Alignment Size = 31 )

GGGAGAGGCAGGGGGCTAGCCTCCTCTTCTCCTCTTCTCCTTATTTAGTAGTATTANTTAGTAGTCGCGTAGTATCTTATTCTTCAATNTNTATTACTATTGTTGCTTCATTTGCTTTGTNTATCTTGCTATTTATCGACGTTATTTTCCTTTCGATCCTACGTTGGTTACGATACACTTCTTATATCCTACCTTTCTCAT

>rnd-5_family-151#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 31 )

TGACTTCTGAACTTGCCTACTAACATAGGCGGAACTGATTCATACTAAGAGTTTGGAACTNTCTATAGCACATAAGTCGAGAACGATATTGNTTTGAACATAGTCACGCTCTATCTGAAGTTATCTNACATGAAACAAGGGNATCTGGGCACGAAGTAAGAATAGGANTACTATGCCTTGAGCGATACGACTGNTAGCTTTCAAGCTTAGCAACACTTCTCAACTACGCTCTTCTTTCTGANTACCGCACCTCATTAGCTGCAACTCATAGCTCCCACAAGGGTACATGACTACTCTTACCAACGTCTAAGTCAAAC

>rnd-5_family-2242#Unknown ( Recon Family Size = 35 Final Multiple Alignment Size = 30 )

AAAAGAGATATTTAGTGGCAATAGATTTTTCTTTTAGCGGCAATATTTATTGTCGCAAAAATATTTAGCGACAATTGAGTTAATGTCATTGCATTCAGAATCGCTAAAGTCTTTAGCGACATTTATATAGAGTGTTGGTTATAAATACTCATATTTATTATTGTCGCTAAATATAATATAGCGATAATTATATTATTACCGCTAAATAATTGCCGCAAAATCATTT

>rnd-5_family-1224#LTR/Gypsy ( Recon Family Size = 39 Final Multiple Alignment Size = 30 )

GTGGTATCAGAGCACATGGTTCAATGATTTAATGGAACAAAGTTGAAGACTGGTTCAAGTGGTTTCAAATTAATTTGCGACAAAATTGATGATAAAGAAGATTTTTGTCCCGCTACATGTGGAGAAGAGACGATTTTTTATAACCGTGTTGACACCCAATTTTGGCCTAACATTTTCAAAATTCGTAACTTTTAAGTTTTATTTATTNAATAGTTCAAAATACATTTTTTATAATTTTAAATAAGTTTATCGATAATTATCCTTATTTNTCAAAATTTAGGATTTTTTATCGGTTAATTTTAATTACATTATTTTTTGTCACAGCCGGTTGAATACGTTCAAATATTTGTTCATTTTGATTAAATCGTTATTTCTGTTAAATTGCATTTTTTACATGTCATTGGTTACGTTCGTTACATTTTTTAATATTCATTTTATTCGTTACATTTGTTAATATTCATTTTGATATTTTGCACAGTCTAGAAATTCATTCGAATACGGATAAGATTTCATACACAGATATTTTATTAACCGGTGGTTTTGGCCCACGATTTTAAGATAATGGTATTGTACTATAGGTGGTTTTCAATTTCCTATTTAAANAATNGCTTGGTCATTAAGTTAAGGGTGGTGGATAATATTTTAGAATGGGGTTGAAAATTTTCAGATTTTATTCACAAAAAANGNGTCTACTNTTCATTACTTTTCCGGCCGCCACCACCCCGGANTCCGGCCGAGCTCCGGCAAACCGAAAACCCCGTTCGTTTCCCCGTTTTTCCGGCGANAAGCAACGCCGGCCAGTCGNTCAGNAACAACAACCAAAACCGCCACGATTCCTTTTTCCGGCGCAACCCGACAACCACCAGACTTGTACCAAAATCACCCATGTCCTTCCTTGTTC

>rnd-5_family-2379#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 30 )

AAAGTTAAGGGATAACAAGTATTTTTGGGGANAATTACGGCCCAATACACTTNGGCGATCTAGTTTACAAAATATGTACANAATGTATANATTTAATGTATANTTTATACTAAATATACATATACTATATACATAATATATATACCTATCAATGTATAAATTGTGTATATTTCGACCATATTGGTAAACTAGNTGGCCGAACGGTATATATCCGTAACT

>rnd-5_family-3469#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 30 )

GATTGTCGAGTTTGGCGAGCCNATCTTCAAGTTGGCGAGCTGAACTTCACGTTNGGCGAAGAAAACAGGNCATTTGGCGATCGGAAACTCGTCTTATGACCCCTTCNATCTCAGGTTCTAATTCTTAGTTTCTTTTCTTTTGATTCTAGTTCGTTNTCAAGANTCCTAAACTGATTTTCAACTCGTAATTACTCTACTTGTTGACTATTGGTTCTTGAATTCACTTCTTTGTTAGTGCCTTTTCTTTTCGTGCTTTTATTCGTTTTACTTCGTAGTTAACTTCTTGATTCAAGTCCGTTTGCTTTAATCGAGTCGTCCGTTCTTCTTNAAACAAAAATCCATTCCGACCAAGAGTAGAAATTGGCACCTTGTGATCAACCGAG

>rnd-5_family-19#DNA/CMC-EnSpm ( Recon Family Size = 34 Final Multiple Alignment Size = 30 )

CTTGTTTGGGAGGAGGCGATCGCGAGATTGATTTCTCCTTTTGATTCTTGATAATAACTTACTGTTAAAATTTNTATTCTTCATTACTTTGATTCTATCCTTTGGTTCACTGGTAACTATTTGAAATNCTAATTATATTCTGTTCTTCAGTTTATAGGATAAAAAGTTTTCTTATAATTTTTTCTACTTTTGGCTCTTTTTGCAGGTTCGATATGAAAACTGAAAATGAGGATGGATCAATTATGAAGAGTACTATCAGATACTCATTTGTCGCGCCTGGGGCAATTGGAAGAGGAAGAGGACGAGGGCTTAAATCTTTGACATCAAAAGGAAAANTTTCAACTAAGAGTTCATTATTTCAATCTAGTGATCTTGTTAAGCAATACATCCAAGAAGTTGAAACAAGTAAGCTTTTGAATGTACGTGGAGTTCTTAATTGCATATATATACATATCTTTTATCAATTTATCGATGAGTGTTACTTTTCTACAGGTGCTATTGAGAAGGGACGACGACAACGACTTACCAACGTCCCAATGTCTTCTAGTCATGAAAAGAGAGCGATAGATGAGAAGTCCAATGTCTCTTGAGAAAGAGTATATGCAAGTTAATACTTCATTTCATCCATCTACCGAGAAAGCTAAGCAATACATCCATGATGTTGAAACAAGTACGTTTTTTCATGACTTGTGTTCTTTTTAATAATTTTATCCATATTCCTTGTAATGTCAAGTCTCACGAGTTGAGGCCTNATTTTTTGTAGAATTAATTTGCATTCAGTACAATACTTTGTCAAATATTCACAGTGAAATTGAATTCGAATAATAGTGATTTGTTTTCTCCAGGTGCTATTGGTAAGGGACGAGGAACTGGACATAAAAACTCCACCATGTCTTCTAGTCAAGTTCCTACTCCCTTTCGTTCATTTACTAATCAAGTAAAGAAATGTACCAAAGAAGTTGAAACAAGTATGTTTTTTAAAATTTATGTTTATTATTCCATATATAACAGAAAATAAACATCTAGATCTTTCTGCTCATCTTTAGGAGTTTCTGAAAATATTGCGAAATCTAGTCGAGGATTGCCATCAATCGACAAAAATACCCTGGTCCTTGAGAAAGAGAACACACAAGCCAAATCCCCTAGTCCTACTGATCAAGTTATGCAGCCTTCCCAAACAACTGAAACGGGTATGAAAATTTACGAATCCATGCACTATCTATATGTAAAATTAAATTTTATTGCAACTGTTCTACTAAATTATACAATCATAGGATCATCTAATCCTAGGAAGGTAAAAGTAGTTCGAGGGAGGTAACAGGTGTAAAGAAGTTGCATCACTTGAAGCTGGAAAGAGGCTGAAAGTAACATTTTACAATAATCGAACGGTTGGAACAAATAGCAATCTGTTTTNAAGGCACTTGGGAAAAGTCATTCGTGACTGTAATATGTGTCCACCGGGAGTATCATCGTGGAGTGATATTAAGCAACAAAAATTAGATCACATGTGGGCAGCTATTACGGTAACAATTTTTAAGTACATCATCGTTGTCTTTATATTCTGGTTTTTTGTGTTGTCTGTTAACTGTTACCNAAATCTAATCAACTAATCATATTAAATAGCTTTGGGAAACGAANGATGTATACTAAGAAGACTACACTAGTGAATTACAACCATTAATACATTCTTTTCTATAAANTGAANTTCGACATCATGTTCGCTNTNCTCGTTAACTTAAACTCACGTTTCAATTATTGTAGGATAAATTTGAGAGTGTTGACATGAATGATCATCGTGATCATATATTTGGATGGATGAATGAGTTATGGAACAAATGGAGAGGATACTTGCATGCNACTTATGTGAAGAATAAGCCAATCGTTCAGGCTCTTAAGAATATTCCAAAGGGAGTAGAAAAGAAGGAATGGGAGTGGTTAGTTAAGGAACATTTTTGTTCCGAAAGTTTTCAGGTATGCCTAGTGATCTAATAGTCTATATTTTCGAAGCATCCATTTCGCAGCTCGTCGTGATATTTAGATGTGAAACTTCTTTTTAAACTTGGTAAATTTTCTTAGATATGACGTTTTACATAACAATACAGGCGAGAAGCAATAGAAATGCAGAAAATCGAGCTAAGTTGAAGATGCTTCATCATATTGGTAGCAAGCCTATTNGAGAGATTATTTATCAAAAGGTATTATCGNAAAATTATTTTCNTAAATGGAATATTTACGAGGTGCTATTTGACGTGTTTGACTTTGATGTAAAGGGCGGGAAAGATGGCAATCCGCCAGATTTGGCAACTATTTTCTTCGAGACTCGTAAGAAAGATAACACGCTTGTTGAACCNGAAGCAATTGAAAAACATGTGCGTTTGGTAAATTCAATATGTAAATTACTTCAAATTATTATGGGATTTGNTAGGAAATGTNCTTTTATATATTTTGTAGGCTCAAATCGAAGAAATANTNAAAGCCGANCCATCTCTACCTAGCATAGAGATTGTAGAAAAGTGTTGTGGACCTCAAACTCGTAGCCATGTATTTGGCTTTGGGGGTGGAGTAAAGGCGAAGGACGTGAGAGGTGGNACTTCTTCAAAGGCTGAATTACTGTCTGNGCTACGTTCAACTCGAGAGGAAAACAAATCCTTGAATGAGGAAAACAAATCCTTGAATGATCGCTTGTCTACCTTAGAAGATGAGATGAAAGAAATAAGAAAAATGAAAGAATTCTTCGCTGCTCAACAATCGCATANCCCGCATACGACATCGCCCGTATCAACTGAATGACCACTGACTTNTTTTGCTGACCAAGTAAGTAACAATTTACCAAACTCTATTTGCGGATAGTCGTTTAAGCATTTAGTGTATGGCTGAACTCTTATGAAACTAATGAAGAGAGGAATGAATAAATAGCATATCCTTTTTGAAACTGGAAGACGATAGATTGATAATTGACATGCTTTCCATCAGCTTTTCTATTATGATTGATCGTGTTTAAAGGAATTTCTTCACTTCTGAGGTTCTTCGTTGGTGATTATTTTTTCTCTTAGCCGGTGGCTGTTTGACCTATTTGTGTTATGATTCATGATACATATCAGGTTATTATTTGTTTGTTGGATTGATGATGGAAAACTGTATTGCTTTTTGGGGATCTGTCATGAACAAGATACT

>rnd-5_family-81#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 30 )

GATACCCAGAAGATCACCTATGTTGCTCGGTGAAGCATTATCTTCGTTCGGTATCAGGGAGGCATCATCA

>rnd-5_family-1993#Unknown ( Recon Family Size = 35 Final Multiple Alignment Size = 30 )

ACTAATAGNAAAGCAGTGCGGAGCATATATGCAAGGAACCGTAACAACAACAACAAGGTGCGATCACCTAAACACAATAAACCACAGATGATAACAGATACCAAAAGCCAAAAACTACATGAATAGGCTAATACTACGACAGACACGGTGCTCTAGACTACCACCAAGCCAAAGACTACATGAATA

>rnd-5_family-1629#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 30 )

AGTTTTGGTCTCCGTCANATATTTAACAANTATGTTTGCTAGATTTAACGGAAATNGTGAAAAGAAATGATTTAACCANAAACATCACGAAAGTCCCGTCAAATCCTANAAACGACGCAACCAAAAACTANANCAAACACCAGAAATAAAAAAAAAAANNAGAAATTGCACCGNAAAAATTGGCACCAAACTCCAGAAATAGATCAAAAATAGCAAAAACTACAAAAATTGTACCTCCAAATGTGAGTTCACGTAATCTTTTTTTTTTCACAGTTAAATCTAACGANCAGAGTTCGTTAAATATTTGACGNAGATCAAAAGTGCTCACTTTTGACAAACTTAAAGGACCAAAACTGTTCAAAAATACATTTAAGGGACTATTTTGAACCTACCTCCAAACGTAAGAGGACTATCATTTT

>rnd-5_family-3162#LINE/RTE-BovB ( Recon Family Size = 29 Final Multiple Alignment Size = 29 )

GTAATCTCCGGCGACCGCTTTCCGATCTCCTCTCAGTTCCCGGTAAGTCAAGATCTGCTCTCTCTCTTTCTCTCTCTCCTCTAGTCTACTAGCAGCTCAGGCGAAGCTGCGAACGGCGCCGGCCAGCGAACAGCAGCGAAAACCAGTCGGCAACCGGACGTCGCCTCTGATCTGGTATTCCCGGCCGAAATCGAAGGTTGCGCCGGCCAGAAGCAGCGCGAGGAACAGACCCGACCGGCGAGCCTCTTTCTCTCTCTCCTCCTAAGCTTCAGTGAGGACGACAACGACGAGTAGCAGCTCCAGCGGCCCGGACCAGCGAGCGGCGAGCAGCAAACTCCGGCGAAGGCAAGAGCGTTTTTCAGCTTCTCCGGCGAACTCATCTATCTTCTCCGGCGACCAGCCCAGAAGAGAGACGGCAGTGCTACTGTTTGCCGCCGGAGACCAACCAGATCTGGCCGGAAATCANCCAGACCTGGCCGGAAAATTGCCCATTGACCACCGAAGCCCTCCATCTTCACCGACTCAGGTTCTATCTATCCTTTTCTCTCTCTTTTTCGCTGAACCTAGTTGCTGCTGGGCCCTGTCTTGCAGACTCCTTATCCCGGAACAGTACTTCCCAGTTTTCTTAATAAAGCTCTGACCTGTGCTTCAGTCTTTAGTAGAGTGGGTGCTATCGTGGCCTCTGGATTACACACTGTTCTGGACACTATAGTGTAGCTGCTGCTATACTGTCCCTTAGAGTGTACTACTGCTGCAGCTTGTTTTTAAGTGTTTGTCTGTGTAGATCTTTCATTAGTTTCAGTATTTTCTAGTGGATTTGGTATCCGATGGTGGTACTAGGGTCATGTCNTCGGTTGAGGCCGAGGGCGAGGGGAAGTAGGGGTAAGTGGGTTACGGGTTCTCNTAAGNTGAGGGTAGGGTCNTGGAACATAGGTTCGTTGACGGGGAAGTCCATAGAGCTAGTGAAGATTCTCAAGAAGAGGAAGATAAATATAGCTTGTGTCCAGGAGACCAGATGGGTAGGTACCAAGGCTCGGGATGTNGACGGGTTTAAGTTGTGGTACTCAGGAGGNTCGAGGGATAGAAATGGAGTGGGTATTNTAGTAGACGGGGATTTGAGGGAGCGAGTGGTGGAGGTTAGGAGGATCAATGATAGGNTGATGACGATTAAGCTAGTCATTGGTAGGATGTACTTTGAGTGTTATTAGTGCTTATGCGCCTCAAGTGGGCNTGGACGAGGAGGCCAAAAAGCTCTTTTAGGAGGATTTGGACGAGGTAGTNAGAGGTATACCGAATACCGAGAAGATTNTCATTGGTGGAGATTTTAATGGCCACATCGGGGCAACTTCTAGTGGATTTGACGATGTGCATGGAGGCTTTGGTTTTGGGGANAGAAACGGAGGTGGAGCTTCGCTTCTGGATTTTGCTAAAGCTTTTGAGTTGGTGATNGCTAACTCGAGCTTTCCGAAGAAGGAGGACCACTTGGTNACCTTTCGTAGCNCGGTGGCTAAGACCCAGATAGATTACTTACTCCTTAGGAAGGGTGATAGAGGTCTNTGTAAGGACTGCAAGGTCATCCCGAGTGAAAACCTCACNACCCAACACAAGCTTTTGGTGATGGACCTGGAGATTAAGAGGGAGAGGAGGAAGAGGATTTTATATGACCGATCGAGGATTAAATGGGGTGGGTTGACTCCTGCCCTTTCTCGGGAGATGGGNGAGAAGTTGATGGCGATGGGGGCTTGGAGNAGTAGCGGGGACGCGGACAGCATGTGGGATAAGGCAGCTAGTTGCATTAGGGAAGTNGCTTCTAAGGTGTTAGGGGTNTCGAGGGGTAAATCCGGNGGACATAGAGGAGATTGGTGGTGGAATGGGGAAGTCCAAGGCAAAGTGGAAGCGAAGAAGGCTGCGTACGCGAAGTTGGCGGAGTGCGTAGACGAGGAGGAGAAGCGGACGNNTAAGGAAGTCTATAAGACGGCGAAGACGGAGGCGAAGTTAGCGGTTACGACGGCNAAGACGGCAGCTTTCGAACGCTTGTATGTCGAGCTGGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGCATCACAATATTAATGTTGTGTATTGAGGTTGCGCCGAGGAGGTTATACGGGCTATTAGTAGGATGAGCAGGGGAAGAGCGACCGGACCCGACGAGATCCCGGTGGAATTTTGGAAGAGCACGGACAAGGCAGGTNTGGAGTGGTTGACTGGGTTGTTTAATGTCATTTTTAAGACGGCNAAGATGCCCGAAGAATGGAGGTGGAGTACAATGGTTCCGTTGTACAAGAACAAGGGTGATATCCAAAATTGCAACAACTATAGGGGTATCAAGTTGTTAA

>rnd-5_family-2366#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 29 )

ATATTTTCGAATTTATTAATACAACATAGGCGAATTCAAAATATTAAAAAGGANATTAAAACCAGGGGCGGCTCTACGGCTTTAAAAAAAAGGCAANCGCCTTAGGCCCCGAAATTTGAGGGGCCTCATTTTTTAANAATAATAGGTTATAAGTTATTTTATTTTTAAAAAATATTGAGTACTATTTGTAGAAAANGTAAATTTTCATGAAAAAGCGAAGGAATTATTAGAAGAAGTTTGACANATTTGGAGTACTATATCTCATGAAAAATAATTTAAAATAAGAATGGTTATATTATCAATTGAAAACTAGAACAAATCAATTATATAAAAGTTATTAACAATTTAAGTTTAAGGCCCCGTTTGATTTTTGCTTTAGGCCACTAATATGCTTGAGCCGCC

>rnd-5_family-2652#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 29 )

TCTTGCTGGCGCCCCCGGAGTTTACTGGCTGGGTAGGCGGCCCCTATTATTGGTTACTCACGGTTCGAGGTCGTTGCTTNCGGTTCGAGGCCGATGCTCACGGTTCGAGGCCGTTATTTCCGGTCCGAGGCTGATATTNACGGTTCGAGGCCGTTATTCCCGGTTTGAGGCCGATGCTTTGCGGTTCGAGGTCGTTACCTCTGGTTAGAGTTTCGGATGGTTACTGATGGTCCTACTGCTCACCCTGCATTCATATGCATTGCCTATCACCAGTATACTTTGTTGTTTGTACCCTCCGGTTTATGTTTGTTGTTTGTACCTTCCGGGCTTATGGGGGTCCGGTTAGGTTATTGTTTGACTATATTNTGTTCTCTGCTATTGTTTTATTGTTAGCTGGTAGGTTTTGACTTTAGAATTGTGGTTGTGGGTCCTCCTGACCCTGGGTAGTTGACTTGGTATCTTAGTTGCTTGCGANTAGGTTGTTGGCTTGCGNTCCAGGTACGTTCTTGACTCGGCTTCTTACCCCTTGTATCCTGTTTCTATTCTTTATTNCCTGTCTACTTTAGTATCTCCTGTTTAGTTACTTGTGCTATGCTTTCCTTATTACTTGTTGTTTATGCTTGTGCTATCTTTTGAGCTCAGTCGGTCGNTGCCTACTGAGTACCGTTTTTGGTACTCATACTACACTTCTTCCC

>rnd-5_family-1780#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 29 )

AATACATTCAATTAAGATCACAAACGTCATGTGGTGATATATTTGCCT

>rnd-5_family-1151#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 29 )

TCTCGAGGCTCAGAGGCANAGACTGGGACTAGAAGCTGAGACCGCTGCAAGAGGTGTTCAGCAGAATGCTGTGAACGACCAACCTAGGGNGGTGTTCAGCAGAATGCTGTGAACGACCAACCTAGGGCGGTGGATGAGAACAGAGGAGTGGANGGAATAGTCCCTCCCCANCGCCAACCAATAGCTCCAAGGGGTAGAGCTCAGCATCCA

>rnd-5_family-1211#Unknown ( Recon Family Size = 36 Final Multiple Alignment Size = 29 )

AGGGGTGTTCACGGTTTGGATAAAAACCGATCCAAACCGAAAAATCGAACCAAACCGATNAAATAAAACCGATTTTATTTGATTTTGGTTTGGTTTGGNTTTAAATTTTTAAAAATCGATAATATTTGGTTTGGTTNTGGTTTTATTAAAAAAAATCGAATAAAAATCGAACCGAACCGATAAGTTATATACATAA

>rnd-5_family-6238#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 29 )

AAATAAGACAAACAAATTAAAACGGAGAAAAAAATAGGCAAATATATATGTAAGTGTGGAACCACACAGGTGAAGCAGGCATGTCGACCGCCACCTGTGTGGTTATCCACACTTATATATAAGTAG

>rnd-5_family-836#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 28 )

ATACTTATGCATTATCACTTTAAAATAATACAATAGCTTTAAAGTAGGACTTTAAGGAGTAAATATAAGGCTTATGCTTGCTTATTAATTGTGTAGATTTTCTAGAAATAATTATTGGGTCGGGTCCATTCATAAGAGGTGCTAATTAGCCCGTTAGTTCGTCGTCCTCCTTAACCCTAACCCTTATGNATAAATACACCATTATGGNTGTAGNAAAAGATAGATTTTCTTTCCACTACANTAGACGGCTAGGGTTNTACAAGAGGAGAAAACGCTCTGCATCTTCCGAGGATATCTAGGCTGTGGACAAAGGGAATTCATCCGTTTTGTGAGGATTCCCGACGACCGACGACACGAGTCGTGATNGTTGTAGATCTGCTTTCGCTACGAAGAAACTCGTAAGTCTCCTAAACTAGTATTTATCGATTNAANTACTANAAAAAGGTTGTTTTTTACNAAGTTATTTCTATAATTTAGACGGTCATNCAAGAAATCNNCTTCATGAAAAATNACAAATGGAAGTCGATTAGCCATTGTTGGAAATCATTGTGCAAATGATGAATATTTTAACTTCAATTGAATGGTTTGTATTATACAATTTGAAAATAAAAATAAGNTGTTTGCTAGTACTCCAATTGTTTATTCGAGTTTGTAACCGAGCATATAGGAACAGAGAAAGACAANAGTAATTTTACTCCAGAATAGATTTTGATTCAAAAGTGATAAAGGNTGTTTTTTTGTAAAAAAGATAACCTTTTTATCTCTTATTTTTTTAACGTACTTACTTAACAGCTAGTGTTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGTATTTGTAAAAAATATAAGTTCATTTTGCAAATAAAAAATATAGGTGTTTAGAGTTGCTGGTGAAATGACATGAGGTTGCACTGCCTCATATAGCCATANCCTTGCTTTATATCACAACTTGTGATTTTGGGTCATGACAANTTNGTACTTATGCATTATCCCCTAAAATAATACAATAGNTTTAAAGTAGGACTTTAAGGAGTAANTATAAGGCTTATGCTTGCTTATTAGCGTAGATTTTCTAATAGTTATTGGGTCGGGTCCATNAATAAGTTATCACTTAGCCCATTANATTGTCGTGATCCTTAACCCTAACCCTATGACGTATAAATACACCATTATGAGCGTAGCAAAAGATAGTTTTTCTTTCCATCACATTAANTGACGGCTAGGGTTATCTATCCAACATAAGAAGAAAATGTTCTGCATCTTCAGTGGATATTCGGACTCCGGATAAAGGGAATTCATCCACTCTGTGAGGATTTTCGACGACCAGCGACACGAATCGTGATAGCTACGGATCCGCTTCCGCTTTAAAGAAGAATCTCGTAAGTCTCCGATACTGGTATTTACCGATTGAAATACTACAAAAAGGATTGCTTTACTAAGTTATNTCTATNATTTAGACGGTCATCCAAGAAATAAACTTCATGAAAAATAACAAATGGAAGTCGATTTGCCATTGTTGAAAAACATTGTGCAAATGATGAATATTTNACCTTCAAATGAATGGTTTGTATTATACAATTTGAAAATAAAAANNAGATGTTTTGCTAGTACTTCAATTGTTTATTGGAGTTTGTAACCGAGCATATAGAAACAGANAAAGACAAAAGTAATTTTACACCAGAATAGATTTTGATTCAAAAGTGATAANGGTTANNNTTTTTTTTTGTAAAAAAGATAACCTTTTTATCTCTNATTTTTTGTTTTTAAANACTNNTGCNGNTANCGTCGNNGCACGTATGTCCCATCTTAATTTGTGTAGACTCATTCAAAAGATATTCTACATTCTATGAAACACAATTGTGTAATTAGTAATAGAAAACGTTACAATNCAAAATTACAAGTTTCATTTTGCAAATAAAATATAGGTGTTTAGAGTTGCTGGTGAAATAACAGGAGGTTGCACTGCCTCATATAGCCATATCCCTGCTTTTCATCACAACTTGTGATTTTGGGTCATGACAATTTGGTACTTATGCATTATCCCTTAAAATAATACAATAACTTTAAAGTAGGATTTTAAGGAGTAAATATAAGGCTTATGCTTGCTTAGTTGTGTAGATTTTCTAATAATTATTGGGTCAGGTCCATCAATAAGTTATATAGCCCATTAGATTGTCGTGATCCTTAACCCTAACCCTTGATGTATAAATACACCATTATGGGTGTAGCAAAAGATAGATTTTCTTTCCACCACATTAGACGGCTAGGGTTATCTATCCAACATANAAAGAATGTTCTGCATCTTCTGTGGANATTGGACTCTGGATAAAGGGAATTCATCCGTTCTGTGAGGATTTCCAACGACCAACAACACAAATCGTGATAGTTATAGATCTGTTTCTTCCAAAAAATAATCTCGTAAGTCTCCTATACTAGTATTTACCGATTGAAATACTAAAAAAAAGGTTGCTTTACTAAGTTATTTCTATAATTTAGACGGTCATCCAAGAAATCAACTTCATGAAAAATAACAAATGGAAGTCGATTNGCCATTGTTGAAAATCATTGTGCAAATGATGANTATTTAACTTCAATTGAATGGTTTGTATTATACAATTTGAAAATAAAAATAAGATGTTTGCTAGTACTTCAATTGTTTATTGGAGTTTGTAACCGAGCATATAGAAACAGACAAAGACAAAAGTAATTTTACACCGGAATAGATTTTGATTCAAAAGTGATAAAGGGTATTTTTTTGTTAAAAAAGATAACCTTTTTATCTCTTATTTTTCGTTTTTTAACTAGTGCAGAGCACTTGCGNTGTACGTGTGTCCCATNTTAATTTTTGACGACTCATTTTAATGATATATTTAAATTCAATAAAACACAATTGTGTAATGCATAGTAAANGNTGCGATCCTAAAGAATACAAGTTCATTTTGCAAATAAAAAATATAGGTGTTTAGAGCTGCTGGTGAAATAACAGGAGGTTGCACTGCCTCATATAGCCATATCCCTGCTTTTATCACAACTTGTGATTTTGGGTCATGACAATTTGGTACTTATGCATTATCCCTTAAAATAA

>rnd-5_family-42#LINE/L1 ( Recon Family Size = 32 Final Multiple Alignment Size = 28 )

AACTTTGTGGCTGACTCTCTTTCAAAACATAGCCACACGATCACCAGTCCNCAACTNTACTTCAACGNTCANCAACTACCAAAAGAAGCAAGAGGATTTTATCGACTAGACANGCTCGAAATGGCAAATTTCAGAAGAAGGAAAATNAAGAGGATCAAAGAACCACCTTGAGATGTTTCCAACCTTTTCAACCTAGCTATGGTTTAAAATCATAGCTCTTTTGAATAGGTTTANTTTTTTCTTTGTAAGGGGAGAGTCTCCCTTATTTATGATTCCTAGATTCTTTGTATCGAGAGGAGTCCTCTCCTTAGGTGCTTAGTTTCTAGGTTTACCTCTTTTGTACGGGGATGAGTCGACTANCCTTAGTAGGAGGTCGACTNNTGAACCACCATAGGNTCGGAGGTTAGGTTTATGTCCCCCTCCTTGTACTTTTGCTTTATTTATGCTAAGGCCTGGGGGTGTTGCTAAGCCCCTGACCCCCCCAAGGGTCGTTCAAATAAAAAAAAT

>rnd-5_family-8319#DNA/TcMar-Stowaway ( Recon Family Size = 33 Final Multiple Alignment Size = 28 )

TACTTCCTCCGTTTCAATTTGTTTGTCTGGTTTTGACTTGACACGGAGTTTAAGAAAGTAAAAAAAATTAAATANTCTTAATTTNAAACGGACTAAAAAGGAAAGTAAGACAAACAAATTGAAACG

>rnd-5_family-717#Unknown ( Recon Family Size = 58 Final Multiple Alignment Size = 28 )

CACATTGGTCTGCCGACGTTGCATCATNTATTCTCAACGTTTCCGCCTCACGTGGTTCGTTCGTACCAATCTTCATTACTTTTACGGTTCGTACGATGTTGAAACATCTTTTATTTGTACAAATATGTACTCTATCATTAGTTTCACATGTTGAGAAGTGTTTTCGAGCATTTTCATATTTTTCCGACTTTTATTCATTTTTTTATAATTTATTTTTACGGTTTCTTATTTTTTACGTCACATTTTAAAAATTAAAATTTATGAAATTGTTGGATTTGATGTTACTATATTTATTAGTGAATTTTCGGCGTTAATTTTATATTTTTTCGATATTTTTATTAATTTATTACTAATTTTTCGGAAATTTCGGAAAAATATAAAAATAAAAAAAATTGTTNAAAACTAATTTTTTATATATATAAAAGTCATTTGTGGAAGCTAATGCGTGCATATCTGGGTTGTACATGTTCATTATGATTCTCTGGAAAAACGATGTCTACTCCTGTCACATGGTTTTTTTATTTTAAGCATATATAAGGGGGGTAGAGGTGTTGGAGGCAGACTGAGGCGACGGCAGGCGTACGTCATGGGCGTCCTGTGGGCTTAGTAGGCGTGCTGCGTGGGCGCTTGATGGCATGCATGGCTTGTGCGTGCTACGCCGTCGGGCGCCTACAAAAACACGCCGGCGACGCGCGTGGGGCGACCGTATGCCGCTTAGGGCATTTATCTCGACCGGTCTATACNCGTTTGGTGTGGAAACGACAGTGATTGCTTTCGAGCGAGTGGCGAGTTCGACGGAATGCATGGCTCGTCCGTGCTACGGCTAACCGNAGGGGCTGCACGCACGGGGCACGTAAGGCCANGCACGGCCANGCGCTATCNATGGGCCGGNCGTGGGCGGTGCTCGTGCAAGAACTTCAGTCTGCCTCCAACACCTTTGCAGTGATTAAATTCTCAACCCCCNCGGGCGGCGCGCAACGGCGGGGATAGCATTAGCCTTGCAACGAAGGCATCGGCGTCGATACACGACATTTAATGTCGGGCGTCGGGGCGGTTGTTGGGAGTGCATCGACGAAGATATTCACGTACGGCGCATAAGTGGTATTCGACTTGTGTGGTTAGGTTGGATCCTTTCCTCGAGCAGCGACGACCTAAGTCGAATTCCATCTCGGTGGCGGATCAAGCGCAATCTAGGCTTGTCGGACGTCGGTATCCTNTGTTGCATACCTAATGCCTAGGCATTACTCACGTGCAATCGGTCGCCTTTTTCGCCCCTCGCATTCCATGTGCGGGGTCAACCCAAAAGCCGCTCTCGCGTCCCACGCCTTCCTCGCTTCGTCGTGCGATGGCGTGGTCCGCGAGCGGCGGCTCGAATTCTCGGGTTCGGTAGACGCAGTGGGCATGGGGCCTTCACCGTCTCCTATCTCCGCAAAATAAATGCTCCTTGCGAATGACGGCCGCGCTCGCCTTGGACCCGNCCGTGCCCGAACGGGCGCGCCGGGCTCATGCGGCGCGCGCGGTCGTTGAGGAATGCTACTTGGTTGATCCTGCTAGTAGTCATATGGTTGTCTCAAAGATTAAGCCATGCATATGTAAGTATGAACAAATTCAGACTGTGAAACTGCGAATGGCTCATTAAATCAGTTATAGTTTGTTTGATGGTATCTACTACTCGGATAACCGTAGTAATTCTAGAGCTAATACGTGCAAAAAACCACGACATNTGGAANGGATGCATTTATTAGATAAAAGGTCGACGCGGGCTCTGCCCGTTGCCGCGATGATTCATGATAACTCGACGGATCGCACGGCCATCGTGCCGGCGACGCATCATTCAAATTTCTGCCCTATCAACTTTCGATGGTAGGATAGTGGCCTACCATGGTGGTGACGGGTGACGGAGAATTAGGGTTCGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCAATCCTGACACGGGGAGGTAGTGACAATAAATAACAATACCGGGCTCTACGAGTCTGGTAATTGGAATGAGTACAATCTAAATCCCTTAACGAGGATCCATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATATTTAAGTTGTTGCAGTTAAAAAGCTCGTAGTTGGACTTTGGGATGGGNCGGCCGGTCCGCCCTA

>rnd-5_family-1585#LINE/L1 ( Recon Family Size = 32 Final Multiple Alignment Size = 28 )

AACCTCATAAAGCTCCTGGACCGGATGGAATACACCCATTCTTCTTTCAAAAATATTGGAAAGACGCAGANGAATCTATCGTAACCGACTTGTCTGTCANAAAACTATGGTCTAAGGCATCCGTATAGACCCGCCGGAAATAAATAANACTCTTATNTGTCTCATNCCAAAAATACAAAAATCCGGAACAGATCACTCAAACTTATAGACCCATTAGCCTTTGTAATACNATCTATAAAACCATTACAAAAATTATNGTAAACAGAATCAGACCCTACCTAGACAAAATCATTGGCCCCTAACAATGTAGCTTCATACCGGGAAGAAGAGCTGTNGATAACGCCATTATCGTCCAAGAAGCTATNCATTCTTTCAAAAAAACGAAAGGGAAGTTTGGNAAAATGCTNCTAAAAATCGATTTAGAAAAGGCTTTCGACAGATTNGAATGGTCGTTTATNAAACAATCTCTTNCAATCCTNAACTTTCCNAAAAACATAATCGATCTAATCATGTCTTGTATNTCCACNTCATCTATCTCAGTNCTAGTNAATGGNACGCCNACNAANTACTTTCTNCCATCNAGGGGCATTAGACAAGGGGATCCCCTATCGCCTTATATATTCATAATATGTATGGAATCTCTATCAAGACTTATAAACTACGCTACTCATCAACGCCTCTGGCAACCGGTTAGAATCGGTAGAATAGGAACCCCTATCTCCCATCTACTNTTTGCCGATGATATTATTCTTATGGCAAAAGCGGACNTTGCAAATGCNACTACTATNATCCANATCTTTAACACNCTCTCGACNCAATCAGGGCAAAAAATAAATTTTAACAAATCNTCAATTATCTTCTCAGCAAATGTTTCCATAGAAGATAGAAACGACCTCTCAACTACTATGAACATCCGNCAGAAAAATAAGNTGGGAAAATACCTTGGACTCCCNATNACTAATCACCACCCTAAAAGCTCGGATTATCGATATATTATCGATCACATGAACAACAAATTAAAAGGCTGGAAAACTCGNCTCCTANCNCTAGCAGGAAGAACCACTCTAGCCAAATCAGTCTTAGCNTCCATCCCTACCTACGCTATGCAATGCAACNTACTCCCCAAATCAACTTGCAANCATATNGATCGNATNCAAAGGAATTTTCTTTGGGGATCAACGCCGGATAAAAGGAAACTCCACCTGGCAAATTGGGATCTAGTGACCACNCCTATAAAGTAGGGCGGACTGGGAATTCAAAAAACAAAAGGAAAAAANTTTGCCCTNTTGGCAAGCCTAAATTGGAGATTCCTAAAAAATAAAGATCANCTNTGGGCTAAAGTTCTCGCNAANAAGTACAATAAAAGNAGAAGNCGTAANACGNTGAAATACTATTCCTACGACTCCTACATTTGGAAAAGTCTTAGTAAGACCTTTCCGTTATTCCATAAAGGCATATCTTGGAACGTNGGAAATGGAAATAAAATTCGAATATGGGATGACAACTGGATTGAAGCCTCGCATTCNTTNCGCAAAGCAATCGAAGGTCCTNTAAATAAAAACGAATCAAACGCATCAGTATCTCAACTCCTCAANAATAACACTCGGGACTTCTCACGACTATCCTTCGANATCCCTANNAANATNAGAAAGTCTATCCNNAATACCTACACCCAACNCTCTCCTCGAAAACGTGACACTTNCTTTCGGAACAGAAGTAACGACGGAAACTTTAACACTAAAAGCGCCTACGACGTCGTATATATCCGAAACTACGGATAATNCAAGTATCGATACNAATATCGATCACGACTGGGTATGGAAAATATTAACGCCATTAACAAAGTAAAATNCGTTCTTTGGTTGTTTNCTCGTTAAAACAGACTCCCTACANCTTCAGCTTTGTATNATAGAAACATAATAAGATACAAAACTTGCTTCTCGTGTACGAATGAAGAAGAAAATGTAACTCATATTTTTACGGAGTGCCCGGACGCTAAGCACATATGGAATNANTACGGCATTATCATCGCTGGACCAAACTTTCACAAAGAAATTCGNAAATTATGCTCATCAAGGCAATAAACCTCGCTATTAAACACGCACTTAGTGCCCACGGCTGTCCTAACTCCAATCATTCTTTGGAATATCTGGAAAAATAGAAATAATAAGCTNTTTAAAAATCAGAACATTAGTAGANTCCCTAGCACCCTCCAAAATATCTCTTTCCGGGCCNTAGAATACTACCACTTAGCNNACTCCCATCCGAAAGAAACCGAACCTCGANATCNATGACCGGTCGCCAGTAGCACTGGCACCGNCCGCCCGAAGGAATNCTTAAACTGAATATTGACGGTTCCTCGTATGAACCCAAAACCCAAAATGGTGGAACNGGTGGAGTAATAAGAGACCATCTAGGNAGTTGGATTGTAGGATTCTCNTGCAAAGTNAAAGCCGAAAATGCCCNTCATGCGGAATTACTAGCTTTGCTCCATGGTCTGAACCTAGCGAAGAAAATAAANATTAANCANTTGCCGGTGGAAACCGACTCTCAGGTATTACTTAACACTCTAAATAGTAATAACCTNATATACTCACATATTTACGCTGATTGCAAGTCANTGCTCCNACAGATGGGAGGATCATCNNTGGAGCACATNCCGAGGGAGGCTAATNCGGTAGCAGATNTACTAGCGGAATACGGAAGGAAAACGAAGGATCCGAATATGNNTATGAACNAGCTCTATGTTTTTGANGCATCTCCTTCNTTTGTATTAAAATCTCTCGAAAGAGATGCTANNGGAACTATATCGTNTAGATCAGTTCCTTTTTGTATGGATGAACCTATTATTAAATAAATAAAATCCTTCCGTTCCTAAGCAAAAAAAAAA

>rnd-5_family-1051#Unknown ( Recon Family Size = 37 Final Multiple Alignment Size = 28 )

TAATGCACAATAATGCACGTACTATACTACTTACTTACTTTACAATCATGCCTACCCACTACTTTTACACTTGTCTACTTAATAATGCACACCACCTACCATACTTTACACTTGTCAATACTACTTTAATAATGCACATGCATACGTTGACTAATTTACTCTACTAACTTGTACCTAATAATAATAATGTGACTACTACTGTACACTTTACGACTTTTACATAATAATTTACATCTACTTTTGGCTTTGTTGGCTTTGTCGGCCAAATACGTCTTTATG

>rnd-5_family-2406#LTR/Gypsy ( Recon Family Size = 27 Final Multiple Alignment Size = 27 )

GTATGCATGTTATCACTCCTTAGTCATCCAATAGTTATCAGAAAGTAGATTACTTCANCTTACAGTAGTTATTTTTCTTTTTCTTTGTAGCAGTTGTTGCAGTAAGGAGGTTATTCCTCCACTTTCTCATTCCAGTAATGTAGTAGGAAGTTATTTCCTTGTTTCTAGGTGGGTGGTTAATCCACCAGTGTTGTATTTAAACTATTTGNTTGTCTCAGGAAATGTAAGCAGAAAATTAATTCCAGTTTTTGAGTACTTCAAACTCAAGAGATTGCAGGTTCTCTCTTAACGAACCAGCACCATAGGTCGTAGGAAGAAAACATCTGATTTCATCTTGCAGCGTCCCATAACTAGATCCATATCAGGGGACCGTAACAACTTGGTATCAGAGACGGGAGTTATGGGAGATCAAATCCAACANCAACTAGCACAATTGGTGAACTTGTTCCAAGAAGAACGTGCAACCAATTTAGCNAGACAGGAAGCAATAAATGCTCGCTTGGATGCACTCGCGAAGGATTTAGCGAATTCAAAGGTCGATTCTGAATCAACTGAAAATACAAGTCAGAATCGAGGTTGGAAGGGTAAAAATGGAGTGGCAGGAGGGTCAGGATCAGAAGCGGGAGGAAGTTCCATCATTCCTCGACATACAAAGTTGGATTTTCCACGATTTNNTGGCCAAGAGGACCCTTTGGGATGGCTGAACAGGTGTGAACACTTCTTTCGACACCAACAAACTCCAGAAGAAGAAAAGGTTGGACTTGCTTCTTTTCATTTGGAAGGGAATGCACAACTTTGGTTTCTTCAACTAGAGANAGATATGCCTCAACCGTCTTGGGATGAATTCAAACGTCAATGTAACCTTCGTTTTGGGCCACCAATCAGAAGTCAGAAGTTGGGAGAATTGGCTAAGTTACGCCAGATCGGGTCCGTGGCAGATTACCAAGAAAAGTTTGAGCAGTTGATTTCGCGGGCCGGTACNCTCACNCAGTCGCAAAAAATTGAACTTTATATCAGTGGTCTTGCTGATTATATAGCAATTGAGGTNGAGTTGCATAATCCTCCAGATTTGGCTACGGCGATGAGTNTATCCCGACTTTATGAACGCAAGGAACAACCCCTTCGTTCGCAATCGTTAGATGCTTGCAAATCCAAGACAACGGATTTCTCACCTCAACAACGCGCCAGATTTGTGAAGAAACTGACCAGATCTGAAATGGAGGAAAGGCGACTTAAGGGACTTTGTTTCAATTGTGATGAACCATTCACCCGAGGCCATCAGTGCAAGAAATTATTCTGGATTGACTTTATAGACGATGAGGAAGAGTTTGCTGGAAAGGAGGGAAATACTAATTCCCGCACTTGGCGCTTGAGGACAAGCGCGATTTGAAGGAGGGGAGTAATGTTATCACTCCTTAGTCATCCAATAGTTACAGCAATAGTTACTTCTTTTTAGCAGTAGTTATTTCCCTGTAGTAGTGCAGTTATTTTCCTGTAATAGTGCAGTTTTTCATTCCAGTAANGTTAGGAAGTCATGTCCTAGTTTCTAGGGGTAGTTATCTTATAAGTGTTGTATTTAAACTATCTGTTTGTCTCAGGAAATGGAAGCAGAAAAGTAATTTCAGTTTTTGAGTACTTTAAACTCAAGAGATTGCAGGTTCTCTCTTAACGAACCAGCACCATAGGTCGTAGGAAGAAAACTTCAGATTTCATCTTGCAGCGTCCCATAACTAGATCCATAACNGGGGACCATAA

>rnd-5_family-3088#LTR/Copia ( Recon Family Size = 33 Final Multiple Alignment Size = 27 )

ATCCATTTAATTGTGGATGTTTCTCTTNATCAACCTAACGTAATGTATCTATTTANTGTANTAATTAAAGATTACTAACGTATTTTGGTCAAATGTTGTAAACGGATGNTTTCTACATCCTATAAAAGGGTCTTCTTCACCCTTGTGAAATACACACTTGAAGAGATTAAAATAAGGCTCTCNACTTTATACTTTCCATCACACTTTGCCTTACTTTCTTGTTTAAGTATTCTTGCATTTTCCTCTCGTTTTACAACACGTTATCAGCACGAGTCTCTAACCAACTGAGACCTACTTAATTCGAAATTANCNNNATTCCTAAAAGTTAATCAACTTTCTTTTAGAGTCAGGTATACATTTATATGTTTATAACATCTCTAATAGGACTTGCATAAATCTTTGATCNATAATTTAATTACTGCATATATAACTTGNTTTAGGTATTATTATGATACTTTACTAGGCATAATAATCAATACGTTTCAGGTTTATATTGTTATGTTATTTATATGCTACTAACTTATAACTCTAAATTAANTACTAAGTAATATGATAGCATGCTAGTTAAAATAACTCGTAAGTATTTTCTTGTCATACATTTATGATAAGTATATTGGTGTGTCATAAAGAAGAATATTATTGTATTAAATATGACTTGAAACTCTTACAAAANTTTGGCGTTAATATCTATTGAAACTAGTAATAAATATTGTAGAACAATTAGAANATATATTAAATCTATCGTTTCAATACTTCATGAGTTTACATGTTTTTGTAACATTCCATGTTCATGCACATATAATATATTTTATAATTATATTATTCTTAATCATTTGAAACATTAATTTATCTTTTATTATAAAGAAACCAACATCATGTTATTAACTCAATT

>rnd-5_family-4971#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

ACAACTGCAATTGGACTTCTCACNGAGTGCCTATTAGNAGTCCACTTCAAGAANCCCCGAACGATCACCACNGTTTGAACTGTTGGCTGTCTTGGAAAATGTCACTCGGTATGTCAACTTCTGGTTCAACTCGGAGAAATTTAGCNCTGTGGGTTTAACNGCCACGGNAACTCCTTTTGGTGAAGCTATCTCCACTTCGTAAGATGATNTTGCGTCNCCAACGTTGGTCACNGTTCTTGTATATGTTTGAGGAGTTGNTCCGAGTCTGAATACGGAAAACGAAGGATAGTTTAGTTGCGCTTCAGGGATACTTTTCGCTTCCGAGCAATTCACCTTACGTTGTAGAANTTTACCNACCTCTCGATTGGTGTAGTTCAAACCACANAAATAAGGTACGTAGTCCTCGANTGGGGTATCGTAAACTAGTCCTGGATCATTTGCCCTCGNTGGATTGACATGTCCTGCACCAAACGCGAAGATGTTAGCAGGAAGGAGCCTTTCGTCTAGTATTGGACCGTTGGCAAGGTTTGACGTGTCAGCGGTTGTCATGATTGCTGACTTGATAGCNGCAGGAGACCAATCGGGATGTGCGCTCTTCAGCAATGCNGCTACTCCACTAAGGTGAGGGCAAGACATGGAGGTGCCCGAAATAATATTGAATGTGGATTTGGTGTTCGTGTTGTCGTCCACGGAGGTAGGCCAAGCAGCAAGGATGTTNACACCAGGACCGATAACGTCAGGTTTCAAGATTCCGGGACTAGCTGCGCTTGGTCCNCGAGAAGAAAATGCAGCAACAACCGGAGCATTTTTATCTCCGATTATTGTTCCTTGGAATGTGATCGTAGCAACAGGNTTCNTCGTTGAGTTCGTATAAGCAAGGATTCTTATTCCGTCTGCATCTGNNACATCCANTGCGGGAAGGACGTGAGCATCGGCTGATTTAGTGACACCGTATTCTGNCGNATTGACGANAATCATGCCAACACCTCCAGCATCCTTCACAGCTCGTCCTTTNTCAACTCTGGAGACGCCACCGCCTGCTAGACATAATACTATCTTNCCTCTTATAACAGGGTCACTNAGCGACCCTGGTTCGCAATAAGGGGTTTCCGATTGATCNCTTGCATTTNTTGCAGCATCAAATAGAGTGAAGAATGTTGAGTTGGAAATCTTTGGACGATAAGCAGATTCNCCTTCAAATTCCTCTCTATTTCCNAGCTTAACAGTAGCTTTNATCTTTCTATCAANNGTGCTGGCGCCTACAGTAAGAATCCACGGGGCTGCGTTTNCNACCGAGGCANTCGAAGGACCACCATTNCCTGCAGAACAACTTACAAGAATNCCTCTTTCCGTTGCACCGTACGCCCCGAGAGCAATAGGGTCATCATAGAAAGGGTTCGGAGATCCGCCAAGGGANATTGANAGAACGTCNACNCCATCATCAATAGCTGNATCCATGGCAGCTAAAATATCACTGTCAGAACAACCGCCANCGGAACCACANACCTTGTANACGGCTATNCGAGCAAGAGGGGCAACACCAACNGCAGTGCCATTAGCATNNCCATANACATTAGCACCTTTCACAAAAGCTCCNGCAGCGGTGCTTGCTGTGTGTGTACCGTGTCCATCACCATCTATCGGCGAACCATTNTCNTTTGGGAAGACCTCGCNCCAATGAGCTTGTTGTTACACTTNGTGGCGAAGTTGGACTCACANNTTCCTTTCCACTTAGCAGGCGGAGGAGGCATCCCANCGTCGCTAAACGAAGGATGGTCAGGAAGAATCCCAGTGTCTANAACTCCGACGATCACGCCTTTCCCATAGTTGGAATCCCTCCACAAGCCCATGTTCTGCTGCAANCCAAGAAAACTCGGAGTACGNGTAGTGTGCAAGGACAANATCCTCTGCGTCCGNGCAGANACAAAGCCGTGNTTTCTTCTCCATTTCCTTCACTTGTTCTGCTGATAATCTTGCNGCAAAGCCTTTCATCACATTGCGATANGAATATATCATGGTGGCGGCCTCTTCATTTCCACTCGAGCTAGTTGCGGTAGTAGTTTTAGGCAAAAAAGAANGGTACCAGCTNTCTAAATCCGTTGACGATGATTGAGTAGNAATTAGGCTTTCNGGGGATTCAACNTGGACTATATAAGTCTCGAGATCGCTCTGAATAGTAGGCCATGGGAAAGAACAAAAGATGAAAACAAGAAGGATTTTCAAGAATCCCATGGCTGCAAATGTACAAGAACTGATAATGTATTTGAT

>rnd-5_family-4120#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

GTCCCTTCGGGGACATCCGATAAAATTGGAACGATACAGAGAAGATTAGCATGGCCCCTGCGCAAGGATGACACGCACAAATCGAGAAATGGTCCAAAT

>rnd-5_family-288#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 27 )

ACAAGCAAAAGATAGAACAGGAGGAATGGAAAAGTGTATAGGAAACAATCGTCCAACTTTAGGCCCCTTCGCGATTATCGTCCCCGACACCTGATCCTGCACAAGACAACCATTACGAGAAAAATTCACATCACAATTGTTATCTACCAATTGTCCAACTGAAATAAGACTAGTTGAGAGCTTTGGTGAAACAAAAACATTCTTGAAAGTTGGAGTAATGTCCCCAACCTTGGTAATGGGTAAATTACTACCATTGGCAATCTGTATTTGTGATGGACCTTGATACTTACGAACATTTTTTAGGATGCTCGTTGAGTTGGTCATATGATTGGAAGCACCTGAATCAACAATCCAAAAATTAGATGTAACATCATTACCTTGTAATCCCAATGCTGAAAAGGCTGACACGATCATTTGTTGTACCATTTCAGGAGTAAGAACTTGTCCTGAAGATGAGTTATCATTAGTGGAACCATTTATCCCAGCTTGAAAAGCATTGATCCTACGATTTTGAGGGCGCGTGGGACACTCTTTGATAATGTGTCCTTGTTGTTTACAATAATTACAGAACTTCTTGCTACAATTGCTAGCAATATGACCATATTCCTTGCAACTGTAGCATTGAGTTCTACTCATATCCCTGCCCTTTCCTTTACCTTGAGCAGCAAATGCAACAGTGACATCATTTTCTTTCTTGAAAGCATTTTGTGTGACAAGACGTTGCTCTTCACGAAGTAATTCCCTAAAGCAAACATCCAAAGAGGGAGACGGGTCACGATTCATCAAGTTAGAGCGAACACTCTCAAAGTCGGAGCGTAATTTCATCAAAAATTGGTCTCGCTTGCTTTGCTCATGAACTGCCTGAATCACTGATAGAGATTCAGTAGGTATTTTGGCATAGACAATATCTGTAAATTCAGCCCATAAGTTCTGAAATCCAGAAAAATAATCCTGAACAGAAAGACCTCCTTGAGAGTAATTAGCAATTTCATACTCTAACTGAAAGCGTCTTGCGCTATTATCTTGGTTGTAAACCTTTTGTAAGTAATCCCACATGGCCTTAGCTGTCTTGTACGGCCTGAGATTAAGAACAATAAGAGGGTCAATTGACCCTAGAATCCATGTCATCACCCGAGCATCTTTAATCTTCCATTCACCTAGCTTTGTCGCATCAGTAGGAGCAGGATCGCTTCCATCTATATGGCCCCATAGTTCTTTGCCGGTGACAAACAACTGAAACTGAAACTCCCAAGAAGAATAATTTTTTCCAGTGAAACGAACACTGAAGGATTCAAAGTGATGTGAATTCATGCTTTTGAATAGCTATGAAAACTACAAAGACTCAAGAAAGCAACTAGAATGACCAAGAACAAAATTCCCAGGTGGTAGGACTGATTGTCGACGAACAGTCAANCAAAAACCAAAACCAAGATTTTCAAAAAAATTTTAGAAGGAACCACAGATGACTCTATGAAACAAGACAGCCGAGAGAAGGCTCTAATACC

>rnd-5_family-364#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

TTATTTTTTTAATTAAAAAAAATATTTTTTAATTATTTTTTAAAAAATATTCTTATTTTCTTTATCTTGTATTTAAATTAAGTTAATACACATTTTTTTACCTTGTATCGAAACTTTTTTTTTTACCTACATTCATTGTTTTTTCTCTTTTATTTTCTTTGTCTTTCGTTTTGATTTGATTTCAAATTTAATTCCAAATGTCTTGTATTTAAAATAAGTTAATTTCGAACGGATATCAAAATAAGTGAAGAAAATCAAATAAAACATAAAAAAATTAAAACGTTAAAATTAAAGGACACTTTTAAATTATTTTTTTTTAAAAATACACATAATTTTTTAAAAATAATTAAAAGTGAAAAGATAATAAATTAATTAGAAAAAAGTTTAAAGTGAAAAGAAATTAAAATAAATATTTTACAAAGAAAGAAATAAAAATAATTAAATATATATAAGTTTTAATATCAATAAATATGTGTACTAACTAATTATAAAGTTACCA

>rnd-5_family-286#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 27 )

AAGAAAAAACCTCAAACCGTTAAGAACCGATAACCCGATAATAAAAAAAATNTCAAAATCGTTATCGAAACCGCTAAACCAATAACCCATTATCGATAAATCAATAACTTTTTTCGATTCGAATTATCGATTTCGGTTCGATT

>rnd-5_family-1823#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

TTCCCACNAAAAATAATAATATTTTTTTCTGTTTCCCTCTCAAAGTNGGAAAATAATTTAAAACCTAATTTGCGTCTTTAAGAGTTTACTCTATAAATTGAAGCCTCCTGCCTCTCTCAGTGCGTNTATTTTTTGGCGAATTGTATCGTTTCTTCGATGTCTGATCAAAAGCCTTTGCTTAGCCTNAAGAAGACCTTCTTTTACAATTTCTTTCCATCAAAAGCTGAAGAAGAAGCTTGCAAAGTTAACAACACNCCACGGGTAGCGACTCGAGAGCTAATAGAGACAGGCCCTGCCCCGANANTCGATCCGAATAACCCATGGCAGATCAGGAAAAANATTACCAGTCANGAGGTCGCTNNAGGAACGCTGNTGATTCCATNTTTCGAGACGTTTGAGTACATTCTTCCATACTGGAANTTGGACATGGCCAAAAGTTTGGTGAACGGGAACGTGGNGCGTGTTGACNTGTGGGATGTAACAGAGGAGAATGNCACTAAGAAGTATGAAGATGNAAGTGTTTACTTTTAGGAAGCTGCGTAATGATGACTATTCTCTATCGTGCATCGAATTGNTCAACGATCGCGGATTGGGCGTTGGTGATGAAATTGGGCTATGTTGGGATCCTAGATTTCAAAGTTTATGTTCAAATTACTTTCTAAGGTT

>rnd-5_family-3105#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

GGAGTGGCAAACGAGCGAGTCGAGTCGATCGAAAACGAGTTAAACAAAAATGGATAAAGTACTCGACTCGACTCGACTCATATTTTAAATGGGTAAAAACGAGTTACCCAATGGATAATATGGATACCCATATTATAGTAGGGATCTTGTTAAAAGCTTTAAAAACAAAATCTTTTTAAAGTTTTTTTTATCACCCCACCCCCTACCAGCCCCCACCCCCTATCCCAAAAAAATGTAAAAAAAANTGTTTGTTTTTTTAAAAAAAAAAATTAATTCTTTTTTAAAGTTTTTTTTACCGCCCCGCCCCTACCACCCCCCCNCCTCTACTACGCCNCCCGCCCCATTTTTTATTTATATTTACCCCCCTTCCCTCCCCTTCCCAAAAAAAACTTTAATTTATTTTTCAAAGAATNNATTATTNNNNATTATCCCNNANCCCACCCGCTCCCNCCCTACCCCTACCACCTACCGCCTACACCCCAAAAAATATATTAATGTCACTTTTCTTTCTTTTATGAATGAACATCTTTTACCCATTTTATCCATTTAACTACCCACTTTTAAATGGGTAATATGAGTATTANTCATTTTTTACCCATTTTAAATGAGTTGGATACCCAACCCATTTAAAATGGGTAAATATGAGTGGATACCCATATTAATTACTCATTCTGCCACCCCTAATGGCATGTATGGACCTTGTATATCTCATAAATTTTGATTTTGGTAGTTATGAAA

>rnd-5_family-2327#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

CTCGTAGACGAGCAAAGATAGTAAGTCGAGCCTCACGCCATCACTCCGCCATCTTCATACTCGTCTCATCGAATCATTGACTCTGATATCAGTTGTTGGGCTAAANTAATTCAAAAATACTCTTAACATGATGTGATATTATCTACTTTGAGTCAAGCTCGTACGATTTTTCCCAAAAGGTCTCACACCATTAAGAGTATCCTACACCTTATATGTAGCTTCNTTTTCTTTTTCGACTATCGATGTGAGACTTTGTTCGCACACCCAACAATCTCTCCCTTAAACTAAGTTCCGCGTGACCCATCACNACGACTNATGGGTTAACTTCGGAGATTNACGTGTCCCCGAGTATTTATGGCCGTCGAAGTCCGTNGGCTTCTTTNTTGNGTGTGTGTCTCCAACTTATGGGTAAAGGTCGTGCACCTCCAATNGACGACGGNCGAAAGTTATAANTAAAGGTAGTAAACCGNCCTATAGACGATCAAAGGTAGTAAGTCGAGTCCACGGCTATTTCACTCCGCCATTTTCATACTCGTCTCATCGAATCATTGACTCTGATANTAGTTATTGGGCTAAATAATTCAAAAGATACTATTAACATGGTGTGATTCTAATATTGTCTGTTTACTAA

>rnd-5_family-381#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

GACCCGTTTGGTAGGCGGTATTAATTAGAATAGTCCATGGATTAAAATTTAGTCCATCTAATACATTGTTTGGTTACTTTATTTAACTTAATCCATGGATTAGTTATACACCATACGTGGTCTTATTTTATCCCTAGAAAATGGAGGGATAACTAATCCAAGGTTTAACAATCCTTGGATAAGACCCCTAAATGACTAAACTATCCCCCTATTCCTTTTCCTAAATTTCTTTCGTAATTTAATTTCCTTTTTATTTATATTGGAATGGTTATAAATGTTCTTTTTAATTCTCCAAATTCGTTTAGTGTAATTTGATGATTTCACAAATAATATTTTTTTCTCCATGTTTGATTTGNTATATTGGGTTGATTTTTTTTCGGNTTTTTTTTAAATGTAGTTCGTCGATTGACCACTTGAACTATTTGTTTTTTTTTTAAAAATAAGCTTTAGGTATTTGAACAATTTAAGTAGCCTTAAATCTATGTTAAGTTTAAGATATATTTGACCAACAAAAAATTAGAAATACACCGTGCCATCAAGGATCTCCGTAGTGGCACATCACACCTCAAAATTAATAATAATTTTTTTTATATTTTAGTATTTAACTTGACTAGTTAAATGAAATAG

>rnd-5_family-363#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

ATGAGTAAATAGTACTCTACTTAAGAATTCAACATGGAGAAAATATTTTAGTCTTTTTTTTAGATGAAAAATGTTGAAAATGCTTCATTTAGTTTTATTGTATCATAAAAGTAAAAAAAATAAATCCTATAACTTTTCAATATAAAATAAATTTATGTAATAACAAGGGGAAAATATTTTTAATTTCAAAGTAAATGAATATTTGCATTTTAGGACTAAAACATGCTTAATGCACTTTAAGCAATGTCAATACTAATACATGATTTGCTTATTTTACACTATTATTTATTATCCAATATAAAATTAAACAAATAAAAAAATATAATTATAATTAACAAAAGAAATGTACATTTAAAATATATATTTTTGGAGGGCCAAAGACTTCACCTTTTCAATTATAGAGAAGAATAATTAGTTCTATAGAAGAACATAAAAAGGAAGAGAAGTTACAATATTTTTAGTGATATCATGAATTTTGAGTGAATAAAAGTTAGAAGCTTAACCCATTTGGCTAATCC

>rnd-5_family-956#DNA/En-Spm ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

GGAGAGTAGTTTAGACAGGATGGAGGAAAATATTCTTGTTATTACTACTAAGTTGGAGAAGATATTTCCATGTGGTTTCTTTGATGTGATGGAGCATCTTCCAATTCACCTTGTACAAGAGGCCCGCCTCGGAGGTCCGGTTCAAACAAGATGGATGTATCCATTTGAGAGGTATCCATTTGAAATATTCACTAAGTTATATATATTCACCAAGTCTTTTATTAAAACATATATATACATATATACATGCAGAAAAATTGGCAGTTCCAAGCAAACGATTAAGCAAAGGGGAAAGATCGAAGGATCACAAACGATTAAGCAAAGGGGAAAGATCGAAGGATCAGTTGTTCAAGGTCATATTGGGAGAGAAACTGGTGATTTTTATTCTTATTACTTTGGTGATGATGTGTCATGTAGGAGAAACAGGCCCAATCGCAATGATGAAGGCGATATTGATCCTTTATTTCCACCGATATCAATTTTTAATCAAAATGGTCGAGGATCTAAAAAGCGTGGAAAGCGAGGCTTCACTAATATGGAAATGCAATCAGCTGTGACACATATTTTGCTTAATTGTCCAGAGATTCAACCATATCTCAAGTAAGTGTTAAAAATATGTTATCAAATTACATACTAATAAGTGTTCATTAACTAACGAAATACTTGAATGTAAAATGATCAGCTTGTTCGTAAACACATGGGGTAATGAAGCCATCTATACAGAATTTTCCAAATGGCTAAGGAACTATGTAAGTGTGCAATCACTAAGTATTTAATAATATATTCATGTTATACTAAATTATATTACTTGAAATAACAATCACGTAGGTTTACGATGAATACTCAAGTGTCCAACATTTGCAATTAGTGAAAGAAGTAGCACTTGGACCTGAATCTCAAGTACTGACAATGAATAAGTATTGTGTCAATGGTTTTAAGTTTCAAACTGAAGAAGTTTCTAGGAACAAGAAAA

>rnd-5_family-1037#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

TTTATTTCNAGTATCAAACCTAACTAGAAAAAAAAAATATTGAAAGAATTATGCGGGGCGGGTTCATGCGGGGCGGGTTTATGCGGGGCGGGTGGGGCGGGTTGAAAATGAAAAAAAAANGTTATGCGGGGCGGGTTAAAANTTTTGCGGGTTAAGCTCAACCCGCCCCGCCCCGCCCCATTGCC

>rnd-5_family-1163#Unknown ( Recon Family Size = 38 Final Multiple Alignment Size = 26 )

TTTACGGACCCCGTCTACGGGTCGTAAATCGAACTACGANCCGTAGTTTGGNCTCGTAGAACGAACTTCAGAAACTCGATATTTAGGCCTGACTTCCACGGACGNAATCTACGGNCCGTAGATCAANCCACGGACCGTAGATGGCCCTCGTGGAACGTTGCCGACAGTTTTTCNTTCAGGGTTGTTTTGGTCTCTTTTCACTCTTTTAACTCCTANACTACGTCGTTTTGGCCTATTCTAAGTGGGATTAAGGGAANTTAGTCGACTNAAACCTCCCCATTCACGCCNAACACTCAGAATTATTAGAATCAGTGCGTCTTAACTCCTCTCAAGCAAGAACTAGGNTTCTTCATCTTCAAGCTTCAGTTCAAANGAATTAAGTTAGTGTCTTTNTTTCAGGTATGTGAGATTTCATCAATGAATATCTCTTCACTCATTGAGTTCCAANNAAANCCTAGTTTTTTCAGATAATGATTTCTATAGAAGTTAGAGTTCTTATGAAAGCATGANTTTCACTATATTTTCCGTTCTTCTTCATGAATAGTTCGATTACGTGTTTTCACCTANAATTCAGTACTTCTAAATAGTATTTTCATGAACCCTCAGAATATAGATATTTTCATGNCTCAAAACTATGTTGTTTTAGATTGCATGTCTCAGATTATCAGTTTTCATGATTNGAGATGCTTTCAGATAAAGTATCTNTCAGTTATTATCGGTTTATCAGTATTCACGAGCTATTCAGTATTATCAATNTTATCAGTATNATTCAGTATTATAGTATTATTAG

>rnd-5_family-3815#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

ACTCCCTCCATCCCATTTTATGTGACGGTATTTGANTGGACACGGAGTTTAAGATGTTAATTTGACTTGTATATTATATTAGTGATAGTGGAAGAAAATATTAAAGTAATGGTTGAAAAGTTAGTTTGATAGAGAAAACATCACGTCAAAGTTTAAAACTTGAACAGTTTAATGAATTTGAATTCTTGAAAGTTGTGAAAGTTGTNTAGAAATGGAATGGTGTCAAACATTTCGGGACGTTCCAAAATGGGAAGAGTGTCATATAAATTGGGACGNAGGGAGT

>rnd-5_family-3274#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

TTTTTTGATAACCGAGAAATCCCCGAGGGCCAGTGGCGCACGGTTCGAAACTCGGCGGATAATGGGCCNTCTCCTTAAATACCAGGCTTTTGTCTGCGGCAGGGTTCGAACCCGTGACGTGCGCCTAACCCACACATCACGCGCTGCGCTCTTACCACTAGACCAAAGCCTAG

>rnd-5_family-2003#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 26 )

ACTTTCAAAGGTAAATGGAGGCCTATAGGANCTAATACAGAGAAGGGGAACGTGGCCACAACNTAAAGGAGCACGCGCCGGATGAAACAAGGAAAAGAATCGGCCCAGCGACCCCTGGCGCACTGCTGGCGCGNGGCGCCAGGCCCCGAANTNCTGGGGCCGAGCTTGGGCGCACTGCTGGCGCGCCGCCCCAGGCCTCGAAGTACTGGGGCCGGNCTTGGGCGTACTGCTGGCGCGCCGCCCCGGCCCTTCCCCAGCATCCCCGACGAATTTTCAAGTNAAATTAGGACCCCAAATTAGTTTAGAATTGGGAAATTTCTCCTAAACTCTTCTTGTTTCTCAAACCCAAAATNAATACATGAGAACTTTCATACAATTCCTTTTGAAAACATAACTTTACTAAATCAATAGGGTTCATGTGATACTAAGC

>rnd-5_family-5338#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 26 )

AATATTTGGAGATTATTTCAAATAAGTGTTTGTTTACAANTTGACNCATTATTTCGACTTCAAACTTGAAATATAGAATTTGAAGTTTGAAAAACAGGTTTGAGGAGTTTTTCAAGCGAAATAATGGTTTCACTCACGAAACTTCAACTTTTCATGTCCAAACACAACTTCAACTTCCAAATACTCTTTTTCAACTTCAAANTCANNTTNTCTTTTTTCAAACTTCAACCAAATCATGTCCAAACGCCTACC

>rnd-5_family-4053#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

CTTCTCTAAAAGAGTAATATCTCAAAATAGATAGCCACATAATGTCATAGATTAGATCTCATATACGAGCTACTACGTACTATTACAAATATTTTTTCACTTTATTTGAATTTTTGAAGTTGGAGTTGTGTTTGGTTATAATTTTTGCAAATAATATTTGGTTGTTTGAATGTACTTTCCTAAAAAACATGAAATATAATTTAAATANGGTTATTTTTATAAAAATAAAAAATTNGGGTAAAATTTGAAAAGAAAAATATAGTAAAAAAAAGTGAAAACAAGGTTTTGGGTGTTTTTCAAATTTCAAATACAACTTCAAGTTATATTTGAAATTTTCATGGCCAAACGCTAATTTTCAAATAAAGTGAAATAAATCCGAAAAAAAGTGAAAAATTCTCATGGCCAAACGGGTCCCAAAGTC

>rnd-5_family-2867#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 25 )

ATAGCTTATTCTAGTCGAAGAAAGAGCTTTACAAGCTACTANTCCATCCAAAGGCGTTGGCATTCGGAGACGACAAGAAGTTCAAGAACGAA

>rnd-5_family-53#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

TCAAATTGAGGAGGAGATAAAATAATATACAAGTATAATAAAC

>rnd-5_family-3818#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

TATTAATTCCAACTAATATTTGTTACTACCTCCTCCGAAAAAGTTTGAGTTCTAATTTGAGTGATAAAATTGAGAAAAAAGAACAATTTGTGTTTAATGGGTTATAATTATAACTGAATCAGTGACAAGTTTGAGTATGCGATTAATGTATTGTCTTGCCTATATTGTTATTTTGTTGTTGTTGATTGTTATCAATTATGTTATAAGGTTATTTTTTAACGGAACATATTCATT

>rnd-5_family-63#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

GTTTCAGTTTAGATTGGGTTCATGGGTTAGTCTGTGGCTTGATAATCACTCCTGATTTGTAGATCTNCCAAAGTTTGATTCGAAAGTTCAGTTCTTAGTAGTTGATCTTGATGGAATGGTCTTAAGGAGGAGCTCACTTGGAGAGATGAACACCGACTGGNAGGTCATANCTCAGGCTTTTGGTAACGTCGGTTATT

>rnd-5_family-2895#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 25 )

CTGCTCCTATGTTGAATGCAACAGATGAGGTTGTTTCTTCTAACTCAAGCATGTGTAGGACAGCGGACAAATCCAAAGAGTTTACTGATACGACCTCATATTCTGAGTCGGAATTCGAATCTTCAACTGATGCTCTTCGAAAGAATCGGAAGAAGATTCTTGAAGAGTCTGAGTTTCTGAAGTTTATTGTTGATTCGATAAAAAATGTCGATGATCATAATAAACTCACTCCTCCTGAAGAGAAGGAACATGTTTCTGTCAAAGAAACACTTCCTTTAATATTCCGATTTGAAGACGAGGAACCTCTTCCCCCGGAGAAAGAAGAATGGGAAAAGGAAATTGAAGATCTTTTTGCTGAAATGGACATGTGTATCTTGGAATCACATATTGGCTTTACGAATCCATCGGTTTCGCCGATGCAGAGTGGACAACTAAGTGACTGTCAGATGGGGAACCACCGTCTTGTTCTAGATGAACAAATTGGACTCATCTGTTCAGTTTGTTCATATGTCCATTTGGAGATCAAGTACATCTTCCCTNATTTTGTAAGTATACGAGTTTTGTCCTATCAAGCACTTTTCTTTTCAAATATTTTGTAAACTCTGCTCTCCAATTTATTTTTGGTTCACTCTTAAATTCTTGAACTTATGTGTCATCTGCAGGCTCAGAGAACTCGAGGGAGGTACGGAAGAAAATATTTTGGAGAGTCGCCATCACTCTTGGATGTTGACGGCTTCAGAGTTTCTGATTCTTATGGAGAAGGAACCGTGTGGGATTTAGTTCCCCAAATTGCCAAAGCGACAATGTATCCTCATCAACGTGGAGGATTTGAGTTCATGTGGAANAACATTGCTGGAGATATAACTCTTGAGAGGCTGAGAGAGCCCCTATCTGNNAGTAAGGGAGGATGCATTATCTCACACCCACCTGGNACCGGAAAAACCCGACTCACCATAGTGTTTCTTCAGTCATTTCTGAAGNTGTTCCCANAGTGTCGGCCTGTAATCATAGCTCCATCCAATTTGCTTCTTAACTGGGAAGCCGAGTTCCAGAAATGGGAGGTGGACATTCCCTTCCACAACTTGAACAACAAAGACTTCTCTTTAAAGGAAGATGAAGGTACTGTTGGTGTCTTCCACCGTTTATCCCGTGCTGCGAAAAAAAATCCACACCTTATACGCATGGTGAAGCTGAAATCCTGGGCNAAAAGTAAGAGTGTTTTGGGAATCAGCTATGACTTGTTCAGGATTCTCACGGGAGAAGATGGAGANGGTTATGCCAAAGAGACTAGAGAAATACTTCTAAAATTTCCTGGTCTTCTGGTCCTTGAAGAAGGGCACACTGCTCGGAATGAGCAAAGTCTTGTGTGGAAAGCTTTGAGAAAGGTTGAAACAGAGAAGCGCATACTTTTGTCTGGAACTCCGTTCCAGAATAACATCAAAGAGCTGTACAACACTCTCTGCGTAGTTAGTCCAAAGTTTGCTGCGGATTCGGAGCAGAAATGGGCTTCTCTTAGCAGTTCCATTGACAAGAATGCCCGAGCGTTGGAAGAGCTTAGGGATATTATTTCACCNCTTGTCCATAAATTCAC

>rnd-5_family-1905#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 25 )

TGGACTTAGCCAAATAAAACTAAGGCAAAGTCCAAGGGAGCGTTTAAGGTCCTTGAAGTGGTCCACTAGCCTTGGACCCTCCCTTGGACTTTGCCTTTGGCTTTTTAAAGCTAAGGCATATCCATGGGAGTATTCAAAAGGCCTATTTATACCATATATATATTTATTTAAAAATAATATAGACTATACCCATTTAATTTAGACTAAAAAGTAATATTTACGAAANTACCCCTTTTTAGCCTACGTTGGACTTACCAAATAAAACTAAGGCAAAGTCCAAGGGAGCTTCTAAGGGCCTTGGAATGGTCCACCATCCGTAAACCCTCCCTTGGACTTGCCTTNAGCTTTTTAAAGCTAAGGCATAAGTCCACGAGGGAGTACACGGCAGTGGGCCCCCACTTGCACGCGTGCACTGCCTAGTGTACTAAGGCAGCCCCCACGCGCGGTGGTCCTCCACNCGCCGTGGACCCTCGCGTGGACTGCCTTAAAAAAAGCTAAGGCATTGGTCCACGGGAGGCTCCAAGGGCGGTGGANGGCTTCACGNCCCGTGAACCCTCGCGTGAACTGCCTCTTTGCCGAAAATGGCTAAGGCAAAGTTCACGAGGGNCTTCAAGGGCGGTGGAGCGCTTCACGNCCCTTGAACCCTCACGTGAACTTGCCTCCNTGCCANANACGGCTAAGGCATTGTTCACGAGGGCTTCCAAGGACGGTGAAGGNCTTCACGTNCCTTGAAGCCTCNCTTGAACAATGCCTTTTGCCCACACGGCTAAGGCAAAGTTCAAGGGNGCTTCTAAGGGCAGTGANGCCTTTCGCCTTCCTTGAACCCTCGCTTGAACTTATACTTNGTCAA

>rnd-5_family-1106#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

TCGTTTGGTTCGCGGACTAAGTTATTTCGAGATTATAATTNTGAGATTATAATTCTTGGACTAATTTATTTCACTCGGAGATGGAATAAAATAATATCAAGTTGGATGGGATAAGGTGGGATATCTCAGGATTAAGTTCGAGATTAAATTTATATTTTGTTTGGTTGANAGTATAAGATAAATTTATACCTTCAACCAAACANAATATAAATTTAATCTCAAACTTAATTNTGGATATCCCATCTTATCCCATCCAACTTGATATTATTTTATTCCACCTCTCAGATGGGATAAATTAGTCCAAAGATTATAATTCCAGAANTATAATCCCGAGATAACTTTGTCCGCGAACCAAA

>rnd-5_family-5052#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

AAGGAAATTATTATACTGTTGGTATTTCTTGTATTCTACTGATTGAGAGAAACAGATCATGGAAGTAGAAGATTAATGCATTACTTCTCCAGAATTCGGTGCTTTGTTTAGCAAGGTCGAAGTGAGAATGTACTAGAAGAATTGGTGGTATTCCGGTTAAAGATTACACCAGGTAACCTTCTTATTATTTATCTAAGGAGGAAAATAGTTTCTAAAAGTTAACAGTTTTGATATTTATCATGTGTGTCTTTGGAAAAAGATCTGCAAACCATATGATTTTTGAATGAATTTTCCTTGGCAAATAGTGTTGCCTTTAAAATTCTTTAGTTTGCAGAATGAGAGATGCACATTTTTGTTTGATAAATA

>rnd-5_family-2852#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

TTTTCACTAAGGGGGTTCGAAAAATAAAAATGTAGTGTCTAAGATTTGAACTTGAAACCTCAAGGTGAATTTTGAACTCCCTAAACCACTGAGTCAACCTCTAATCTTGTGTTTAGGAGATTCAAAATCTATATATAAACATAAAATATTTAAAAATAACCTTATNTATATATAATATTATTTTTTATCGAGGGAATTCAGATGAACACCCTTCTNCTATATCCCTTGAT

>rnd-5_family-2326#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

AATATAGCGTTTACCGGTCACTTTTTGGTCTTGTATTTGAAAAATAGTCATTGTCATGGAGTTTCAAATTTCACAGGTGAAACTTCATGATAATGTCNTGAAGTTTCACCTGTGAAATTTGAAACTCCATGACAATGACTATTTTTCAATTACAAGGGCTGAAAAGTGGCTATTTGTGAAT

>rnd-5_family-6042#DNA/hAT-Tip100 ( Recon Family Size = 27 Final Multiple Alignment Size = 24 )

GGATAATTTTTTTTATGTTCTCGCTAATATTTTGAATGTTATTGGAGCTTCTTTTAAGCGTAGAGATTNACTTCGAGANCATCAAGAAGANAAGTTGGAAGAGTTGCTTAAATNTGGATGAAGTTCAACAGGGCAAGGCTTGAATCAAGAACGTGGNCTTCAACGACCGGGTGATACTCGTTGGGGATCTCATTTTAAAACCTTGGACAATTTTATCGTTATNTTTTCNTCTATTGTTNATGTGCTTGANGCTATGAAACGTGATTGTCCATATCATNTTGATAGANCTANGGCGGAAAATCTTTTGAGCAAGATTCACGAATTTGAATTTGTCTTCATGTTGCACTTGATGTTNAAGGTGTTGGCGATCACAAATGAGCTGAATAAAGTTTTACAAAAGAAAGATCAAGATATTGTNAATGCCATGGNATTGCTTGACGTNGCAAAGAAAAGATTGCAAATNATGAGAGAGGATGAATGGGANTCTCTNATGGATGAGGTTANCTTATTTTGTGNCAAACATGAAATTTCGATNCCCAAAATGGATGAGGACTACTTTAATGGGAAGTCGAAGCGTAAGAGGTCCGATATTTCATATTCGCATCACTTTCGTGTGGAAGTATTTTATGCCGTCATTGATTTGCAACTTCAAGAGCTCAATAATCGTTTTGATGTGGTGACTAGTGACTTGCTCCTCGGNATGGCTAGCTTGAATCCGGTTGATTCNTTTNCTAATTTTGACAAGGANAAGATAATGAGANTAGCCGAGTNNTATCCAAGTGAGTTTGGTGATAAAGAGCTTCGGGANCTCAGCTNTCAACTCGATGATTTCATTGTCNATGCTCGNAAGTGTGATAGCAAGTTTCTCGACTTGAAGGGAATCCGTGATCTTGCAAAAGCGATGGTAGAGACAAAAC

>rnd-5_family-3906#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

CGGCTGACCGTTGCGTGCAGGCCGAGATGGAGGGAGATGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGGCAGGCCACGCCCGATGACGGCCGAGCGNTGTGCGCAGGCCACGGCAGATGCGGGCAGTCCACGACCGACGTCGGCNGAACGANGCGCGCAGGCCACGGCCGATGCGGGCGGTCCACGGCCGATGTCGCCTGGCCGATGACGCATGTCGTCGGCCGACGTCGCTTGCCCGTAGCGCACANGCCGCCTCAGATGCGCGCAGGCCTTGGCCGATGCCGCCTGCCGTCGGCCGACGTCGATGTCGCCCGGCCGATGCGCGCAGGCCACGNCCGATGCGTGCAGGCCTTGGCCGATGCCGCCTGCCGTTGGCCGACGTCGCTTGCCCGATGCGCACACGCCACGTCCGATGCGTGCAGGCCTTGGCTGATGCCGCCTGCCGTTGGCCGACGTCGCTCGCCCGATGCGCGCATGCCACGTCCGATGCGCGCAGGCCTCGGCCGATGCCGCCTGCCGTTGGCCGACGTCGCTCGCCCGATGCGCACACGCCANGTCCGATGCGCGCAGGCCTCGGCCGATGTNGCCTGNCGTCGGCCGACGTCGCCTGGCCGATGCGCGTAGGCCACGACCGATGTCGCCCGGCCGATGCGCGCACGCCACGGCCGATGCGCGCAGGCCTCGGCCGATGTCGCCTGGCNGATGCGCGCAGGCCTTGGCCGATGTCGCCTGCCGTCGGCCGATGCGNGCAGGCCACGGCCGATGNCGCCCAGCCGATGCGCGCACGCCACGGCCGATGCGTGCAGGCCTTGGCCGATNCCGCATGCCGTTGGCCGACGTCGCTTGCCNGATGCGCACATGCCACGTCCGATGCGTGCAGGCCTTGGATGATGCCGCCTGTCGTTTGNTCGGCGTCGCCTGGTCGATGCGCGCAGGCCACGACCGATNTCGCCCAACCGATGCGCACACGCCACGATTGATGCGTGCAGGCCTTGGCCGATGTCGNATGCCGTNGGCCGATGTGCGTAGGCCACGGACGATGTCGCCTAGCCGATGCGCGCATGCCACGACTGATGCGTGCAGGCCTTGGCTTATGCTGCATGCGGTTGGACGACGTCGTTTGCCAATACGCACATGCCACGGTTGATGTGTGCAAGATTTGGCCGATGTGCGCAGGCCAAGGATTATGTCGCCCAGCCGATGCACACACGCCACGGCTGATGCTGCATGCCGTTGGCCGACGTCCTTTGCTAGATGCGAACATGTCACATCAGATGCGTTCATGCCTTCGCTGATGCCGCATGACGTTGGCCGACGCGACCTGCCCGATGCCCACATACCACGTCTGATGCGTGGCCCACTTGGAGTTCTTGATTCCGTTGCGCGGATTCTGACTTAGAGTAGTTGGCATCATTT

>rnd-5_family-5229#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 24 )

AGGGCTGGGCATAAAATATCGAAAATCGAATTATCGAATCGAATCGAAATTTTTGGTNATTTGGTATTCGGTAATTCGGTATTCGGTATGGTATTCGGGAGTAAAATTTTAGAATTATGGTATTCGGGTTTGGGTTTGGTATGAGACATTAGTACCATTTGGTATTCGGTATTTCCCGAATACCGAATTATTTACTTAATGAAGGTCATATATCAACATGTCCATTACTCATTAGTACAAGTCCAAAGAGAAAGTTAAAGAATAAGCATAAACAATCCAAATACATGTCTTTTAGTTGTATCAATTTGTTTTTCTTGATGTCTTCTTACTTGTTGATCTTCTATTATATCGTGCCTCCACATAAAAAAATAGAAATGATTGGAGAAATAGTATTAACTTTGTAATACAATCGGCTATAACTTCAATACGGTATTACCGAATACCGTACCAAATCGAAGTTTAATTTACCGATTACCGAATTACCAAATCGAAATTTAAAATTTTGGTATTTGATATCTACTTTTAACTACCAATTACCGAATTACCGAACCCGAACCGAATACCGAACGCCCACCCCTAC

>rnd-5_family-356#LTR/Copia ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

AGACTTTACGCACCCACTTAGTACTACTCAAGCNTTTCTTTCGGTAGAGATAAAGATATTAATTCAAAGAATGCATTGTACATGTACCTTATGTTAGAAGGAATTATTTTCAGTTTCTAACTAGATAAGAGATGGATACTTAATATNTTTNCTTGTAACTCTCCTATCATTGAGTTTGATGAATATTTTATCTCTTGTGGTATATTGATGCGTGATTTTTTATTAGTATTATCTCTCATGAATTGAATTATATTAATCTATCTCATAAGGGAAAATATCTTTTAAATTGAATGAAACTTATTTGTACACTAGCGTCTANGTCATTTATTCTGGATAGAACTTCGAGGTTGGTTAATGGATGGACATAACGGTTCATTGAAAGTGAAGTCACTACCAACATGTGAGTCNTGTTTAGAAGGAAAAATGACTAAGAGACCTTTCCTCTTAAAAAGGAAANAGAGGTAGTGATAAGTTAGAATTAATCTATTCTGATTTGTGTGGTAAATGAGCATTCGGGCAAGAGGTGAATTTGAGTATTCTGAGATTTTCAAGAAGGTTACTCATGATATGAATATATTTTTTTGATGTTTTGTAAGTCTGAATGTCTTGATAAACTCAAAATATTTAAGACACATGAAAATAGCATCATGAAAAATATATAAAGTCACTGCAATCTGATTGTAGTGACGTAAACCTCTCTGCAGAGCTCATGAGTCACTTATCTTATAGAATAATTGCATTTCAATTGTCTACACCAGACACTCTATAATAGATTGGTGTAGAAGAGAAAAGAAGTAGACTCTTATGAAGATGATAAGATTAATTATTGACTTATTATTAGTTGTTTTGTTTCTTTTGGGATAGGTTCTAATAACTACATATCACATTCTGAATTCAATTTCTTTCAAATCAGTACCTTGAACAACTATAGAACTAGTTGGATTTGACGTAAGTCTAATCTGTGACATGTTCAGATATAGGATTGTCCAGCACATGTGCTGAGTGGGAGAATAAGAAAATTGGAATCAAGAACGGAATGTGTGTGTTAATTGGATATCC

>rnd-5_family-1910#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 24 )

TCTCAAATTATCTGTCGTATTTCTCTTTTACACGTTTCTTAAGAAAATATTAATTAAGAAGAGTTTTGACTATTTTACCCTCATTTATGTCTTAAGATATAATCTCTNTTCATTAAATATTTACTCTATTGAGGTGTTTGTAGTCTTCAAGAACAATTACTATTAAGGATAAAATGAAAAATAAAATCAATTTTGTCTTGAACTTCTAAAATGACAAATAATTTGAGATAACTATTTTTAGAAATCACGANAGATAATTTGAGAAGG

>rnd-5_family-1587#Unknown ( Recon Family Size = 36 Final Multiple Alignment Size = 24 )

AGTAAATGTAGNAAAATCCCCAAACCGCCCATTATCGTCCAAGAACGTTTTGGAGAAGANAAAGGGCGACCTAGGGCGAATTTCANCGGTTTTTCATCAGGAATCTTCGTAAAGGTGAGCAATCCGATCTCCTACTTTTGTAGTTCGATTCCTAGGCCTTAGAGAATGTANTTGTGGCCCTAGGGGANGGTTTGAATTCATTCTAAGGTGGGGAAAATCCGGGTTTATGAGGATTTTAGGGTGTAAGACCTTGGGCTAATCTTAAGAATGTTTATTCTTGATTTATTTACCGTAATTCACTAATGTAACCATGAAATTTGTAGTTCTAGG

>rnd-5_family-156#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 24 )

GTAACACCTCGGAAGTTGGAAAGTCGAGTTGGAAAGGAAAAGTGCAGAAAATTTGTTGGTGCACGTTCGTACGAGNCCNACCTACGGACCGTAGGAGGTCTTACGGTCCGTAGGAGGGCTGTCGTGGAAA

>rnd-5_family-1870#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

TATGGACTGATTTGGTATTCACGTGATTTTATTTTGGTCTTGTTCCAGTGAAGAAAGATAGTAAGAATTAATGCTCCTACTTGTTTAATTTGTTTTCGTCATTTAATTGTCTCTTAATTTTAAGTCTACAATAGGTAGTGTAGCACTAAATTATCAATTGATTCTATGGTGCTCTACAATTCATTTCTCTTGTTGCGTTGTTCTTTTTCTATCTTGGGCAGTAAGATCATGATAATGACTTCATGGATGATGTGTTGTTTTATTTNTCGNTAANAGTTTGTATNTCAANTTATAGACGCTAATCCNCTTCTTTGTTTTTATTTTCTTTTCTTTTTGGGTTACATGTGACACCAATCCGAGTTCNCTTTGGACTCCTCCCTTGCATATCCTTGAGTCGTTTCGAGTCATCCTCATCTTATTCAGTTGCAGTGAAAGGGCAGCTGAAACAGGTCCNCGGAAAGTCGAAAATGGGCTGTATACATGTTGTATACAGCGGTATACGCTGATATNCAGGCCCGAAACGCAAAAACANAGGGCTGAGGCGAAATACATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCTGTGTTGTTTTGTTTCTAACAAATCTCATTTTATCAACTCTTGTATTTTCATTTATAATCTTTAGTCATTTTTTTATTTATTTAGTTTAAAATAGTTTTCATATTTTNATAAACCAAAAAATGACTCAAATAAAAACCAACTAATTTAGTTTCGTTAAAATTCTAATTACTTGTCTCTAATTCAAATGTTTCAATTAAGGTCCCATTTTTCTTAAAAAATAAAAATCGCTCTTTGTTTAACTATTTTCTCAAAGTTAATCNAATAATGTAAATTANTATTACTTAAATACTTACTTAGTCATTTTCTCAAGAAGGTTAGTCAAAACTTTAATTTAAAATGGTTTTCATGCTTTAATTATCAANTTGGTTTAAGTTATTATTTTAAAAATGAATCAAATAAATTCTAATTAATCTAGTTTTATTAAAATTCTAATCACTTGTATTTCGAGTCAAATGTTTCATTTTGGGTCCCTTTCTCTAAAAAAAATAAAATAATATAAAATGTGTCATTTATTTAATTATTTTCTCAAAATTAATCAAATATTATA

>rnd-5_family-3826#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 24 )

CGAAAGGAGAAGAAAATATAGGCNCTGCTGGTTTAGGAGTGACTTTGGAATAGGACCTTGCAGCTGATTTTGTTTTAGAGAAACTTNAATCCAATGTTTTGGACTTGAACTCCTGAATNTTTCCACTGAAATGGTTATCACTCAAGTCTAAATCATCTAGTGAAGGGAGGGAGAATATCCATGATGGTATAGTCCCATTCAAGTGGTTTGATGACAAGCAGAGCGATTGTAGGTTTTGCATNCCGCTTACATTAGAAGGAATTGGACCNGTTAGGGAATTGGATGAAAAATCTAANCATTCAAGTTGCGTCCAGCTTCTGTTAAAGGATAAGAACTCAAGTTGGCCATCAAAGTTGTTATTTCCAAGTGATAACNACCTGAGCTTTCCAAATCTAAAGAAATCGGAAATTGGTCCTTCAAGATGGTTATNACCAAGGTCCAAACCCTCTATGTTGGTGAGATTCCATAGAGGTTTAGGAATAGGCCCTGAGAGATTACAAGAANACAANTCCAATGTACGCANTGAAGTTAGATGGCCAAATGATTCAGGTATCCTACCAGTAANATTCACNCCATNGAGATCTAACTTCACGAGTGATGCACTGCTATTCCATTTGGTTGTGGGAAACCTAACGGTGAGCTGGGGATTGTNTGATAAATCAAGAGATTCCAAGTTGGAAAGGTGGAAAACTCTTTCGGGCAATATCCCGTATAACTGTGTGAATGGAAGCCGTAGAGTAGTTAAATAAGAAGAGAAATTCAGAGGAATGGTGGAAGAGATGTTCACAGAGTTAAGGTCGAGCTCTCTTAATTGGGTCAAGTTCTTAAGGAGCAGTTCAAAATTGTGAGGTCCGAATCTAAGCTCATATGGATCACTCTNGATACGAAGAACNTGTAATTTAGAAAGACGAGAGATTTCTGCTGGGATTAGACCTGNAAAACTTGAATCCGACAAATCAAGATGCGTCAAGCTAGAAAACTCACCAAATTTAGGCGAAATGTGCGATCCAGAGAAATTATTATAAGACAAATCAAGCCTTTTGAGATTGGAGAGTTGAAAGAGGCTACTGTTGGAATGAAACTTGCCTTGAAGTTCGCTGCAAGTGAGGTTAAGCTCAATCACTTNTCCCGTCGTCTCGTCACAATAAACTCCATCCCATGAGCAACAATCTGTGCTCTTGTTCCATGAAAGCGTTTTCGGATATGACTGAATCGATTGGCCTGTTATGTCGAAACAATAATCAGAAGCATCAGGATTTATNGTAAACATGTGCTTGAATTGTAGAAGAGCAAGAGCTTGATCTTTGGGGCACAAATGAGGTAAGGATGAGGAGAAAGCAAGTTGGCAGAGAAAGGGAAATAGCATAAAAAATACAAGGTTTACGTAACCCATTTCTGCACTAAAATGTTC

>rnd-5_family-5162#Unknown ( Recon Family Size = 35 Final Multiple Alignment Size = 24 )

TATATATTAGAAGAGTCTAGGATTTACTACCATTGTTCCAATAAAATCACTACNAATGTCCAATACTTACTATATAAAATATATAAGTGGGCCCCACCACCTTC

>rnd-5_family-2430#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

CATTTTAATTTATTATTGGCATTTCTAATTCTCCCTGTTTCACGACCAAAAGAAAGCCGTCGCCGCCGTCGTCGCCATTTTTGCCGGCGAAATCACATATACTTTCTCCCTCACCCGTCTTCATCTCCGCCGCACACCATCACCATTTTCCTTTCCTCCTCCAACCTCCACAAAANCAACAACCTAAGCCGCCGCACCACCAGATCTGGCCGAAAAACCTCTTCGCCGCCATGACCGCACCCCAAATTGCTTACAAATACAATTTCACACCAACCTATGTCGTGAAACTCGTCGAAATCTACCCATTACAGTTTCTCCCCTTCCCGCTGTTTCACGGCCCAAGCCGTCGCCGCCGTCGCCATTGTTGCCGGCGAAACCACTCGTATTCCTTCCTTTACCCGCCTTCATCTCCGCCGCACATCACCACCATTTTCCTTTCCTCCTCCAACCTCCACAAAACCGACGACCTAAGCCAACGCGCCAGATCTAGCCGAAAAATAGATTGTGGAAAAAAAGAAAAAGAGGGTTGGGCAGGGATGGANATGGCCGAAAANGAGGTGTAGTGGGTGAAGAAGAAGGAGCTTTTTAAT

>rnd-5_family-2150#LTR/Copia ( Recon Family Size = 27 Final Multiple Alignment Size = 24 )

ACCTACGGTCGAACATTGGGCAGCTTTGGAACAAATTCTATGTTACTTGAAAGGAGCTCCTGGACTTGGCATATTGTATAGCAATCACGGNCATACTCGCGTTGAGTGTTTTGCAGACGCTGATTGGGCTGGATCCAAAANAAANNTTAAAGNTACACTATTGGTTACAGTGTATTTGTTCGTAGTGGNAACTTCGGTGTTTAATTGAGAAGTAAGAAACAAAGTGTTAGTATCGCGGTCCANTGANGAANCTGAGTATAGANCTACGTCGNAATCCATTTGCGAGATNACGTGGATACGCAGCNNACAGACGAGGTTAGNNNTCGAGACATNTTACACCAGCAAAGTTNTGGTGCGATAACCGAGCCGCTCTTCATATCGCNTCAAATCATGTGTATCACGAAAGAACGAAGCACATCGAGATNGATTGTCACTTTATTCGNGAGAAGATTCAAGANAACTTGATTTCCACTAGTTAT

>rnd-5_family-1878#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

ATCAACAACGTCATTCCTTCACATACAAGGATGAGATTTTGTGTTCTTTAGAAAATCCTCTGAGAGTTAATAACTTTGCATGCCCATATTTTTTGTTTTTATGTTGTTGTTATCTATTTTTACTAAATTTTATCACTGGATATTATGAGTACTTTAAGGATTGAAAGTTGATTGAAGTGTTAGTCAATTTTTTGAGGTATGTTATTTCAAAACATGAGAACTTTTCTGGTTAGAATGATTTGTTATCATCATTGGATATCTCATAGTTTACTCCCTTTAATGTATGTTTTTTCTCGCTGTTTTGTTGTCTCCTTAAAATTGTATTGATTATTTTTCGTTTGGTATGTATATGATCTCACTTGGACAAAGCTTTCGTCCTTTTAATGTTTTTCTTTTTTTCCTTCTCATTCGGCTCTTCTAAATATTTTTGGTGTGAGTTATGACTATTTTCGGCAAGCTTAATTTGAAGAATATGAAACAAAACCTGCTCTAAATAAAAGTAATATCTTAAGCTACAAAAGATATGTCTATTAACATAGATTTGTTGTCCTTTATGTCCCAAGTCATTGCTGAGCGTTTGAGTTATCTAGGTTAGACTCATTTTTAATTTTTTAATGTTCGAGAATATTTCTTTAACATGAGTCTAGAATCCAACATTTTGATCTACTTGTACTTTCATAATGCAACAACTATACATACATATTTCTGAAAAAGTCGTAAAGTTGCATTGATGAAGCATCTAGAAGGGCCTTCAGAGCAGCAGTTTAATGAAGAATGAATTTCTAAAAGGGTCAACAATATTATTTTGCTGTTGTTTCAAATTTATTTTTCTCCTTCTATAAATTTTGTTAGAGTAACAAAGTAACAATAACGAAAAGTGGTGAACGTTTGACCTCAGACAAGTAGATTGTCTCTAAAAAAATTATTTATGTTGTTGTGGTGTACATTTTTAACGGTCTTAACTTATTTATAACTAATATTGATTATCGAAAACTTTCATATAATTTGTTTTTCACAAGGAGTTATTCTAACCATAAAATTATCAGATTCTATATTTTTCATGTACAAAAAAATAGAAAAAATGATGTTTAATCGCTACATAAAAACATCACTCAGTTTTAACAAGACAATTATATCATCAAACATATATTATGATAAATTATGTAAAAGATAAAAATGATTAGATATCAAGATATTTTTAATCATTCATTATATATTTACAATTCTTGAGATATGTGATAATGTCAAATCATTTAATTTCTGTTGAAATGTTCTTAAAACCTACTAAAATTTACTTTTTTTTTCTTATAACAGTCGATTATTGGAAAGGTTGTTCAAAAGCTTAGAAAGATTATTTATGCCCGCGCGAAGCGCGGGTAAATTACCTAGTATAATATATAAGANAACATCAACGAAAACCTTAAA

>rnd-5_family-5589#LINE/L1 ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

AAGCAAAAGCTGCCATATAATTTCAATTGCAAAAGTTGCCAGAAAGGTGTTGTCAACAGCATTACTGGGGAAGAACTGTCTGTCTAGCCAGACCTTCAAGAGTCTCAACTTTTTCTTCATTCTTTATTCCTTACTTGGTATTGTAAAAGATGATAGTAGTTAGATGATACAGGCAATCATAGTTTTATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTTATGTTACCCAATTGTTAGTGTTTTGATTTTGGTTGGCTGTTTAACAGGATGCTGTGGGTCGTTGGTACTGCTGTAATGATTCTCACGTTTCTCCTAAAATCTTGCAAGAAGTGTTGTCGGAGAAGGTGTACATCCTTTTCTTCTCTCGTACCAAACAGAGGTCACCACCCACCAAGACATGTTTATCAATTAATGGGTCAAAATCCAATCACTCCAATGGCTTGGCTAAATCCAAAATCTTGACCAGTGACTTAGCAAAAGCAGAAAACGAAAAGCAAGTTTTAGGCCACCCCTCCGAGAAAGAAAATGTAATGACGTCTAAGGTCAGTAAAGTGCATTCGAGCCCAGTGAGAGAGTTGGGCATATTTGAAAGATCTTCCTTCAAGAGACCTACCTCTGGTAATATCAAAATGGTTTTTCATTCAAAAGAGTCTGGCAATAGAACTGGTGATGTGAGAGCATCAGTTCTTACAGAGAAAGAGATTACATCATTACCAGACAGGAATGGTGTTAGCAAAAGTTGTGGTAATGGCCAAATGACAAGATCACATGCCTTAACAAATGGAAATGGAAATGAAAAACTTCCAATTGTAGCAACCAGCCCTGTAGCAGATGGTCCCCTTAAAGATTATGGTGGAAGTAATGGAAAGGCTGCAGGAAAGGATTCATACCACAAAGAGGTGACTAGATCATCATCTTTAGCAAATGGAAATGGCAAAATCCAAAGTGTTGCAACGGATACCTCGAGGGGAAGTCTGCATAGAAATAATGGGGAGAATAGTGAAAGCCTGGCAGCAATAACTTCTGCATACAGGGATACATCCAATGGCCATGTTGAATCGTCTTCTATCTCAGGTTCAAAGAGAAAATTATCAGATCAATGCATCCTGCTTGAGTATGATGCTCAGTCTCGTGCAAAGGTGGAAGAATCGAAAAAAGAGTATGCGTACTCTATCTTCGATTACCTGTATACCTTTGCCTTAGTATTATTATAACACAATGACAGAAGTTTTGAATTCATTATACATGTCCTTGCATTTGCTAGAACTTGAGATTATGTGGTTTGAAAATGCTAGGGGATGTCATGAAGGAAAGCAGAGCAACGTACAAAGATTTAAGATGAAGTGCTTAGCTCTTTNCTATTTTTGGTGTAAACAAGTAGTATTAGCTAGGACAGAAGACGTCTTTGATGTTCTAGACTGGTTGTAACTAGNAGATATAGGAGCCTATGTAATTGTAACACTTTTGGAGGGGAACTACACTTTTGNTGTAGTATACCTGTGGATATATAGAGTAAATGTTACCATTCTCAAAAAAAAAT

>rnd-5_family-1713#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

GACAGTAGAAAATCTCTGTTGAGTCTCTGAGTTACTGGGATTGTATATATTATCGATTAAGACTTGATATTTTCTGCGTGATTTGAGGGACTCCCACTTANCTNTGCTTTGAGTTGAATTGTTACGCGGTGGGAATAGAAGTTTCTNTGGGTTTTCGTTGAAATCGAGTTATATAAGCGTAAGTTGCACTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTGTATCAGTTGTACATCACTTTCAACGATTGGCCTAACAGGATA

>rnd-5_family-473#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 24 )

CATTCGTGAAACAGACAGTAAATGTAAAAATCATTTATAAACATGTAGTGACAACGAACTAATCAAAACATTCATCCAAGCAACGNTCATGTTCCGAAATAGACGTTACAGCAAGGCGAAACAGAGAGTTATAATACTACATCAACGTCTCTTTCTCGCTTTTCAGTTTAAACTTCTAAGCAAGAGATCGAGATCAGCTTAAATCTNTGTAGACAACTTCTGCTTTAGGTGATGCACGCGAAAAATTTGAGATCTCAGCGAANANTTCTAATCTTGTGTCGAGAGGTTCATGATCNAGAAACTGTCGATCGATTAGCATTCTCTCCAACACCGGGGANTTGGCTAACAAAAGCTTGATAAGCTGCATCTCAGACGTTGTTCCTATAAAGCTTCCTAGCTTAACTTCCTCGAGGTGATTAAATGTCACGTCCGANAAACGTTCGAGTTCAAGNGATTCTTCAGTATCACTATCTATATCATCCTCATCGAAAGCCTAAGAAAGATAACGCGAAGTCGACTCTCAGATTACCGAGGANCGAAAAAAGTACGANAAATGACCACTAAAAAGAAAAAAAGAGCCAAAGCACTAAGAACCTGCATTTCGAGATATTCTAAATATGGGAAGCTTCTTATCAAGCAAAGAGCATATGAGAGCTCATATGATTCCACCAGCAAAATGTCAGGCAGGTAAAATCGTTTGACACTGTTAAGATCAAAGGGAAGCCTTGTTGGTGCTTCATATCCTTCTTCAGCAAAGAACTANGAAAAAATTACCGAAATTCAAGATTAAGTCAGCCCAAAAGAAATTCCATCCGCTAAAGTGCATAACAATGAAGTCATNAAGCAACATTTACCTCGGAACCGANGAAGTTNAAGAGGAGGTGCTCGAGAGCAGAACAAGACTCGAAAAACTTTGCAAAATCAAGATCCTCTGCCTCCATANAAGANCACCCCGTATAAGCAGAGATACTTTTGCCAGAAGAGGGACATTCTTTAGGCAGATAGANCTTATATCGCCTGNGAAATCGAACGATCTCAGCTTGGGGGCATTAATTTCAATCGTGTCCGAATCTTCCGAGATATCCAGCNCCAACCGCTCAAGCAACGGGCGATGAGATATTAAACTTTCCAGCGATTCAGAAGAAATTGTGACATCACATAGTTCCAGGCTAATTAACTTATCGAACCCTTCGAAGGCCGGTGGAGGATGTATTGAACAANCATGAAGNTTCAGATGCCTCAGCTGCGAACATGTGAAAAGTGAAGAAGGCAATTTGTATCGCTTTCCAAATGGAAGGTGAAGAACGAGATGCTGAACGTCNTTCCTCGANAGGAAACGTATNAAGTNGTCGATNTCAGGACANCTCGTCAGATCAGCGACGTNGAGTGTAAACTTCAGTAATTGGTCCTTCATGGAGGGTCAAAANCTGGTAGATGATCTTCGTAAATTTAACTGTAGGGTTCAGTANATCCTCTTTTGTTTTCCAAAGAGATTCATCAAGCGTCAACTCCGTAAGTCTACACCANTGGTACCTCCATTTCTTTGACAAGATACTTGTCCTCACNGCGTCTTTNCAAGGCAAACGCATCCGAGAATNNCATCGANAACATTACGAGGCAGATCGCTAAGGACGTCGGGAAGTAAACTTCGACAATGCTTTCTTCCCTTAGGAGGCATCATATAACGATAATCACCAAGAACCTGTAGAAAATAAGCAATAATACGAAGTAAGGAATCTCCAAATTATGTGGACGTNAATCGCTANAACGATCTCCAAATNATCTGGACGGAACGACTATTCACATTGTCAAATCAACACAAGAACGGAAGGATCACTTACAACAATAATCACCAAGAACCCGTAGAAAATAAACAATAATACGAAGTAAGGAATCTCCAAACTATCTGGACAGAACGGCTATTCGCATTGTCAAATCAACAT

>rnd-5_family-1634#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 24 )

CTACGTAATTGATACCGGATAATCGTTGAAGGATCACCGGTTAAGACATAATTACACCAACACCGTATACATTTGTTTATGCACTAATTANATATTTGAATAACTATATCTTTTGTATTCGTCTTTTTTTAAGTATGTATCTATGCACANATACACTGGATACATCGCAAATTTGATATCAGATAGATGTATTTATGCACAGATACACTANATACATCACGGATACACTGAATACATCAATGTCCTNTCANAATCGATATGTAACTATGCACATATACATAATGCATTTTATTATATTGGATACATGAAATTGATATCGGATACACTAGATGAAATTGATATCGGATACACTAGATGAAATTGATATACACGGATACACTGAATATATNGTGCATATTGGATACACAAATACATAAAATTGTGAAACACANATACAAAGAAGGAGAGGAACGAGAGAGGAGAGAGGCGAGATACATTCGCTAGATATAGTGTATCTAGAGGCAAATATANTATATCTANAAGT

>rnd-5_family-9717#DNA/TcMar-Pogo ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

TTAAAACCTCACTAAATTAATATAGGTGGGACCATGAAATATTATTATTTTGTAGAGGTATTATTTAATCGATAAATTAATATTTATTAATTTAAAGAGTGTTTTGAGATTCAATGAAGGTTAATTTTGATTAATNNTACTGAAAATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAATAAATTTATTATACATAAAGTACAATGAATACATCAAAATGATTGTATCTTACTAATTACATTTATCGAATTCATACAAAAATATATTTANTAATTCATTATACATAAAGTACAATGTATGTGTATGATTCATTGTAATATATTTTTTTTGTTAAATGATTCATTGTAAAATAAATTCAAGAATTCAATGATTCATTATAAAAATAAATTCATTATACATAATGTTCATTGTTTCTTAATAATCAAATATTATTCATTGTATCTTTACTAAAAACATTCAATGTATGATGGTGAGAGAATAAACTATATAAGCAACATAGGAAATTTCTTGAAACCATATCCAAAAATGGCTTCTCATTTAAAAGGTGTCACAAAATGACAGATCAAATACGTAAAACATTATGTGAGTACAAAAGAGATCATTCCACATGCACTNAAAAATATTTGCA

>rnd-5_family-2280#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

ATTATTTTGAGCAATTCTTAGGGGTCGTTTGGTTCGCGGGATAAGGTGAGATATTTCAAAATTAAATTTGAGATTAAATTTATACTTTATTTGGTTAAAAGATATAACTAATCCCAGATAAATGTTTATACCTCAAACTTGGTGTTATTTTATCCCACCTNNNAGGTGNGATAAATTAGTCCAAGAATTATAATCCCAAGACTATAATTTCGAGATAACTTTGTCCGCGAACCAAACGACCCCNTAGATCGATATGTCTAAATAT

>rnd-5_family-1285#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

ATTGAGACAAGGGGACCCTCTATCGCCGATGTTTATTCTAGTTATGGAAGCAACGAGCAGGATGATGGACANAGCTATCGTGGAGGGTTACTTGANGAGTTTCGATGCTGCAGNTGGNNGTGTAGGGGCAANNTCGGTGTNACGATTATTTAGGNCGAGTTCTTATTTGGTTTCGGGCGGTGCCAGGCCTTAAAATTAACTTGAGGAAGTGTGAGATTNTTCCTGTTGGGGAGGTGAATGACATTTGATTGCTCGCTNAAGTCTTGAATTGTAGGGTTGGGGCTCTTCCGACTACNTATCTTGGNTTACCGTTAGGTGCTTCGAACAAGGATCATACCGTNTGGAATCCGGTTCTTTAGAGGGTTGAAAAGAGGCTAGCGGGTGGCAGAAAAGATACTTGTCCAAAGGTGGAAAGGAAGTGCTTATTAAGAGCACATTATCGAGTATCCCTACTTATTGCATGTCCTTGTTTCATGCTCCGACCTTTGTTATTGGAAAGTTGGAAAAGATTCAAAGAAATTTCCTNTGGGATGCGGCGGATGGGGCAAGAAATTTCACTTGGTCGGTGGGGAGACCGTCACATCTCCTAAANAGTGGGGAGGGCTTGGGGTTAAAGACNTGAAGGTTT

>rnd-5_family-2616#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

AAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTCAACTTCAAAATTTTATTTTTTCACCCCTACCCTCGACCCCCCCCAAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTCAATTTCAAAATTTCATTTTTTTCACCCCTACCCTCGACCCCCCAACCACCCCCCACCCCCCAAAAAAAATTTAAGTTTGTTTTTAAAAAATATTTTCAATTTCAAA

>rnd-5_family-1723#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

AGAGAATGGGTATTTCNTGAATTACTTTGGATTNGGATATGAACTTGTAATTATTTTGAGTTTTATGGCCCATTTATGTAGTTTTCCCT

>rnd-5_family-2945#LINE/L2 ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

CCCTACCCATACCCCGTACCCGACCCTCCCCATTCAATTAAAATTTTTTTTTTNTATTTTTTAAATTTCAAATATATTTTTATCCCTACCCCCAAACCAGCCCCCCCCCCCAATCAAAAAAAAAATAAAAAAAAATTATTTTTGAAAAATATTTCAANTTTTAAGATATTTTTTTACCCCACCCGACCCCTACCAACCCCACTCCCTACCCCCCAAAAAAAATTATTTTTGAAAAATATTTCAAATTTNAAAANTTTTTACGCCAATCCCCCCGCCACCCTCCCCCACCCAGGCCACCCCCGTCAAATNTTTAAAAAAAAATAATTTTGGAAAATATTTCAAATTTTAAAAAATTTCATTTTTTACGCCACCCCACCCCTACCCCCACCTTACCCCCCCTCCCCCCCAGGCCATCCCCGTCAAAANAATTTTTAAAAAAAACTATTTTTAGGAAATATTTCAAATTTAAAAATACCACTTTTTCACCTTTAACGCCAACTCCAC

>rnd-5_family-7831#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

CGTGGTCAAGACGGACAACGTGGCCACTAGCTACTTCCANTCACAAAAGAAGATCACNCCGAANCAAGCTAGGTGGCAAGACTTTCTAGCNGAATTCGACTATAGTCTTTGAGTACAAGCCNGGGAGGGACCAATGTAGTGGCCGACGCACTAAGTCGAAAGGCCGAGCTTGCTGCCATCACGACGGTTCATTGTGATATTCAAGACGCNATCAAGGATGGCATGCAACACGATCCCGAGGCCAAGAAGCTTATGGAGTTGGCCGCCCAAGGCAAGACGAGGCGCTTTTGGGCGGAAGATGGNCTNTTGCTCACTACCGGTCGAAGGGTCTACGTGCCGAAGTTCGGGACTATCAGGCGGCGGATCATCAAAGAGGGCCACGACACGCCGTGGGCTGGGCACCCGGGGCAGCGANGAACAAGGGCGCTGATCGAGGCNNTCTATTACTGGCCACGCATGCGGGACGACATAGAGTGCTACGTGCGGACTTGTCTCGTGTGCCAACAAGACAAGGTGGAGCGAAGGCGCCGGGAGGACTACTNGAGCCACTACCCGTAGCGGAACGACCATGGGANAGCGTGACCATGGACTTCATCACTTCCTTACCGAAGTCGGACGGGTACGGAACGATCATGGTCGTGGTGGATAGNTTTTCGAAATACGCTACCTTCACGCCCGCCACGGCCGGTTGCACCGCTAAGGAGGCNGCCCGGNTATTTTTCAAGAACGTGGTGAAGTATTGGGGGCTGCCGAGACATATCATTAGCGACCGAGACCCCCGTTTCACTGGAAACTTTTGGAGGGAGTTGTTCGATATACTTGGCACGAAGTTACACTTCTCCACNAGTTTCCACCCGCAGACGGACGGCCAAACCGAGCGCGTCAACGCCCTATTGGAGTGCTATCTAAGGCACTATGTNAGTGCNCACCAGAAGGATTGGGCNAGACTNCTAGACACGGCNCAGTTCTCCTACAATTTGCANCGGAGCGAGTCCACCGGGCGAACGCCGTTCGAGTTGGCNACGGGCCAACAACCCCAAACTCCGCANTTCTTGCCNGTCGNTGCCGGTTGGAAGAGTTCGGGGGCTTACCACATGNCCAAAGNATGGGAGGAGGAACTCGACACTGCCGAGTCCTACTTGGACAAGGCAGCCAGNAAGATGAAGAAGTTTGCCGACCGCAAGCGACGTCCCGCGGATTATAAAATTGGGGATACGGTTTTGGTGAAGTTCAACCCAAGACAGTTCAAGTCACTACGAGGTGTGCATCAAAATTTGGTNCGAAAATATGAGGGNCCGTTTAAGATCGTTGCCAAGGCGGGCAAGATCTCATACAAGGTGGAGTTACCTCNACACCTCAAGATCCATCCGGTCTTTCATACGAGCGTCCTCAAGCCATACCGTGAGGAAAAGGATGACCCCAGCCGGAACCAGTCAAGNCGGGCGCCCATNACCGTCACCGCCTCGCACGACCGAGAAATCGAAGCGTATGTCATAGACTACCAAGCAAACAAACGGAAGCGAGGCCAACAAGCCAGCGCCATGTTCCTCGTACACTGGAAGGGACAATCCCCGGAAGAGGCCACATGGGAGCGATACGAAGACTTGTGGCAATTCAAAGACAAAATTCGGGAGTTCATGCAGCAACAATGCGCCGCGGTCGTCGCATCATCGGGTGGGGGAGAGTGTGATGACCCGCCACGTCGTCGTGCCACTTAGGCGCCACGTGGCATAAAGTTANCCATGCGGAAGGCTTACATTGGAAGAANAATAGTCCTTAGTGGAATATGCTAGAGATATATGGA

>rnd-5_family-2290#DNA/CMC-EnSpm ( Recon Family Size = 30 Final Multiple Alignment Size = 23 )

TATCGGTATTATTATTATTACTCTCCTACTATCTTATTCTTCGATTTTATTATTACNTGTTGTTTCCTTTGCTTCGGTTATCGTATTATTTGTTGTTGCTACTGTTCTCTTCTCATTTATTTTCAGCATGACTTCTTCACTACTGTATTTCTTTTCCATACTTGATTTTGATATGCTTTACTTGAGTCGANGATCTATCAGAAA

>rnd-5_family-3437#LTR/Copia ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

GGTATCAGAGCATAAAAGCTCTTCCGCTCTCTAAGTATTGATCCAAAAAAAAAAAACCACACGTTCGAATTGCAATGACCCCTTCTACCAACACTATGTCGACCTCCTCACTTCACCAACTCATTGCCGCTTGCTCCATTAAACTTAAGCCAACAAACTACCTCATATGGAGGACACAAATATCCCAATTGATTCAGGTGATGAGACTAACNTATCTCATCACAGAGAATGAACCAACTAAAAGTAGTTGTTCCACTGGACAGACTGCTGGGAAAGTTGTAGCGGTCGAGAAGGATGCAAAAGATAGTGGCANCATTGATGACTGGGAGGAGAAAGATGTGTTGCTAAGGAGTTGGATCTCAGGCACCTTGACAGAAGAAAGCATGTACCTAATTGTGGGCTGCTCAACTGCCAAGGAGATGTGGGAATGCTTGGAAGAAGCTTATCTTCAAGCAACAAAAGATAAGGAGTTTCAGCTTAAACAACAACTACAAAGTGTTAGGCTAGGAACCAAAAAGATTGACGAATACATCAAGGAATTCAAAGGCATATGTGATGGCCTTGCAGCCATTCACAAACCTGTGGATGAAGATAACAAAGTAATTAATTTTGCTAGAGGTTTAGGTCTCAAATACAAGACCTTCAGGACTGTCATGTTAGGTAAGACACCATATCCCACCCTTAATCAATTTGTTAATGCTCTCACGGGTTTTGATATAAGGGAAGATGAAGAAGAGGTGCCACAACAAAACCATAACATGGTATTCTCTGCCCAAAGAGGCAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACGACTAGACATCACATTCATAACGAAGCATTGACATCACATTCATACCGAGGCATTGACAAAACAAGTTTTTGCTGGGTATTCGAAGCAAGCTAGGAGTAACCGTTCCTCCACTCACTAGCTTGAGG

>rnd-5_family-61#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

GAGTAGTTGGTGTGTCGTGTATGGCTTGGATGTTAGACCTGGTACTAAGGTGGAAGTGATAGACTTATGGAAANGATGTGTGGTCAGATTNAGAATGTTCAGCGATTCGAAGGGGTTGAGTAAGGTGATGGCTCGATGATGCATTTTGAGGATATTCGAATGATGAGGTTGAACAATGGTTTGAGGGACTTCATGAACGTGTTATCTTTTTCGGGTTAGTTACCCCAATAGAGGGAATAG

>rnd-5_family-1165#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

AATCCTCATGGTCATTTTGATTTTTTCGGATTCATTTTTCATGTTTGATCCTTTTCGTAGCTTCGNTATATTATTTGTGACTTGCGGGGATGGGTGACACGATTCTCGAGGTGATCGGATGTGTTTCGAGGAAGATTTTCAATTTTGAAAGTTTGAAAGTTGAAAGGTTTGACCAAAGTCAACATTTAGGTTAACGAGCTCGGATTCGAATTTTGACGGTTCCGNTAGGTTCGAAGGGTGATTTNTGACTTGGTTGGATGGTTGGNACGGATCCCGAGGCGTTCGGGAGTGATTCGAGCCNTTGGTTGAATTTTTGAGTTTTNAGAAAGTTGAGTTTGACCACGATAAACNTTTGGTCAAGACGACCTCGGATNGGTGATTTGATGATTCCAATAGGTTCGGATTTGCACCGTACGGTTTGCATCGAGGGGATCTT

>rnd-5_family-8907#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

ATCCCAAAATAAGTGTTATCTTAGAAATTCAAGACAAAAATTAATATATTTTTTCAACTATACCCTTATACTTCATCTTCTTAATAGTGTTCAATTTTCAAGAGACATTTATTAAATAAGGATAGTTTAGTAAACTACATAACATTATATTTATTGATTTTTTAATGAACGTGATTTTTGCTAAGATAACACTTATTGA

>rnd-5_family-1377#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

GGGAAATCCCAATTCATTGGGCCTTTCGATACAATCAAATAGAAAGCCCCAAGGGCGCCATATTCTAGGAGCCCAAACTATGTGATTGAATAAATCCTCCTGCGGGTCAAGGGCTCCTTCTCCCTCCCCTTCTTCAAACTCCGATTCATATTTTTCATAGAGAAATCTCTGATCAAGGATAGACCAAGAGCCCTTTTGCATCATATCTAAGGGATTCCTCGGTTCGGGCCGAAGAAGCAATGTCACTCGATCATTATCAAACTGACTGCAATCTTTTTCTGTCCGTGAAGATCCCACCAGAGCGCCCTCTACTTCTAATAGGCCATGAACTAGATCAGAATCATTCTCAACGAGTCCATAAGAAGTGATCCCATTTTTTTCATCGGGTCCGGATAAAGACCAAAGATCTTGAGCGACCGATCCGGCAGAACAACTCAAAAGATAAATAAGTATCGTTAATCTCTTCATGCTCGTTCCAAGCTCGAAGTACCATTCGTACAAATAAGAATCCCCTTCTTTACATGATTTCTTCTTCATATAGATAGATATAGGATCTATGGGGCAATTACTTAGAAGTACATTTTGTGCTACANCCCTTCCTATCTGATAGAAAAGGATCCCACGATCCTGACCTGATCTTACCTGGGATCGCAAATCCCAAGTTTGTCTATGAAGAGCGGATCTAATTNTAATTAGTATTTATACGTANNATTNATTTCTTCTGTGTAACTACTAATCGATAGGGCCTCATTGGTAAGTGCTACAAGATCTCGTGCATTGGAACCCATGGTTATGGACCCGAATCCGTTAGTATGGAACATTTTCTTTTCCAAGCGAAATCCCCTAGTATATGAAAGAGTGAAAAAGTGCTTTCGTTGTTGTGGAATAAGAAGCCTTCGTATCTTAATGCACGTATTTAATTTATTCTAGAGCTATTAGAGCGGGATCCACTTTTTGGGGAATATGAGTCGAAGCAATAACAAGAATATTTCTAGTAGAACATCTTTCACGATCCCTGGAGAGATGGTTCACTAATAGAC

>rnd-5_family-301#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

CTCATGGGTAAGGATAAGATAATGGAATTGATAGAGAAATTCATAGACCTAAATAGGATAGGAGAATTGATAAGGGGAATAGAGATGATGATAGAGATCATACTGAGAAACAGAAGAATTCCGTACGGGTACAACTATTATTTGAACGAAGTGCGAAAAATGCGATCTTTGTTTAAATATAATAGAACAAACACTAATACCTTAATTGAATCGGTCAAGATCAAATCTGTTTATCAAAGTGCTTCTCCGATTGCTCAAGACATCTCTTTTCAACCGAGGAACAAAACAAGATCATTTCGTTCCATTTTTAGTCAAATAGTGAAGGATATTCCATTAGTAATGAAAAAGGGGGTGGACGGGATCCGTATATGTTGTTCAGGTCGATTAGAAGGTGCAAAAATAGCTAGAATTGAATGCGGAAAGTATGAAAAAACATCTCGTAATGTATTTAACCAGAAAATAGATTATGCTCCTGCGGAAGTATCTACTCGTTACGGAATCTCAGGTGTCAAAGTGTGGATTTCATANAGTAAAAAAAANGGGGGGACGTGCTATATCCGAAACGTACGAAATATAGTAAATATCGTAAAGGCAGATGTAGTAGGGGTTGCAAACCGGACGGTACACAACTTGGTTTTGGAAGATATGGCACTAAAAGTTGTAGAGCTGGTCGTCTTTCATATCGAGCCATTGAAGCAGCGCGTCGTGCTATAATCGGACACTTCCATCGTGCTATGAGCGGACAATTCCGAAGAAATGGTAAGATATGGGTAAGAGTTCTCGCAGATATCCCTATTACCGGGAAACCTAAGAAGTAAGAATGGGAAGAGGAAAAGGAAATCCTACGGGTTGGATTGCTCGTGTGTCCAGGGGACAAATCTTATTTGAAATGGATGGTGTGAGTTTGTCAAATGCTCGACAAGCCGCTACATTAGCGGCGCATAAACTATGTTCGTCAACCAAGTTTGTTCGGTGGTCGTAAGCTTATTAATCTGACCCAAATTGGTACACGCCAATTCCATTTCGCCGGATTGAAAGAGCCGTCAATCACTATGATCTCTTTCTTAGAAAAGAAATTGCGTAAATTCTTCCTTTTTTGATCCCACGCTTTCCGTTGGTCAACAACCAACTAAANCGNTCTATACTTCTTCACTACTCGTACAGGGAAGGTGGAAGAAATTCAGTCTCTTTTTTTTCGGGGGGGAGCAGAGCAGTCAAAGAATGAACCAAACCAAATGATTGTTC

>rnd-5_family-6113#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 22 )

GAGCCAGGAATTTGGCGAAGGGTGTGCAAATTTTCTTCTCAGTTATGTTAAGGGTGTGCAAAATTAAATATACACTCATAATAGCTAACATTTAACNTNTGTACACCACATAATTTTCTAGCGAAGAGTGTGCACCGGACCACCCTTCGCCTAAGGTGGCTCCGCCCATGNANTTATACGTATATGATTTTTTCAANTACTTTNAT

>rnd-5_family-6741#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

ACTAAAAGTATTCTTGAAACTTGTGGTCTTAAACATGCCATGACATTTNTATGGCTATAAAAGCATGTCATTAAGGGTAAAATGAGAAGTTTAAAGTTAAANAGTTTCCAAATATAGAAAGATGTCACTTTTTTTTTGAACAAACTACAAAGAGAAGT

>rnd-5_family-716#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

CCCCAAACCTAAGNAATCTGAAACCCCTAAGAAGCCCTAAACCCTAAGAAATCCTAAGAAGAGCTAAACAATAAAAACCTTTAAAACCCTAAAACTAAAAATTCACAAAACAAACCTTAAAAACCCTAAAAAAATTCCTTAATCTAAAACCCTAAGTCCTAAGCCCTTAGAACTCGTATATCGTAAAAAACAATATTGATCCTAAAAAATCTTTANTCAATCCTAAATCGAAAACAACTCTTGGCCTAAATNANTTTTGGAAAAACTTAAGCTCTAAACCCTAACCTAAAATCCCTTAAACAAAAACCTAAACTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAACACCTTTGTAACACCAANATACCCTAAAGCCTGAGGAATCCNAAACCCCTTAGAATCNCCGTTAAAAGNNCTAAACCTNAGAACACCCTTAAACGAAACCTGGGCCTNACGCCCAAACAAACNCTAGACTTANGGNCCTAAGCCCTTAACCCAAAGAAACCCTGAGNCCTAAGAANNCCTAAANCGCTAAGAAATCATAACAACCCTGANAANCNCTTTTAAAACCCTAAATCCTAAGAAACACCCTTAAANACCGTAAACCTCCGGGAAACCCCATAAACNTCGGTAAGATCCTGNGAAGCNCCTAACCGTAAACCCTAAACCATAAGAAATNCTTCGAAGCCTAAANATCGAACCCTAAACCCTAAAAACCTCCTCTAAACCTAATACNAAGCCTAGAAACACCCTAAGCCCAAAACCCNTAACNCCTAAAAACCCTNAATTTAAAANCCTAAGCCCTTAACCCAAGGAAACACCCCTAAAAGCCTAATCCAAGAANCCCAAAACCCCTAGGGCTAAACNNTAACANCCCCGGAAACNCCTTTAAATCCCTAAACCTTAGGGAAACCCCANGACCTTTGTAANACCNATTCATACACCTAAAGCCGTAAGAAACCCTAGGTCCTAAAATCACCGTTAAAAGAACTAAACCTNAAAACACCCTTAAAACCTGTAGGCCCTACGCCCAAAAAACNCTAAACTTAAAACCCTAGGCCCTNAACCCNAAGAAACCCTGAGATCTCAAGAACACCTAAATCGTAAGANNCCGTAACAATCTTTTAAGACGANCCCTAAAACTTTAAAANCCTAAACCCTAAGANACNCTATAAAACNCGTAAGACCTTTGGGAAGCCCCTAANCCGTCAACACTTGTGAANCACCAACAAACCCTAAACGCNTAAGAAACNCTAAACCCCTAAAAATGAAACCTCTAAACCTAATAGGCCTAAACCTTAAGAAACCCTATGCCCTAAGAAACCATAAAAAAAAGCCCTAATACACCTTTTAAAACCCTAAACTTTTAAAAACCGTAAACGCCTTAACCCAGAGAAACCCTAAGCTCNTAGGGCTAAACCTCCTAAGCCGTAGGAAGCCATAACCTAACGGAANCCTGAGAAACCCCTTTTAAGAAACNCTAAATCCTAAGAAACACTAAACCCTAAACCTTAGGGAAACCCTTACAAGANCTNTGTAACACCAACATGCCCTAGGAAAGCCTTGAGAANCCCTAAATCCTAAAATCACAGGCCCTAAACCNGAACNAANCCTAAANACACCAGGCTTACGTAGACCTGTAACGCCTAAGAAACGCTAAATCTAAAATCCTTAAGNCCTTAACCNAAAGGTAAACCCTGAGAAACCCTTAAGANCCTGAACCTNAATCGTAAGAANCCGTAACAACCCTGANAATCCCCTNTAAAATCCGTTAAANACCCAAGAAGCNCTAAACACTAANCCTTTGGGAAACCCCTAAACCNCAAGANTCGTGAAACACCNNNAAGCCCTAAAGCNTAAGAAATACCTCTAAAGCCTAATAGAAACCTAGGAAATCCTNAAGCCTAAAANCCTCCTTAAAAATACCAAGCCTAGGAACACCCTTAAAACGGAAACCGTAACACCTAAGGAACCCTAAACTTAAAATCCTAAGCCCTNGACCCNAGGGCTAAACCCGTAAGCCCTAAGAACCATATGCCTGAACCCTAAAGGAAATCNTAACAATCCCGAANACCCNTTTTAAACCCCTAACGAACNCTAAAAATCCTAGGCCAGAAATCCCACNAAACCCTAAACCTTAGGGAAGCCCCAAGACCTTNGNAACNCCAACATACNCTAAGGCCTAAGAGACCCTANACCCTAAAACCACCGTTACGAGAAACCCTAAACCTNAGAGCTAANCCTTAGGAAACCCTGNGACGCCNAACAAACNCTAAATATNAAAATCACNAAGCCCTNAAAAACTCCCAAAGNAACCCTGAGACTTCTAAGAACNCGTAAACCCTAAGAAACCATAACAATCTTGATAATCCCTAAGATCTAAGAAGCCCTNAATCGCTAACAAACNNTAGAAACNCTAAACCCTTGGGAAGNCCCTAAACCTNAAGACTCGTGAAACACCAACACTAANCCTAAAGCATANGAAACACTCGAAAGCCCTTAAGNNCGAAACCCTGAACCCTAAAAACCTCCTTAAAAANACCAAGCCCGTAAGGACACCCTTAAAACCCNTAACACCTAAATCATAGCCCTAAACGCTAAAGCCCCAAGCCCTATGGAACCCNAAGAAAACCCTAAGCCCTAAGAACCCATCTAAAACNCCTAGGAAACNNTAACGATCCCGACGGAAACNCCTTTAAATCCCTAAAACGCCTNAGGGAATTCTAAACCCGCAAGNCCTTTGTAACANNAGCNTAAGCCCTAAACATACGAGGCCTANGAAACCCCTAAATCCNAAGAATCACCGTTAANAGANCCTTANACCCAAANANACCCTNAGAANCTCTAGNGCCTAAAAACACTAAATTTGAAACCCTAAGCCCTTAACCCGAATCGTAAACCCTGAGACTTAAGAACACCTAAATCGTAAGAANTCNTAACAACCCTGATAACCCCTNNNAANANCCTAAACCCTAAGNAACNCTATAGAACCNCTAAGCCCTNGGGAAGCCCCTAGNCCTCAAGACTTGCGAAACGCCAACAAACCCTAAACGCNTNAGAAACNCTAAAGCCTAAAAATTCCTGNAANCCTAATAGAAGCCTAGAAAACCTCCTTAAAGNTNCNAAGCCCTAAAAACGCCCTNAAAACCCTTCGTAANACCTAAAAACCCTAAATTTGGAACCCTAAGCCCTTAACCCTAAATCAGGGCTAAACCCTAAGCCCTAAGAACCCNTACGGAACCCTAGGAAACCNTAACANCCTTGAANANCCCNTTTAAACNCCTAAANCTAAAANACCCGAGGATTTTAANCCTAAAAANTCCCTTANNAAAACTCCGTAAGCCCTAAGCCTTAAAAACCCTTAAATCCTNAANACTNGGACCTTACGCCCAAACAAACCCTAAACCTTAGAGCGTCCAAATCCTTAAGAAACCCTAAACTCGAAGAAACCCTAAAAAAAAACCCTNAAAAACCGTTAATCACGAACCCTAAACCGGTTTAAAANCCTGTAAACCCCNAAAACCCCGNAATAATCCNTAAGATAACTAAGAAACGCCCCTAANCGCTAACGAACCATTCGGAAACCCCAANCGCCTTTAAAAACCCTAAACCCGAAAANTCCTCTAAACCTAATAGAAGCCCAGAAAATCNTAAGCCCAAAACCCTAAATCACCTAAAAANCCTTAAAAAANCCAAACGCCTAAGGAACCCTAAANCCCTAACTCTAAATCATAGGAAACCCGCTAAACCTNAAGCCCCAAACCATATNGAATCCTANGAAACCCTACACCCTAATATCCATTTAAACACCCTAAANCTATAATANCCGAGGAAAAAAACGTCCCTNNGAANCCCTAAGCCCTAAAAAATAAACCCTAAANACNCTAGGCTNACGTACATCCTAAACCTCGAGAATANCCAAGTTCTCAANAAANCCTAAGAAACCCTAAAACCGTACGATTCGTAAAATACCTTACGACCATAAAAATCGTAANCGCTNNNNNAAATCGTCTAGAAANACNNNNNAAACCCTTAGAANCCNTAAGNCNTAAAAAAAACCCTNNNAAACCTANTAAGANNNNAANCCCTNNNAAACCGAAANCTTAAGAAATCGCANANAAATCCGNNNNNNCTAAGAACCCCNNNNNAAANCGNTNNCAAANCCTAAAANNANNTTTAAAAACNCTAAANNCCTAAAAACACTCCTAAAAANNCCGTTAAACCCCGNAAAACCCGTAAANNNNNAACCCTAANNNNNNANCCGAAACAAACCCTAAGCCTTANNNACCCNAAAAACCGTAACNTAAANCANAANANNNNCGNAAACCCNNNTAAGAAACCCTAANNGCCNNANAANNNNCCCNAGGAAACGCCTANAATNCGANNNAACTNCTAAAACGNCGACAAGNCCNAAACCTANAAACCCCNCGNNAAACCGNACGAAATCGCTAANAAATCCGTACGACCCTAAAANNNATCGGGGCANNNTCGACTNTAAACCCTTAAAAACCCCAANAAANCCANNNTAAAACCCCGGACCTAANAANNNNNAANNACCTGTAAAATCNTAACGNCCTAAGAAANNCNNNTTNTNAAACCNAANCCTNNAANAAACCCTAAANCNNNNNNNNNNTNCAAAAACGTAANNNCGNNNAAACCNTANACAACCTNAANTCGAAAACCCTAAACCNNNNNCCCAAAAAANCCCTNAANCGGNAACCCNNNNNNNNGAACGNCTAAGANNNAACGCCTAAGAACGCCCTAAGAAACTCTAAANNNNAGACCCCTAAAACNCTNNNNANNAACCCGCTAAAANNTNNNNNAAANNCCGTAAACCCTAAAAACCNNATAAANNCCGNANNNNCTAAGAAATCCACCCGCTAANCNNNNTTAANAANNNACCAAGAAAANCCNAACCGCCTAAAAAACCTAAANNNAANNNNNNNNNTNAAANCCCTNNAANNNNNNNNAACCTTAAACCAAANNNNCAAACNNNNNNCCCTAAATCCTTAAAAACCNTNNNNNNAAAACCCTAGAAAANCCGTAAGNNNAAAACCCTAAACCCAAAAAGCCCTNAGGAACGCGAAACCCTAAGAAANCNTAAANCGTCGTTAAAAACCGNCAAACCCTANAAAACCNTCGAAANCCTAAGGCCNAANNNNAAANCCCNNNAAANNATACGAATCCTAAAAANACNCTANANNCGAAAANCCGNNTAAGCGCCTAAAANNNNCTANAANNNCCGAGGAAACCTAAAAATGCCTTNAAAACCCTAAACCCNNNAAGAAACCNTNANANNCNTANNAGAACGCCTNNNNNNNACGNAATCCTAAACCCTAAGAAACCCTAAACCGCNATTAACTNAAAACGACCNCTNNNAAACCCTAANNNNCGCGAAACACCAAACAAACCCTAAANCNTAAAAAACCCNAANNCNNAAANCANNNNNAANNATANNAAACCCGANNANANACAACCTCGAAACCCCGGNAACCCCTAAAAANCCGTAAACGTAAAGNCCCNAGGCCCNTAANACCCCAGAGAAACCCTGAGACNNNNNNNCGCCCAAATCCGNCCCGNAACCCNNNNCGCNACAAATCCNAAACCCTAAGNANTTAAACNCAAGAAACCCTNAANCCTAAAAAACACTNNNNAANACNNNNCCGTANAAAANCCTNNNNNNNNNAAAAACCTTAAAANCCNCCNCTNNNAAAANCNNAANCCCNNAGAAANACTNNNAAANNTAAACTTNTAAANCCCTAAGNNNACGGAACCCTNNAAAACCNCAACGANNCGCGAAACGCTAACGAACCCTAAACGCCTNAAGTCGTNNAAACCCTAAACCCTAANNNCAANNNAAAACCCNAAACNCTAANAAACCNNNNANTNNAAANCCTAAGCNCTNAANACCCGNANGAAACCCTAGAAGACCNTAAAANCACGTNNNTAAACTCAACCCTAGAAAACCTANNATCNCTAANNAANAAAGGNNNNNNNTCNTANNNCGNNNNAACCCGGACAAACCTANNNNNNNNNNNAGAAAAACGNNNCCCTAANNCGGAAACNCTAAACCCTAAAACACNTTGAACGCCTNNANACCCAAAGAAAANCCCAGGAGGCCCTAAACGNNNAAANCNTTAAAGCCCTAANNNNNCCNNNAAACCCTAAANNCCCTAAGGANNNNNNNNNAACCCTAAGAAACCCNANGAAACGCCTNCGAGAAACCGCTAAANCCTANNNNNAAACCCTAAACCCTAAAAAACCCACAAACCCCTAAAAAACCCTAACNNNAAANNCCTAAAACCCGTAANNACCCGNNNNNGCGNTAAGAAACGCCNAANCCTAAANACNACGCCTTAAANNNANCCTTAANNCCGGTACTAACCCTAGACGACCCCTAAGAAANNNNAAACCTAACAAAGNCCTAAGANGCCCCAANNCTAAAACGCCTAAANCCNAAGNAANCNCNAGACCCTNNNNAAACCCTAAGAACCCTAAGNNCNCGGGGAACGNNAAACCTNNTAAACCTTACGGGNAAACGTTAAANNNNAANCTCGCGAAACACCNCTAANNNNNNCAAACCCNTAAACCCTAAGAATAATCCTAANNNNNANCCNNNCGAANNNACCTCTAAAAANCNCTAAACNCNAACAAANACCCTAAAACCCGNNNNNNNNAAAAACCTTAAANCGTNNAAANCCTAANNNNNNAACGCTNANAAACNCTAAACCCNAANCANCTAANAACCTNNCGNACTAAANCCNNNNCTNGNAAACGCCNTAANANCCNCGAAANCNNNNNANAAACCCTAAACCTTNNNCGNNNNAAAAAAACNCTTAGNCGANNNNAAACGTTNNCGNAAACTCAAGCCNTANNAACCTTANAACCCTAAACCTTTAANNNAAGCCGTACGACNNTCNAAGAANNCCTNNNGAAACCGTACGATCTAAGAANCCCTNAATCGCTAAGAAACCGTANNNNNAACNNAACNNTAAAAACCCTTAAAACCCTAAACCTAAAAATTNCTCAAAACAAACCTNTTAAAACCCTAGAAAAATTCCTTAATNCTAAAACCCTNAAGTCCTAAAAGCCCTTNAGAAATCCTAAACCCTAAGAAACAATCCTAGACCCTAAAAAATCTTTCTAACCCTAAANCGAAAACNNNNAACCCTTAACNCTAAAANTTCTTGAAAGACCTAAGCCCTAAACCCGAACCTTAAACCACTTNNAACCCAAAGAAACCCTAAGCCCTAANNNCGNCGGAACCCCTAAAACGTAAGAAACCCGATAAANATCTTGAAAAACCCTTTTAAAACCCTAAACCCTAAGAAACACTAAACCCTAAACGNNNNNNNCTTANGGAAACCCCTAAACCTCAAGACTTGTGAAACACCAANNNNNCAAACCCTAAAGCCTAAGAAATCCTAAAGCCTAAAAACCCCTTTGAAAATACTGAGCCTAAAATCACCCTTAAAACCCGTAACCCCTAAAAACCCTGAAATTTAAAATCCTAAGCCCATAACCCAAAGAAATCCTAAGNNNCCCTAAGNNNNNAACCCCNNTAAACCTTAGGAAACCCTAANANNNNNNATCCTGAACCCNAAACCCCTTATAAAAATACCTAAGACCTAAAAAAAACCCTAAACCTAAAAAATCCTACAAAATCTTCAGCCCTAAACCCTAAAACCCTTAATTGAAAACCTAGACCCTAAACCCAAAGAAACCCTAAACCCTAAGNTCTAAACCTTAAGAAACCCTAAACCCTTAAAAANCATAAACCGNNNNCCTAGAAAACNTCCAAAACCCTAAACCCCTAAAGGCCCTAAGAAACCCTAAAGCCTAAAAATCGCCGTTTAAAAGTACTACACCTAAAAACACCCTCGAAACCCGGTAACCCCTAAAAACCCTAAATTTAAAACCCTAAAAGCCCTAACCCCAAGAAAATAAACCTTAAGCCTTAAGAGCCCCTAAACCGTAAGAAACCATAACAGCCTTGAAAACCCACTTATAAAATCTTTAAAAGCCTAAAACCTAAGAAATCTAAAACCCCTAAGAAACCCTAAACCCTAAGAAACACTAAACCCTAAACCTTAGGGAAACCCCAAGACTTATGAAACACCAACGAACCCTAAAGCCTAAGAAATCCTAAAGCCTAAAAACCCCCTTAAAAATACTAAGCCTAAAAACGCCCTTAAAACCCGTAACCCCTAAAAACCCTAAATTTAAAATCCTAAGCCCATAACCCAAAGAAACTCTAAGCCTTATGAAACCCTAAACCGTAGGAAACAACTCTTGACCTAATTTTTTCTTGAAAACCCAAGCTGTAAGCCGTAAACCCTAAAATCCCTTACACAAAAACCCTTACACAAAAACCTAAGCCCTAAACCCGNTAAAAACCCTTAAGTAAAAACATAAACCTTNAAAACCCNNAAACGAAACCCTAAACCTTNNNNNCGAAGAAACCCTAAACCTTAAGAAACCNNNNNNNNNNNNNNNTAAAAAAAAAGCCCTAAAACACTTTTAAAAACCGTAAACCCTAAAAACCCTATAAAATCCGTACGATCTAAGAACCCCTTAATCGTTAACAAACCATAAAAATCCTAAACACCTTAAAACCCTAAACCTAAAAANTCCTCTAAACCTAATAAAACCCTAGAAAATCTTAAGCCCGAAACCCTAAATCCTAAAAACCCCTTAAAAAAAACCAAACCCTAAGAAATCCTAAACGCTAAATAATATACCCTAAGAAACTCTAAATCCNTAACGCTAAACCANNNNNCTAAACCCTAAACCGTACGAAACCNTAAGAAATCCTAACCAAAAATCCGTCTAAACGCCTAAAANCCATAANACCCGAGGAAATAAAANNCCCTTAAAACCATAANACCCTAGGAAAAACCCTAAATANTATAAAACTNNCGTAANCCCTANAANAAACCCTAAGAAATCCTAANNCTTACGNANNNCGAAAACCTAAGAAACCCTAAAACTCTTAAAAAAACCTAAAAANCCCTAAAAAATCGTNNAAACCCTAANCANAAAAATCATAAACCCTAAAAAACNCATAAACTCTAAAAACCGCTAAACCCTAATTCCTAAACCCTAAACCTTAGGACCTAAACGCTTAACCCCTTAGGGACTCCTAAACCCTAAACCCTTATAAACCCTAGGGCCCTACATCCCAAGACCCTAAACCCTGGGGTGAAAACCCTAAAACATAACACCATAAATCCGAAACCCTAAGCCCTCAGAGATTCACCCAACGATAAGCCCTAAGCCCTAAACCTAAACCTTAGGACCTAAAAAATTCCTAAANCCCGTGGCCTAAACCCTGAGCCNTGAACCCTAAACCTTAGGCCCTAAACCCTGGGGCCTAAACCNTAAACCNTTAAAAACCACAAGCCNTATGACCTCAAACCCTAAGATCTAAACCCTAAACCATAANNNCTAAAAAACACTAANNNNNNNNNNNNAAACCCNNNAAAACCCTAAAAAAANNNANNNNNATAAANNTCTNNNCTNAGAAANCCTAAACCTAAAAAACCNNNNNNNNNNNNNTCTANAAAAACCTNNTAAACCTANNA
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CCTAAGNNAAATNCCTAAANCCTAAGAAAANTATAAACATTAAAAAACANNACGAAAAANCAACACCTTTANAAGCCTAAAATCTAAGAAATCTAAAACCCCTAACGAANCCCTAAACCCTAAGNNNAGAAACACTAAACCCTAAACCTTAGGGAAATCCCAAGNCTTATGAAACGCCNAACAAACCCTAAAACCTCAAGAAATCCTANAAGCCTAAAATCACCGTNNNNNNNTACTAAAGTNCTAAANNCGNCCTTAAAAANACCCNTAANACCGNTAAAACCCNNAATNNNAAACCCTAAGCTCNNNNNCGNNNGAAATCCTAAGCCCTAANAACGCCNTAAANCGNNACNAANCCNTAACGNNNNCGAANACCCTNAACGTAANAAACCTANAACCCTNAAAACCNNNNTTANNAAAACGTCCNAANNNNAAGNCCNNNNNAGCGNNAAACCNNNAACNCNNAAAAACCCNTAAACCTCNNGNNNCGCGAANNANCGNCGNNNCCTAAANCCTNAAAAATCGTAANNAACCCCNAAAACCCCTTTAAANNNNCGGANCCTAAANNNNNNACCCTAAGNANNNNNAAACCCGTAANNNNCCCTAAACGCTAGCGAAANCCCNANAANNTTNAAAACCCCNNNNNAAACCCTAAATAACCCAAAGAAACCCTAAANCCTAAGAAACCCTAAANCGTCGGAAACGNTCTTANACCCTAANNNNNAAANACCCTNNTAAAATCCTNNTAACCCGNAAACCNTACGCCTAANNNATTNNNCGAAANCCCGTAAACCCTAGCTTTACGAAACCNNNNNTAAGAANNNNNACCCTAAACCCTAAGNAACCCNNANNNNTAANNNNAAACCCTAAGAAACNCNTAANACCCTANNNNNNNAAAAACCNNAAGNAAANNCGCCNAAAACACTNTAAAAACCCTACGACCTAAGAAACCCTAAATCGCCCTAANAAACCNTANAAANCCTAANNACCTTCAAAAANNCCCTTAAANNCGNTAANAAACCAACTAGNAAATCTTAAACGCCGAANNNNNAAACCCTAAANNNCCTTANANNNNNNNCTAAACCCTAANAAAACCNTNNNNAATCGCNTTAAGACCNNAAACCTAANNNAAAAAANCCCTNNNNAAAACCGNACCCTAAGNAACCCTAAACTCTAAANAANNNACCCTANNCGNTAANAANCTACCCTAAGNAAACCCTANNNNTAAAATCCGTAGGTTAAACCNCGAACCCCTNTNNAANCCTAAGAAATCCTNCGCGNAAAAANCCANNTAAACACNNCGTAAAACCCGNNTAANNCGNNNAAANNNANAANNCCCGANCNNAAATAAAACCCTNTAAAACCNTAAACNNNNAAAAACCCTNANANAAATNNGGCNTNCGTAANCCNNCGAAATCCTAGAAANNCGNNNTCTTAAAAAANCCCGNGAAACCTAAANNATCTNANAANNNTACGNCCTAAGAAACCCTAAACCNANTAAAAAACCTTANNNATANNNNNCATNANCCTAAAAAACGNATNNCCGTAAACNATAAGAATCCCNNANAACCTAAAANCCGAAACCCTATATAAACCTAAACGACCCGAGAGNAAAACGTCCANCTNTNAAACCNTAANNCCGTNNNAAAAACCCTATAATACCCAAAGAGGACCATAAACTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAANACCTTTAAANCCCTAAAACCTAAGAAATCCCTGATAAACACCCTGAGAANCCCTTTTAAAATCNTAAACCCTAAGAAACACTAAACCCTNAGCCTTAGGGAAACCCCTAAACCTCAAGACTTATGAAACACCAACAAACCCTAAAGCCTAAGAAATCCTAAAGCCTAAAAACACCTTTAAAAGTACTAAACCTAAAAACACCCTTAAAANCCCTTAAACCCTAAAAACCGCTAAAATCCTAAAATCCTAAGCCCNTAACCTCAAACGAAATCCTAANCCCTAAGAACCCCTAAACCGTAGGAAAATCATAANAATCTTGAAAAACCCCTTATAAAAATACCCNAAACCNAAAAGAAACCCTAACACCTAAAAATATNCTACGCGAAAACTTAANCCCTAAGCCTTAAAACCCCTAAATNAAAACCTAGACCTTANACCCAAAGAAACCCTAGACCTTCAACGTCCTNAAACNCTAAGAAACCCTAAGCTCTNAANNNTAAACCCGAACCGNNNNNNNNNCGAAGCCCTAAACCTTAGGGCTAAANCTTANGNNNNCCTAAGAGTCGTNNNNACCCNNNNTAAGANNNNNNNNNNNNCCTAAAACGNTTAANANNNNNAAACCCTAAAAANCATTTAAAACCCTAAACCCTANNAACNNNNCAATCGTNNANNGAAANCCCTNNANACCCTAANCGCCTTNTGAAACCCTTTAAAAGCCTAAACGACCTAAGAAATCTAAANCCCCTAAGAAACCCTAAACCCTAAGAAACACCCTTAAAACCCTAAACCCTAGGGAAATCCCNAGACCCGTTNTGAAACNCCAACAAGCCCTAAAGCCNAAGAAACCCTAAGCCCTAAGAACCTCCTNAANCGTACNAAGCCTAANAACACCCTTGAAAACCCGTAACACCTNAAAACCCTAAATTCAAAGNCCCAAGTAACACCCTNAGCCCAAAGCATTAAACCCTAAGCCTTAAGAACCCCTAAACCNTTAGAGGAAATCANAACAACCTTGAATAACCCCNTATAAGACCCTANACCCAAAGANACCCTNCGAAAAACCTNAGCGCTAAACCTTAAGAGACCCTTAAATAAAANCCGTAGGCCCTAAGNACCCGTTAATCGTNAACCCTAAACTCNTAAGAAACCCCAAGCCCCTAAGAAATAAAAAAAAAGCCCTAAAACACCCTTAAAAACCGTAAGCCCTAAGAACCCCNTAAAATCCGTTAACGANCCTAAGAACCCCTTAATCGCCAACAAACCACNAAAATCCTAAANACCCTAAAACCCTAAACCTAAAAATTCCTNNAANCCTAANAAAACCCTAGCGCCAAAACCCGTAAGCCCTAAGAAANCCCTTAAAAATCCTTAACCACAAACCCCTTAAGGGACCTAAAAACCAAACCCTAAGAAACCCCAAACCCTAAGNAATATACCCTAAGCCTAAACTCCTACGCCACAGGGCTAAACCCATTTAAACCCCGAAACCATATGCAATACCCAAGAGGTCCTACACNTCAANAATCCACTTAAACACCNAAAACCCTATAATACCCGAGGAAAAAATAATCCCCTTAAAACCATAAGCCCTACGTAAAAAGCCCTAAATATATTAGGCTTACGTAATCCTAAANGCCTAAGAAACCCCGAATCCCTTAAAAGAANCCANGAAACCCTTAAGGGAAACTAAGAACCCTTTAAAAACCTTAATCATAAAAACCTATAAACCTNANAAAAACCATAAACCCNAAAAAACGCATAACCTAAAATCCGAATCCCTAAAAACACCTAANCNAAGAAACCGCTAAGAANCTCCTAAANCCTAAACCCAGNNANAAACCCTAANAAACCCTAAAACCTAAGNCCCAAANCCCTACAAACCNTAATACCCCAAAACCACTAGGAAATCCTAAACCCCAAACGCCATCGCTTCCCCATTTCCCAATTT

>rnd-5_family-4169#LINE/L1 ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

ACCCTAAAATAAACCCTAAAACCCATTCAAAAATCCTATCAGACCCTAAGCGCTAAACCCTAAATCCTTAAAAATNCGTAAAACCCTAAACCTAAAAAAACACGAAAAAACCTCAGCCCTAAACCCTAAACCCTCAAATTTCGCGAACGCTAAACCTAAAAAACACTTAAAAACCCTTAAAAACCCTAAGAAACACTTAACCCTTAAAAACCCGATAAAAACCCAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCACAAAAAAAAACACGAAAAAAACCGTAAGCCCTAAACCCTAAACCCTAAAAATCTNNACCCAAAAAACCCTAAGCCCCAAACCCTAAAAAACCACAAAACACTTAACCTAAAGCCCTAAACCTAAAAAAACCCTAAGCCCTAAACCCTAAACCCTAANCCCAAACCCTAAACCCAAAACCCCAAAAAACCCTAAACCCTAAACCTTAAGAAACCCTAAATGTTATAAACCCTAAAATAAACCCTAAAANCCATTTAAAACNCCTACAAACCATAAGCTCTAAACCCTAAATCCTAAAATTTCGTAAACCCTAAACCTAAAAACACGAAAAACCCTAAGCCCTAAACCCTAAACCCTAAAAAACCCTAAGAAACACTTAACCCTTAAAAACCCTAAAAAAACCCAAAACCACGNAAATATCTGTAAACCCTAAACCTACAAACACAATACACCCTAAGTGTAAACCTTAAATCCCAAAAAAAAGCACCAAAACGAAAACCCTAAACCGGAAACCCTAAACCNATAAAACCCTAAAAANCCTNAACCTAANAAATCCGAAGCCCCAAACCCTAAAAACCATCGAAGATAAAACCCTTAACGTAAAACCCTAGAACATAAATAACCCTGAGCCTCTAAGCCCTAAACCCTAACCTAAAACCCTAAGTACCAAACCCAAAACCATAAGAAACCCTAAACCATAAAACCTATAAAACCCTAAAAAACCCTAACCTAAAAAACCCAAAACGCCAAGCCCTAAAGAACGTAGACAAAAGCCCTAACCTAAATCATTAAACCCTAAAGAACCCTAAGACTTAATCCTAGANAAGANCCTTNNGACCTAAATCCCTAAACTCTAAAGNANNCCNAAGCCCTAAAGAACCCTAAGACTTAATCCCTGAACCNAAAACCCTAAATACTAAACCCTAAAACCCTAAATCTAAAANACCTACAAAATACCCTAAGCCCNNAACCCTAAATACTATCCTAAAACACATTTAAAACCCGTACAATACCCTNAGCACTAAANAGTACATCCNAAAAANNTGCCCTAAGNCCTAAACCCNAAGAAACACNAAACCCTTAAAATACCCNAAGNACCCAAACCCTAAGAAACACTTGACCCTTAAAAACTCAACAAACCCAANNNNNNNNNNNNNNNNNNNNTATACNAAAAAACNNNAAACCCTAAACCGTTAAACCCAAACCNATAAAACCCTAGAAAAAATCCTTAACCCAAAAAACCCAAAGCCCTAAACCCTAAAAACCTAGGTAAAACCCTTAACCTAAATCCCTAAACATAAAAAAAACCCTAAGCCCTAAACCCTAAATCCCAAACCCAAANCGCTAAGAAACACTAAACCATAAACGTTAAAAACCATAAACCCTACTAACCGTATAAAACCCCTAAAAATCATTTAAAACACCTACAAAACCTAAGATCTAAACCATAAATCCTAAACATCTATAAATCCCTAAGAATCCTAAACCTAAAAAACCCAAATCCCTAAACCCTAAACCTAAAAAACACTAAAATACCTAAAACCCCAAACCCTAAAAACCGAGATAAAACCCGAAAGCTAAAAAAACCCAAAGACCAAAACCCTAAACCCTAACCTAATATCCTAAATCCTAAACCTAAAACTCTAAAACTTAANATAAACCCTAAAACCCATTTACAACACCTACAAAACCCTAAGCTCTAAACCCTAAATCCTAAAAATCCGTAAACCCTAAATCTAAAANACACAAAAAAAAAANTAAGCCCTAAGCCCTAAACCCTAAACACTAAACCCTAAAAAACCCTAAAAAACGATTAACCCTAAAATCATAAGAAACCCTAAACCGTAAACCTATGCTAAACCCTAAATAATATAAAANCGTAAAAAACCCTAAACCCTAAACCCTGTATCGAAAACCNNAANCCAAAAAACCCAAATCCCTAAGCCCTAAAAACCTAGATAAAAGCCTTAACCTAAAACCCTAAACCTTAAAAAACCCTAAGCCCTAAAGCGCGAATCCAAAAATCCCAAATCCTAAACTCAAACCCCTAAGAAACACTAAACCCTAAACCTTAAGAAACCCTAAATCGTACTAACCGTATAAAACCCCTAAAAACCATTTAAAACACCTACAAA

>rnd-5_family-2538#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 22 )

TTGTTTACTATATTGAATGTAATTATAATAAAACATGTTGTATTTATGTATGAAAAATGCAATTCTTATAAAGTTTTTAAAACAATTAATTTTTAAAATAAATAGAATAACNAAGNNCNAAGAACGANGTCANAAATATATATATCTAAGGAAATGATATAAATTACATTTAATGATGAGATTAAGGAAAGAAGTAAAANTAAAAATTAATAATAATATTNATGATGAAAGGATTTAAATATGATCATTTTTAATATTTTGTAAATTTTCAATATAAATTTTTCANTCTTTTAAAATTAGAAAATGCTAAAAAAATAAAATTAAAACTAAAAATANTTCGAGGCAACAATTATTTTAAGGAAAAAATAACGAAAAATGTCAGAAACATTGATCAGAATAAATAAGTATCTATTGCTAAGAAGGTGTCACCCCACATTTTCTATTTTAGCTTTATTATTACATATAGATAGAAACTTTAAGATGAAGAATGATCCAAAAATTTTAAAAATAACAAATCAATTATGTAAAAATACATGTGTAATTCTTATAAAGTTATAATAACTAATTTCTTCAAATAAATAATTAAATGAAAGAAAAAAAAAGTAATTAAGAAAATAATATAAATAACACTAATTATGAGATTAATAGCATTGACGAGGAAAGGAACTAAATATGATCATCTTTTTTAAATTCTTTTTTAAGAAAATATATATAAACTTTAATTAAAGATAAATAAGAAAAAAAACCTTTAATTAAAGATACAAAAAATCAAGACAAAATAAAAGAAGAAAGAAATTAGAAGAATAATGAGGTTGAAAGAAATAATATCTAATTTTCTCTCTTTTCAAATCACAAAATAAATTTTTGCTTGTTCTCCTCCTAATTTGATACGAATTCCATAAATAGAATGATTTTTTCTCCAAATAATTTTTCTTACCCTTTGAAACACTAATCAGCCTTCTTATAAATTTCTCAACCACAATGAATTTTCTCTCCTTGTAGGAGGAATAAACATTTTTTCAAAAAGTCTTTTATTTTGAAAAGAATTTTTTGTTACATAATCTCTTTCTTTACATCAATGTCTTCACAAGAATAATGAGATATTCTCTCTTTCTCTTTTGTTAAAAAAGTCACATGACCTAGAAATTTGATGGACATCTTAGCGACAAAAGTTGATACCATATATTGATCATTATCGTCAGAAGAAGAAGAGCCAAAGTGAAGAAATTTGTTCTTATTTGTTACAAATGCTCAACTATTTTGTTTTTATTTTATAGGCTAAATAATTATAAACAGTTATGAAAAACGAATAGTTTTTATCTTTTCATCTTCCATTTTCATTTACTTAAATCTATATTAGTGTAATGGATGTTATAAAGGGCATAATTAATCGGGTATGACATAAATACTTTTTTTTTAAATACAAATAAAAAATACAAAACAAAGATAAAATGTCAAAAAAAGGNGAAAAAAGATNAATACAAATACTGGTCANAGAGAGATGCCACATCAGNTTGTCTATATNCAGCTTTATATATACATATATAGGTTCATGCCCTTAGATGTTATTTTATTACTTTAGCTGGCATCGACATTTTTGTAAATCTGATATCTACTTTGGAACATTTTATAATGTGGCATAGGCTGACAATTGAGATCATAAATTTAAAATAATAAAATTTAATTTATTATAATACTAATATCAATATCATAAAGATATATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACACATTAATTCTTCATTACTTAATATATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>rnd-5_family-999#DNA/TcMar-Stowaway ( Recon Family Size = 30 Final Multiple Alignment Size = 22 )

CCGTCCCAAAATAAGTGTCACTTTAGCTCATTTCACGTCCATTAAGAAAAATAATAAATATAATGTATAGTTTACTAAATTACCCCTATTTATTAGATGTTTCTTTTGAGAATTGAACACTATTAAGAAGAAGTAGTTCTTTAATATAAGGGTATAGTTGAAAAAACATACTAATTTTTGTCTTGAATTTCTAAGATGACACTTATTTTGGGACAATNNTTTTTGCTGCTAAAGTGACACTTATTTTGGGACGGAGGGAGTATGTCTTACTTAAANTTCA

>rnd-5_family-365#LTR/Copia ( Recon Family Size = 30 Final Multiple Alignment Size = 22 )

ACAAACTGGACAAAATCAGGAGGAGCCTCTAACAGATCAAGTTACTTATCAAAGGTTGGTTGGGAAGCTGCTNTATCTNACCATGACNAGGCCTGACATTGCNTNTAGTGTNCAAACNTTAAGTCAGTTCNTGCAACAACCCAAAAAAGTCTCATATGGATGCTGCACTNAGAGTTGTCAGGTACATCAAAAGNCAACCAGGTCAAGGTATATTACTATCCAGCAATTGNAGCAGTGAAGTTACAGCT

>rnd-5_family-5716#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 22 )

AAAATTGTCGCTACAGGGGAACAATTAGATGTATTGAATTGATTTAAGATTTAAAATGTACTTGTTCCTACCAAGATTAAGAATAGTTGTCTTTACTTTTTTTTTTTGTTTTTGTGAGCATTACATTTCTGTGATCGTCGTATGCCCGTGAGCGGTATGCCCACGGCCTCTGAGGAATCAAATGTGATAAGTCAATCGAGGCTTAGGGTCGCGGANGAAAAGCTCAGTTGGGGCAAGAAAGCCCTATTCCTACTCTCCCAAGAAATGGACGNGTTTCGAAAAAGGTACCTAGCTCGGTGCTATGACGTGGTCGATCTTGAGTTTGGACTTGCTAGTCTTAGGGCTAAGGTGAGAGAAATTGTGAGGGTGAAAACTCCTCATTATCCAATGGTCGAAAAGAGCGAAGAAGAGTCTCACGACTTTCACCTTGCTTGGTGTGATGAGACGTCCAACTTNAGTTCGAGATTAAAGGTTTGAAACCGAGCCAAGAGAAAAGGTGAAGGTGGATATAAAAGATATCTTGAGCTTGCGCAATCAACCCAAAGCAATAACAATCAAATAAGCCGAAATAAGTAGCATGATACTAGAGTTGAAAGTAAAAGCAAAAAGGATCCTATTTGGCAAGTTTAGTTCATGTAAAGACGAGAGTGTCACTCACTTGAGGGCCAANAATTATGAAGTTCAATGCTCACGTGGCCTAGTGACCCTTTCGCTCTTGCCCAATGATCCAAAACGAAAGNATGATTCGAAGTTGGGTAAGANATTCGAGTCTTCGAAGTGGAGAGATCGAGCGAAACGCTTGATGATCTCTAATGCACTCCCCATCGCTNTTCAAATAAATGTAGTTCTTAGTTTAATTCTGAGTTNTTGATNCGTANATNAGGTTTGATTTTTTTGTTCTTGACTAGTCNTCATGATTTTGGAGTGTTTGGANTTANTTCGAACANGTTTGGAGGCATGAATCNTGAAGGAAATGANGTTTGGTGCTAAAACCCCGTCGGAANATGACTTGGGAAACGTTTTGGGAGGCGATTTTGGGTCGCCCGATGAGACTGGGTGGATCGCCCAATGGACCCCCGAGCCCGCACAATTGGACAGTGAGTAGCCCTATAGAAAAATGGCCTTCGGATGTCGCNAAAGCGAAACGAAGTTCGCTTAAGCGAAGTCCGCAAAAGAGGTNCCCTCTCGCAAAAGCGANCATCGCTTAAGAGCAAAGGGGCNCTCGCTTAAGTGAACCCCGCNCTTTANTAGACGGTCGCAAAAGCGACCAANACGTCGNTTAAGCGAAGGTAAGGGATTTCGAAAGGCGGTGNACGGAAGCCAAACGCGCAAAACGTCTAAAATAAAAGGTCCAACTTCTTNCTCTCCCCCTTCAATTGTCTCAAATCGATTCCACAACTCTTGGTCTTCATTGCGCAAACACAATCCGGTACGTCTCTCTAACTTTACTCTCTTGAAGTGGTAATAATCATTGTTATTCGTATTTNTGTTTCTTTGTTNAAAGTTGGGGGTATTTAGTGGGTAGTAACTTCTCTAACTTGGGGGAGGGGGGTTAAATTTTTATATGTTGNCTACCGAATTTTGNTTGANATTGTTGAATGCATGTGTGTGGGCTGATTTGAAGTATTTGGGGAAGTNTTGAGTACCCATTTCATNATCTAATTGATTAAAAATAGATTGGGCACCACGTGTTTGATAAAATGCCCAAGAGAACTCAAAAATGATTTTAGAAGCTTTTTGTGCCGAAATGATTGAGTTTATTNGTTGCTTGTTTGGTTGTTGTTCGATTTGAAATTCTGATAGTTGAAATTTTGTGCTAAAAATGGCGAAANAAAATTGGTTGTTCATGTTGAGGGGGCGACTGTTCGCAAAAGCGAACTCCCGTTCGCAAAAGCGAACTTCGCTTAAGCGACNCTCCTTCGCTTTTGCGATTTCCGCTTAAGCGGTCTCCTGGTCGCTTCCGCGATGTTCGCCTAAGCGAACACGGCCTCGCTTTTGCGATATCCGAGGCCGTTTTCTGCCAGTGNAAAATTTTTCAGCANGCTTGTTTTGGTTCCGAATTGATTCCCAACCCTTTTCTTTGACTTCTACCNATGAAATAGCATCGTTTAACACATGATTCTTCACACTTTCATGCTATTGTGATTTTCAGATTTCTCAAAAGTCAAGAATGGCGCAACAACTCGGTTTTGAAGAGGAAGTTGTGGTCGACTATGACCAACATCGATTTGTCTCTCTCCGAGCTCAAGAGANCTACTATNCTGATCTGATTAAGAAGAAACTGCTCCCGGAGAGAGGCATCGCGCTTGATAAGGTNGNCGAGATGCTTCCGAACTTCTACCAAAGGTTGGAGAACTCCGGNTGGATTTGCTTCGCTGCTGAACCATGCAAGGCAAACGAGCAATGGGTGAGGGAATTCTATGCCAACCTCATGGAGACTGACATGTCGACAAGGTTGATCACCATTCGGGGNAAGGTTGTCGATTATGGGCCGGAAGCAATCAATGCANTATATGGGTTGCTCGACCACGACATCGAGGCCTTCACGGCCAAGGATTGTGAGTCGGGCGCTTGGCTAGCNTCAAAGCTATGCCCGGGCANAAAATGTTCCATGGGCCGTCACAAAGGCCGAAATTNTATGCTCAGATTTGACGGCCGAGGCGAGAACATGGATGTCGATTGTGTGCAGCCGNATCTCCCCAAGTGGGAACATTAGCAACATTCCGGTGTTGCGGGCACANATCGTGGCTTGTGTACTTGATGACGTCCCTTTGAATGTGGGCCACTTGATCGTGAATGAGTTCCGGGAGTTCAAGCTCCATGACAGCCTNTCCCTCGTTGTCCCTTCCTTGATCACGGAGTTGTGCAAACGGGCTGAAGTGGAAGTGTACCCGGGTGATACTTGGGTGGAACCCAAAAATCAAATCTTTCCCCTTAAGATGCGAGGTGAAGGCACCATGGTCAAGAGCAAGAAAAGGAAGATTGATTCGGGGAAGTCCGTGCATGTGGAGGAGGATTCTCCTATACCTCCGGTTTTGGGGCCATNTGAGTCTTTGGCTAGTGAGTTGAAAATTGTGAAGGAAATTGTGACGAAGCTGCCTCAAGGGTCGGGCGAGTCGTCTTCTGGGCTTGTATCATATGTGCCACAACGTGAGTTTGATGCCTACTTGAGAGATCAAAGGAAGCAGAAAGCTCGGCTTGACAATTTGGAGAAGGCATACGCCGGTTTGGCCGAGTCGCATGGCGAGTTAAGTATCTCACATAGCGAAATGAAGAAGCGGGAGAAGAGTAGGGACAAGTTCTTCACACGGATGTGGAAAGGGGTCAAAGGCCTTTGGAAGGTGTTGAAGGAAAATGAGCCACTCCCGACTTCGAGGCCGGATGAGGATTGAGATGAGCCAGCTGCGCGGACCGATGATGAGGGAGCTGAGGACAGCGAGGCCACCGAGAGTGAGGAGGATTGAGGCAGCCTAGGGAGCCCCTTCGTATTCTCTTTATGATTTTCATAGTTGTACTGTGAGGACACAATACCATTTTTAGTTGGGGGTGCTCCCCTTTGGGTTGTTTTTATTGTTTTATCGTGCCTTAGATTGATATTATGGATTGGTGTTTTTGATTGCCCTTGTCGGGNTTTTGTTTATATCGTGTNGATTGGTCGTTTTTATTATATTTTGGTTTTATTTAGTCATTTCTTTTGTTAGTTTCTTTTTGTGATAATAAATCGTCATGGTAGTGTTTCNTTCTTGTATGCCTTAGAGCAGGGGAAGTCTGAGTACCCGTAGCTTGTGAGATTGGAAGCCCTCGTGAAAACTCGACGAAAAGGCTTGANTTTTCCNAATGATAGATNGCGGTGACGTCGTTCTTAAGGGAAATCGTCGTTTTGTTGAGCGTTGTTGGCCTTGTTGGTGCTTTGATGTGAGGTTNTGACTTGTTTGGTACTAATAGACTTAGTCGAGCCTTGTGAATCGTAAATGAGCACCCCTCCGAAAAATTTTGCGAAAGGAATATTGTGGAAGTGAATGACGTTGTGACAATGTTTTGACTCTTTTTGTGACTCCNACTTACTAGGTGGTGAAAGTGAAAAATAACTCATTTGTTCTTGACTAGG

>rnd-5_family-3373#LTR/Copia ( Recon Family Size = 28 Final Multiple Alignment Size = 22 )

AATTAAAGATGATTTTTTGGAGGTACAAAAAATATCTTAGATATCTAGTAGAACTTTCTAGAATTTTGTAGAGTAATATCTTTGATATTTGTACTTAAGAAATATCTAGATATTCTAGGATATTTGTAGTAAAGAAATATCTAGATATCTAGAAGATAAAGTTTNCTAGAANTTTCTTTGTAGATGTATCTTAGAAGAATTCTAGAACCATCCCTANACAAGTATAAATAGGGGTGGCATTANGCATTTGTANNCAACCCAAGAACAATCCAAATCAAAGAGTCTTCTTCCATAACAAAGTTCTTCTATCCAAAATACTCNTTCTCCTTTCTAGCTTCCTCTTCTTTAGTTGAATCTTCCGATCTTAGTTAACGATCTTGGGCTAGCAGAAGGGTTCTCCGATTATACTTTTCTTCTGCTATTCTCTACATGGTATCANAGCCATAACCGTACGTTGGCTTCTGGGTNTTATTTCAAGATCGGGTTGGTGGTAGATTCAACTAGTTTGTGTACATGGATTTTAGCGGTCGTGTTAATGGATTGGGGATGGAGTTGTTGAATCAGTCCAATTACAAGGTATGGAAGACATGTATGGAATCATACCTTGTGGGAGAGGATTTGTGGGATGTTGTTAATGGGAATGACACAAGTCCTCCTGCTGACGGACCGGAAAATAGTAGTGCGTACAAGAAGTGGAAGCAGATTAATGCGAAGGCGGAGTTCATTCTAAAGAGGACAATCTCCTCCGGTTTATTTGATCACATTATAAAGTGTAAATCAGCTCATGAAATATGGAGGACCCTCGATCGCTTGTTCAACAAGAAGAATGAAGCTCGGCTGCAGATATTGGAGAACGAATTGGCTAACACCACTCAAGGTAATCTTTCTATCTCCGAGTATTTTTTAAAGATTAAGAACTTATGTTCTGAGATATGTTTATTGAATTCGGAGGAGGCTATTTCTGAAGCACGAATGAGAAGAATAGTCATTCGTGGGTTGAAACCTGAATATATTCCATTTGTGACGTCGATTCAAGGATGGGCTCAACAGCCATCCTTGGAGGAGTTTGAAAATTTATTGTCGTCACAGGAACTACTAGCCAAGCGGTTGGCTAGTGTATTTGTCAAAGACGGAGAAGAAAATGCTCTTGTAGCCGACAAGAGGAACTTTAAAGGAAAAACGAGAGATATGCCACACTCTCGATCCTNAGGCGGTTCAAGCTCGCCTGGAAAGAAGGAAGAGCCTTCTAACTATTATGGTAAGAAGCCTCCCAGATGCTATCGTTGTGGTAAAGTAGGACGCATAAAAAGATATTGCCGAGCCAAGGAGAGCAATATGGCTCAAAAGGTTGTTGAAGAAGAAGAAGAGTGGGGAAAGTGTTTAGTAGCTGAGGCTCGAGCAATAGATGCCATGGTTTCTATCAACCTTGAAAGAGATTGGATCGAGGATTCAGAATATAATGCAGCCGACCACGTGGAGAAGCAAGACACCGATGTCATCGATATGAAGCAAGAAACTCTTGAAGACGTTCATACTGGTGACATGGTAGCTTCTATCGAAGAAATCAAGGAANTAGATTCTGAACGAGCAGTGTCCGGGCCTATATATGCCGATGGTGACCTTTATGGAGAAAGTATTGAGAAAGATGTATGGGAAGTTGAAGTCTCTGATCAATCGTCAGTCATATCGAGGTCAGTCATTGGCTTAGATCAAACGTTGGAAGCAAATGAAGAAAATGATGATCAAATAGATGAAGAGGCTANTACTAATGAAATCT

>rnd-5_family-733#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 22 )

AATATGTCGTCACGAATGGACCCACAAAATTTTAGCTCAAACGGAGTCGATCACACATATTTCAGAAAATTTATGGACTAATACACATCGAAAATTCAGAAATCTTAAATTCTTGTTTTGTGACTCGAAAGCGCCAAAAATGACGTCAATCATGACGAAAACAATGAGTATCGTTTACCAGGTTGTCTCGGATGGATCCACAAAATTTGGGNTCGAACGGAGTCTGTCAAANATATTCCAGAAAATTCATGAACTAACATACACACGAAAACNTNAGATAATCCTGAATTTCTATTTTATGAAACATAAACTCCNAAAAGAACGNCGTNCGCCTTTTGAAAACAATGAGTATCGTTTAATAAAATCGTCACGAATGGACCCACAAAATTTGAGNTCAAATCGAAGTCGGTCAAACATATTTCGAAAAATTCATGGACTAATACACACAAAAANTTTGAAAATCCTAAATTTNTNTTTCGTGATCCTGAAACTCCAAAAAAGTGTCGCCGTTCATGATAGAGCAATGAGTATCAATTAATAGGTCGTCATCGATGGACCCATAAAATTTGAGNTNAAATGGAGTCGGTCAGTCATATTCCAAAAATTCATGGACTAATACACACGAAAAACTGAGATAATCCTGAACTCCTGCTTCGCGACTCGTAAACTCCAAAAAAAAAGGCGTCGGCCTTTAGAAACAATGAGTATCGTTCAATAGGTCGTCGCGAATGGACCCATAAAATTTGAGCTCAAACAGAGTCGGTCAGNCATATTCCGAAAATTCGTGAACTTAATACACACGAAAANTCGAGATAATCCTGAATTTCTGTTTTGTGACCCNTAAACTCCAAAAAAAGCGACGCCGGTCCTTNAAAAGCAATGAGTATCATTTACTAGGTCGTCACGAATGGATCCGTAAAATTTGAGCTCGAACAGAGTCGGTCGNACGTATTTCGAAAAATTCATGGACTAATACACACGAAAAGTTTAGATAATCCTGAATTTCTATTTCGTGANATCACAACTCCNAAAANGTGAAAAACCAAAAATAATGAGTATCATTTAATAGGTCGTCACCAATGGACCCACAAAATTTGAGTACGAANTGAATCGGTCACACATATTCCGAAAAATTATCATGGACTAATACACACGGAAAACTNAAATAATCGTAAATTCCTATTTCNTGACACGTAAACTCCAAATTTCGTAATTAATATGTATCGTTTAATAGGTTTTTATCAATGGACCCACAAAATTTAGAGCTCGAAATGGAGTCACACATANTTCGGAAAGTTCATGGACTAACACATNNNNNNCACGAAAAGTTGAGATAATCTTGAATTCTTATTTCGTGACTCGAAAACTTCATAAAAGCGACGTCGATCCTTNAAAAACAATGAGCATCGTTCANTAGGTCGTCATCGAATGGTTCTACGGACCACAAAATTTGAGGTCAAACGAAGTTAACACACATACCGGAAAATTGAGTTAGTCCTTGGATTCCTGTTTCGTAAGACACGCGAAAANTCCAAAATAAGCGNCGTCGGTCCGACGAAANTTGGAAAACAATGAGTATCGTTTACTAGGTCGTTTCAAAGGACCCATAAAATTTGAGGTCGAACGGAGTCGGTCGGTCATATTCTAAAAAAAATCATGGACTAATACGCACGAAAAATTNAGATAATTCTGAATTCCTGTTTTATGACCCNTAAACTCTAAAAAATAGGTGTGTCGTCGGTCCTNTAAAAACAATGAGTATCGTTNACTAGGTCGTCACGAATGGACCCACAAAATTTNGGTTCGAACGGAGTCGGTCAGNCATATTTCGAAAAATTCATGGACTAATACATACGAAAAATCGTAGATAATCTTGATTTCTTATTTCGTGACCCTGAAACTCGNAAAAAAAACAAAAAGCGACGTCGATCCTGTCAGAAACAATAAGTATCGTTCAATAGGTCGTCGCGAATGGACCCACAAAATTTGGGNTCAAATGGAGTCGGTCAGTCATATTTCAAAAAATTCATGGACTAATATACACACGAAAANTTGAGATAATCTTGAATTTNTGTTTCGTGACTCGTAAANTCCAAAAAAAAGTGGCGTNGATCCTATAGAAAACGATGGGTATCATTCANTAGGTCGTCACGGATGGACCCGCAAAATTTTGGGTCAAACGGANTCGGTCGATACGTATCCGAAAAAATCATGGACTAATACACACGAAAAACTGAGATAATCTTGAATCTATTNTATTACATCTTTACTTACAAAAAATTCCGAAAAAGCGACGCCGTCTCCGTTTAGAAGACAATGAGTATCGTTTAATAGGTCGTCGCGAATGGTCCCACAAAATTTGAGCTCAAATCGGAGTCGGTCACACATATTACGGACAAATCATGGACTAATACAAACGAAAATTCTAGATTATCCCCAATTTCTTGTTGCGTGATACATAATGCAAAAAAGTGTTGCGAGTCACGNTAGAGACAAGTGAGTATCAATTGGCAAGTGGTCGTCTCGGACGGACCCAAAAAAATTTAGGCGCAAGATGAAGTCGCGTTCAGCACATATTCCGAAAAANTTCATGGACTAATCCTTAATACTTATTACGACACGNAAAGTCGAGATAATCTTGAANGCGCCGCTTGCGNCCCGAAAATTCCTAATGAGTATCGTTTAATTGGTAGCCACCGATGGACCCACAAAATTTGAGNTCAAAAGAAGTTCTGGNCANACATATTTACGAAGATATTCATGNGCTAATGCNCACGAAAACCGTAGATAATCTTGAACTTTTGTTTCGTGACACGTAAACTTCAAAAAGCGGCATGCGCCTGNCGGAAACAACGAGCATCATTCANTAGGTCGTCACGGATGGACCCACAAAATTTGGGCTCAAACAGAGTCGATCACACATATTTCGAATAAATCGTNGACTACACACGAAAAGCTTAGATAATCTCGAATTCTTGTTTCGTGAAACATAAACTCCATAAAAGCGACGTACGTCTTTCGAAAATAATGAATTATCATTTTA

>rnd-5_family-2105#DNA/hAT-Tip100 ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

CGAGTCAGGGGTAATTTTCGAGGCCCACAACAGTAAAAAAAAAAGCTGAAATGACAATTCTACCCTTAATGAATCCCTTTTAAATATATCTTTATTTTTTTCAAATCAAAATCCCATTTTTCTTCTTCTTCTTCCTAATTCTAGTACTCAAGCTTTTTTTCTCTTTTTGTGCACAATTTCTGGTCGTTTTTTATGTAATGGCTTCTAATTTTTTTTGTCATTGTGTAAAAAGAGCTATAATGAAGATTTCTTGGTCTGCAAATAATTCAGGTATAAAAAAAAGTGAATTTACATTCATGGTGACAGCTTCTACCAAAAATAAACTTTCAAAAAGCAAAAATTAACATAACCGGACTAAATTGAGGAAGAACAACACATAAACATCCAAAAGATAAGAACTTTGACCACAAATCTTCACGATTTTACTTTGATTCGCGAAGAAATTAGGGCTAGGGCTCCGCTGATGTTGAGTGAAAATCGAGCAAATTGGGAAAAGAAAATGACGACCCTACCCTTNTGTATTTTAATTTCTTTTTTTTTAGTTCTAAAATGGACGTGTAAAGTGTTTAATTAGTTGGCAGCCATTGAGTGGCTCACTAA

>rnd-5_family-1682#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 22 )

AGAGGATTCGATGATATTTCAGTATTGTAAAACGACTTGATTGTTATAATATTCTCTTCTATATAAAACTATTGAATTTATGTTCAAATGTAGTATGCATGTGATATTTTAAGAAATAAAGAGTGTCGAACAAGTCGCGAGATTGGCTCTCTCACACGAGCAATCGCCTCTTACGTCGAGGAACGTGAAGAGATGAGTTTCACCACCATATTATGACTTGTTTTATGAGCCAGACAAAAGTTTCTCTAAGAAGATGAANTTTTAAGGATCACTGAAGAGAGAAACTAGGGTTAAACATCTGGAGGTGTTTAGACCAAGGACTGTACGATGTTGGATAATCGAAAGAATGAGACGCATACACCAATATAAGGTGNAAACATCGTAGCACGTGTTTCATACCACGTGTGTCAAGCGATCAATGGGTCGATGAAAGAATGATTCCCCGCTTCTTCATTGTGTGAGACCCCGAAAAGTTAAATTGACTTTTCAATGAAATACCCTTTGACCTTTTGTTGTTTCTTGAAGTTTCAATCGATGTTGCTACTTTAGCATGTTACTAATAGCCATGAATGATTCGGCAATGCAGTGCATGTCTAGGAAAGCAGTTGAATAGGAACAGATAGATTCGAGTAGAAAGGAAAGACGATTAAATGAATAATTTAACTTGTATACACAAGCCGGCTATTACACTAACCATATCGGTATTGAGTGTAATTGTGCGTATAAAGTTAAACATGAACTCGAGTTCACCTCNTTNAGAGGATGAGGGATCGAATAAGTAACTACTGAAGTAGTGAATGANGTCTGGGGTATTGTGAGNTAATAGTATCCTTATATTAGTAGTGAATTCTTTCCGCATGTGATTGGATTCCTATGTGGGGCTTGTAAAACCTTAATAGGTATAGCTCTTGATGCTCGCAGGTCGCACGAACTATTTGTCCGTATGAATTGCGTGTCTNGTCGACGTNGTANTGACTTGGGTCTTGTCCACCATGTGCGAAGTGGGAGATGTAAGTTTTGGGTCGTGGGTCGCCCATGTGGACCGACCCGACCCGAAATTGTTATCTATNAAAAAGAGATAAGTATTAATTTNAAAAATAAGGGTGGGAACAGTTACTATGTAACTGCTCCAACGTACACGAACCTTTACTTTTTAAATAGAGAATTCTTTACGCTCTGGACGCGAAAGAAGAAAAACAGAGAAAGAGCGAAAAGAGAACANTAAACTTCTTCTTAGANNAAAGACACCCAACAAAAGACATTTAGTTTGTGAAACAANACTTTGTTTCCTAGTGATTCGAAGNCGGACTTGGAGCGATTCTTCGAATAGCAAGATTTCATCGACTTTCCGCTGCAAATATAAGGTACACAATTCGTCGATTTCTTTCTATAGATCCTACA

>rnd-5_family-1368#LTR/Copia ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

GTGGTATGTTNTATTATGAACTATCGAAGGACAAAAGAAAGAAATAATTCTTTCCTATAAAGGTTGTGGCCATGACCAAAATAAATATTATTGTGTGGCAACACAAA

>rnd-5_family-1197#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 22 )

TAAAACGCGGGTCAAGTAACCGATCATAACCCAATCCACCCAATTTTTACTAAGTTTTAATTGCTTTATTTGTTCTTTTAAAATTTTTTAGTACCTAATAAATTATTATCTTTCTTTATTATAGTTATATATAACATATCAAATAAAAATTTAAAAATTAATTTTTTTTCTCGTGAGTCAATTCAAAATATTTTTAATGGGTCGAAATGGGTTGAGCTAATAAATGGGCGGGTCAATAACCCGCCCAAACTTAAACGGATTGGGCGGATTGAGTTTGATTTTGCCACCCCT

>rnd-5_family-332#LINE/L1 ( Recon Family Size = 38 Final Multiple Alignment Size = 22 )

GCCTTCTACAAAAGTGGCTNTGGAGATTTTGCACNGAAGATATGGCNCTATGGAGGAGATTCATCACGGCGAAATATGGNCTGCTGAACCGCTGGACTACTGAGGAGGTNAATGGAACTTTTGGGTGCAGTGTGTGGAAAACCATTAGAAGGCTGTGGCCANANTTCAGCGATAACGTCTCANTTAAAGTGGGGAATGGCAGGAAAACCGANTTCTGGAATGANTTATGGATTGGGGAAGAGTATCTTGAAACTATATTTCCAGACTTGTACACTNTGAGCCTGCAACAGATGGACACGGTNNCNCAAATATGGAGTCCTCAAGGGTGGAACTTGATTTTTAGAAGAGCCCTNAATGACTGGGAAATAGANAGAGTAGCCGATCTGCTTCAGACCCTAAATACCTTCCCAGGCGCCTCCAATGGACCTGACAAGCCTANNTGGAAGCTACANAGNAAAGGGGCCTTTACAGTGAAATCATGCTACTGGAGTAACAATACTGGTCAAAGTAGAATCAAAATTTGGCCNTGGAAGCTAGTTTGGAAGGTCAAAATCCCTCTAAAGGTATCNTGTTTCGCTTGGTTGGTGTTANAAGGGCNTGTCTAACACATGAAGTGCTACAAAGAAGAGGTATACAGATTTGCTCAAGGTGTTNTATGTGCGANCAAGANGCNGAAGTNAACGACCATCTATNTTCCTTCACTGCAGGGCAGCTACGAATCTATGGAACATGTCTTTTTTGCATCCTTGG

>rnd-5_family-8563#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

ATCTTTTTGGTCTCCAACTCTCACCCAACTGAACCGAACTTTCCTGAAAGCACCAGATTCATCTGAGAAGACCAACACCACACCAAAACAACANAATTGAGCAAACGCAGGACCATGGCAGATGCAACCCAACTCCCAAATCGAAAAACTAACCTTATGCTCCATATCTAACATCTTCTAACCACCAAGAGCGTTTTGCCGGTCCTTAGNTATCCTGAACATCTCCAGCACCAATTGAATCCTGCCTACAAGCCCACACAACATAAACCTCGGAAGAACAACATACTCCACCTGAACGTCGAGGAACGACAACTGCCAAAACAAGGAACTCAGCCCAAGGAAAAGCCCAAAATCCATTTCTAACCCTCAAAACCAACAAACCCAGCTGAAACATAACCTTCTAAANCTAAACGCGCTAATCCAAAGGACGACCATCCTGCGAATAACAAGGTTGCGCTGAGCCCAGCTCCAGNGACCTACTCCAACCGAAGGAACTTCTGAAAAACCGATACCATGAGCCCACGAACTACTCCGCCACCACAAATCTGAGCCAACCACCCCATTCTAAGGGAAACCAAGCCGGCAGGTGGCGTATCAACATAGTCAACCGGCCGGTAGTGGCCCAAGGGTACCGACTCCCATCACGAACCACGCAAGCTACCAAGCATGANAAAAGCAAACCACGCATCCTAAACTAGANCCAACTCATAAATCCCATGAATTACTATGACCTCATCCTGAAGATGAACCTTCTTAGCAAGTTTCCATTTCCCAACAGGGCTAAGGCCTGAAGCCACCGATGAACACCACCATTCCGACTCTAAATCACGCACCGGCCTCGAGGGTTATCAACACAACAACAAAGAACCAACACAACAGCTAGTCCAGGCACAACAAGGGATCACACCTCCAAATTCTAGCTAGCCATAACCAANCACCAAGACCACAAGAANCGGACGAATCCAAAAAGATTGAACGAGCGAAAACACAACTCCGCAATCGAGAAAAGACTAANAAAAAGGAAGAAAGCAACCAAACAGGACTACCACAACGCTANAGAAGGCTAACTACCCAACGCACAACTCCGAGAACTTACAATCTCCCAACTACTACTCAAAAGGGTCGGCACACAACTAAGCCAACCTCCTAAGCCGACTAGGCCCAACAACACACAAATCTCAAATCGGGCAAAGATTGTCTAGCCACCTATCAAACAAGGATCGACATCACGGCAAAAACACACAACAAGGGTGGNAAAAAGNGAAACCAACAATCCCGAGGCCACAANCANAATAGGACTATCAAGGCAAAGGCACAAGGAGTTACTCGACCACTACTCCCAATCAAAGCAACATAACCTAGTCGATCCACTACTAAAAGAAATCAACTACAGGGGCAAAACACATACACAATCCTCAAATCAAGCTGCCATAACAAGCCAACGATANATANTAAGCCAAATAAACNCGAATGTGAATGAAAACCCCAAATCGCACAAAATAAGAACTAAAGGGATAAACTAAAAAATCGCATNCAAAGAAGGGATACTAGAAGCCTCGGCCTCTGGCCGGCCTGCAGAAGCATAAAACGGANCGTGTCTAACCTCAACCTGAACACCTGATGTAGTAATGGCAACACTNAAGGCACNACCTCTAACCGAAGGTGCCGACAACCCATGAGACTGATCTAGNTGAATACCTATCATCACGGTCCCGTACTGGGGACAAGTTGTAGGTTGATGACCGAGCTCCCCACGAGTACAACAAAGTCCGACCACCATAGCCTGGGGACTATGCAGATGTCTGCGCTACTTGGAAAAGCAANNNCCGCCTGGGCATTCTCTAGACTAGTGGTCAAACCNTTCATAATCATAGAAACCTCTATAGCGCGAAGCCCGGTGTGAAGAACGCGNTGATCAGCCCTNTCTACCTCTACCATACTNAAAACCACACCCAAACNAACTACGTCGGGGCCTTGCGACAATCTCTAACATAGTGGCCTATCTCGCCACGCCCATAACAACCATCACCGAGAGCAACTNNCTGCGAAGACCCAATTGGAGTAACATGAGACCCAACACCCGAAGGTCCAAAATGACCAACATGAGAAGTCTGGCCTAAACTCTGCCTGTCGTAGGCACCACGACCTACCTCANNATCCNTTGGAACCTGAGATGCTACCTCCATAGGCCTGATAGGTCGAGAACGAAGATATCCCTCGTTAAATTGATACTCACCTCGAAGTGGAATNTTGTCACCGTTGTACTGATGGCGAGGCCTCTTACCACTATCTCTGTAAGTCTCAAGGCACGCCTGCTCCACAGCCCTCACATGACTTACAACCTGGGGAAAGGTAGACCCTGCTGATATCGGATGCTCCGACGCTAACCGAAGTGGCAAAGCCAACCCTCCGATNAACCCTNACTCAACTCCTGATCTAAAGGAAACGATGTGGGGCTACGCCCAACCCACTCTAGAAATCCCATCACATAGTCAAAAATGGATGACGAACCTTACTGGGACCAGTCAACCCAACTCTTCTCTGAGGAGCACCCGTTGCACCAAGAACCGCACCTACCTGAGGTGTACCCTCGAAGAAGCTCGGACCTCNTAACACTGAATACCGAGGAACCGAGGTAGTCAAAGACCCTGCCAAAGCCTGGGCTTCCCCCNAACTCTCTGAATGCTGAAGAATGCCTCCGACCTCAAGGTACGTGCCTGACCGAGGCCCTCTAGCCCGATCACGTGCTGAAACTCTAGTGNAATGTGTTGATGCTCTATCCACGTCCATCGAATGTTTCGTGTTATCCATCTAG

>rnd-5_family-1535#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

AACACTTTTTAAAATTNATTATATCAATCGATTAATTTATAAATGCATACCCCGACCCCCTCTCTTTCTTCTTCCTCGTTGTTCACCATTATTCCAACCTTCAATACTTTCTTTTCTTCTTCTTCACTATTCAACANTTTTTCAAGTCACTTTAAAGAAGAAAATTCACTATTCNATTATCTTCTTCGAACCCTCCCAACGAATTTACCCACTTGGAGAATGGATTTTTTTGAAAGCCAATTTTTTGAATTTACCCNCTCGGAGAATGAATTTTTTTGAAAGCCAATTTTTTCTTGACAACTCAAATAAGAAATGAAGATTGCATAAGAAAGTTGATCCAAAAAAATATAAATTTTATGAGAAATGTTTGAATGATCTAGAAATCAAAATGGGTCACTCAAAATTCAAGAAAGTTTACATTTGCCAAATCGACACCAATAATATAGAGTGAAATCGACGTCAATAAAATGACATTGGTATTGAATTTTACGGATTAGTAAAAGACTAGTGAAATGAAAATAGTGGATAGAGGTGGGGATGAAGATGGAGGAGGAGATGTTTCAATGGAGAAAGATGTGTATTGAGGAAGACAACAAAATGAAAAGAAAAAAAAATTAAAGAAATTAAAAAGGGGACCCACTAATTTCATTTACCTCTTAATAAGAAAATTTACATATTTTAAAGATTTAATATATANAAAAAACTATTTAAATAATTNGTTATATATTGGCCAATAAAAAAAGGCCATGTGTANGGCTTTANAAATTCAGCTTTTTTCTTTTTTTTCACGCGCTTTCAGGAGAGTGCACTCACTCTCTCTGCCACATCACCCCTTAGGGGG

>rnd-5_family-1091#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 21 )

ATGAAGGGAGACCATGAGNTGGAGGAGCTGATCAAGGGAAGGGAAGACAAGGNNATCCAAAATCCTGGAAACGAACAGGTTGCAAAGGAAANTGGTGCAGANCTCACAGGAGNACCTGGTCCCTCCGGTNCAGCCCAGGAGGTNCCGTCTCAAAATCNTGAA

>rnd-5_family-2033#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

ACTCTCAACATATACAAGCATCTTCGATGACACGAGATTACATTTTTCAGCATCAAGAACGTTTGAAGAATATTCACGAATTCCGTCGATATCAGACGCGGTAATGTGAACTACCCAGAGGGACATCGTCTTTACCACCCGGATGGACATTCCTAGAGTATTATCAAATGAGATAATACCATCACCCGGAGGGACATCATCGTTATCTTATCAATGGANCATCATCATCCTACCGACGGATCTTCATTATCATCATCCTACCGATGGATCAACGTTATCCTACCAATGGATCATCAACATTATCCTACCGACGGATCTTCAACATCATCCTACCGACGGATCTTCATCAACATCATCCTACCGACGGATCAACATCATCCTACCGATGGATCATCAACATTATCCTACCGATGGATCAACATCATCCTACCGACGGATCATCATTTATCAACATCATCCTACCGACGGATCTTCGTCATCATCATCCTACCGATGGATCAACATCATCCTACCGATGGATCATCATCATTATCCTACCGATGGATCAACATCATCCTACCGACGGATCNTCATCATCGTCATCTACCAATGGATNTTCATCANCATCATCCTACCAATGGATCATCGTCAACATCATCTTATCGATGGAGCATCGTCATCATCCTATCGATGGAGCAGCATCATCATCCTATCGATGGAGCAACATCATCATCATATNCATTATCGTCATCCTATCAATGAAGAATCGTCATCCTACCAATGGAGCATCANCGTCGTCATCCTATCGATGGAGCATCATCATCATCCTATCATGTAGCANCGTCATCCTACCGATGGANCAACATCA

>rnd-5_family-85#RC/Helitron ( Recon Family Size = 36 Final Multiple Alignment Size = 21 )

TTTTTAAATACTTTATTATCTCATACTAGGATCAACATCAATTACATCTCATGNTGCAACCANATTAACCTCCACATGTACTGCAAACAGAGGTACGCTTCTTTCTACCAAANTNATAAAAANACATGCATTCGGTTCTACTTATANNNGTANCAAATAATTGCTTTTACCATGCACAGGTAGAAATAAGTTAGAAGTCAATCTACAAAACGATAATTTGTTGTCAAAANATTACTTACTTTTAAAGAAAGTTCCAAATTGTAAATTTTGTGNAGCAAAAAGATTTCAATATGAATCACCAGGTTTTTGTTGCGATAACGGATCAATTAAACTGACTTCTCATAAAATGCCTACAGAGTTACGAAATTTNTTCTTGGGCGACTCCGAAGAATGTCAACATTTTCGCACCTACGGTAGAACGTACAATAATATGTTCGCATTCACTTCACTTGGAGTAAATTATGACAAAGAGTTAGCAAAGAGAAATCATGGCATCTATACATTTAGAGTTCAAGGACAAATGTATCACTTCATTGATGATTTGATACCCTCAGCAGGAAACCAAAAAACTTACAATTATATTTCTATGATAATGAAAATGAGNTAACGAATCGAATGGCNTTATCAGATAATCTTAATGAACCGATTGTTACGAAGCTGATGGATATACTAAAANTTAATCCTTATTCTACCTTTCTAAGATCGTTAACCGTTGTTCCAAANTTATCTGAATTTTACATTGCNCTNAAATCTGATTCCGGTTTAGACCAAAGAACATATAACTTACCAACTGCATCNGAAGTCGCGGCAATNTGGGTTGAAGAACAATCAAATGATAAAATTCCTACACCACATATTCGAATTTACACTCATAGTAACAAAANCCAATTGGTNAATTACTATTACGGATGTTATGACCCATTACAATATCCACTGTTGTTTCCNTACGGTCAAAATGGATGGCATTGCGGTATTAAAAAATTCGACAAGACATACAATTATTCCAANANATCAAATTTACTGTGAACGTGAACAGCTACCAAGTGTAACGAATATGTGTTCAATTGATGGCCTNCTCGACATGGAANCTGAAGTTTTATCAAAAGGAAAGAAAAAGAGACGACNGTCTCTTGCCGTGAATATTATTGTTATAAAATTCAAATAAGAGANGANGAACCAAATGANACNTTACATTCTGGAAGACTGTTCCAACAATATATAGTTGACGAATNCATAAAACTTGAGACGCAAAGATTAGATTTCTTCTCGTTTAATCAAGATTTATTTAGAATTGAAGTNTTNCAAGGGATTATCGATATATTGAGACGTGGTGAAAGAGATGCTTCAAATATTGGAAAACAAAAATTCCTTCCTGCTACTTTTATAGGAGGNCCAAGAGATATGCGTCGACGATATATGGATGCTATCGCTTTGGTACAACATTTCGGAAAACCTGACATATTTTTGACAATGACTTGCAATCCTTCGTGGCCNGAAATACAAGAACATTTACCGCCAACTGATGAAGCCAAAATAGACCTGATTTGGTTAGTCGAGTATTTAGAGNAAAAGTCGAAGAGCTTAAAANAGATGTACTAAAAAAAGAATATATTTGGAAANGTTGCGGCTTTTATGTATACAATAGAGTTTCAAAAACGAGGTCTCCCGCATGCACATTTTCTTATTATACTTACGGANGAATATAAATTATTAACACCAGAGNCNTATGGTAAAATTATTTGCGCNGAATTACCTGATCCCTATACGGATCACGATTTATACGNTCTTGTGACTAAACACATGATNCATGGNCCTTGCGGCTATTTAAATCCTACAAATCCGTGCGTGAAAAAAAAAGGNNAATGCAAATTCAAATATCCTAAAGAACTCGCTGAACGAACAACAAAAGGAAAAAATTCGTATCCNATTTACAGAAGACGAAANACGAGCACAACGTATAAAAATTAGAGGACACNATCTTGATAACTCGTGGGTTGTCCCNTACAATCCGTATTTACTTNGTAAATTCAATTGTCATATNAACGTCGAGGTNTGTTCTGACATTAAGGTCGTNAAGTACATNTATAAATATATTTGCAAAGGACACGATAAAATCGCATTTTCTNTACACGATAATGATACAAATGTAGAAATAGATGAAATAAAAGAATATCAATCTGCTAGATGGGTCTCTCCGCCAGAAGCTGCATGGCGTCTATTTGCTTTTCCTATCAGTGAAATGACTCCAAGTGTTTACCAACTTCAACTACATCTCGACGGACAACAATTTGTTTCTTTTAAAAGTAACGAAACTATNGATNAAATTATAAATAATCCAATGATAAGAAAAACAATGTTAACTGAATTTTTTNTAATGAATCGAATNAACGAAGATGCTATAGANCTCAATTTATTATATAAAGAGTTTCCNCAATATTTTGTATGGTCAANATCATACAAAATGTGGACACGTCGAAAACGACGTNATATTATTGGACGTGTTGTNACATGTCATCCAACCGAAGGAGAAAGATATTATCTTAGATTGCTTCTAACGAATGTAAGAGCACCAAAATCATACGAAGATCTTCGTACGATCGATGGAACATGTTGTANCACATTTAGAGAATCTGCAGAAAAAAGAGGATTGCTACATCGCGATAACAACTTAGTTGACTGTATGTTTGAGGCTGTAAGTTATCAA

>rnd-5_family-2005#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

ATCAACCTAGNCTCGCAACCATACAGTANACTCCTAGGGGCGTCAGCCGCCCAGCTAGCAAGAGTGACTCGGGGGCGTGTCGACTCCGTAGAGGATCTCAGATATCAAGGCCGCCCAGCCAGCCAGTCCACTCCTAGGGGCGTNAGCCGCCCAGCTAGCAAGAGTGACCCGGGGGCGTATCGACTCCGAAGAGGATCTCAAGTAGGCTCCAAGCCATCGTGGATCGACGTCCACTCCCGANGATATCATAAAAGGCTCNAAGCCAGAAGCACTCCAATCCCGAGAAAGCACACAACCTCCGGTAACGCATCGGAGNCGCAAAAATAGGGAG

>rnd-5_family-4668#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

TACTAGAGGAGGATGAGCAACAAATTACTTGTGANATCGGCCATAATGAACTCCAGACTCACTTCATCACCACCTTTGTNTATGCCAAATGTAAGGACCATCTCAGAAGACCTCTNTGGGACAGAATGTTGCATCACTCTGCTGAAAA

>rnd-5_family-525#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

CCTTGAATGAGGNAGTGCTCGCGTGTTCGAATCTCACTAGCAACAATTTTTTCCACTTTTTGAAAAGAGCTT

>rnd-5_family-1737#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

TAACAAAGTTTTAGGGAAGTCCCTAAAAATATNTATTTTGTAATAAGTCCCTCCTTNTATCTATAAAAGGAGAGGAACTTCACACTANAGAGGCAGACTACATCTTTCTNAGAAAANACCANTTAGAGAAAAATGTTAGGTACCTCTCAGAAAAAGTGTGAGTAGTAACTTCTCCCGCCAGGGAAAAGTATTTCTTGAATGTTTGNGNGTATGTAAAATATTATATGGTTTGTGTTGTAAAAATAATANTATGAAATAAAAAGTTTGGTTTTTATACCTCTCTTCTTCAAACTCCATAAATAGTCTTAAGTGAAGGTTGCGATCTTCAGCCCTAAGGAGGAACAGTAAGGAAGTAGCCGTAAGACTGAGGTCGTTAGGGCGAAANACTGTTCATGGCCTGAAAGGAGAACTACCGAGGTAGCGATAAGGACTATTCATCGAACAAAAAGAAGGAAGGTATACACGCACAACTTNTTATTTCATAATTACTATTTAAAAACAAATTATATCATATTTTATATATTCCTTNGACTTAGAGAAATACTTAGTACCTATAGGGAAACTAAAATNATTGGTTGAATTAAAATAATATCATGTTNAAAACAACGTTTGTTTATATTCATGCTTATAGCATATAAAATACGATGAAANATATTCAATAACATCTACATNNAATAAGANGAAGAGCNTGGAAACATCGCATAGCNATGCATCATATTAATAAAGCAATTCCNGAAATGGAAAAAGCATACTTAAGTACTAGTTCTTAAGATCTACGAAGCTCATTATAGCTATTCATGAAATGAAAATGCTTAAAATAAATGAGTATTTTGCATACAAAGATGNCAAAGGCATATTAAAAAGACGTGTGCTTTTTACAGCATAACACGTTAAAATTTCGCGTAACCCTGTCTNAGACAGCCGANAAAATTCTANATGGTATCAGACCCATGGAGCATAAAAATAAATTAATAATCAGAACCGCGGAGCTAAACGAAGAGATANTGATAAAACCTTTATGGTATATANANGAAAAAACCTTAGTAACTACGTTACAGGTAATTAAAAANTTAAATGAANCGATTTAAATAAAGATCTAAGAAGAAATAATCTTAACTATCGTTACTTTGAAGAAAAATAATATAGGGAAGATTTTTATNNNCAAAATAAATTATGATTATGGCGAAGAAACGATAAATCGTATGAATACATCTGATTATTATTTTTCAGAATAAATATGAGCATAAGAGAAGCCNTAGGTNNATTAAANGACTTAGTNGAAAGCCATAAACAANTGGCTTTAAGACTAAAGCTAATAGAGNTAGAAATAACNTNCNTTAAAGAAAATATTCCGGGAAGGATTACAAANATAATAGAAAAGNCAGANAAATTTGANAAANGGGTNAGTCAAAAATACATAAATGAACTCTTAGCAGAAGAATCAGCTCGGCGGNCAAAACGCTCATATCAAAAGGGAANNCGCNTGGATGAAANNAACTNATTTTCAGGAATTTTTTTTGAANAAACGANNAATNACAGAAACGNNTCGGGAANCGAATCTAGAAACGGATCTAGGAACGNCGNGANTCTAGNAACGGGGACGAAAATCTAGAAACGAAATCCAGAAACAGAGAAANTTATGGAAACGGAACAAATCTAGAAACGNCGAGATNCTAGAAACAAAANCAAAAACGNNNNTAGAAACGAAAACCTAGAAACAGAAAANAACNCTGAAGNANAAAATGAACGAGCTAGATGAACTAGTTTNTGCANTGGAAGACCTTGATCTNTCNGANCAAGAACTAAAAGTTCNNATGAACAGNGGGGANACAGGAGGACCCCAAGGAAAAATTGAACAAGGTCGGAGATGGATCTAAATCCATAAAAGAAGAGNNNTGGCAACANNNAGAGCAAGATAATATAAATAAAAATATTGCACATAAAGCAAAAAAGAACAAAGACTTTGTGAANNAAGTTATCACAATGATAATAAATCCAGGTTTATACCTAATAGACTTCCAACCGGAGATATTTGATCAACTCGATTCTTAGATCTATATTGCAAAAGGAATCCAGAAACACAACTAGACCAATGGTCTCAGAATATACTTCTATCCATTTTATGCTAGGAAAAGGATCAAGTTATACTGATGAAGAAAAATACTCTATAATGATAAACACTTTTTACAGGAAAAGTAAACGACTGGTTCTCAGGGCTAACAAAGGACGCAGAAAAAATAATTAAAAATGATACTTTGGAGGGATCTAAAGAACTCCCTTCAAGAAGGAATAATGAATCTTAAGCAATATATAGCTAACGAATTTTTTGGTGGCCAAGGAAGCCCCGACGATAACAGAGAAAAAGTAAGATCTATTGCTAAAGAACAACTAGAAAAATTACAGATATGTAAAATGAGTTATATTTAAGAATACACTTGTGAATTCGAAGAATATTATTACAAAATATTTGATAGCAGCAAAGAAATGTTACCATATCTTGAAAAAATACTATCAAAAATTACCAGGCTTTTGGGCCAAATATTTTAGAGAAGAATACGAAAAAGAAAATAAGAAAGGAGATACTCTTGGACAAAAAATATCTTTCCTACAAAATAGACTTGGTCAATTATGTATGGCACACAACATACAGAAAAAAGCCAAAAGAATTAATACACAAATCTATTGTCTAGATACTAATGCATCAACTCAATGGGGATGCGATACTGAAAAGCCCTATAAAAAAAAGAAGGAAAGCTAAAGAGAAGCTTAATTAAAAGGAAAAAAGCTTCCAAACGAAATTATATACCCAAAAAGAGGTATTTCAAGAGAAAAAAATGATTTTAAGAATCCCAGACGCTACGGAAAAATGCGAATACTACAATTGCGGAGAAGAAGGTCATGAANGTTACGAACGAAANAAAAAAAAAANGNTAAAAATTGATCAAAAATTGATAGAATAGATNTNGAATCAGATTTAGAATCTATAAAATCAATAGGAAGNNNNNNNTGAAGATTTCTTCGAAGAAATTTACGAAGAATACTCTACCAGTTCGAGACGAATCAGAATAGATGAGTATAGAAACTCAAAAGGAGGAAGAAAATTCTGTTCAAGTAATAGAAACAGAAGAAGATCAGAGGGGTTACGCCCTAAAGGCAACCTTTGATGGAGAAATATTCAGAAAAATCCAAGGATTAAAACTAAATCTGAAAACAGAAGATAATTTGTTGAACAGAATGCAAAGGATGTTTGCAAGAGATAAAATTTCCTATCATGAATATCAGGAAATAGAAAAGGTTATAGAAATCGCTCAAACAACAGGAAGACATAAACTAAACCTGTTAACTAAACCAATGATCGAACAGTTCCTTAGAAAAATTCCTGAAAAGAAAAGGAAAAAAATGAACTATGTCCATTTAGGTGGCATTCAAATACTAGTAAAATCGACCTTCAAAGAAGGCATAAATTTCCCTATAGTTGTAAATCTTTCAGATGAAAGATTCATAAATGCAAGAGAAGGAAATCTTGGTATAGTAGAAGGTAATCTTGCATATACCAAACTTCTATTCACATACTATCCCAAATATAGTATATCGCTTAAAGATGTAGACTTTAATAATGAATTAATCTTACATTTTCAGGTTAAAAGAAATGACTTATTTAAACCAGGTAATCATATTATGAGCATTTATTATCAAAGCTCTATATACAGTCAGAAACTCCAATTATGAAAATGTGTACAAAAATAAAGGAATGATTGAAATAGATCAAGAATGTGCGGGAATTGCAAGAATTATAGAAGTAGAAATTCAACATGCACAAATTTCAGAAGAACATGAGATTCGGTTTGGAAAAACACAGGAAATAGGAAGTTCGAATAGTAACCCTAGACTTTCAATAGAATATGGACGAAATTCTATTAGGAAAAGTATATCTAACAGATATTCTACGAAAATTCTAGAAACTTCAAACATTACTAGAATAAAAGGAAGAATCTTCAATTGAACAGAATGGACAAAACAAGGAATACTAGTACAAACTGGCGCTACGGCCAATCATGTCAATGGTATCATTTTAGAAGGTTTGCCAATATATGAAGGAACACCTTACACGAATAAAACCTTTGAAGGTAACAATTACAAATAAAAAAAATGGTAGAATTACCAATACAATTAGATACAATCAGGATAACTGTACCCAGTTATATTACTAATCACGAATGTGATCATAATCTTATTTAGGAAACCTATTCTTTACTAGTCTAAATGACTACAATATAGGTAAAGAAGGAATAGAAATAAGCTATAAAAATGAAACATGTTTTATTACCAAAAAATTAAAATGCCCAAAGAAACATCTTTTAGGGTATCAGTGTTCATTGAAATAACTCTCTATGATACTAAATTAACAACATGTTGTCAAATTCATAATGGATCTGAAGCTAGCTTAGCAAAATCTTTTTAAATAAAAGATTGGCATATCAATAAAAATAACATATCTATGATCGGTATTACAGGTAACAACGAAAGACTATCACAATCAAAGGAAAAGGTAGAAATAATTTTAGGATCTAAAATTGTTTCAATAAATAAATTATTTGCATATGATAAACCGGAGACAGATATATTATTAGGAAATGATTTTCTCCAACAATTTCAGGATTATCATCAAACATTATATATGATAAGCCTTAAAACTCCTTGTGGATATTTAATTAAAGTCCCAAGAAAACAAAATTCTTACACTCTTGAAAAAGAGGATGAAAATTATAAAAGAAAATATCTAGGACACCTAAGAAGGATTTCTTGTAAATGCCTTAATCTTGAATGGATAAAAGAAAATTTACAAATATCATATGGTGAAAATCCTCTAGAAAAAATGAGAAAAAAATCAAGAAAAAGTTATTTTAACGCTTAAAGACCCCAGCGTCATCATTAGAGTAAGACCAATGCTCTACAATGAAGAAGACAAAATTGAGTTCAAAACTCAAATTAAGGAATTAATTAATTTAAAATTAATCAGACCTAGTAAAAGTCCTCATAGCAGTCCGGCATTTATGGTAAGAAACCACGCCGAAATAAAAAGAGGAAAAGCTAGAATGGTCATAAATTACAAGGAATTAAATAAAAAATGTGTTTTTGATGGATATTTTATCTCTAATAAAAACAATTTAATCAACCTTGCAAAAGGAAAAACTTATTTGTCAAAATTCGGCTGTAAAAGTGGATTTTTGCAGATAAAACTTGAAGAAAAGGCTATACCATTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATTTTCAGAAATATGTATAAAAAATGAAATCATTTTAAGCCAAAAAAAGGCAGAAATAAATAAAAATGAAATAGAATTCTTAGGAATGATTATTTCAAAAAATGGAATAGAATTACAAACTCACATCTCNAAAAAAGATTGTAGAATTTCCTGACAAATTAACAACTAAACAGGAAATACAAAAAAATTTAGGATGTCTCAATTATGCAGGAGAATTTATTCCGGATCTAGCAAAGAAGATGAATATACTGCAAAAATTAATAAGAAAATCCAACAGACTTGGATGGACAGAAGAACACACTCAGTGTATTAAAAAACTAAAAGAAGAATGCGCTAAGCTACCAAAACTTAGATTACCAGAAGATAACGATAATCTGGTNTTACAAACAGACGCATCAGATTATCATTGGGGAGCATTATTGCAAACCGACTTAAACGAAATCTGCAGGTACACAAGCGGTACGTTCAACGAAGCTGAAACAAGATATTCNACGAATGAAAAAGAATTATTAGCCATTGTTAGAGGAATTAGAAAATTTTCTACTTTCCTTTTACCAAAACAATTCGTTATTAGAACTGACAATACNCAAGTGTCGGGATTAATATTTAACAAGCTTCCTTCTGAACCACAATACAGAAGATTGCATCGATGGCAGGTACTATTGTCTTTTTATTCATTTTCCATAGAATACATAAAAGGAAATGACAGTTCTCTTGCAGACTTCATCTCCAGAAACGTCCAATATGGACAATCGGACGAAAATCCTGGTGAACAGGATATATGAAAAAATGCAAACCGTGGACGAGTCCATAGATGATAAAAGCAAAAAGCTATTCAAAATTCGTGATGAATTAGCAAGCTTGTCGGAACAAGCAAGGATGATGCAATCCGAGATACAATCAACTCGGTACTGCGCANGCTGAAAACATGAGNGAATTTTTACTCTTATGTGAACATTTGGATACATATCCAAAACGGAATTCAAATCCGAAAGGGAATATTACTCCCAACAAAGTGGCAGGAGATGTCCCACTAGCACNTAGTGTCAAAAACATCTCGANGGTAAGCNCGGATATGCCNATTCCTACGTCGANAGACGAAGGAAAAAGCCAAGCAATAGCTAAAGATGCTTCTACTTCGATAGAAGGAACAAAGCNCATCCTCAACGAGAGCTGAAAAAATTATNTCTGGAAAACCAGAAAGCAGACTAACAAAGTTCCATCAGGAACAAAAGTGTTTTCTTCTTTTCAGGTTGGAAAACAACACCCAAAAGAAGAAGAATATCTTGCCTTTACAAGATATATTTACAATCTCCCAGAAGAAAGCGGAGAAACATTTGGTGTTTTAGGAACAACAAGCTTGTTTCCGAGAATATCAATATTTCCNAATGGATCACCGGGCTTTACAGCTCAATTATTCGAATTCGGATATTTAGATCGAGTATACGCNAAACCAGATCTAAAAGAATTATCCCAATTACCAACAAGGCTGTTTAATTCGGTTAAAAATTATGCCCAAGGCGATGGAGTTTATTGCAGATTCTTCAGCATTTCTATGGAATGCAAAGACTTGCAAGCATATTATCCAACGATCAACTACATAACGGTNGAAAAAATAAAANATTTTAACGTCAAAGCCACAGGAGTGGACAAGAAGCTTCCNCATCTTAATAAAAAATGGATTCAAACTAGAAGAGCGTTAGGAATAAAAGCGCTATATTTTATTCTCAAACGATTCTACAACGAAGACTGCAAAGTANTAGATCAAGACCACGATTGGGTTTTAATAACCAAAGGAAAATCCAAATCGAAAGTAATAAAAGACAGAATCCTTGACATAGAGCTTCATAGACTGGGAGCAACGGAAGAGACATGGAAGCTAGCGTGTAAAATGCTAGACCATAACATCATCAACTTGATNAGAATAANTGTCAAAAAAGACAAAACAGAAGACGTAAGCACTTACGTCATGAAGATATCGACAAAAGAAAAGGAATCCTTTCTTTTTTTCAAAGTCAAAAAGAAAGGTCACATCNTGTCGGCCATCATNCAGAAGAAGACAGAAAGCAGCGGTCCATCATCTCATCGCTATCAACAAGGAATCTTCGGCAATCAGCGAAGGACTAAAGAAGANAAATATGTAAAAGTTTAGGGAAGTCCCTAAAAATATTTATTTTGTAATAAGTCCCTCCTTCCATCTATAAAAGGAGAGGAACTTCATACTGAAGAGGCAGACTACATTTTCCGAGAGAACAACCATCTTAGAAAAATGTTTTGATAAATAAATTATTTGCATATGATAAATCGGAGACAAATATATTATTAAGAAATGATTTTCT

>rnd-5_family-797#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

TTAAAAACCAAATANATATCCATTTAAACCATTTAATGACCCGCCCCACTTAACCCGACCCGCTAAAAATATAATATTGAACTTTTTATTTTACCATTAGTTCCCCAAATCATTCTCTCTTGTCTCCTCTTTCTCCCTGCGTTCTTCTTCTCTTTTCTTTTTTTTTTTAATTTCTCAAAACTT

>rnd-5_family-2344#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

AAGGTTCCATCGGCGGNTCGCCGAATCNGTTCGGCGATCACGACGTNGNTCGCCTTATGGACNTCAAAAATGGGGCTGAGACACTGGAACATTCGGCGGGACACCTTCATCACTCGGGGACATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTACCTTTATTTGTTGTCATTTTTGTTATTGTTTGTTCTCTATTCACATTGGGGACAATGTTGGATGCTTTTGGTGGGGGTGGTAGGTGTTTGGTCAGTGAGT

>rnd-5_family-231#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

AGCGATTTTTGTCTAATTTTNTTTTCCACTAAAATCGCTGCCACGGCAGCGATTTTTTAAATCTAATTTTTTTTTTTTAACTAAAATCGCTGCTACGGCAGCGATTTCGTAGAAAAAAAAATTGGCAGCTTTTTGTAAAAATTTTTTTTTNAAAATCGCTGCCNCGGCAGCGTTTTCGTAAAAATTTTTTTTTAAAAATCTTTTNTTAATTANACTGCCNTNGCAGCGATTTTTNTTAAAAAAATTATTTTTTAACAAAAACGCCGCNTCGTTTTCAAAACGAAAAGCGATTTTAAAAAAACAAAAATTAAGAAAAATCGACATATTTTCCAAAAAAAAAAAACTTTTTTTAAAAAANTTAACTAAAAATCGCTGCTANGGCAGCGAATTTCGGTTATTTGAAGAATTTTAANAAAAAAGCCGTCAAGGCAGCAATTTTCAGCCATTTGACAGCTTTTTTACAAAAATAAATAAATATATATATATATATGTATATATATCTTGAAATCGCTGCCAAGTGGAACTAGTTTTTTTTTAAAAGAAATCGCTGCCNTGGCAGCGATTTTTGTAGAAATATTCTTTTANNNNNNGNTTTTATTTTANTTTTTGAAATATTCTGTCAACTAGTCAACATCTGATGGTAAATNNTTCTTTTANTTTTCTTTAAAATCGCTGCCCTGCAGCGATTTTTNTCTATTTTTTTTTTTTATTTTCTACAATGGCAGCGATTNTTAATAATAAATAAATAAAAAAAAAATTTNACGAAAATCGCTGCCGCGGCAGCGATTTTTAAGAAAAATATTTTATTTTTTTTTTAAAAATCGCTGCCGCGGCGGCTGAAAATCGCTGCCTTGGCAGCGNTTTTTGTTGGAACTTTTTTTATTTTTTTTTTTAAAAATTCGTTTTNCTTCATTATTATTTTTTTAAAATT

>rnd-5_family-6684#DNA ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

TCACACTTTCTCTAAGAGAGTGAAAGACAAAAAAAANTATTTTTTAAAAAAATAATAAAAGATTANCCCTTCAACTCTATTTTTTTTATGTACCATTTAAACACAAAATACTAATTTTATGATTTCTTTATTTCTATATATGTTCTTCAACTGCAATTTCGCATTTTAAAAATCGACGTTCGTCCGTTAGTTATTGTAAAAAATTAAAATTGACGGATGATCAT

>rnd-5_family-2777#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

TATGGAGAAGCACATTTTCTTATTGATTCTTCTCTTTCTAATTCAATTTTCTATATCACTTGCTTCCTCTAATGAGACTGACCAACAAGCTCTATTAGCTTTCCAAAATCTTGTTACAAGTCCCAATCATTTTTTGGCCAATAATTGGACCAAAAATACTTCTTTTTGCTCTTGGTTTGGTGTCACTTGCACTCCAAAAAGGCAAAGGGTTGTGGCCTTGGCTCTTCCTAATTTGCAACTTCAAGGCACAATTTCCCCGTCTTTGGCCAATTTGTCCTTCCTCAGTGTTCTCAATCTCCAGAACAACAGCTTCCGCGGTGGCATCCCTTATGGACTTGGCCACATGCCTCGCTTGCGAGTTATTGACGTTAAAAACAATCAGCTCAACGGAAGTATACCAACAAGTCTATTTCAAAACCGGAGAGTTCAAGTAATTTCATTGGCTTTCAATGAACTCAGTGGTGAAATGTGGAGAGGCCCATGGTATGTACCCGAACTCAGAGTCTTAAATCTCGGGAACAATAGCCTCACGGGTATAATCCCTCCTTCTGTCGGAAATGCCACGAAATTGATGAACTTCGGTTTGTCTGGGAATAGAATCAACGGTAACATTCCGAAGGANATCGGTAATCTTAGCCAACTTGCAGATTTGTTCTTGACCGATAATCAATTAACAGGTTCCATTCCCGCAACACTGTTTAATATCTCGTCGCTACTTGNCGTANCTCTGCGATTCAACGGCCTTTCCGGTCCTCTCTTGCTAGATGAAGGAAATATTGTGTCAAATCTGAAGTATTTAAGTATATCTNACAACCAAATTTCTGGTCGCATTCCTTCCAACATATGCCAACTCACANAGCTCAAAGTTTCGTCCATATTTTCAACAACATAACTGGAGACATACCNAGAAATATTGGTTGTTTATCCAAACTCGAGATGTTTTTTATTGGTGATAATCCAATAAAAGGGACTATTCCCACTTCATTGGGAAATATTTCCACTCTGCGATATCTTGATTGTGGAAACAATCGCATGGTGGGGCAAATTCCTCCGGAATTAGGGAAGCTATCAAATTTGAGGGAATTAAGCTTTGACAATAATTCTAATCTTATTGGTCAAATTCCAGAGGCTATTTTCAACATATCTTCTTTGGAAACGATCGATTTCAGTTTCAATGACCTCTCGGGGAGAATTCCAACCACTACAGGTCTTCATCTTCCAAACCTTAAAGGNCTTNACTTGGGAGTCAATCAGCTCGAAGGGGAAATTCCATCGTTCATAACAAATGCTTCCAAGCTTCAGATACTGTCGCTAGACGATAACTCTCTCACAGGAACTATTCCTAACAATTTGGGGAAATCTTCGTGAGCTGCAAATACTGCTCCTACAT

>rnd-5_family-3697#LINE/L1 ( Recon Family Size = 26 Final Multiple Alignment Size = 21 )

GAAGTCTGTACTTTTCTCTATNCAAGTATTTTGGTCGCAAGTATTTCTCTTGCCCAAGAAAGTGATCAAAGTGATAGAAGNTATATGTAGAACTTTCTTATGGACTGGTGGAGTAGATATCGAAGAAGGCACTTATTGCTTGGGAGAAACTGTGTNTACCAAAGGCTGCAGGTGGGCTNAAACATNCTGAATNTGCAAGTCCGGAATAAAGCAGCANTNCGTAAACTGTTGTGGAACNTATGCAGGAAGAAGGATGCGTTGTGGATTCGATGGGTCCATATCTACTATGNCAAGGACGGCGCACTNTGTGGGGCGCTAGGCNACGCAACAAGCTTGCTGGATGGTTCAGAAGATACTGAGGGCTCAGAAGCACATTTGAGGAGGCAGGTATGCGTGAAAGCGAAGTCACACAGTTGCCTAGCTACTCTATTAGGAAGATTTATGGATTGCTTAGAGAAGAATGGCCAAAGGTTCCACGGAGGAGACTAGTNTGCAATAACGAAGGAGCTCCTAAATGGTTGTTCATNTTGTATNTTGCAGTNCACGGAAGNCTCCAAACAAAGGACAGACTAGCTNAATGGGGTGTCATNNAAGNTCNGACTTGTCCTCTATGTCAANAGGAGAACGAAGACCNTGATCACCTGTTCTTTCAATGTGATTATGCAACAGAAGTATGGGGNAAGCTACTGCAATGGCAAGGAATTGNCAGGCAAGCTCTGAACTGGACGGCTGAAGTGGAATGGGCAGTGGCAAATGCTAAGGGGAAAACNGCACAGCACTANGTGTATAGGNTGGCANTGGCAGGCGGNGTNTATCGCGTATGGANGGAACGNAACGCCAGAGTNTTCGCACTCGGCAAAGAACAACAGATCAAGTAGTTAGGCANATCATTCAGGAGATTCATGGNAGAGCTCAACATTGTAGTAAGCTAGCNAATAGGCTACATGCTTTTAAATTTNTATCCGTAATGATAGGAGATTTGTTNTGAGTAGTTTGTTGCAAGCGTAAGNTTGGGAGCTTATGTCCATACCTGCTGTTTTTTTGNTTTGTAACGTTCACTTGGTAAATAAAATTTTACTTACCAAAAAA

>rnd-5_family-970#SINE/tRNA ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

AAAAAANATAGGGTAAACCTTGGTGGATAAAGTTACCTAATGCCTGTGCTGGTGGGACGTAGTAGGTACTCGATGAAATAGTCGAGGTGCGCGCAAGCTGACCCGGACACCATAGTTTTTTTTAAAAAAATGA

>rnd-5_family-2797#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 21 )

CATACTAGTTACTGCAAATTATACGTTGTCATATTATTCAATATCTTATTTACTTNTNNCGGATCGGTTTTGCTTTGCTTGAGATGTGTTTAGTCACNGGTTTTCCCTTGGATGCATTATTGCTTTCCGTAAATTGGTGAATCTTGTTATCGTTTGGAGCCACGGTTTTGTGATGTCANTNTCGAGTACTAATCCTTACCATCATTTCTTTTGCATGTGANNCTGCCCGAGTCCCCNCGGACTCCTATCTTTCTTCCCCATATTCCAGATGGGCCGTAAAGTCCACTTGTTTCTCTATCGAGTCAACCGACCATTNAAAAGTCGACGAACAGGTTGAAAGCAGTACAAGTGGCTGGAAGTAGGATTTTCGGTGTTCGAAAAGCCCAAAAAGAGGCTGATATACCCGTTGTATACACTAGTATACAGTCGAATATACAATATAAAGGTCACAAAAATGTGAGAATATAGGTTTGAAGAAGAAATACAGTTCAAAAGCTGATATACATAAATGATGTAGAAATACAGCCCGTATGCAGTGGTATACATAGAATGTATACGCAGATTTTCCAAAGAAAAATAGGCCCAAAAGCCTTTAAAAAAATTCCAACAGGTTCAGGTAGTAGAAAAAATGGGCCAAAGCCCAATGAAATAATCAGTAGAATTGAATGAGAGTCCAAATAGGCCCAAACCCTTGTTTTGGGTAATTCTTAGTATTAGGACAGGTTCAACGAAGTTTGAATTTGGGCCAAAGTCCTTATTTGAACCAATTTTTTAGAGTTAGGACAGGTGGGCCAAAGGCCCAACTTAGTTGAATTTGGGCAAATGGCCCAAGTTCAAACATTCTCTGATTTTTTCTCTATTATTTATTGGACAAATTACTTAACTACACTCCTTTACTTACCTTAATATCCATTTATCCCTACTTATTTCAAAATTTTCAAAAATCCCTTATTT

>rnd-5_family-1508#LTR/Copia ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

TCAGAGCATTGGTTGTTGTTGATTATCGATTTGAATGATGGAGGCAAATATGAGCAAGATGGTTTGTTTGAATGGTAGTAACTATCATACTTGGAGAGGCAAGATGAAAGATCTTCTATTTGTCAAGAAAATGCATTTACCTGTGTTTGCCTCTAATAAACCCCAGTCCATGACGGATGAGGAATGGGAATTTGAGCACTTGCAGGTTTGTGGCTATATCAGACAATGGGTTGAAGATAATGTTNGAAATCACATTGTGAATGAGACACATGCCAGAAGTTTGTGGGACAAGCTCGAGACGCTNTATGCTTCGAAGACTGGCAACAATAAGTTGTTTCTATTGAAACAATTGATGAACATCAGGTATAAAGAGGGCACTCCTATTTCTGATCATATTAATGATTTTCAGGGTGTTCTTGACCAGCTGTCCGGAATGAATGTAAAATTCGATGAAGAAATACAGGGACTNTGGCTTCTTAATACTCTGCCAGACTCTTTTGAAACTCTTCGAGTTTCTTTGACTAATTCTGCTCCCAGTGGTGTTGTGACTATGGAATATGCTAAGAGTGGTGTCTTGAATGAAGAGATGAGAAGAAGATCTCAAGGCTCANCTTCTTCNACTTCACACTCCGATGTTTTGGTTACTGAAGATAGGGGGAGAAACAAGTTCAGAGGTCAGAATGACAGAGATAAAAGTAGAGGTAAGTCAAAGTCTAAATACAAGAATGTTACATGTGACTATTGCCACAAGAATGGGCATATCAAGAAATATTGTTTTAAGTACAAGAGAGATATGAGACAACAAAAGAAAGAAGGCGACAATGAAAATCGTGTTGTTGTTGTTGCTAATGATGATCTTCTTGTTTCTTGTGATGAAAATGCCGTCAATCTTGTTCGTGATGAGTCTAGCTGGTTTGTGGATTCTGGTGCTACTTCTCATGTCACGCCCAAGAAGGAATTATTTTCTTCTTATACTCCAGGTAATTTTGGGATGTTGAAAATGG

>rnd-5_family-4095#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

ACAAGTGAGGCTTGCTCAAGTGGTTGAGCACCTCCGCCATCAACCGGTAGGTTGAGGGTTCGAGTCACGCTGGATAAGGGTAAGTGGAAACACTATTGATCCTCCTGATGGGGTGGGTGGGGAAAAAACAGACCACTCTTTGTCGACTTACGATACAGTTAGAAAA

>rnd-5_family-44#DNA ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

ATTTGTTTTCTTCTTCATAGCAACTNGGTAGAGCATCAATGGCAGCCACCAAATTTCATCGCCACTCACCATCTTGAAACCATCGCCATTACTACGTCAATNTNCACCACATTAATCGATACACCACAAATCGTATATAGCAATTTCATCCCTTTTCTCCACAATCAAGAATTATGTACCAAAAATCTTTCAAATCAAAGCAAATTTAAGCTTGGATAAGCTTAATACAGGGACACCCAANTGATTTTCTTCGATTAAACTTTNAATACTAGGAAANTTTTTTATCCTATATTCAATACCCAACAGACCCACGACTAATTTTAATAACCGGGCAATTTCCGGCGAATCTGAATTTTCTCTGGTTCGAAGCTAGTTTCGATCGATGGCGNTTTAAAGATTTTTCTTTAAGTTTCAGACAATCAATTCAATGGATAATTTTTTATTTTAGCTTCAAATAATACTCAACTGATTTTAACAACTGGTAATTTTCCTGCGAATCTGAAAAAATGCAGCTCATGTTCTTCATCTTCTTCGTNCCATTGCTACNAAAATTTGATGCAAAACCACCCTAAATCTTCTCCAAATCGCCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGNNNNAAAATTAGAACTCAAGCTTTTGAACTAACTTTAATGGNGGTTTCAAGTTGATGCTTCACGGTTTCAACCTTGAGCTTCGATTTTCAGCCATACGAAACTCTTCGAACCATCGACGAATCAGTTGCTCCCAATTCAAGAATATAGATTCAANAANTTCATATGGAAGCTCGTCGATTTCCATGGAATTCCGGCGTTTCTTCAAATCTAAAAATCGCAGCCATAAACTCAATCAAACTCAATGTNTTCAGCTTCAAACAATTAGCAACCATCTACGTTATAATCAACANAGTTTCAAATNTGAAGATCCAAGACACANTCCATAAATTTCGACCTTTTGACCTTCAACANAGTTTTTAAAATAATAAATCAAAAAGGAAAAAGAAAAAAGTTTTAAATAAAATTTCCACCTGTCAAACGCGTGCGTTTCACCCGTCAACATAAATGTG

>rnd-5_family-3320#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 21 )

ATACGAATGCTCCTTTAAGGACTTACTCTAGAAGAAAATATAGGCGAGCAGCATGTGGAGATAATCTATCTTAGTTTATCTATCTTACTTTCTTTGTTTTAAGTAGGATAAAATATATAAGCAGTAATTATCTATAGTAGTTATAAAGTAGAAGTTATTACCAGCAGGCGGCAGCAGTTATCTACAGCAGTAACTGTTTCTATCTATCTGTTAGGAGTTATCTTTATGTTTACTATAAATATTTGTATTTTAGGAGAATTCTAGGGAAGGAAAAATATTATTATGTCTTTATATCTGGAGATTTGTCCACTCCATACGGACATCGTTATTGGTTAATGCAGTGTTTAAGATTCTTGCACTTTATTTAACCAGTAAAGTTTCATTTTCATCTCGGTTTCTATCATTTTGGTATCAGAGCAGACCGATCCGATATGGTTAATACCAGATCTTCTACTTCNCACAAGAAGACGCTNCCAATGTTGAATCCCTTGCCCAACAATTATCCGCTATAGCATCAAAATTAAACACNATTGATTCGTTGGCAGCAGATGTTGCTACATTGAAAGCCCAGANCGGTCGCACCCAACAAGAGGAAACCAGTCATCGAACTCGTAACGGAGGAAAGTCTGTTTGGCGAGAAGAGGAAGAAGACATCGATAGTNCANGGTGGCCAAGAAATCCTCNCCGAAGGCCATACACGAAGATGGAATTTCCTAGATTTGAAGGAGGAGATCCTAGGGGTTGGATTTTGAAGGCAGAAAAATATTTCCGCTACTATCAAACTCCAGATGAACGCAAAGTTGACGTCGCTGCGATGTATTTGGAAGGTGATGCGCTTGATCTCTTCTCTTGGATAAATCGTGAACGAACTTTGCTTTATTGGGAAGAACTTGTTAAAGCATTGCAGGAAAATTATGGNCCTGCGGAGTTTCAAAATCCCGACGAGCATCTNTGTAGCATCCAACAAACTGGTTCAATACAGGAGTATCGTCAAGAATTTGCAAAACGTTCATCTAGGGTCACAAACTGGCCAGATCACTGTCTTTTAGGGGTGTTCCTGAACGGGCTNAAAGAGGAACTCAAATNTGATGTTAGGATTCACAAGCCCAGAACTGTTTATAAGGCCATGAGTTTGGCACTCGAATTTGAAAATAAATTAGGCCCGATTCGCGGCAATGGAGAGTCTAATTGGACCCCAAATCCAACACGATCCACTACACAATCCAAACTGGTTCTGCACTCTTCTATAAACACCCATAACAATCATTAGGCAACTCTTCACTTCAAAATCTACGCAACAATGCAAATTCTGCACAATCGATGCACTGCCCGNCCTCTTCCGAATGCGNGCNTGGGAGACTAAGAGGAGCAGAATCNNATGGCNNAGGGACTCTGTTNTNGNTGCNATGAGAAATTTGCACCNGGTCACNNNTGCAAATTTGTGACAGCATCTCTCACTNNNNCTTACGGAGGCAGATGATCAACATTGAAGGTGTTGANTCTGGGGTTAATGCGACAATTGTTGGCGACTCTCGAGACGAACTGACATTGCTGAAATTTCGTTCCACGCCATTTTGGGACAGTCAGTTGGTTCTACAATGAAGCTTCAAGGTGAAATCAACCTTAAACGGNCGCAAGGTTTTAATACTTGTGGATAGTGGTTCCACACACAATTTTATGTTTGAATCGATTGTAGANGAAGCATAAGCTNCCCGGTAGAGATAGTTCCAATATTTTGGCGTGCAAATAGGGAATGNGGACATCATTCGCTGCAATAAAGTTTGTCGGAATCTTCAAATTCAATTGCCAGGATTTACCATCGCATCAGGATTATTATCCTTTCTGTAGTTGGAGGGGCNGATTTGGTNCTTGGNATCAAGTGGCTNGCTTCTCTNAATACNGTTCAAGCNAATTGGAANGANATGTTCNTGATTTTCAATTNGAANGGGAAGCGNTACAAACTNCAAGGGGTTCCACAAGAATCAAATGCACCAGTTGCTTTTCAGTATTTCTCCAAGGAGGCTGATACTTCAGGTAATTCTCTACCTATTGATATTCAAAGCTTGCTTCATAAGTTTGAATCAATTTTTGAAGAACCCAATGCCCTACCACCTTTTCGTCAACACATTCATTCTATCCCTTTGATTCCTAACTCAAGACCACCCAACATCCGTCCGTATCGTTATCCGTATTTC

>rnd-5_family-306#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

TAGTGAATTTTGTGTCTTGGTGATCGTTGTATGTTGTATTATGGTGCCTGATANNTTGTTCNTCGCGATCGCGAGGCCCTCTCTCGCGATCGCGTGGGGTTGTTTTCTTGTGCGTCGCGATCGCGTGANNTTTGTCGCGATCGCGTAGGNTTAGTTTCTTGTGCGTCGCGATCGCGTGGTCTCCGTCGCGATCGCGTGGNCTCGNTCGCGATCGCGTGGAGGGTNTCGCGATCGCGTAGCGTTTGAGTTCTGGTCATCGCGATCGCGTGGCCCTGCGTCGCGATCGCGATGGTCAACTTTAATGAGTTGACCGACTTTACTCATCGCGATCGCGTGACTTTGGGTCGCGATCGCGATGAGCAANTGTGACCTGGGCAGAATGTTTTTCCAA

>rnd-5_family-7751#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

CCTCCGTCCCATATTAGTTGATCATTAAATATAGTTGTCTCGTACTATTAGTTGTTCACCTTACTAAATCAAGAAAATATTAATTAAATTTTTCTCTATATTACCCTTGCAATTAATTCTTTTTNAAAGTGTTCACATTTGTTTGTAAAATTTCCAAGAAGTTTTTTAAGGGGTGAATTAGTAAAATTATCTTCTTATTTATGATTTCTTAAATACCGTGTAAAAAGAAAAGTGATCAACTAATATGAGACGGAGG

>rnd-5_family-1271#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

ATCGACAACGTCATTGCTTCACATATAAGGATAATTTTTTCTATTCTTGAGAAAATCCTTCGAAAGTTAACGTGTTTGCATGTCCATATTTTTTTATTTCTAATTTATCCTTATCTATCTTTACTAAATTTTATGACTGGATATTATGAGTACTTTAAAGATGGACAGTTAATTGAAGTGTAAGTCTATTTTTTGAGGTATGTTATTCCAAAACATAGGTCCTTTTCTGGTTAGAATGATTTGTTATCATCATTGGATATCTCATAGTTTACTCCCTTTAATGTATGNTTTTTATTGGCTATTTTGTTGTCTCCTTAATATTGTATTGATTATTTTTCATTTAATATATATGTGATCTCACTTGGACAAGGTTTTAGTCCTTCTAATGTTTTTCCTTTTTTCCTTCTCATTCGGCTCTTCTAAATATTTTTGGGGTGAGTTGTGACTATTTTCGGCAAGTTTAATTCGAATATATATGAAACAAAATCTACTCTAAATAAAATTAATAACTTAAGCTACAAAAGTTCTGTCTATTAACATGGATTTGTTGTTCTTCCTATCCCAAGTCATTGCCGAGTGTTTGAGCTATCCAGGTTAGATTCATTTAAGTTTTTTCATGTTCAAGAATATCTTTTTAACATGAGTCTAGAATCCAACATTTTGATCTACTTGTACTTTCATAATGCAACAAGTATACATACATATTTCTGAAGAGGTTGTAAAGTTTCACATATGAAATATCTAGAAGGGCCTTGAGAGCAGCAATATAATAAAGAATGAATTTCTAAAAAGGGTCAAAAATATTATTTTGCTGTTGTTTTCAAATTTATTTTTCTCCTTCTATAAATTTTGATTGAGTAANAAAGTATCAATAATGAAAAGTGGTGAACGTTTGGCCTTGGACAAGTAGATTATGTGTCTAATTTTTTTAAATTATGTTGTTGTAGCGTAAATTTTTAACGGTCTAACTTATACTCGGGAGTTGGAAAAGGAGATGCGAGTCAAGTATCCTCTCTTGTTTCGNTCTACAGGTACACACTTACTTTAAATTCGGGGACCGAATTTCTTAAGGTGGGGAGAATGTAATACCCTATAATTTAAGTTAAGGGCAAATAAGTCATTAGTTATTTTTAAAAAGAAAAATAAGAGAGAGTTTGGGCTAAAAGCCCTAGGCAGCCACGACTGCCGCGATTTTCAGCAGAAAGAAAAAAATCGAACANAGAGAGTAAGAAAGAAAGGACGGAAGGGTGAGGGAGAAGAAGGAGAAAGAGACNTATTCGAAGGTTTCGCTNCCAGGTTCGAGGGTTTNNNTTCTTATTNCTTTTCTTCTCCTACAGCCTCTCCAAGATTATTAGNTAGGTCATTCACTGTAGGTGTTGAAATCTAATTACTAGAGGCTAATAATTGGGCAGCAAGGGTTGTACAGACGAATAAATCATATATATTTTCTATCTGTTTTATGAGTAGCAAGATACATGATTGATCAATGGATTTGGGCATGAGAATACCAATATATAGAAGTATATTTTATACTACTNCTACTNCCAAGTATATTCTNAGTAGCACTAGTTGGAATTACATTGTTATGTTGAACTTGAGTTGCTGTTAACTGTAGTAATAGCCAAGAAAATTGTTTGAGCAACCGCAAGATATGAATACTTAGAGCTTTTAACTTGTTGCTGCTGAAATTGAAGGAATATATCGTTACGGAATAAGATACTTTGACACATTGAGAGTTAAACCTGAAACCTGAGGGTTGGGTATTTTANATAGTTATGGAATTAGCTTAAACATAGAATCTAACTGGAGATTGATATGAATGTGATTATAGATTGACCGANGGGATTCATACGGATTACTCGAGTGGCGAGCTTGGTATTTCAGCACGAGTACAGTGAGTAGTAATCTTACCACAATTTGTATTTCATAAATTTCATGATTTTTACACGGTTTATAAAGTAAATGTGTTACCGAATGTTTTGAACTTGCATGTGGGACAAGTCTTTTACTTGATATGATACTGAAAAGATTATTTGAGATGATCTCATTTTTATAAGATATGATTACCGTTATTGAAAGGGTTCTACAGTTATTTGAGAAATGGTATTTTGACATGNGATTGTTAAACTTTGAAATGATGATGTTCGATAAGATTTAAATGCTCTGTTCGATTTTGAAATGCTTCTACTGATTACAAGAAAAGTTTAAATGGGAGTAGACCTTGATGAATCCCGTAGCTAACGGCGGGTTCGTTAGACCTGGTGCACCTTGTAGTTACAGATTACCGATAAAGCCCTTGCTAGTGGAAAGGTAGAACTAGCATACCGTTACCGATATCCCTCGAGTAGGGATCTACCGATATGAATACTTAACTCCTTTATGAGGAGTTCACCGTTATTGGTTACTTCTTNAAGAGAAGGCCACGCTGATTACATGATTCATCCTTGGAAACCTCCCAGCTATAAGATTTGATATGGAAATGTTTTTCTGAGTTTACTNCTAAANATTTACCTTGATTTTGCTTACACGAGGCAAATAAGATTGAATATTGTTTTCATCATTTGATTATCATACTAGCATGTTTTCCGACTTGTCCCTCATTAAAATGGTTGTGGTTAAGTGTTATTACTCACTGAGCTAGCGTCTCACTCCTCGCTAAATGTTTTTACANAGAACTCAGGTGGCATTGGAGAAGACTTCATTAACTAGAGAGTGTGGATTGATAGCATCTGGTGAGCCTCGCATTGCTTCGCGTGGCAAGAGACNTATTGGAATTGCTATGGTTTATTTGTTTCTTTAAAAACTCTTAGAGTCGCTCCATTCGTCATTCTTTTATTTGAGTCATGATTATTCCTTCGCATTGTAGTCAAGTGACTAGTTTTGAACTTGTTTTTCGTAATTTGGAGATGAAATNGGTATTATTGCGTGACAATTAGATCATCGATGGATATTATGTTTTGGCTTATAGTTGTTACTAGTTGTGTTGTGGATTTCTGAGACAGGGAAAATTCAGGATAGGCCTAAAAACAAAGGAAACTCTGCCCGATTTTCTGTAGATTTATGTTAAGGCTTGCTTTGGGATTCTTTCCCCTTAGCGCCGGTCACGGACCTAATTTGGGTCGTGACA

>rnd-5_family-8151#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

TAGAGACTCGTGTTGATAACGTGTTATGAAACTATATAAAACAATGAGAAGAAGAAAAAGTAGGGAGAAGAGAGAAGACTTCTTATTCCTCTTGAANGATATTTAGGGATTCACAGATCTGATTTACAATGAAGGAAAACCCCTTTATTTATAGGGGAAAACTGACTTGGTCCCCAAGTAGGATTCCTAACTTTTCTCTAAAAGGACTCCACATAATAGACATTCACTATAATACAAATATGTTTATAACAATTTTAAATTNTNTATGTTGTTTTTAAAATATTGAGATTTTCNATTTAAATNACTNCAAAGTGTAANTGNTTTTAATT

>rnd-5_family-6693#LTR/Gypsy ( Recon Family Size = 26 Final Multiple Alignment Size = 20 )

TTAGGCCAAAAGCCTAAGTTGGGGGTGTGGTGAAAAGAGAAGGTGAAGTCAAGAAGTGCGAAGAAANTTCCCCTTTGATCCATGGTNTCGAAAAAGATGGAACCCCTCCATANAAAAAAAAAAGAAAAAAAATGAAAAAGTTGTGAAATAAAGTTGTGAAAGTTGCAAAAGAAATGGGGTNTCCGGTANTCCATGGGAAGTTGAATAATGGGGTGAATTATGAGCACGAGTAAAAATGNTGAAGGAAAGGAAAGAAAGTGATGTTCATACCACATCTCACGAGGGTAGNAGCCACTGAGCCTAAACGACCATACCTTTACACTCGGCCCCGTTACAAGCCTTGAAAAGACCTTTTTGATCTTGAGTAAGCCGAAACGAATGTCGATTGGAAAATAAGGGCAAACCTACGGGTGAAGTCATGCATCGTGTTCATCTTTGTGAGTGTGAGAGTCGTATGTGATTCCGGAACTATAAATTGTTGAANAATTATGTGTGAATATGGAATCATNCTTTGTGTGAGGGCATTTGAGTACCTTTGTTGAGCTTGAACTTGCATTTGAAGCAAGTATTGTGAGCTTGAGAATCTTTGATAATGGTGAGTCACAACTTGAATCTTTGAGTGCACAATTGATCCTTGCATGAGTAAGTTGAGTCTTGTTGTGTGCATTCATGATTGAGTCTTATGTAGNACTNTTCGAGACATCCTTTTTGAACTGCTGAACTTGAGTTTTACTTGAGGACAAGCAAAAGTTTAAGTTGGGGGTGTTGATGAGTCCGCGATTTGGACTCATTTAGGGCTNTATTTNNATAGAATTAGTGTCCTCAAATGCTTATTTTGTCCCGATATCTGATGTAAAACCCTTGAGTTTCAGGTATTTGAAGTTTGAGGGACAAAGCANGGACACTANCGNGCAAAAAGGAACGAAAGAAGCTGAAAGAACGAAGAAANGNAGGCCTGGCGATCGCCGAGNCCACTCGGCGAATCGCCGAATGGGTCACCTGCCGCCTTNAGTTCCAGTGCGCCGAGCCCTGAAGGAAAGGACCAAGTCGGCGACGGAAAGGAGCAGTCGGCGNATCGCCGAGCGACTCCGCGAAGCAGCGCTANATCGCCCAATGACACAGANCACGANGATGCCGAAGGCCGATGCAAAACGGCGACGGAACTGCACCAAAGGGCGGATCGCCGAGTGGATCGGCGATTCCGACTAACGTCGCCGAATGATCCTTCGCAGCATATTTTTGGAAACTATAAATACTAGTTTTTGAACGTTGTAGTTNNTAGTATCGAATTTTATCTATAGTTTCNAGTTTATAATATTACTTTAGNTTGAGACGAGTTTTTCTCTAAGTTTTGATAGGGTTTTGAAGAACTTGAAGAAAAGGGTTTCATCTTCGAGAANTTGGAAGTGGGTCTTTCGGATTCTTCATTNTTGGACCGTTGTAAAGATNAAATTAATCTTACCCATTTGATGGAAACTCANTTCGGTATANATTTTTATCTCTTTTGATGTGTGGCTAAAACCCCGATTCTTGGGGTGTGATTTNGCGAATATGGGTTGATTTAGTTGTTGGGTCTTGCTCGCTGATAGTTTAAACGTAGTTTAANNGTGATTTCACTTAGTGGTTGTGGTTTAATTTAATGAATTTTTAGTTGCAAATACAGNTCCACCCATGTGTTTTCGGCTTGCTCGAGAGAGAGGTCGTAAACTAAGACCGCTAGATTGATGGCCAGTGGGAGTGGGTCGACATGAGGTTCAGCTCGAGAGAGTGAACCCTAGNCCCAATTCCACACACTCAGCTCGAGAGAGTGAGTGGGTTAAGGCGCGGGCTGTTCTTATCGTGCATGCATGTGGATGTCCGAGAGGAACGCATTTGAAACGGGGTAAGTTGCTCGAGAGAGAGATTATCTCCTCTAAAGTCTAGCCTAGTCACTAATATTTANNNATTTTCTAACGATCGCAATTACCCANATGTCTANNTTANCCCGTATTCCNATCACATCCCAAGAATCCCGTCTCATTATTGTTATTTCGTATTGTTTTCGCTGTTTGTAGCTGATAATNNTAACCAAAACCCCCATTTGACACTTTCGTGTCACCCCTTTAATTTGCAATGTTTTTANTCGTTAATGTCTTTAGCTACGACTAGTTNGAACCAAGTTTATACTTTTCTATTAATTCTCAAACGACCGCTCCCTGTGGGACTCGACCCCAACCCTTTGGTTGGGTTACTATACTAATTGTACGATCGTAGACACTCGCATCGGAAGTTGTGTCTTTGA

>rnd-5_family-5429#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

CCTAATTCGATTCCCCAAAAGATAACCGTTTCTGAATTTTCTAAAGACTAAATAATCATATTTATTTACTTGACTTTAGAATACTTTGCAAAAAATATTTTACTTAAGTAATATTTTTTAATATTTCCCTCTCCCCTAAAAAAGATTTTAAGTCTTAAGTTGTTTATTTCCTCAATTTAATCAAGTAT

>rnd-5_family-6233#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

TTGTATTTTGCTTATACGTTTGTATTAATTATATTATCTCCACCCACTCAATTACTAGGGAGAGTTGGCAAAATAGCCACTCTCAAGACTTAATGTGACATTAAGNCACAAGTCTTGAANAATTTGTGGTATACCCACTATTNATGACATCATCCACGTGCCCTANTTGGCACATACAAAAGACCTCCCTAAGTTTTCATATCTCCACTTTGGTCCCCCTTCTTTTCCAACTAATTTGGAATAATATATATCTATTTGCATTTGTTAAAAATTATATTAGAAAAAAGGAAAAAAGCCTNNCAAACGGGAAAGAAGAGCAGCTCGTTTTTGCTGCTGTCGAAATTGACGATTCCGGCGAGTTTTCCGGCCAAAATATCCATTTCCAAGGTAAAATCATCATCATCTCCTACTCCATTTTCATTTTTACTCCATTTTCTTTCAAAAACCAAGCTTCAAAATGATTTTCCCACCATTTTAGAAATTTGAGAAATCTTCCATAATAAACACTTGATAACTCGTTATAGATNCATTTTAGTAGTTTAAAAGCATTAAAAATCTGTTTCGCCATTGCAGGAGCTGCATTTTGAACCACGATCTCATTCAGTCGCGTTTTTGTACGGATGTCANACTTCATCGATCGTTAACGACTGATATTGTAATCTAGTATATATCTTTGTAGTCTATAATGGCAGTAACTGAATTTGTTGTTGCTGGTGGTGATTATATGGGAGTATGGGAGGAGACTCCCAAAAGCTGGAATTGGAAATCTTTTAGTAAGATGACAGTGCCCATTGCGTTGCGTCGCAATGGTTCATATGACGATATGATTGCAAGCGTAATTGAGGCCGGTGAGTTAACTTGCGAGCCAAATGACTTGGTGATTAGCTATCAAATGAATGGGAGGGGAAAAATACATCCCACATTCATAAAAAATGATAGGCACGTGAGCTTGTACATGNTGGATATTGGTATTGATGGCTCTAGGCCTACATTGAGGATAAACGTCAATGCGAGGCCTCCAATTGAACCAACGAATTCATTTAACGACGACAACGATTCGATTGGAAATGAAAGCTTGGGTGATCATTCAAAGGAGAGCTTGGGTGATNATTCAAATGAGAGCTTGGGTGATCATTCAATGAATATACATGATGATCCAACGAATGTGGAAAATCAGCCAGTAGATGCGGAAGATCCCGAACCCGAATGTTGTGAAGAAATGCAGGTACAACAGGAATTGGGATCACAATCCAACCATTCCTTCTCCGATGGAACTAATTTATGCATAAACCAAACTTTCAGTAACAAGAATGAGTTGCAATTGTTATTAGCCGAAGCGGCGGCAAAGAAGTCTTTTGATTTTGCTACTGTGAAGAGTTGTACTAAATACTTAAAGGTGAAATGTGTATCTCGCAATTGTGCATGGATGTTGCGGGCGAGGAAATATGAGTGTTCGGATAGATTTCGTATCTACAAGTACATTGGCGANCATAGTTGTGGCGTTGAACATGCCAACAGTAGCCATAGAAAAATTTCGATCAAAGTCATTGCTTCGCTTTGTGTAAATATGTATCGTGATGGNAAGGGTCCAAATGTTAAAGAGATTCAAAGAGCTATGTTTAATTCTTTTCGTTGTAGTCCAAGCTATTGGAAATATTGGAAGGGAGGTGTGGTTGCCAAGGAAATGGTCCGAGGGACAGCGGAGAACGGATATTCATGCTTACCGGCTTTTTCCTANATGTTCGAGACTCTTAATGTTGGTTCTAGATATTGTATCATGGTAAACGAGGATAGTCATAGGTTCATGTATTATTTCTTGGCCTTCGGTGCTTGCATTAAGGGATTTNCCCACATGAGAAAGGTAATTGCGGTCGATGACACTCATTTACATGGTAAATACGAGGGCGTGTTGTTGAGCGCTGTTGCACAAGATACGGAGAATCATGTTTATCCAATTGCCTTTTGTGTCGTGGACAAAGAGAATGATGCATCTTGGACGTTCTTCTTTGAGAAGTTGAAGGAGATTGTGGTCGATGAACCAGATTTGTGTTTTATCTCCGATAGACACAAGAGCATCGCCAACGGTATTGCGAACGTTTACAATCATGCTCATCACGGATATTGTATGAGGCACCTCGGTGAAAATCTCCGCGTAAATCATCATTGTGGAGATTNCCTTTATCTTTACTACAACGCGGCAAAGGCTTATTCTTTGGAGGAGTTTGACAATCATTTTGTAGAATTCAAGAACAAATGCCCCGCGGCAGCCGTCGTCCTTGAGCATGANATTGGTTTTGAGAAGTGGAGCAGGGCACATTTCCCCGGAAATAGATATGATGTGATGACCACAAATATCGCCGAGTCACTCAATGCNATGTTGATAGACGAAAGAGAGTACCCCGTGGCATCTATATTTAATTCGATTGCTAAGAGGTTTGGAGAATTGTTCAGGGAGAGGCATGCATATATCCTCAAATCAANGGGTAATCAAATGGTGCCGGCTGCCGAAAAGATCGCAAGAAAAAAAATGATCGAGGGCGACTCCTTGTATGTGGAGAACGTAACCGGGGACGGCAATCAATTTACCGTGTTCGGTGCAGGTGTTACTGCCNACGTGGACCTACTGGAAAAGTCATGTTCTTGTAGGGAATATGACTTGGTCAAGATACCGTGCGCTCACGCGATGACCGCTTTGCGATCGAAGCATGACGATGAGTATGGTATGAGCATCTATGAGTACTCTTCGCCTTTGTATAAAGCTGAAGCGTACCTCCTTGCATACTCGGATTCTATTAATGTTGTCCCTCTCGAGTCGGAATGGTGTGTGCCAGAAGAATTGCTTAACGTGAAGATTCTTCCGCCTCTTGTCGATACCAAGCTTGGAAGAAAAAGAAGAAAACGTGTCAAGGGCGTCGGTGAGAATTTCAAGAGCAAGAGAAGGAACAAATGTTCAATTTGCAAGAGAACCGGACACGAAAGAACCACATGTGTGAACAACAACGAATCTTAGACAAGTTTGATTGAATTTGTTTTTGTAATCAAGCTACTGTTTNTTTTGGACCCTAGCATTTTGGTCAATTTAATGTCAGCTATTATCGAAATTACTCATGATCTAATATAGATCAATCAAAAGATGACATACATTTTGGCTGTCTATTAATGTTTATTATCGAGTCC

>rnd-5_family-2165#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

CAAGCCTTAAAACAGGACTCATTAATTGTCAAACACCCCAGGAAAGTAATTTTGTGCAATTCAAATATGGAAGTAATTTTGTGCAATTCAAATATTGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCCCCATTTTGTACAACCCCCAACTACCCTCGATTATTCGATCGAGANAGTAGTGAATAGTCGTAGCAAACATAGTTGTACCAATTACAAGCAAAACCACTAGCAAAAGAGAGAGAGAGAGAAATCAGTGATCGTTCTTGTTCGCANATTACTCTTAGCATTCAACAGGTAAAATAAAGCTCTTAGTAATTGAAGATAGAAACATTNATCTTCTCNAAATTCTTAAAATCATTTTGTGTTTCCTGTTTTGCTTTGCAGATTTCAGAAATGGAGATTGGCTTAGCAGTTGGTGGTGCATTTCTCTCTTCAGCTTTGAATGTTCTCTTTGATAGGCTTGCTCCTNAGGGTGATCTGCTCAAGATGTTTCGGAAGCATAAGCGTGATGTTCGGCTCTTAAAGAAGCTGAGGATGACTTTGCTTGGTCTTCAGGCTGTGCTAAGTGATGCAGAGAATAAGCAAGCATCAAATCCATACGTGAGCCAGTGGCTTAATGAGCTTCGAGATGCTGTGGACGGTGCTGAAAACTTAATNGAAGAAGTCAATTATGAAGCTTTGAGACTTAAGGTGGAAGGTCAGCGTCAAAATCTTGCAGAAACAAGCAACCAGCAGGTAAGTGACCTCAACCTGTGCTTGAGTGATGATTTTTTTCTTAACATAAAGGANAAGTTGGAAGACACTATTGAAACATTGGAGGANTTGCAAAAGCAAATTGGTCGCCTTGGCCTAAAGGAGCGTCTTGGTTCGGGTAAACAAGAAACTAGAACACCTTCAACTTCTTTGGTTGATGAATCTGATATCTTTGGTAGGCAGAATGAAACAGAGGANTTGATTGACCGTTTATTGTCTGANGATGCAAATGGAAAAAATCTGACTGTAGTTCCTATTGTTGGAATGGGGGGCGTGGGCAAGACAACACTTGCTAAAGCTGTTTACAATGATGAGAAGGTGAAAGACCATTTTGGTTTGAAAGCTTGGTTTTGTGTNTCTGAGCCATATGATGCTTTCAGAATAACAAAAGGGTTACTTCAAGAAATTGGCTT

>rnd-5_family-564#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 20 )

CCCAAACCTTAGCTTGCACAGGGCTTGTATGTCTCTTGATGTTGTTCACTCTAATATCTTTGATATTTATAGATAGTAAATATAGGAATGTTTCAAATTATATAAGGGAATATGTAAAGTCAAGAATTAGATAAGTGCAAATAACTAAAGGAATTTTGAATGTCATGACTAAGAAATTAAATTGTAGCTTAAATATACTATATAAAAATTATAAAAATATTATTATTTCGTATATTTTAATGGTATTATTGTAGTAACTCAACTTTATAAGGTTATTTTGGTATTTCAACTTTCAATTTTTTGTTCCCACTTTTAATAATACTAGTTCTGGAAACGTGCGTTGCACGTTTATCCCAAAATATTTCATGTAAATTTTGTATTGCAAATGACATATTTTATCCTCTTCAAATCTATTGGTATTTACTAAAAAAAACCATTATTTTTACGATAGAAAGTACATATATCTTCCTAATAAAAAGAATACATCCTTAATTATAAAATTGACTAAAAGTGCATAAAGTAAAAATAACTAACTATTGTACAAATACAATATTCAAATGAGNATACTAAAATACCACATGCTAGGCTAATGTATACAAAGCAACAAACCACCGTAAATTCTCAATAATAATAATAAAACAATAAAAAGTTATACAATAGCAACGAACAAGAAACATAAACATTAAAAAAAAACAAATAAAAAGAGACAAGAGAANAGAGCATAGAGATTTTCTCTTCTTTTTGTTTTTCCCAATTGTTTTAAGTCTGTACAATATTGTGTCAAATGTCACTGTTTACAGGATAGGATTGAGGAACACTTAGAGTTGTCATGACTATGAGATTAATACATTTGATCATGGATGAGGGATGAGAGGTGGGAGTAAAAACCATAATGAATATAATTAGTGGAGTTGCATATATTTACATAATGGAGAGTTGGGGTAATGAAGAGTTAGNGGTAATAATCTATGTAACGTACTTCACATTAATACANATATTTNTATATACAAAANAATATAATATAGGTTTGTACGATTTTTTTTCTTTTTGTGAAAGGGCAAACATAACCATTCATATTTCCAATTGGAAGATGAACAAAACAAAAAANTCACGAATTTANCTCCAACATGAAATTAATACAAAGAATACATATTCAAGANACTTTATGGTGGTTGATTCATGTACTAATATGATGATTTACTATTTAATATTTAATTTATTAAATAATTTATAACATTTAAATTTAATGTAGGG

>rnd-5_family-3528#DNA/CMC-EnSpm ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

TACAAAAAAACCCCAAATTGCCAACAGATTTTACTAACAACTTAAGTTGGTTAGTATTCTACTAACAAATTACCAACATATTTCTAACTGAATTATATTTTAAAACTTAACAACGAAATTCTAACAGATTACCAACCAAAATCTTACTAACTAAGTATTTTAGTTGGTAAATACGGCGGGAAAAAATGGCGCCAAATTTAGCAACATTCTATCAATGGATTACCAACTGAAATATTACTAACGCACACCTTTTGTTGGTAATATTACCAACGAAGTATATATCGGTTGGTAAATATGACGAAAAAATTGTTTATATAATTTATTAACATATTACCAATGAATTACTAACCAAACATTTACCAACGGCAAGATTGTGTTGCTAAATTTACCAACCAAATATAAATGTGTTGGTAAATTAGTAACGAAATGTAATTTGTTGGTAAACTTGCCAACCAATATCCAATTAGTTGGAAATTTTGCCGACGAATAAAGATTGTAGTTAGTAAATTACTAACATCATTAAAATAGTTGGTAATATACCAACCGATCATTAATCCATTGGTAAAATTTACCAACATATTAATTATTAGTTGGTAATATTACATATGAATGTTTAGTTGAATAGTAACTATTACCAACTGTGATAAAATTTATTGGTAAATTATTAATTACTAACTTATATTTGAATAGTTGGTAAATTTACCAATTGAAGTTAAATTTTTTGGTAAATTTATCACATTGAAGTTTAGTTGAATAGTAACTATTACCAACTGTGATAAAATTTATTGGTAAATTATTAATTACTAACTTATATTTGAATAGTTGGTAAATTTACCAATTGAAGTTAAATTTTTTGGTAAATCAA

>rnd-5_family-3000#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

GGGTGGCAATTTCAGCCCATATTAATGAAATGAGTCCATTTTGCCCATATTTAATGACTTGGATCACTCATATTTTAATTGGNTAAATATGAGCTTCAAGCTATTTTAAGAGTCTCTACAAATATGGTCAAAATGGGTTAAATATGGGTATCCATATTGACCCATAATAGATCACTTAGTTTTCACTTCCACTCAAAATTCTTAATTGTGCTAAAAAATAAAAAATNTAATATTAATTTTCAAAAATTCAATTAATTTTCAAACTTAATTGAAAAAACAGATTTTTTTTTGTTTTTGGAAAACAAAAAAAAATTAGGGGTAGGTTGGTGGAAGGTGGGAGTGGGGGGTGGGGGCCCGGGGGAGGGGGTAAATTTTTNTTTTTTTTGAAAAAACAGATTTTTTTTTGTTTTTGGAAAACAAAAAAAATTTAGGGGTCGGTTGGTGGAAGGTGG

>rnd-5_family-7586#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

CTAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAATCAAACTTATCTAACCCAAAGAAGAAAANGATCAAGTAAACACCCAACAAGCGGTACACTTCAAAATGTAGAACCTCTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGT

>rnd-5_family-1150#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

GTTCTTACTGACCCNATTTCTGCAGGTACTAAACATGAACAGGTNTTGGAGCAAGCTGGCAGAGAGGAGGATGAAGCTGAACAGGTAGATGACTTGGAGGATGCTCAACCAATAGCACAACCCGCGAGAGGAAAAGAGAAAGAGGTCGAGGAAAACNTGCCTTTACAGCA

>rnd-5_family-1148#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

TAATGATTGTACTGAATTGGTGTTTTGCTTCTCAGGTACGATGGCTCCCCGAAGAAAGAACGCAACCAAACCTGCTCCTCTCACCGCTTCTCGATCAGAGGGTCGTGGCGACTCCGAATCTAGTAGTTCTGAGGTGCAAATAAATGTCACACCTGAAGATCACTCGCCTCGGGCTACTAGATCACGGACTAGGAGAGCTATTCTCCAGGACACTCCTCCCCAATCTGAAGAGGGAGGTAGTAGTTCCGGGAACGAGGAAAAGTCGGGATGTNAATCTGATGATGGTTCAGGTAGCCAATCTGCCGATAATTCGGGGGGCAGTGCAGAATCTGAAAGCGGCTCTCAGGAAGACGCAAACACCTCTCCACCTGCGGCGAANACAGAAGCTGAAACTGGAGCACGAGAAGAGACGGNTAATAGAGAGGATGACGAGGAAATCACCGATGATGATACCATGGTGATGTATGTNAACGCCCGTGAACCTGACCCTGCGGCGAGGCAACAGCTGATTGATTGTTTCCGCTCCATGTGGACCGTNAACGGATCCAAAGAGTTCTTCGACAATGGNATTGTGACCAAGTCTGGNGGCTTCGAGAACGAGCAATCATGCCTGAGACTAGAGTGGTGGTGGCTGATATCAAGGCGTTCCCNGACATTTATCGGACATTTCAGCTTCATCAGTTCGANTGGATGGACAACGCACCTGGNGAATACTCTAGCCACCTGACCAGAGAGTTCTATTCCTCTTATGCAGCCACACTGATGAACTTTGCTGCGGANACNGAGACNACGAAGCGTGGACAGAGAGACATCGCCACTACATGGGNTCCACTCAACTCAATNATTGTTCGGGGAGAATCGGTAGATATCTCTGAGGCGACGATTAACAGGATGTTGCACGGCCCGGAATACACNGCACCCGCTTCAGTNGGCCTTTTCGAGGGCAAACATCATGCGGTNACNAGTGANGCTACGATGGAGGATCAGACTTCTCGAGAGAGGGTNTTACGCTGGATTGCGGGGCAAATTGCCATAGATGGNGAGAATGCAGNTTGGGTCGCCACACTCCAACGCTTATCACNAAAGCNTCGTTGTCNTTTCCGGCCAAGGTTCGGCGGGCNGTNGTCCGTGCNCAATTGCGGCCGACGGNTAATGATAACACCCTGTCCCCTTCNCTNGCNTCGTTGGTAGCNTGCCTCATGGTCGGNTACCCGGTGAATGCGGGGAGGATAATNGCNACGGAGATGCGAGACAGGGCACTGAATGAGAGAGCCGGATTTCCGTTTCCCTGTCTGATAGGGAAATTATGTCGACGAGCGAACATTCCNCCGAACAGNCTGGTTGACAGATGGGGTGAAGCATCCAGACTCACCCAGGTTTCNAAAATNAAAGATGTCGCGAACCATCTCTTTGGCGCGAAATCTGNAGCTGTGGGTACTTTGGCNGTCGTTCCNCACGTACCGATTGANATCCCGCGGGCCGATAGAGGTCCAGAGCAGGGAGAGTCATCACAGCCNTCCGCGGGGGCACCACCACCACCAGCTTCAGCCTCCCAGGCTNCAGGTACTTTTGTCACTATNCCTATGCTTTTTCTTGAGAGATTGGTTGCAGATCAGCGCCAGACCAGGACATTGGTAGACCAGATTGTNCTCCGGATGCCTCAGCTAATAGAGACAGATGTGTTAGCTGCGAAGAAAGAGATCAAAGATGAGATGCGGAAGGAGCTGNCTGTCTTAAAAGACGGGATGGACGGTTTGGAGAACCTTGTCCAGGATCGATTCCAGGCCGCCGGTTCAGTAGATACTGAAGAGTTCAAAGCGCAGTTGGCCGAGATGCGAACTCAGGTTGCTAAACTGGCCGAAAAGCCAGTACAGGTGCCCACTCCGGTCGTGCCAGANTCNTTGATGCAANTGCTAAGTCGGGCACCCTCCACTCAATCACTCGACGACNTTTGGGGNGAACTNCCCACGAGTAAGTCCGGCAAGAGAAAACACAAAGCCGGAGAACCTGATGAGGAGACNCCTACTGACCCGGCCAGAGAGGNAAGAAGGCAAGAAAAGAGAGCCCGCAGAGCATCAAGGAGGGAAGCTAGAGAAAAGGAAGCNCTTGAGCAGCGACAGCGAGATGCGGCGTTAGCTGGAGCTTCTGGTAGTGGAGCACCTGCCCCGGCNAGTGAGGACCAGCCTGATCATGTCCCGAGTTCTGAGAGTGCACCCATTGATAAGGGTGCCGACGCTGATCCGACNACCGGCGCCTAGAGCGTCGTAGGTATGACCCCTCCTCACAGCCCGTGTATTTGATTTTTCTNTNTCGACTTTGAGGGCAAAGTCCTTTTGTTTGGGGAGGGGGTGGTGAGCAACCTGCCATAGCGGGTATTTTGTGTGTTGAGCTGTGCAGCAGCTANTCTGTGAAAAATGAGGACCCGAATCTGAGTTTGACTGTTAGGATCTTTAGATGACATCTTAGATACTGACATGTTGAANATNGCTAATCTGACCAATNAATTGGTGAACCAAGAAACTGGAAAATGCAGTCCTGTGTCGTATGCGNGTAAGTTTTGNTTGAAGTCTAACGCTAGGAGCAGAAACTAGAACTTGCCTGAGTAGTCTTGCTTGAATCTGAAAATAACCGGATAGGAAAGGATCAGTAGGCCATTTTTGTTAAACCAGTAAAAAGCCAAAAATAAAAGAACCAAATGAAAAGCTTATCACTTGAACCCGATTTGAGCCTTAAATCAGTCTTTGTTCTTACCCAATANATATCATATCCTTGGGTCTCCGAAGGTACGATGTCACAACTCAGGCCAAAAGNCTAAGTTNAGGGTGATTNCAACCCGAGCAGAAAGAAAAAGTGGAAAAAGAAGGTTCAACCAGTGAGCTGAGTTC

>rnd-5_family-3468#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

TGCTTGGTCAAGATGACAAGCATCATTTGGATGGATTTGTTGACACCTTTCCCTACGATGGAAAGTCCTTCTTGAGGGTTTACAATCCGCTTGAGGGGCCTACGTTGTGTATGGGGAAGGGTAGTTTCCTAAGCCCCTTTCTTTACTNTCTCTTTGNGTATGATCTTGTCGATTGTGCATCTTATGGGGGTACGAAGTTATTTGTCAAGAGAAGGTGAAGTTTGTCAAAAATTTGTCATGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGTCTTAGATGGGCATTGCATNCGGGTCGGGGTATCGTCGAGGTCTATACTTGTTTGTATGACCCGNTTATGTGGACCTATTATCATTTCGACCCCGGCGAATGGATGAAGNGTATTCGAGCTTGTAGTAGTGTCATCTTTTGGGTGGTATTATCCTTTTGATGTGAGGAATAGCCAATTTCCTTGTTCTCCATNTGCGGGCTTAATAGTCATGATAATAGAGGATACGTGGTTGTTACTGGAGATTGAGTCTACTTTGTGTAATGCTTTTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGCGTAAAAGCATTAGAGGAGCTTGATGGACACAAAATAAAGACGTACAATGTGTGGAAGGTCCATCTAAGTGAAGAGAAAGAAGAAAGAGGCCATGTGTGCAAATGGTCATCTCATAANTTCAAGAATTCACAAAAGAAGACAACCAAACAAGGCCCTTACCTCATTAAGGGTAAAATTGTCAAAGAAGTGTCTTCTTTATTTTGTTAGTATAAATAGTAGTCTCTTTTATTTTGGAAGACTTAGACTATATGGATTTTGAATGTTAAATGAACAAACTCTTTGAAGAGTGTAGTTTAAGGGTGGAATCCCTTTAGGATAGTCTAGCTTAGTGTAGCTTAATCTAGNTTAGTGATGGGTGGATTCCCATTGTTGATTTAGGACTTCTTAACCTTGATTTTCACTTGAGATTGCTCATTTGTGGTTTTCAATTTGAGTTGTTTCTCTTCGAATTCAAGTTTCTCTTCCTCCTTGGTTGATTGTTTATTCAATTAGCCTTTCTTTCTTCTCTTCTCATCTCTTATTTCTCATCTATCTTACTTTTNTGTTGTTTAATTCCGCATTTGATTTCAATTGGTTTCATCCCCAATTGGAGCCCTTACCA

>rnd-5_family-4150#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

AACAAGATACATAAATAGTAAAATGCTAAGTAGCAAAGATATTCATGATGTATCTTCTCAAAAATTTCGACGAATCTTCAATAAACTAGGAGAAGAATTTTGAATNTCAGGAGAAGAATTTTGAATCTCAAAATTTTCAANAAGGATCTTCGNTGAACTGGGAGAAGAAAGAATCTTGAATATCGATTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGAAGATTCAAAAGGAAATCGTTTGTCCAACAACAATTCCATCACTTTTGTATCCTTCATAACTCACCTCGCTTACCCAAAATTTCGACAAAAGTTTTTGAATCAAATCTGAAAGGTTTCTTCGTTGAACGGGGGGAGCAATTTGAAATTTTGAATTTCTTCGTTCTGTTAGGATTTGCCTCTGTATGATTGAGAGTAAGAAGAAACGTAAGCGTAATTTATGGGATTTAATTAATTTTCAGATTTTATTCCCTTTTTAGCGCAACAGAAAGATTCTTCTTGTATTAGAAT

>rnd-5_family-6857#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 20 )

GCAAAAGAATATGAAAAATCGACCGAACCGATGAATCTAATCGAACCGAACCGATTTATGTTATTTTTTCAATAAAATCGTGGACTTTTATTTAAGTGTATAACCGTCCCGAACAATTGGGATGGTCTTTTTAATTTATGAAAAAAATCGAAAATTCCCGAACCGAACCGAATAACCT

>rnd-5_family-1232#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

CTTCAGTCCTAGTTCGTTGTACAAAATTTATACAGTTATATACATATTTTATACAGTTTTTATCCGAGCTTGCTCTCCGAAGTCACTTCCAATTACAAGTAGTAATAGTAGTTTTTCGTATACAAATCAATGGTATTTTCCTTTTGTTTTCTTCCTCTTTTTTCAAATTCATATTAATTGTGTTCGTTGTCATGACTTTTCACGAAACATGTTCATTATAAAATGA

>rnd-5_family-201#LINE/L1 ( Recon Family Size = 29 Final Multiple Alignment Size = 20 )

TCCTTGTGGAGTACNTACATGTGGAATAAGTATCGCAAAAAGCTCCACCCANCGATGGCNAGAGGAAGTGGGGCATCATACGCGTGGGAAAAAATGATTACGATAAGGGANGAGATNGAGCATGANATATGGTGGCAGATAAAGGCGGGGAATTCGAGTTTCTGGTTTGATAACTGGACNAGACAGGGNGCTCTATATTACATAGAAGAAGNTANTGAGGGAAGAGATAGAGACTGAAAAAAATTCATAANAAATAGGGAGTGGGATAAGGAACAAATTATCGGAGACGAAACTGTCTCGAGGAGATGACGGAATACTTGATCGAAGGAGAAAACGACGAGCCGTGGTGGATGGCTAACANTCGCGGNGANTTCACNGTCAAGTCAGCCTTTGAACTANTGAGAAGAAGAAAGACGAAGNAAGAGTGGATGGATAATATNTGGATAAAAGAGNTNCCATTCAAAATCANTTTCTTCCTATGGAGGGTNTGGAAANGGAGGATTGCCACNGATGATAATCTAAGAAAGATGAGAGTATCACTGGCGTCAAGATGCTACTGTTGTGAGAATTNCGCGCAAGAGACCATGTCTCACCTTTTTCTAACAGCTCCCATAGCCCAAAAGCTATGGAGGCNTTTTGCTACTTGTGCAGGNATNAGCATNGAAGGANANCAATTGCAACAAATNATCANAACGTGGTGGACCGAACCAGCGCCCACGAGGCGATTCCAGCGATAGTTATGTGGGAGCTATGGAAGAGGAGAAACGATAGAAGACATGGAAAAGGAGGTGGCNTACGANAGGCTGCGTNGGCAGTGTCAACNAGCNGTACACAATGCTANTGAAGGTGAAATACCCATGGATAGAGGACGATCTCAGNGATTGGAAGCGGATAGTTCNCACGTTGCAGANTTACAAGCCAACGCTACACTATCAAGCGGTGAGNTGGGAACTACCGNANCAAGGATGGGTGAAATGCAATACGGATGGAGCNAGTAGAGGGAATCCGGGGGAGAGTTCATATGGCTTCTGCATAAGGGATNGNAGTGGAGATCTNATNTATGCGGAGGCNCGATGCATAGGGATGACCACAAATATGGAGGCGGAAGCAATTGGGATTCTGATGGCTTTGCGAAANTGCAAAGAGTTTAACCTTCAGAANATCATNCTGGAAACNGACTCGCTCAGTCTAAGGAACATGATTATGAAAGAATGGAAAATACCNTGGNAGNCGGCAGAGAAGATAGAGGAGATACGACGAATGCTTAAAACANACATAGCTAAAATTCGGCATGTATTCAGAGAAGCGAATCAGTTAGCAGATNANNTAGCAAATATAGCGTTGGATCAAGAGANNCNAATNTNAGNAGTTTCNACAACTNCCAGTAGAGTGNAAAAAGATTCTNAACATNGATAAAGCACGAATTCCNATCATTGAGAATCAAGACGAGGAGAATAAACAACATTCATTGATGCAAAGAGAAA

>rnd-5_family-157#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

CTCCGCTTTTGCGATGGTTCCTTCNACTTAAGNGACCTTCGCTTAAGNCGACTGGCATGATCGCTAAAGCGAAGGTCGTTCTTTAGCGGGGTTCGCTTAAGCGAACCAGGGCTCGCTTTAGCGATGGTCGCTTAAGCGGAGCCTGGTTCGCAAAAGCGAGACCCCCAGTT

>rnd-5_family-3494#LTR/Copia ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

CTGAAAGAGTTGGTTTGGTTCTTGTGGAATCAAACTCAATGGAAGATGAATTAATATGAAGATTTGGTAGGAAGATAATTAGTGCAAAATAAAAGTCAAGATAGTATCTTGGTAGGTGAAATTTAGGTAAACCATAAAATGGTTTCACATGTTTAACCTTGACATTTTTGACACATAGTGATGTCATGGATGACATCAATAGGAAGAATTCATTCCTATAAATAGGTAGCTCTTAATTCATTTTCAAATCATCCTCTCACTTGCCTTCTCACCTTCTAAGGCATTTGATGTTCTCTCTCTTGTAGTATTTCACTTGTATTCTTTGTAGAGTGAAATAAATATTGGTGCAGTTGTTCTTTGGTGGACGTAGGATCATTTTGATCCGAACCACGTTAAATATTGTTGTTCTTCCTTGTTCTTTATTTTCACGTTTCCGCTAACAATTGGTATCAGAGCCAAGGTTTTGTCTGAGTATGCTCTGTGGTTGCAGCACAGTCTGAACTTCCACATCAGAAAAGAATTACTTTGGTTTTCTGTATTTCCAAATACATTGTAGTAGAAAAGGAAGAACAAGTAACGATGAGTTCCATGAAGTTTGAAATTGATAGATTTAGTGGGCGCAACAACTTCAATATTGGAAGATCCAGATGATGGCGTTACTGCGGAGGGAAGGTTCAATCCATGCTATTGACGGAAAGTACCCCGATAACACATCGGATTCCGACAAGGAGAAGATTGAAGGAGATGCATTGAGTGTAATCCAACTGTCCCTTGCACCTAACGTACTTTGTGAAGTGAGTACAAGTACCGAGGAGACGACCAAACAGTTATGGGAAAGGCTGGAAGGGCTTTACCAGGACCGGTCGGTGACAACAAGGATGTTGTTACAACGGCGTCTTCACACATTTAAGATGGAGTCAGGTACTTTGTTGCAGGACCATCTAGATGCGTTCAACAAACTTGTGATGGACTTACAGACTGCTGGAATTAAAAAGGATGAGGAGACGCTAGCATGTGCTTTGCTATTTNTCATTGACTTCAAAATATCGTGATATTGAGAATTCAATGATGTATAGCAAAGAGCCTATCACTCTTGAGCAAGTGCGGCAAGCACTTAACTCTTGTGATGTGCGGATGCATTTTGAAGGAGACAAAGGTGACGAAGCTAGTGGGCTCTTTGTGAGAGGTCGTACTAGCCAACAGGGAAGGAGCAAATCGAAGTACAGATCAAAGTCTCGTGTGAACAAGAAGAATGCGGAGTGTTGGGGCTGTCACAAGAAGGGGCACTTTGAACGAGATTGCCCTATGTCAAAGTCCAAAGAAAAGGCGAGTGCATCCATTGTTGAGCAAGTACATGATTCTGATGATGATTATGTACTAACAACATCATGCAATAGTGGAGTCTATGACAATAAATGGGTGTTAGACTCTGGTTGTACTCTGCATATGACATTCCGAAGAGATTGGTTCAGCAGTTATGAAACAAGTGGAGGAACCGTATTAATGGGCAATAATGCAACTTGTAAAATAGTTGGCATTGGTTCAGTTCGTGTTCGCTGCCATGATGGAACCGTGAGGACTATTACAGAAGTCCGTCATGTTCCTGATCTGAAGAAGAATTTGATCTCCCTGGGTACTTTGGATAAACAAGGCTACAAGTACATGAGCGAAGGAGGAACTATGAAAGTGACTAAAGGGTCTTTAGTCATGTTGAAGGCCAAGCTGGAGGATGGCCTCTACACACTTGCGGGAAGCACCATTATTGGCTCTGTAAATGCATCTACAGTGCAGTTATCTAATGATGACAAGGCAAA

>rnd-5_family-629#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 19 )

TATTTAAAATGTAGANNNNTTTTNTNANNAAAAAAAATTCCTTAATTTTGTTGGTCGAAACTATTATCTAAAAGTTAAAGTCAAAAGAAGGTTTATCTTTTTTTTCAAGTCGTGCTTATTAATATGACGACGAGTTAGAAAAATTCTTTTAAATTTATATATATTGACAATCTAAATCTTTTTATAGCGTCTCGTGTAATGCCACATCACTTACAAAANTATTATTTAATAAAATTAATTACTAAAGCTATTTGACTAAGTTATTCGTTATATCTTTTTTTCGTCAATTAGATTTTATTTTACTCTATCAAAAACTGTTTATTAAAAAAAGATTATANTATTTATTTTGATAAGACAAATCAATTTTATTAGGAGTTTATTTTATTAAATTAANTTTATTAATTATGCTTTGAAATTNTAAATTTGACTACTATTACTTTATATAGTTATTTAATAGTAGCATTGNATTAAGTTATATAAACTTNTCTTGATTCGTTAAAATAGATAAGTATTTTACTNTATCAANTAAAAAATTATTCCGAAAATAAATTAGACTATTTATTTTTGATATATAATACAAATAATTTT

>rnd-5_family-2026#LTR/Copia ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

GCAACAACGTCAAAAAGCTTAAAAGTTGTTTACCTACAAGTTTGAATTGTTATTGTCCATTGATGTCATTAGTGACATCAAATGAGGCAGAATTTTCCTTATAAATAGAGCACTTATGCTCATTTGTAAGGACACACCAAAATAGAGAAGCAATAGAGAGTAGAGAGAGTAATCCACAAGCTATTTCTTAGTTTGTGAGAAAATAGTGTGGAAGTAATATTATTGTGAGTTGTGNGAAATAAAAGAGTGTTGAGTAGTAGTCTTTTGACACTACCAAGTTTTTCATCAATATTATTGTATTACTTATTCGGGTATCATATTTACCCCATTTTAATATTCGGTGTCGTTGTTACTCTCTTCCTATTGCTATTTAGTTTGGACATTATTCCTGGGTGTGATTATCATTTTGTCCAACAACGTGGTATCAGAGCCATGAAAAATAATAGTCCGTTGTCCTTTCAATACCCTCGTCTCACGAGAGAAAATTATGAAAAATGGTGTCTACGAATGAAAGTCATTCTTGGCTCTCAAGATGTTTGGGACATTGTAGACAAATGGGTATACAAAATCCGCTAATGAGGAAACATTGTCCCCAAATGAAAAGGAGGTCTCGTTAAAGACAAGAAAGAAAGATCAACAAGACCTCACTCTCATCCATCAATGTTTGGATGATGNCATGTTTGAGAAGGTGGCTGATGCAACCACCTCAAAAGAAGCTTGGGAGATTTTACAAAATTCTCTCCAAGGAGTTGATAATGTAAAGAAGATAAAACTTCAAACTCTAAAGGCTGATTTTGAAGTTTTAAAAATGAAAGAATCCGAATNCATTTCGGATTTCTGTTCAAGATTGATGACTGTTGTGAATCAACTAAGAAGATACGGGGAGGAAGTAGATGATGTGCGTGTGGTAGAAAAGATCCTTCGTTCTTTAAAACCTAAATTTGATTATGTGGTGTGTGCTATTGAGGAGTCTAAANATTTAGACTCTATNACGGTAGAGCAATTAGAAGGTTCTTTACAAGCCCACGAAGAAAAGATGAAAAGGAGAAAAGAAGAGCCACTAGAGTAACTTCTTAAAACTCAGGCATCCNCGNNGATTTGAAGGTTAAGAAGGTGACTAAGGAAATGGACAATGGAGAGGTCGTGGAGACCGTGGAAGAGGAAAAAGTTATATCAACAAATTCAATAATTAAGATAAAAGTCACCGGTCATTCGGAGCTCGTGGCCGTGGTCAACGAGGAGGTAGAGGACGTGGAGCCTATCAAGGTACCAATGAAATGAGGTATGATAAATCTAAAATTGAGTGATATAACTATCATAAAATTGGACGTTACTCTTGGGAATGTCGTAGTAATGTTGAAGAGAAAGCTAATCTTGTTGACAACAACAAAGACGAAGATGAGTCGACATTGTTAACGTCACTCAAAGAAGAAGATAAAGATGATTGCAACTCGTGGTATCTTNACAATGGAGCAAGCAATCATATATGTGGNCACAAAGACAAGTTTGTGGAGATAAATAAGACGGTGAAAGGTAATGTGTCTTTTGGAGATACCTCAAAGATCCAAATTGAAGGGATAGGTACGATTNTGATATCCTGTAAAGATGGTGGCCATANATTNATTAACAATGTTTATTATGTGCCAAAATTGAAAACTAATATTTTGAGTTTGGGTNAACTTCTTGAAAAAGGATATGATATTCATATGAAAAATATGCATATTTGGCTTAGAGATTCAAGTAACAACTTAATTGTTGANGTGCACATGGCNAAGAATAGGTTGTTCCCTTTGAATCTTAAGACCATCGATGCAAAGTGTTTGAAGGCTAATGTGNAAGATGACTCATGGTGCCGGCATATGCGATTTNGGCATTTGAACTTTGAAGCGCTCAAATCAATGGGAGACAAGAACACGGTTGATGGGATNCCGTCAATCGACCATCCAAATCAATTGTGTGAAGCTTGTCTTCTTGGAAAACATGCGAGGAGGAGTTTTCCAAAGGAGACTACATCAAGAACAAGTACGCTACTCCAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACAAAAAATGTGCGAGATCAAACTCTTCAAGAAGCATGGAGCGGAACTAGGACAAGTTTAAAGCACTTGAGAATCTATGGGAGCGTAGCCTATGCTCATGTTCAACATCATGGGAGAGCTAAACTCAAATATGGAAGTGTCAAGTATGTGTTTGTTGGATATGGAGTGAGTTCAAAAGGCTACAAATTGTACAATCCAAGCAATAATAAGGTTGTGGCGAGTCGTGATGTTGAATTTGATGAAGAAGCGAAATATGGAATTGGGAGGCTCCGGAAGAAAGAACATATGATTTTCTTCCATACTTTGGAGATGAAGAAGAACAGGAGACCATGACACCTNCGCAAGACGCAACTCCACCTCCTTCACCAGCAAATGTTGCATCCCCGTCTACTCAAGAGAGTTCAAGTGAAAGACCGCATAGGATGAGGAGCATCCAAGAACTCTATGATGACACAGAAGAAATTACTAATTTTTAATTTTTGTGTTGTCTCTTTGCTGATAGTGAACCGATGATTTTTTATGAAGTTGTTACTAACAAAAG

>rnd-5_family-955#DNA/CMC-EnSpm ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

TAGCTAGTATATATGTAAGTGTATTTTGCTAATTTTATTTAATTTATGATTTTTATATATATTATACATGTAAATTTGCATACAGATGTCATCAGGCGGTGACGGTGATAGACATCGCGAGCATCTTGGAGTTAGCCAGACTAAANAGGCTAAAAAGAAGAAGTCTAGGAGACCCATAGATCCTGAGGATATTCCAGGATCTATTTCTTCTGCGCCAGAGCGCATCAGCCATGATACTCATTTATTTGTTGTTCCGTTTGGTACGGCGGATCCTCGGCAATATTATCCTAATTACCGTCGACCAGTCGGTGCTTCCTCTACTTCACAGGCATTGCCTCCACGGCGCTACGAGGACCTACCTTTACAGGCTATTCGTCGAGCACGAC

>rnd-5_family-4941#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

CAGAGCAGCAAACAACTTTTTTTTTAAAATTATAAGCAAAACTNANNAATTNCNTGNAAAAGCAACAATTTTTTTTATAGTTAAAGCAGCAAGGCGCAGGCNCCATGCGCCTTGCAAGGCGCAGNCGACACGCGCCTTGCAAGGCTGNAAGCTGCCTGCGCCTTGTAAGGCGCATGGGTANCCGCGCCTTGCGGCGGAAACCCTAATTTAGACGGCGTTCAAATTTGTTGCCCTTTTGGTTTCATAATTAATTTTGTTGCCCTTTTGGAATTTTCGAAAATTTTTGTTGCCCTTTTGGCTCCGGACT

>rnd-5_family-2239#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 19 )

TTTCATACATTATATTCAAAACATGTATCTCGGATACATAGTAAGCGNATACATATAATTATGTGTATCTAAATATGGAATGTAACTGAAACGCACGAATTTAGGAACAAATCACGANTGTAGAGTATTTGTCTTATCATTAATCCAAAAAGGTAAAAATTTCAAAATTCTCCCCTTTTTAGCATCTGAANTTTTTTCTCATAGATACATATAATCTTAACTCAGATACATGAACTCTTAACTAGATACATGTACACNTGATGTGTATCCAACATTGTTGCGCATCTAATGGTGTATTTGTTCTGTTAATTAAAGCTTGACGTAATTCTTCCATCTTGATTGGGTCGTTCCTATACTTAGATCTATTCTCGGCTTGAATGTTGGCGGATGAAGAGTCAGTCCCTGCAATGAGAAATTCATGAGTGAAAATAAACAAATAAAAGTTGTTTGATTTAGTATAATATTGTTAATGTGTAGTACCTTTAACGAGAATCATCCGATTTTGAGAATGGTCAGCCATTAAAGTGTTTGAGAAACAACAAAATCAAAAAATATAAAACCTAATTTGTAAAANTTTNTAAAATCGAACTTTAGAGAACATTATGAACTCTANCTCAGATACAAAATCAAGATACATGAGAATAATAAAACAATAGAAACAAACATATATGTATAATGCTGATTTGAACATGCGAACATGTATTGAGAGGATGAAGGAAGAAAGAGGGAGAAGATGAAGAA

>rnd-5_family-117#LTR/Copia ( Recon Family Size = 29 Final Multiple Alignment Size = 19 )

GTGATATTAATTACACCTTTATTNACTAAGTGTAATGCAAAGAACACAACGTAAAATACGTTNCAAAGAGATGATACGTCCGTTCCAAAACAAAAGAAGAGTTTCTGTAGAATGTGATGTAATGGCCTTTAATGCCATTAACATTCACAATACGTTATCAAAATTAAACTCTTNACTTTGCAACNCTCCTNTTGAAATTTCCTATATAAGNAGTGCCTTTTGTGAACACGCCAACACACCAACAAAAAGAAGAGAAAAACATTTTCCTCCTTTCTTCTTATTCTTAGAATATTTTTTGGGCAATTGGTTTTGGGCAACCTCCAAACTTTCAGCCACGAGTGCACGTGTTTGAGAGTAACTGTGGAACCTTGGGGAGCGACCGGCTACAACGATTTGCACCGGAGTCGGGCCGAAATCGCTTTCAAGGCAGTGGCTTGCCACGACACAGTGTTTGTAATAAGTTATTTACTACTTTGTAATTCCAGTCCAATATCAATATTGTAGTATTTTTCCCAACAATTTGAAAGCGATTTACTAACATACAATATTGATAAATGGCTATTTCTTTGAACAAAACTTTTTCTGATTTGTCAAAACTTGAGCCTTTGGATGGAAACAATTTTAAACGNTGGTCACAAAAACTTTTAATTTTCTTTGAACAATTAGAAGTTGATTATGTTTTATTTAACGAAACTTCTATGGATGGTTCTAACACTACTACTGATTCTAGCAATGTTATGGCTGTTGATGATGTTGCTAAAAAGAAGTTTGAAAAGGATAACGGAACTGTGAGAGGACATTTGTTAAACCATATGACTAACCCTTTGTTTGATTTATTTTTTACCTATAAATTTGCTAAAGAAATATGGGATAGTTTGGAAAAGAAATATGGTGCTGATGATGCAGGAAACGAAAAATATGTTGTCGGTCAGTGGATTAAATTCCAAATGGTTGATAATAAGCCAATAATGGAACAAGTTCACGAATATGAGAACTTGACTGTTGATGTTCTCGACGAGGACATGAAGATGTGTGANATTTTTCAGGCTAATGTTCTGCTTGAAAAATTTCCACCATCTTGGAGTGATTATAGAAATCAATTGAAACATAAGAAAAAGAATTTAACTCTCCAAGAACTTATTAGTCATATGAGGACTGAAGAGGCGAACCGTCTCAAAGATAAGATGGAAGAACTTTCTCTTAATTCTTCTAAAGCTAATCTTGTTGAATCTTCTGGTACTGTTGTGAAAGACAGGTTCAAAGGCAAACAGAAGAAAGTCTCGAAAAAGGAACATACGAAGAAGAAAAATCAATTCAACAAGCCGGAGAGCCAAATTCAAAAATCTAAGGGTCCTTGTTTTGTCTGTGGAAAACTTGGTCACAGGGCTGCCAAGTGCTATCAAAGAAAAGGGCAGGACTTAAAGCAGGAAGGACAAAGTGATGTCCAAGCTCATCTTGTTGAGGGTAATGAAGTGATTGTTGTTGTAGTCGTTGAGGCAAATCTGGTGGCTAACAAAACTGACTGGGTGCTAGACACANGCGCTTCAACGCATTTTTGTGCCAATAAGAANTTATTCCATGACTTTGAGGAGTCGCGCTAATGGCGAGTGTGTCTATATGGGTAACTCCACTACTGCTGTAGTAATGGGTAAA

>rnd-5_family-9902#Retroposon ( Recon Family Size = 28 Final Multiple Alignment Size = 19 )

TGTTTCTTTAAAAACACGTGCATTGGTACATCAACGTACCATGTTGCCCGTTTTGTCCCTCCATTTCGTTATTTTCGTGTTCATCGTCCTAAGGAGAGGACGAAGAGTATATATATAAAGGGAAAAAATTAACGAGGTGGCGGGGAGGGTTGGGTCGTTTGGAGACAACTAAGCTTTTCTTCCGAGGTNTTTGAACGTATTCGAAATAAANAAATGAAGTAAAATTGTCAACAAAATTTATAATACTTTCATAATTTGAATAAAAATTGAGTTGTCTCCAAACCCAACCCCGCCCCATCCCCAACCCCACCTCGTAAATTTTTCCTATATATATTCTTCCTCTCCCTAGAATGANGAACATAAAAATAACAAAAATGGAGGGACAAGGCGGGCAACATGGTACGTTGATGTACCAATGCATCTGTTGTGAAAGAAATCTTTCCTTCAAGCCAAGGCATAGCAGCTCATACAAGGAGTCGCTTCAAGNANGACTTGGTTAAAGGAACCCCCAAAGAAAAGTGTTTGTGTTATTTTCTAATNNTCGATAGCAATAGAAAGGTTCTACTATCGACTAATCAATTCNCCACCANCAACAACAANAGATCTTTTCTACAGCANCATCACGTCGCTGATTCAACAAACGCTCATCAATTGCCTTCGTCTCAACTTCGTCTAGCAGATTTCAACCATGGNCCCCTAGGCATCGATTCGAGGCTTTGTGATATAAAAACTCTATCTAGGCTCAAGACTCGTATTACCGAAGATGAGGAAAATGTCATTTTGAGTCTTTTTGATATGAAAATGATATTTTCTTGATCATCGGTAAGACGAGNCTTCANTCTGACTAAAATCCTCANATCGCGATGCCTCGGGGGCTATGGTCGACGTTTNNNNNNNGCCGTGGTCGACATTTGCTAGTCGAAGTCGGAGACTGGCGATTGATGAACGTTTGTTGAATCGACGTCTGATGTTGTTGTAGATTTTAGTAAAACCTATTGTTGATGTTGCTGAGGAATTTGATNAGTCGGTAGTAGAACTCTATTNCTATTGTTGACTNGGAACATAGCACAAACACTTTTCTTTGGAGGGTTTCTTTAAACCAACCATTCTTGAAGTGACTCCTTGTATGCGCCGCTATTCCTTGGCTTGAAGAAAATATTTCTTTCACAACGCGTGCATTGGTACATCAACTTACCANGTTGCCCATTTCGTCCCTGCATTTTTGTTACTTNTATGCTCATCATCTTAGAGAGAGTGAGGAATATATATATAAAGGNAAAAAATTAGAAGAGGCAGGNGGAGTTGGGTTCGGAGACAACTCAACTTTTATTCAGATTTTGAACGTATTAAAAATTATGATGACTGTTTTATTTTATTTCTTTACTAGTAAAATTATCCGCGCCTCGCGCGGGAATTTAATATCACGGA

>rnd-5_family-3762#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 19 )

GAACCTTATCTTTTTCTCGAAAGTTTCAAATACTAACAGCGGTATCAAGAGCCCTTCTTCTTGAGGGATCCGTGAAGGCAAGAGAGCTAAGGTTTTTTCTCCAGTTCTTCTAAGGTGAGAGCTGAGCAGCAGTAACATGGCATCCAACAGCTTCTTGGGTGCAGGCCCTCCTATGTTTACAGGAGAAAATTATCACATATGGGTGATAAAGATGAAGGCTTATCTCAAAGCTCTTAGTCTATGGGAAACAATTGAAAGTGAAGATGATCCTCCTCCACTTGGACCAAATCCAACNGTTGCACAAATGAAGATTTATGAAGATGCGAAGTCAAGGAAACCCAAGGCTCTCACATGTCTTCATTCAGCACTTTCAGATGTGATTTTCACAAGAATAATGGCTTGTGAAACACCTAAAGAAGTATGGGAGAAGCTAAAAGAGGAGTTCGATGGAAGTGACAGAGTGAAGACTGTCAAACTCTTAACTCTCAAAAGAGAATTTGAGATGTTAAGGATGAAAGAAGGAGATACTGTGAAAGAGTATTCTGCCAAACTTGTGGAGATTGTAAACAAAGTAAGNCTGTTTGGTGAAACCTTTCCAGATTCAAAGGTGGTGGAGAAGATGATGATAAGCTTACCAGCAAGGTTCGAGTCTAAGATTTCAGCAATAGAAGAATCTTGTGATCTGAAGACTTTATCTGTAGCGGAATTGATCGGCAAGTTGCAAGCCCAAGAACAACGATCAAGTATAAGAGATGAAGAAGTAGCNGAAGCGGCGTTTCAGGCAAAGCATAAAGGCAAGCAGCCTGTGAAGGACAATAGAAGGATGGANGGAGATAAAGTAGCAAAGGGAAAAACATGGAAGGAATCTTCAAAGAAAGGAAAGTTTCCACCTTGCAGCCATTGTAAAAGAACCAATCATCAAGAAAAGGATTGTTGGTTCAAAGGAAAGCCATCGATTCAATGCAGATTTTGTAGAAAAATGGGTCATATTGAGAAGAATTGTAGGNTCAAGCAGAATCAACCACAACAACGCCATGTGCAGCAAGCAAATTTTACTGAAGAGTCCGAAAACGAAGAAGAAAGCTTGTTTATGGCTTCTCATGAAGAAAACACAACCAACAAATCCTCATGGTTCATAGATAGTGGATGTACGAGTCATATGTCACACAATGAGCTCGTGTTTCACACACTTGACAAGTCAATCAAAACTAAAGTNAGGATGGGAAATGGTGAGACGGTAGATGCACTTGGAAAGGGTTCAGTTGCCTTTCAGACTACACAAGGTACAAAGTTTATACATGATGTGTTGTATGTTCCTTNTTTAGCATGTAACTTGTTAAGTGTGGCTCAAATGATGTCTAAAGGCTATTCCTTATTTTTTAAGGGCAAACATTGTTTGATTTTTGACTCCGAAGATAGTTTGATTGTTAAAGTAGAAATGGTGGATAAAACTTTTCCTTTAGATGGGAGGTTTGATAGTGCAAATTTTGCAAGTAAGGATGAGTCATGGTTGTGGCACAAAAGATATGGTCATTTTAACTATGCTACTTTAAAGTCTATGTATGAAAAGGGCTTGACTAAGGATTTACCTGAGATTTCACTGTCTAAAGAAGTTTGTGAGTCATGTCAGATGGGTAAGGTACACAGGAAATCATTTCCTAAAAAATGCTACCTGGAGGGCAACTG

>rnd-5_family-5605#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 19 )

TTTAAATTTATCTTTTTTTATATGCATTTATTTTTTGCACCATATAATTTTTTGTTTATATTGTTTTCTTTTTTTCTACCATACTGTTAATATCTCACAAATGATTGTGTTGTATTTCATAATTCAATTATATGTATATAACTTGACAAAAATTTCTTTTGTCAAAATTTACAGATGACAGAATTAATAATTTTGAATGAGCCAAAGAAGACGAAGGGTACATATACATGTAATTATTATTTATATATGTCAATTAAATATTTAAACAATGATTATTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGTGGAGGGTATTATTCCTTAAAAAGAAGGCGGAAACTTTAAGGCATTAAATATTTTGTAACTATAACGTCGACGTTTAAATTATGTGTTGTAACATATTAAAAAAAGAACTTTTANCAAGTTGAATACTTGATATATTATAAGAATTGTATAATTGAAGTCGTTATAGTATTAGTTTTGNAATTCACTTGATAACAATATTTTTGTATGATGTGCCTTGCAATGATNATAATATCGGTTGAATATGCTCACCGTTCATCGATTCGAGCTTGTATTTTACACATCGTACACTTATATTTTAGAAGTATTTATACTAATTAGCACGGTATACACGTGCGACGCACGTGTT

>rnd-5_family-1152#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TCTTTTGTTTTATGTCTAGTGNGTNTTGTTGTGCAAATCCTATCTTGGGTGTGGCTGAGCGTAAATCCTATGCGTTAGTGAGTGCTTTGCTTGAGGACAANCAATAGTTCAANTTTGGGGTTTGATGAGTTGGTATTTTACCAACTTATTAGACTCAAATTCATGAATTATTGCTATGTTTTAATGCTAATTGAGGGGATTTTAGGCCCTAGTTCTCTTGTGTGCAGACATTCCTTGGAAAAAACAAGTTTGATGGATTTGGAGCCGAAAATCACTGAAGCACACCGGCGAAGGAACTGGCGTCCCGCAGGAACCGACANGCGTCTCGCCGGCTTAAATGNCGACTTGAAAGGAAAAACTTGCCTCAGTACCGGCGCTGCAATTGGCGTGGTACAATGATTGATCGACGATCCGCCGGTCCCAGCGCGGATGCTCCCGTGAGAACTGAAGGTCGAAGCGAGGAGGCGATTGGCGCTCCACAATCTTTGATCGGCGTTCCGTCGGTCCAGCGCAAGTCTGAAGAGCGGAAGCTGAAGGGCAAAAATGCAATTATTGAAAATAGTGCTTCCTTTGGAACGTTCCAAGGATAGAATAGGGATTTGTGCAATTATGTACCATTATCTTCTTCCCAATTAGGGATAGTTAGAGAGAAGAATTTTTTGGAGCAANGATAGAAAATAGCGAAGAACTTTTCTTAGCTTGTAGAGGAAGAAAACTCGNATTTGCGTCNATTTAAACTTTGGATCTCAGATTTGGTTAATCAANTTAGCTTGGAATGGAGTTTCTCTGTACGNGTATCGTCTCTATTTCATCNTTTATGAGTAGCTAAANTTACGGGGTGTGCGTGTATATGNGGGTGTAAAACCCGAACGGGTATTGATTAATTAGCTCTAAAATTGATTGTTATGCATGGATCNATTATTGTTGTCTTGAAGTTTTAATCTAAAANTCAGTGGTTGCGAACATTGGTTGAGCTCTCTAACACCATTTTGGCTTGGGAAAGNTAAATGGAGTTGGGTAAGACTCAATAGTGAGGACTTGATGAAATTACTCTATGGATTTGAGCCAGGGATGGGATAATCCGAGTAGTTTCTCATTTAATGATATGAGCTAGGAATAGTCTATCTACTCAAGCAATGTTTGGTGTTTTGTTCGAAAGGGTCTTGGAGTTCGAAAGAATCCAAGGGATATACGCTCGATAGTTCGAGAGAATATCGAATGTAGCCTAGACCAAACGCTATCCATGTATTAACCGATTTAGATTTGATTAATCATTAGCTATTGGGTTGAAACCCCATCGANATGCGCACACCCCTAGTCGTTTCCAAACTTGNTAAATCTCATTTGTGTTGATTTCTTGTCGTTGACACTTGATATTCGAATCGAATTTCTAGTTGTGTTCCCAAATCCCCCCAACTTTATATTCTTGTTCGACAGTACCGTGCTAGACGTTAGTCTTGAGTTGAGTCAATCGANNAGAGTNTANTCCGAACTGGCGATCCTTGTGGTTTGACCCCGACCTCTAAAGTTGCGTCTTGTTTTACGAAAACGATCATCTATGTCTTAAACACAAGGTAAATAGTTGAGCGTTCATCACATGCCAGTAAACCCATGTTGCTTTCCT

>rnd-5_family-5149#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TGTAATTCATATCATGCTTGTTTTCATGCTTAAAATCCATAAGGGTTTGAATGACCATAAAAATCATGCTAAATCAGTACNATAAGGTTTTAAAACCAAAGTGAAATAATGAAAAACATAGCTTATGAAGAAAGATCATAATTTCATAAAAGCCCTAGCTTTGCTTCTAATAATCTCGCGAAATTCTTGAGAATCAAAATACTTTAGGCATGAGAGCGAAGGGATACTCTCATTGAAGTCTTACATACCTTAANTTTGAAGTTTGAGGAAGAATCGTGATTGAGATCTCTAGAATTCTTGTAGATCTTGTTCTTCGAAGTGTTGGGGAAAAAGAAGGAGAAAAGTTTGTCGTAACTTATNAAATCTGATCGAATATGACTTTTGGGAGANGTTAATAGTCGTGGGTTAGGGTTATGGGATGAGGAAAGGACGAAAACACCCCTCCTAGAACGTGAAAAGAAGAGAAAACTAAAANAATTTCGGAGAACGTGCGCGGTCGCGCAGCTGGAGCCTAGGTCGCGCGGCTCTTCGCGCAACCTTGGCAGTAGCACTGACCTTGCCGCGCGGTCGCGCGGCTGACGTCCACTTCGCGCGGCGGATCGCGCAGAATACGTAGTGCCTAGTAAAATGGGNATAACTTTTAGCACATAACTT

>rnd-5_family-5565#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CAATGAGCTGAAGTTATATACAAAAATAGGTCGATCTAGGAATTCGAACAAAGGCAAGGGAAAGTCGAAGTCAATTGATTTAGATTTTCCCGTTCATCGTCCTGTGACTCGATCCTTCTCTAAGAATCCTAACAATTTGGTACCAGAGCCTAACACAATGGGCGATGAGATCAGTTCCAGGTTTCAAGAAGAACGTGTGATTACAGAAACACTAATGGACTCTAAACTTGCAGCTATGGAACAACGTCTCGGCGAAAGAATTGTCCAAGTTATTCAAGAACAATTTTCTAGCCTGGGAATTGGCTCTACAAAACCAGTANTCCACGGGGCAGAATCAAGTAATGCCCAGACAATTGGTAAATCAACAAATCCGGCTCCTNGAGGCAATACACTGCCTATTCAACCAGCTGATCATAATCATCAAACTAGTGGTAATTCCAATTCGACAATACCAAGGTATGCAAAAATGGATTTTCCTACTTATGATGGCACCAACGACCCACTGATTTGGGCATATCGTTGTGAGAAGTTTTTTGAAAATCAACATACAGCAGATGCAGAAAAGGTTGGAGTGGCTGGATTTCACCTGTTGGAAGAAGCACAATTANGGTATTATCAGCTTAAACGAGCGNAGGGGCCAATGAGTTGNGAAGACTTCCAAAAACAATGTTTCCAGCGATTTGGACCTCCTGAAAGCAGCAACCCGGTAGGCGAATTGGTCACGCTTCGAAAAACTGGTATAGTTGAAATTTATCAACGTCAGTTTCAAGAAAAGTTGGCTAGGGCTGATGAGCTTANTCCAGAACACCTGCACGTGGGAATATTTATGGCAGGGTTAGATGATTCNATCAAACTGGA

>rnd-5_family-740#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 19 )

CTATATAAGAAGAGTGAATAAAATTCACTCTTCTTTCGACACGTGGCACCATGGCCCACCTACTTTTATATTTGNNNTTTGAANATGGCCCACCTATCACAAATATGGCCCACCTACTTTTATACACTCCTCTTTCATTATATTTTAATTTTTTCCTTTTTAAATAGTACTAAACAATCAATTTAAAATATTAAAATTTCGGTTAATTCTCGAAATTTCACGCGTATTGCATAATATAATACGAAGGGAATAACATATATTATTTGAAAAATTACTATATAATTACTCTCTTCTTATATAGTAATATTTTAATTTTTTCCTTTTTAAATAGTACTAAAAAATAAATTTAAAATATTACAAATTCGATTAACTCTCGAAATTTTACGCGAATTGTATAATATAAGACGAAGGGAATAACATATATTATTTGAAAAATTACTATATAATTACTACTCTTCTTATATAGTAATATTTTAATTTTTTCCTTTTTAAATAGTACTAAAAAATAAATTTAAAATATCACAAATTCGGTTAACTCTCGAAATTTCACGCGAATTGCATAATATAAGACGAAGGGAGTAACATATATTATTTGAAAAATTACTATATAATTAGTACTCTTCTTATATAGTAATATTTTAATTTTTTCCTTTTTAAATAGTACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGCCCGTGCTTCCATTTAGAAGTGAGAATGTTTAGGAGCTTAGGGTTAGTCAGTCAATTGACCGATTTGCCCTTCTTCTTCAACTTCCTCTATTTACTACAAAAATAGTACTAAAAATCAATTTAAAATATTAAAATTTTGGTTAATTCTTGAAATTTCACATGTATTGCATAATATAATAGAGTAGTAACATATATTATTTGAAAATTATATAAATAGTACTAAAATATAGTTTAAAATAGTACTAAGAATTCGATTAACTCTCGAAATTTCATATGTACTGCGTAATTGAGATTGAGTGAGAAATATATATTATTTGAAAAATAGAATAAATATGTGATATTATTAGAAAGAGCTTTAATATATATTTTAAAAATTATTTTGTCTTCCGTATATGATTTTCTGCATATATGTGGAGTTTTAAAGTTTTTAACATTTTAATATAGAAATATGATTATTTGAAAATTTTAGTACTTTCTTCATTTAAATTTTTCCTTGTTTTTCTTTTAATTTGTTCTAGATTTAAAAATTACATAAAAAGTACTTAAAATCACAATGTAATAATATAAGATATTAAAAAAACATAATTAAAAATCATAAAAGAAATTTTATTGACTCTTTAATTCCA

>rnd-5_family-5725#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

GCGGCTCAATGCCTTTAAAAATGAGGCATACGCCTTAGGCCCCAAAATCGAAGGGCCCAATTTTTTAGTAATAATAAAATTATTATAAGCTTTTTTTAACAAAAAAAAATATACTATGTAATTTTTTTGTTTTTTTTTTTAGTTTGTTTCGAAATATTAAAGAATGTTTCTTTTTTGGGGGTCAATTTTTAAATTTAACTTCCACATGATATGTCAAGATTACAAAATATTTTGATATATATAGTTTAAGGCCATAGAAAAAATAAAGTTTTTTTTATTAAAAAGAAAGAAATAACTTTGAATCTCAGAAATAAAAAAAATAATTAAAAGTTAGGCCTCCAATTTATTTTTGGCTTTAGGCCACTAATTAGCTTGAGCCG

>rnd-5_family-2227#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 19 )

CCCTCCGCANGAGCAAGNCCCATCCTTGAAATGATGAAANCGGTTCGNATCCCTNACNATAATTTCTCGTTCGATGATCTTGGAGATGTATNTCATTGCAGTATGGCAGTCCCCACAGACTCGNAGGTTCTTCGCNATTCTAATAGGCGTTCCAGGAGCTGACGTNAGAANNCCAAANGCAATAGCCAGCTTCTCACTGTGNTCGATAAGAAGATCATCTTTCTCTTCNTCATCNACGTCGTGAAGCGCAAANTTTGTCTCAGGAACATANCCCGCTTCTTTCGATCTCACGNTNAATCAGNTNTCNTCGANTCATANATCTNTTTCGACATTGGGTGAGATCTGTCNCCAGCGANAAATNCATGGACCTCGTCGTCTANCTCAATCCNGCTACATCCAGGNATCTTCCTTATNCCTCTTTCCTTCATCATCGCTCTNATCCTCGCCACATCTTCCCATCTCCCGGCGNCTGCATAAATATTCGANAGAAGTACATAATTCCCAGCATTCTCGGGNTCCAATTCNAANAGCTTTGCGGCGGCANGCTCTCCAANNTCCACGTCTCCGTGGACCCTACAAGCACTAAGCAGAGCNCCCCAGACTACTGACGTCGGTTCNATAGGCATTCTTTCGACGAGCTTCGNAGCTTCNTNCAGNCGNCCAGCNCGACCCAANAGATCAACCACGCANCCGTAGTGTTCNATCCTAGGTGCAATCCCGTACTTCTCTTTCATACGATTGAAAAATTCTCTCGCCTTCNTCAACCAACCCAGCGTGGCTACAAGCAGANAGAACGCCAACGAAGGTAACGTCATCNGGNTNAATACCNTCCTTCNNCATCTCGTGAAACAACTCAATTGCCTCCTCNCCACGNCCGTGCATTCCATAGCCANNNATCATNGCAGTCCAAGANACCGTATCCCTCTCGCTCATNCCATCGAACACTCGTCTAGCCGCATCAACGCCCCCACACTTCGCGTACATGTCAATAAGCGCGGTTCACCACAAGACTATCGTAGNTCGANACCCTTCGTCCTAATACATACGCGTGAATCCGCTTCCCAATACCTAAAGCTACCAGANCGNGCGCAAGCCCAGAACGCAAGCCGACGTAGCGTCGCATCAGGCTCTACGACCCATCGCTCAGCATCCGNTNAAACAACTCCANAGCCTCANTAGNCNTACCATTCTGCGCATACCCACCAATCATCGCGGTCCANGCGACCACATTCCTTATCAGGCATTTCATCAAACATGGCACGNGCGANCCTCGTCTCCTCGCACTTCGCGTACATGTCGATNAGGGCATTANTCACCATCAGATC

>rnd-5_family-7158#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CAGGTACCTATAAAGTTATATCATGATTCATAACGTCTTAGAGTTAGCCGCTTTGGGCTTAACTAGATAGGTCTGGCCATACTAATAGATTTCCTCTTTTTTTATAACAAGTGAGGGTGCTCCGACTCTTTTCCCATGCAAGATAGCAAATAAGAACAACTAGCATATGATCAATTTTTCCTCTCCCTTAACTGGACTATGACTGACGAATTACTGCAGGCATATATTAAATGAACCCTGTAGTAGCTCTATTCAATTTGATGGAAGTCTATACATGTGTATAATGCTCTACTTCTCTTTTGTACTAATGATGTAGATGAACTAGGTC

>rnd-5_family-1988#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 18 )

GTAATACTACGACTACTAGTATGGANGGACAAGCAAGACAACACTTGCTACCTACTAACCTTCTACCCTAATAGCCTAATCCGTGTCCTTCA

>rnd-5_family-1378#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

ATATAATGTTTGAGCCCTAAATTTTTTATTTGGCATATATAGCAATACTAGTGGACTTGAATAATTATCCCAAAATCAAAAAGATAATTAAATATGCCTCCAACCTCATTAACACTACTGTAGTACTAACAAAAACGTGACTTCTTGTGACAAAATAAAGAAATATGAATTTAATACTNAATTTGCAACAAATTTGAGTAATGAACATTTAAAATAGTATATANTANTACAACAATAGAACTTTTGTTGTTTGTTCTTGTTACATTACTCTCAAACANAACTACTTCAACATTGATTTTCAAAATAAATAATTGCATTCAATTCACATTATAGCATATTAATGTCTAATCAAACATACGAAAACTTTAATCCAGATCCTTGAAACTTTTCTTCAATGATATGATTGAGTTTATCGCTCATCTCGATAGTAAAATAATTCTTCCAATCTCCAATTTCTCCTCTACGAAAGAACACTTTATATNCCTCTCCAGTTGAAAACTTTCCATTTGTATTCACCTCCAAATTTCTCAAATTCTCAAAGCTACACATTTTTAATATCTCATCCACCACTCCAGAATTTTCTTCCTCTATGGAAAATGGACATTCCAAGAATTCAGCCAAGCGTTTAAGCTGAATTTTTGGTTTCTTTTTAATTTCTTCATACATTAAGAAAAGTACTTTGTTAGGATTTTCTATGCTTTGTTTCCAATAATCCAACACGTGATTCCAAAACGGACCATAAAGGCTCGCCCCCTCACAAAAAAGATCAAACATTTCTTCAATAGAATTAGTATCTTTGTGATGAAGTATTAAATTGTTTGCAAAATGCCACATAGAAATAAAAGTGTCCCTAGGATTCCTACATAAGTAAACAAGTTTGGTTTTTGAATCCGTGAACTGATTTTGGCAATGAAGCAAAGGGCACATGAGTTGCCAAGAGTCTAGGTGAAGTGAAGGTTGAAAAATCAGGGACTCGACCATCAACATAGAGTGTACGCTCCAAGAATGGAACAAGAACATGAGGGTTCTCGACAAGTAAAGGGTGATTAGGTTCAAAAATAGGATGTTTCACTCGATTCACCAGAGCGAATAAAAGTGATTTTAACCAAGTAGTTCCTGATTTTGGAGTTNTAACAAGAATGATATCACTATCTTGAGCTTGAAATTGTTGTTGACATGCAATCACACCTTGAAGCAATCTTGGTGGTGTCCAACAACCTTGATAATTGTAGACATATGATCCAACCCATCCTTTTTCTTTTGGTAGGATAGAGAGCAATTTCTTACGCTCTTCACTTAGGCTATCCTCTTGTAAATATTCGGGAGGAGAAGTTGTCATGATTTTGAGGATTGAGTATTTTCTTCAAGTTCGGGGCTTTTATAACAGATACGCACGAATAACACTTACTATCCATGTGAACGTTTAGTCATACACTTCATGTGAGCTCACCACTTCACATTTTTCACGTCTTTCTATTAGTAATAATTACTTTGATTNACTTATTTGATTTATCAAGAGANTGCTATTAACGTGAGTGTGTCAGAATAGTTAGCGAANCACGCANCGTTCGTCCTATTCGAAAANTNATTTTAATTTCAAGATTAATTTTTNGGGGTTTATTATATCACTATTCTTTAATTTATAACCANGAAAATCTAATTTAAACAACAACAAAAAATAATCTAATTTAACTACATACTTCCTCCGTTCACTTTTACTTGTTCACGATGGACTTTGCANNCTCTTTNNAAANAATGATAAATGAAATGAATATTTTACTATAATACTCATATTAATTGATATATAGTCTTAATNGACTTGGAAATGNTTTGAGAAATGAATAGTTAATGTTAAAAATAAAACAAAANTNTNTTTNTCTTTTTAGATATGCTAAAGTGAACAAATAAAAGTAAAAANNTATTTTTAATATAATGAACAAGTAAAAGTGAACGAAGGGAGTATATAATACTCAACTTATCGAGTTATAGTAATCGAACTTGCACGTNNATTTAAAGCTTCGTATTTTCTACCATGCTCTATGAAAANCATGCATGAGTATATATAGAGCGTTGTGCCTT

>rnd-5_family-2539#DNA/hAT-Tip100 ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

GTGGCGGAGCCAGAAATTTTATTAAGGGTGTCCAAGAATAATGGTGTGTGGCTGTCAAAATAAAANAAAAAATATTGTGCTATTTGGGGTTTC

>rnd-5_family-4168#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

AAATTNCGTAAACCCTNAACCTAAAAAAACACGAAAAAATCCCTAAGCCCTTAACCCTAAACCCTAAAAAACCCNAAGAAACAGTTAACCCTTAAAATACATAAAAACCCTAAGCCCTAAACCATAAACCACAATCCATAAACCAAAANCCAAAAACCCTTAACCCTAGGACCTAAAAATCCTNAACCCTAAAAAANCGTTAAGCCCGAAACCCTAAACCGATAAACCCTAAGAATCCTTAACCTAAAAAACCCTAAACCGTAAACCCTAAGGACTAAACCCTAGATCTTAAACCCCTAACCCNAAACCCTAAACCCTAAAAANCCCTAANCCCTAAACCCTAAACCTNAAACCCTAAAACCCTAAAATCGTAAGAAACCCTAAACCCTAAACNTAAGAAACCCTAAAATCCTATAAACCCTAAACTANTAAACCCTANAAAACCTTTACCGAAACCCTAAATCCTAAACTNTAAANTCTAAACCNTAAANCTAAAAAACGCGNAATACCCTAAGCCCATAACCCTAAACGCCGAAAAACCCTAACAAACAGTNAACCCTAAACTTATAAAACCCTAAACCCTCGATTCAAAACCCGCTAAACTAAAACCCCTAAGAAACGCAAAACCCTAAAAACCCCTAAAGAAACCCTAAACCATACTAANCCTANAGAAACCCTAAACACCCGTTNAAAAAAAAACTTAAGATCTAAACCCTATGAAATCCTAAATATCTACCGTAAACCCTATNAAAAANCCTTAAACCCTAAACGCGAAACCGTAAAAANCCGTAAACCCTAAACCNTAAAAAACCTAAGAAAANCNTAAANATAAAACNCTAAACGCTNAAAAACCCATAANAAACCCTAAACCGCTTAAACCGCATAAAAANNTTNNNAANACCCTAACGTAGAATGCTAAACCGTTAAAAAACCCTAAACCGATAAANCCCTAAAAANCCGTTTAAAACCCCTANAAAACCCTAAGCCCTAAACCCTAAACCCTAAAAAACCCTAAATCCTAAANCTAAATCANNCGAAAAANNAAATCCTAAACCCTAAAAGNCNCTAATNNNCCCTANGAAACACCNAANCCGTAAACCGTAAAACNCATAAAAACGCTAAACCCTAAAACACTAAGAAACCCTAAACGCCTATAAACCCTAAATAACTAGGNAAAACCCATAATCCTTAAACCCTAAACCTAAAAAACCCTAAACCCNTAAATCCAAAAACCCNAAAACCCTAAACCCTAAACCCTAAAAAACCTAAACGCTATAAACCCTAAAATAAACCCTAAAAACCCATCTAAAACCCCTACACACCATAACAACNCTAANCNCAAAACCCTAAGNTCTAAACCCTAAACCCTAAACCTAAAACAATCAAGAAAAAACCATAAACCTTAAACCCTAANCCCTACGAAACCCTAAGNNAAACCCTTAACCCTAAAAACCCTAAAANAAACACCAAAAACGATAAGCCTTAAACCTTAAACCCTAACAAAACCCTAAGCAATACCCTAAACCTNAATAATCGTAAAAAACCCTAAGNCCTAAACCCCTCAAAACCTATAAAACCCTAAAAAACCTTAACCTAAAAAACCCAAAGCCCCAAACACCTAAAAACCAAGATAAAACCCATAACCTAAAACCTTAACNTAAAAAACNCTAAGCCCTAAACCCTAAACCATAGACCTAAAACCCTAAATCCTAAACCTAAAACCCTAAGAAACCCTAAACCCTAAACCCTAAGAAACCCTAAATCCTATAAACCCAATACAAACCCTAAAAACCATTTACAACCCCTACAAAACCCTAAGCTCTAAACCCTAAATCCTAAAAATCCGTAAACCCTAAACCTAAAAAACACAAAAAAAACCCTAANCCCTAAACCCTAAACCCTAAAAACCCTAAGAAACACTTAACCCTTAAAAACCCTAAAAAAACCCAAAACCCNAAATCCCTAAGCGTAAACNNTAAACNCAAAAAAATNNNNAANCCNTAAACAATAAACCCAAAAANCCCTAAAAAACCCAAAACCCTAAACCCTTAAAACCTANAAAACCCCTAAAAACCTAAAACCCCAAACCCTAAAAACCAAGTAAAACCCAAACCNTAAACCCTAATCNAAAACCCTAAACCCTAAACCTAAAACCCTAAGAAACCCTAAACCCTAAACCTTAAGAAACCCTAAATCCTATAAACCCTAAAACCCATTTAAAACCCCTACAAAACCCTAAGCTCTAAACCCTAAATCCTAAAAATCCGTAAACCCTAAACCTAAAAAACACGAAAAAACTCTAAGCCCTAAACCTTAAACCCTAAAAACCCCTAAGAAATACT

>rnd-5_family-2515#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

ATTCACCCATTACAAAGAATGGACTTCTTACATTACTTGAAATACTTTTCAAAACATGAGACGTGTTTACCTTCTTGAAAACATGCACTTATGAACTTATCTTTCAAGTCCAATAATTAACATAGGTACATATGTATATGTATATATATGAATAAAATAACATTAGAAACTCTTAAGTCTTTATGAAATAGAAC

>rnd-5_family-5618#DNA/Harbinger ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

TTCTCCAGTTCGTGTCGTCATTNNAATTTTCGTCAGTAAGGCCTCATTTGTTTGCACTTAATGGAGGTCTGAATCTTAATCATTCAGATTCAGTCCATTAAGTGCGTTTGNTTTTTAGGTCTGAATCTTAATCATTCAGATTCAGCCCATTAAGTCCATTTGTTTCTTTTTTTTAAAAAAGCCTCTTAATGGATCTGAAAAGATCTGAACGAATCAGATCTATAGGAGAGTCTTAACAACATTCAGACTTATTTAATAAGCTACAAAATAATATCGTATCGCCTCTCTCTCTTTGCGCGACTTTCGCTCTCTCGGCTACAAACTTTCTTCCTCTCTTTTCTCAATCAAACACCAATTTTTTCCTCTTGAACTGGTAAGTTTTCATAATCTTTACAAGTATTTTTTTATATTAATAATTTTCTTAGGGTGTATTGATGTTTGTCAAGAACTCTTGTTGCAATAATATTTTTGAGTGTATTGATGTTTATCAAGNACTCAAGGTTTTTGAGTNAAAAAATATTATTCATGATTGAAAATAATAACTATGTATACATATTTGAGGTCTCTTATTAGAATTTTGTCTTAGGCCACTAATTTTATTGAGACTCTTTGATCATCAAATCCGTTTGTGAGATAACACTAATATATTATTGTTGTTGAACTAGTTGGTGACAAAAATAATGGAGCTCTTAATAATTCTCCATCCCAATCTTCAGTTTCAGCTGGAAAAAAAAGGTTTTGGGGGAGAAAAAAAACTTATTCGTCTGAATTGGAAATTGATGAGAAGATGATTACTGCTCTNGAGTTATTGATTAAAAAAAATAGTGCACCTACATTAATATGAAGAATATATGAAAAAAATTAGATGGACTTGGATGGGAAGAGTCATTATACAGTACATGTGTTAGTATATTTTGTGAAAGTGTCCACTACAAAAAGCATGAATGACGTTAGAGGTTCACAAGTTAGAGAATTGGATTAAGGTTATCGGAAAAAAGATAAGAATTCTTTAGTTTTTCTAATTAGCCAAAATATATNTTAGGCGCTGATAATGTGATACCTTATTTATTATTTTTTCGGCTAGTATTTATCATACTTATTGAACTTTTTGATATTATATTGCGTCTGTAAAATACTTTTTATTCGTGATTTTTTTTTATGTTGTTCTTGATGATTATGATAATTTTTTAATCCAAAAGTAATATTTTTTGTTGAAATGAATTTTTTATAACATTTTATTAATATAATGTTTGATTTCGTATGTACGTTCAAATATTGAAAACGAACAATCTTAATCATTCGGCGATCGGATTTGGAGACCACAACGTCTTAATATTCATATGTGTATTCAAATCTAGAACACCTACGATCTTAATCATTCACGCGTGTTCAGATTTGGAGACCAACATCTTAATATTTAGATGTGTATTCAGATCCAAACGCCTGGATCTTAATTCAAA

>rnd-5_family-1184#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TTGCATACGTTATATCCAAAAACGCGTATCTCGAATACATAGTAAGCATATACATCTAATTATGTGTATCTAAATATGGAATATACAAAAAGAAGAAGCATATACATCTAATTATGTGTATCTAAATTTCATACGTTATATCCAAAAACATGTATCTCGAATACATAATAAGCATATACATTTAATTATGTGTATCTAAATATGAAATGTAGCTGAAACACATGAATTTAGGAACAAATCACGACTGTAGAGTATCTGTCGTATCATTAATATCATCGTGTTGTTAAAAATCATGTATCCGAAATTTAATGGTGGATACATATACATGTTCAGATACCCCATTACTAAAAATACAACTCAGATCTTAATTAAGATTACTACTTATTGGATACACATGTTTCAAGGGCTATATCAAAGTAATATTGGTACTACCANATCCATGTCACGGTAACCAAAGAAAGCCTTAGAAGAACACCAGCAAACAAAAACTCTCTACAATACTCCCTTTGATCCTTTTGCGCTGTGGCATAACATAATCAAAACTAAGATCCATTTCTTTCGGAGACAAACAATCAAGACCCACTNTGAATTGAAAGTTTTCTCTGTAGCAGTTACTTTGATTTGATCTCGTTATAAATGAACAATACAAAATAATATTTGGGTTCAGGAGAATTT

>rnd-5_family-6789#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TTAAATGGCCAGAAAATTAAAAAAACTATAATATTTTTTTTATTTTAAAATAAACTGATCTTTTTTCCATTTTTTAGTTA

>rnd-5_family-2665#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

AAAAATCAAGAACCGATAATAAATATCTTATTGATTTGATTATCGATTTAGCGTATTTAAAAATCGAAAATCGATAAACCGAACCGATAATACATAAAATCGAACCGAACCGACCGATGCACACCCC

>rnd-5_family-1747#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

GTAGATGAATACATGTCAGATAATGAAAGCATATATTCAGTAATAAGCGTAGACGCTTTAGAAGGGAGACAACAAGATTCGACGAGTCTGATTCAGNNAACGAAGAAACTTTAATAAACGAAATAGGATTAGAAAAATTAGACNTAGACACCAAGGATTTTACATTTGTCAATATACAATGCGATCACAAATTTTCAAAAGGAAAAGGTTTAGATAGTCAAAAATGCTTTAATTGCACAGGATACCCCAGTAAAGACAGAAGAGCAAAATGTATGAATTGCTATATAGAAGGATGCCTTATGTGCATCGATAAGATATTTAANATCAAAGTTATAGACCNAGACAATAAATACAAAAGAAAAGGCATTAATATCTTTGGAAAAAAGGATTGATAGTTTAGAAGACAGAATAAGTAAATTAGAAAAAGGAAAAGAAAAAGTAGAAGGAACAAATCAAAATGCAACGTCAGAAGAAGAAATCGAGCTATTAAATGAAAAAGACCTCGACCATAAATCGTTCGAGGGATTAATTTGTAACGAAGACAAGAAAATTAATACTATCAAAATACTAACAAGAATAAGAATTCAAGACTACGAAATAGAAACCTTAGCTCTAGTAGACTCTGGATGTACGAAAAGTATAATAAATAGAAGTATCTTGCCTCCAGAAATAATAAAAGAATTTCCAGAGCCACAAAGCGCCATGCAAATGGATGGATCTTCAAATATATATAAACATTATGTTAGTAATGCTCAAATAAGTTTTTTAAACACTTGTGCAGACTTCTATAAACCCACATATAAATTAGAAAAAATATGGGTTAGAGATTTAAATATTAGAATAGACTTTGTTTTAGGNTTAGACTTCTTATTACATAACAACGGAAGTTGTCTCCTCACTAGAGACGGAGTAATATTCTCTAAAAATATGACTCAGACCTCAATAACAACGGAACCAATTCCAACGAAATCTAGGTATCTTAAAAATACTGATAAATCTAATACAAATACATTAAAATGTAATAAAGGAGAAGAGTGCAATTGTACTAAAATACANGTTATCGAAGAAGAAATTAAAGAAATTGAATTATTAGAACTAAGTTTATCTGATATACAACTAGAAAAAAGTTATGATTTAATAGAAATAAATACAGAACTTTACAATTTCAGAAAGGGATTACAACATATAGGAGTCATAAAAAATCAGAAAGACCTAGAAGAAGTAATTTCCATCTTAGATAAATTAGAAATAATCGGAGAAAGACCTCTGAAGCACTGGGAAGCCAATCATATAACTTGCAGACTCGATATCATTAACCCAGAATACACTGTTAAAACTGCTTCAATAGAATCCACAAATGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCAATTTTTCAAAGAAAGATGGATATAATATATATTTAGAGACTATAAAAACTTTATTTTAGTTTATGTAGACGATATCCTAGTATTTAGTAANAATACCAACGAACACCTAGGACANTNACAAACGGTGTTTAAATTATTTGTAGACAATGGANTCATAATTAGCAAAAAGAAAATGGAATTATGTAAGACTCTTATAAAATTCCTAGGGTAGAAATTGGAAATGGAAAGATAAAATTACAACCCCATATAGCAAAAAAGGTCCTCGACATGCCTGATAAATTAGATAATACTAAAGACTTACAAAAATTTCTAGGAATATTAAATTACGCGCGAAGTTTTATAAAAGACCTAGGAAAAGTAGCAGGACCCTTATATTCTAAAACGGGAATTCATGGGCAGAAGACATTCAATATGGAAGACATAAAATTAGTACAAAAGCTTAAACAAATGGTTAAAAATATACCAGATTTAGCCCTCCCACTAGAAACTGACTACCCAATAGTGGAAACCGACGGAAGTCTAGAAGGATGGGGAGCAGTATTAAAAACAAAGAACAATAAATATGTAGAAAAGAAAGACGAAAAAATTTGCGCCTATCATAGTGGAAAATACAAAGAGAAAGGAAACACGAGTAGCATAGACGCGGAAATTCTAGCAGTCATATATGGATTAAATAGTTTTAAATTATATATTATTAATAAAAAAGAAATTTTGGTAAGAACTGACTGCGANGCTATTGTAAAATTCCACCAGAAAATAGAAGGAAAAAATAGTAGTAAAAGAAGATGGCTAAATTTTTTAGACGCCACGTCAATATACAATATATCTTTAGAACATATAAANGGAAAAGATAATTCCTTAGCAGATCAACTAAGCAGACTTATGAAAACTAATTATTTATTTTCAGAATGAGTACAGGCAAGAACAAAGACAAGGCATCCAGTTCGAGTTCAAGTAACAGTGGACAGAAAGACAAAGACTTATATTTGCAGACTCTATTAAGAAACACTTTATTCCAACCACAGACAAGATTAGAGGAAGCAAGACTGAAATGCTACAAG

>rnd-5_family-3583#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

GTAACGACTCGGAAAAAAATGATAGGTTAAGCAAGAGCCTATGACTTTGCGTTGACTTTATAATGAGGTTCTATGAGGGGTTTATATGTAATTTCGTTTTAATT

>rnd-5_family-738#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

CGGGAGAAGCAAATTCNAGAAGCTCTTCGTCACGTTCTNAAATACGGACATATGTTGTTCNTTCAAAGTNACAAGTACATTNANCCCATCTCCACTTTGGTCATCCATCAAGATAAANACGTTNTTGANTGGNCCACTTGCTANACTCGCTCTTNTAGGTTTCCCCCATCCAAAATCNATNTTATGAGACCCGAANTTGCACAAGCTTGCTACAATNATACGCGTCAAATTCGTCGTCGTGATGTTCCCGTTTCGATTTNACTATTTCGAGTAGCAAGACCACNAACGTGTGGTCAGTTGATCTGTATCCATATCTTTCGTAAACTCGTCTCGAANTCGTGTTTGCCTTTCTTAACTCACNAACTAGTTTGGCAACGTATCTTCGTTATCNGTCATTGCTGTTGCGCGAAAGTGACAATAGCATTTCCNATGGCGTTTGAGCGGAATAGGTGGNCGTAAATTCGTTGCGTGGAACGACATAGTTGGTTTGAAAACGCCTGATTTTGCCNTTGACGCATCGACNCCGCATTTGTGAAGAAGTGCGCTCGCAACTTCAGTNCGTGTCGGATTTTGCACNCCCGATTCNGCTGCAACCATATCCTTAAGTTTGATAATCTNGATNNAGAGAAATTGTACACTCTTTGGACACACATCGTTCGTGGTCCAAGAACAATTAGGTATAGNTAGAGGACCATCTNNNGGTGGGAAAAACGAATCTCCAACGAANTGGGGAGATGGTTGGAAATTCGATTCGCGAGATCTCGAGTTATCGCAGCCCAATCACTAAGGAACTTGCACGCGCTACACCCATCANCAATCTTATGTGATACGCACACACCGACCGCTATTCCNCCGCAATCGAAATGGCTAAGTTGAGCCACGACTAGACTTCTTCNTTGGACGACGAGTCCTCCAAGGCAAATCTTGTGGGAATACTAANTCTTCAGCGTNATNATNGAGGATTGTAAGATTTCNGACATTGGACAATCGATTCGGACTTNAANAAACTCGGCCCCCGCGTCATTGCANTCGACGGTGGNNCNATCGTCTCTNATTCGTCCAGCNAATGGATAGTATGAAGGACGATGCTTTTGAAAGGGAATTCTCAAGAATTTTGGATATTTGAGTTATGGTATGNTTTTCGGGTTTAGAATACAAGGCAGCAATTGGTAAGTATGAGTGTTAGCCGTTTGATCGATAAGGGAAAGCTTGTGAATTCTACGTGAAGAAGGGTTGGAGANAGATGGTTTAATGATTTTTNTGGAAAGNAAACAAGTCGTTGATGAGGCC

>rnd-5_family-677#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

ACTAGTCCTGGGAACGTGCGTTGCACGTTTGTCCCCTAATTGACATTAGAAAAGTTAATTTATATAAGTAAATATATCATAGTGGAGCGTACATAAATTCATCGCTAAGTTCAAAGCTAAGTCCTTTTGTATGTAAGTTTGACATAAGAATATAACTCTTCACAAAATATAGCATGAAAATCTTGTGTCAGATGTTGGAGGTTTGATATTTTTAATGCTTCATGAAAAATAAACCTTTTATTATATCAGAGGAATTAATATATTTTAATTACTAAACGTAAGTTTTAATAATCAAAAAAGAAATTGGCTATAAAAAAGATACGTATAAAGAAAAATATTACAAAATGTCTAGGTGGTGTAACATCAAATTTATAGAAAAAATTACAAGTTCAAACGGAAAAGAAAGAAAAGTAAATAAAGACATGACATCCATAATAAAAGACATCACATTAAAATATATAGACAAAAATATTGTCATATTGATTGAATTACATTTTGTTAGAAGTCGACTTGCTATAGACAAAATGTTTCATATGTATAAAAAACTAAAATCATAAAAAAAAAAAAAACAGAAAAGAAAGCATGACTATGTTAAAAATACAGATACACTATATTTCTTGAACTATATATTAAAGGATCTGTATATAAAAAATTAAATATGAATTCTAATACAATAAAATTCAATGTAACATTTAGTCATCTTTTTACTTTACATTATTTTTTATTTTATTTTACTTTTGCACTAATTTTTGTACCTCTCTGTAATAGTTAAGTACATGAATTTTCTAAACATTTGAGATTACATATAAAAAGGAAAAAGTACAAACATGTTGTTTTAAAAAGATAAATGATTATCAAACAACGAAGAAGACATAACTATAAATGTTTATCAAAGACTTACTCTTTTACGGGTCTAGTTGTGAAAATATTCTGCGGGATTTAACATGCTTACCCTCAAAATAATTAATTATAAATATAAATTGGGATTAGCTTTATTATATTTATATCCTAAAGATAGAAGAAATGAAGAATACAAAAATATAGTAATCAATTACGAAGTTATATTTAAAAACTCAAAAAGATGGAGATATGAAAAATAAAAATTCACTTACAACTTCATATTGGAGAATATTCATCTTGTAACTATGATAATTTACATATTTCTCAACAAAAAGAAGATGAATATGCATGAAATTTTAAAGAATACAAATAAATGAATCAGTAAGAATTCTTACAATTACAAATTGGTAATGAAAATTTTACAAATGATGTAGACTAACCTAATGTAGAATGCAAGATGATCACAAATTTGGATGAAAGAAGGGAATATAAATAATGTTGTGTGAGTGTCTTTGATAGACTCTTCATTACCCCCACTTATCTTACAAATTAAAATTGAAGGTTATTAGACTCTTCATTACCCACATTTAGTACATGAATATATGATTGCATTAAGATCTTGTTTGATGCATGAATTTAAATATAACTATTACTTAATATTTAATTNATTTTAGGGGTAAGATAAGGACAAAATGGTAATCCAACTTTGAGGTTANGAGNTTC

>rnd-5_family-6740#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TAGGGGTGACAATTGGGCGGGTTGGGTTAAATTTGGGTGGGTCAAGACAACAATCGGGTCAAGACCCAATCCAATCCAAATTTGTTTGGGTCAAAACGGGTTAGGTCATGGGTTATATAACGGGTCAAGACCCAACCCAACCCAATTTANTACACTATNANATATNACGTATCAAATTGA

>rnd-5_family-4670#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TTTGAGGTGATACTTTAAAAGTAAAAAAAATAGAAAATTAACCGAACCGTACCGATACCGAAGAGAAACCGANATGATTGGGACGGTTTTAAAAAATCTAATTTTGATTATACATTATAAAATANCCGAAAAATTAAGATATAATTTTTNTAAAATAACCGACCGAACCGTCTCATTGACACC

>rnd-5_family-7127#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

ACCGCTAGACACTGTCTAGTGGTAAATTTGCTCAAAAAAATAAA

>rnd-5_family-2193#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

GGATTCAGGTAACCAATACTTTCTCGAGTTGAGATCAAGATCATTGTTCGAAAGGGTCCCAGAGTCTTCTGAATGGAATCCGGAGAAATTCTTAATGCATGACCTTGTCAACGATTTGGCCCAAATTGCATCTTCAAAACTTTGTATCAGGTTGGAAGAGANCGAAGGATCTCATATGTTGGAACGAACTCGACACTTGTCGTATTCAACGGGNGATGGTGACTTTGGGAAATTGAAANCCCTCTACAAATCGGAGCAGCTGAGGACATTGCTTCCGATCAATATCCAGCTNCGTTNGTGCCGTCTAAGCAAGAGGGTGCTGCATAACATACTGCCAAGACTAACATCCTTAAGGGCATTATCGTTGTCTCGTTATAAGATTGAGGAGTTGCCAAATGACTTGTTTATCAAATTAAAGCTCCTAAGATTTTTGGACCTTTCTCGGACAGAGATNAAAAAGTTGCCAGATTCCATTTGTGTGTTGTACAACTTAGAGACACTTCTCTTGTCATCTTGTGATTATCTTGAGGAGCTACCGCTGCAGATGGAAAAGTTGATCAACTTGCGTCACCTCGACATTAGCAACGCTTATCGCTTGAAGACGCCGCTACATCTGAGCAAGTTGAAAAGCCTCCATGTGCTAGTGGGAGCCAAGTTTCTTCTAAGTGGTCGCAGTGGTTCGAGAATGGAAGATTTGGGTGAACTACATAACTTGTATGGATCTCTATCAATTCTAGAGTTGCAAAATGTGGTTGATAGAAGGGAAGCTCTGAAGGCAAACATGAGGGAGAAGAAACATGTTGAAAAGTTATCATTGGAGTGGAGTGGAAGTANTNNCGCCGACAATTCACAAACTGAAAGAGACATACTTGATGAGCTACGACCAAACACAAACATAAAAGAACTCCAAATCGCCGGATATAGAGGGACAAAATTTCCAAATTGGCTAGCTGATCCTTCGTTTCATAAGCTAGTGGAATTGTCTCTTAGCNACTGCAAGGACTGTGATTCCTTGCCAGCGCTAGGACAGCTTCCTTCTTTGAAATTCCTCGCCATTAGAGGGATGCATCGAATAACAGAGGTGACTGAAGAATTCTATGGTAGTTCGTCCTCCAAAAAGCCATTTAACTCTCTTGAGAAGCTTGAATTTGCAGAGATGCCGGAGTGGAAGCAGTGGCACGTACTAGGAAATGGAGAGTTCCCTGCACTTGAGAANCTTTCGATTNACGATTGCCCGAAGTTGATTGGGAAGTTGCCTGAAAATCTTTCTTCTCTGACAGGATTGAGAATTTCAAAATGCCCTGAACTCAGTTTGGAGACACCTATCCAACTTTCAAATTTAAAAGAATTTGAAGTTGTTGGTTCTCCTAAGGTTGGAGTTCTTTTTGATGACGCTGAACTGTTTACATCCCAACTTGAGGGAATGAAGCAGATTGTNGAATTATNTATTACTGATTGTAACTCTCTTACCTCCTTNCCTNTTAGCATTCTGCCGAGTACCTTGAAGAGAATAGAGATATCTGGTTGCGAGAAATTGAAATTGGAGGCGCCAGTTGGTGGAGTNANTTGCTTATTGTAACATGTTTCTCGAGGAATTGACACTGACCGAANNTGTGATTCTATAGATGAGATATCACCTGAGCTGGTCCCAAGAGCACGCAAATTGAGTGTATTTGGNTCGCCAGAGCCTTACTAGGCTTTTGATTCCTACTGCNACTGAAAGTCTCCGTATTTGGAATTGTAAGAATCTTGAAATACTTTCGGTGGCATGCGGGACTGCGGCGACGCNTTGCGTAATTCGCATATTCGCAGCTGCGAGAAGCTGAAGTGGCTGCCAGAACGTATGCAGGAACTCCTTCCATCTCTTAATNAACTGNACCTGTNTGATTGTCCAGAAATAGAGTCCTTTCCTGAAGGAGGATTGCCCTTCAATTTACAAGTCCTTNAGATCCGCGATTGCGAGAAACTGGTGAATGGCCGAAAGGAGTGGCGTTTACAGAGACTCCCCTGTCTCAGAGAGTTAAAGATCATCCATGATGGCAGTGACGAAGAGATTCATACCGGTGAGAATTGGGAGTTGCCTTGCTCTATTCAAAGGCTTGNCGTATNCAATCTGAAAACATTAAGCAGCCAAGTTCTCAAAAGCCTCACCTCTCTTGAATATCTATCCACTGCTNATTTACCTCAAATTCAGTCAATGNTGGAAGAAGGGCTTCCCTCGTCTCTTTCTNAGCTACATTTAAATTACCATNATGAGCTCCATTCACTACCGACCGAAGGTCTTCGGCACCTCACTTCGCTTCGACGTCTACACATCNCGNACTGCCATCAACTCCAATCNCTTTCCGAATCAGCGCTGCCCTCCTCCCTCTCTGAGCTGACCATCGCGGATTGCCCTAANCTCCAATCCCTTCCAGTAAAAGGGATGCCCTCTTCCCTCTCTAAACTATCTATTTCGAACTGCCCATTGCTCAAACCACTACTAGAATTTGACAAGGGGGAATACTGGCCAAATATTGCTCATATTTCCACCATAGAGATCGATCGGAAATACCTGTGATGATTAAAACAAATGGCGCTCCGACAGATGTAAGTTATTCTTTTCCCTCAGAAGCTTTTTATTTTTGTTTACTTCTCTTTGCTTTTTTGTCGATTCTTTTCCTTTGTTTTAATATCTTGTCGAGCAGTGTGGAGCGTCTATTGCTCAAACCACGGCTACTNNCCACAACGGNNNCTACTGGCCGAAAATTGCTCATATTTCCACCATAAATGTTGATTGGGAGAACCTGTAATGATTAAAACGAGTGGTGCTCCGATAGATGTAAGTTATTCTATTTCCTTAGTATCTTTCTATTTTTAGTNANTTCTCTTTCNTTGTTGGTTAATTCTTTTTCTTCGTTATATCTTTTTGACCAGCGCGTAGCATCTATTGCCTCTGTGAAGTCGAGGAAATATGTTTAGATCGGNNGATGAAATCTTTATATTTGCATCGAAACGTTGTAAAAGAAATCTAGTATAGGTAGGAATTGAGATAATTCCGCTCCGGAAAGTTGATAGCTCAATGTATGTCAGCAAGATGTTTATTGCCTTTGGAGATTCATCTCAAGCGCAATT

>rnd-5_family-1313#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 18 )

TAACAAAAGTCGTAGGACAAGAAACTACGAGANTAATGCTATGCTACTACTACTGGTATGAACAGAGAAACAGGTACGATGCACCAAACTACCACCAAGCCTATCCCGCTAGGAAAGCGAGACGACGCTCAACTAATCCACGNACANTTTATACAACCA

>rnd-5_family-576#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

ATACTCGTACATTCCATGTACTGATGCCGGTTGGCCTGCGTCTTGTGATGATGAAGACGCAGGTACCCGGGATCAGCATCCAGCGCGCCGTTGATCCAGTTGAGCACTCCAGAGTCAGTGGTGAGCCTCCTTGCTTTCCGGAGGACTCCGTTATTTTGTNTTCTTAGTNTTTGTTTTATTAGGATGTCGCGGGGTCTGTCCCAACATCCATCTCGACGTTATAGAGGCTTCATAGACAGTCAGTCAGTTAGTATTGAGTCTCTCGTCTNTGCATATATATNATATTCATATGTTAAGACTCGAGTTGCCATTTTGGCCGAGTCGAATGTTGNCTTTTAGACATTTTGGGTTGTTTTATTAAACAATTGAGTAAGTGCGTTTGCGTTATTGTGACAATGCTGTNGAGTCGNNNTTCCGCTGAGTTAAGTAAGCCAGGCCAAGGGTTCGCTTGGGGCCAACAATGGTCTTCGAGTGCCGGCCACGTCCGGGGTGTAGGCTCGGGGCGTGACAAACTTGGTATCAGAGCACAAAGTTCAAGAGTCGTAGGGAGTCTATAAAGCCGTGTCTGTAAAGTCCTAGTTATCAGTGTGAAGAGCGCCACATCTATAATTAGGAAGCTTCAACACTTAGTAAAATTTCTTACTTCTTTTGCACTCATTTCGTGCTTTAGAGTTTGATCTCTAAAAAGTTTCCTTCTAATTTGTGCTTGCGCGTGTTTTCAGATAATCATGCCTCTACGAAGAGATGTCAGAGGTCATTCTGCTAGGTGTAATGTTGAGGAGCAAGGGGTACCTAATGCACCTGAAGTGCAACCCTAAGGAAAGGTTACCAATGCTGTGTTTCGTGAGGCTATCCGGATGTTGAGCCAAGCTGTGACTAATCAGGTTGGGCAACAGAGAGGAGCTAGACAGGAAGTGACTGATACTTTGAGGATCCGAGAGTTCTTGAGGATGAATCCTCCAAGTTTCACGGGTTCACGCACTACTGCGGATCCATAGAGTTTTGTTGAGGAACTGAAGAAGGTTTTTGATGTGATGCATGTGGCAGGTACTGACCGAGTTGAACTAGCTGCGTATCAACTGAAGGATGTTGCTAGGACTTGGTTCGACCAGTGGAAGCGGTAGAGCTGAGGGTGCACCACCTGCGAGTTGGGCATGTTTTGAGGAGGCCTTCTTGGGGCATTTCTTCCCCCGAGAACTGAAAGAGGCTAAGGTACAAGAATTTCTTACCCTTAAGAAGGATTCCTTGAGTGTTCATGAGTATGGGTTTAAGTTCACCCACACTATCCCGACTTATGCTCTATNCGGAGAATGGTTGCAGATCGAATGAGGAGTAGAATGAGTCTGTTTGTTGCTGGGTTGTCCCATCTATCAAGCAAGGAGAGAAGGGTAGCGATGCTAATTGGGGACATAAATATATCAAGGTTGATGTTCTATGTGCAGCAGGTTGAAGAAGAGAAGTTGATGGATATGGAAGAATTCAGAAATAACAAAGCTAAGACAGGGAATGAGTCCGGGCAGCAGAAAGGTAATGCGAACCGTTCGTCCTTTCAGCAAAGGCAAAAGGGACCTGCACCATCATCTTCTAGTGCACCTGCACCCAGAAACAGAGGTGAGCATAATGGCCAGGATTCGCAGGACTTCAGGGCTAGACCTGCACAGTATCAAGGTAGTGTGGCACAATGAGGTAGCTAGGCCCCTGCATGTGCTAGGTGTGGTAGAACCCACCCAGGTAAGTGTCGTGATGGCCAGTCAGGTTGTTTAAAGTGTGGACAAGAGGGTCACTTCATGAAGGAGTGCCCTAAGAACATGCAAGGTAGTGGAAATCAGGGCAATAGGGCCCAATCTTCATCGGTTTCTCCACCAGACAGGGCGGCACCTAGAGGAGCTAGTTCCGGTACTGGCGGAGGAGAAAACCGCCTCTACGCGATCACCAGTCGCCAAGAGCAAGACGACTCTCCAGATGTTGTAACTAGTATGATCAAAGTCTTTGCTATTGATGTTTATGCTTCGCTAGACCCAGGAGCAAGTTTATCTTTTGTAACCCCTTATGTTGCAAATAAGTTTGATGTTATTCCTGAAAGACTTTGTGAACCCTTTTGTGTTTCTACGCCTATTGGGGAGTCTATTCTAGCNGAGNGAGTNTATCGTGATTGTGCCGTTTCCATCAATCACAAGGGCGCCATGGCTGATTTGGTTGAGTTAGACATGGTAGATTTCGACGTCATTCTACGGTNTGGACTGGCTCCATGCCTGTTATGCGTCAATAGATTGTAGAACTCGAGTTGTCAAGTTCCAAATTCCTAATGAGCCAGTCATAGTGTGGAGTAGCAATTAATCAGTGCCTAAGGGTCGTTTCATTTCATACCTTAAGGAGAGGAAGTTAGTTTCCAAGGGTTATGTCTATCACTTAGTCCGAGTTAATGACTCTAGTGTTGAGATACCTCTCATTCAGTCAGTTCCAATAGTAAAAGAGTTTCCAAAAGTCTTTACAGATGATCTACTCAGAGTCCCTCCTGAGAGAGAAATAGACTTCGACATATACATTCTTCCCGATACTCGTATATCTCTATTCCGCCATATAGAATGGCACCAGTTAAGTTGAAAGAGCTTAAAGAGTAGTTAAAAGATCTCCTAGATAAGGGCTTTATTTGACCAAGTGTCTCACCTTAGGGAGGTCTGGTCTTATTTGTGAGAAAGAAAGATGGTTCCCTTAGGATGTGTATCGATTACCGTTAGTTGAACAAGGTTACCATCAAGAACAAGTATCCTCTTCCGAGAATTGATGATCTTTTTGATCAGCTTCAGGGTGCTTCTTGTTTCTCTAAGATAGATCTCAGATCAGGCTACCATCAGTTGAAAGTAAGGAAATGTGATATTCCCAAGACAACATTTAGGACCCGTTATGGTCATTACGAGTTTCTGGTCATGTCTTTCAGTTTAACCAATGCACCAACAATGTTCATGGACCTTATGAATAGAGTATTCAAACCTTATTTAGATATGTTTGTTATCATCTTCATTGATGACATACTAATCTATTCAAGGAATGAAGAAGATCATGCTAGTCATCTCATAATAGTTCTCCAGACTTTAAAAGATAAAGAGTTGTATGCCAAGTTCTCTAAGTGTGAGTTTTGGCTTGAGTCTGTNGCGTTCCCTGGNCCACATAGTNTCCGGTGATGGAATTAGAGTTGATACCCGGAAGATNGAGGCAGTGCAGAATTGGCCTAGACCCACATCTCCAACTGATATTAGGAGTTTCTTGGGTTTGGCTGGNTATTATAGAAGGTTCGTAGAGGTGTTCTCGTCTATTNCATCTCCTTTGACCAAGTTGACTCGGAAGACAGTGAAGTTTCAATGGTCTGAAGCTTGTGAGAAAAGCTTTCAGGAATTGAAAAAGAGGCTGACTACTGCCCCAGTNTTNACCTTACCAGAAGGTACTCAAGGTTTTGTGGTGTATTGTGATGCATCTAGAGTTGGTTTGGGTTGCGTGTTAATGCAGAATGGCAAGGTTATNGCTTATGCCTCCAGACAGTTGAAGGTTCATGAGAAGGACTACCCAACCCATGACTTAGAGTTGGCTGCTGTAGTATTCGCTTTGAAGATATGGCGTCATTACTTGTATGGTGTNCATGTTGATGTATTCACTGATCACAAGAGCCTTCAGTATGTGTTCACTCAGAAAGAGCTTAATCTCAGACAGAGGAGGTGGTTAGAATTGCTCAAGGATTATGACNTGAGTATTCTTTACCACCCAGGTAAGGCTAATGTTGTTGNTGATNCTTTAAGCAGGTTGTCTATGGGTAGCACCGCCCATGTTGAGGAAGCGAAAAGAGAGTTAGCAAAAGATGTGCGCAGACTNGCACGCCTGGGAGTCCGAGTTATGNATTCCACATAAGGAGNTATAGTGGTGACGAACGGGGCCGAATCATCATTAGTGTCAGAAGTGAAAGAGAAGCAAGACCAAGATCCCATTTTGCTTGAGTTGAAGGCGAATGTTCAAAAGCAAAGAGTATTAGCTTTTGAACAAGGGGGAGATGGCGTNTTGAGATATCAAGGTAGATTGTGTGTACCTATGGTAGACGGACTCCAAGAGAGGATTATGGAGGAAGCTCATAGCTCCAGATATTCCATTCATCCGGGTTCCACAAAAATGTATCATGACTTGCGAGAAGTGTATTGGTGGGGNGGCATGAAGAAGGACATTGCNGAATTCGTNGCTNAGTGCNCAAATTGCCAACAAGTTAAAGTAGAGTATCAAATGCCCGATGGTTTGGCTCAGAATATAGAACTTCCGGAATGGAAGTGGGAGATGATTAATATGGATTTCATCACAGGTTTACCAAGGTCTTGCAGGTAGCGTGATTCTATTTAGGTGATTGTCGACATAATGAATAAATCAACCCAATTTTTGCTGGTAAAGACTACCCNTTCAGCAGAAGATTATGCCAAGCTGTATNTTCAAGAGGTAGTGGGACTTCATGGGGTCCCGGTCTCCATTATTTCAGATAGAGGTGCGCAGTTTACTGCACAGTTCTGGAAGTCNTTCCAGAAAGGCTTGGGTTCGAAGGTTAACCTAAGTACCGCATTTCATCCTCAGACTGACGGGCGAGCAGAGCGCACTATTCAGACNTTAGAGGNTATGTTGAGGGCGTGCGTGATCGATTTCAAAGGNAATTGGGATGATCACCTACCTCTCATACGAGTTCGCCTACAACAACAATTATCACTCTAGCATCCAGATGGCTCCTTATGAAGCTCTTTATGAGAGAAGAAACAGATCTCCTATTGGATAGTTTCAAGTTGGTGAAGCTGGGTTGATAGGACCAAATTTTGTTCATGAAGCTATGGAGAAGGTGAAAGTGATTCAAGAGAGGTTGAAGACGGCACAGAGTCGTCAGGAATCCTACACTGATGTTAGGGGAAGGGNGTTAGANTTCGAAGTAGANGATTGGGTGTGTTTGAAGGTTCNACCCATGATGGGCGTTATGAGATTTGGTAAGAAGGGGAAATTTTAACCCCCGATATATTGGACCTTATAGAATAGCCAAGAGGATTGGCAAAGTAGCTTATGAATCAGAGCTACCACAAGAGTTAGCAGCGGTTCATCCGATATTTCACATCTCCGTGTTGAATAAATGCATAGGCGATCCTTCATTGATCATACCAACCGAAGATATTGAGATCAAGGATAGCTTGTCTTATGAGGAGGTNCCCGTTGNNATTCTNGATCGNCAAGTTCGNAAGCTGAGAANNAAAGAGGTAGCNTCNGTNAAAGTNCTNTGGAGGAACCAACNNGTTGAGGAAGCTACNTGGGAGGCNGAGGANGNNATGAAGNNGAGATATCCNCATCTNTTCGAATCCGAGGAGAAGNNTCGAAGCGCCGAGTTGAGGCAGTAACACTTTTCTTGGTTTTTTATTTGTAAGTTAGCATGTTGTAAGTTAGCATGTTGCATGATTGCATTGCGTGATTGCGTGATTGGGTGTTTGATGTTGAACGCTGCATGTTGCGCCCTTAGCGTGAGTGAGAGTAATCCCATTTTCCGAGGATGAATGTCCCCGANGGGGAGTTGGATCAGTCTGTAACATCTCGCAACTTGAAACGACTAGGAAGGGTTTAAAATTGGAAATANTCGTTTTTGGAAAGAATGAAAATCTGGAAAATTTGNTAAGTTANGATAAGTNTGAGTTTTGGNTCAACTTCAAACGACCATAACTCCTAGCTCAGGATGAGTTAGGTGNACTTCNAGATATGTTAGGGAAAGCTCTTGGAATNATCTTTCCAACGCCGCCGAGTTTGCGCGATTCCGAGTTCGTATGAGTGAGATATGCCCTTCGGAAGTTGGGCTGTTTGAATNAGGAAAGTCTAATCCGGATTTTGGAAGGGTATTTTAGTCTTTTCCTTACCCAATTAATTTATTTCCTAAGTTTTTAGGAATTTATTTGGGGNTAAAAACAGAATTTAGTTCAGTTTAGAAAANTCGAAATTNACGCTAGGGCTTGGAGAATAAGAGAGAAAGAAAGAAAGAACGGGAGAAGAAGGGATCGTCAAGAANGTCAAGATCGTTCGANCTNGCGTGGATTTCGTCGAGGGGTGATCCCTANNGAGGTATGTGAGACTTTCATAGCGATGGGTTAGTTCACCCACGCGCCAATCATGNTTCANTTCAGCGAAGTNTATCAGATTCGAAAGTAAATCCCTTCGNNTTCTCGACGAAGTTGAAAGTTCGAAAATCCTTTGAATTGTGTTCTTGAGAATTTGCTTTCATATCTCGTTTAGTTAATACGGTTGGTTGAGTTGTTGGAGTTTCTTGATAAGTCGATTCGTGTTTCCAGTCGTNTTTTNAGTTAGATTCTNGTGTATATTGAGGGTACGAATGATCCTAAGTGTGTTGGGAAAGAACCAANCGAGNTTTAGAGGGTTTAGAGATGAAAAACGGAGAAGAAAAGTCGAGAAACACCTGGGGATACGGGGCTGGGGCGCCGCGCCAGCCAGTGCGCCCNANAGGGNTCTCTGAANCTTCGGGCCTGGGGCGCCGCGCCAGCCGGTGCGCCCCGGACCAGTCCCTGAAGTTTGNGGCCTGGCGCCCCGCGCCTCTCAGAGCGCCAGGGACGCTAGTTCTCCCCATTCGTTCCCCACCTTTTCGTACTTGTTCCTTAGCAATGTACCTATGTTTCTTAGTTGATTCCAACACTCTNAGGTACACNTAAACATCACGAAATCATCCATAAACACGAGATCATGAACCTTGAATCCATAATTCAAATTCAAGGTAAAGTTAAGAGTCAAGGTCAAGAAAGTTAAGAGTCAAGTCAAANAGAAGTTTATAAACGTNTTCAAAACAAAGTCTCTTACGAACGTTTTCAAGAGTCTTTATCAAACGTTTTAACTTCGTTTTAAGACTTCAAGTTTTCAAGACGTCTTATTACCGACGTTTTAACTTCGTTTTAAGACGTTTAAAGTTCGTNTTAANGTTTCGAGTGAAAGTCGAGCGAATANTAAACGTTTTAACTTCGTTTTAAGACTCAAAGTTCAAGCCGAGCGAAGAGTAAATGGTAAATATTGAAGTTCATTTCTCGAAAGAAGTTCATTTCTTCGAGGCAACGTATGTATTCCCGAAGAAGTAAAAAATGTTTTCACATTTGAGCATTCGAGGAAGAAAGGGAACATCGATTCCAAGAGAGCCTTTAGGCTAAGCTNTGNGCAATTATCTCAAACCAAAGAAAGAGGTTTGTTTNAAACACATATGAGCTAAAGTATANTTTGGGAGTAGTATTGAGCACCGANNTGGGGATGCGAGTTCATATTNACTCAAGTCTCCATAAGAACCATGTGGCCANCATNGGGTATTAANNGGTCATACTTTTTAGATGACTCNTGTAAGTTGCTTTTTAGCATAGGCTAGTGGATCCACTAAGTTAAGTAAGCGTCCTATATGAAGGCAAGGTATAGGACGGTCCTTGGGCAGCGTGTGGCAAGACGTTGTATCACCACTAGGGCTCATAGTGGTGGTTGTCGGTTAGAGAATCTCCCACTAGAGCTATATTACTTTTATATATGAGTAAAGTTGAGTTTGTTATTGCTGTATCTTTAACGAACTAAGTTGTTTTNCACTNTTTTACANGCTTTNTATATATATTGCGTGTGTCTTATTGCTTTATATTGAGTTAAGTTATTCAGNCGAGTTAAGCAAAGCCAANGTAAGTGTTCCTTTCAGNCTCCTTTCNAGCCTANGCTGTGGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCTTATTATGATGCAGACGCAGGTAACCAGGATCAGCNCCCAACGCGCCGTTGATCCAGTTGAGCACTCCAGAGTCAGTCGGTGAGCCTCCTTGCATTCCGGAGGACTCTTTTTGTTTCGTTTTCTTTAAGTATTTCTTTATTAGGATGATCGCGGGGTCTGTCCCGACATCCATCTCAGTNTTATAGAGGCTTCATAGACAGTCAAGCAGTTCAGTTTCGAGTCTCGCATCTATGCATTTGCGGATACTTTGTTTTGAGACGTAAGTTGCCATTTTGGCCGAGTCGAATGTTGCCNTTTAAACTATTACTTGAGTTTATTTTATCGGTTAACGGTTGNTTTATGTCCTTTGCATGACATTGAGTCGATTCTGTTGAGTCGGGTTTCCGCTGAGTTAAGAAAGCCAGGCCAAGGGTTCGCCTGGGGCCAGCAATGGTCTCCGGGTGCCGGTCCCGCCCGGGGTGTAGGCTCGGGGCGTGA

>rnd-5_family-6960#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TCTCAATCGGCGATCCGCCGAATGGGTTGGCGAATCGCCGAATTAGNTGGAATTACTCGCCGAATTGTCCCGAAAACCTTAAGCTTCTGTCTATTTNGGCGATCTAAAGTCCCAATGGGCGATCCGCCGAGTATTTTCGGCGAGGAGACCTCCAGATCGCCGATTTGGCCGACGGGATTCATTAAAAGGTCGTTTTCTTTGATTTTTATGGTCTTCTTACGTTCCTAGAAGGGTATTCTTGACCTTTTACCCTNAATCAACTTCCCTAAGTCCATATTACAACCTAATAACATCATTATACGTATAGNAACTCTCAAAATCCCTAATTCTCCTTCTTCCAAAGATCAAGAACTCCAAGAAAGGGATTTCTCCAATTTCTCAAGATCTAAAGGCTCCAAGTTCAAGATTCTCTTTAAGAATCCTAAGGTTTTCAATCCAAGGTTCTTCTCCGCCCTTCAT

>rnd-5_family-58#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

AATGATCGATCGAGAGATTATTTTTTGGACAAAGTTTGTTTTAATTA

>rnd-5_family-4109#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TCTCATTTCTTGTGAATTTGCTTTTAATTGTGAAATGACCATTTTNCCCTTCCCCTTAGCGTTTTCATGCTTAGTTTGTGTTTCGAGAATGGTTGGTGTGGTCCCCGATGCGATCGGGTGTGTTTTTGGTAATTTGACCCCTCTTGAGTTGAGAATTCTTGATAGGGTTGACTTCGGTCAACATTNTNAGTTTCGAGCATCGGATGGGAATTTCGTCAGTTCCATCGCTTTCTAAACATAGACTTTGAGCTAATATGGAGTGGTTGGTAAGGTTTTTGAGGCCTTCGGTTGAGTTTTGGGTGTTTGGGTGAGAAGTTAAGTTTTAAGCCTTAAGAGTAGTCAAGGAGGGTAATTTTGTAATTTGAC

>rnd-5_family-10017#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TCTCCGCCCCATATTAGTTGATCATTTTTTNTTTTACACGATACTTAAAAAATCATAAATAAGAAGATAATTTTACTAATTCACCCCTTAAAAAACTTCTTGGAAATTTTACAAACAAATGTGAACACTTTNAAAAANAATTAATTGCAAGAGTAATATAGAAAAAAAATTAATTAATACTTTCTTAATTTAAAGNNAATATGAAACAACTATTTTTAGTATAATGATCAACTAATATGAGACG

>rnd-5_family-668#DNA/CMC-EnSpm ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

CCCTCAGATAGATTATCCGATGTTGACATGAGATGGTCAAGAGAAGATATTCCTGTTGATGTTGTTGATATGCCATCTAATGCTCAATTTTCAGAGGATACAACTATGGGAACGTCGGAAGAGGAGGATGATTTTGACGATACTGATTGGGATTGGATGGATGCGGATGATTAAATAAATAATTTCTGAATGTCTTGTAAATATATATTTATCATCGTTTTATTTTATTTTGAGTGAGTGATAAATGTCCTTTCTTTAGAAATACATGTTTCTTTTATTCTTTTTTCTTGAAATTATATTCTGATTTGTTTCTTAGAAATACATGTACCTTATATTTTGCTTAAAAAGATCTGATTCTTATTCATATATATCGTTTTGACAGATTCGATAGTCATGAGGAAGGAGGAGACTTCAAAAACAAAACAAGAAAGGAAAAGGAAAACAATATGTGCAGGCTGGAACACTTACATCTATGGCTTACAAAAGGGTTTCTTCACTGAGATCAAAAGAGAATATTCAATCTATTCTGCCATGAAAATCCTCTACTCTTGTGGCACAAACTGTACAAAAAGAATTGCGTAAAGTGCCTCAGAATTCTAGTACATTGCTAAAGCACAGGTCTGGAAGGAACCGATTCTACAAGCGCCTAAGAAATCCTCCACTGCTGAAAGCACGGGCATGTGAAGGAACCGGTTCAGCGGCGCGTTACTAAGAGATGCTACCACACTAAAAGCACATGTTGTGCAGGAACAAGTGCAACNAACGCCTATGAATTCTTCCACTGTAGTAGCACAAGTTTCGGAGGAACAGTTGCAACATGTGCCAAGAGAATCTCCCACTNTAGAGGCANACGATGTACAGNACCAAGTGCAACAAGAGACACAGAATTCGGAAGAAAATGACCTATCAGGAGAACTAGGTAAAAACATATAAATTCACTTCTAAATATTTTAATATTGNAATTGTAAAATCAGTTAACATTGTTGATATGTTGTTTAACTTTGCTTCGTATTATTGTAGGCCCTGCGACTCAAAAAAAGAAAAGAGGTAGTACAGTAATGCAAAGTGTACATGCGCGACGAGAGCGTAAGTCGGTCGTGTTGAATAGGTACAATCAACCCATTGGTCCTACTAATGCCGTTGTAACAGAGTTGGGGAGTTTTCTTGGAACCTTGGCAAGGAATGCGACGCTTTGTCCTCTTAATATTCATAATTGGAAGAATATGGACACAAAAAAANATTTGTGGGATTATACCCAGGTTTGAGTTCCTGCATTTCTAATTTCAGTTATAAACTTTTCGTACTTTTTACTAATATAAAGAACAAATTGTAGGAGAAATATGATATTCCTGATAGTGCGAAAAAATGGGCTTTGGATGGAATTAAAAATGCGCGGAGAAAGTATAAGAATGACTTGTATCAGAATCATTATAAAGCATACGCTAATGACGATCTTCGAATGGCAAATAAGCCCAAAGATGTTTCAGAATNTGATTTTAAGGATNTTCTCAAATATTGGGACTCTGAAAAATTCAAGGTTAGATTTATATTTTATGTTCTNATTGATTCATTTTTCTATTTTTGATTCGTTTTTTAATTTACGTAGAATTTACTGACTCGTTTATTTACAGGAAATGAGCGAAAGAAATACCGAAAATCGAAANAAAAGGATGAATCCACATACTGCTGGTAAAACAAGTTTTGCTGTGATACGCAATAATTTGGTATGTTCTCCTGTTAATCATTAAATATGAACTTGTCGTCATAAAAGATCTTTAATACCAACTTTATGTAATTAGGAAAAAGAGAAGGAAAGCCNCGATGAGCTGTCAGCTAAAGAACTCTTTGTGGTTACAAGATCAAGAAAACCCGGTCGAGTATACAAGGACTCCAACGAAGATACAATTAGTAAAATTNTATGACTTTTATTTGGTTATAATGTTGTTAAGATCCTTTATTTGTTCTTAAATACTTGATTTTATTTATTTGAATTTGATTTGTAGGCTGAAATGGAGAAAATGCAAAGTCGACAGAATGAAGATGACAATCAATCATTTGNTGCTTTTACAGCAGTCATGGGACATGAACANCCAGGGTGCCTGAGATTGTATGGACGAGGAGTTACCAAAAGTACTTTGAAAAGAAAAGCGCTTTCTGAACCTTATTTAAGTGCTAATGATGAGAGGATGGAAAAAAAATAGAGGAATTGGAAGAGAGGATGCATCAAAGGATGGCGGAAAAATTAGAACAACAAAAAGTAACCATACACCAAGAAGTTACAGATGATATTCTTGGACGACTTAATCGTATGTACCCTGGACTTCAATTGAATGCTGCCATGTTGGCATCAGTGGGTGCTCAGTCACCACAAGAAGCTATGGAACCGTTGAATCGTCCATCTTCTAGCAAAAACCATCAAGGTATGCCGTTTATTNTTCACTTAATTCTTTCATCCATCTTTAATTATAGTTGTTCCAGTTGAATGTTGAGTTTTCTACTCACTTTTTGTGTATAGATTTATCCCGATCAGGACCCTGTTTTGAGTATCAGAACCTTGGACTCTTCTTTTCCTTTTCCAAATGTTTTGGTTGTGAAAATGTTAGTCTTTGAATCATTNTTCTCTCGTTAGTGTGCCATCTTAAATTGTGAAATTATTGTGGCTCTTATTTGTTAGTGAAATTGTTGGACGGTTGGGAACGATAAATATTTTAGCACTAAAGGGCTGGCCTATTGCTGACACAGATGAACCGTTGTTGTAAGTGCTAGTTTGTAGACAATTTGTGTGAGTATCTACGCTGATGTTGGTCCTTATGCGAAGATTAGTAACTTGTTGTTAGTTTAAATTAAGGATCATCCTCGCTTGACTTGGCAGATCTGAAAAACCATGTTGGCTAAATAGATTTTGCAATACATATTTCCTTCTCTGTAAGTGTGTTTAATTTGAATCCGACACAATTGAGATGTATCCATTATGTCTCCAATAATTATGTATTTGAGTTTTTCACCATTCTGCGACTTTAGCTTGGCCAAATGGATTGTCTTTTCCTATATGTAGTGGAGTCCGGATGAAGTTTTGGATACTTATAACTTGTGTGCTTGGTGTGTGCGTGTGATTTATGACTTCCATGGCTTGAATTTGACTAGTTATGGTGAATTGGAAGGGTTTGAATAAAGTCTGAAGGTTCTGTCCCTTCCTGTTTTGTTGTTAAAATTCCTTCCCTTGAAAATTGTTTTTTTTAGATATTGTGGTATACTTTGGTACACTGCTAGTGTTGCTATATTTGAGTGTCATGTTTATTTTATTATATATTCCCCTTGAATGTGTTTTGTTAATGTGTCTCTCTTTCAATACAAAGCTATATTACCAATTTTTGAGCCATTTGTATCGCCCAACCAGCCCTGCACCCACTAAAAGAAAAACAGTTCCAATCTGAGCCATTTCAGGTTGCTGGATACAACTTGCATTTTACAGCAGGCAAAAAAATAGTAAAAAGTTTGTGTCAAAGACTAATAGGCAGGCTGGTTAAATAGTTTGACTAACTAAAGGTTACTTAATAGTAATTGGCCAAACTGTAGGTTATATCGATTTATTTTCTGCTACTATATAATGCACCAACCTTTGTTAACATACTCAAAGTATGCGTCGTGATATAAGGAAAAAGTGCAGATTGCAAGAAATGCACTTTTGGCACATTACATATGCTCGATAAGTCAGAAGTGATTCTTTATATAAATGGATTGTTATAAGTATTGTTTTTCTGTGTAATGGTGACTAAGTGGGAATCAAGACATGTAAAGATTCTGTCTTTCGCATTTTCTGTTTGGTTTCATCACTATCTCTTGTTATTTGCTCTGTCACTAAACTGTTTTTTCGAATGTGTTTTTGAGATGATTTGTTCATTTGGTGAAGTTGAGTCACAAGACAGGAATGTGTTTTNACATATTCTCTTCCTCCGTTTCCCTCATATCCTCCTTCATTTGGTGGAAGTTCTATTTTTCACAAGTAACCAAACTCATCTTCTTCATCCCCATCTGGAAACAAGATCAGTCCAGTTGTTCTTTTCATTATAGTTATATTAGTTGTCCTGTTTTTCATATCTGGTCTGCTCCATTTGCTAGTTAGGTTTCTTATCAAACACCCTTCTTCTTCAGCGTCATCTCGATCTAATGGATACCCTGAAGTTTCTAGTTCAGATTCTTTGCAAAGACAGTTACAATAGTTATTCCATTTACATGATTCTGGTTTGGATCAAGCATTTATTGATGCATTACCTGTCTTTTTGTACAAAGAGGTTGTTGGTCCTAAAGAGCCCTTTGATTGTGCTGTTTGTTTGTGTGAATTCTCTGATAAGGATAAATTGAGATTGCTCCCTACTTGTAGCCATGCTTTCCATATCAACTGCATTGATACTTGGCTAANTTCGCCTTGCCATTCCTTTGGTTTTACCTTTTTTCTTTATGCACAGTTGATTGAGCAAATGAAATGTTTGATTATTTT

>rnd-5_family-619#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 18 )

TTTGGCTGCGCCTATGCATACACCTTTATAGCTTTTTAAACGATCGAGTATACTCCCTCCATTTCAAAATAAGTGACGTTTTTACTTTTNNTTTTTTCAAAATAAGTGGTGTTTCACAATATCAAGAAGACATTGATTTTTTTCTTCCAAATTTACCCTTATTTAAATAAATGGAGTTTTACATAACTAAGAAACCATTAAAGAGTTACTCTTTTTCAAGGCATTTATTAAGGGTAAGTTAGTAAAAATACTTCTTACTTTCTAGGAATGAGTAGTTTTCTTAAGGGTGTGCCCAAGCTAAAAACACCACTTATTTCGAAACGGAGGGA

>rnd-5_family-3226#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 18 )

TATGCATTTTATTATTAAAATAAAATATTAAGTGCATATGTTAGTGGGTATAAATTGTGGTAGAAGATGACTATTGGTTCTTGTAACTTATATGACCATTAGTTCTTGTAACTCTCATGGTCATTAGTTTCTTGTAACTCATATGACCGTTAGTTTCTTGTAACTTATATAA

>rnd-5_family-978#LTR/Copia ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

CTATTTCTCATCNAGAGAAAGTGGAAAAGTACGATGGTGATTCCTATAAGTGTCGGTATTATATTCTTAATTGTCTATCTGATAATTTTTATGATTATTATGATAGAACTTACTCTAGTGCAAAGAAAATTTGGAAAGCATTGCAGAGTAAGTATGATACCGAAGAGGCTGGAGCGAAAAAATATGCGGCTAGTAGATTTTTTCGTTTCCAAATGGTGGACAACAAATCAGTGGTAGACCAAGCTCAAGACTTTATAATGATTGTTGGAGAGCTTAGGTCCGAGGAGGTTAAAATTGGAGATAACCTTATTGTTTGTGGCATAGTAGATAAACTTCCACCTTCTTGGAAGGAATTTCAAAAAACTATGCGCCACAAACAAAAGGAAACCTCCCTTGAAACCTTGATAATGAAAATCCGCATGGAA

>rnd-5_family-1548#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

AANCCATCGCTTAAAGCGATGAAGCGATGCGAAGCGAGGGGTTATCGCTTCATGGGTGAAACCATGCGCTTCAGAGAAGTGTGCGCTTCAAACAATGACGCGCAAAGTGATCCNAACGAGAAGCGGTCGGTTCTTTGAATCTTCAACTTCGAGGAGTTGGATTAATATCGACATTATTGTATATTGGATGCTGAAATTAGTTATTTTAATTGCAATTTGATTATTATAGTACTAAATTCATGTATGTTCGGTATTTTCTAATTCTGTAANTTGTGCGCTTCACTTCAANGAANCGTGCGCTTCACTTCTCGCTTTTCGCTTCAAGCCCACGGACCTTGTCGCTTTTTGCGCTTTTCGCTTTTAAAAACACTTGGTCATAGTTGATAATATGATGATACC

>rnd-5_family-2080#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AAAGGAAAAATTACTGAAATACACGTCTTATGTTTCCCTTATTTCTAATATTCCCTTCTATTTCTAAAAACCTCTAAAATCCCTTATTTCTCTCCTAATTCTAAAT

>rnd-5_family-2517#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AAAAGTTTTGAAGTCTGTCAGACAGCCATTAGACCATCCCAGGCCCCATGATCGGGTCTAAGAACGATCATCTACGGCACCACGACCCGAGGAGCCACGGTCGGCTGTTAATCACGCTCTGGTCTAATGGCCACGATTCATCCACCAGACTTGGTTTCCTGTCTCCTTAGAAATCAAGGATACAGTGGTACGAGCCTATAGAACAGATCCTGTTCAAGTAAGGTCG

>rnd-5_family-7659#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

CGGTTCAAATGTCCAAAGTACCAATCGACCATTCCATTTCCCGCTCAGTCAAGAAGCTCCACCAAACCAAAATCCACCCTACCAAACGCCACAAACNCAACCAAATCCCGTGAATAGAGGTGAGGAATGATGAGGACCAAGGAGGNTATGAAGGTGAAGGTGAAGAAGCGCCATGGAATGAGTCGCNAAGGAATCGACCAAGAGGTCAAATGTTGCAAGGNGGACCAAGAGGTAGATTGGGTCCGATGCCATNTGGNAGGAGACAACATGGGAACCACCCTCAAGGTGGAGAACCAATGGGAAGCCNATGCCAATCAAGAAGTATGGTCAAGAAGCGAGAGAAGAACATGGTAACCGNTATCAAGGAGAAGTCCAAAGGGGTTACTACCACAACGACCAAGTGGGTGAGGGACGAGGNNACTACTACGGCGACCAAGGTGGNAATGGAGGCCGAGATGTTGGAATCAACTCTATCAAGACGANTCTCCCACCNTTCAAAGGGGAATGCAATCCCGATGCTTACCTAGAATGGGAGTCGCNNTGTGAAAGGATCTTCCANGTCAATGATTTGGCCGAGGTCAAGAAGAGTTGCTNTGCCATTGCNCAATTCGAAGGGTNTGCTATCACGTGGTGGGAATACATGAAGAGGTATCATTCTAGTACTTCAAGATGGACACCCTCCACCATGGACCGGGTTGAAAGCCCTTATGAGAGCCAAGTATGTGCCGGAAAGGTATCGCCAAGAGTTACTTGCCAAGTTGTACAACTTGAGGCAAGGAAGCAAAAGTGTTGCGGCCTACTATGACGAGTTCCAAAATTTGATCTTGAAGCTAGAGTACACCGAGAATGAGGAGCATGTCGTTATTCGCTTCAAGGTAGGGTTGAACAAGGAGATCTCTTCCAAGATGACTATTCACAAGTTTGCTAGCTTGAATGACGTCTTCGAAGCNGCCAATGAGGTAGAGCGGGAACTCAAAGAGGAGAAAGTACCTAAGTACAAGGGTATTTCATCTTCAAATTCTTGGAGTAAGAACGAGGGGGGAGCTCAAACATCTTCGGGTTGGAACAAGAATAAGGATCTCAAGAAGCCTTATGAGAAGAAACCCTTCGAAGGAAACACTCCAAAGTACCCGCCAAGAGAGGGAGGTAATAATGACCCAACCAAATTTCCTAAAGGCATTCAATGTCACAAGTGTAGAGGATGGGGTCATATGATGCGTGAATGTCCCAATCGGTTGAATGTTCTAGTTCAAGGAGGGGAATTGTATCTTGGTGAAGGGGTAGATCAAGAGGAGGGTTGTGAAGAGGAAACCCAAGAAGAGGATGANTTTGAAGGTGATGAAGATGAGGAACAAGACCCATGTGAGGGAAAAGATGTCGTCGTTCCTAATGGTTTGATGAGGAAGGCCCC

>rnd-5_family-946#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

GTAATTGACCAAGTTTGAAAAGAAGGACAAATTAATTTTATTGTTGATCTTCTTTAAAGGATGAATTATTTGAGAGTCAAANATTGAGTTAATGACAAAAACGTTTGGCCTTAAATGGACGAAAACGTTTTTTGTATTAATCTCAATTTATTCTCATTTTGAATGATCCTCTTGATTGCTCATTAAGGCTGAAATTTATTTGGTTTTTCCTATTCATTCTTGAGTTGGAAAACTAGTATAAATAGGCTGGATGTGGCATGAAAGAAATCATCCTTTAAAACAAGTAATACTTGCCCACACAAGTAACTTGGTAGTAACAGTCAATCAGGAAATAGGAGAAGATCGTAGCTCTGGATCCTTGGCATCTGGACGACTTTTGTAGAAGTTTCAACAGGTTAGTNTTCTTCTAAATTCGTTCATGTTATATTGTTTAGTCTACATGTAAGATTTGTGATCCTGAATATAGCTTCCGTTGTGCATATTCTAACAAATGGTATCACGAGCCTTCTTACATATACTAAATAATGTAGTAAGATAATTCATGATTGATTGAATGTCTATATCATGATGCGTTACTGTTTAATATATGAATTCGTTGTATCATAAATACGTTATTTTCTGTTTATGAATTTATGATTTGATGTTNTGTTCAATGATGAGATTGAAATAAATCGCTGTTTATAATTCGAGCTTGAAAACAGAATGTTTCATGTATTGTTGATAATTGTTCATAATTCAGATCTTGTAAAACGAATTCATGATTCATGTTCATTGAATTAATAGTTTTAGAGTAAGGTTTTTAAGTNTTTCTGTTCTTGAATATTGTTTGAGTGATTCTTGAATATTTATTTAAAGTACTGTGAAATTTTTTTTGGAAACGGACAGCATGCCATTGGCCTGGCAAGTCTGTTTTTTTCTGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGCTATGATCAAGGGACTGTTTTTGCCATTCGGGGTCGTTTTGCTGGGTTTTTGGCCATTTCTCTGTTTTCGAAACATTAAAAAAATAAATTAAAAAATTGTTTTTAGTAATCCAGTGGCGTAAGGGTTCATCCCTAACACTTATAAATGTATTTTAACAGTAAATATATGAGTTTATATGTTGACTTAGGTCCTCTTCCCCATCGGATAAACTTATATATTTTGATACTGTTTTGGTACGTCTTTTGCTTTGATGACTTGTTTAAAACTTTCCAACTAAGTTGACATGTTGAATCAATGAACAAGAGACATAATCTATATACATATATTTACCTTATTTATACTTAACAAAATACTCTCTAACTGAGTTGGACTTGTTTTGTTTAANTGGTACTATATTTACGAACATGCTCATATATTTGCTTGAATAGTTAAGTTTCCCTATCGAATCTAACTGTTTATAAGCATGATTATATGAGTCTTGTTNTGTTTTTTTTTAAAAAANAATATAGCACGTATACTTAATGATCTATTTTAAGTNTCTCTCAGATTAACTATGTCTCACTTCAATCCCCTGTCCTCNATCTTGAATCAAAACAAACTTGAGGGTCCNAACTATGTTGACTGGAAGCGAAATCTNGACATTGTCCTAACTTCTGAAGGTTNTAAATTTGTATTGGTTGAGGAATGTCCCATCAAACCAGCGGACGCTACTGATGAGGAGATCCAAGCCTATGACAAATGGGTCAAGGCTGATGAGATGGCAAGATGCTACATTCTTGCCTCAATGGCGAATGTCTTGCAGCATCAGCATCAGTCTATGACATCTGCTTACGATATGCTCGAATCTCTCAAGGAGATGTTCGGAGAGCAGAATCGTGTTGCNAAGCAGACTGCCATGAAGGCCCTCTTGACCACNAAAATGGTTGAAGGATCACCTGTCAGAGATCATGTGCTGAACATGATGAGTTACTTGAATGAGCTGGAGATACTTGGCGCTGNTATTGATAAGGAATCTCAAGTNGAGATGATCCTACAGACTTTGCCGGACAGTTTTCAACAGTTTCGCTTGAACTATAATATGAACAAGATGGACTTGTCTCTTGCGAAATTGTTGAATGAGCTGANAGCGGCAGAGTCCATTATCAAGCAGCAAGCTCCTCCCTCCGCGGCATACATGGTGGACAAGNCTGTGNCGTCCTCTTCAAAGCCGGCTAAAGCCCAGAAGAAGAAGAAGAAGTCACGCAAGGCTGTGGCACCCGGAGGTGCTAAGGGTGGTGTGGCTAAGCCGAAGGGAAAGTGCTACCACTGCAAGCAGCCTGGTCACCACAAGAGGCAATGCCCCGACTATCAGGCCAAGATGAAGAACAAAGGTAACTCTTGTTTAAATGTCGTTGAAACCTGTTTAGCGGCTGTTTCTACCCAATTATGGGTTGTAGATTCGGGAGCCACTGACCATATCTGCACTTCTTTGCAGGGGTTTCAGGAAACGCGGCGGCTAAGTAAGGATGAAGTTNGCGTTTTCCAAGCGAATGGGGAGCCAACACCAGCCTTAGCTATTGGAATAATTTCATTTTCGTTTAGTAGTTCTAGANTTTTANTTTTGAATAATGTTTTATATGTTCCTTCTATAAGAAGGAATTTATTNTCTGTTTCTAAANTAATGGATGATGGTTATGATGTTCGNTTTGCGAATAACTCTGCTGTTATTAAGTATAATAANCTTTTTATCCTTAGTGCTCCCAAAATACATGATTTATTTGTGTTTGAAATTTTCCATAACATGCTTCAACAAANTGNACTAAATAACATTGTTGTTTCGAATAAAAGAAAACGTATTTCTCAATTGAGTCNAACTTATTTATGGCACTTACGTCTATGTCATATTAATATAAATAGGATTTCACGGTTGGTTACAGATGGACCTTTGAGTTCATTGAAAGTGGAGGCACTACCAACC

>rnd-5_family-1686#DNA ( Recon Family Size = 33 Final Multiple Alignment Size = 17 )

AAAATGGATAAAATCAGATTTTTTAATTAATTTTAACAGATTAGAGTGAATTAAGGAAACTGAATATTCTTAATTAGTTTGGATCCCTTANTTCATGCTAATCATTAATTATCTACAATAAATTCAAATTAAATTACAANCCACAATTTCAGTTTTTTNCTTTATTATTTATAATTCCGTTTTTTTTTTAATTTTCGTTTATCTTTTTTTTTTAAATAAGTTTTTTCAATTANTAAAAACATTTTTTTTTTTTATGAATTTGTTANAACCTGAAATTTTTAATGTTATAGCTTGAAAGTCTAAATCTACTGCTATAGCTTGAAAATANTACTATAATATATGTCATATATGAAATTTACAC

>rnd-5_family-5676#LINE/L1 ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

ATCGGTCCTGGATGTCATTGTTGCACTTCTGACGATTCTAACACAAATATTGAAAATGTAGATCACCTTTTTTGTCTAGGTCTACAAGCTAAAAGAATCTGGAAGTTTTTGCGGGGCCGCTGGGAATTGGNCATATGCATAACACTCTCAAGATGATATTACTCAGCTGGTGGAACTCGAATACCAAAAACCCCATCGCNGCCTTCATATCTAAAGCTCTACCCCCAATNATTTGTTGGGAACTNTGGAGAACGAGGTGTAGCAACAAATTTGAGGCTGTAAAGCCCTCTCTTTACAGAACCAANACTAATATCGCTTACACTCTNTTGCAGGTTACGCGGAAGAANTTTGGTAAAGCAAAGATAGGGGAAAGCTGGAANAGCCTCTGTCAAATCTTTGANGCGGATATCAATCAAAGAACTTCCATCAGAGTCAAATGGATCAAACCTCCTAGGACTTTTATTAAGCTCAACAGTGATGGAAGTTGCGTTCAAGGAAGTTGCGGNGGAGGAGGGCTAATCAGAGACAACGAAGGCGACATCATCTTTGCCTACTCNATCGNCCTAGGCGNNGGCACNAGCAACATGGCTGAAGCCCGAGCGCTACTNTATGGCCTTAAATGGTGCGCTGGCAGAGGTTNCGATAGGGTNTGGGGGGAAACNGATTCTCTGCTCCTAGCCAAATGCATAAACGGAGAATGGAGACCCCCTTGGAGATTCGACAAATTGATCCAAGAAATNCGACAAATAGTTGAAGATCATGGATTCANCATCAGTCATTGCTTCAGAGAAGCNAACAAACCTGCTGACANACTAGCATCCNNNAGTCATAGCGTTGATGNAATNCATGACTTCAACTCTTTCTCTGATCTCCCNAGGGACGTTAGGGGNCTAATCAACACGGATAGATGGGAGCTCCCATCCTTCAGAATGAAACCGGTNAAACCTTCTAATTTCGTNTACGANCCCCCTTGAATCCTCTTTGTCAAGGAGTCAAGTTAGTAGAGTAATAGCTAACTTAGACCCCCCCCCTTTTTTGGTGTTACGNACTTGTAGAGCTTGTCTAACTCTAGTCTCTACCCCAAGATCATGTATNAAGTTTGGNATGCCAAACTTCAAAATGTAACTTTTTCACATCAATGATCATCGGAGGCANTTTATTTAAAAATAA

>rnd-5_family-3932#DNA/CMC-EnSpm ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

ACTACAAGAAAAAGCCTTATTTAAGACCAACATTTAGGGACGAGTTAATAATCTCGTCTCTAAAAGTATATNTATTGGGACGAGATTATATTTCGGTCCTTATTTGTATATTTTATTGCGAAGGTACTAAATCTGGTCCCTAAAAAATTANTAACTGGTCCCAAATTNTATTGAGGGNCTTGAGCGGGAGAAAAGTTCCGCCATTTTTNATACTAAAATATTTAAAAAAATGAATTTTCGTTTTTAACAAAAATTTAGGCGCCAAAATAAAATTATACTTTAGGTAAAAAAANAAACCGTGTTTTTTCTCAAAATACAGCAGCCCGTTACCTAATGCCCTAGTTTGAGCTCTGATAACNGCCANTGGNACNCGATCAAGGTCGTAACTCTGTACCCTCTCAACGCTTTTTTGCTTAATCTTGACGTTTCTCTGCCCTAATCGCGTCTTTTTTCTTGTATCGTTGCTGCTCTGCTCAAAACAGAATTCCACCCCAGCTTTGCTCGAAACAGAATTCCAGGTTGGTTCCTCTTCCGATCGAGTTGTTGTGTTTCTTCTATATGTTTTATTGATGTCGTTTTTTCATTGTTGTATTNAAGCTACTCTTTTTGTTGTTTCCTGCCCTAATCTCGACGACGTTCTTCCTGCCCTAANTCGNNNNNNNCGNCGTCTTCTTCTTGTGTTGTTGCTGCTCTGNTCGAAACAGAATTCCACCACAGCTTTGCTCGAGACAGAATTTCAGGTGGGTTCCTCTTCCGATCGAGTTGTTGTGTTTCTTCTATANNNTGTACTGATGTCGTTTTTTCATTGTTGTATTCAAGCTACTCTTTTTGTTCTTCCTGCTTAATCTTGACGTTCCTCTGCCCTAATCGCGTCTTTTTTCTTGTATCGTTGCTGCTCTGCCCAAAANCAGAATTCCACCCCAGCTTCGCACGAAACAGAATTACAGGTTGGTTCCTCTTCCGATCGAGTTGTTGTGTTTCTTCTATATGTTCTATTGATGTCGTTTTTTCATTGTTTTATTCAAGCTGCTCTCTTTGTTCTTCCTCTTTTTTAACA

>rnd-5_family-1833#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

TCTAGAGAACAACTAGTTTTCGTTGTANGACAAATTGNTTGTGTCGAAATGAAACCGGTCCGAATAGAGCGGAATGGATATAGAGGATTCATATAGCCGACCCCACTAGTTTGGGATTGAGGTNCAGTTGATCATTGAT

>rnd-5_family-1217#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

GGGGCAGAACACTTGTACCCCAAAAAGGAAACTATTTACAAGCGGCTACCCCCTTACTTTCATACCCCCTCGTTTTTAACTACTAATGCGCGTTTACTGCTTGATACCATCAAAGTATATATATACTCTGATGGTATCAAAGAGGAAGAAACAGTGCTTCAGTGAAAACACTACTCAGTTACTCCTTGATACCATTAGAGTATATATATACTCTGATGGCATCAAGGAGGAACANGCAGTGTTTCAGTGAAAAGACTGTTCAATTACTGCTCGATACCATCAGAGTATATAGATACCATCGGAGTATATATATATGTATAAACTCCGATGGTATCAAGGACGAGGAAACAGTGGTTCGGTGAATAGTTCGGGTCGTGGGTCCANTCAGGGTAAATATNTTGGGTTGGGTCCAATTTGGGTAAATATTTTGCCTAATGGGTCCAATTTGTGTANATACTTTGCCTAATGGGTCCAATTTGTGTAGTTTTCCNNTGAAAGAATGGCAAAAGGAACTCGTGCAAAATTGTCTTACCATATATACAAATGAAAAATAATTTAATGAAAAA

>rnd-5_family-4346#LTR/Copia ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

GTTCTTCCATCTCCTAGTTCCTCTATTGAGCACCAATCGACTATTGTGCCNNCAACNCCTGCTCCAGCAAGACCGCCAATTGTTCAAGTTTATTCGAGGAGGCGAGAGATCGATGATACATGTCCTGCACCGACTCCTCCGTCATCAGATCCTTCTCCACTCGATCCTTCAGAAAATTTTGACC

>rnd-5_family-5694#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

ATAATTATCTCATGAGCACGAAACATACGTTGTGTCCTTCCTTTGGCTAAGACACTCAATACCTTCTTATAACAAATTATTCTCTAAATTAATACACTTGAGAATCCAAGATATTATGTTTCTCTCTTTTGAGTGAAAACCTCGATATCTCTTCTCATGAATTAATTAAGCATTACTAGTATTTTAAGGTAAATCACCATTTACGTAAATAAATATTTACCACTAATATTCACTTAGAATAATTTATACATGACGNATTGAGGATGTTCTAATGACTCAAATAAATAGACCATTTTAGTGAATCCTATTTATTAATCATAATTCTCAATTCACGTATTACAAAATATATTATCACATGTATAAAGTCTAAAGAATTTTCAACGATTTCAAATAAATAAACCACTTAAGTGATAACTATTTATTAACCAAAAAATTCTTAATTTATACAAATTGATATATATGTAACGAATAATATGCTCAAATAATTATCGAACAAAAAGAGAAAAAAAAAATCCAATTGACCTGAATAGTGACTGCCACCGCCACTTAATAAGGTTTGGAGTCAACAATTAGTCAAGAACAAATTTTATAAAGTTAAAAAAANACTTCACAATCAGTTCAATGATAATTTGTTCATCAACAACCTCTATGATTCCCTTTCTTATCAAGCTTTGCAAATTTGATGGATTAATAAGAAACAACCCTAAAAAAATTGCAACTAGCCGCCGAAAAAAAAATCAATTACATGTGCAGAAGTAAAGAAATCCATCGAACTTTAACTTTTCTTTTAACTGATGAAAAGTTTTCAATTTGGGTTCCATTAATTTAAAAATAAAGGACTTCGAATAATCATTAGGACAAGTGTTTACTATTGCTGTCCATTCCCACGTGAAAGTGAAAAACTGTCGCCAACACGTTTTGCCCTCTTGATCATCTCACAATTTAAGAGCGTATGTACTTTAGCCAACGAATCAAAAACCTTCAAGTTTCATCTGATTCGTTCTTTTTCGCGATAAAAATATATTTACCAACCACGAATCATACATACAATTGCACATACATATATTTTATGTTATCTATAAAGATGTAAGTATGGCTCTTGATGCCAA

>rnd-5_family-754#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

GCATGGTATGATANATACCGAATTACCGTATCANATCGAAATTTTTGATATCGTGATTTCGATATTATGGTATTTGGTATACATTTTTAATTTTTTTGATATTCGGTACGGTATTTGATATTTANAAATAACATATCGAAATATCGAATACCGTACCGAAGTATATAGTTACATANATAGTATATATATATTATTAANATACTAACAAATATGCAACCTAGTATTAGTATAAAACTAAATGTTTAGAAGTTNAAATTTTGACTATTCTANTCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCATACCGAATTAAATTGGTATGGTAATGGTATAATATTTTTAAAAACCGAAAATCGAAATTACGGTACAAAAATTTCGAATACCGTACCATACCATGCCCACCCC

>rnd-5_family-331#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TAACCCAAATTTCAAATACCCGCCCATNACCCATTTAACCCACCCGATTTACCCACAAATAAACTCTCTAAAATCCTAAAGAAAAAT

>rnd-5_family-197#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 17 )

AAAAAAAAAAAAAGAAAGAAAGAAGAGGAGGAAGATAATAATGATAGAGAAAGAGACGAAGAAGAAGAATGAAAAAAAAGAAGCGGAGGAAGAGGAAAAAAGGGCAGAGAAAGAGGCAAGCGAATGTACAATTTTCTTAATTCCAAAAAATTGTTATATTTAGTTAGAAAAATTATATTGCCATAGATGGTAAATATTTTCTTAATATAGCATATTTATGTGATTTACCCT

>rnd-5_family-5349#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GGAAGAAGACTTTGGTGTAGAGGAAGAAGGAGCAAAAACAACAATGGCCGATCCTGTAATTGGTGCTACTGTTCAAGTTGTGCTTGAGAAGCTGCTTTCTCTCACTATTGAGGAGGCCAAAACTTTAAGGAACTGCAAGAAAAATCTCAGAATGCTGACAAAATATGTATCCATCATCCAAGCTTTCATTCATGATGCTGAAAGACGACAAGTCGAAGATCAGGCTGTGGAAGAATGGCTCAAGATGCTTGAGAGAATTGCTGAAGATGCTGAAAATGTGTTTGACGAATTCACATATGAATCTCTCAAAGCACAAGTGATGAAAAACCGAGCCAAACTAATGGAAAAGGTCCGTAGCTTCTTTTCTCATACTGCTTTTAAGTACAAAATGTCTCGAAAAATCAACAACATCAATGAAGAGTTGAGGGCTATCAATCAGTTAGCCAACGACCTCGGTCTCCAATCACCGACGGTTCCTTCTCGGAAAATACTACCAATTCGAGAAACAGATTCCTTAGTAGTTGCTTCGGATGTTGTTGGTAGAGACAANGATGTTGCTGAAATAAAGGAGAAGATGTTGAACATGAGAGAGGAAGTTGTTCTGTGCGCCATTCCCGTAGTGGGTATGGGGGGTTTAGGGAAAACTACTGTGGCTAAGAGAATTTTCAACGATGAACAGATCGAGNAACACTTCGAAAAGAGAGTTTGGTTGTGTCTACCTGAAATGTCAGAAACTAAGAGCTTTCTTGAACAGATCCTCGAATCATTGACAGAGAGGAAAGTTGAGGTCCAAAGCAGGGATATAATAGTCAAGAAGCTACGAGATGAATTGGGAGGAAAAAAGGTATTTGCTTGTCTTAGATGATTTGTGGCGTGTTGACCCTACATCGTGGCACGAGTTCGTGGACACCTTGAGGGGAATAAACACGTCCAGAGGAAACTGCATTCTCGTGACTACTCGTATGAAGCGGGTGGCATCCACAGTAGCAGTAGATCTTCATATGTTGGGAAGATTAGCGAGAGATCATTGTTGGTCCATTTTCAAACAAAGAGCATTTGTTGATGGGGAAGTTCCAGAGGAAATGGTGAGCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTTCGTCCATGTCAAGAGACCACTGTGATGGAAGACGTCGGGAACAAGTTTTTCCAACTCTTGTTGCGAAATTCCTTGCTGCAAGATGTCGAGCTAGATGAGCACAANAATATAACACGCTGTAAGATGCACGATCTTGTGCATGATTTGGCCGGAGATATCTTAAAATCTAAACTATTTGATCCGAAGAGCGTTGGAGGAGAAAAACTTTCTCAAGTTCGATACTTTGGATGGGACTCACCAAGGGATCAAATAGATAAGATAAATGAGCCAGGACGTTTGTGCACATTGTTCTGGAAAAGCAAATATATCTGAAGATATGCTGTTGAGCTTTCAGTTCTTGAGAGTTTTAAATTTGTCCGGGTCAGGCATCAAGGAGTTGTCAGCCAAAATCGGCAAGCTAATATACTTGAGATATCTTGATCTCTCCGACANCATGATCGAAGTCTTTCCCAACTCCATTTGCAAGCTCTACAATTTGCAAACATTTAGAGTCAATAATTGTTCTTCACTCAGGAAGCTTCCAAAAGAAACGGCAAATATGATAAGTTTGAGACACATATATTGCGACNATCATTACAAATCAGAGATTTGTTTTGGTGGTTGGGATCAAGGTACCAAGGTATTGATCAGTTTCAGATGCCACTTAATATGGGGCAATTGACNAGTCTTCAGACGCTACAGTTTTTCTACGTAGGTTTAGAGAAAGGTCGTCAAATAGAAGAATTAGGTCGTTTGAAAAACCTTAGATGTGAATTGACAATCGGACGTCTCCAATTAGTCGTAAATAAAGAAGAGGCTCGAACAGCATATTTACAGGAGAAACCAAATATCTACAGGCTGGCATATTTGTGGTCCCATGATGAATCGGAAGGCTGTGAGATCAATGATGAGCATGTGTTGGATGGTCTTCAACCGCATCCAAACTTGATTAAATTTCCTTCGTGGTT

>rnd-5_family-3694#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CGACGCTGAAGTAACCCATGCCATACTCCCAGGAAAAGCTCGAACGACGTTAAGCAAGAGGGTACCTGTACCCGAAACCGACACAGGTGAGTAAGTAGAGNATACCTAGGGCGCTTGAGAGAACCATNTCGAAGGAACTCGGCAAAATGGCCCCGTAACTTCGGGAGAAGGGGTGCCTCCTCACAAANGGGTCGCAGTGACCGGGCCCGGACGACTGTTTACCAAAAATACACGATCCTCGCAAAGTCGTAAGACCATGTATGGGGGCTGACGCCCGCCCAGTGCCGAAAGGTCGAGAAAGTTGGTGACCTGATGACAGGGGAGCCGACGATCGAAGCCCCGGTGAACGGCGGCCGTAACTATAACGGTCCTAAGGTAGCGAAATTCCTTGTCGNATAAGTGTNCGACCTGCACGAAAGGCGTAACGATCTGGGCGCTGTCTCGGAGAGAGGCTCGGTGAAATAGACATGTCTGTGAAGAT

>rnd-5_family-1367#LTR/Copia ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

ACTGCAAATGAAAGTGTCCACAAGATGATTGTTGCTATGAACAAGTCGAATGAGCAATTTACNTGCAACAACGAGGTCACGAATAAAGTGATTTTCAAGAATGTATTCGGCTAAGCTCAAAGCCTCATCATATCCATGAAACCAGAAAATGATATATCAGAATGAGTTCAANNATGCAACATCTTCGTGAATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCATTGAATTAAGTGGATTGTCCATTTGATTTATTCANGAACTAATTGGATTCATGTATGTGTGNTCCCAAGGTGATATGAACCTTTGGGATAACGATGTATCTACTAGTTTGACATTCACAAGGTGACTTTGGGAGTGATATCTCAACACTATAAATAGAGATATCATTCGCCATTTGGAAGACACACTTGAATAAGAAGAAAAGTTCTCTCTTTCATCTATACTTCTTGTCTTCTTCTTCTTATTATANTTATATTATTCTGAGCTTGATTTTATAAATGNTATTGTANTTATAATTGCGCTTATTACTCAATAATATTTCGTACTAGTTNNATAAATTTGNTTCAAATTTTATATTATTGTCCCTTCTATTTTAAAATATCCGCGCAACGCGCGGGTACGTATACTAGTTCTATTTAACACTATTGTTAGAT

>rnd-5_family-1488#Unknown ( Recon Family Size = 44 Final Multiple Alignment Size = 17 )

CCGGGCACGCGCCTTGCGCGTGTAACCCAATTTTATTGACCACAAATTTTTTAAAAAATTACATAAATATTAGTATTAAGAAATATGTTTGAGTTATAAANTATATACTAAAGAAGAAGTGCAAATTCTTAAAGTTATATCTTAATCCTACTTGGCGAGCTCTCTATAAAGGAAGAAATACTTCTCCAAAGAAATCCCTGGTTGTCTTACTTTGATTTCTAATTTCGCCTTTAATTAGCAAAGTTACTGGACCTTGTTTCTTTTGGTATAATGTACAATCTCTTCTTTACCTATTGATTTGGCAAAAATAACATTTTTAAATACCAACACTCAAGCAGAAAGGAGTAGAGAAATAGAAACATATGTTTATATTACCTCCCAACCAACTAAAAATACCTTCGGTGTAATTATGTTTCTAGTGTCATGTGTATTTTTAATTTTTTTTNTGTGAATTTGATTAAGACCTATATANGGAGAAATATTTAATGTGTATCATTTAAATATTGAATAAAGGTATATATAATTTGATAAAGAATATGATATGTTTAAACGGTTGGAAGCTAAAAGTGAAGAAAATAAATACATGACACAAAATATTAAACTTGTAAATAAAAAGTTCGTAGAATTTGTACGGGTCTAAAGGTAGATGAAAAGTCTTTCCAATTAAATTTAATAGACAACTATTTTTTATTAAAAAATAAAACGATAAATCTACTTTTAAAGGATATTTTAGTAATTCAACTTTTGACTTAGACTCTTTCNACTTTTAATAGAATAAAATAAAATAATCTTGTTGACTTATATTACTAAAATCTAAACGAAACGAAGCTTAATTACTCCATTCTCATAATATTTTTTACATGATTTTAATTTGAGGAATAGTTTTTAGTAGTAACAATTAAGTGTCGAAGGAATTCATAAAGAAACAACCAAAATGTCCAAAAGCAAAATTGTCATCATACCATTTGAATTTTAACACTACGAAAAGCTACCGTTAATATAGAATGCTTATGTTTAAGAAAACTATTAGGCTTAGTGTCGCATAAATGTAAATGTAACTCTCATTTTTATTTGAAAATTAAATTGTTAAATCTCATATTGTATAAATTGTAGAAAAATAAAAAANGAAACAAAAGGGGTGAAAATGAACAATATATGTATGTGTTCGCAACACTATGTTAGATAGACGATAAAGTAACACAATCAAAATCTTTCATTCAAAGTAATAATCTTTTAGCAATCTTTATTTAAATTACTTGTATTTAAACAAAAGCATATTGCATAAACTATTCAAGTATTATCAAACTCATCATGTATTAATAGAAGTTTTGTCAATTAAGTAGCACTTAAAAGNATAATAACACAAAAACAAAGAAAAAAATTCCATAACAATGCAAAATGATACANAATTACATAAAAATATGGGTTGCATACCAAATTTATTTTGGACAACCATACCTTAACTCCAAAATGGAAAAGAAAAACTTAAAATCATAAGCTAACATAAAAAAAATCTAAAGGAATATATAGGTCATATCTTATACTTCTAAGCTTAACACTTGAACTATATTGTAAGAAAGCTTCTCTTTTTAATTTCAGAATGAAGCTATNTGTTCTTCTCCTCAGTTAGCTTCTTGACGACATGTATCTATATCATTATCTAGGAAGAAGAAAAGAGAACAGTAGATGATAGAAAAGAAAAGAATATGATGATCTAGGAAGCAATTTACTGGTATTTATAGTGATATTTGACTGTCTTTTCACCTACCAAAATTTATTAATGGGGCACATTGAATCATGATACATAAATTTTATTTTGGTTTCAAAATTCAAAGAGTCGCCGAATTGGAAGAGTTTCATACATTATTTTGTCTTCTACTCTAATTGAATTTAACCTAATCAATTATAATTATAATGTCATAACTAAAAAATTAAAGTGTAGTTGTTGGACTTCATATTCTACCATT

>rnd-5_family-858#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

TTTTTCATTTTATTTGAATTGATGAAGTTAGAAATGTGTTTAGTTATAGTATTTCTTACAATATATGTGGAATAATATTCATATTTGAATATACTACTATTTTAAAAGATAAGTTAGAAAACAAGCTATAAGTTGTTTTCCAAATTTGGAACACAAGTCCAAATTCAATTTGAAATTCTCACGGGCTGAAGCCGAACANTGATTTTCGAATAAAATAAAATTTATTCTGGAAAAAATGTGAATCGTAATTTTTATAGNCAAACCGATAACTTAGAAGCGAAAGAAAATGAGCGATTGCACAAATANTTTTTTTGTCTTTTTCATGTCAACAAAAAGAACACGCGGTTGCTATAACAAATTTTCTTCGGTCCTTTGAATTTTTGGGTGAATNTTATCATTGAAAAATAGTAGAAAGTTGTCAAATACTCCCTCCGTTCACTTTTACTTGTCCACTATATTAAAAATATTTTTTACTTTTACTTGTCACTTTTAACATATCAAGAAATTTATTTTTTTTTTCCATATTTTACCCTCAACATTAATTACTTATTTCTCAAATCATTTTTCAAGACCTAANATTANACATCAAGTAATATTGAAA

>rnd-5_family-2790#RC/Helitron ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TTCTTGAAAAACAAGTGGATTTTTTACTTATTTTCTAGTGTTTGGTAAGTAAGCAAAAAAATATTATCCCAAAAGCATTTATATGTAATCTAACAAAACATTATGGGAGCGGGATGGGGAGTGGGGTTCGGGGGTGGGTATAAAGATTGAGATGAGAAGGAGGTCAAAAGNATGATCTTATTGAAGTCTGGCAGCCANCTATTAAATACATAAACTACAACCAACTTAAGCTAAAGTGTAGGCCACTACCCGCTAAACTTAAGCTAAAGTATAGGCAACTATCTAACGCTNACGCGATAGGAACTAAAAACTACTCCTAGATATGCTCCACATTAGGAGACTTATTCAAACTATAATAAAATAGTAACAAGAGATGAATAAAATTACAATATATCCTATGACTTGG

>rnd-5_family-8326#DNA/hAT-Tip100 ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AANTAATTGAAATGCTGAACAGTTCAATCGGCAAAGGAGACNNCCTGCCGCACATCCAACGCGGGTTCGAACCTCGCTGCCAGCACCTATTTTTNTGCTTGCTCCTTTTTTCCCTCTTTTTTTCTTTTCTTTTCTTTTTTGTCTTTTTCATTAATGTGTGAAGGGCTTTAATTTTTTTTCCTCCATTCGTTCTTATTTATTTACTATTCTTTATTAATTCAAATCGACTCCTTTTCGCAATTAATTTTTAGTTTTTTTTTTTACTTTCTCTTTCACTAATTATTAATCTCTTGATATGAGTGTTGCGTGTTTATTCTTTATCAATTAATGAGTACTGAATTATGAACGTCAAATAAATATTATTAAGAATATATTTAAATAGTAGTTTTTAAAAAATATAAGTTTTAAAAATGATGAATATTATTATGTTAGAGTTTTTTTTNAATTTAAAGGTTCTTTCGATCTTCACCGACGTTCTCGCTAAGTAAGATGACTAGGCTGAAACTATAATTTTTATTCTTTCCCTACTATATATCTCCAACAACACATAAAGTCAATGGAATATGAATATATTAAGTTAATACTATTAGATGGTTTATACAAGCTCGAATTTTAATGTGAAATTTTTTTTCCTCAAAGTTTCAGCGAATAAGGCATCTAATTCCAAAAAGGAAATAAAAATTGAATTGTTTAGTTATCTCTAATCTCAGAATATCTAAAAGAAAATATTACTAACATGCATATTTGATCGATTTGTTTATAAAAATCGAAAAAGATTAATAACCCGAATTGTAACCCAAAATTAAAGNAACCGACCCGTTTATCTTACTTGAACGATGTGGCACCCACGACCTCCAAATCCTAGATCCGCCTCTG

>rnd-5_family-2493#LINE/RTE-BovB ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

GAGTAGGGGAAGAGCGACCGGACCGGATGAGATTCCGGTGGAATTTTGGAAGAGCGCAGACAAGGCAGGTATGGAGTGGCTGACTGGGTTGTTTAATGTCATTTTTAAGACGGCGAAAATGCCCGAAGAATGGAGGTGGAGTACAATGATTCCGTTGTACAAGAACAAGGGTGACATCCAAAATTGCAACAACTATAGGGGTATCAAGCTGCTAA

>rnd-5_family-3269#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 17 )

TTGACAATACTTCATTTTTCTTTCGTTCGATTGACAATATTCGTTTTTCGTTTTACTATANTATACTTTTTATTTATATGTCGATCAAGTTTGTCTACGTATCGTTCCTTTTGTATTTTTTTGCTNATTATTTTCTCTCTTCTGGGGGGGATATAATGNTAATNCGCGTTTTCTCAAAAATACAAAATTATTTTTTTTTTATCGGAACTTTAAAAATATCTTATAATCATTGTACGAGATATTGTTCTAAATATTCGCTATTTTCTTACTTTCATATTAATTGGTTTGTAGGAGCGGCCAGCTTTGCTTTCGGAAAGCTAACGAGGAGTCGTCTACATTTTTTGAGACGCTAAGAGGTTGTATTTCATCAAGTTCCTATAGTCAAACTTAAATTTAGATTTTTTAAAAAAATATTCGCTTTCTTTATTTTGTACGTAGTAATAATTGAAACTTTATATTTTACAGTCAATTTTAAACTTCGAGCATTTACGTAATANTTTTTTTGGACACCCCCTTTTCGNAATTTTGGTTTAGTTACGATTTTTTTTCCCTTTTACTCCGTATTTTTAATAAAAATATTGTTTATTTATTTTTTTGTGTATTTTAGTTTATAAGGTTCTCAAATTGTTGCAAATGAAAGGCTTTGAGCAATTGAGAATTCNATCATATGTTTGAAAATGGTATAATTTTAAATGGAAAGAGATGAAGTATTTTTATTTAGTGTTATATTATTATTATTACTAGTATACGTACCCGCGCGTTGCGCGGTTAGTTGATAAATATAATCGTAAATATTGATTTATTGACAATTTCAAAATTTAACTTATTATAAAATGATATTGTAAAGTTTATNTGAGAGAATGTTAACATTTAGCACCTTGATATGTTATAATAGAATATTTATGTAAATAAATCAATATATAAGCTTAGTTCATTGTCTAAATTTGACAATT

>rnd-5_family-3777#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

TAACCCAACCAAACCCCCTTAAACCCGTAAGGCGCAAATAATAAATATTTATATGGGTGATAGGATATGCATATGAATCTATAATGTGTCATAGAACCATCAGTGATCATCAATAAAAGTGTATACACCTACCTTCTGTTGTAAGGTTGAGAGAGGACCCATGCAGCTCCCTCTCTTGGTACAATAGTTCTCATGGCCAGAGGGACCCATACAAGATGCGGGAAGTCCAAATACACCACCTGGGCCTGAATCAGGTGTTATAACAAGCCATTATAAAATTTCCTCCTGCCTAACAACATGCCCCTCACTACACTTCCAATTTCATCCTTGAGTCTCATTCCTTACCAAATGGGTGGTGTCATCANTCGATCCTCGCAATTCTTGCTCANCACTTACTCATTCCACACATATGTAATTCAATAGGAATTGGAACTTATTNCTTTAAGCTCAGTTGCGCGATTAAGAGTAGAATCAACAGGTAACTTCTTAAATGTTTGTGTGGCCTACCAATTATATACGTGGTCGTCAACAAACCCTAGTATGATTTCCTTATATAAGAAGCATGAATTCAGTACAAGTGATATATCATTAAGGAGCTAGATTAAGAGAAAACCTTCCATAATTTACTCAAAATGTTGTTCTTTCCCTTCATAAAAAGTGTGGTTCTAAGTTCCGGATTTGATAGTCAAACAATATATCAGCTATAGTGATCTATGATTTATATCACTATCCCACGACTATATTAGCAACACTGATTTTATTTACAATGGCAGGAAAAAAACTAGTATTGTACCATTGGCTTTTTATGTCATTTATCTCCATAAAGTGCTTCCTAAGGAGGAGTACTGGAGGTGTTTCTGTCTGGATAATATATAACCAAATAATATTCTAGGAAAATAATTTGCTGGGATTATACTTGGAATGTACTGGGTATGCGTCTTCTGCAAAAAGAGGATTTATTACCGATATATGCATGTGAGCTACATGATGACGAAAACATGATTTTGTTGATTATGATATACCTCTATGTAACTTTTTACATTGTGTTTCCTCGTTCCCCAATATAATCATACGGTAATCTTGATTCTATGCGACAAAAGAGGATAAGTGAAGCACTTTGATATAATCTAGATCCTTGTTCATTGCCAAAACCAGAGGGCATTATGAGCTTCACTTAAGCTGGATCAAGTGTCCGTCAACTTCTAAATTTCTTGTGNTTTCTATGTGAACTTGCAGAAAAAAAATTGTGAAATTTGCGGTGACACAGGTTTTGAAAAAGCAATTACTACGTGCTATCAGTGTGAAAATGTTGACGTGCATCCGTAAGTTCTCTCTCTCTCTCTNTTTTCGTAGCATGAAAAGGCGGACGATCAGTTAGAAAATCCGAAAGTCATGTCTCTCTTTCGAGCTTCATCACCTTGTGTCATATCTATATGTTCTTTGTAAATCTCAAACGTTGGCCCAATCCCAAACCCCTTTTTTTTTTNAGTTTACTTGACATTTCTAAGAGAGATGTTGATCTTTTCACACAAGGGGTTGCTCCTCTCGAAGGAAATTGCTAGTTAGATTATCAGTTTTGCTTTCCTTTTTGGAATCATAACTAGGACTGAATAGTGGAATAAAACTAAAAGCATAAATGGAAGTGATATTACCTCTTNGGNAGAATAAGNACCTCTTCGAGTTGTCNANTCCCTCTGGCGTTCTTCACTACNGNATCCTAATGGTATTNGGTGTGGGACCTAAATAAAGAATAAAAACTTGATTCTTTCATTAGCATGTTATTGCATTTAATTCTCTTAATTACTTCATGTATCTTTTGTGCATACATAGTCCTCTTCATGTTTTAAAAAATCTGCTTCGAAATTCGTTTTTAGATATTGCGTGTTGGGCTGTTGTGAAGAAGCACATGTGGATTGGCGTTGTGAAAAATGTGAAATGGCAAGAGGGTAATTTCTTCATCGCGTGGACAAGNAAACGAGCATTCTNAGGGATCCAAGTTACATGCCTCTACAAATATTAGTCAGTGTATTTTGCAACCAAAGAAACATGGTAAGTTTCCAGGTGGGCATTGTCTTAATTGGGAAAAGGAGGTACAAACTGGCAAAACGAGATATCTATCCGTTGAAGAAGTCCTTGGTCTGTCATCGGGCATCAAGAAATATGGATATTCGTTGATAAATATTGTCTCCTCAAGTGTTGTGTCAACCAAATCCACGGCAATCGTGACTCGGTGGAATTTTAGCGAAGTCTAGAGCTCAAATTTCAAATTATTTTCCTGAGAAGAGCATAGTGTAACGGTCTNTAGGATCGGCAGGATAAACCTGGTGGGCCCATCTGGTCTACCCATGGTGTNCTTCATTGCGAGGTTTCGCGTATCCTACTTATTCTAAAGAATATTGTATNGTACCCTTCTCAGGAAAAGAATTTAAAATTTGAGTTCTAGGCTTGCTTAGATTCCCTCGAGTCACGGTCGACATGAATTTGGTTGACACGACTCTTGAAGAGACNGTCTTTTTCAGCGGACATCCATATTTCTTGCCGCCTGATGATAGAACGAGTGCTTCTTCAACATGTAGGCCTCTCGTTTTCCCGGTTTGTACCTCCTTTTCCCAGTTAATATAATGCCCACCTGGAAACTTCATACGTTTCTTTGGTGGCATAGTACTCTGACAAATCTTTGTAGAGGCATGTAACTTGGATCCCTAAGAGTACTCATTTTCCGGTCGACGTGATGAAGAAATTACCCTCTTTCCAATATCACATTTTTNACAACAACAATCCTTTTGTGCATCTACATACCCCAACACGGAATGCCTGAAAGGAAGAGAAAAAGCAGAATTTTTGAAAACAGGAAGAGGACTACGTGTGCATAAAAAATACAGACTATATGTTTGAGGTTTACAAAGAACATATAGATATGGACAAGGTGATGAAGAAAGTACGGATTAGAGAGTCATGGCTTTCAGCTTTCCTAACTGATTGTCCACCCTTTTATGCTAAAAAGAGAGAGAACTTACTAATGCACGTCAACATTTTAACACTGATAGCATGTAATGGTTGCTTCTAGAAAATCTATATCACCGCAAATTTCACAAATCTTTTTCTGCAAGTTCGTATAGAAAACATAAGAAATTTAGAAGCTAACAGACTTTTGATCCATATTAAGTGAAAATCATATTTCCCTCTAGTTTTGGCAATGAACAAGGATCTAGATGCTATCAAAGTGGTCATTCATCTTCTTTTGTTGCACCGAATTAAGATTACCAGATGAACAAAATGAAGAATGAGGGGGCAAAATATCATCAGGTACACAACGCTAAATCATAATCAGCAAAATCAAGTTCTCGNCTTCTTTTAGCTAACATGCTTATCTTTCATAATACCATACCATTGTATTATGAAAGTCAGTGGTACAATACCAGTTTTCGACAAGCAATTCATTCTGCTTCTCTTGTTGTTAATTTGAAGACGGTTCATCTGTATACCTAATATATTTAAGTTTTTTATTTTGTTCTTTAATCTTATATTATTAGACACAATCTATGGTGTCTTCTTTTGGACATGAAAGGAGATTTTTTAGAACAAAAAAAGACAACATGTTGTAACTAGAGCATAATCCTTGATGGACGAAATAAATCTCTCGAGTTTATTTGTCCTTTTAAAGTTGCACGATATAGTATAATTTTTATCCTTGCATCAAAAAAGAAAAACCCAACCATAGTGCAATATGAATTGATGTTTAACTATTTTCAACGTAAAATTTTAACTAATCAGTAAGTTGACTTTGGAGTAAAATGTTCTAATAAAAACTAACAAAATTTTAATCCCTATCCGTTAATAGCCTAATACATACACTAAAGTATTACTAGTAGAACGAGGTATAAGCAAACATCCTTAGTAGAGAAATAGCAACACAATATCTGAATATGGGGCAAGCATATNGAGTAAAAATATTTTAGAACTTGGGAGAACGAAACTACACTCAAAGTAATTAGAAAAAAAAGGCACCCAATAAACAACAGCATATTGATTATTATTGCCTAATGGAGATACAATTGAAGTAGCTAATAATTGTGTGATAACTATAGTTGATACATTGTTTGACGATCTAATCCAGAACTTTAGTACAACACTATTGATGAAAGGAAGGGACAATATTTTGAGTAAATTGTCAAGATTTCTCTTAATCTAGTCACTTAATGATATAGAAGATGTTATTTATATTACTCTTCTCGTTACATTTTTATCGTTAGCAAATTGAAACCTATTCAAAGAATCTATATTGAACACTCCTTTATTTATGTTAGAGCGTTGAAACCTCGAACACTCATTTATTTAATAATTCATAATCATGATGTCTGAATGAGCTTGGGTAGCTTTGTTCATCCTTAATAAAAGATATTCAATAGATATCTCTTTAAGCATCTTATTTTGAGAAAAAAAACTCTATCGATTTGAACAATATTTATTGATAAATTCAGGTGTGATTTCTATCTTTTT

>rnd-5_family-8065#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 17 )

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTCAAAAAGATGTTTTNAAGGTTGTTGGTGCACACTTTTAGCGGCGAAAAATAGACTTTTAGCGACGAAAAATGAGTTTTAGCGACGAAATCNCTGAGTTAAATATCTATTCGAACCCATTTCGTATTTTTGACATTTTGGGAGCTAGAAAAGTCGGTTCGAGGCGATTTTCGATGCGTTTTTCTTTCATAATCATTGGGTACGTATTTCTAACCCTATTTTANTCTTTTCCCAAGAATATCCCTTTCATATTTCATGATTTTTATCCACGAAGTTGAGATTTTAAACCCCAAAGTAGAGAAATNAAAAATCGTTGATTTGAAGGTCGATTTGGAATGGGTTTTCGTTGATTTTCGGAATTTAAGGTCCTTGTATTGTGGGTAAACCGATTTTGACAAAGNTTTTCCGAAATTTCTCATTTTGACCGCATTTCAAATGTGGGTTTTGGGGTTTTTCTCCCAAAGTTAAAAAATGAGTAATTTCTTGATTTAGAGCTCGATTCTCGCTTGTTTTTAATGGGTTTTTCAACCACGAACTCCTATTGACTTGTAGAACTTGATTTTCAACTAAAAATNTGATTTTACCCTTTTAATTTCCGAAGTGATTTTTGGACTATTTTACCCCCGATTTCAAATCCTATCAATATGGGTATCATTGGACTCCTTTTGATGAACTCTTTCCATTCTTGATAGTTGAGGATCGTTTTGGTTAGCGTGCGNTTGAGGATTTGCTCCGGTAGAGTTGTTCGGGTGAAGTTTCGGCCTTGAGGTAGGTTTGGCTTATCCTTCTCCTAGACTGGGATCGGGTAATTGATCGTTCTTATGTCTTAGGCTGTGAGATGGGATCGTAGTATGATTTTTAGGGGTTGGTAAGTGTTGATCTTATTGTGTTGCCCGTGTGGGGACTCGATTGTATTGCGTTGCCCGTGTGGGGGCTTGTNTGTGTTGTTTAGCATGTGTGGAGGCCTNTATGTGTTGTTTAACTTGCTGTTGAGGGCTTGTGTGATTCTTGAGTAATTGCCCGTGAGAGAGGTTGCGTGAGTTGTGTGACTTATAATTGCCCGAGTGAGATGCCGAGTTAGGGGCTTGAGTTGATGCTTTGAGTAAATGAAACGCTTTNTAAATGGAATTTGCTTATTCTAAGTGGTAAAGACTGATTTCAAATGGTTTCCTCCACTATCCCTNTCATNTGAGGACGCGTTTCATGACTCGTTGAGTTTGAGAACTTGAGTCTATTTGAGATNCNTGNTGAGCTGATTATTGCCTCCGTGTTATATATGTGTTGTGATGCATTCATCCTCATGCATCATATCATGGTTCATGGGAAATATGAGAAAGCGGAGAAANACTATCTTTTTGAGAAAGAAAATGNGACACCTTACTTATATCCTTGACCACGCTGAGGTGGCAAGTTGATGAGATATTGAGATTGTGATTCGGTATATGGACTGCGAGTCCCCCATGGGTCCTTGTCTGGGAGCCTTAGCAAGGTGTATACGACAGGTTGTGCGACGACCTTGGTTCCACCGCACCACCACATCATTNCATCATCTCATTGCATCGCATTGGCCAGTCNTGTTGNGTTGCGTGACTCGTTCGTGTTGATTTAAATATTATTTGTACCCTTATGTGTTTACTTTATTCGCGCCGTTCTATATAAATTGGCGGCGCCGATGCCGGAATGGGACTTTTCTGCGTGCAGGTGGAAGCGTTCCATAGTTTATTTCTTAAGTCTGATTAGTTGCTTATACTCAGTCGGTCNAACCTACTGAGTACATGTGGATTGTACTCACCCCTACTTCTATTATCCTTTGATGNAGATCCTAGTCAGGGTGATCCTCGTAGCGGCTGATCGGATCTAGCTTTGGAGNTCTCTTTCGGAGTTGTGGTGAGATCCTGCTTTCCGGATCGCCATTAGTCTCCATCTATCATTTACAGTCTTTAATTTCCTTTCGAAGACTTGAGATGTATTTCAGANTCTAAAAATGTATTAGATGCTCTTTATACTTATGCTACCAGGTTTTGGGATATTCTTTGTTGTTTTTCTATCGTTTGTGGCCTGACTTCCCTTCGGGAGTCTCGTATGTGTTGTTTCTTTCGGCTTACACACCATTTTGGAGTTCTCGAGGTGTGTGCCATCATGACCTCGACTTT

>rnd-5_family-3599#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TCAGTTCTTGTTAGTTTTTNTTTATTATTCTTATTTTGTTTTATTTGCGGTANTGTCCGTTCTCTANCCACATTGGGGACAATGTTGAATGCTTTCGGTGGGGGTGGCGCTTGGTCAGTGAACCC

>rnd-5_family-293#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

TGGCACACGTTTCTTTCAGGGATGCAACCTGATACTTCAATGGTGGATGATGAGACACTTGATCAAAGCTCATGATCCAACAGAACCAGATCCCTTAGAAAGACCGAACAGACTCGAAAGTCACGATTGGTGGGTGCAACGTAATCATTTCAACAGGACTGGAGGCCAAGAATTTTGGTACCCGAGACTTCGGGGTTTGAGAGANGAAAATGTGCAGTGGTCGATCCAATGCTTGGTAGTAACAAAACAAATGGTGATCCGAGCGGAAAGACCCCCTACTTGATATTTGCCGGGTTGAGAGGGACTCGGCCATATGCTCCCGCTCGAGTACTTAGACAACTGGGAGGGAAACAAGAGCTTCCCCAAATCGCGGACATGACGAAATTTGCGACGGATCATGAAAATGGACGAGTCGCTTTTGCTGAAAAGATACTTCGANTATGGAAGACTCGAAGGGTATTGGGTGAGCCGGTGCCAAATAGGTTTCGTCCCGAATGTTCTAAGGATTACAAAGAATGGTTAAAGAAGAGCCTCGCCGGAACTATCGAGCCCGGTCCAAACGTTCCCCATATTATTGCAGATGTTGGNGCCAAACATCAAATTCGACTTCATCGACTCCAAGAGAAGTTTGATAAGAATGAGTTGGATCATCAGCGCCGACATTCAGAAGACGCCAAAAGTCATAGCTCAGTTGAAGNAAGAGCTACGAAGAGCCAGGCAATGCATGTCAGAATTAGATGATAGCATGGAGCAGCAGATTCAGTCGGTCGAGAGGTTCAGACATCAAGAAGGGGCTCGGTTGGCAAGAGATCACCTATGGGCGAACAGATATGCTATGTGGGAAGAGGTCAGCGTCGCCAAGAGGACCAGACTTGGTGAAAGATCAGGATGAGCTTG

>rnd-5_family-1115#LINE/L1 ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

GAGTATGGAAAGGGATTTGTTAAATTTTGGGCCGAGTTTCAACAATTCTTACCAAACCGGAGGGTGGGGAATGGGTGCAAAACTATGTTTTGGTAGGACTTGTGGACGGGTTATGTGTGATTAATAGAAAACTTACCCATTTTGTATAGTATTTCCTTGAATGAGCAATGTACAGTCGCGGCAGAGTGCTATATAAATTCTGGGTGGCACCTGCATTTCAGGAGAAATTTTAATGACCGGGAGATGGACGATATTAGTCATTTGCTCACATTTACTGGATCCTATTACCCACATTGACTCAGGTAGNAAGTTGAACTCAATTTTCTAGTCTGGANAGCAAGTAATGACGGAGGCTTCTCTGTTAAAAAGTGCTATAACCTNCTAAAGAAACGAACGAGATNTTGGGATTTTAGTTGGCCNTGGAAANNGATTTGGAGAANTAAGGCACCTACGAAAGTAGCTTGTTTTGGTTGGATTGCAGCATAGGAAGCATGCCTAACACAGGATAATCTGCAGAAAAGGGGTTTTCAGTTGGCCANCAGATGCTNCTTCTGTGAAGAANATTCGGAAACCGTCAGCCACCTNTTTCTTCATTGCAGAATAGCTAGACAATGTTGGGANCTTTTTTTGAATNTTTGCGGGGTTTCTTGGGTNATGCCANAGGATGTNAAGAGNTTATCGGAGTGCTGGCACGGNCGGAGGATNCGCAANACCTCGAAGCAGATCTGGAGAACTATCCCTCTGTGCATCTTCTGGACTATTTGGCTNGAAAGGAACAAAGCATGTTTTGAGGGNCAAAAAGATCANATCTCTAGAGCTAGAATNAANTGTTTNCATAATCTGTTCTTTTGGTGTAAAAGNAGTTTANTAGATGATNTAGATACATACATGGATTTTTTGGANTCGCTAGGAAGTAGGATGCAACTGTCTGTANTGGNAATTGTCCGAGTCTTTTGTAACTTTTGTTGTACCTTCTTGGTACTTAGCCAATAAACCTTTACCTTATCAAAAAAAAATTAAAGCATTAATATTAGCTAAAGCTAAAGCTTCAATAAGTTTAAGAGAATTGCTAAGCTTATAGTCTTATCCCTTCGTCACTCCCAGTACCTTAAACTAAT

>rnd-5_family-9623#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

AATGGAGTTCCAATTTCCGTTCAACTTCATTTCCNTNTTCCTTTTCCTATCNTTCCTCTTTTTACTACTTGCGGAATGGAAAAANTCAAAAAACTTAAACAAAAAACTGCCTCCAGGTCCATGGAAATTGCCTTTTATTGGAAGTNTGCATCACTTGGATTAGNAGGTGGACTTCCNCATCGTGCNCTCAGAAACTTNGGCAAAAAATATGGACCTNTCATGCACCTTCAACTAGGCGAAGTTTCTACTATCGTAGTTTCTTCTACGGANATGGCGAAAGAAGTACTGAAAACTCATGACCTCGCTTTTGCATCNAGGCCTAAATTNTTGGCCNNCGANATTATATTTTACAATGGCACGGACATCGCGTTTNGTCCNTACGGNGATTACTGGAGACAAATGCGCAAAATNTGTGTCTTGGAACTGCTTAGTGCCAAGAACGTNCGGTCATTTAGTTCNATCAGGCGAGACGAGGCTTCGCGCCTCGTGCAATTCATCCGGTCATCAACACGTGGCGAGCCAATNAACGTNACGGAACGGATTTTATGGTACCAGAGCTCNATNACNTGTAGANCAGCATTTGGGGAANTGTTNAAAGATCAAGAGAAATTCATTGGAATAGTGAAAGAATTGATGGAAGTGGCAGGTGGATTTGATGTGGCTGACATTTTCCCTTCAATCAAGATCCTTCACGTGTTAAGTGGAGCGAAGAGTAAAATCNTGAANGTTCACNAAAATGTTGATGCNATTGTTGAGGACGTCATCAATGAGCACAAGAAGAATNTTGCAANTGGTAAAAAGGGAAATGGTGCATTTGGAGGTGAAGATTTAGTTGATGTTCTACTAAGACTNACGGAGGACGGAGAACTTNAATTTCCAATCACCAACGACAACATCAAAGCTGTTATTNTTGTAAGTATT

>rnd-5_family-1156#DNA/CMC-EnSpm ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GATATAATGATATGTGTCATATTGAGATTAATTTAACTTGTTATCATAGATTTTGCATTGTTTCATTCAAATATGATTTATAAAATTGATATTAATATTTTTGGATTTATATTCGTGCTCTTAGATTTTTAAATGCAATAAATTAATAAATATTTTACTATTGAATAATCATTCAGTTAATAATATTTTGAACATATTGTCAATCAATTACTAACCTAACATTGAACTTGAATGATATATTACCAACAAACTAACAATCAATTAGTAAATTTATTAGAAAAACAAATAATCATACTAACGTATTTAA

>rnd-5_family-1431#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

CACACGTGATTTTTTTTTTTGACTTCTTTAATTCAACGNCTAATTTGAGTTTTAAATATCTCCCTTGTAGATCTATTTGCTTATCATTATTTGAGTTTCTTATTCTTATTTAATTTTTTCTTCGTTTTTAGTGTAAAATATGAGAAATAAAAAAGAAAAAACGTGAATGGAAAAAAGAAAAAGAATTAAAACTAAATTTTTTGCGGCTATATTGTAATTTATTTTGTATTTGTAAAAAAACAATCGGGCATCTACGATAAATTTTTATAAGAAAAATGAGTTAAATGAATAAATTTGACCATCAAAATAATATATTTTAAAAAAAATAA

>rnd-5_family-7852#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

AAAATTTCAAATTGTTCATAAATCGCATTCGTGGAATGCGTTTTATTCATTGTTAGTGATCTTCAATGCAGCTCTTTGTTTTCTCCCTTAATAGCATTAACTAAACTAGTAAATAACANACGTTTTCTATCATTACACAACAACTCCACTTTATTGCATATATTTCCACTACTTTATTAATTTAATTATTCTCACATAAATACACATATCTCAA

>rnd-5_family-1200#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

ATTTNTACGTGTATGTATGAGAGACGATTGCAAGAGTACGCGAAAGAAGTGGACGAGCTAAGCATGAAAGTTTTGGAAATGTCGGGTAAAGCTTTGGGGATTGATGAAGANGANGTGAAGAGTNTTCTTGAAGAAGGAACGCAATCGATGAGGATGAATTATTATCCACCATGTCCNCAGCCAGANAAAGCGNTGGGACTTCGNCCTCATTCAGATCCCGGCTGCTTTAACTATTCTNCTNCAAGGATGAAATCGGAGGCCTTCAAGTNCACAAAGACGGCAATTGGATNCCCATNGCCCCTTCCNAACGCNCTCGTCGTCAACGTTGGNGACGCCNTTGAGGTA

>rnd-5_family-9120#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TTGGCATATTACATGTGGCCGACAAACTTTATTAAAGTCTTCTTTATTTTGTCTGAGGGGCCTTCATTCACGTTTTNTCTTTTCCTTTGCAGNTGTGGNTNTGCCGGAAGATTCTTCCACTTGCTCTTGGAATTTTTTGAAGAGAGCGTCGATATCAATCTCTTCATTGCTATCANCGCCTTGGGCTTCTCCCGCCGTACACGCGGCATCATCCTCATCGTTGGTGTGGCTTGCTGATGCCATGGAGATATCATCCCTAATATCTATATCGAGATTTTTCATTAAATCTTTCTTCACTTCTTCCATGTACAAGGCTATAGCCTCTGATTTAGAGACNANTCCCTTCTTCATTTGAAGTTTTCTTGTGATCTGCTTAAANGGGCTCAGAGAATCCTCTTGTGGT

>rnd-5_family-6688#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

AAAAAGGGCGTCCAACTTTTAGAGGAAGTATGAAGATTCCATCAATTCCTCAAGANATAGTCATTGAAATATTCTCATGGCTTCCTGCCAAGTCNTTAATGCGTTTCAAGTGCGTTACCAAATTCTTTAATTCTCTTGTTTCCGAATCAGATTTTACGGATATCCATAGATGTCGNTCTATGACCCGTNCCGGTGGAACAAAATTCTTTCTGCGCGGAAGGGAATTTTATTGCACCGCTGATCAGCAAAAGGAAGATGGAAAAATCTCTGCCTCCATTCTTCAAATTGAGAGATTTGGTGAACTCCCCTTCCATATCCGTGTAGATTCTCGTTTGAATTGCGTTAACGGTTTATTTTGCGTTTGGNAACCATTCTCTGCGCGACCTGCTGCGATTTTCAACCCCAGTACAAGAGAAGTAAGATTTCTTCCCGACCCAAATGAAGGTNTTTCTTTGCGTCACTATTCATTAGGTTTTGAGCCGGAAGAGAAGAAGTACAAAGTTTTTTCGNCAGCAACACGATGAAGGGTACANAAAACGATGGGTTTTAACTTTAGGCATAGACGAATCGTGGAGAGAGACTNAAAGCATTNCCCCTTCCTATTCCGTATTTTAAGCCCGGCGTTTGCATTAATGGAGTTATCTATCAGTTTGTTTGCGATNACAAACGTGCTATAGCTGCANTTGATGTTAAAACTGAAAATTTCGAAATTATTGNATTGTGGAATGAATCTCANTGGTGGCATTACGAGTTGATAGAGGTGAANGGTAAATTAGNAGTCGTNGATTATAAAAAACGGGTANGTGGATACTTCGACTTGCGGGTTTTAGAGCAAACTCCGAAAAAAAGAATGGGAGAGNCATATCATTCGNTTTCCTTCAATATGGAANGACGTACGGCCCGANGTCATATCATCCTGCACGTCCCGTGATGGGGAGATTNTATTCGTCGCGAACTTAAAGTCGGGTGCTTTATGTTCGTGTTATGATATCACGAGACAGAGTTGGAGAAAATTANAAATCAAGGGNCTTCCTAAGAACGAGTGCATCGGAGGCATTTATAGTTACGTAGAAAGCCTCNTTCCATTTGAGAAATTTGCAAGACTCATTTCNAAGTTTAAACTAGAAGACATTTTGACTCGTTCGTTCTTTGTTGTTTTGTTGTTATTATTTTGCATTTGAATAACAAGCCTTATTCCTAGTTGTAGTCTAACTACAAAG

>rnd-5_family-4425#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 16 )

AATCTGAGCATGTGTATGCAGGAGACATAATCCGTAACTGGAATTGTGACCAACCTCAAGGGTCCTCATCGAACGTTTCATGGCTTAGTCATTTATATATATAATCCCTATAATTTGCCTAAGTGATATCTTTACTTCATTATATCGCTTCTTTGCTCTTTGTAAAGCTAACTGTCAGGGAATCACATGATGGCCTACTGACGGCGATTAGTGAACCCTGTATGGCATCTGTAGCCCACTGTCACGACCACGCGTGAAATCTCATAGTCTGGGTAACGAGGTCTATCAAGGTACGCCCCCCAGGGCTCCTGTATGGTCTGCCCGCAGGCCTGTATCAGTCAGGTGAATCCACGACGGGAAATTCCAGCTGACTATATCTGAATTNTGTGCACAGAGTAGCGTCGCACGTAGTAGCCCTAAATATACCCACCCTACGCTGCAGAGTAGTCTATAATCTCAACTGCTTGCAATTATTTATAATAATTAATTCATTAATCACATAGCTCGTGATACAATTCGTGATTACATTCTTTAGCTTGAGAATCATATATCTTGTGACCTATGCACTTACGAACAGTCTGTGGCCGGCTGCTTTCTTTAAATTTATGCAACATGTACACCGCTAACTTCTAAGAGTTCCAACTGTAGACAAATGTAGTTGTGTGAAACATATTGCTTCCTTGAAGAGTACTATAACTCTATAGGTTTAGGACTCAACATGAGAGGGTTTATAAAATAGGATAACTTTCTTTCAAGTATCATAGAATCTNTAGTGACATTTATCGGAAGAACATGCGAGTTTAGGTCGTGCCTTAAGGGCGAAAGAGGTTTTAGCTTTACATACCTTAATTCGGGACTTACTATCTTACGTCGTCAAACTCCTTTGCTGACAACTTTATCTATAACATAAAATCATAAAAGGATAGTATAAGAAACTAATCAAGAGTCACAACAATGCCAAAAACACAATAATGGTTCGCGAGCGACAATCTCAACAATTACCATAGATGAATGGCGTATCGCCACACCCTTCTCTTTCTCTACTTTCCAAGTANGCTTATGACTTNTTTACGTGTTCAGTATTACTCCTCAATCCTTTAACCGTAAAGAACCAGCCCCCTTAATNATCCACACTTAACATACGTATAAANCTAAACTCGTGGCCTCCGAACACCATCCCGCGGGTTCTTTGTTAACGATGTCAAATTCCTTTATAAGCTCATAGTTTAAGTTGGTAGAGAACTAATGCCATAAATTAAAATAATAGGAGCTCATATAANCAGCTACAACATATTCTTAGCGATTTAGGCATTTCATCAAACACTTGGTGAGCGACAAACTTTCAAGAACTATAATAGTCGCGTTCTCTATACCTAGCCTTCCGTTTTATCGTAACCAGCTTACTNCCCCAATACAATACCATTGACCCCTCATTTGGTCAAAACAACAGCCAACACAACCTTCTACAAACTCCCTCCTCACCAAAAAATCAACTACCATGGGTAAAACATGGAATCACGGCTTCCTATCACCGTCCCGTGTGTCCTACCCATAAATTATACTTAAAGCATCCTTNGAATACTATTTATGGAGATAGAAGAGGAGTCATACCTATATATCAAAGAAAAGCAGCCCCTGCCCTTTTCTATTCTCCAAGAACAATACTTTTTCCTTCAANAAAACATTTAGCTAAGTATATCTATAGGTCTATGGAGAGGAAGACACTTGATTCTTGAAGAAACCAACTTACCTTAAGCTTTGGTGGATTGAAGATGAGAAAAACTTGAAGAAATAACTTGAAACCAGTCCTTACACGTTCTTGAGTATATGAGAAAGTATATCCCAAACTTCTAATATAAAAACAACAANTTTGGCCGACTTTCTCTAAAGTGCCACATTCCCGCANNGATTGGGCAGTGCACACGTACATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCAGATGAGAAATGAGATCATTTGTAGTATTCCTCCACAATGAACCTTTAAACTTGAATCTTTTCTTTAATGATCTCTTTGGCCTAAAACTTTTGTTTAACCCTTCAAATGACTAAATATAAGGGTTACATGGTATGCTTAACCATTTTCAATGATATACCTCCCCCGATATCACATCTATGCATCGGTGTTTACGAGTCGCAG

>rnd-5_family-1405#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

TTCAAAAATATCCTTGTCGTTAGTTAACTAGTTCAAAAATGCCCTCCAATTAGTCAACTAGCTCAAAAATACCCTTCTTACTAACGATTGCTCCAAAACAAACGAAATTCGATTTTTCCTTGAATTATTCGAAATGGGGAACCTTTCGGCTTTGCCCTCCATTTAAAGTTGNGGACAAGTGCTATTAATTTGACTATTTTAAATGANAAATTTTTATACTATGCCAATTTTATGTTTTATATAAAGTTTAATTACCGGCATTAATTTTTCAACTAAATATTTGTTTTTTCTCAAAACTATTATANCAGCTCGATTAAAAT

>rnd-5_family-515#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ATATTACTATATATAATAAGTGGGAATATCTACTACTTAGCACATGACAAGTGTTGGATGATATGTGCTTGATAGTGTTGTACATTCTTCTTTTATGGTTGTACCTTTAAAATTTATATTATTGGACAATTTAACACCATTAATTACCTACTACTTTATTAGCCGAAAAGTTTGACCTCATTTGGGCCCATTTATTATTTATATGTTTTCAATTTTCAATATATGTTGTCTATCTAATTCTTTTTTTCAACCTTTTATTTTAAACTTCTTGAAATTTAATTACCTATTTAT

>rnd-5_family-329#LINE/L1 ( Recon Family Size = 21 Final Multiple Alignment Size = 16 )

AAGGTGAAAGGAGGATCTAGGGATAGTTCTCTTTTTTCTTCTTTTCTTTTCTTTATCTTTTGTTTATGCCCGACACACAAGTGTGGAGGGAGGATATGATGTAAATTTTTGGATNCCAGCTTTGAGCTGATGATTGATATACAAACTGTTACCTTTGTCAAAATAAAAA

>rnd-5_family-1096#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

AGAGGTCTGGTATCTGGTGCGACGGCTTAAGCGAACTCTTGATCGCTTAAGAGAAGTCCGCGTTTAGTAGACCAAGGGGCCGCTTAAGCGAANGGCATCAGAGGGGCGGGGGTCGCTTAAGAGACCCACCCTTGGCTTTTACGAAGGNCGCTTAAGCGACCAAGGCGTCGCTTAAGAGAAGGGTGTCTCTTAGGCGGGCGTCCTCTTAAGCGACCTTTCGGCTAAGTGAACGAACGTTCGNTCTTTAGAAGATCACTGGGATTAAAATCCCATATCTCTTACTTTATTCTCTTCAAAAGAACCCGGCATCTTGAATTAGAACTCTGCCTTAGGTNACTTAAGGAGCAGTTTTTGACCATTTTCGACCCTTCAAAGGTAATTCTCTTTATCANTTCCTCTTTTCTCTACGCTTTTATGNCCTTAATTTCGTAATTCAATTTCGTTTCCGACCTCGAATTCCNTAATTTCTAAACTTTAAAGTATGCTAATTTGACCATTAGAGGTCTGAATTGAGTCCTATTTTCGCCCATCTTTNGGGCATGTGATCCTTACCCCAATGAGGAGAATGTGACGAATTTCTTTTTGTATTTCGGTTGCNTCGNTTCGNGGGCTGGTTTTCGGCCCAATTTCCGGTCCGAATTTTGAGNTAGTNATATNGGTATCGTTAGACCCGTATTGACTTCATGTNNNTTNTATTCTTGATAACTCGACAACGATCTGAGGCTCTCCNGAAGGGAAAANCACNNGAGTTGTAGTTCGTGTGCGNTCTTCGTCCTTGAGGTAGGTTATGGCTTTTACCTTCTTTAGACTCGACTTTGTTAGATTGANTATATTTNGGTAGTATCGCATGATTTAGGTTGGAATCCTTAGGTTGTATTGAGCTTTATTGATCCTTGGATAGTTATGGCCATAGGTTNGGTGGTTTAGTTTAAGTTTTAGTCGGAGAAGNCTTAGTTTAGGCGGTTCTTTNCTTGCTTGAGTAGTATCCTTACANTCTGCTCCTAGGTGGCNTGAAACTTNGGATTTGCGTGTTTTGATTGTTTTGGTTGATTTGNATGACTAATGTGGATTCTTGAGTTGTGACTTCGTTGGTCGTTTATCGAACTGTTGGGCCTGAGGCCGCGAGCTTGGATTGGTAGGAGTCCCAGGTTAGTAATCTTGTGGTGCGGCGGGTATTCTTCTCGATTTTGTGTGTATGCCATGAGTTGATTTTGATGATACTTCCGAGANACGGAGTTNCTATTNTNTTGAATTTTGAGAATGACTTGGCTTGTGAAAAAAGGAAATTGACCTTAATNAGTTGGAAGTCCTTGAGACCCGTTTTCGATTAAAACCGTAACAAACCNTTTTACTTGATTTATCGCACCTTTNAGATGCATTTACTCTGATNAGCTCGANGTATCATTCTAGGCGGCCCAATAGCTTAGGCTCGGCTACAGTTTATCNTTTGCATTTACGTTGTTGATAAGCTCGAAGTATCATCTCGGGCGGCCGGTTGAAATATATATCTTCTGGNTTATTGGTAAGCTCGATGTGCCATNCCGGGCGGCCCATTGATACATATATCCGGGTTATTGGCTTACGGNTAAGCTTGAGGTACCATTCCAGGCGGCTCGATGTTTCTTCCGGGCTTANGATNTTCCTTATTTTGAGTTTGACATTGNAGCGTCGCGTGAGTTGCCTTTGAGTGTGTTGATTGTATTATTCGTGTGTGGCTTCTTGCTGCGCGTTGATTCTATCTTACATGTGCTCTAGTATACCCTTGTTATGACTTTTTTGCCTTTGTCTTGCTAGTAGCTTTGTTCTTTTTATTTATATATCGGTACCACGTGTTTTGGTACTCATGCTGCACATTCTACATCTTTTTTTATCTAATGTAACTCGCAGTTCGAGCCACCCTCAGTGAGCATTTGGATCTCCCGTGGCCGTCACAAACTTGGATTGTGGTGAGCTCTTGACGTTCAGAGACTTGTTATTGTCCTTCTTTTGTACTGACTCGCATGTTGTATTTTGGATTAGTCANTTNTCTCTATATATGACTTTTTGTTCGTAGTAGCTCATGTATAGGTGACACCAGGTCTCGGGGATTGAT

>rnd-5_family-5628#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

TACAATATTTGGTTAACTTTGAGAAAATAGTTAAATAAATGACGCATTTTATTTNTTTTTTAGAGAAATAGGACCTAAAATGAAACATTTGAGTCGAAATACGAGTGATTAGAATNTTAATAAAACTAGATTAATTAGAATTTATTTGATTCATTTTTGAAATAATAATTTAAACCAAATTAGTTAATTTAAAGCATGAAAACCATTTTATAATTAATTGAAGAATAAAAGTTTCGACTAACTTTTTTGAGTAAATGACTAAGTAGAGAGTGAACATTTGTTTAGTTCATTTGAGAAAAAATATTTTAACTTATTGAAAAGGCGTTTTTTAAAGTTTATTTGAGGAAAAATACTTTAACCTTTAAACCACTTTTAAACGAGNTAAAANGTGATCGAGCGAAGAGGCATTAAAGAACATATTTTTTTTTTAAGAACAAAGATTCGACTTAATTAAAGTATAAAATTTGACCGAAAGTATAACTTGACCAACGNAATNAAATAAGAAGACAGAAACGTATTTAAAGNTAAACCGACACAAAGANGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCCCATATACCGACTGTATGCAGTTTGCTTCGACGCCTCCAACCTGTATCTCCATTTCAGGCCACATATNCGTNNCGTTGCCATATCGAACCTGTATAATGAGTGTATANTGCTGTATACAGTATGTATACAGCCCATTTCTTGGGCTTTTGAATTAATTTCCAGCAGCATGTCGGGTCTCCGGGGCCTGTAACAGCTTCCGAATATGTAGGGGGCTGACTCGAGAAATAGGGACGGCAAAGATCGAGCTTTTACGGCTCGACTCGAAATGCGAGGTAGATAAGTCCACCATGGACTCGGGAGGGGTTTACGCGACAAAGAAAGGAGCCGAATTAGTATGCGAAATAAGTAAGCGGCTAGGACATAACTTAATTAGAATGAAAGCAACTTAAACATTTTNGAGCTAAAAATGTCACCCCAAGTCAACTATGAGACCAAATTGAGACCCAAATGTCATAAATTTCAATACAAGATAGGAGGCTTACAAAAACTAATAGTAAACTAATGAGAAATCAATACACAAGGAAATTCAAAGGGGNGGCCATGTGCTCGTGTACATACGTGACAATAAAATTTACGAGCAATAACTAACACAANCCAAAAAATGCATAAAGAAACATGTTGCACATTTGACTAAAATCACCTCATATAATGAACGACACTAGATATATCTATGGGGACTTTTAAAACTACCGGCTTTGTTATACCAAAGGAACAAAAAACTTAGGGCAGTAGCCAATTAGCTCATTTAACTCCTATAAGCAAAGGAAGAAAGTAACTACAATCAAATAACTAAANTGGGCAACATTAGCATTCAAGCAAACATGTTATAATATGGCATAATATCATAACAATTTCCATAGCACCGTTGAACGGTAACACTCAAGTAAACGACTAAGGTAAACAACAAGTTAAAAATCAGGATAGATATTTTCANATTTTAGACAAAGATGGGAGGGCTATTCTCTGGAAAATAGGAGCGACCTTAGTTAGATCGACACATTACGGTGGTAGAGTTACAAGCGTCCCGCCATGAGTTGAAATCCGAAGAGACATANACCACTCGAGCTGATCGAAAANAGAGGCTAGACATATCTACTANGCGAATTCAAACTAGTATTGACAAGAAACCTTCACAATGACAGAGAAAACACCAAAGCGAACGACCAAGGTTGCGGCCACATTCTTATCACACTGATGAAAGCTAANCGAACAGCGAATGATCCAAAACGACACGACCGGCACACTCCGAAATCGAGACCAAATGAACTTTAAACCATTTCGAACAAAGCGAAACAGAGATTTAACTAGNCTCACGGATACAAAATTGAGCCGAAGAATCTAACGACCAACATATAATATCAAAGNGATTTCGCTGATGCTTGAATCATGCTTACTGCTTAAAAAATTCACAGGAAAATGGTACTAAAGCAAAGAATTAAAAGCGAAGGAACCAAACGTTCTTAATAACAAACTCCATACCAAGTATCGAACACATAGCACACCGTATCG

>rnd-5_family-2827#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 16 )

AGATCTATTTTATCTTTGTTATTAAATACTATTCATTTTTCAATATTTAGATGACTTATATTTAATAAGGGTGATTTGGTAAAATTATCCCTATCATTTACTGCTTCTTAATCTCTGTGTCAAGTCAATAGTGGACAACTATTGTTGGAC

>rnd-5_family-4729#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

CTTCCAAAGTAACCAATAAGATCATCCAAAGCCAGAGAGTGCGTAGCCCGGACCTCGAACCGCGGATAGGACTCCAAAAGAACCAATAGGATCNAGCCGATATGTATCAACTCCGTAGAGGATAAAGAGCCCGAANCACGGACTGCGGCTGNAGATCAAGTGCCCAGACCTCGAATCTGCGACTAANAGTAAGGCGGTATGACNAGACCTCGAATCTGCTAACATAANGGCTGTCGAAGAATACCATGCCAAATCATCATCATAGNACCACCGTGGAANGACGTCCATCGCAAGGTAATCAATACAATACTCCAAGCCCGAACCAAATCCAATCCCACGTCGCCAAGCGAAGCCCGAAATCTCAACCGTAAACCACGGGGCCGTAGACATGGGGCAATATTTCTTTGAAAATGAGTGAGAAGGGTCAT

>rnd-5_family-1123#LTR/Caulimovirus ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TCTTCTGAGATCCTGTTTCGTTGGTATCAGAGCCTAGGAAC

>rnd-5_family-5682#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

GGCCGTTTGGTTACNGTATAAGNTGCATTTTATTCATGTATAAAAAGTTGCATTAGTTTTACCATGTTTGGTAGAAATTTTGTATTAGGTGGAAAAGTCAACACGACTTACCATGTTTGGTTGATACGTTTCTCAAAATTGTATAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTAGGTGGGTATTAGTATGTATTAAAANGGTAAATTACACATTTATCCCTATTAATTTATTTTTAATTTTTTTCATTGAAAACGTTACCCAACTATNCTATTTTCCTAACTTTTTTTTAATACACGAACAACTTTTTTTTTTTCTGTTTTCATTTGAAATCCAAATGTAAATATTTTATTAATATTACGAATCGAANTGTATATATTTTGCTGGCACATATGTTAATCGTATATTANCGTTATATATTATTAAATATATTCCACTTATTTAATTGACGTGTATTATTNTTTTATTTAGGATGTGAATTTATACATAATTCATATATTCGGTATATTAAAACTGTATAAACAATATATACAACATATTGATAGAATATTTACATTATATAAAATAGGATATTATAATGTACTTGAAATATATTAATNGTATTTTATTTTTATAAGCTNTAAACATAAAAAAAATAACAAAATGAAAAAATAGCATTCCCAATTAAGTATAGAGGGAGAATTTCTTTTCTTTACTTTTTATTCAAAAAGAGGGAGAATTTATACTATTTGCTTACTTATTTATTTATTTGTAAGTAATATATATTAATTTACAACAAATTCAATATTTAATAGTTAATAATTTATGCATTGTGATCTCTACATAACTAAATAATA

>rnd-5_family-4655#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

GGCAGCATGAAACCTCTTTTGGAAATATTATTCTACAAAAGAATTATAGTGCTTCAATTCTCTTTGACAATCTTTACACAATGTCA

>rnd-5_family-2374#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ATAGCATCCATTTCGGCCTACTTGTACTAAAGTTGACGGGCTTCAATGAAAAATCAAGAATATGTTTATCACGAAAGAGGTGTCCAAATTCAAGCCCAAAAGAAAGAAGATTGGGCCACACGAAGCCCAATAAAAGAGTCCAAAAAGCTGAACGCTTAAAGTCGAAGTNCAAAACCGGGTTGAAAGACTGGACAACATGAAGACCAAGAGGAGGGCCCACATGAAGCCTAATAGGAGCATAAATGTTTCCTAGTTTAAAAGTTTCCTAANTTAATGTTTCATAGTTATTATTTCCATAAAAGTAGGATTCGAATCCCATTCTATTTGGGATAGATTTTCCCTATATATAGGGGTGGATTTTGTTATTTTAAAGACAGACATGATTAATATTATTTGAGAGGTTTTCTCTTCTTTACACNTTTGTGTGTGGTGACTATGGATTTATCTTACAACCTTATAAGAACGATTCTTTAAGAGGTAAGATATATTTTAACTTGATATCTTTGGTTTCTATTCGTAAATTAAAGAAGGTGATTAGTCTTATACTAATTTTTGTCTNTAATTTCTTCGAAATAGGGGTCTAGATCACTTTTTATCTAAGTTCTTGAATTGACTCTATTAGTATCATAATTAGTCTTAATCCGCTAATTTTGAATACTAAGATCAATTAGGGTTCTTAGCACTTTATCTTGAAATTGGGGATTTTATTCTCGAATTTCACATATCTTTCAATTTCTGTCTTTAATCTTTATAATTTCGCTTCCGCATTATTTTCTTGTTTATTCGGGTAACCCGATTCTTATCAAG

>rnd-5_family-2537#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

ACCTTATTATATTACTCCTTATTTAGAAGTGAGACTTTAGAGGACGAACACGGCACTACAAAGTTGTACACAAAGCATTTCAAATTGTACTATAAAATTNATTGTGGCTCATTAATTGTACACGTGTCTTTCTACATATACAACAACCCACATGAATAATTACTTTTCTGACTTTTTTTCCTCAGTTTCTCTCTATATATATTCGTTTTTTTTTCCTTTTTTCTACTTTCCATTCTCCCCTTTTACTCTCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATAACTCTCAATTAAATTTATTTCACTTTTTATTTTCCATTTTTAACATAATTTTTCAAGTTGGATTTCTAGGAATTCTATTGTAGACCCATTTAAATTTTACCTTTTTGTTTTAAATTAGGGAACTTGGCCGCGCTTCGCGCGATCATTAAAATTAAATATTTTTGATTAATTTTATATTTACTTTGTTGTTTAATCGTAATATTATTATTTGTCTTAATAATATGAAGATTGTGAAAAAAAATAAAGCTTCACAAATTTTACATCTATTAAATGAGGAAGAATATATTTTTTATCAAATAAGTTAAAATATATTTGCTAATAACAAATTCTTCCATTGCATGAAGTTGATCCTTTAATATATAATATATATTCCGGTGTACCATTCTCCTTAAATGTCTAAGAAATATCTCGTAATGTCAAATAAGACTGTA

>rnd-5_family-1732#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

AGGGCTGGCAGGGGGACCGGGTCGGCCCGCCCCGGCCCGCGACCGGTTCGAGAACCGGCTCGCCGGACCCGGTCCCGTAAGTTCTCGCGGGTTGGGAGGGGTTCGGGATAGGGGACCGGTTAGGGGCCGGTTCACCCTTTGGTCCCGGTCGACCCGGCCCGGTCCCGGCCCGGCTGAACCGGCCGGTTTCGCGGGATCCCCTCAATTTTTNTTTTTTGAATTATATCCGTTGGGGACCGTTGGGGCAACGGCTAGT

>rnd-5_family-100#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TGTAACAGATAGATAGTACGTCTTCGAATTCTTGAAAATTTTTATTTTAGCGTAGTTTCAATTCTTAGAATATAGGTTAGTTATAGCTAGATAGGATTTTTCTTTCATTATTTGTCGCTTAGTATGTAATAGTAAAAAAAAAATAATTGTGGCCAGGCGCGCCGAAAGTTCGGAGCGCCTTTTCGGGCGCCTCGCTTGAGGCGCCTTATCGGCGCGTCGCGCTTGCGCCTNCAGNGGCGCGCTGCGNGGCGCGNCGCGCCGCGGACCGAAGTTCAGAGCGCCTTTTCAGGCGCGCCGCGCCCGCATCGCGCCCCCGCCCAGATTTTTTAAAATCCGGGTTTCGACCCGGATCTAACCCGACCCACTCCCCTTAAANCCCCCAAATCCCAAATTCATTCCCCATTCTCTCTTTCTNCCAACCGACCCAACTCCCCAAATCCTCTCCAACTCTCGTCTTCTTCCCTCTTCAAACTCTCACTCTCCCCCACTACCAATTCCTCCATTAACCCACCAACTCTTCTCCTTCCTCCACTCCAACTCCCACCAACACTCTTCTTCTCCCCCACCCCNCTATAAATACTCCAACTTCCCCACTTCTCTCTCACTTCTAAACTTTCTTTCCCCAANTTTTCTTTCTTTTTCTTCTTCTTCTCTCTCCCCACTGCCCAACCCGACCCCCCCCCCTAATTTTTCTTANTTTTTTCCTTTTTTCCAGTTTTCTCTTCTTAACAGGTTGCGATGGCNCCAAAAGCCAAGAATGTGGCGGGTTCTAAGCGGAGTAGAAAGGGCGAAGCNTCCGGGTCCTCTAGTGGTCGGGAACCAGCCCAAAAGTTTGGGAAAAAGGTNGTGGAGCGGTATGGGCGGGAATGGTTCGANTGCCAACGGGAAGCGAAGTATATGGGCGACGAATACGTCGATGAGGTAAGGTTGCAGTCGCAATTTCCTGTTATNTATAGGACTGTGNTTGAGTTGGGACTGAGGTTTATATTTGACGATCCGGGNGATTGCAATTTGACGTTAGTGCGNGAGTTTTATGCTAATTGGCTNACTGAAACNAAGTATAAAACTGTGCCTGTTAGGGGNAAAGATGTGAAGTTTTCTGCCAGAATNCTGAATGAGTTGTTGGGAACCCCGAACTGTGACGCCGATGANTTTAATAGGTTGAAGGANAAACCCCCTTATAGAGATATTCGACATACNTTGTGTGGGGTNGANTCGACTGCTAGGTGGGAGCGNAGTAAGGATACTGGGAGGCATNNCACCCTCCATTTTGCTAACTTTAATCAGGTTGCTAGGGTGTGGCTGAAGATAGTGTGTAGTGTGTTGTTGCCCGCGAAACATTTGACTGAGGTGACGAGGGATAGGGTGGTGTTGGTCTATATGCTGATGAAGGGAATGCCCATTAATGTTGGGGCGATCCTGAGGCAGAATATGATGAAGTTTAGGAACAATTTGAGGTGGAGGTTTTGTTACGGGGGGTTGATNACCCGTTTTCTGAGGGCCGAGGGTATCGAGGAGGAGGCGTGCGACNTGACTGTTGCTTNTCACCCGGATCTGACGGGTAAGTTAGTTGATGTGACCCGNACTAAGGCGCTGGACACGTCCCATGGACCTGTCTTGTCTGCCCGAGAGAGGCAAGCCCGTGATGATAGTGTCATGGCNAGAATGTTTGGGATGGCGGAGTTGCAGCTGCGGATAGGTGGCCGTCCGGTTACNGATGCGGAGATGGAGACCATGGCGGAGCGCTACCCCTTGACCGAGAGTGCAGCGTTTTTATGCAGGACTGGTCCCGCATTCTTGGAGCCTTTGGATGATGATGAGGCTACTGCTGACGAGGNTATGGATGATGAGGAGGCGAATGCCTTGATGGTGTTCGATCGCGGTGACGA

>rnd-5_family-3241#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TCTGTTTTCTATTCTCTAGGGAGTTCGTATGTACTTTCTATTTTTTGTGAGGGCGGGGAGGGGACATGATGAAATGTGCCTTTGTTGCAGCTGATTAAGAACCTATAAATATATACACAAAACAGACGTCTATGTACATGCCCTTTAAACATGTTCTTATTATTTGGAGGGAAAATGTTGCAGGGAAGAATACATTATGGTTGATGAAATGATTGTAGGTCTCCTTTCAGATTATTTAGTAGGCGTTTGGCCATAGATTCCGAATATTTATCCCTTTGTTTGGGAATTTATGGAGTTGGAGTTGTGTTTGGTTATACNTTTTGCAAAGAATACTTGAAATAATGTTCGTGCTTGAATGTACTTAAATACAACTTCAAAAGTGAAAAGTGAGTTGGAGAACAGGTTACAAGTTGTTTTNTAAATTTGAAATCAGNTTTAAGTTGTTTTCCAAATTTGAAATACAACTTCAAGTTGGATTGGAATTTTTATGATCAAACACTGATTTTCAAATAAAGTGAAAATTATTCCAAAGAAAACTGAATAATTTTTATGGCCAAACTTGTTCTAGTATACCTATTAGAGCGTCCGGAATGCCTTTGAAATAACTAGTAGCCTCGAAAGGTGTTTTATTTGGAGGACAACACCTTCGGTGGGAAAATGGTTAATGAAAATAAAATAAATGTGGGATATCCTATCA

>rnd-5_family-48#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ACTATGCCACCACCAGACTCTTCCCGTGCTGCTGGGAAGCGCCCCCGCTCCGACCGCACTTCTGATACTAAGGAGGCTCGACGAGCGAGGAAGAGGGAGCGCCAGCAGTTTGAGGCGGCCCAGAGGGCATCTATANTTGATGAGGAGATGAGACAGCAGCGGGCCCGNGAGATAGGTGTTGGCCCATCT

>rnd-5_family-4610#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 15 )

GTCANCTATACGGCCGGTGAAGCGTTTCACGGACCGTGGAGCCTTAAACGGTCCGTGAAACCTCCCTTTTNAGGAACTTCGTGCACGTGTTCNAATTGGGTTATTTTGGTCCTTTCCCAAGTTTTTTAACCCTATTCTAAGTCGTTTTTGAGTGTTTTAACTGAGTATATCATTCAACTAACTAGTTTTCCTCTCAAATCATCAATCTAAACATTCAAGTATCTAGAAATTCTCTCAAAACTCACCTAGGGTTCCTCTTCTCCATCAAGAACCCTAAAACCTTCAAGTCAAAAATTCAAGATACAAAGAGAANCCTTCCACCCAAGGTTTTCCCAAGTTCTTCCACTCTAGAAACTCCATAAAAATATTTCTTTTATCAAGATCAAGCA

>rnd-5_family-2077#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

TATTTTTTAAAAATTATTTGCTCAAAAGTAAAAAAATATTAGGTGATTCTTTTTATTCGTTCTAATTTTGGTGAACAAAGTTACTCGATATCTATATTGGTGGAAAATAACAGATATCTCGTAAAATTAATCGAAATGCGCGCAAGCTGACTCGAACACCGCAATTA

>rnd-5_family-2907#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

AATAATTCGATGGTAAAACCTTCGTAGGTAATTATTTCCTGCGAATTTCAAAATCCCCAAGTAATTTACCTAGGGATTTATATTTCGCANGTAAATTTACTTGCGGATTTTCTTGCGAAAANATACTTAAAAATATCCCAAAATTTTTCGGTAAAAAGTNNCAAAATAGGAATTTTCTTACAAATTTTTTTCGCAAGTAAAGCCGCATGAAAATATTCTAATAATTTTTTAAGAAAATAATTTTTTAGCAAATATTAATTAATTATTTAGTTCATAGTCNATCATTTAGGAATTTCATTTTACACCCATACGCGNNCGCGNCTCTTCTTNTTGGCCAACCGTATTTATCCACCCATACGCGTATCATTGTCCACCTCTTCTTGGTTACCCCGTATTTAATANCGACCCATACGCGTGTCCACCTCTTCTTGATTACCAATATTAAATACCAAATGCCTAATCCCGCCCATATTAAATTGNTAACTTAATCCNAACCCACTACCAAGTGCCCACCCATACGTAATTGCTCTACTCTCCCAATGTTCTAACTCTTAGCATTATATATGCTAAATTCTTAGGGTCTTCCATCGATGTGGTACAAGAAGTACCAAAGACATTACACTAATTTTTGGTGTTCTTCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCATCAACGAATTATATCTTAAAATATTAGCTAAAGTTAATATGATTTAACTCTTAAAAATGAAACATGAAAATTANNNNNNNNNNNNTTTATATATTTAAAATAAATCATTGCCACACAACATATCATGAAAATTTTATGCTTACACTTTCTATGAGATAATATCATAACTAAGCATATTAAACGTAGACAAAATTTAAATTATACGTACAAAGTTCTTATAAATAAATAATTGAAAATATAAATNTATTTATAAGTTTAATGTGCAAGGAAGTTATAATCGATAATTAATAGTATATCTTATTAGGTATNTGTGGTATTTATANTTTNAATTTATCTTTTAATAATTATATTTTAAAATACTTAATTATATATTTGGAAATAAATATCATTTAATAACTTACTATAGAGAAATTATATCATTTTTAATGCTTGTAAAAAATAATATATCAATTGGATATACAAGTAAAAAATATTTATTTTTTCATTTTATATAATTCTATCAACGAGGGAGTAATTAAACTTCACATTAATAAGATATATAATCGAATTTTTTTCTACTTAAAATAGTGCTTAACTTATTCAATAATACACAATTTAC

>rnd-5_family-257#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

ATATATATTAGAAATTTGGTATTGTCACATATATTAAGAACTTGAAAGATTGTAAAATTCTTACTCTNTAATAAATTTTATCTTCTACATATTTTCAATTATAATATTTGTTCTTTGATATAATTGGCTTCTCAATATTGAATGATTTTTCATAGATTAGTCAATTATCACTTTCTCTATTGTNTTTGTACATGTGCATGCAAAGTATAAGATACTCAATTTGATGGCCTATTATTCATTCTTTAGCCAGTAGCAGCTAGTTTTCCTTGCTCTTCCATGTCATTGTCCATAAACACCCCTAAATATGTCATAATAAATTTATCATGTGTAAAGATATCAGTCCGCATATTCTCAAATGTGTGTTTCTTGATTATCCTAGANCTAGTAAATCATAAAAAGATCTCATTAAGTTTTTTAAAAACTTTTTNAATCATATTTAAAAAACTGAAAATATTTTGAAATACATTATTTTTGACAAAAAAAGAACAACTAAAGAATTATGAACAAACCAAGTCACGTGTTTGTTATTCTGGAGGGCACCAGCTGGGCAAAAATNTAGGAAATAAAAACAATTANAAGTAATTAGGAGACATTAGGAGAATCAAGAAAGGTTACAAGTAGCAGTAGTTNTAATAGTTGAGACTCTCCAACTTTTTCNTGTATTAACCATTAACAAAGAATAGAAAAGTANTAATTGAAACATTTAAACTTTTCTGAATAAAGAATGTGAAAGATTAAGAAGCAATATGTGAAAAATACGTGATAATATNTATATATNTATCTATCTATCTCTCTCTCTATATATA

>rnd-5_family-307#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

TTGCAGGTTATTTTTAANTAGTTTTGTCACTATTTTATAATTTTTAGATAATGTATATGTTTTACATAATTACGTATATAATTAGTATATTTTATGAATATTCGAAAATCGTCTCAAAAAGATTTTAGTTTTAATTAAATATTTTGTANTNGTTTAGTTAAAATTATAGTTTATATTTTGAGTTAATTAGTTTATANTTAAGTTAATTATTTTATTTCGTTAAGATTAAGAAGCTCGTTAATTAATTATATTAATTCGTCTTATTTTAATTTTAGCCGAATTCACTAAATTAACTCAATTTGGCTAATTTNTAAATTCAATTGGCCAATTTCTCAATTCATTTGGCCAATTTCGAATCTTCAGACTCCAATTTTCGGCTCAATTTCAAGCCAAATTGGCCATTTCATTCCAATTNCCAACCCATACANNCTTCCAATACCAACCAGCCCAACTTCCTATTTCAATACCCAAAGCCCAATCTCAACTCCCANCCGAGACCCAATTCCCAACAANAATCCCAACANCACAATACATACGACCCCAATACGCGTACCGCAATACCGAACCGACCCGACCCGNCCGCGCGTCTTCTTCTTCTTCTTCGCAAGCGACCCGACCGCGTACGCCAANGNCCTNTCGNTCCAGNATCCAGCGGCGTCCAGTCGCGTCAAATCCGGCAAATCCGGAGAAAAATCGNCGTCGTCCTCGCNTGCAACGTCCAACTACTCTCGCNTCCCCTTTTCGGGGATTTCCGAATCTCTCCCACTGTCGCCTCGAAAAGGGCAATTCAAAATTCAAATTACAACCGTTTCCCACTAATTTCCGTCTATATATTCGTCTCTTTGGGTCACAAAANGGGAGGAGGAAGAAAAATAGAGTNNNAAGAGNTGGCTAAGTGTTGAGAGGAAGAAATATACCTAAACCAAAAATCTTTAAAGTTGATCGGATCAGTTT

>rnd-5_family-1730#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

TAAGGAAAAGGTCCCACTTTAGGGGAAAACTGATAATCTCTGCNTTGAGTCGATACTCAANAATGCTTCTTTATAACTGTATTGAACTTGCTTTAAAACTGACTATGCTTTTNTGAAAANCTAACTGTACTTTCTCAAATTAAGATACGCTTTCTTTAAAGCTAACNATGCTTTTCTTTNTGAAAATAATGCACTTGAAGCCATTTATGCTTCCTTGAAACTCTTTCCGAAATACTACTTTAAAACTTGGAACTTACTTTACTCACGAAAACAATGCATANGAAATANTATGNCAAGGTTTTCAAATAACTCTTTAGCTAAAAAGAATTCATGTGGTATANTAAGCATGAACAATAATCAAAGATCATTAATAATATGAAGTACCGAAATTTCGATAATAAAATCAAGAATCAACGATAGGAGATAGAGAGAG

>rnd-5_family-404#LTR/Copia ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

ACATNCTANTTCTGTAAAGACTGTGAGTCTAGCTGACGTCTGGCACAAGAGGTTAGGACATGCACCTATTGATGTAAATAAAAAGGCAACTATTAAGTCTTCCTTCTAGACGCGTTAAGTAACAAGTGCATCAGTCTCGTTGTACTATATGTCCCATAGCCAAGCAGACTATACTTCCTTTTNCTTTAAGCACTATAATCCAACGCTGCTATTTTTTTCGNACTNTTNCATGTGATNTTTGGGGACCTTATAGAGTNCCCACTCGTAATGGNAAGAGATATTTTTTTACTTTGTTGATGACTACTCTAGGTACACTTGGNTGTTTCTTAGTTACCATCTAAAGCTGACGCCATTGTTGATGATCAAACACCTTCTTCTTCAAGATGCAAAATGTTTTCTTTACTACTGTNAAATACATTCAGAACTGACAATGGNTGTGAGTTCTTCAGTAAAGACTTTCAAGTGACTGACCTTATCCGTGAAATGGGCATTATACATCAAAGCACTTGCGTNTACACNCCGCAGCAGAACGGTGTTGTCTGAAAGAAAACACAAACGCGTTCTTGATATGGCTACATCTCTAAGGTTATNACTCAGGCGTCTATGCCTCTNAGGTTTTGGGGTGAATGTGTTCACNANTGCTATGTATATCTTAAATAGACTTCCCTCCAAGTTACTGGACTATAAGTCCTCATTTGAAAAATTGTATCTACATTCTCCTGCTTTATCTCATNTCAAGGCGTTTGGCTGTTAGTGCTATGCCGAAATCTTGCCACCAGGGTACCTGATAAGTTTNCACCAAGAGCNATNCCTGCTGTATTCATATGGGNTACTCTGAGGTCTCCACACAAAAGGGCTACGTTCTGTACGACTTGGATACTCATGNTTTCTTTCTTTGTTAACAGACATGTGAGTATTTNAGGAAGATATATTCCCTTTTAAACGTCTACATGCCTCTACAAATCCAATGTTTCCAGTGGTTGAGTACGCTCCNAGTGCTTCTGACTGTATGCCCTCTCANACTGAGACCACTGACGTGCCTCCTCTGAGCTCTCGTTCATCTTCACCTGATGCTATACCAGTTATGTCTGANCCTGCGGTTCCTGTTTCNCTCCCTCTGTTCTACCGGTGTACCCNCTAGAAGATCAGCCGGANCAAGCAGACCTCCTCTNTGGCTGCAGGATTTTGTCACTCAGCCCAAGAGCAATACTTGTCCCTATCCNCTAGCCGATCATNTTTCGTACGCTCATTTGTCTCCGTCNTACAGACANGTCCTGCAAGCCTACTCAGCTTTTTCTGAGCCAGTGTCCTTTAAAGAGGCTGC

>rnd-5_family-2609#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TATTACGTAATTACACGATTTAAGATAACATAATCTCTAAAAATTCCTACCATTTGAATTAATTACAAAAATCCCTTTTTCCTTCTCTCTCTCTTAACATCCGGATACATCACTCCACCTCTATCAGATACATTACAACTTTGTTTGTGTACAATGTATCT

>rnd-5_family-6509#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTTTAACCCGAAAAATATCTTATCGACACTTCTTTNACCAAACACATCAACGACTTATTATCAGTTTCGACACTTCTATTCAAACACGTAACTGCTTATTTATAAAATCAATTTCAACACTNAAAAATGNTTTTCAACACTTAAGCTTATCGNCTACTTTACAATCAGCTAATCCAAACGGGCTC

>rnd-5_family-595#DNA/Harbinger ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTTGACCATCTCCGAACCCAACACCAAATTTTACACCAAANATTTGGTGTAAAATTTGGTGTTTTCGAGCTCCAACCCAACACCAAATTTTACACCATTTTGGTGTGTGANTAGTGTTACACCAAATTTGGTGTAACACTATTCATCACACCAATTCACTTTATTGAATATTTTAATATTATTTCATTATACAAAACTTTTAATTAAACATTATATAAATTGTATGTTTTAATTAAATCTCTTGTATATTTAATTATTTTTATGTAATATTTTTATAATATTAATTTTAGATATAAAANTTAGCTTTTTTTTATAAATTAATTTTTCTATATATGACTTTTTAAAAAAATTAAATTTATGTTAATTCTACTATAAATTATAATTGGATATAACTACAATTAACCTTCACGAAAAATTAAAAATGCAAACATATAAATTTTTAAACAAATTAATACAATGTACTTAAAAATAACCGAAAATAATAAACATTCAACAAAGTAGTAATTGACATACATCAAAATTCAAATATACAAATATNCAAAAAGATTATATTATTATTTATATTATTTAAAAAATTATGGTATAAAATAATTTTATATTAAACGACTATAAAAGGAAATAATATGAATTATATATGGTGAATGTTTTAGAAAGAATTTGTTTTATGAAATAAGAAATAATAATATAATAATGAANAGAGAAAAAAATATTCCTTTTTGGTGTAAAATTTGGTGCAATGGGTTGGAGTTGATTTACACCAAAATAGTGCTGACACCAAATTTGATGTAAAATTTGGTGTTTGGGTTGGAGATGCC

>rnd-5_family-4359#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 15 )

GCCCTNTTCAAACATCACAACCTGATTATTAGATAATAAATTTTAACNTATTTTTACTATATTTAAACGTATTTTTACTGGTATCAGAGCGAGAAGGTTTTGGGTACACATTGTTTAAAAACGCAAATTAGTTTCAGTTAGTTGAAAAAACACCCTTTTGCCAACCAATTAAGGTTAAATTATTGGTACTTATATAGAGAATTACAGACTAGAACTGAGTGGCTGAAAATAAAAGAGGCATTAAGCCTATATCTAGAAATATTAGAAACAAGAGACTTAACAGACAAACTTTGTAATCACGGGGGTTTATATTCATCAAATCGACCAACCTTAGTTAACCCAGAGTTATTAAGTGCATTAAAGTGGGAACTACATAGCATAGAGAGTAATATCCAACACGCAAATAGACGCATAGGAGTCCAAAGGAACTATATTAGTAAATTAATATTACCTTTAGGATAAGCAACATAGCGCTCACCCTAAATACAAGTAATAATATATATGCCATCTAGAATATATAAGAAAAGATTTAGGCCATACGAAAAACGGATTATAATTGACCAAGAATATCATTGGTATCTATTAAGAATAAGACAAAATTATATAGATATATACGATTTTCTGATAGAACAAAAACAGCTATATTTAGAACAATTAAGGTTATATTCAGATTTATTGACATCTTCACAAATATCGTCTATACACCAGGAAATAAGACAGATAGATTTACAAATACCTACTATAGGAGCTAGAGTTGATCATTACATAAAAGAAATTAGAATAGAAACACGAGATTGGGAAAGCAGAACCTTATATTTAGCATANNNNNATAGGAAGTGTTAAGAAGTTAGAATATTTAGATTTAGAAGTAGTTTCAGAAAAGAAATATCGAAGACTAAAATTTGGATCANTACTTAAGTGTAATTTCGCAGAAGGAGACCATATCTTACATAGTGATAATCAACATTTAAATACTATTACAGATTTAATAATAAATTTAGCAGAACATAGTCAGTCCAAAGACGATAGATTTCTAAAGATAATAGAGACAATAGAAAACCTGCAGCATAAACAAAACAAATCATTAGAAAAAATAGAACAAAATTTCGACTTTCTAAAAAACCAACAACTAGATATAATTTCTAAANTACAAACNATAGTAGCAAATAAAATAACTGATAACAGTCCACTAGAAATAATAAATAATCAACTAGAAAACCTTTATAAAGAAACTAAAGAAATTAAGAAAGAACTCGGCAAGCTTAAAGACTTAACCCTTTCATGAACAGTCTCTTTTATAAAGAAGTNCTTAGAAAAACAGCGCAATTTCAAGCTAACCCTGAAGGATTATCAGACTATACTCCACCAGGCAAAACAGACTTAATAAGTGTTAAACAAAACAATCTAATAATTTTTGCTTTATTAGAATTAAATAAAAACCTAGAAGACCAAATAACTGAAATAAATAAATAAATTAGATAGCTTATTAGAAACAAAAGTCCCTACTAAGGAAGATAAGCAAGAAAACGATATACAAGCNTTAATAGAACAGCTCAAAAGAACCGAAATNACCCCTCAAAAAGATAGACTTACAAGAAAAGAAAAAGCATGGACATTTTTTCAAACAAGAATAGAAATTCCCAAGAAAGACAAAGGACCAGTTTCTCTCAAGATAGACTAGGAAACAATATGCTAGCTCGAATAATGAATAACTCATCTAGACCAAGTAGTAGTCATCAGTTAGATGAAATAATAGACGTAGATAGAGACATAGAAATATTCAAGCAAAATAAATTAAAACTATTAAATCCACAAGTTCTCTATAATACAGGACTTTTCTCGTCAACAGCACATTTATACAGACATTATAGAGAAGAACAGTTGAGTGTATCAGAAAACGATAGTGAAAGTATAAATTTAATTAGTAAAGAATCTATGCAAGAAATACAAAAAAGACGAATGAATCTCATGCACATGGGATTGGTAGTAATCGGGCTTAAAGGCTTAACTAGAAAAAATTTGGGTACTAAAGTACTAATCACTTTATATGATAGTAGATGGTCAGAGTCTAAAAGATCNATAATAGGTTTAACGGAAGTCGACATGAGTAATAATGGAGGAATTTTTTACTGTAGTCCAGATTTCATGATAAATTCGAAAGAATTCGGAAAATACATAAAAATAGGCATACAAACCAAAGGTTACGAAGAAATGAACTGTGGAAACAATCTATTAGTCTGTGTTGGCTTCATAGGAAAATTAGCAACCAACAGCAGTTCAAGGTTTAAAATAAAAATAGACGACGCGGTAGGTATAATGGGAAATAAAGGAATCAAATTAATGAAACCTTTAAAAATAAATTCAGAAGAATATGCAGGTAGAGAATGGAATTTAGAAAAATTCTGTAAAAAAGAAGTGTTAAGACCAAATGACCACCTCACATACACNAATAATAAAGGAGAGACATCAATCAGATTCACTGATTATAAATATACAAATCAAAAAGAAATAGATGAAGATCTAGAAGATAATGAATCAACCATAAATATGGAAGGNATGAATATTCAAATCATAAAAGAAGAAGACTACGAAGTAGATTTATCGATAGCAAAAGCTAAAGAAATACATCAAGCAAATAAAACAACTTTGTTTA

>rnd-5_family-4385#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CCAAATTTAAGTATGCTATTTCACTATTACAAAAGGATGCTTACGATTGGTGGGTAAGTGTTCCGAATGCCAAGGTAAAACCTCCTGTTCTTACTTGGGATGATTTTCTTAAGGAATTTCGTATGAAGTATGTCCCACCTGCTTATTGTGATGCAAAGAAAAAGGAGTTTTTGAATCTAAGGCAACGAGGCATGTCTATTGCTGAGTACGAACAGAAGTTTCTAAGGCTCTCTCGCTATGCTGGNGGTATTATTAAAGAGGAAAAAGACAAGTGCAGGAAATTTGAAGACGGTTTAAATGATTCCATTAGGAAGAATGTGGCGATCCTGCAACATGAGAACTTTTGTAA

>rnd-5_family-2288#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

CTACTTTTTTTTTTGATCGGTAAAAGATATTNTTGTATTGAAAGCAGCAAAGGTGCTGNNAAGTATTTACAGAGGGAAGCNTCATTACANATTGTGTAATGAGCTCAAAAAGTCAACCACGGCTTCTGTATCATTTGCAATTGCCATGTTGCACCGAAAAAACAGTAAGGAAATACATCTGTATTTGATA

>rnd-5_family-1502#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

TAGGCTTGCAGATCAAACAGTCCTCTCAGGGCACNTCAATATG

>rnd-5_family-1817#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

CTTCCTCATAGTTAGCGTAACCTCAGAATATTGAAGAATNTCGATCGTCGCAGTGTCTGCAAAAGAGCTAGGGAAGCTTCATCANAAGGGTAAAAGCTACAAGAAGACTATGTTGGATATAGTCAACAAAATGGAAAGCTCGATGGACTTCGGAACATGTCATAATCTAAAAACGCTGGAGAATTACTATATATATATACACACCTAATATATACGTAGTATACTTATTTTCTAGAAAAACAAGCTAATTCTTTTCAAAAGATTTTTCTACTCTTCCACCTACCAAGTCTCTAGGTTAAGAAACTACGTGCGGTGCTAAGAAGGCGTCGAAGGATTCTAGTGACGAGGCTTCAGTCCGCGAGTCGATACAAATCAACACCCCCTCCCAAACTAAAATTTTTCTTTGAGTGCAGGAACACAGGAATCAAGAAAATAACATCAAGTCTCGGGGCATGACCGGANACGCCATTCGACTTCTCACAATCATGAGCCAAAATACTCTTTCCCTACTTTATTTCCCGGAAGTACTTCAACTTGCATCTTATGTCTAAGAATATTTCATTTAAATTTTTGCAGGTACGCTCAAGATCCGGATCAAATACTGAAGAAAAGAGGGCCCTCGTAGGAAAATAGGATAGTTAGNTTTCTGTCAAAATAACTCCACCAACTGGAGCTTGTAATCTAACCTCGTCAACAACTCCGCCAATCGGAGACCGCCGTCTAACGACGTCAAACTCCGCAAGTCTGGGGTTGTACATAGCAAACGTCGCTCGAACTCCGCCGATCGGAGGCCGTACATAGCAAACATCGCCAAACTCCGCCAATCGGAGGCTGTACATAGCAAACGTCGACCGAACTCCGCCAATCGGAGNCTGTATATAAGCAAAAGAAGCGACACTCCGCCAATCGGAGACTACATCGTAGCGACGTCACCGAAGCTCCACCGACCGGGGGCATGCACGCATAGCGACGCTGTCATACGCTAACCC

>rnd-5_family-102#LTR/Copia ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

TCCATGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGAAAAGGGTACCTTCTTACTTGGAATGTTAATATTTGGAAGGGGAGACTACGGGAACAAGAGTAATNTGTCTAAGCCGNTGGTGGAACATGATCAACTCAAGCGTGAGTTGGAANCTATAATAGTTACACTTGCTAACGGGAATGCTAAGATCGCTCGCCTAAATGCTCAANTGCTAAANTAGCACAATCAGAGGGACCAGGTGGAGAAGAACTGGCAGCCNNGAANGTTGAACTTCAATGAGAGGCTTCTGAAGANCCATGCTGAGGTAGACGCTCTACTAACCTTACTCTTTCAATCCCTCGCTCCTAAGCCCCCTNCCTCCTAAATTCCNATGTNAGTCCTCGTTCCTTCTCTTCTGTTGAAACTCAGTGGGTATTGTCCCGGTTCTCGTTCGTAATATTATTTGNAATGTTTTGATTGCTANTATTTTGTTTACGAATGAAAAAGACCTTGTTTCTACTGACTTGTCTCATTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATNGTTAAGGGTATGAGATCAATGTTAGTAGTTNCTTGAAGAGTATGAGATCTGTTAGCAGTTTCTTCAAGAGGACCTCCTGGTCATGGTTGATANGGGGGAACTGGTGAAAGGGGGANNAAGTTGAGTAAGTTTGTCATCATCAAAAAGGGGGAAAATGTTATTTTGAAGCTGATTCTGAAGTTTTGATGATTTAACAAACTTCGAGANATGATGAGGCAACCAGATCCCAGGCGAGTTGCTTGATAGGGAGAAGCGTCGTGGTTGATAGGGGGAAGCTGNTTGATAGGGGGAAGAAGTCGANCGNAGTTTGTCATCATCAAAAAGGGGCNGAAAATGTTATTTTGGTAGTTTTGATGATTTAACAAACCATGGGATCTAGTAGGGGACCTGATCCCATGAGCGACTCGATCCTTCGAATGGAACGACATAANGACAGGTCAATGGAATGA

>rnd-5_family-1769#Unknown ( Recon Family Size = 35 Final Multiple Alignment Size = 15 )

TGTTAGGAATCTGCTTTTTNAACTGCAGTAAATTTACTTTTACTGCCTATGTTTTAAATAAGACTTAGTCAATTAGTTGTTAGCCATGCTATTCCTATTATTTAGGAGTTAGTTAGTGAGTTAGGAATACGCTGGTCGTGCGTTATTACTGCTTTTTACTTTTCATTCCAGGCTCTTATATATGTAATCTGAAGCATTAATAAAANTCTGCTTCTTCTGCTTCTATTCTTCTTTCTCTCTCTCGTCTTTTTCGATTTCAGGCGCAGTCTTGATTTCCCTTTGTGTTATTTAGCTTAAACAGGTTTTTAAAACCTTCAATCGGNATCCGGGAGCTTTATTTCTTGAGGGACCTGTGTTTCGAGTGACTCAAGCGCCACAACCAGANNTCGCGAANATCATGAACGGAGGAAAGCTCAAGTTTCTCGGCAATGGCACCTCCCGTCTTCGATGGTGAAAATTTTCACATGTGGGCNGTTAGAATGNAGGCNTATCTNGAAGCTTTAGATCTTTGGGAGGCAATCGAGGAAGANTACGANATTGCTCCCTTGCCAGACAACCCCACGATGGCTCAAATTAAAAATCACAAGGAAAGGAAAACTAGAAAATCTAAGGCAAAGGCGTGTTTATTTGCTGCAGTTTCATCAACAATTTTCACTCGTATCATGTCTCTAAAATCGGCAAAAGACGTATGGGATTATCTCAAGACTGAGTATGAAGGAGATGANAGAATTCGAGGGATGCAAGTGCTGAATTTGGTACGTGAGTTTGAGCTGCAAAAGATGAAGGAAAGTGAAACCATAAAGGAATACTCTGACNGACTTCTTAACATAGCAAATCGCGTCAGATTGTTGGGTTCCGCTTTTAACGACTCAAGGATCGTTGAGAAGATCCTTGTAACGGTACCTGAAAGATTTGAGGCCACCGTTACAACCTCGGAGAACACCAAGGACCTGTCNAANATTACGCTAACGGAGCTCTTGAGTGCCTTTCAGGCNCAAGAGCAACGACGTGTTATGAGANAAGAAGGAGTTGTNGAGGGAGCCTTGCCNGCCAAGCATCAAGATGGTGGAAGATACAAGAGAAAGAAGAACAAGAAGNACCAGCCAACAAATGGAGAAGGNGCAGCACGCAACAACAAAAACAAAACAGGTAGCTTCAAAGGAAACTACCCTCCTTGTAAGCGTTGCGGCAAGANCGGACACGCGCCTTTCAAGTGTTGGAGAAGGCCTGANGCTAAGTGCAGTAAGTGCAATCAACTCGGGCATGAAGCAATCATTTGTAAGAACAAAACTCAGCAGCGGGATGTAGATGCTCGAGTTGTTAATGAACANGAGGAGGATCAACTNTTTGTTGCATCATGTTTCGCAAGCAATGTTTCAAGCGAGNCGTGGTTGATTGATAGCGGATGCACAAACCACATGACTCATGATAAAGAGCTCTTCAAAGAATTGAAGCCTACTCGAGTTGCAAANGTTAGAATAGGCCATGGCGGTCACATTCCAGCAAAAGGAATGGGAACTATTGCAATTGAGACACAAGCAGGTACAAAAACAATNNCAGATGTTCTTTATGTACCAGACTTAGACCGAAACTTGTTAAGTGTTGGTCAATTGTTAGAAAAAGGTTTCAAACTTTATTTCGAAGATAAATATTGCTTGATCAAGGATCCCTCGGGACATGACTTGTTTAAAGTCAAAATGAGAGGAAAAAGTTTCTCATTAGATCCATTNGAGGAAGAGCAGATGTTGTATTCGGCAAAAGAAAATGCCGCCGAGTTATGGCATAAGAGACTCGGNCACTATCATTATCAAGGGCTTGTCAAAATGCAAAAGTTGAAGATAGTGGAGAGCCTACCTGATCTGGAAGCGAA

>rnd-5_family-1958#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

AACAGGTTTCTTCTTTGCCGCTGAACCAACTTACCGCTTTTNTANTGGGTTCCCAACTNATATTTCTTATATATTTAATGGATTTCTCAATATAAATACAGGGTTCGCGCAAAAGTTACTGGATTCCGGGAACCCGCATCCGATACCCTAAATCCGCCCC

>rnd-5_family-2510#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 15 )

TGGGAGCATAAGCCGGGGAAACACAACCAGGTTGCTGATGCATTGAGTCGAAAAGAGGTATTTGCTGCTGTATATTCAATCTCGAAACTTGAAACTGATTTCTATGATAGAATCAGGTTGTGTGCTGCGAACGACTCATTATATATTAAGTGGATGGGTCAAGTGCAAGATGGAACNATGAGACGGTATTGGATCGAGGACGATCTGCTTCATTTTAAAGGGGGGAGAATCGTTGTACCAAATGGTGGCGGACTGCGCAAAGACTTGATGAAGGAAGCGCATGATACTACTTGGGCTGGTCATCCGGGTGTTGAAAGGATGTTAGCTCTACTGTCCCGTGTTTATTTCTGGCCGAAGATGGAGGACGATATAGAGGCGTACGTGAAGACTTGTCATGTTTGTCAAGTGGACAAGACTGAACGTAAGAAGGAAGCTGGTTTGTTACAGCCCTTGCCTATTCCTGAAAGGCCTTGGTTGTCGGTAAGCATGGATTTCATTTCTGGTTTTCCTAAGGTAGATGGCAAAGCATCGATTATGGTTGTGGTAGACAGGTTTTCGAAATATTCTGTTTTCATTGCTGCACCTAATTTGTGTTCATCTGAGATTGCTGCTGAATTATTCTACAAGTATGTTGTCAAGTACTTTGGTGTTCCAGCTGATATTGTGAGTGATAGGGATACAAGGTTCACAGGCAGGTTTTGGACAGCATCGTTCAATATGATGGGGACTGAGTTAAAATTCTCTACTGCAAATCATCCACAAACAGATGGACAGACGGAAAGAATAAATCACTTACTAGAAGAATACTTGAGACACTATGTGACAGCAAGTCAACGGAACTGGGTTGCTCTGTTGGACACTGCGCAGTTTTGTTACAATCTGCACAAGTCGTCTGCAACAGAGATGAGCCCTTTCGAAATCGTCTTGGGCAAACAGCCTGTGACGCCATTAGATGTTGCCAAAANTAAGAATCAGGGGAAGTGTCCAGCAGCATACAGGGTTGCAAGGGACAGACTTGAGATGTTTTCTGAGGCACAAGACAGCCTGCGCAAGGCTCAGCGGCGCATGAAGAAATATGCTGATCAACATCGTCGCTCAGTAGAGTTTAATGTGGGNGACAAAGTGTTGCTGAAACTTACTCCCCAGATATGGAAACAGATTGTAAGCAAGACAAGACATCGGGGTTTGATTCCTAAATATGATGGCCCATTTGAAGTGGTGAAAAGAGTGGGTGAAGTTGCTTACAGACTGAANTTGCCAGAAAGGTTGAAGATACATCCCACTTTCCATGTGAGTTTTCTAAAACCTTACTTTGCAGATGCAGANGATCCGGATAGGAGCAGATCGAAGAGGGCTCCTCCATCAATACCTACACAGTTTGATGCTGAGATTGAGAAGATCCTTGATCACCGGGTTGTGGGCACAAGTAAGAAGAATACGAAGACAGAATTCTTGATTCATTGGAAAGGCAAGAGTGNAGCTGATGCAGTTTGGGAGAAAGCGAAGGACCTTTGGCAGTTTGATGATCAAATCGAGGACTATCTTAAAACAGTCTCGATGAGGACATCGAGTTCAAGTGGTGCGGGTGGTCTGTTAGACCCGTAGTCTACTTGAGCTAACGACGTGCAGGCATGGCAAGGATTCGGGCATTGGTCTTGGCATGTATGTGGGCAAAACAGTGCAGCTGTGCAACTAAGAGTTAGTGAGCGGCAAAAGAGTTCAAGACGCTTGGGTGTTGGCAAGGCAGCTTGAACGTACAAGGCTTACGTGTGGGCAGAGTCGTCGGCAAGACAAGGCGGTGTGTTGGCTTGGCAAGGCAAGGCTGTGGACTTGACGTTGGCAAGGCAGAAGCTGAAATAAAACTAGGCGTTGGAAGCATGCTGAAATATTCTAAGTGTTGGAAGCAGGCTGAAATATTCTAAGTGTTGAAAGNAGGTTGAAATATTCGGTTAAGTGTTAGAATGTTGTAATTTCGGTTAAGTGTTAGAATGTATTTTAAATTCGAAATATATTCTATCTCTTAGAATATTTAGTGCTGGAACTTAGTTTGAATTCTGTGAAGACAAGTGTTAGACACATGTCAAATGCAACCGCCGATGTAACTGCTGTAACTGCCTTGTGCAGAAATTTTATAAAGGGGTGGAAATTCGTCTAAGGAAAGGAGAGAACGATTCTGGCCTTAGACNAATTCATGAAACCTTTCCTTGTATTGATTTTGATATTAATAAAGGTTGGGAAGAGTTCCCGTACGTTGGCTGTGTTGTTACTTTGATTCGTTGCCTAAAAACTAAGTTAAGTATTTCTATACTTAGTCAAATTCGTGAGGAGTGTAAGGCTGAAGTTTACAAGAGTTGTAGACTGCCTAGGAGTGGTGTTAAAGAAAAAAATCGACCCTCTTTCGGTGAACCCAT

>rnd-5_family-904#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

ATTTAAATTGCATAAATCAATGTGTNTTCTAATTACGTAAATCAATATATTTTCCATGATATGTATCCAGATATTCTTCGTGATATGTATCCAGTATTCATTGTAAAAGGTATGATCTCTTTTATAATATGTGACATCTCTTGTATGACTTTTATGTGTACATCTCTTTATGACCTTTATTTGTATTTATCTTTCTTTTTTTNATTTAAACTAATTATTTTACCGTAAAAGCGAANTATTTAATTTATTACAAATCTNNNATATTTAATTTAAACTAATTATTTTAGTGTAAAAGCGAANNATATTTAATTTATTACAAATCTACGATATAATTATAAAGTTAAATATAAAAACGGCGACATAAAAAAGTANNNCGNNGATGATACTATAGAAAAAGGTAAGATGGAGATGTTCCGTATTTAAATTGCATNNAAATATGTGTATTAATTNCATAAATATGCATANTTAATAANATGTANAAGTTACGNATTTNTTGATTNTTTGTAAATATGTATATTTCTCTGTAAANTTTATTGTANAAGGTATGATTTCTTCGTATTTTCTCGTATAATATATGACGTTTCTCTATGACCTTTATTTGTATTTATANTTTTTTTTATTTAGACGAATTATATTACTGTAAAAGCGAAATATTTAATTTATTACAAATCTATATATAATAATAAAGTTGAATATAAAAACGGTGACGTGACCCTCTCTAAGAGTTTCAATCCTATTTATCTTTTTTTCGTGNNTTTTGGCCNTTTTTCGTAATTTTAAATACNAAAAAAAATCACCTAAAAAATAAAAGACCATTAAAGGTAATCATATTTAATTATATTTTCATCAATAGCCATATTTAATTTATTTTATCATTAATGCTATTATTCTCTTTTCCTATAATATTTCTCAATTTCTCATCAATTATTACAAATTTTTACANNNNTTTGATTTAAAAAGAATTCCAACAATTCGCGATAGTTCACGATATTTAAATTTTATGATTTTTATTTATTTATTTTATAGTCTTTTCCTTTCTTTGCTTTTTTTTACTTTTTTTTTTTTATTATTTATTCGATTCAAAAAATTTATATCTTTTATATAATATANATGTATTTCTTTTATCTACTTTATTTGTGTTTTTTCATTTTTCTTTTAATTTTTAAGTTTTACCTCCATAACGTAAATCTATTAAACTTCAATACTTAATAATATCATTAATTCCACGACTTTTAAGCTTTCATATTCATAACCCCNAACTATTAAATTATAAAATTTAAGATACTTTATGATAACTCTCCATTTTTGNTGACAAAATAAATTCACAAGTTTTTTGTTTCACGAAATTCAAACTCAAGATTATTCTTTATATTTCATTGTTCTTTGTAGTATTATTATATTATCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTTTCTCCATGTAACTTTCTTTTTATGGGTGCAATTTTTGTGGANTGTTAAGCCCTTTTATTTATGAATAAACGAACAAAATTACAAAGCCCATGTAACTTNTTTAGTTTGAATTTTTATGACCTTTNAATTNTCGCAAGTNTGTACTTTTGTTTAGATGCAAANATTAGTTATTGTAACTTTGTGTGTAATAATACTAATTACTAACAAAGGTTAAAAATACTATTGCACAGAGAACTATTTATATTTTTTCTTTAAAGATTCCTCATTTTTGTTTATATAAGTTCATAATTTTTTTATTTCACGAAACCCCTACTCGAGATTATCCTTTTTATTTCATATTTGAAATAGCGTTTTTCTTAAAGTCTTTCTCACATAACTACTAAAACATAAGTTAAAGAGCAAAAGAGGCACCTATACGTTTCTTATTTCAAGTTAAATAACGGACATTGAAGAAGAGTATTAACTACTACTAAAACTACACTACACCATATTTTTACTTCAATTTGCTGGATTTTCATTTCATGAAAAGTTTTTTATTTTTTAAACNTTAGAAAGTGTAATTCAATTTCATTTTGTTATGTACTCTTCAGTTCCATGATATTCACCTTCTTGTAGTATGTCAACTTTCTTTTTTAGTTTGGGGCGGGGCTATGAAGTAAGATACTTTTAGNNCGGGGCGGGGCTATAAACGTAAGATAATTTTACTTAATTAATTTTAATATATATCTTGAAGAAAAAAAATATAGTTCTTTGACTCAGTTTTTTGATTATATAAATTTCTTTTGGTTAAATAAATTTCTTTTGATTGAAAAAAAAAAAAATCATTGGAAGTCTTCATAATTATGTAAAACACGATTCGAAGCAAAATAAAAAATAAAAATAAAAACTTTATTTTGAAATGAAGGGAGTGTGTAATGTAAGAAAGTGAAAAAAGTATAAAAAAGTTCAAATAAGTTCTTTATTATCTGTGAAGTGACCAAAATTACTATAACGTTTTGATTATCCAAATGTCACCTTCATGTCTATAATATAATTAGCTAGACAATCCAACAATACTTAACAATTTAAATTTAATATAATTTACGAATGCTCATTTTTACGTTTTAGACATTACAATTTCTATATTTTATAAAATTATTTTTATACATCTTATTTCAATCTATCGTATAATTATCGGTTGATNTAGTCTCCGATTGTTATTATTCTTTCACATTATTAANTTTTCACGTTATNAAGTTTATGTTATCAAGTATTTTTTTCAAGTGTAAGTGAAGANAAAAATTAAAAAGTATATAATTTAAAAATCAATTCTCNATCTTCGATCTACGATGTTTCACGAAATTACATATTTATATATATATATATATAATTAAGCTAATTAATACATATGTATCGTGTGTAAATTACACAAAATGATCAGTTTTGTTTTTTATTTTATTTTCAAACTCTACTTTTTAAATCTGTATACGTCATAATTTTCGACATATAAATACAATTATTNNCACTTTNTTATGGATGGACCATGCTCTTCTCTTTTTTCTCATATAATTNTTTTTAATGAGCTTTGTTTATNTTTAAGNCGGTTATATGACATTAAACAATTTATGTTTAACGAAAACTGAAAAAGTACTTTTTCTTCCTCCATGTAATAGTATGTTTTATTTGTTANAAATTAGTTCAATGTGAATAATAAGATGAATTCAAATTTTTATCTATTTAATTGAATTTGAACTAAAAACTCTTTTATATTCAAATAATATGAAANAATTAATTTATACTTTTGATATGATATNATATNACCGCGCGTANCGCGGCCAAGTTACCTAGTTTTCAATAAAGACGAAACATTCAAGCAATGAAGCAATGCTTTTCAATAAAGACAAAACATTCGAGCATTAAATTAAAATAGAATAAAGTTTTAATTAAGTAGCGTAAAGACATCATGTGTTATA

>rnd-5_family-4926#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AAATTGAATCCCCTTCGTCGAAAAATTATACTGTGCAAATAGGGCAAAAACGAATTTTTTNGTTATATATAAATTGTTGAATCCCCTTNACGTAAGGGAAGNTTCTAGTGTAGTGGCAAAGGNGGTTCAAAANTTGGTTTAGGTCACAGGTTCAAATCCCAGGTGACATTCTAGTATTTTTTTGAATCCCCTTGTANAAATTTCTGGCTCCGCCACT

>rnd-5_family-1048#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

GAGCAGTCAATNATTCGTAGANTGAATNAAACTTGTATCAATAATGAATTAGACAAGTAATCTAATCGTAACAAATGAAGAAACATAATAAACTGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAAGTAATTCAATCGTAACAAATCAACCAATAAACTGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAAAAATAATCTAATAGTAACAAATAATAAACTAC

>rnd-5_family-3626#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

TTATAAAAGAGAGTTTAGGGCCAAATCTTGAATATTATATATTATATTTGGCCCTAAACTCTCTTTTATAATATAGTAGAAATATAGTAGAAAATAGAATATTATATTTTCTATTTTCTATTTTCTACTATATTATAAAAGAGAGTTTAGGGCCAAATATAATATATAATATTCAA

>rnd-5_family-901#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TGTTTAAGAGTAATGAAATCAGGACCCATTTGGCCATCGAAAATTCCAAATACAACTTCAAATTTAGGAAACACGACCAAAACCCTGTTTTTACGTTTTCCTATTTTTTTCACTTTTACTATATTTTTTCTTTTTTTCAAATTTTANNCTAAATTTTTTATTTNATNAAAATGACCCCATTTAAATTATATTTCATGTTTAAATCGTATTTCATGTTTTTTAGGAAAAGTACATTCAAACAACCAAATATTATTTGCAAAAATTATAACCAAACACAACTCCATCTTCAACTCCAACTTCAAAAATTTCAAATAAAGTGAAAAAATATTTGTAATAGTATGTAGTAGCTCGTATATGGGATCTAATCTATGACATTATGTGACTATCTATTTTGNGATATTACTCTTTTAGAGCAAATTTGATTGTATTTTTCA

>rnd-5_family-2645#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

GGAATCTTAGTAGCTCAGTTGGTTGGTTACCTGAGGGTTCGATTCCCCACCTTGTAATCCCCTTCCCCTACCCCAATTTAAAAAAAAAAACTAT

>rnd-5_family-2847#DNA/hAT-Tip100 ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AAAGAATACTCTAGTATATTGATAAGTAAGTACAAATAGGGGGTGCATAACTTATAGATTTGTGGTTCAAATTTTTCTATCCACATTAACATTTTTAATTTTTAATTAATATAACAAAATGTGCCACTTTTCATAGATCTTTTTAATAATTTATAAATAAAAAGAGGTTCAAATACCCATATTTTTAGGTTGCATTAGCTATGTCTAGACCTTAAGCTAGAAGTGTCAATAAAGTCAAATTATATTTTTTACTTTCTTTTTCTCCTTTCCTTCTTTATTTAGACGTTTTTCTTATTTATTTATTTTTAACTTTTTCTTTTGACTTTTCAAAGCCCTAAACTAAAAGGTAAAAAGGAGTAAAGACATCATATTGTTCTTCTTTTGGCTTCATTCCACATTTCCACTTTGTTGTTCATGGTGAAGTAGAAGTGAGATTTGAGAACAAGTAACAAGGTATGTTATCTAAAAAANAATATTATTTATTAATGTACTTCATTTGTTTTATATGTTTTTCTTGATTTATGAAGTGGTTCCATTATTTGATTGCTTGAATATTTAAATTTATAAGAATTTCTTGATTTCTAAATAGTTATCTAATAATTGTGATTCTTTTATTAGTAAACTTGTTATTTGTGCTNATATTTTTTAAAAATTATTTTGTTTTTATAAGATTGAATAGAAGTGTGAATATTTAATTTTGTAGGTAAAATAATTCTTACAATCAATTCATCAAATCGTAAATGGATAAGTTTCTCATCAAGTTACCAAAGCCAAAAGATGGCCAACCAAGTTCTAGCTCTAATCAACCATTTGTGAGTTCACAAGTNGCTCCGGAAGTTCAAAGACATACAAATTCTTTTCCACTTTCAAATACGGATAGTATGCTTGATTTTAAATCTCTCGAAGCAGATCCCGAAGATCGAATGCCTATTTCATCTTATGGTCCTAATATTCGAGATGCGGTGAGGAGGTATTACATTCAAAAAAAGCCATGTCAACCTGTCGATCGTATCTTCCCTAAAACTAAGTTTGGAGATAGAATGCGTCAATTTCGACCAACTTGGTTTAAGAGAAGATCTCAATGGTTGGAATATAGCATTAAAGNAGACGCGGCATTTTGTTTGTGTTGTTATTTGTTCAAGAATGAACTTGAAAGTCGTGGAAATGCCGGAGATTCATTTACAAGAGATGGTTTTAGGNGTTGGAACAAAGCTCTAGAAAGATTCAAA

>rnd-5_family-681#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

TACATGATATCGTTAGGGGATCAACAAGGCTTTCTACATAGATTTCTGCAGCATCGCATTCCTCAAATCGATCAGCAACCTGTGCTTNAGTTGTCTNGTTGAACCGTCATATATCATGATGGCTNCGGGAATCAAGAGTAAAATTTCACCCTTATTCGACTGGTGAATAGAGAACGTGAAAATGGGTGCAACGAATCTATACGTCTCAATATTTTGAGGATATTCGACGGTGAACAATTTCGTCCAAGATACGTTAACTCCGCAATCCTTCAAAATCCANACATCAGAAGTAGCANCACCTNGACGACAAGTATAAAGCACAGAAAGGTCACTTCCCACAACTCCCANTTCGAAATTAGAATTGTCTTCTCCACAAATGGGAAGCTCCAAGCTTCCCCATGTCTCGTCTGCTACATCAAAAGAAATGATGTTGCGCACATTGTAATTATNAANACCAGTNGATGCAGTCCAATAAAGCTTCCCGTCGACAAATTTACCNTAAAGATTTAATAGAAAGATGCCCTGAAGCTGGTCATGGANCGTCGTCCAAGAATCAGTCCTCAAACTGTANATGTTGACCACAGTCCTCATGTTGGATACAACATCATGGTAAGAATTACCACAATAATCGATAAATAGAACTTTGTAATCGTCACGTGAGTCGTCGTATCCGAAACCATATTTGANATAGCAAGAGGTACCCCAAGTNGACTTAGGTAATTCCTTNGACTTGTTAATGGCGGGGTTCCATATATATGCCTCCCCTNTNCGACTGNACAGACAAATCAACCCATTGACAGAACCCACAANGAAAGTTGATGAATAGGGAGGATCNATGTGAAATAGCTCCTAGTGANTCGTTGTTTGTTAAACAGGGGAGGGAGAGAACAAAACTTGAAATTTCCGTCGGTGCCTNGAAATAGAACTCTGTGATGGGCGTTTAATTTGAGATGGNTNTTCACAAAATCGGGGCTAGAGATTAGTTGANGCCATGATTTCGAAACGCACATANATTTCGACAGAGACTTTGTGGGAAGCCTTAAGAGGATNTCTGTTATGATTTCATTTGGGATTATGGAATCATGAGTTGTCGTAGAAATCGGAGCGAAGAAGAAACCGTTCCCTGAGAAGGAATTTGAGTAGAATGGTTTGATAAATCCAATCCCGAAAAGANAGAAACGAAAACATGGCGGGCGAGCAATTTTTCGGCGAGCGAGNAACGGAGTAGGAGAGCAGAGCGGAGAGTGAGGGGTGAAGGAGGAGTTGTATTTTTGT

>rnd-5_family-290#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

ACGACAGATCATGAAAAAAAATAAAAATAAAATCATAAATACATTCTATCGCGAGACGGATACAGGGACGAATGATAACTAAGATGATGACTGAAATTTTCTGAGTACGGGCAGTATTAAACAACACCAAGGCAAACCAAGNCGTGCTTTTAGAAGTAAAAGGAGACAAATATATTCTCAGCTACAATCTAGAAAACCGAAAACANCGAGAAAACAAATGGCNCNAGGGGACGAGTATGAGACGNTTCCCTCCCAAAACGAGATATGGACGGATTTTTATTTGACATGCCTTAAAGAACACAAACTCAAAAGTCCAACTTATATTCAAGAACAACTAAATGTACAATNACATNATTCATTCGGCACCCTCCAAACACATAACGAAAGCATGAACGCCATTTCAACGAGATAAGAACAAAACGATATCGTGATTAACAAGTGAGAACAAACCAAGACTCGAGGCGAGCACAATGATCACGAATTCGGAAGAAGACGAACGAACAGAGAGAACAAGCCNAAACGAGCATTAAGTCATCTTAGAGTCTAAACACACGTTATTCACTTCAGAAAANATNNAAGACGAAGATTAAAGTCATCACTTAGATTCGAACACANNTCATGTAAGAGCATCTCGAGGCCCACAACGANTATGCCACAACTCACACCTGAACGTTTACTGGGAAACTAAACGAAAAAACGAAAAAGGTTAAGAGTTATTTTACCTCGTTGATGGGCAGAGAACGGGGGCAAAACGAGCAAGAAGATGACGACCTTTCCCAACGAAACGAGATTACGAGAACTCTCTAATGAATGAGCAGGAGAACCCCACTATAGTCTCACTGATCTCTCTTCTATTTCAAATATGCTTAGTATGTATTTTTTACTGCTTTCGCTTAAGTTGCTATAAGTATTCTTTGCTCTAAAAATTTTCCAACCCTCNAAAATGACAAGGAGAGACGTATATATAGGGGAAAATTCGGGTTCACGNTTTGAATGAAGAACGGATAGGAACAGGGGCAGAAACGAAATTCTCCTCCGAATTCAAAATTCAAAATCCTTTTCAAGGAACAGGGAGCAACTGGGTTGGTACGAAATTTTCTCCAAAATCCCAGAAAATCCGGACAAGGCAGCAGGCTTGCTNCGCACAGNTGCTGTCGACATTTTGGATTGCTGCTACTTCGACGTTTCTGANCCTTGCTGGAGAAGAAGGAGAACGCGGNTGGGGTCGGTTGGTTACTGCTGTACGTGTATGTCTATATGTTTTGAATTGTATGTATTGTATGTTTAGGAATTAAAAGGGAAAAAAAAAGGGTGGGGTCAATTAGTGTAGGCTGTTGTATTATTATAATATATTGTTGGGTCGGTTGGTACATGTATGTATTGTNAATTGCTGGAAGGNGTCGGTTGAAAGGGGGNTATAGAAAAATTTAGCCAATTAGATTTAGGCTAAGATAGATTCGGCTAGTAATTAAACGAGATAGATTGATATTAATTAATTAACGAGCTTCTTAATCTTAACAAAATAAAATAATTAACTTAATTATAAACTAATTAATTTAAAACTATAGCCATAACTTAAGTAACGTAACTTAAATAAAATGTGCTTTTCAAATCAACAAAATTAAATAAGACGAAATAANATAAAATAAGAATAATTAAACTAATAAAATAAATAACTTATACTTTAAACCAAATTAATTTAATTGAATATTTAATTAAAACAAACTCTTTTTGAGACGATTTTTGAATATTCATAAAATGTGGTAATTAGACACATAATTATATAATAATTAAATTAATTATAAACTAATTAACTAGAAATATAAGCTATTAATTAATTTAAACTAGATAACCAAATATTTAAATAAAGCTAAAACCTTTTTGAGACAATTTTTTGAACATTCAT

>rnd-5_family-6380#LTR/Copia ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTACTTATCCCGAAAGATATTCGGCCATGAAAGAGGGATTAAGTGGAACAGAATTGACTGTGGCGGTAGAGTCGTGGAAATGCATTGTTAATTTCTTTCATATTTTGGACCTTAGATCCATGGAAGAATATGTTACTGCTGAAATACGGAAGAGNTGAAATCTTAGATCAAAACGCTATGTATGGACGGTATGAACTGCCTAAACAAGAATTCTTGAACATCAAACAACCAGTTTAGATATTCACGACCAAGAAGTACTGGATTCTCTTTCGGATAGGCCNTGAAAGGAGAAGGAAGGCTNGAATGTCGACGAGCGTTTAACTATTATATTGAATTTTACCCGATAGTCCCCATTTTGGGAACGTCCAGTGCCAAAGTCGCTGAATGGGTAAGTCGCCAATCCCTAGACNNNNNNNCGTATNGTAATGTACTTTATCTGCTGGGTTATGGGCGGACGATTTTAAAGAGGACTCCCCATTTACATTAGATAGAGAAGATCGCCAAGATTTCGCGATNCGCTACCGAATTTATTCCAATTCCAAGAGCTCGGATCGAATCGGTATTGATATACCGATTCGATCCGAGCTCTCTTATTGAGAATGCTCATTTAATGAGCATTCTCAATATTATGCCTTGAACGAGACTCGAACCTCCACGCTCTTTAGCACGAGATTTTTAGTCTCGCGTGTCTACCATT

>rnd-5_family-3299#DNA/MuDR ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

TCATCANTTACACGCACAAGTGTTTTGAAAANCAGAGGGTCCTGCCTTTTAAGATAAGCGATCAACTTCGTTTGGGTGCTTATCTGGATGATGNAACTAGGTCCATTTTAAGGGTGTACGTNGTTGAAAAACCGATAGAGAATGAAAATGTAGGACAAGACCAACAAAATCTGTTAAACGATGAATGTGAATGGGATGAACATGAATATTTCGGACGATGAGATTGGACGTGAAGTGGAGGAGGACCAAACACCTACACCTATTGTTGATATAGGGGGCAGTTCTCAGTCAAAACAGTGTGAACAATCTTCAAGATGATGGAACAGGTTTTTACANAGGNATGACGTTCAAGAACAAGCAAGAACTAGCTANTTCATTGAAAATTGCTTGCTTGAAAAAAGATTTCAGACTTGCAAAGGTGATTAATTCGCGTNNTGTGTATTGTTTTAAATGTGCGCATCCGGAGTGCAAGTGGTGGCTGAGGGCTGTGAAATTTAAAAGTTCCGACAGATTTTGTATTAAAANNTATGAAAAGTATCACACATGTGGTTCGGAGCATCTTACGAGTCATAATCCACATGCCACAGCAAAAGTCATTGGTAAATACTTCGAAAATAGNTNTCCCAATGGTAAAGGTCCATCCACAAGAGACATGACGAATCAACTCCATACAGAATTGGGTTGTAAGGTNAGTTATTGGAAGATTTATAAGGGCAGGGAGATTGCAAAGTCTTTGGTTAGGGGAACACATGAGCACGGGTATGNAGTGCTTGATGCGTACCGTTATATGCTTGAGACCGCAAATCCAGGAAGCAAGACGACGTTGNAGNTCGATGAAAATGGAAGGTTCAAGTACTTTTTTGTAGCNTATGCGGCTTGGATTCAAGGTTTTNAACAAATGAGAAAAGTCATAGCCGTTGATGGGACATTCTTGAGGAGCAAGTATGAAGGAGTTTTGCTATCGGCGGTGGCGCAAGATGCGGAGAATCATATTTTTCCGGTGGCTTTTTGTGTAGTGGACAAGGAATGTGATGCCTCATATCAATATTTTTTTCGAACAAATGAGAAGTTACGTAGATGATACCGATGAGTTGTGCATAATTTCTGATAGGCATCCAAGTATTCGAAAGACGGTTTCGATTGTNTACCCCGCAGCTCATTATGGTTGTTGCATGAGGCACCTTGGAGAAAATATTCGAAACAATTTTCACAATGCGAAGGTCGTATCCCATTTTTATAATGCAGCGAAAGCGTACAATAGAGNTGAGTTCNATGACCATTTCAATCAGATAAGGGATNTGGTACCNAAGGCGGCCGAACATCTCGAACGNGTTGGATTTCACAGATGGAGCAGGGCATTTTGCCCGGGAAATAGGTACAATATTATATATTGAGTATCTTGTTTAAGTTTAATGTAATTATATATNTTATTAANTNATTTTTTTTTATAGGTATAATATTATGACNTCAAACATCGCTGAGTCGGTGAATGCAATGTTTGANGTTGAAAGAGAATTTCCCATCGTCGCTCTATTTGATGAAATAAACANGAGATTTGCAAAATTATTTCACGAGAGGCGTATGGAGTTGGTNAACTCACCAAACATATTTGTTCCTTCAATGGAAAAAGANATATCAAAGAATATCAATTCGGGGAACAAGTTATTGGCCCATCAAATNGCCAACTACAAGTTTAGTGTCANCGGTCATGGTGATGTTGCCACGGTCGATCTNCAAAGAAGAACGTGTACTTGTAGAGTTTTTGACTTGGACAAAATACCTTGTCCACATGCCATGGCAGCGCTTCGATCCCAATATGGTGCGNATTTTGGAAATCAGATTTATGAGTACTCGTCTCCATATTATTCGGTGGAAAANTACATAATTGCATATTGTGAGGAAATTNACCCGGTGCCNCCCGAAGATTCTTGGANTGTTCCTTTGGANATCTTAGAGAGAGAAATACCTCCTCCATATGTTGATCCAAGCAAACCGGGAAGAAGGCGAACGAAGAGGAGGCGTGGAGTCGGGGAATCATTTCCAACAAGAAAAAATAAGTGTTCCGTATGTAAGGANNTTGGNCACAAGAGAACNACA

>rnd-5_family-1251#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 15 )

AGTGTAACACCTCGGAAATTGGAAAGTCGAATTGGAAAGGAAAGGTTTCAGTTTTGGCAC

>rnd-5_family-3227#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

TCTAACAAAACAACATTTCTTAGACAACAAATCTAAGGAGAAATAAGCACAAGCGAAAATGAAATGAATAGGTGTATATATAAAAGAAGACAACCAAGTCGGAAAGAAAGTCGACGATCGCCTCAAGAAATGATTTTCACGAATTTCCCATATAAGTTTTATACACAAACTATGTAGCGGTATGAAATAGANATATATGCCTTAGTTCTCTTTGGGATCANTGAGAAACCAAACTGAGACATGCATACAACGAAGAAAATGTTGTAAATCTTACGGAAAAATACCTTCNTCACGAACACTTGTACCGAATTCACCAAAGCTTGTACTTCACCAATAACTCTTATAGGAAATTCTCATAGCTTGAGGCGTGTCGAANAAGTACATTATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTAGGAGCCAGAAACTAACAAAGATTCAATAGAAAGAAAACCCAACATAAGAATATATTAAAAGAAGAATTGTTATCTTGTNTCCACTCTTACTCACCATNAGTAAGAATTAGATTTATATAGGAAATTAGTAACNTCTCTAATACGTCAATGGTTGAAATAGTCAAAAGCCATAAAAGGCATTGAACACAATTAATGAATTGAAGGCAATTCATTTCAGCAAAGAGACGTTTGGTAACGACCATATTATGACAGAAAATAATGGCTAATTAAAGGATAATAATAATGGNAATAGAATATTATTTATGGAGAGAAAATATTTAGGACATAAAATAATATTCTCTTTCAAGTATAATAGGAAATAAAATAATTCCTTTTGAGATACTAGAATCATTTTTCCAAC

>rnd-5_family-1032#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TGTACATGTTTGTGAAGTAATAGTGTAAGCCTGCTCAGTTATTTTCTCCCAATCAACTGAAAACATTATGTTGCTCATCTTGACATAAAATAATTCTACTCCAGAAGGGTCAGAAACAACACATTCGCGATTCTTAAAATGCAGAGAATAATTATTTTCAAGCATTTGTCCAACACTCAACAAATTTTGACTCATATCAGGTGTGTACAAAACATCAGGAATAGTTTTGATACCTGATATTGTTGAGATAGACACTGTACCTCTGCCTTTGACTTCTACTGCCTCACCGTTTCCCACTTTTACTTTAGATTTGTAAGTATCATCGAGGAATTTGAACATTTCAGCATCATTGCACAAGTGATGTGTGCAACCACTATCAAGAAGCCATGAATCAGAGGATTCATTGATTGAAAAGTATGAAACTGCAAAGAGTTGCTCGTCATGTGCATCTGCAGCTTCTGCTACTTGTGCTTGCAAAGCACCAGAGGCCTTTGCTCTTGATTTGCAGACCTTGGATATGCGCCCCGTCTGCTTACAGTTGCCGCATATAGCATCGACTCTCCACCAACAGTACTTCTCCAGATGTGTAGTTCTTTTACAATGTTTGCACGGAGGGAACTTCTGCTTCACATCTCCACTATTGTTTCCTCCATCATGCTTGCCCTTATTCTTTTGGTTGAACTGTTGCTTTCCTTTACCAAATATTTGTTTTTGTACAGAGAAAGCTCCTTCAGTGAACTTGTCCCGTCTCATAGTCCTCCTTTNCTCTTGTGCTTGAAGAGCACTCATTAGTTCACCTAATGAAAGTTTGCCCAGGTCCTTGGATTCTTCAAGAGAGGAAATCTTAGATTCAAACCTCTCAGGAAGAGTCACAAGAACTTTCTCCACGATTCGTTTGTCTGTAAATTCTTCACCAAGAAGTCTAATGTTATTAACAATTAAGGAGATTCGATCAGCATACTTACTGATTGTTTCATCTTCCTGCATATTCAAGGACTCGAACTCTCTTTTCAGGTTCAACACTTGCATTTGACGTGTTCTATCGCTGCCTTGATATTCTTCTTTCAACCTATCCCAAGCCTCTTTTGCTGTTTTGCAAGCCATGATTCTGTAAAACACAGAATCTGCCACAACATTCTGCATAAGCGACTTGGCTTTAGATTTCTTTGCCTTCTCTTCGTTGTTGGATTTGATTTGAGCCAAGGTAGGATTTGTTGGTAGAGCAGCAAGTGGTTTATCTTCCGTCACAGTTTCCCAAAGTTCATAGGCTTCCAGAAAAGCTTGCATCTTCACAGACCAGATTCGGTAATTTTCACCGGTGAAAGTGAATGGTGGATTTAAAGGTAGGTTGTTGGATGCCATTTGTGTTGTAGGTTAAAANATTTTGGTCCTGTAAGATCAACTAGAGGCTTTGATGCCACTGTTAGAACAAAAACACTCAAGAAACTGATTTGAAGAATAAAAATAGAGTGAACTTATGAAATTCCAGCTATGTATTAATTTGCANAAGATCTGAATTTATACAAGGAAAAACCTAACCATTTCCTATCTAGTAGCCACTTACAAAGTGGACGTTAAAACTAAATAAGAACATGTGCCACTAACAACCATAAAAGGGGCCACTAACAGCCATNAAAGGGGCCACTAACTTCAGAAAGTTGAGCAACTAAAGTTGACTAAGTCTAGCTAGAAAATAGGAAGCACTAAACTGAAATAAGTAAAAAACAGTAAAAATAATAAGTTGGAAAAAAATGTCAATTGTCTA

>rnd-5_family-954#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

CACGCGTAGCGCGACTAAGTTTACTAGTATATATATAAAGGAAAAACATCGAGAAGGTGATGNGGCACCTCTCTATNGCCTCNATTCCTATTTATCTTTTTTGTCTNCTTTTNTCGATTTTTTTACTTCATTCTTCTCANTAAATAATTGTTTATTAATTTAAAAATTCAATCATATTTACTATTCTAATTATGTCTAATGAGTTACAAAAAACCTCCATCTATTTATCTTCTCTACTTAAATAACATGCCTCTTCAACTTCTTTCTAACTATTGTTATGATTTACCCAATCTATAAATAACAATCATCTNTAGAGATGTTCAATGTCCATTTCCATTTTTTCATTCTTTTTTTTTCTTTCATCTTTCATGTACTTAATAATGTCATGATATGGTCTTCACTTTGATAAAGATCAATATATATATTCTTCAAAGATTCATCATAGAGATGTTCACATTAGTTTGGTACAAGTTCATCAAAATGAAGAAGGAAACTTAATTATCTTGGAAGATTCATCAAAAGAGATGGTCATATTAGTATAAAAGTTTGAATGGTTTCCAAATATTTTGAAGATTCATTAATGTATTGTTTTGATTTCAATTAATATTATTCTATTCTTTTTTATTTTATTTTGATCAGATATCTACTAACATTGTTATTATGCGAATGAATGAAGATGAAAAGTATCACATTTTTGTTTTTGTTTTTGTGTGTATCTGTTTGTCAATTTCTAATTAATATTCTAAATTTTTTTGTCATTGTTGAAAGGTATAATATTACCTATGGTACATTTCTCATAGCTATTAGATATTGTTGCCCCTAAAAATATATNATATGGTCTATCATATTAGAAATCAATCACAAAATAAATAAGTAAACCGTCTTTTTAGTATTTTTAAAACTTTTAATTAATAAATAAATTATTTAATGAAAAGAATGAAGAAAAAATTCTCATTTATNTGTACATATATAATAAAAAGTTATTTTATAGTTATGCTATAATAAATGTGCATTTGTGATTAATATGTATTTAACTTGTAATTATTTAAAGCAAAAATTATCTATCTTAATTTTTCACATTAAAGAAGGAGTTATCTTTTGAATAGTTATTATCATATATTATTTTTTTAGTGATGACTACAATAATAATTAGATTAATGTTATAAAACTCTTCCACTCCTCTACGTGTGTATCTGTTTGTCAATTTCTAATTAATATTCTAATTTTTTGTCATTGTTGAAAGGTATAATATTACCTATGGTACATTTCTCATAGCTATTAGATATTATTGCCCTAAAAATATATGA

>rnd-5_family-208#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATAAATACATTGAAACTTACTGAAAATTATTGTAGAAAAACTTAAATTGCATAAAGCTATCAGTAATGTATCATGAATTGAAATTAACAACTAAATCTAAGATCGAACAACAAAAAAAGAGGAAAATAGATCGAAACTCATTACCTTGGGTAGATTAGGACGGGAAATTGGAGATGATACTTTTCTACCCCTTTTTTTAGGGGTTTTTTCAACCTTTGATTTTGAAGAAGAAGGCGCATCCTTCTTCGACTTTCTCGATACTCACATTCGCCATTACTAANGGATCGTGCAATTTCTTNGATCTATTCTCAGCCCAACCTNCGTCNTCANAATCANANACACGATTAGCGTTAGATGACATTANTTGGGTAATACCAATACTGAAAGANGGAGCATCGTCCATANTGTATCAAGATTTTGAATAAACAAAAANAACTATNAACTATTAGNAAAAGTAAATGAAATTGAAACAATACCTAAANGGAAGTGAGAAATCGTTTGACTGGAGAGAGAAATATCTTGAAATTCAAATTGAAAATTAAACTGATAAGATCGTGGGAGTGAAAATAGGGAGNGATTNGAGGAGTGAAAAATTGGGGAGANAAACGTGGGTTGGGAGATGTGGAGTTATGTATCCGGGAGATGAGTTTAAGGGAGNAATAAAAGGGATTTTTGAAATATTTTGAAATAAGTAGGGANAAATGGANANTAAGGTAAGTAAAGGNGTGTAGNTAAGTAATTTGTCCTAAAAATAAGGATAAATTACCTTATTA

>rnd-6_family-291#Unknown ( Recon Family Size = 96 Final Multiple Alignment Size = 77 )

GGGTGTTTGGATTGACTTATTTTAAGTGCTTTTGACTTTTAAGCTCTTTTTTANTTTTGGAGGTGTTTGGAAAAGTTAAAAAGTGCTTTTAAGCACTTNNTTTTAGGCTAAAAAAGTACTAAAAAAGCCAAAAGTTGGGTATTNCCAACTTATGACTTTTAGCTTTTAACTTATAAGTTACTTAAAAAAGCCAATCCAAACACAC

>rnd-6_family-438#Unknown ( Recon Family Size = 85 Final Multiple Alignment Size = 72 )

GTATTAGCAGCCGTTTCCAGCTGTTGTTCCCCTCCCAAGGGCAGGTTCTTACGCGTTACTCACCCGTCCGCCACTGGAAACACCGTTTCCCGTGTTTCCCGTCCGACTTGCATGTGTTAAGCATGCCGCCAGCGTTCATCCTGAGCCAGGATCGAACTCTCCATGAGATTCATAGTTGCATTACTTATAGCTTCCTTGTTCGTAGACAAAGCGGATTCGGAATTGTCTTTCATTCCAAGGCATAACTTGTATCCATGCGCTTCATATTCGCCCGGAGTTCGCTCCCAGAAATATAGTCATCCCCGCCCCCTCACGTCAATCCCACGAGCCTCTTATCCATTCTCATTGAACGACGGCGGAGGAGCAAATCCAACTAGAAAAACTCACATTGGGCTTAGGGATAATCAGGCTCGAACTGATGACTTCCACCACGTCAAGGTGACACTCTACCGCTGAGTTATATCCCTTCCCCGCCCCATCGAGAAATAGAACTGACTAATCCTAAGTCAAAGGGTCGAGAAACTCAACGCCACTATTCTTGAACAACTTGGAGCCGGGCCTTCTTTTCGCACTATTACGGATATGAAAATAATGGTCAAAATCGGATTCAATTGTCAACTGCCCCTATCGGAAATAGGATTGACTACCGATTCCGAAGGAACTGGAGTTACATCTCTTTTCCATTCAAGAGTTCTTATGCGTTTCCACGCCCCTTTGAGACCCCGAAAAATGGACAAATTCCTTTTCTTAGGAACACATACAAGATTCGTCACTACAAAAAGGATAATGGTAACCCTACCATTAACTACTTCATTTATGAATTTCATAGTAATAGAAATACATGTCCTACCGAGACAGAATTTGGAACTTGCTATCCTCTTGCCTAGCAGGCAAAGATTTACCTCCGTGGAAAGGATGATTCATTCGGATCGACATGAGAGTCCAACTACATTGCCAGAATCCATGTTGTATATTTGAAAGAGGTTGACCTCCTCGCTTCTCTCATGGTACACTCCTCTTCCCGCCGAGCCCCTTTTCTCCTCGGTCCACAGAGACAAAATGTAGGACTGGTGCCAACAGTTCATCGCGGAAGAAAGGACTCACTAAGTCGGGATCACTAACTAATACTAATCTAATATAATAGTCTAATATATCTAATATAATAGAAAATACTAATATAATAGAAAAGAACTGTCTTTTCTGTATACTTTCCCCGGTTCCGTTGCTACCGCGGGCTTTACGCAATCGATCGGATTAGATAGATATCCCTTCAACATAGGTCATCGAAAGGATCTCGGAGACCCACCAAAGTACGAAAGCCAGGATCTTTCAGAAAACGGATTCCTATTCAAAGAGTGCATAACCGCATGGATAAGCTCACACTAACCCGTCAATTTGGGATCCAAATTAGAGATTTTCCTTGGGAGGTATCGGGAAGGATTCGGAATGGAATAATATCGATTCATACAGAAGAAAAGGTTCTCTATTGATTCAAACACTGTACCTATGGGATAGGGATCGAGGAAGGGGAAAAACCGAAGATTTCACATGGTACTTTTATCAATCTGATTTATTTCGTACCTTTCGTTCAATGAGAAAATGGGTCAAATTCTACAGGATCAAACCTATGGGACTTAAGGAATGATATAAAAAAAAGAGAGGGAAAATATTCATATTAAATAAATATGAAGTAGAAGAACCCAGATTCCAAATGAACAAATTCAAACTTGAAAAGGATCTTCCTTATTCTTGAAGAATGAGGGGCAAANGGATTGATCAAGAAAGATCTTTTGTTCTTCTTATATATAAGATCGTGATTGGATCCGCATATGTTTGGTAAAGAGAATAATCTTATCCTTTGAGAATAATAAAAAATGGACAGTGTTCAATTGGAACATGAAAACGTGACTAAATTGGTCCTAGTTACTCTTCGGGGCGGAGTGGAAGAAGGGGGGGATTCTCGAACGCGGAAAAGGATCCAATGAATTCGAAAGAATTGAACGAGGAGCCGTATGAGGTGAAAATCTCATGTACGGTTCTGTAGAGTGGCAGTAAGGGTGACTTATCTGTCAACTTTTCCACTATCACCCCAAAAAAACCAAACTCTGCCTTACGTAAAGTTGCCAGAGTACGATTAACCTCTGGATTTGAAATCACTGCTTATATACCCGGTATTGNCCATAATTCACAAGAACATTCTGTAGTCTTAGTAAGAGGGGGAAGGGTTAAGGATTTACCCGGTGTGAGATATCACATTGTTCGAGGAACCCTAGATGCTGTCGGAGTAAAGGATCGTCAACAAGGGCGTTCTAGTGCGTTGTAGATTCTTATCCAAGACTTGTATCATTTGATGATGCCACGTGAATCGCCAGAAACACGTGAAGTGTATGGCTAACCCAATAACGAAAGTTTCGTAAGGGGACTGGGAGCAGGCTACCACGAGACAAAAGATCTTCTTTCTAAAGAGATTCGATTCGGAACTCTTATATGTCCAAGGTTCGATATTGAAATAATTTCAGAGGTTTTCCCTGACTTTGTCCGTGTCAACAAACAATTCGAAATACCTCGACTTTTTTAGAACAGGTCCGAGTCAAATAGCAATGATTCGAAGCACTTCTTTTTACACTATTTCGGAAACCCGAGAACTTAATCGTATGGATAATGATTTAGAATACAGGATTTCCAATCCTAGCAGGAAAGGGAGGGAAACGGATACTCAATTTAAAGTGAGTAAACAGAATTCCATACTCGATCTCATAGATACATATAGAATTGAACGAGGAGCCGTATTAGGTGAAAATCTCATGTACGGTTNTGNAGGGAGATCTTTCATAACTTCCGAGATCCACCCTACCATATGGGGTCAAAAGGCCAAAATGAGTGATTTTAGCCCTTAGAAAAGGAAATCTGATTCTTGAACCCCTTTCAACGCTCATGTCACGTCGAGGTACTGCAGGAAAAAAAACAGCAAAATTCGATCCAATTTATCGTAATCGATTAGTTAACATGTTGGTTAATCGTATTCTGAAACACGGAAANAAAACGTCAGCGGCTTATCAAATTATCTATCGAGCCGTGAAAAAGATTCAACAACAGACAAAAANAAATCCACTATCCGTTTCACGTCAAGCAATACGTTGAGTAACTCCCGATGTAACAGTAAAATAAAGACGTGTAGGTGGATCGACTCATCAAGTTCCCATTAAAATGGATCCACGCAAGGAAAAGCACTTGCCATTCGTTGGTTATTAGCGGCATCCGAAAAAGTACGGGTCGAAATATGGCTTTCAAATTAAGTTCGGAATTAGTGGATTATGCCAAAGGGAGTGGCGATGCCATACGCAAAAAGGAAGAGACTCATAGAATGGACAGAGGCAAATAGAGCTTTTGCATATTTTCGTTAATCCATGAACAGGATCTATACAGTCGATCTCGATCGGAAAAGAATCAAGAGAAAAAGAAAGAATCGGAATTGATCGATAGATTTCTCGAAACAAACGAAAAGGAAACGAAAGATGAAACATAAATCATGGATCAACCAAGCCCTCTCGGGGACTTTCTTAAAGAGGAACCTCATGTAAATACCATGGAATAAGGTTTGATCCTATTCATGGAGATTCCGTAACTATTCCAAAAATGGAAAGTTCGACACAATTGGTATTTTTTTTTGGAAATTGGAAGCAGTTACTAATTCATGATCTGGCATGTACAGAATGAAAACTTCATTCTCGAT

>rnd-6_family-435#Unknown ( Recon Family Size = 92 Final Multiple Alignment Size = 67 )

GATCTGGGATTCTGGACCACAACCCTTTTTGTTTACTGGGTTCTGAATAGATTATTTATACATATTAAGTGAATTTCTTTAACACAAATACAAAGTTTGAGCCAAAGCTACTGAGTTCTGCCGAACCTAACTTCNGTCGTAGATCCGCGC

>rnd-6_family-1987#rRNA ( Recon Family Size = 75 Final Multiple Alignment Size = 67 )

TGTAAGCTGTGTTCGGGGGGAAGTTATTGTCTATCGTTGGCCTCTATGGTAGAATCAGTCGGGGGACCTGAGAGGCGGTGGTTTACCCTGCTGCGGATGTCAGCGGTTCGAGTCCGCTTATCTCCAACTCGTGAACTTAGCCGATACAAAGCTTTATGATAGCACCAATTTTTCCGATTCGGCGGTTCGATCTATGATTTATCATTCATGGACGTTGATAAGATCCATCCATTTAGCAGCACCTTAGGATGGCATAGCCTTAAAAGTGAAGGGCGAGGTTCAAACGAGGAAAGGCTTACGGTGGATACCTAGGCACCCAGAGACGAGGAAGGGCGTAGTAATCGACGAAATGCTTCGGGGAGTTGAAAATAAGCATAGATCCGGAGATTCCCGAATAGGGCAACCTTTCGAACTGCTGCTGAATCCATGGGCAGGCAAGAGACAACTTGGCGAACTGAAACATCTTAGTAGCCAAAGGAAAAGAAAGCAAAAGCGATTCCCGTAGTAGCGGCGAGCGAAATGGGAANAGCCTAAACCGTGAAAACGGGGTTGTGGGAGAGCAATACAAGCGTCGTGCTGCTAGGCGAAGCAGCCCGAATGCTGCACCCTAGATGGCGAAAGTCCAGTAGCCGAAAGCATCACTAGCTTACGCTCTGACCCGAGTAGCATGGGGCACGTGGAATCCCGTGTGAATCAGCAAGGACCACCTTGCAAGGCTAAATACTCNTGGGTGACCGATAGCAAAGTAGTACCATGAGGGAAGGGTGAAAAGAACCCCCATCGGGGAGTGAAATAGAACATGAAACCGTAAGCTCCCAAGCAGTGGGAGGAGCCAGGGCTCTGACCGCGTGCCTGTTGAAGAATGAGCCGGCGACTCATAGGCAGTGGCTTGGTTAAGGGAACCCACCGGAGCCGTAGCGAAAGCGAGTCTTCATAGGGCAATTGTCACTGCTTATGGACCCGAACCTGGGTGATCTATCCATGACCAGGATGAAGCTTGGGTGAAACTAAGTGGAGGTCCGAACCGACTGATGTTGAAGAATCAGCGGATGAGTTGTGGTTAGGGGTGAAATGTCACTCGAACCCAGAGCTAGTTGGTTCTCCCCGAAATGCGTTGAGGCGCAGCAGTTGACTGGACATCTAGGGGTAAAGCACTGTTTCGGTGCGGGCCGCGAGAGCGGTACCAAATCGAGGCAAACTCTGAATACTAGATATGACCTCAAAATAACAGGGGTCAAGGTCGGCTAGCGAGACGATGTGGGATAAGCTTCATCGTCGAGAGGGAAACAACCCGGATCACCAGCTAAGGCCCCTAAATGACCGCTCAGTGATAAAGGAGGTAGGGGTGCAGAGACAGCCAGGAGGTTTGCCTAAAAGCAGCCACCCTTGAAAGAGTGCGTAATAGCTCACTGATCGAGCGCTCTTGCGCCGAAGATGAACGGGGCTAAGCGGTCTGCCGAAGCTGTGGGATGTAAAAATACATCGGTAGGGGAGCGTTCCGCCTTAGAGAGAAGCCTCCGCGCGAGCGGTGGTGGACGAAGCGGAAGCGAGAATGTCGGCTTGAGTAACGCAAACATTGGTGAGAATCCAATGCCCCGAAAACCTAAGGGTTCCTCCGCAAGGTTCGTCCACGGAGGGTGAGTCAGGGCCTAAGATCAGGCCGAAAGGCGTAGTCGATGGACAACAGGTGAATATTCCTGTACTACCCCTTGTTAGTCCCGAGGGACGGAGGAGGCTAGGTTAGCCGAAAGATGGTTATCGGTTCAAGAACGTAAGGTGTCCCTGCTTTTTCAGGGTAAGAAGGGGTAGAGAAAATGCCTCGAGCCAATGTTCGAATACCAGGCGCTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCGGACTACCTGCACCTGGACAGAAAGACCCTATGAAGCTTCACTGTTCCCTGGGATTGGCTTTGGGCCTTTCCCGCGCAGCTTAGGTGGAAGGCGAAGAAGGCCTCCTTTCGGGGGGGCCCGAGCCATCAGTGAGATACCACTCTGGAAGGGCTAGAATTCTAACCTTGTGTCAGGACCTACGGGCCAAGGGACAGTCTCAGGTAGACAGTTTCTACGGGGCGTAGGCCTCCCAAAAGGTAACGGAGGCGTGCAAAGGTTTCCTCGGGCCGGACGGAGATTGGCCCTCGAGTGCAAAGGCAGAAGGGAGCTTGACTGCGAGACCCACCCGTCGAACAGGGACGAAAGTCGGCCTTAGTGATCCGACGGTGCCGAGTGGAAGGGCCGTTCTCAANGGATAAAAGTTACTCTAGGGATAACANGTTGATCTTCCCCCAAGAGCTCACAATCGACGGGAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCATATCCGGTGTGGGCGTTGGAGCATTGAGAGGACCTTTCCCTAGTACGANAGGACCGGGGAAGGACGCACCTCTGGCGTACCGGTTATCGTGCCCACGGTAAACGCTGGGTAGCCAAGTGCGGAGCGGATAACTGCTGAAAGCATCTAAGTAGTAAGCCCACCCCAAGATGAGTGCTCTCCTATTCCGACTTCCCCAGAGCTTCCGGTAGCACAGCCGAGACAGCGACGGGTTCTCTGCCCCTGCGGGGATGGAGCGACAAAAGTTTTTTTGAGAATTCAAGAGAAGGTCACGGCGAGACGAGCCGTTTATCATTACGATAGGTGTCAAGTGGAAGTGCA

>rnd-6_family-1335#Unknown ( Recon Family Size = 86 Final Multiple Alignment Size = 60 )

ATTTGGGCAAAGGCCCAAATTCGAATTTTCTCCTTTCTCCTCTTTATTTATTTGTTATTGTATTGACTAACTNTTTATTTGATTTGGTTTTAACTTAATTAANTTCCCGAAGATAGTCGTTTCTCTTTATATTCAAAATTAAAATATTTATNTTTTATTATATATATNTTTATTTATTACTTAGCTTTATTTTAGTCTTGTCGACACTTAAGTTATTTCCCTTTAGAAAATTCCCCTTTAGTTTATTTCCCCTTAAGATAAATAAAATGATAAAAATAATAATAGTAATAAATAAATAAGTNAAAATAAATGAGTTCTTTTACTTAGTTAAATTTTAAAAATAATTAGTTAAAATAAATGAGTTCTTTTACTTAGTTAAAATTTCAAAATTAGTCAAAGTCGTGAGTTCTTTTACTTAGTTAAATTTTAAAAAAATAATTAGTTAAAATAAATGAGTTCTTTTACTTA

>rnd-6_family-419#LTR/Copia ( Recon Family Size = 80 Final Multiple Alignment Size = 60 )

ACACTTTCAAGATCAAGGATCTNGGCGANCTGCATTACTTTCTNGGNNTGGAGGTCCTNTATAGAGAAGATGGTGTTCTNATTTCTCAAAGAAAGTTCGCCNCGGATCTNCTGAAGGAGTTTGATTGCCTGTCATACACTNCAGTNTCTTCTCCTCTNGATCCCANCGTCAAACTNCAAGCNGATGAAGGCGCTCTTCTNNCAGATCCTACTCTTTATAGANANCTNGTNGGNAAGCTNAATTTCCTCACNCACACNAGGCCGGATATNGCNTACGGTGTNCAACATCTNAGCCAATTTATGCAGGCNCCTAGAGAACCTCATCTNNANGCNGCNTTACGCGTNCTNAGATATCTNAAGAANGATCCCACNTTGGGNATTTTCATGTCAAATANTCCTGACTTCACTGTTAGG

>rnd-6_family-109#LINE/L1 ( Recon Family Size = 92 Final Multiple Alignment Size = 58 )

AGTATGATTAAAACAGCGCATAGGAATGGNTGGATAAGGGGTTTTAATGTGGCANAGCGGCGAATAGAATGGNTTGGAGATCACNCATCTGCAATATGCAGATGACACTCTGATTTTTTGTGANGCAGAGACAGAACAAATGTTGATCCTAAGAGTAATNCTCGTNNTNTTTGAAGCAGTNTCNGGNCTNCACGTCAACTGGAGGAAGAGTTTCATTTATCCCGTNAATGAAGTGGCTCANGTAGTCTGGCNGGNATTTTGGGTTGCAAGGTAGGGNNNCTNCCNACCGTNTACCTGGGCATGCCNTTGGGGGCAAAGAGCAAATCAATAGGGATNTGGAATGGNGTNATNGAGAGGTGCGAAAAGAAGCTNGCCANNTGGAAGAGNCAATATCTNTCTNTGGGAGGNAGATTNACNCTGATNAATAGTGTNCTGGACGCNCTNCCNACNTACGTGATGTCTCTNTTCCCTATNCCAGNCAAGGTNGTGAAGAGANTNGACGAGNTNAGAAGGAATTTCTTTGGCAGGGAAACGAAGANAAAAAGAGGTTCCATCTAGTNAAATGGGAAGCGGTNACAATNAACAAGAAACAGGGGGGNCTGGGATCAAGAATCTGAAGAANCAGAACAA

>rnd-6_family-2061#Unknown ( Recon Family Size = 54 Final Multiple Alignment Size = 48 )

ATTTGGGGTAGGGGAAAGGGAAATGGGGAGGGGATTANAAGGTGGAGAATCGAACCCTCACCAATAAAGTGAAAGTTCAGATAGTCAATCAACTGAGCTACTAAGATTCCTCGTAAAAATGATACTCTAATNNGCATGTGGTAAACA

>rnd-6_family-4712#LTR/Copia ( Recon Family Size = 46 Final Multiple Alignment Size = 46 )

GACCCAATCTGTTTTTGCCCTATCCGATTTAATTAATTAATTAATTAATTGGATAATCCTTTTTAAAGGATAAGGGAGAACAGTTACAAAGTAACTGTTCAACCTCCCCTTAAAAGACTCCTAGTGGGAGTAACTTTTNTGAGACGTGGAAACGTAAAAAGGAGAGGGGAGGAGAACGTGAGAAACGGAAAANCAAAAACAAGCGATCAGTAAGAAACGAAGAAGAAAGTTTCTTACACGAATCAATCAACACACTAAGGAGACTCTTAGTTTGTGAACAAAAACGATCTTTGTTTCCTTGTGATTCAAAGANGGATCTGGAGCGATTCCTTTCGACAACAAAAGTAGATCAACGATTTCCGCTGCGAGTTANAAGGTACACATCTCGTTGTTGTTTTGCCCTTAAAATTCCTTCATTGGTATCAGAGCCATCGTTAATTGATCCCATTATTCGCTGCTTCCATGTGAATTCACTGTGTTGTTGANAAGAAATAAATTGTGACTAATTTTTCCTTGAAAATCGGTGAANAGAAAAATTTGGAAGAAGTTAAGNTTTTTTATGGCCTTTTTTTGAATGTGGATTAATTATATGGTAAATAGGATTCAAAATCCTATTTGATTCTGACTCATATTGTAGATAGGATTCCTTGTCCTACAAAGAAAGAAATTCTGTCGTTTTTTTCGAAAAAACTGCTTCTGTTTGTAGCGATCTGGAAATTGGNTGTACAATATTTTGGTCGAAACTTATTTTTTCATGATCTACTCGTTCGTAGCTTTCCGAAAATATATTATAATAGAAAAACGGATTTAAAACGAGTGAGATATGAATTTTTGAAAGTTGGCTGAAAAAAAAATTTTTTTTAATNATTTTTTTCGAGAAGNTTTGCGTTCTTTTAGGATTATTCTTTTTGGAAAAGGAATATGTGTCCTTTTAGGATTTTTTTTTTTANAATATATGTGTTTATATATTATGNTTTTAAAATATTGGTCTTGNTTATTCGTTTAGTCCTTATGTTCCTTAAACAGTTTTTTTGCGTCTTCTACGAATGAAAGTGACATATGTTGTCGCATTGAATGGTTCAACCATTCTTATTGTTTCCTTGTTCCTATTTCAGACATGGCTGAACGGGAACANACTCGAATTACTCCAAGTGGGAGTTCTCGAAGTCGAGCAAAGGGACAATGTAGAAGAGCACGTCGCCGTAGGACATGTTTCCGAGGGCGAGAAATCATACGGATTGGTGTTCCAAGGGCGACACAAAATCTGTTAAGGAATCAAAGGGCCATTCGAAGGAAAAGAGAAAAAGATCTTAAAGAGTTTAAGTCTTTGAAGATGGATCCTCTTGACTCTTTATTAGACTTCCTCAGATCCTTTGTCATGAAATTTGANGAGGTTAATGAAAGTGTCATTCAAGTTGNAGAGAGGGANGCATACGACGTTTTGTATCATTCCTTACCAGAATACTGGAAGANTGAACTGAATGAAACTTGTTTCGAAATTGGGGATAATGAACCATTATGGAAGTATACGGTAAATATAGGAGTTAAGTGGGTAAAACTTCACAACATAAACATAGTTTAGTATTGAATTTCGTTGTTTATTCTTTACAAATTATGTGATGAACATCTTTGATTATGCTTTAATATGAATATTTGGGTTAGTGGATTGTTATTCTATTGCGCATTATCATATGGTGTTTGATTATTAGACATGNAAATCTTTGTTATTANAGTCTTAAATATATTAGTATACACATTAAGAAATTAGTTTCGAATTTTGGTTAAATATTTAGTTCGTAGATGATGATTGGATGCTTACGTGTCTTTTCGATTTTACATTAAATATGAAACCTTTATGAGAATTGATTTGCTTGAATGTGTATGTCACATGCATAANTGATTAAAAATTCTTGCCTNATTATATCTCAAAACAGACATGGCATCAAAAAGTATCATTGCTGACTTAAACAAAGGTGAAAAACTNAACGGTGACAATTACGACATCTGGAGTCGTAAAATATGGTATGTACTGGAAGAGNAAAATGCTCTCGAAGGTATAAATCATGTTTTGAATCAACCAGAAGAGGGTAACACTGCACAACACAGAAGGGATCTTGAAGCTTACAAAGCTTGGAAAAAGGCTAATTCCACTGCACGTGGAATAATAGTTAGTTCTGTGGTTGATGACCTCATACATGAATGTGAGGAATTCCCTACTGCTCATGCTATGTGGGCACATCTGCGAGGAACGTATGGGGGTACGTCTGTAACCCGCCTCCGACAGTTGACTATCAAATTTGACACTTACAAGAAGCGTCATGATCAAAATATCAAACAACACCTTAGGGTGATGTCAAACATGATAGCTCAACTCAAGAGTGTTGGCCATGTTCTTTCAGATGAGCAACAAGTTCAGGCAGTGATTCGGTCTCTTCCCAATAATTGGGAACATTTGAAGGTTAACTTGACCCATAATGATAGCATCAAAACCTTTTCTGATGTTGCNCGCCATGTTGAACTTGAAGATGAGCGCCTTGGTGCTGCTAAAGCTGCTTCTAATGCCTTTGTGGCAGAGTCAAGTGGTACAAAATCTTCAGGCTTCAAGCGCAAGAAAAATCGGAAAAGAAATGGGAAAGACAAAGAGACCGGAGAAGGACCCTCTAAGAAAAAGAAGAAGCCAAATTCCAAGAAAGGAAAATGGTTTTTCAAGAAGAGAGACAAGAGCAAAATGAAGTGCTACAATTGCCAAGTGTTGGGGCATTTTGCTCGTGAATGTACCGAGCCGAAAAAGGTAGCATTTCTAAACGCATCTCTAAGTGCTACATATGTTTCTAGCACTTCTTTACTAACTGAATCTTATCCTATGTGGATTGTAGACTCAGGATCCACCGACCACGTGAGTCGAGATCGAGAAGCGTTTGTGGAGTTTCGTCGAGTTTCATCTAAATCAAGGTGGATCTACGTAGGAAATAATGCNAAACTGGAAGTCAAAGGGATAGGCACTTGCAAAGTGGACTTGCGTGGTGGCCGTTCTTTGATGTTGCATGACGTCCTATATGCTCCAGAGATTCGACGAAACTTAGTATCTGTGTCTGTTCTTTTAGACGTTGGTTTTGATTTGTTTTTTAGTCGTAATGGTGTTAGAATAACTCTAGATAATGTTTTATATGGTTTTGGACTTCGTTATGACCGTTTTATCGTTTTAGATTGTAATCCTTCAACTTATGACTATTATGTTGACCGTTGTGTAATGACATGTTATTCAAGTAACAATGATATTGATGTTATTACATGGCATGCAAGATTAGGTCACATAGGGNAAGATCGAATGAATAGGTTGGCAAAAGAAGGACATTTAGGTTCTTTCACCAAAATTGATATGCCAACTTGTGAAAACTATCTTGCCGGAAAGATTACGCGTAAACCATTTGGGAAG

>rnd-6_family-1611#Unknown ( Recon Family Size = 56 Final Multiple Alignment Size = 45 )

TTTAACTAAAAAATGGAAAAAAGATCAGTTTATTTTAAAATAAAAAAAATATTATAGTTTTTTTAATTTTCTGGCCATTTAGCACTTCCCT

>rnd-6_family-9660#Unknown ( Recon Family Size = 47 Final Multiple Alignment Size = 45 )

AAGCTCAGAAGGGAAAGAATGAGGCNNNAGAGAGTTTGAGGATTTCTCATTGAAAGGGTGGTTGCCCCTCTCTGCTTTGCCAATGATTTCTCCATTAATGTAAGAANCCCAACAGCCCTTTTATCAATTTTAAACGGAGGGAGTACATAATTAACAGCTTTCGTTCGAAACGGGTTTCTATGCCCTTCAACTCTTTTTCTCTTCANCTTCTCTTTAATGCTTCCGCCGGAGCATTGANTGTTGCCGGTGGAGCTGTGGTGAGTATAATCGGACGGCTTGAAAGAGGCGATGATGATTTTTGCCAATTTTTATTCCCTTCTGAGCTGATTAATCGGGCATTTGAGGTTATCCGACCCGTATCTTGGCGGGGCATGCTCCCAGATTTTCTGGTGGTTTTTGCAGCCATGGCGTGGTCGGACTCTCTTTTTGCCCGAGCTTAACGCAGATCTGAGCCTCAA

>rnd-6_family-359#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 43 )

TCTGCACTCTTTTCTTAAAATTNTTCTAGTCCATATTAAGTGAATTGTTGGGGTATGACACACTCCTTAAGAAAAATATTTAAGGACATAAATTAAANATTATTTTTCACTATTATCCTTTTGATTATTCTCAAACTATTCTCCTAGAAAATATAAAGTAGTTAAGAACCTCATTAAATGAAGGGTAAATATAAAAAAATTCAACAATTCTCTTGAATTTTGAATAATTCACTTATTTTGAACTATAAAAAAATGTCTCAANAATTCACTTAATATGGACTAGAG

>rnd-6_family-869#Unknown ( Recon Family Size = 50 Final Multiple Alignment Size = 43 )

AAGATTTAGGGTGTGTTTGGTACGGAGGAAAATATTTTTTTCAATTTTCTCATGTTTGGTTGGTCAAAATATTTGA

>rnd-6_family-340#Unknown ( Recon Family Size = 48 Final Multiple Alignment Size = 41 )

GTAGCGGACCCAGGATTNTCATTAAGGGGTGTCAATGGTTGTAGTAAAAAAATATNATTAAGGGGTGTCAATGGTTGTAGTAAAAAAATATAATTATTATGAGGCTAGTAGGACTAGAACACACGACCTCAAGGAATTTTTCGCAACGCCTTAACCACTAGACTAAACNTTTAACTTGTGTCAAGAGGTGTCAATACTTGTATATATATTTATTAAACCAAAATTTGACCTCTATATACGATGTAATTTTTACGAAGGGGTGTCAAAGGGTGGGTCCGCTCC

>rnd-6_family-2715#Unknown ( Recon Family Size = 57 Final Multiple Alignment Size = 39 )

GCATTGCTTATTTTTGGAGGCAATGCTTCCAACATGATTTTTTCATTATTCAAGACTCGAGAAACCTCTGATTAAGAATGAAGGGATCTCAATCATCCCACCACA

>rnd-6_family-876#Unknown ( Recon Family Size = 46 Final Multiple Alignment Size = 39 )

GAATTGATGATTTATTTATCGATCAATTGTCCCTTTTTGGGACGNCTGTTTAGTAAATGATCCTCTTTTTAATTTCTTTATAACTTATGGACTTTTTTAAATCACGGTCTAAAGATTTCTTTTGAGCAAACTAAAAATCTTATGANAAAACGTTAGATCACGATCTAAAATTTTGATAAGTTATTGCAAACGTTAGACGACAATCTAATATTTTGTCTGTAAGATTGAGCAATATATGAACAAATATTAGACTCGAATCTAACGTTGTCCGAAAGGATAATTTTCCAAGAGCTATATTTGCACAACTTTAAAAATAGNGACAAAATCTAAATAGTGACCTAAAAAAGGAATATTTGCGTAAATCAACCA

>rnd-6_family-3235#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 38 )

ACTTTGTGTAAGTAAATATCTTTAATGCTCACAGTAAAAGGTAAAATTTTAATTCATAAAAACCCTCAAAATAAAAAGTGAAAAAGTAAGCTCGTTTCATATTTAAAAAAAGTCCGTTTTTGTCATGATAAGAAGCAAACCTTTTCATCGAAAAGAGGATTTGAGTCGGTGATGGAGTTGTTGGCTGTAGGCCAGAAATTTTGGAACTCAGGTAACTCATAGAAGNNCATTCTCCGTAACNGAGGGAACTCAATGCCCTCAACATTGTCACTGCAAAAGTGAGTCAGGCATTCCAGAGNTTCAAGCTCCAACTCATATAAATTGGGGAACTTGATTACTTCATGTGTCCTCCCANAGATNTTCAATAAATGTGTCACTAAATCACANTTAGAGAGGCCGAGACATTTCACGTTCTGAAGCTCATTCAGCTGCAACTCGGCCAACACGTTATTAGAGCCCTTTCCCGTTGAATGTACGAATTCGCNCTCCTTCAACAGGCGGCAGATCCAATCACCCAATGGGGCGGTCTCCGTGACCTCTAAAGCAATATTCTTNCCGTAATCGCCCANTGCNTTGCGCGAAGTGCNTNACCCACTTTAAGAGCGTACCGTGTCAACCTGGAGGGAAGGCGCAAGTTACTGTAGATCACATCTCCGGAACAGTCACTTAATGTCAGTGCAGTCAATCTCGATAAGGATTCCAGTTCCCTCAAGGTGGAGTAACTACAATCTTCTACTCCCACCATATGTAGTTCCTCCAATCGAACTAGTCTTGATAACACCCCTGCTGAAATCCTTTTAAGTGCTCTNCTCTCATTCCGAAACTCTAACATAATTAGCTTGGTCAATTTTCCTATCTCCACTGGCACCTCCTCTAACTGACAATCTCTTATGCTGAGAATTTCTAAATCGACAAGTTCCCCAATAATGGATATGTCATCCAACCTTAAATTACTCAGACACAGCGTCCTCAGACTTGACAACCTCCGAATGGATGCTGGAAAAGGCAGAATGGACTCCTTATATCCGTATCCCCTCAGGCTTAAGACATTGAGGTTACTCATTCCATCAAAAAAATCATCCTGTAATTTGAATGGCTCTTCAAAACAGAGTTTCAACATTAGAAGCTTCAGTTTTGGGCAAACTATTGGGCTAGGAGGCTCATCAAATTTATTTGCAACAATTGACATGTGACTGTATTGCTGCTCGTAAAAGTCTATTCTTGGGAACTCTTCCGAGTTCACATCGTGACTTACCATAAAGCTATGNTCTCCCTCGGACGCAATATTTATAGCCACGTCACGGACCACATCATGCATTTTCACATGATTTTTGTCTGAACCTTGGGATAACAAGAAACCATCTTTCAATGTTTCTAACAGANGACACACCCTATCTCTTGCATCTTCTAAATTTTCGATTCCCGAAAAGATGCGAAGCCCCATTCCATATTTAAGCAATTCTTCGATCCAAATATCACTATCTTCCTCGAACAANGAACAAAGCAAAAAGAGGTACTTGGCTTCATCACTTTCCAAGTGATCATAGCTTAGCCTCAGAGGTTTATACACCTTTGTGTGCACTCCAGGGATATTTCTTGTTTCTGCATCGCGTAATTGTTTAAGGGCATCCTCCCACGAAGGCTCGGTTTTACGCTTTAGTGCTCCTGCAACTGTAATAATTGCAAGCGGCAACCCCTTGCATTCTTTGGCAACCTCTTTTGCTATGTCATGAAGAGAAGGATCGTCGACCGAATCACCGNCTTTCTGCTTGAAAAGGNNCCATGCTTCCTCTTCGGATAACGTTCCAACTTCCATGATCTTCTGAGCTTCCATTGCTTCACAAACATTTCGGAAACGCGTCGTCAATATCACTTTGCACCGATGNTTGCGGTTGCTACCGCTGGGAATTCCAAGTTTGTCTAGATCACGAAGAGCCTCCCAAACATCATCCAAGATTACAAGGNCGCGGCTGTTCTGATCCATTAACCTTGTACGCAGCCGATCTCCACGACTCCACAAATTATCCCCTTCTAACGTCAGCCCGAGTCCTTCTGCGATCTCACCCTGAAGTTTTTNCAAGTCTGGTTGTTGACTGACAGTTACCATGACGACATCTNTGAAATTATACCCCTTTCTTGTTTCGCCTTTTGTCTGATTTTCTCAGCGAGTGTTGTTTTACCAACACCACCCATACCGCATATCCCAATCATAGTGACCCCGTCATCTTTCAAAGCTTCCATGACCTCATCCTCTTGCAATTTTCTGGAGTCAAACACCTCACCATCGTTACTAGGTATAGCCTCAATTTGAACTGGACGATCATAGGAGAAAGCATCAGAGTCGNCGCCTTCANTTCGAAGTTCAGTCAACTCCNGTGTAGTTTTCTTAGCTCTCCTGCTGAGNGAGTAACGTGACTTCAAGTTTGGACACCAACCATAAAAGCAACCCCTTTCAACCTCAGCTGTACGTCGCATTACANCNTCCACATCTGCAGTAGTGGTATCAACACTAGTTAACCAAGCCTCGCCATTGGGTGAAATGNCTTGTAAGTTTCTCCGGGCAGCTTCCGCTCTTTGCTGCACCTCANTTCTGATATTCTTCAGCTTCTCAGATTCNTTTTCCATAGATGTGATGTTGCTCTTGTAGTAANATAAATACCCAATCCCTCGCACAACTGGCTGCATCAAGCAATCTGTGACCTTTTCCACAAAAATAGATAAGAATTCCATATCTCTGATTAGTTACAAGGAAGCAAAGGTAGAATGAAAATAGGTTGAGAGTGAATGAATACAAAACAGAGGAAATTGAAAACTGATAATAGCACGGCTTTCAGGTGNGTACTACTATTAACTCTCACGACTCGCGTGGTCATGTACTATTTCGAAAGTGACCAAACAACAAACTCATTTTTGTCTTTTAATAAATACATTG

>rnd-6_family-360#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 38 )

CTCCGGTCCATTTTACTTGTCATGTTTTTTTTCGTACGTCCTTTAAGAAAATATTAACTAAAAGATTAATTTGACTAAATTATTCTTATTTATTCTTTGATCTCAATTTAATACTACTCTCTTTTTCACCACATTAATCTCTCTNCATATTTATTGAGTAAGGATAAAGGTGGAAACAATTAATTATATCTTGATTTTCTAAAATGACAATTATTTTGGATNATTTATTTTTAGTAAGNATGNTACGAATTAAAAAACCGAGNAAATA

>rnd-6_family-2505#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 37 )

GTACTCAGACTTCCCCTAATCTGCAAAAACAAGACCAAAAGAAAAAAAGTGACACTA

>rnd-6_family-587#LINE/L1 ( Recon Family Size = 42 Final Multiple Alignment Size = 36 )

AAAAAAATGCTCCCAGGCACTAGTTTCGAGACAATCTTCTGAAGTCCCTTCTGGACNCGNNTGANTTCCTTTCCGGTGGACTTCTNCCGCCGGAATNCCGCTCTCTTTCTTTCTCTTTTTTTAACTCCATTTCNTTCAGATGGACAACAGAGTTTATTTCAGATCTGGGGGGAAGTCTTACGACATCACGGAGTCCAGATCGGAGNCTGAAGTATGGTACGANTGGGTGGAGAGCGCTAGGCGTCACATGAGGAGAATGGTNCTNAGCAGGGGNGCNCTCGGTTGGCTNTGCAAAAGGCTNAGNGAGGCTTCGGGNATCAGAGGGAAAGCGTTCAAGTCNTGGAGATGCAGGGATNTCTCNACCNACATTTATTGCTCTGAAGTTCAATAAATATGGNAGGTTCATNTCNGTNATTGCGGTTAANGGTAGCAGCAGAGCNGTCATTATTCTNCCGGAAAACGCATTTAATGAGGGGTGGGGGAANTTNGCTANGAAAATTGAAANCTTCATTAATAGGGGTACAAAACAGACAAAAGCATTAAATTACCGGGGGAGGCGGACTGTGCTGCTAACAAGGGGGAAAGGAGTTACAAAGANGCTTTACAGAAAAGCAAATGGACCAGAACGGAGACAGAGATAGCGGAAGAAGGCAACACGNTGAAAGCTCGAGTCCAATTNGAGGANAANGATCCGTCGGCGCGATGTCTGGTGGGGAGCTTTCCGGAGTGNGACGAGACNCCCACTCGAAACGACGTNAGAAGATGGGCTCAACAGACNTGGAANGGAGCTCACGANATCCAAGTNTACGATATGAACGGGATCCAATTTCTNTTCGAATTCCAGTCGAGAAAAGNNGCNGAACACGTCCTGATGGGCGANTGGAGAAGACGAGGGAACAGATTGAAGCTNGAATGGTGGTCGCCGACGACGGGNGCTTTCCCAATNCACAACGAGTTCGACTGGTTTTGGATTNGAGTTCTAGGNCTNCCTCTACANCTNTGGTCCGAGNAAGTNATGAAGGAGATCGGAGATNAGTGCGGCGGNTGGNTNGAGACGGAAGAAGAAACCGANCTCAAAAATCATCTGAGATGGGCTAGGATTCGAGTCAAAGGNCCGACGGAAAAAATTCCGACGTCCATCGAGGTCGNCGATGGNGANCNCATCTTCTCTCTGCCGGTATGGTGTGAAGCGCCGGCGACTTTTCGTAAAAAGTACGACGAGGGAGCGTCGCGTACAAGTAAGGAAAGAGACGAGGGTGGGTATCGAGGGAGGAACCCGTCAGATCTTTCGAGGTGCAGAGATATTCATAGGTCCGAAAAGCTGCCTGTTAAACCTAACAGAGATAAAAGGGGTCTTTTTGGTGAAAGAAGTCACGTGGGTGGAAAAGTCACAAAGGGGNCCACTTCAGAACAAATAGAGGGCCACTTGGTTTTAAACCCTGGCCCAAGTCATTTGGGCCTGTTAAAAGCCCAATTTTTAAAAGACTGCCCGACAAGAACCTGAGCCTTTTATTTGCGATGTAAATCGCTGGGAAAGAAATCATGAAACTATATACTCCTCAACTGATCAGAATCTGATGGAGGAAACAAAGGTGAAAGACTCAATTAGCAATTATATACAATCGGGAGTCGGCACACAGGCGAATGCAGAAGNATCACCACAAACTTCGGGAGAACTAAATGAAGAAGAAACTGAGTTACATGGGCAGAATAGTTCGAAACGAATCACAATTCTGGGGTGACCCAACACCCATCCAATGTGATGCTTCGGGGTGCA

>rnd-6_family-4924#Unknown ( Recon Family Size = 43 Final Multiple Alignment Size = 35 )

TTATTGCTTAAGAATAAATTCTCTCTTTTGTTCAATATTAATTGTTAAGTTTAACAAAAAAAAAATCATGTTGGTATTTATCTTGATAATATAATATAATTAGAACAATTAATGATGTTATAACTGGAGANNAAAAAAAAGACATGACATTGATAGAGATCAAAAATTATTTTTTATTAAAAAAAGAGGATAGTTTCTTCGGGTTTCGCTCTATAACACTCACCTCCCCTGTGGTTTACGATATTACGCCTACCTCCCTTATTTTGATTTTTTTGTAACNATTCTTTAAACCTATTTAAAATAAATATAAATNAATTATGACTTGACNAATTTGCCCTTCTTTGTATTAATTTTTCATATTAATNCATATTATTAAAAACATGACTTATTTAATAAATACTTTAAAAATAAATCAACACAAATAAATTAATACTATAATATATATTATATANATATATATACACACGTGTTCTTTTTTACCAAACAAAGATNCACACTTCTTCGTATTGATTTATTTTTAAAATATTTATTAAATAAGTCATTTTTTAAAATAATGTGGATTAATATGAAGAAATTAATATAAAAGGGCAAATTTGTCAAATTATAATTAATTTATATTTATTTTAAATAGGTTTAAAGAATGGTTACAAAAAAATCAAAATAAGGGAGGTAAGCGTAATATCGTAAACCACGGGGGAGGTGAGTGTTATAGAGT

>rnd-6_family-5408#DNA/hAT-Tip100 ( Recon Family Size = 37 Final Multiple Alignment Size = 34 )

TATTCAATTTNAATATGTCAACTAGAAAACATGATTCCGATTTTACAAAAAGAGAGAAAAAGAGAAAACTTGAAGAATTAAATAAATCTCAAAAAGGAGCCCTTGATAGATTTTTAACAAATAATAAAAATTTCGAATAAAAAAATATTGGAGGATGTTCTTCAAATGAACAAGTCACCAATAGAATTGAGTTAGATGATAATAATATCCAAGAANAAAATCTAGAAGAAGTTGGTGAAAAATGTGACATTGTTCCCGATATCAAGAACTCCTAAATAATTTAAATAGTCGCATCCCTAAAAATATATATGATCCAAGTCAATGGAATAATGTAGATACAAAATTGAGAGATCTATTAGTAGAAAAGGGACCANTTAGAATGACCGATATAAATTTTCCANAGGATAAATACGTACGACATTTTTCTACAACACACTATATTCAAAAATTGGCAAACGGAGAAAAGCATGAAAGAAAATGGTTAATCTACTCTAAAGATTTGGATAAGGTATTTTGTTTTTGTTGTAAATTATTTAGCACGACTTCTATTGTTTGTAATAGTAAACTAGCTAGTGAAGGTAGTAATGANTGGAGAAATCTTAGTGCTAAGCTCAAAGCCCATGAAGTAAAGAACGAACATATTATTAATAATATGAGCTCGTGNATTGATTTAGAAATGAGATTGCGTAAAAACAAAACAATCGATAAAGNCGTGCAGGAACAAATTGATAGAGATAGAGTGCANTGGAAAAATGTATTGTCAAGAATTATTGACGTGATCAAAACTCTTGGGAAAAATAATTTGGCGTTTAGGGGAACAAATGAAAAGATCTATCAAGAAAGTAACGGTAATTTTTAAGCCTAATTGAAATGATTGNTGAATTTGATCCAGTTATGCAAGAACATATTCGAAGAATCAAGCATGACGAAATTCATAGTCATTACCTTGGACATAATATACAAAATGAATTANTAAACTTATTGGCAAGTGAAGTCAAGAATAAAATTATTAAAGAGATTAAAGAAACAAAATATTTCTCTATCATACTTGATTGCACGCCGGATGCAAGTCATCAAGACCAAATGNCTTTTATANTACGGAGTGTGGATATTTCGACNACTCCAATAAACGTNACCGAATATTTCTTAGAATTCTTAAAAGTGGATGATACAAGTGGAAAAGGTCTTTTTGAAGTTATTTTAGATGAAATAAAATGTATTGGACTTGATATTGATAATTTAAGAGGACAAGGATATGATAATGGGTCNAATATGAAGGGAAAACACCAAGGAGTGCAAAAAAGACTTCTCGATATAAATCCTAGATCATTTTATACACCATGTGGTTGTCATAATCTAAATTTGGTACTTTGTGATATGGTTAATTCTTGTACGAAAGCTGTATCATTCTTTGGAGTGGTACAACGTATATATNCGCTATTTTCTTCTTCTACTAAGCGGTGGAAATTTTTTAAAAGATNGTGTACCCAGTCTAACTCTTAAATCATTGTCACAAACNCGNTGGGAAAGTCGTATTGAAAGTATTAAAGCAATAAGATTTCAAACTCCACAAATAAGAGATGCTTTATTTAAATTAGAAGAAGTTAGTGANGATCCAAAAATTAAAAGTGAAGCTACTTGTTTAGCAACTTNTGAGCTTGAAAATTTTGAATTTTTATTGGGTATGACTATTTGGTATGACGTATTATTTGCTGTNAATTCAATTAGCAAAAGTTTACAATCNAAGGATATGCATATTGATGTCGCCATAGATCAATTAAGAGGCCT

>rnd-6_family-5940#LTR/Copia ( Recon Family Size = 37 Final Multiple Alignment Size = 34 )

TGATCTACGACCGTGGGGTTGTGCAACATATATTAAAGATCGTTTTGGTGAGTTTGGTAAACTAAGTCCAAAAGGAAAGAAATGTATCTTTATAAGGTACTCTGAACGCTCCAAAGGGTATGTGTTCATCGATGAACTGGAGGATGGAAGTATTACTGAAATTGTATCACGAGATGTCAGATTTTTGGAAAATGATTTTCCCAAAAAGGGTGAAATAGATGAAGTTGAGCCTCTNTACGAAATGTTGAATTCAGAAGATCAGGTAATGTCGTCAGACATACTTGATAATTCAATGGATCAAGAAATGATTCCTGGTCCAAGTGGGAGTTATGAATCCCAAAATCCTATAGAGGAATCTGAACTTCAAATACGTAAGAGTACAAGAAAAGGTGTACCTAAACGATCTTATGAGATTGAGGATTATGTTTTCTTGGTATCTCCTACAGAATTGGATGAACCTAATTCTGTAACTGAGGCCTTATCGAGCCCTAAA

>rnd-6_family-3052#Unknown ( Recon Family Size = 35 Final Multiple Alignment Size = 33 )

TCTGAGTGGAGCCTGCACCTTAAAAAAGGGNAAAAGGGTCAAATTTACTTTGTATTATTCGAAATTGAGCAACTTTGCCNTCCGTTAGACTTTTGGTCTAATATTACCCCCGCCGTTAGGAAAAAGTCTCGTTTTTNCCCTTGACCCCTAACGGAGCTCCAACCTGAGGGTAATTTTAAACCATAGTCGAAAGTTGAGGGGTAAATTTGGACCTTTTTCTCGAAGAATTTGGACACGTGGAGTCCACCCATTTCACGTTGGAGCTCCGTTAATGNCAAGGACAAATACGAGACGATTTGCTAACGACAAGGGTATGAATGGACCAAAAGTGTAACGGAGGGCAAAATTGAGCAATTTCGGATAGTACGAGGACAAATTTGGACCTT

>rnd-6_family-2093#LINE/RTE-BovB ( Recon Family Size = 36 Final Multiple Alignment Size = 33 )

GTGAGCTTGCTCACATTGCCGGTCTCAAGCCCGGATAAAGGAGGAGGGTTGCGGTAGGCTGACAGCCANCGTAAAACTAGTCAATTCATGATGAATCCTCACAAT

>rnd-6_family-755#Satellite ( Recon Family Size = 41 Final Multiple Alignment Size = 33 )

TGGTGGATTTAGTTGTTGGAATTAAGTCAAAACTAAACTAGTTAAAGTTGTTAAGTTGTTTAAATAAGTTAAAATAAATAATGTGATTTAGTTGGTGGATTTAGTTGTTGGAATTAAGTCAAAACTAAACTAGTTAAAGTTAAAAAGTTGTTAAGTTGTTTAAATAAGTTCAAATAAATAATGTGGTTTAGTTGGTGGATTTAGTTGTTGGAATTAAGTCAAAACTAAACTAGTTAACGTTAAAAAGTTGTTAAGTCGTTTAAATNAGTTAAAATAAGTATGTTNAAATAAGTTAGAATTAATAATGTGGTTTAGTTGGTGGATTTAGTTGTTGGAATTAAGTCAAAACTAAACTAGTTAAAGTTAAAAAGTTGTTAAGTTGTTTAAATAAGTTAAAATAAATAATGTGGTTTAGTTGGTGGATTTAGTTGTTGGAATTAAGTCAAAACTAAACTAGTTAAAGTTAAAAAGTTGTTTAAATAAGTTAAANTAAATAATGTGGTTTAGTTGGTGGATTTAGTTGTTGGAATTAAGTCAAAACTAAACTAGTTAAAGTTGTTAAGTTGTTTAAATAAGTTAAATTAAATAATGTGGTTTAGTTGGTGGATTTAGTTGTTGGAATTAAGTCGAAACTAAACTAGTTAAAGTTAAAAAGTTGTTAAGTTGTTTAAATAAGTTAAAG

>rnd-6_family-72#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 32 )

TGGAGTATGTTTTTAGCTATTTTTGGCTTNANATGGGTCATGCCTCAGAATATNAGGGANGCNTATATGAGCTGGAGTTGCTGGAAAGTTGATAAAACCATCAAAAGAATCTGGAAAATGATNCCTGCAGCCATTTTTCGGAGTATTTGGAACGAGAGGAACGGAAGGTGTTTTGATGGAATNTCAACTACCTACCAGTCTTTAAAGCTAAATGCCTNATGTATCTNTNTAGTTGGAGCTTATTTACCCCTGTAGATTCCCCTGATNCATTTTTGGACTTCGTTAGCTCCCTGACTCTNGATTAACAATGTAAAGGAGAGCTAACCTTTTGCTACTAAGCTTTTGTAACTATTATGCATCTTCTTGATGCCTTCAATGAAACTAATTACTTCATCAAAAAAAA

>rnd-6_family-13447#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 32 )

GACCCTTCTTTTTAACCCATAAACCAACTACCCGCCCCATAAACCCAATACCCACCCGATTTCCTCTAAAATGNATCCTAATTAAAAGACCCAAA

>rnd-6_family-4297#DNA/hAT-Ac ( Recon Family Size = 32 Final Multiple Alignment Size = 31 )

AGGCTGGGCACCGGACCGGAACGGGACCACCGGACCGGAACGAGACGGTTTGACCGGGTTGTTGACCGGTACCGGGATGAACCGGACCGTANTNGNNNGGACCGGACCGGNATTACCGNNACGNATANTCGNTTNCGTNNCGTNNCGNTATATATCGNNACGNAATCGNAACGNANTAAACGGGGATAAACGGGACGACACATATAGCTATTTCAAAAAATAATTATTTTTTTTGAGTTATTTTGAATTACGAAAATACGAATGTTTTTTTATTTTTCTAAGTTTANATTAGTTTATAGTATTTAAGTTTTGAAATTTATAATGTAATTTTACTTAAGTTTATTTTAAAGATATTTTTTTTAATTTTTACNTATATAAGTTTGTAAGTTAAGTTTAATAAAGTTTTTTTTTAAGTTTTTGAGCTTATGTAGTTATGTTATAAGTTTTAAAGATTTGAATCTTTTGAAGTTTATAAGTTATTAAGTTATACTTATAACTTGTAAGTTAAATAACTTAAGTTTGTAATTTTAAAAAATTAAATAAACAAAAAAGAAATGCTAATAAAAGTAAATAATGACAAAAATATTATTTTTTATTTTAATTAAAAA

>rnd-6_family-1328#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 31 )

AATATATTTCGAGTTTAAAATTTTAGTCGATTTTGTCTAAAAATTATATATTTTAGTATGCGTGATTTATAAAAATTATCGTAANTATTATTAAATTATTTTATT

>rnd-6_family-284#LINE/L1 ( Recon Family Size = 44 Final Multiple Alignment Size = 30 )

CAACAGGCNCATGCGGAATTAAAAANTATCTNCACTNTGAGGAAGAGTTTTGGAGACAAAAGGCNGGNATGCAATGGTTTGAAGANGGGGATAGAAATACAAAATTCTTTCACGNTCTAGTNAAGGGNAGAAGGAAAAGGCTTGCATTGANAAGAATATTAAAAGCATATGGTGCACGGGCAGAANCGAATGCGAAATNGCGGAAGAAGCNGTTNANTTTTTTCAAAANCAATTTACTAGAGGNGANACTGATGAGGANTTNTCCTTGTTACGATGGATACATCCCCAGATNTTTCAGANGAAGAAAATGATCGGATTANTGAAATNCCCGATGCAGAAGAGATCGAAAAGGCGGTNTTTGANCTGAATGGAGACAGTGCTAGTGGTCCAGATGGCTTTACNGGNAGTTTCTATCAGANTTGTTGGGANATTGTAGGTGANGATATAATACAAATGGTGCGAGCTTTCTTTNATGGCGCGACNTTGCCAAGGTCCGTTACTCATACTAATCTGGTNCTAATACCTAAAAAGGAGANTATTCATTCCTTTTCAGATNTAAGACCNATTAGTCTGAGCAATTTTCTCAATAAGGTCATNTCTAGGATNATNCATGATAGGATTGAAAGATTTCTTCCAANATTAATNTCNCCAAANCAATCTGGTTTTGTTAAGGGTAGAAGCATTATAGAGAACGTGTTATTGGCCCAGGAGGTGAT

>rnd-6_family-1423#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 30 )

GGTTCGTGGGAGGAGGCTAGCCTTGAGGTGGGTTCTGCCTCCCCCTTCACGGCCACCACCACGGGTCGTGGTGCCCNCCACGAGCCGTCTAGGGGCTCGTGGGAGGGGAGCCTTCTTTGGCTNGACNCTGTGAGCCACCACGGGCAACACCACGCCTCGTGGTGCCCTTCACGGCCCGTNTGGGNCTTCGTGAAGGGTGCCCAGGCTCANTTCTTGGCTCGTGACCTCTCACTTAGCCCCTTGCTTAGNCTACTAGATTTCGAGGTGTTAC

>rnd-6_family-113#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 30 )

GAGGGTGTTTGGCTAAGCTTATAACTTATAAGCTGGTCAAACTGGCTTATAAGCATTTTTTGGCTTATCTATGCGTTTGGTAAACACCGAAAGTGCTTATAAGCCAAAATCAAGTCAAAAGTCATAAGTTGGTCACCCCCAACTTATGATTTTTCAGCTTATAAGCACTTTTGGTTTGACCGAACTATTTACNATTTTATCCTTAATATCTTTTGTAATCTCGAAATATCTTTTCCGAAAACANAACTCTTACTTTCTCTCCATTCCGTNTCCGTCGTTCGTCCTTTTCCNTGTAAAAATACTTTTAAATTTATAGTATATTTTGTAAATAGT

>rnd-6_family-2323#LTR/Copia ( Recon Family Size = 32 Final Multiple Alignment Size = 29 )

GTACATATATGATTCTCATTTGAGGAGGGAAATCTAGTTCCTCATTTTCAGTTCATGAGGAAGAACCAACTCCTGAAACACATCTTTTTTTCTATTCCACCTTGAACTCCCATCTAGAAATCGTAAGTGTCAAGAGGATNCCATTATTAAAGAAGATCTTAGAGCTAGCATGAAAAAAAAAATGACATGATTCCCGTTGTGATTTTTGAGGAATACTCAATTCCAATCTAGGCATGGACTTTTCAAATGAAAAAAAAAGAAAAAAGAGGTTATTNAATAGATGAACCATGCTGATCTACATGCCTCGGTGAGGAAAATTGATACTCCAAATAAAAGGTTGAAGTAATATTTTCACCGATAAGATTGTTGAACGGGAGGCTACTCATGCAGCTTATGAGAACATAGATAAAAAAAATGTCCTTCGGATAAGAATTTAAGCTCTACAGACTGTTCTTAATGAAGAAAGGGTTAAAAATGCTGAAATTATTCATTGGTTGACACAATTATTGCCACTTTTCCATTCTTCTCTTCACTTTCCAATGTTAGTGTCTCTGGCTTTATTCTACTCCTATCNAGTGTTTTTTTTTATTAGTCCTCAATNGTTTTTGCTTCATTCAGTATGGCTTCGATCTTATATAGTACATTATTAATGACTCATGTTCTTGCTCTCTATAATACATTATTATGTTGCATGAAGTCGTTATCTGATTGTCTTGGTGATAGCCTAGTGGCCACGAATAGTTTAACTAATCAATCTAGCTCGTATGTTATAGGATTNACATAGCTTTTCAATGATGCCAAAAGGGGGAAGATAAGAGTTGTGCAGTGTTTATAACCCATTGACTAACTTGTTTCATGTTAGTATTTCATGCTTCAGTGTCTACANGTAAAGTTGTTTGAATGCACAAAGAAAAGAGGTTTGTCATCATCAAAAAGGGGGAATTTGTTGGGATTTATGCAGTTTTGATGATTGACAAAGAAAGATGAAACACGTCAGTCAACATGGTCCAAAGGTACACTGTCACGAGCAGTTGAATTCGAGAAAGCTTTTAAAATGAATAAAGACAAGAGTGCAGAAATNAAGGAATGGATAATGTTAATTTCGTGATAAAACCCAAGGAAATAAACATCTGATGAATTGAAG

>rnd-6_family-499#LTR/Gypsy ( Recon Family Size = 33 Final Multiple Alignment Size = 29 )

AAGCTGCTTTGAAAGCCACAACACANGTGATTAAAAATGGATCGGGAAATCTTGGGGGAAAGAAAATGAAGGAGGATGTAGCGAATGTTGTGTCAGACACACAAAAAGGTCCAAGGGGTCCACTTTATCAATATGCACCACCTCAATTCCATCACTATCTCCCCATGCAAGACACACAATACTCTATTGTCCCACCTCAATATGCGGTCTATAGTGCACAACNATATGCATACCCACCAAACTATCCTCAATGGCGAGCGCCAACATATCAAAATGTTCGCCCTTCTTCTCAAAATTTTCGAGCACCTTATAATCCCCGTCCGAGACAGGGATTTGAAGGAGGTCAAAGACCTACGAACAATTTCACACCAATTGGAGAGTCTTACACGAGTTTATTTGANAAATTGAAACGTTTGAANATGATAGAGCCGATTCCTCAAAATTACGTGGATCCACGTTGCAAAAGGTTTCAATCCTGCAGCACGATGTGCATACCATTCTGATGCTCCAGGGCACAGTACTGAAGATTGTCGTAANTTTGAAAAGAAAGGTGGAAGAGATGATTCAAACAAAGATGATTGTGGTTCAAAATGATGACCCCCCAAATGTTACTAAGAATCCTCTACCGGCGCATAATGATGTACACTTCATCGAGATGATATGTGATGACAAAGAATATGAAATTCTCTCAATTCTGAAGAAAAGACAATTGAAATTGGTGGAGCTTTCACGAAGGCTAACGTGCAAAGCAGTGGCTAAGAAGTCAAGCTTGGTGATTGGGAGACACTCTTCTTTTCTCTAAAAAGAGTGTATGGATAGTTTATTTTGTCATCATTTCTGCTATGCAATTCTTTTTTATTTTTTTTTAGTAAGTCAGACCTTTCTATCATTTCTCTTATGCGTTTGTTTGTTGAGTCTTGTCGTAGTTTGGGTTATTATAGAGTTGTGACCTAAATTTAGTTTGTTGTCTTGTCATCAAGTTTTTTTATCTTAATATAATCTTTATTTCGCGTCACTTTGACCCGTTCTATTTGGCTTTCCACATATACATCTCTTTTCAATTCAATTTTTGTGACATGATATGCAAGAGGATTTGGTCAGATCTTAAGATTATATCTAGTCATGGAATGAATACACCGAAGAAGTCAAAAAAAAAATACATTCGAGGAAATGAATAAAGGACTTAAACACCTTGATACNTCCTTTAGTATCGAAAATGGTTAAAAGAATAAATTTCATTTAAATTGACGCATGTCATTTGTTGTCAAGAAGGTATTACTCAAATGGAGATTTCAAGCTGACAAATATGGAACAAAAATGATATACATATCCATCAATGCATACGTTGCAAAGAGATATTGTATGATTTTCACTTCACATCTTAAAGGGCATTGCTTGTATTTGACATTTTTAATAATTGATATGACGAAGGCATTTCATTCTACTATCCAAACACCGTGTAATCCTTTGCTACCCCTTTTGAGCCTTAATTTTATTTTCTTTCATACCCCTCTTTTGGAATCAAAATACAGTAAAAAAAAAAGAGTCAAAAATNAAAAAAAGAAAAGTCACAAAAAAGAGTCAAGAAAAAAGTGAAAAAAAGAGTCGAAAAAAANAATAACAACAAAAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAATAATAATAATAATATTATTATTATTATTTTATTTTATTGTATTTTTGTAAAAAAGAGTCGATTCCAAAAGTTGTAAGTCTTAACCCTGTTACGCAGTATCTTTGAGCTTTCATGCCAATCCTTTCTTTGTAACCCTGTCCAAAAGCCACGTTACAATCCAAATAAAGACCTTCTGATCAATTTTTAACAATGACAAGTCAAGCAAGCTTTCAGTGTTGATTATATAAGGAAAAATGTCATGCCACTCGCATAAGGAGTGAAAATGAGGGAATCTTATCGATGAAAATCCTCGAAAGCCCTATAGGAGATCATTTGAGTCGAGAGAAAGTAAAAAATGAGAGAGTCTTATTGGTGAAAACCCTCAGGGCACCGTAAGACGATAGTGAGTGAGAGATAATAAAAAAGAGAGAGACTTGTTAGTGAAAACCTTTCGAGGCACCACAAGTCAAGTGTTAGTCATAAATCTAGTGCAAAAGTTGGATTATAGAAGTCTGACTTCAAAGTTGAAAGTTTGACGAAGATGAAGTTTAGATTGATTGGACAGACCAGGCCATTTAATCCAAAATGCATGTCATGATCATTAGAATCGACCACCACTATCAATGGAGTCCATTTATTTTTTATTTTTTNTTTTTTCTCAAAAGGATCAAATATTATTTCTTCTTATTTTGTGTCGCTCAATTCGATCTCGAGTTAGTCTTCATTAAGCAAGCGGAAAATGATTTCAAAATTGCTACCATCTCTTCAATTGCACAAAACAAAGTTTGGTCAGCACATCAATCGTGACATGATTCAAGAAATAGTGATATGCATAGTAACTTGTCAACAATTGACAATTTTTGAGAATTTATATGAATACAAGATTCAATTATTGTTGGAGGGTGGAAACAATATGACAAATCTGAAGTTTGAAGTTCTGAACAATTAGAGATGTTTTCAAGATTATCAAGGTGGGCTGACTAGCAAACGGAAATAGTCTGCCCCAGCTGATATGGTTCAACATTGCAATAACAGGAGCAATCATCTTCAAAGCCAAGGCCACAAATCGACCACCAANNNAAAACTCACAATTTTTCTTNTTTCTTTTTCNAAACAAGAGAAATGTTCCTGANATAAAGGNTATCTCGNAGACTCAAATTTGATAANANCGTTGCGAGATAAAAAAAAAATTTACATGCATTTTTTTTTCTTCCTTTCTCCTAGGATAAACACTTTCTAGTCTGAGACATTTATTTCTTATTTTCTCCTAGGATAAACGCTTCCTAGTCTGAGACCGTTATATTATTTATTTTTTTTATTTTTCCTTTCTCNTTGGGATATATACACTTTTTAGTTTGAGACGTTTATTAATTTGAAGCTTACCATTACTAATTACTCGTAGGATACAAAACTTTTCCGGTTCTAATCGCGAGACGTTTAAAAACTAAAACTAAAATAAAATGTCGTGGTGATTCTATTTGATGATTCAGTTTGACAAAATCTTCCTAAA

>rnd-6_family-1852#LTR/Gypsy ( Recon Family Size = 31 Final Multiple Alignment Size = 29 )

GCGAGGGACTTCTTTGGTGTGAGGACACAGTGATTGCATTTGANAGTAGATTGTGTTAGCTGATAGTTCGCAGGCATAAGCATGATCGACTGTGAGTAATGGGATGTCATATATTGATCCTTGCATGTTAGATTCATGGTTTTGGATACAAATTGTGTTTGAGATGGCTGCTGCGTAGTTTCAAAAGTGTTTGAATGATTTGAGGGCTGAAT

>rnd-6_family-1810#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 29 )

CTACAAAACAGGCAGCAAATTGCTGCAATTTTTAGTTGCCCACCTGCATATTTATACCAAAACAACCCAAAGCCAAATAAACTTCATCCAACCAAAACAACACAATATTTTCAACATATACATTAAACTATTTCAAAATAAACTTCATCCAACTTCAAAATAAACTAAAATACGATCAAATTAAACAATTCCAAAAATATAGAAGTCTAAAATGTCAAATAGATACAACTACTCCTCATCACCCTCACTCTCCTTATCAGACTTACCATTCTCATCACCCTCACTCTCCTTATCAGACTTATCATTCTCATCACCCTCCTGATCGGATCCATCACTGCTGGCCGGACATGGAGGAAGAATATTTCCTGATTCAAAAAGAAAAGTTAGTTGGGCCTGAAGCGCTGCATACCTCTTGTTCTCTACCTCCTTTGCTGCCGCAATCTCCTCCTTCTCTCTTCTTCTCTCTTTCGGCTACAGCAGCAAGCTCGGCATTGAGATAAGCTATCTTACTCTCCATTGCAGATATTGTCTCTCTATCCCCGCCATCGAAGCTTGAGGATGATGAACCACAATACCAAGACTTCTTCTTCTGATACGCCTTTTCTGGATAGCCGTAGACTGAACCTCTAATCGGTTCACCAGCACTCTGTTTCCAAAGATTCTCGTTTTCTTCTTGTGTAAATGGTCTGTCCTGACTCTCAAGAGGTAGAGTACTACGATATTCCTGAGATATTCGTATATACCTATCCTGTAATTTAAACAAAGAACTCTACGAATAAGAATGTAATATATACAAGGAAAAGAAAAAAAGATTAGTTTGAATGGAGTTCTTACATATGTCTCTTGAGCACGTGGCTCAATCCATCTTTCTTCTTCTGTGGGGTTCGTACTCTTCTTGACGTGAGTAACCTTGAACATCTCTGCTACAGCTACCGGCCTACCCAACTCTTTTTCCTGCAAATAACATATATAGAATTTGATCTCATTAATCTCCAAAAAGTACTTATCAAAAAAGAAAAAAATTATTTTACTAAATTAAGAAAGTATACCATTCTTTCCTTCCTAGTAACCTGGCTAATAGCTCCACCAGTGTGCAAAGAGCCTCCCTTTTCTGATGCGCGAGCCATCTTCCCAATCTCACTCCTCTTTTTAAATTTTTCATCAGTACTCCAATGTTCCAGTAACAGAGCCCATCGATCCGGTAACATAAACTTAGGAATTCTGTTTTCTCTCCGACAGTCACAAAATGTGCTAGAAAGCAACTTTGAAGCTTTAAGCTTGAAGTTCACTCGAACGTCATCCTCGTGTTCGGGAGCCCATACATAATATTTCTGTAATAAAAAATAACTAAATATTTATTGTTCAAATGACTAGAGAATTTAAATGTATATGATGTGAATTTAATTTATATATATTCTTACCTTAAATTCGTTGAACATCTGCCCTTGGGTGTTAAGTGGAATCGAACTCCAATTCGGATACACACCATTATAGTGAGTTCCGATGCACTTTAAAATAATCTTTGCCATACCCACATCCGGACGTAAGCTGAAATACGAGTTCATTGACGAAGTAGAGTAAACAAAAAATAATCAATCAATTAAAATATAAATAGATAAATGAAAGATGAAACATAATTAAATCATACTTGTATCCTAATGGCTCGATGACGAGTCTCCGAAAATTGTCTCTATCGCCTGGCTGAGGACCATGTGCATCTGAGTGCTGGGTGGTGGGAGTATTAGGCTCTGAGCCATTGGATTCAAGATGAAGATTGGAAAGTCCAATTGATCCACTACTAGTATTCAAACTATTGCACTGACTAGCACTAGNTGATGGTATGGTAGACCCACGACCAAGATGTGAATAGCCCTGCAATGTTTGGTAACCCGAACTAGGTACCACAGTGGGTGTAGATATAGTATAACCAGATTGTGGAGCCGCATGAGTAGAGGCATTATGTGACTGGTGTGCCGAGTGAGTAGTTGAAACTGAGGCTCGTTTTGAAATATTAACTCGAGAGGGCTCATCAGATATCACGACCCCAGTGGGCCTTCTCATAGCATTGGCCTTAAATTTCTTTTTTGGATTAGCGGATTTTTTTTATTTACCCTTGTCTTTATCTACCATCTATATCAATTAAATATAAAGATTAAAACAAAGTAGTACAAAATAATGTCACAATGTCGAACAAATATATCGAACAAAGTTATCATAACATAAGGCTTAATCCAAATAGTCTTTCACAATGTCGAACAAACGTTAAAACTACTAAAATATAAAGTATACTCAAATACGAATAGCTAAAAATCCACCAACTAAACATACAAATTG

>rnd-6_family-2417#LTR/Copia ( Recon Family Size = 35 Final Multiple Alignment Size = 29 )

TGTTAAGAATTCATCACCAACTTAATTATTTACCCAAGACAAGTCAAGGAAGAATCTAGAATATTCCGGAGTTGTAGAGAANTGAAGGAAGATCTCTAGAATGAGTATTCTAGAGAGAAAAGTCTAGAAATGTTCTAGAAAGGGTAGTTCTAGAAATAGGTAGTTAGAGGAATATTCTAGAATANAGTAGCAAATATCTCTAGCTAGATTCTTCCATCACCACCTATAAATAGAGGTGGTCCATTTGAGTTGTATGCAACCAAGCAAGAAACGACCAAGTAAGAAANCAAGTAAGTAAGAAAGCAAGAGAGCAAACAAGNGTGAGTGCTCAAGTAAAGAGTGTTGCTGAAGCAAGCAACAAGTGTGATCAAGATTGTAAGACCGAAGCGGGTCCTTACTTTGATATAATAAAATTCAAGTTGTGAGAAATCGATTGTGCCCGTCGTCTCCACCAACAATATTCAACAAGTGGTATCAGAGCCTGGTGGATAAGAGCGAGGTAGTAACTCAAAGAAGATCTTACAAGCTATTGTCGGAGGCTACAAGTCGCGAGGCACTTATCAATGGCGGATTTCGCAAGCACTCTCAATAGCGTTGAGAAGCTCAACGCAAGCAACTACGGATCATGGAGCACGAGAATGCAATATTACTTTCTCGGCCAAGAATTATGGGATATCGTCGGTGGATCAGACACCACACCACCAACAGATGTTGAAGCAGCAAAAAGGTGGAAGGTCAAAGCTGGAAAGGCCATGTATGCTCTCACTGTAACCATCGAGGATGAGTTCCTACAACGGATTAAGAATGCCAAGACACCCAAAGAAGCTTGGGACACCTTGGCGACGATTTTTACAAAGAAGAATGATGCGAGATTACAAAGGCTTGAAAATGAGCTTTTGTCGATCTCTCAACGGAATATGACGATCAGTCAATACTTCTCAAAGGTAAAATCTTTATCTGATGAAATATCAAAATTAGATCCAGAGAATGCTATCACGGAGACGAGAATGAGGAGAATCATTGTTCATGGTCTAAGGCCGGAGTACAAAGGCATAATTACAGCCGCACGGGGGTGGGCCACAGAACCAACTTTATCTGAGTTGGAAAATTTGTTGGCAAATGAAGAAGATTTGGAGAAGCCATTATCAAGTCTCACTATAAAAGACGAAGATAAGGCGCTCTTCAGCAAAAGGCAAGACTATCAAAAAAGAGAAGCGGAGAGAAGCTCACGGCCAGGGGGAGACCAAAAGAATCAACATCAAAGAAGTCAACGACAAAACAAGCAGGCGAAAGGCTTCAACAACCGGCAAATGGAGAAGTGCTACAATTGTGGAAAGAAAGGACACTACGCNAGAGATTGCTGGTACAAGAAAGCTGAAGGTAACGTAGCTACTTCTACCCAAAACAAGAAAGATGAAGAAGAAGTTTGGGATTTCGAGACCTCTTATGCAGTTGAAGAAACTAATCAACAAGAGGAGCTTGTCACGTGTCACTCTAACAAAGAAGAGGAGATTGCACTTGCAACTGTAAGTGAGAAATTGGTCGATTATGAACATGATTGGATCGTTGATTCGGGATGTTCCAATCACATGACTGGTGATGAGAAAAAGCTCATTAACATGAGCGAATATAAAGGCGGTCGAGTAGTGGTGACTGCAAATAATTCAAAAATGCCAATAACTCATATTGGCAAGACGGTGTTCGTGCCTCATCACAACTCAAGACAAGTGGAACTTCAAAATGTCTACCATGTTCCAGGTATGAAGAAGAACTTATTATCTGTATCGCAACTAACAGATTCTGGTAACTATGTCTTGTTTGGGCCAAATGACGTAAAAGTATATCGAAACTTAAAAGTTACAAGCACACCAATCATGGAAGGGAGAAGGTTAGAATCAATCTACGTCATGTCAGCGGAGACAACTTATGTTGAGAAAACGCGGAGTAATGAAACAGCTGATCTATGGCATGCGCGTCTTGGGCACGTGAGCTACAACAAACTAAAAATCATGATGCGGCAGTCAAAATTAAAAGGTCTTCCCCAGCTTGAGATTAGAGGAGACACTATATGTGCTAGATGTCAATATGGGAAAGCACATCAACTTCCCTACGGAGAATCAAAGTATCAAGCGAAGAAGCCATTGGAGCTAGTACACTCAGACGTGTTTGGACCAGTGAAGCAGTCCTCCATCAGCGGTTACCGTTACATG

>rnd-6_family-5766#DNA/CMC-EnSpm ( Recon Family Size = 34 Final Multiple Alignment Size = 29 )

TCTACTCCCTCTTGCNCTTCGTGGTATGCTGTCCAAAGAAGTGTGTGAACCGCTTATTGAGTTGTCTATATTTTTTAGTGTNCTTGGANCAAAGGAGTTGAGAATTGATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGTTTAAAACAATCGAATGGGGGTTTATCTATATTTTGTCAACCCGGAAGAACTCTAGGAGCTAAAGNTCCATGTGAGCTTGAAGCGGATGAATTAGAACAAGCACATATATACATACTGAAGAATTGTGATGAAGTCNTACCATATCTCGAGTATGGAGAGTTCTTTCATATCATCTCANATTATTATTTCATTATTATTTCTTTTAGGGTAATTTATTTTCTATATGACGACTTATGGTTCACTTCAATTTTGTAGAGAGTTTGCACAAACTCATGAGAATGCTCGACACTTGTCTGATGCAGAATGGAGCCGACAATTTATCGAATGGTTTAAAGATAGGGTGAGTAATACATAAATATAAAATTTGATATTCTAATATTGTAATACTCATTCTAAAATATTCAACGTAATCTTGTTGATAGGTCGCACAATTGCACAAACGAGATGATAGTCGNATCATGGAAGATCTACTCTCACTTTCACGCGGTCCCACCAAATATTCGACGCGTTCTAATGGTTACGTCGTTAATGGATATAGATTTCATGTAGAAGATTATGATAAAAAGTTAAGGACTCAAAATTGTGGTGTTGTTGTATTGGGTGAGAATGATGAAGATAGTGAGAACCTTGATTACTACGGAGTCTTAACAGATGTGATTGAGTTGCAATTTGTCATGGATAGAAGAGTGATTTTATTTCGATGTAATTGGTTTGATGTGTATGACGAAATAAAAGGAGTTAAAAAGGATGAGTATGATTTCGTGAGTGTTAATCCGGATAGATTTTTGAAAACAAATGAGCCNTTTGTTTTAGCGGATCAAGCATCTCAAGTGTTTTATGCTAATGATAATTCCAACAAAGGTTGGAAAGTAGTGAGGAAGACTCAACCTCGTGATTCCTNTGAGATTGCGGAACAAATGGATGATGATATTGTAGAGTTAGGAAGTCCTTCACAAAAAAAAGAAAAAGAACTAATGAGGTGAAGTATCTTTTATGAATTAATATATTCATTGTTAAACGTTATGATGGCACGATTTCTTTTATTACTATATTGCTACATATTTTTCAGGTCTCAATTTTAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAAATCTTTAATTGTTTACTGGTAATTCTGAAACAAATGCCTAAACCTTTGTATTAATCCTTCCAGTTGAGTGTTAACTGTCGAATCTAAAACTGATGCGGAATATCAAATATTCACAAATGAGAACTCTTGATGCAGAATCACCTTAAGAAAGTGTTTACATTTCTAGTCCTTCTCATGTCTTGTGATAGATTCGTCAACTTATAAAGTATGGATTTCATCCTTACTTGTTAGCACAATTTCAGACGTCTCTAGTCATTCT

>rnd-6_family-603#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 28 )

TTGTTTTGGNTGTCCCTTCATACTTTTGATGTAACTACTACAGGAGCACACTATTGGTGTACTTCCTTTTGTTTATAATACCAGTTAACTTTCTCAAAAAAA

>rnd-6_family-2287#DNA/Harbinger ( Recon Family Size = 30 Final Multiple Alignment Size = 28 )

TACAATTGTTCAAACTATTCGTGATCCACGTTCCCAAAAGAAGAAAAATTCGCGATGAAACAAGAATCGTGCCGAAAAGATGTTGAACGTGCATTCGGAGTTTTGCAATCAC

>rnd-6_family-582#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 28 )

CATATACACGCTAGAGGCGGATCTAGGCGAGTTNCGCGGGTTCAACTGAAATCCATTGCTTTCGGCTCGAACTATGTATACATATGCAAAAAAACAAAAGAAATGTATACATATAATAAGATCACACTCATTCTGAACCCACTGACTCTAGATCCTGAATTCGCC

>rnd-6_family-9160#LTR/Caulimovirus ( Recon Family Size = 36 Final Multiple Alignment Size = 28 )

TTTGTTTACTACTATTGTTGTTACTTCCCTTTTCTNAACTTTGTTTAAAGTTTTTGCTTGTTCTTGCTCCCTTCCGTTACTCTGCCCAATTTTCTTTAGGATTCCGTCCCGGAACTCGGTCCGTCCCCTCCATTGGTATCAGAGCCAAGTTGGTCGGGAAGGGTATGAGTAGGAGCGGCTAAGTCCCTACGCTGTCCTTGGGCGGACAACGTCGAAACTTAGGTTGCGGTCGGTATAATAAGTTCGGAGTTTGGTAGTTGTTGTTCTTCTTCCACTTATGTTCTTAGTTTTATTCCTTAAAGTTGGGTAACCGGTTAATCGCGGTTTAGACGTTGGCAAGCCCGTACTTTTCCGTTGGATTAGCTCAGACTGTGTGTGTCGTAGAGCCGGACCCGGAGGGTGTTCCCGTCGCCAAGCCTAGAGGAATAAAATCAAAGAATGTTAGTGAAAAAGGTAACAATAATTACTACACAAAGAATTTATTATTCCGAAAGTAACCTTTAAAGTAGACATTTAAGCCCAAGGATAGTGTTCTTCTCCCCGCTAGATNCTCCATCCGTTTAAAATGAATTCACCTACACATCAAAATATTTTAAATAGTATTAACATCTCTGCCACCTCTAATAAAATTGCAAAAATTGAAAGTGATCTACAAAATTGGAATATTCCAAAAGAACACTTTAAAAAGGTTTATAAAACAGGACACTTCGATTTTATTAAAAATTATAATATTAAGACTTCTGAGTCTACTATTGCCAATAATAAAAATATTGAGACTATTAAATTGTTAGCAGCTAACGATATTAATAGGTATAAGAAAAATTATAAATTTCTTCATATAGGACTTGTCCAAGTAGCAGTCAAACCATTATATAGATTGGGTTTAGATGTACCCATATGTCTTCTCTTAAGAGACAATAGGTTATTAAATTTTGATGATTCATTATTAGCAGTACTACAAAGTAACCTTGCCAATGGCCCGGTATACTTTAATTGTTATCCTAATTATTCAATAGATATTAATGATCAAAACGTAATTGATACATTAACATTAAATGTTAAAACTAAAAATATGAATAGTAAGGCTAATACTAGAGAAATAGCCATAATATATAGAGTATATTATAGATTAATGAAAACTACCTTAGCCCCTAAGGCTAAAATGGTAAGTAATAAAGGAGTTACCATGCTCATGGAAGCAAATCATAACCATAATAACACCTTTGTCCCAAAGATGATAAAATGGGATGACGTATTGACAAAAGATGATTGACATTTTGACTCCATAACGGAGCCAGAAATTGAAGAAGAAAATTCAAACATTGACCAAGTAATTCAATTTCCAGATGGATCAATAGATTTAAAATTTATAAGATCCCAATCTTGTAGTCAAGTCTCTTCAAGTAGAAGAATGTCATTTTCTAGACCTTCTTTTTCCATAACCAAGGAGGAAGATGAAATATCCTTAGAAGAGATAGATAAAAAATTAAAGGGGGTAGATTTCTCAGAAACAATTCCCAAAGTAGAATATGAACTTAGGAATTCTAAACCCATAAAATCTACAAGTCCCACTGCTAGTAAAATTCAAGAAGTAAAAGATTCATTATGCATGATTAGATTGGATGAACCTTTTGAACCAGATATTAAATATTTAAATAAACTTTGGATTAGTCCAGAAAATTCCATTAAAAAACAATGGTATATACAAAGATATTCTTTATCAGAAAGATTAGCCTTTAGAGATCAATGGTTCAATGATATGAAAAGATTAAAATGTAACATATAATTTTTTAGATGGTTCGAATGCGCAGGAAAATTAGACGACCAAAACGAGTCGTTAAATATGCTTGTTAATAAATGGTATACAACAAACAATAAAGTAGTTGAGTCTACAATTCCCCCATTAGAAGAAATTACTTTGCCAGTAGAGGGTAAAGTAATTACTGCCTCACCCTTTAAAATGGATATAATAGACACAAAAGGCGATCCCACAAATAAGGATATAAATAAAATACTGCAACAAAATAATTATACAAATCAACTACTTTACGTAGTCTCTAATCAAATCTTAAGAGCTGATAATAAATCAGATNTTAAGGATAAACCAAGCTCTTCTTACAAGGGTAAAAATAAGGATTTAGAAACTCACCCAATATTTAAATTACCTGAACTTCCCAAAGATAAATTTCCTAACTTTCAAGAAAAGCTTGAAATTACGGATGAACTTATAGGAATAATTAATAGAAAAGTTAAAATCCAAGGCCATAAATACTTTGTCCAAAGATAATGATAATGAAATTAATAAATTAGGTTCTAATTATTCCACCAAAAAGAATTATTACAAGAGACCTTCCTTTCCGAATATGCAGTATGAAGAAAATGAATTTCTATCTCATACTTCACACTCTGGAAGTGAAATTGCGGAATGGAATATTGATGGACTCGCGGAACATCAAATATATAATAAATTACATGAAATGGGTATGGCCATTACGACATATAAAATGAAAAATTTATCTGATAAACAAGCTGCTACTTTAATTACCGCCGGATTTACTGGCACATTAAAAAATTGGTGGGACAACTACCTCACCGAAGATAATAGGCAAAAGGTAGTAAATNCCACTACTATTATCCCTATAATTAAAACTGAGTCCGGAGGGCAAACTATAGAAAATCAAATTTTAGAAGATGCCACTGCCAGCTTAATCTACAGCATAGCTAAACACTTTATAGGTGAACCTCAACTCTTTCAAGATAGAAGTTTAGAAATATTATCTAATATATCTTGTCCAAAGTTNNAGATGATTTAGGTGGTATAAAGATGTTTTCATGAACAAAGTTATATTTCGGAAAGACTGCAATCATGACTATTGGAAAGAAAAATTTATTAGTGGTTTACCAATACTATTTTCTGAGAAGGTTAGGATAAAATTAAAAGATAGGTTTGAAGGAAAAATTCCTATAATGAACTAACTTATGGTGACCTCATAAGTTTTATAAATATTACTGGATTAGAATTATGTACAAATATGAAACTTAAAAATCAACTAAAAAAGGATAGTAAAATATCACAAAATGAACTGGGAAAATTTTGTCAAGACTTCGGTTATATTAAANTATCCGCCCCATCAAAAGAGGCTTCTAAAAGAATTAAAAGGAGCCATAAGAATGACCANAAATTGGAAAGACCCCGTCATTACAAAAAGAGGTTAAAAAAATCTAACCATGACCCTAGTAAAAATAGATTCAAAACAAACAACACTGACANGTGTTGGGGCTGTGGAAAAATAGGACATCGAGCCAAAGACTGCCCAACCACTAATAAAAAGAAAGACAAAATTAATATGTTAGAATTAGAAGAAGAAGTTAAGAATAAATTATATTCTATTCTAGAAGAAAATNAAAACAACTCCTCCTCCGATGAAAATCTTAGCGATGACGATCAGCTAAATATAGCCTATAGTTCTGATGATAGTAAGTCATCAGACCCTTGTGAATGCGGCAGTGCAATTTGCACCTGCAAAAACCATTCCATAAATGTCATCACTAGTAGTAATAAAGAAACATTCTTTGATATGATAGATCATATTGAAGACCCCGATTTTAAGAAAAAATACTTAATTGCCTTAAGAGATTTAGTTCTTGATAAACGATCTGATAATAGAACTATTAAACCCTTCGATATGACAAGTGTTTTAAATAAATTTAAACAACCAATTAAATCTGAAACAACTTTACGAAGTATTCAGACAGAATTATTACAAATAAAAGATGAAATAAATGAAATTAAATAGAGACTCA

>rnd-6_family-8456#LINE/L1 ( Recon Family Size = 31 Final Multiple Alignment Size = 28 )

CTTTGGGGGAAGGCACTAACAACCAGGCTGAAATNGAGGCNGCTATATTTGGCNTGACATGGTGCGTTCAACNNGGNTACAGGAAGGTCATTTTGGAGGTNGACTCGNAGCTNCTGGTGGATTGGATCACGCGCAAAACCAAGCCTCCATGGAGCATTAGCACACAAGCTCAACAACTTCAAGAACTCATCAGACAGNCGGANNNCTTCAAATGCAANCATACCTACAGAGAAG

>rnd-6_family-173#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 28 )

ATATATATAAAGGNGAAACAAGAAAAGGTGATGTGGCACCTCTCNATGGCCAANATCCTATTTATCTTTTTGTGTCTTTTTTTGACATTTTTTCTAATTTTTTTCAATTATTTTATTTTATAAAATCATCTTCTTAATTCATACCTCTTCAATTACATAAATTTAAATCTTAATTAATTTAGTAATGTCTATAACTCCTAACCTTTCATATTCATAACCTTCANATTATTTAATATACAAATTTATAACTCCTTAAAATGACACTTATAAAAACCTATTTTGAGACATGTATAATAATTACCACAATAATATTGTAATAATAGGAATAATTGTATTNGTGTTGTCAAAAATTATTCAACTCTTGGTACTTTTTCTACATCTTCGACGTTGCATACACGTATTCTTTTTTAAAAATTATTTCTTCGTCGCTCTTTGATAATCTCTATACGATTANGTTATGTGTTTAATTTTTTTATTTTTATTGTAAAAGTATAACCTCAACCGTAATGTTNCACTATGCAACTTAATTCTCTCTTCTCGCAATGCNTACTATAAGAATGAAAGTTTAAATATANAATTTTTAATATTAATGGATTTTATGCGACACAAATATGCATTAGATGAGTGTCGGTACGAGCATCGAATATCGAAAAAAAAATCTCTAACTTTTGAATTTCGTGCATAACTATGTTCGAATATAATTCAAGTATTTTTTTTCTCACCATGATTTACCACAAATATATCTTTATTTGTTTATTTTTATTATAGAGTCATTTATACAAAAAAAAAAAAGTCACGTAATTTATGATCGAGTAGATTTAATATTGTTGGTTGAACCAATAATATTGCTATAAGAATCATTGAATTTAGTATGAAACTATGATAATTAGATTGTCANTTAACTGAAGCTTTTCATATCAACTTTTATGTTTTCGNCTTTTTTATCAACAATTTTAAATTGAAAATNACAGCATGAAATTNTNTTTTAGCAATTTTTCTGAATAGACAATATCAGAATCGTAACTTAATTTGTATTTNTCTCTTTTATTANATCATTTATTAATTATTTAAAAATATATTTAAT

>rnd-6_family-1730#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 27 )

CAAATACTTNTGTGCTCTCTTCATCCGTGAGAACTGTGGAATATGACGGAGGANTATTATCCTTTCCTTGCTTGGATTGCATAAAATCCANGAATTCCTTGTACATTGGATGGTCTGTATTAAGACCACTTGTAGAAGCAATATTTGCTGCTATCAATCTTTGGTTTCCCATTTGAGCGAGGATATGACCTCNTCCAGCTCCTGTTCTTCCTCTTCCCCTCCTTGAGGGCGGAGGCCATGAAGGTCTCATCCT

>rnd-6_family-280#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 27 )

TTTTCTTACTTGTATCAAGCTTTCTACTTTATTTTCATAAAATTAACCGAGAAAATCAAAATTACCAAAACGAGAGCATTAAAATTCTTCAATTAGCAAACTAATAATCTTTGTGTATCTAAACTAGTTAGACAAAGATAATAAATTAAATCTTTTTACATCTCTTGACAATAATNAGATCCAATACTTCCATTATTATATGAATTAATGAGTCGGAGAAAACCGAAACAAGAGAAAAAAGAAATAATTATTGAACATAGTCAATTTTAAATGAGCGAACATATAATAATTATCATTCCTTTTGGATTTAAATGAACTCTCGTCCATGAATAACTACTGATTATCAGGGTTTGAGCCCAAAATAAATCTAGAAAGGGAAAAAAGTAATCAAAAGATAGTAAACGGAGGGGGGGGGGGTTAGAAAAAATAATTGAAAGATAGGCATAAAGAAAAAAANTTCTTTTAATTTTTTAGTTCTTACATGAATGTACTTATTTTAAAAAATCATGACGATGTTCTTAATATGACTGATTCAAGCAGATTTTAGTTTTGAAGTGTACGAGATTTTGATTAGACTTTTCAAGTCTTTTCATTTTTTTTCTTACAATTCCATAATCTAATAGTTAGGAGTCGTTAAATATTTGACCGAGAATTAAGTTTCTATCTTTTCTAAAACATATAGGCCTAAAACTACTCATGAATATAATTAAGGAATCACTTTAAATCATCCTAATATTTAAGTCTCCCCGTAGATAAATTTTCAACTATCTTTTTTAGGACGTTATTTTTTTTNAATTATTTGGAAGGAGGTCTAATGATTTGTTGTATCAAATCGGTGGAAACATCAATTAGGTTAAAGACATATATTTCAAAGATGAGCTTGTGGTTTACTTTTCTTTTGTATGTTGTATCAATAATAAGAGGTACATTCAAAATTTTACCTAAATATCAATCCTAATAATGAAAAATATTTTGTTCGGATAAATCTGCAGCGTGAAAAAATAATTAGATTCTGCTAATTTTCTTTTCATTTGTATTTACCTAAAATTGTGTGTTAGATATTATTGAATTTGTTAGTTAAATTTGCAAGTACTGTTACCGTTAAATGATTTTTTATGAACCTGCCTCCTTTGTTCTAGTACTAATATGTGACTTGATTTTCGAAGATGCGTGAAAATTAATTATGAAATAGTTATGGCACCATTGGTTGCGGAGATTGACTAATTTTTAATTCGTANTTCATTTGATTTAATGGTAAAATATGTAATTAAAATATCTTAATCTTTATTAGTCTTTTAGGTAAGTGATAAATTTACTAAACACGAGATCATTTTCTTTGTTTGATTGACTTTAAATATATAACTAATGTAGCTACGAATTAAAATCATGTAAAAAAATTATTTCAATAAAGAGCATTGTAGTACAACTAGAATTTTCACAAACAAAACTATGATGTTTCTCCTAGCTTGGCTACTAAATCAATAATCTTGTAATATGCGATCTCCATAGAAATTTTCATTGCCAAGACTACTTTTAAGCTTCCATTGTCTTCAAAATTTCGATTAAGTTTAACCACTTTTGACACTGCAAAAGAAAAAGGCTGGATAAAGTTAATAATCAATTTACTAGAACATTTCATGAATTCATACTTGGTAAAATTTAAATTAACCTCTGCCGTCAATTGGTCACAGTCTGCAAGAAACTTTTTGTGAAGTTCATGACGTTCTTCGATAGTAGCAGAGCTAGTTGTTCTCTCCATCAATTCACTCTGCAAATCGTATTCTAAGAAGATCCTTTTCCTTTTAAAATCCGCTGCTTTTCCTGCTTTCTTGATCTCGCTGAAAATTGAAAGTAGCATAACATGTCAAGGCGGTTATAAAAAAAAACAAAAAAGAAGAAATAAAAAGGACATCGAATAGAAACTCACCTGATAAGCTCTAGTTTTGGAGAATTCATTGGTAAATGATATTTTGAGAAATTTATGAATAAAGAGAGTAATTGATGTACAAATGAACTGAATGTGCTTCCTATTTATAGATAGTTGTCTGTTTGTGCAAGCTTACCCAACTGTAAGTTTATTCAATTGTAAGATTATCCAACTACATTCTTATCCAATTGCAAGCGTATCTAAGAAATTATGGAATGAATATCCNCACTATGGTATGTTTATAATAATTTCATAATGTTTTATAAAAAAAATAATATTTGAATGTCACAATGTATTGGAAAGTTAATAAATTTTATGAGATTATCATAGGGTAGAAAATGGTAAGAAATTGATTTTATTGCTCAATTTAATGAGATGAATAGAATTTGAATTCATTCTAAATAGGCTCTTGATCTTACATAACAAATAATTAAATTATATTAATTCTTATTTAGAGGTTTATTATTTAATAGTTAATTTTCTAAATAAGGGTAACCACGTAGATACTATGAGAGTCATTTTTAGTTATTTGAAAATCAAAGTATTAGGTTAAAAAGATGACTTTGCCAAATAATAAACAAAAATAATTTTTGATTGTGACATTTGCTTCCTCAATAACTTTTCGATAGTTACAAAAAATTTGTCTTTCCTTCAAGCATGTAGCAGAAAAGGTAAGCTTGATAAAGTTAAAGAATAGGGTTTCGGACATTACTCGGTTAGAAATCTTATTGTGACTAAGAGAGAGTATGCAACTAATATTTTTCTTAAAAGAAAGGTAAAAAAACATTTGAATTAATGTTGAACATGGTGCATATATAGATTTAAATCGATAACTTGGTAATAAATAATTAGTCTTCGTGGTTTTCTTACTTGTATCAAGCTTTCTACTTTATTTTCATAAAATTAACCGAGAAAATCAAAATTACCAAAACGAGAGCATTAAAATTCTTCAATTAGCAAACTAATAATCTTTGTGTATCTAAACTAGTTAGACGAAGATAATAAATTAAATCTTTTTACATCTCTTGACAATAATGAGATCCAATACTTCCATTATTATATGAATTAATGAGTCGGAGAAAACCGAAACAAGAGAAAAAAGAAATAATTATCGAACATAGTCAATTTTAAATGAGCGAACATATAATAATT

>rnd-6_family-2474#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 27 )

CATCCACGAGGCCCACCTACGGGGCGTGGGTCCACCCACGGGGCGTGGTTGGCCCTCGTGGGTGACACCTNGAANTTCTAAAANNTGCTAAGCTTCCCTCTCGAGGCTACGGGGTGTTAC

>rnd-6_family-2320#RC/Helitron ( Recon Family Size = 32 Final Multiple Alignment Size = 27 )

TGCAAGTTCTTGAGAGCTATTATTCTGGACCAAAAATTGGATTGCGTGTTCTAGTTAGCAAATCTCTTGTGATCATCTCTGAAAATAATGAGATTGAAATGCATGACTTAATACAAGATATGGGTAAATGTATAGTGCAAATGCAAGAGCATCCGGGAGAATATAGCAGATTATGGAATGTTAAAGATTTCAAAGAAGTGATAGACAACAATATGGTAAGTAGGTTAAATAATGCAATAATTAATATTCAATTTTAGTTTTCATATTCCAAAAAGCATATAGAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGCAGGTATATATGTCATTTTAGTCGTAGCAAGGAGTAAGAAAAATAGCGATATTGGTTTGCGCAATTTACGTTACATCTGAAGTTATAATTNTTCGNCTAATGATCTTTTTACCAGGGGACCATGGCAGTGGAAGCAATCTGGTNTACTCATNTTTGAAGAACTATGCTTTAATAAAGAGGCAATGAAAAATATGAAAANGCTTAGGATATTATGCATACGTAATAGGTACGAAAAAAATGAGACGGCCTCCTTTTCACTGACTCCAATTGCCATGATGGCTCCATTGAGTACCTGTCCAACAACTTGCGTTGGTTTGTCTGGCATCATTATCCTTGGNAGTTATTGCCAGAAAATTTTAATCCCAAAAGGCTCGTTCGTCTTGATCTCCGATGGAGTTCGTTGCGTCATTTATGGAACGAAACAAAGGTACCGTTCTGTTCGAGATGCTTTATATTTTATCTTGTCCTAAAATCATAATTCTCGTGTTTTAAATAAAATAAGTCATAAAATCAAATTAATGTAGATAGTTTACATTATTTTGGGTTGTTCTCATATTATTAATCTCTATGAATTGCATTTCCAACCTCTGCATCTAAAGAAGAAACAAAAACAAATATATGTTGGCACTACTTTTCTCATCGGCCATTGTTTTCTAGCTAAGTTTTTTGGCCATTGTTCTTGATAAAATGTGCATTCTATCGAGAAGAAGCGAGAATAAATAGTTTACATCAAAATATCCCACTTGGAAGCTAATTTTTCTATTTTCTTTACCCTCACGCGCCTAAAAATTAAAGGTGTTTTCACACTCTTTTCCACGTCAACGTCCAGAGGGAGATGGTCAAATATAGGGGACGTTTAAGAGTACAATTGCAATATTCAAATGTGCACCAAATAATAACATGCTAAGCATGTTATCATTTTACCTTTTATGTATAATAACGTGATTTTTATCTAGTTTCCGAGCATGTAATTTCCATATAAAGTAAAATAAACAATTTCTAATTTCACATGTTGAGTCATAATCTAAAAATGTCGTTTACTACTTTANTCATTCTTTCTGTGTTTTGAATAGCAGCAATTGCCGTCTCTACGGTGTCTAGATCTAAGGGGCTCCAAAAGCCTGAAGAGAACACCAGATTTCAAGGCGATGCCAAATTTGGAGTATTTGGATCTAAGGGAATGTAGGAGTCTTGAAGAGGTTCANCATTCCCTGGAGTGTTGCAGAAAACTCATTAAGTTAAATTTGTATNATTGTGNAAGCCTTGAGAGGTTTCCATACGTTAATGCGGAATCTCTTGAATCTCTGAATCTAGANTACTGCTCTAGTTTAGAGAAATTTCCAGAAATCCTCGGAATAATGAAGCCTGAGTTANAGATTACGATGTCATGCTCTGGGATAAGGGAACTGCCATTATCGATCATTCATCCCCAAGCTCATCTTACAGAGCTAGATTTGCCTGGCGTGAAAAACCTTGTATCTCTTCCAAGCAGCATTTGTAAGTTGAAAGGTTTGGTGAGGCTAGATGTGTCGTTCTGCGCAAAACTTGAAAGCTTGCCGGAAGAGATAGGCGATTTAGAAAACTTGGTGAAGCGCCTTGATGCCAACTATACTCTAATCTCACGACCTCCGTCTTCCATCGTCCGCTTGAACAANCTTAAATTCTTGANTTTTGAAGGACNACGTTAGAAGATGGAGTGTACTTTGTGTTCCCTCGGGTGGATGAAGGGTTACGCTCATTGGAAATTCTGGATCTCAGTTACTGCAATNTAATAGATGGAGGACTTCCGGAAGACATTGGATCCTTATCCTCTTTGAAAGAGTTGAATCTCAGTGGAAATAATTTTGAGCATTTGCCTCGAAGCATAGCCCAACTTGGTGCTCTTCGATCCTTGGACTTATCAGATTGCGNGAGGCTTACACAGCTGCCAGAATTTCCACAGCAATTAAATACAATATTTGCAGATTGGAGCAGTGATTCGATCTGTAATTCGTTGTTTCAGAATATCTCGTCATTGCAGCACGACATNTCTGCTTCAGATTCCTTGTCACTAAGAGCGCTCACCACCGGGGGGGATAATATCCCAAGNTGGTTCCACCGTCGGGGAGNTGGTANAAGCGTATCNGTCAANTTGCCTGAAAATTGGTACGTAAGTGATAACTTCTTGGGATTTGCTGTATGTTNCTCTGGCGAATTNATTGACGNCACAGCTCACTTGATCCCTTTTGTTATCATGGGAGGCCGGTGACGTGTATCGCCCAGAAACTTGCCTTATCCAACCGTTCAGAATATCGTTTTATACCTGCTATTCATTTTTTCTTGGTACCTCTCGCTGGCTTATTGGATAAATCGAAGGCAAATGGAAAAACACCAAATGACTATGGGCGCATTANGTTATCTTTTTCTGGAGAAGTGAAGAAGTGTGGACTTCGTTTGTTGTATAAACACCATGACTCTGTGACCAGAATCCGTCGAATACTCTGAAAGCATTACAAGGTATTTGATCATGCTCTAACTTTAGCAATACACTTTTTTTTCCGGGGTACATTATCATATTTGTAGCAAGTAAAACATGGAGGTTCAATCTGTATTCATTTACTGCAAAGCCAGTATTCTGCTTTTTCTGAGTATCGCGANNNTTTATACTTTGTTGTATGTTTTTGATTTTGATGCTCTCTCAGAAATCTCTGTTTTTAACGTAATGTAAATGCCTCTCTTGTTACGGNAGGGAGNTTGGGAAAATAAGATAAANTCANTCAAGGTCCAGCACAGTGCGANACAGTGGGGGAAGNTNNNNNNCGAGGTTATNNNNNTCGAGGTTCGTTTCCCTCGTGATCTCTTTCACCTCTCGTGTAGTTCCGTTTTGAAGGAAAATGTGAAATATAAGATGTTGTGAAATCGTTGTTGATTTAGGAATACGCGACCTTTTTATCTTACTGTCTGCTGTTTAGCTTGTTNNCTTCGATCTTTATAAAAGTAATCAAGTAGCGTCTATATCTCGATTACTTATTATAAGTGGTTTTAACGTCTTTCGGTCTTTTGATACTTTTGCAGTGCAAACTGGGATCACGGTACTCTGAGAACAACATCGGTAACTCTGCCTATGAAGGACACATTGTTTCTTCCGTTCGTAACAGAACAACTAGAGTCTTGGCCTGAGAAAGAGATTCGCGAAAGAACTTGGGTATGCAATAATCCGTTCTCTTATATATTAGTAAAGGTGACACGACATNTCTCTTACACTAGAATATATACCACGTTTCATTATGAAATAAAATCACATCATCTTAACATTTGCTAACGAGTAGCCTGTCCAAAATCCAATTGCAGATGAGCGTTGGAACTATTAGTAAGTCGTCTCACGTCACAAAGCTAACGGAGCAAAGGGNACTATTTCCAGGAATCGANTCCACTGGAGTCGGAGTTAGAATCGGAGCTGGAGTTGTGTGAATTAGAATCAGAGTTGTCAAAAGAGATGAACATACATATGTTTTGCTATAAGAAGCATTGAACTATGATGCTGGATTTTCTCTTCTTTTTTTAGTTATTCATCTTGCTGGAAAAAGGAACTAAAAATCACCTACTTTTTTTTTAGCAAATTTACCACTAGACGGAGTGATTAATAAGAGTTTTTTTTTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGCCTCAGATAAAAGTTTAACTTTGAAACATCATACCGACTTTATTGATATCCATTAAAACTCACATTTGGAACAAAATATTATTTCTCGATCGAAAATAGATTGAATTTATAAAAATAATCTAAATAAAACGACATAAAATGAAACTTTACCTAACAAATTGTGGGCCTTGTTTATTTGAA

>rnd-6_family-448#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 27 )

AGAACAACAAAAAGTTTGTCTGTTCAGAAAGAGAGAAACAAAAAGTTTTGTTTGTTAGTAAAGGGAGCAACAAATAAAAAAAAAACTTTTGTTTGTTAAGAAAGGGAGCAACAAAAAGTTTTGTTTGTTT

>rnd-6_family-1356#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 27 )

TATTTAAAACTTTAAAAGTATAAATTTTTTTGCTTCTAATAAAATTATAAGAGTTTTAATATTATTTGTGTAATGTTCCTAATTTTTTAATTTTAATAATTTTTTTTTTAATTATAACNGTTGGGACCCGGTTTCCGGTCCGGTCCGGGACCGGTACACCATTTTTTTTCCGGAATTACCGGTTCCGGTNCGGTTCCGGCCCGTGGTGCCCGGTTCCGTTCCGGTTCCGGTCCGTCCCGGTTCCGGTCCCGTTGCCGG

>rnd-6_family-2940#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 27 )

TTGATGGCCTTTCGGTAGTGCCAATCGAGAAGTTCATCAGTCAACAACTCTGAGGAAAAAAAACAAGGCAGTTCACTCAAACATCAAAGATCACTATGAAAAGGGGAGGTAAAGACAACCGCATTTTGACAATAATAATGACGGTGTGTTCCTTCACAAACNGTTAAAAAAGAAGAGAAAAGGTGAAGGTACAAAATGCAACGTAGAGACACCAGAGAAATATTGAGTGAAGGGAAAGGACAGATACGTTTCCTGTAATCCCCANGATAAAATTTCTCCTCTTTTTGCTTAATTCTTCTATTGTTGGTGGAACATTGAAGCATATCATCAAAGGGGAGTTAACACCACAACCATATACTTAGCAAGTTACAAATGGACCACTATTAGCAACTGATTTAATTTTGGTATGATAAATTATTGCAGAAAATGCAGCACCAGGCTGTCATACAACTAATGACACAAGTAATACACCGACGAAAATGTATATTTTCTTTTTTCACCAAAATGAAATATTTCTTTCCACTCACAAACTCGACAGTAATCAGCATATACTAGGAGCAAAGGAATCACTTACAGCGTT

>rnd-6_family-3708#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

ATGGGGCGACAGACAACTTGTGCTTCCTCTACCAGGTATTCGAGGTATCCGCCCGTATGCGCCCATCCGGGTCCTGAGGCAGTTCGGAAGAAGACAAACTACACCCCAGAAGCATACTACCGTATCTATGTGTTCGACATCGGGGATGATAGAGTGCCTGAGGCTTCAGAGATGCTGAGAGAATGGAAAAGAGCAGTGCGAATGAACGAGGACACCATTGCCGCGGACCGATTTAATGCTGGGTACGATGAAACTTACAAAGCTTGGTTGAAGGGCAATATACAAGGTATCTCCTTCTCAGTTCCGAACATTTACCGCAGTGTGGAGGACAAAGAGTCCAAAGCTTTGATAGAACTAAGAGAGGTAAGAAGAGAAGCCCAGGAAATGCACGAGGAATTTCTCCGAAAGCAAGAGGAGGATAAGTACGCCCTCGAGAGCGTAACTCAAGAATTAGAAAGCTTGAGAAGCGATTTGGGAGAGCTCAACTTATGGATTGGAGATAAGAAAAGCGGAATGTGTCTCGAAGACTGGGAAGAGAAAGGCCGCCGGAGCGAAGGATACTTGCTAATGATTCAATATAGGCTTCAGCATCTCATGGCACAGAACAAGAGGAGCAGATCAGAGGCGGGGCCGTCGGGAGCATCTTAGCGGATTTCGCCCCTGCGTGGGTTTTTCTATATGTACTTATTGTTATTTGCCCCTGCGTGGGCTTGCCTTTCTTGTATTTTGGTACTCTTTTCAAAT

>rnd-6_family-1991#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

CCTTAAAACTAGGATTGATTAATTATCTTTACATTTAAACTCCAAAATTAGCGTTTTAATTAAAAACAAATATCTTTCTCTCAGAGAGTATGAGTTAGGGTAAAACTCTAACTCTTCCTCTTCCCTTGATCAGTCGAAATTTACTGAGAAGAAACACTCCATTAAAATGGATGTTCTACAACTTGTCAACACACACGTCAAACTCTTAGCCTTTGATTTTCTCACTCTCAAACCAATCCCCCACGNACCCACCATTTTTTCTCGCAAGGGGAGACACCTCTCGCGCGCAGAGACAATGGGTATCGTTGTAAGCAGAGATTTCGAGCCCAATAGATTTATCAAATTCGACATTGACGATGGTACCGGTTGCATACCTTNTATACTATGATCAACCAAGAAACTTCGCGTCACTTCTCCCGTCGGATCTAGGCGCAGTGAGCAACACCGATGAATCAAAAGGTGAAGCAAACACCGCCGCGGTGAGATGCCCTGACCAGCCACGAACGTAATCGGAAAGTTTCAATAAGCGGAGATTTACGCATGTATTTGACACATTATTGATGTATCTGATACATTATTGAGATACGATTATATGTATCTAGTTTTTATCAGTGTATCTTATTAAGTGTGTATGTATCTAATGAATATATTGGAGATTTACGTATTATTGGAAATTTACGCATGTATTTGACACAATTTGTTCTGTCATGTATCCGAGTCTTGTCATATGTATCTGGTCTTCTATCATGTATCTTAATATTATCATATATATTTGTTATGTTATTACANATGTATCTGACTATTTTCGTATTTATCCGAGATACATATTTTTGGATATAACGTATGAAATTGATACTTGATACATCAAA

>rnd-6_family-781#LTR/Copia ( Recon Family Size = 39 Final Multiple Alignment Size = 25 )

ATAAGAAATCTGGNCAGANCATTGCAGACGTTCCCATGACACAAAATAANATGTTTCCCCTTGAAGTTTCTAGTGTGAAAAATTGTGCTTTAATTGCTAAAGGCGNTAACGAAACTCGATTGTGGCATCTGCGGTATGGACATTTGAACGTTAANGGGCTGAAATTGTTAGNTCGAAAGAATATGGTTGTTGGNTTGCCAAAAATTGATGATCTTGATTTNTGTGAAGGTTGCGTCTATGGGAAACAAAGTAGAAANTCATTTCCCGTAGGAAAGNCTTGGAGGGCTTCAAGTTGCCTTGAACTGGTTCACGCCGATATATGCGGACCTCAAAGGACTCCTTCGCTTGGNGGTAGTCGNTATTATNTTNTNTTTATTGACGATTATAGCCGCATGAGTTGGGTTTATTTTTTGAAATACAAATCGGAGGCGTTTNAGAATTTCTGGAAATTCAAGGCGCTAGTGGAGAANCAAAGTGGCTGCAGCATCAAAACTCTTCGNACCGACAGTGGCGGNGAATTCTTATCTNANGANTTTAATNTATTTTGTGAAGAAACTGGNATTCGCAGGGAGCTTACAACACCGTACACTCCGCAGCAAAATGGAGTCGCCGAACGGAAGAATCGTACTGTGGTGGAGATGGCGAGAAGCATGCTGCACGCAAAGGGACTTNCAAATCATTTTTGGGCTGAAGCAGCGGCTACANCNGTNTNCCTATCGAACGTCTCTCCAACAAAGGCNGTNATGAATCGAACTCCNTNTGAAGCNTGGNAGGGACAGAAAGCCATCGNTAAGCCACTTAAANTTTTTTGGTTGTNTNGCTTATGCTTTGGTTAATTACGNNATAAACTAGATGAAAAATCAGAGAAATGCATTTTCGTTGGNTATAGTCCTCAATCCAAAGCGTATAGGNTNTATAACCCGACNAGCGGCAAAGTGATCGTNAGCAGGGATGTCGTATTTNATGAAGAANNAGNCTGGGANTGGAATGACAAGAAANAAGATTCAGTAATCCATAT

>rnd-6_family-223#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

TTATAAGCATAATAATATATAATATTTATATTTAGGTTAGTATCGGATATATAGACAATATTGATATTTCTCTTCATCTGCGATATGATACGTTTTTTCATCNTTTTTTAAACATATAAAATAGATTTTTTTTTNCATCTTTTTAAGTGCAAACTATTCATATGTATATAGTAGAACAAAATATTTACCGTGGCGAAGTAAATGAAATAAGAGATCATATTTTGAAATAACAATATATTGTATTACGTCGAAAATATTTTTTACGATCTTCTATACAAATTCTGATTTCGTAAAAACAAATTTTGAATTTCTTNATCGTGTCTTTATTATTANNTNTTTATTATAATTTTTAAACATTAATTAAATATTTATAANAATTATGAAAAAGAAACATGAAAAAGTTATGAATAATATTTAAGAGTAGAAGTTACAAGTAAAATGAAGAGACATGAGTTATGAATTTTATTAGACGTTAATTGCATTAATAATCATGTATTAATTTTATTTGTAAAANGTANAATAAATAGATNAGTGAAAATAAANGGGGTGAAAATAAAGAATAGAAATAATAATGAACAAAAAATAAAATGATTGGTGACTGCATAAAAAATATAAATACGTTTCAAACAAAAAAGAATNGTGACGAAAACAAATTGTTACATACGAAAAAAATGACATCATATAATTAATATTTTATTTNTAATTATTTTCTTGCAAGCATAATAAAAATGAAGCTCATCATCATCGTAATTTATTATATTAATTGTGCTTCATAACAAAAAAAAAATAAGAATAGTAAAGAACCAAATGAGTAGCATTGTCAATACATGTAGTTAAGTTACTTATACAAACTAAAGTTTAAAAAATTCTAGCAAAAGTAGCTAAGTTACCAATACAAGTCAAAGTAAAAAAAAAATTCTAGCAAAAATAATTCCTAATTATGCTTCANAAATTGTTTTTCTTCTACCATCTTCCTTTGCAAGTAGATCCGCCATCATATTCTGCTCCATATGTCAAACTCTTCATCATATGCTACCAATTGAATAAAAAAACATAATTATGAATAAATAAAATATCATACCAATTAAAAAATAATTATACCAAAAGAAAGAAAGAAATTTAAACTATATGTAATATATTTGTANATTATTTTTTCAATTGTACTAACAATAAATAATAATCATCTCTTGAAATCTAACAAATATTGTAATCAAACTATATTATATCCCGCAAACTGACTATTAGAGAGAACAATCGCATACTGACAACACATTGTTCATNATTACAAAGATTTTTTTTATTAAATCATACTTGCTTGGAGAATGATAATACATACATAAATAAAATATTAAGAAAGCATGTCCAAGTACATAAAAATAAAAAGAAGACTTGAGAATGAAATATTTCTTACCTTTCATGTACTTCTTTTTCGTTACATGTTAGTTAATTCACAAACTAATACGATAAAGAAGGGAAAATATACTCTTGAATGTCAATCTTCATGAAACTAAATATGAATTTATATAGGCAAAATAGAGGAAATGAAAAGAAAGACTTGCGAATGAAATATTTCTTACCTTCATGTACTTCTTTTTTGTTACATGTTAGTTAATTCACAAACCAATATGATGAAAAGAGAAAGGATAATCGTGAATGTCAAATCTTCGTGAAACTAATATGAATTTATAGGCAAAATAAAAGAATACCATAAGACGTCATAAACTTACAAATTTAAGTTTGGAGGTTATGGACATAAAAATTATGAGAGTTATGAATATTATTAAAAGNATAAAAATTAAAGAGGTGTAAGTCATGGGTAATAACTCCTTGTGAATAAATTAAANAATAAAGAGAAAAANACTTAAAATATAAAAATATATTATCATTTTATGATTAGAAGTGAGACAAACAAATAAAAAAAGAATGTGAAGAGTTTTTGTTGTAAATGTTCCTCCATTAATAAAATATTTATTTGTAATAAATTAAGTAATTTACTTTTACAATACAATAATTA

>rnd-6_family-408#LINE/RTE-BovB ( Recon Family Size = 40 Final Multiple Alignment Size = 25 )

AAGACGTCACTAGCGTGAGAACAGTGGTAGGAGATACAAAGGAGTTTCCCATAATCGTGCGTTTACACTAGGGATCGGCATTGATNNCNCTATTGCGTTGCCCAATNATAATACAAGATGAGGTCTCATGATGCATGCTATTTGCAGATNATATTANGTTAATTGACGAAACTAGCGAGGGAGTCGACCAAAAGCTCGAACTATGGAGAANCACTCTAGAGAGTAAGGGTTTTAGGATAAGTAGAAGTAAGACCGAATACATGCATTGCGAGTTTAGTCAGCATGAGAAGAATGAAGTTGAGGTGAGACTAGACGGGATTGCGGTGCCTAAATGCAAACAATTCAGATATCTAGGCTCGTTGTTTCAAGAGAATGGAATGATAGATGAAGATG

>rnd-6_family-2215#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 25 )

CTCCAAGAGCCCTAAATAGGCTCAAGGCAGNTGGAGAACGNACCATTCTNGAGGAGNGACGGCTCTCCACGGACGGAGTNATGAGCGACTACCCGGCCATATGGGACACNATCAAGTTTCACGAGTTTGAGCGGTTCACAAAGCTCAGACGACCCTATGTTCCGGCGTGGGTTAGGGANTTCTACGACGCCTATGCCAAGGCCCTNCCNAAGAAGAGAAAGGGCACAATTTGGAAGCCNTTGGANGAAGTGGAGGTGCGTGGCAAGAAGGTGCGATGCGACGCTNGAGNTATTAACACTGCACTAGGGACGCCGAAATTTCGAGCCGAATTCGTACTTAACTCCGGATGCGCCACGACCTTGATTCCTTGAAAGGTTGGTTGGANCCNCGTTTATCTGANATATTTCTCCCTCTAGATGGCTGATGGTGCCTGGATAGAGAAGAAAGATTTAAATGTTGTGGCCCGGTATTGGTTTGGATTTATCAGTAGCAACATNATGCCATCGCAAAATGAGTCCGTCCTTCGACATCCGAAGGCAGTGTTAGTGGGCACAATCATCGACCGAGAGNATATCAACGTACGGGTGCAATTATTGCTGANGAGATNTTGATGCGAGCCAGGCAAGAGCAGACNTCTCTCCCATTTCCGGTGCATATTANTTACGNNGTTGTGCGAGAGGGNAGGAGTTCCCTTTCTCGGG

>rnd-6_family-1118#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 24 )

GGTGGGATAAGGATAATAATTTCAGAATAAAATTTGAGATTAATTTTATTTCATATTTGATTTGAGATATTAGTTATTTCGAGATTATTTTTATACTAAATGGTGAGATTAATTATCTCATATAAAAGATGGGATAAAATAATCTCATGAAATATCCTATCTCATCGTACCAAACGACCCC

>rnd-6_family-1333#LTR/Gypsy ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

AGAGAGAAGAAAGAGTTTGTGATTCTGACACCC

>rnd-6_family-3076#LTR/Copia ( Recon Family Size = 27 Final Multiple Alignment Size = 24 )

GTGGAATANGCAGGCTTTTAATCTTCCAAAGAACTTTCGGGCTGAAGTGGTGAATACTACATGTTTTGTGACCAAAATGATGATATTGAGAAGTTTGATCTCAATATTGATGAAAGAATAGTTGCGGTATACTCTTCCTCCAGCAAGGCTTATCGGGTGTATAAAAAGGTGGTCATGTGATTTTTGATGAGTCTGGAAGAATTGAGAAGTTGCAAAACAAAGAAGATTCTGAGATGGAAGAGCTGCTTCAGATTCAGAGAGACGGTCTAAATAGTGAGCTTGCTGAAGAACATCCTCTTCATGAATCCAGCAATCTCAAGGAAGCTGATGCAGATGATGAACCTGATGAGGGACCCGGTCCGGTAGACAGTGCTGAACAAAGATGATGCAGTTCAAACTGATAATGTGAATTCTGAAGGTGAGAATGAAGAAGCTGATCAAGCTCAGTTTGAAAGAAGCAAAGTATGACACTCGGTTCCCCAACAAGCTGATAGGTTGTCCAAGTTCCTCATCGACAATGGCTTCAAAAGAGTGAGTTCTAAATGAGCATGATGGGAGATTTCTTCTTAGAGCTACAAATTCAGCAAACCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAG

>rnd-6_family-1507#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 24 )

TAGTTGACGTATATAAATTGAATAATTATAACATACTCAACGTAATCCTACAAGTCAAGTTTCGAGAAGGTAGGATGTATGCGGAGTGCAAACAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCACTGAATTTGATAAGTTGATATAATGATATTNAAATAGTGTTGACTTGTTGTAGTGCTTGAAATTTGAAGAAGACACCAAAAAACAAATTTGATCTTTTTGTAAACAGACAACAATAGATTTTGCATAATGCAGAAGGTTTGATCGTTTGAGAGACTTCAGAATATTCAATAATAAGAGAATAAAATAGTGAAAGGGGAATGAAAAAGATAAANATAGGAATAATAATGTGGGTTCATGTTAATCGTCGNGATATAAATGAGGCAACAAAATAGGTAGCCACGTAAGAAAGGATGCTACAATTACCTAAANACTATTTCATTTCTCAATTATTACAACGATCCCCACATTAAATAAAGTAAAAAANTATTATATTTTCTACCCAAAAATTTCTTTTCAAATTTAACAGTACGAGAGGGNCCCAAAAAAATTGAGGCNCCAAGCGATTGCTTTAGTGGCCTTATGATCGAGACGACC

>rnd-6_family-3957#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

GTAGGTTTTTTTCCGCTATAGGGTAGTCGAATTCAAATACATTAATTAAGCTTCTTATGAAGTTTGTTTCATTCCTCAAAGTTTTCTTCCTCCTATTTCATGGAGCTTAATCTTTACTATAAGTCATAGTGATTCATGTAACTATGGCAATTTCTTTTTGCTATTTTGGTGACTTTTTTTAACTCTGTTAAAAATTTCAGCAAGGATGATTGAAAATTGATCTTCTCTTTTGTCCCTTTCTACAGGTTTCTTCGTATAAACAAAGAAAATTGATTTTAATTGCAATGCGACATTACTACTCTTGCACCTCTCGGTCCACGACTCATAACGCTGTTGAAATGGTTGAATTCATTACATTTGGTTCTTTAGTAAACAAAACTTTTATTTCTGCCACTATTATTTGTAGGTTTTTTCGCTATAGGGGAGTCGAATTCAAATACATTAATTAAGCTTCTTATGAAGTGTGTTTCATTCCTCAAAGTTTTCTTCCTCCTATTTCATGAAGCTTAATCTTTTACTGTAAGTCATAGTGATTCATGTANCTATTGCAATTTCTTTTTGCTATTTTGGTGACTTTTTTTNAACTCTGTTAAAAATTCCAGCGAGGATGATTGAAAATTGATCTTCTCTTTTGTCCCTTTCTACAGGTTTCTTCATATACTTTTTGGGAAAATTGCTTGTGGGTTGTGCTATATTTGATAGCACACAACAACAAATATGTGATAACTAATACGGAACCAATGGTGAAGTTTGTTAAAAGAACCAAACAGATTGCTCTCTTGCTTGCCACAGTTAGTATATTATTCTGATTGTTTTATCTTAGGTACAAACATTTTGTATGTCATTGCACTCTTCCTAGAATATTAGTATAGAGACAATTAGTCCACTTCTTTTATCGCAAGTTGACTAATTTGTCATATTTCTTCCTCTCTTCTTTTTGGGCATAATAAGAGATCAAGTTTTCTTGAATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGATCATTTTTANTGTAGTGATAACTCTTTCTTTTGGCTTCTTTCAATTAAATTTGTGAACTGTAAACTTGGATACAACCCGACAGACTATCTTTTTGAAAAATATGTTAAGCAACATGCCTTTTTCTTCTTGATTGTTAGGAAAGTAAGGTCGTCTTTATTATTATTTGTGGATATTTGTGAGTTCAAGTGCTCACAAAATTATGCTGTGAGATTTTAATATGTTATGTATCAAAATTTTGGTTTAGAATATCCAGTTGTGAACAGTTCCATTCAGATGCCGCCTACTGCTTGGTTGATCGTTGCATTAATTCTTTGTAACTGCATACTATAACCATAACAATAACTATGGTTCAATTCCAAATAAGTTGGGGCCGGTGATATGAAACCTAAGCAATAGTAATGACTATTCCGAGACAATGAGGAAAAACCTTTATGATACTAACAATTTTAGGGTCATTTTTAACATATACATGATACGNCATACTATAATAAAAAAGAGATTGATGGAGGTTCGTAAGAAAGGAGCCGAAGGTCCTCCATTTGAATTTAGTTAATTATGTTCTTGTATGGACGTGATGTTCCACTTTACTTGGGAGTGTTGTTGTTCGAGGCTTTTTGGTCTCTTCTTTAACGTCTGATGTTGTTCTTTATAACTTCTTGNAATTTAGAAAATTTCGTTACTTCTGACCAACTATTTCCATGGAGATTTTCTTAGACTTCTTTCTTATACTCATAATCTCTNTATGACTCANAATTTTTGTATAACAAAAATTCGAAAATTGGAAAAATNTAGCGCTTTAAGATGTTCTTGACAATGTAGTGTATGTATCGAAAATACGAATATTACCGAATGATCATATGTAAGCTTAATAAAATAGTTCAATCCCGTGCGAAGCACGGGTAA

>rnd-6_family-1995#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 24 )

GTTACACTGCTGATGCGGAGGCGGCGCCGGTCGGGATGGCGGCGCGACCTGCTGCTGCGGCGCCGGTCGGGGATGGGGGTGGGCGCCGGTCGGGGGCGGGTCGGGGTGAGAGANGAGTGAGAGAGTTTTGAGAGTGAGANANGACTTAGGGTTTTGANATTATCATTCTTTTTTTAAGAGAAGTGTTTAATTTACCGACCACGGGATGTCGGTATCTTTTAAAATAATTATCTATATTTAAAAATATTTAATAAATACCGACATCGTGAAGTCGATATTATTTAAATAAAATAATAATTTAAATATACCGACCTCTTNAGGTCGGTATTTATTAATTTATTTTAATATAAACTCACCTCTTGAGGTCGATTTTATTAATTAAAATTATATACGTATATTATAAATTTAATTTAATTGAACGTCGATATAAGTTTAATTTAAATANATTTAATTTAANTATCGACCGATTTAATATTTATAAATTTAATTTACATACCTCCTAATTNTACGAATTTAACTTTTATCGATCAACAGAAGTTTATCAATATCAAATTTAATATATAAATCTCCTTGAATTGATCATCGGTATTTCTTTAATTGATAATGTATTTCATANCTGAACCACTAATATATAAGACTTGATTTGTTAAACTACTCGAGGAGTATATAATTAATCAACGTATTTCATACTCCGATGAATTATCCTTTACATGTCATTATAATGCCTACGATATGATCACTACACTTGACATCCATTCAAGATCGAACGTAATAATCTTGATAGAACTTGCTTCGTACAGTACTTTACGATGTTCTATTGTCTATTTCATAAAACGAGATAAGACATTGAAGGTTATACGTACAAATAATTAAACAATTAATTATAAATATAAAATTTATAATTAATTGTTATCGTGACATTTCTACGAGTATCATCTCGCATTTCATACTCGGATGGATTATATGTTAGCTCTTCACCTCTACATCATTACACGAGATATTAAGTTCATGATTTGACGACGGACTGATAGAATTTGTACATTTCTCTANAAATATAAGTATAATTATCTCTTAATTCATATCAACGTAGTTTCATACTCTAAATATGGATTATAGATATTTTTTTTTTTTATTCCACGAATTCTAACTTTTTATTTATAAAAGTATACAAANTTNTTACACTTTNAGAAAAAATTAATCGTAGGCGTAAAATGAAAATTTAGTATTATGCACAATAGCAAAATTATGATTAATAGAAATATTTTAAACAAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATGAGGTCGGTATCACATTAAATTTTAAGATAAATAANAGTTAATCATGTTAATTAAATAATACTGACATCCGGAGGTCGGTATTTTATATTAATTTATTTTTTAACTTANATAAAACCGTCATCCGGAGGACGATTTATTTAAAGTTAATTGAAAATATTAATTTATTANTTTTNTCTGGAAGTCGGTATATAAATATTTTAATCGAAAATTAATTTAATTACATACTATTTAATTTTACCGACTTCCGAAAGTCGGTATTATAATTTTTTTTGTTTTTTATTTTACACAAAACCGTCCTCCGGAAGACGATTTAAATAAAATTAAATCAAAATATTTCTCAATTTTATTTTTTATATNTAATTGAGAAAAAATAAAATATTGTTATTTATTTATTTATTTAATACCAANATCAAGAGGTCGGTTTTTATTGTAATTCATTTTTNCCGGGAAAATAATTCCGACCTCCTGAGGTCGGAATTTGGTTTTCCCGCTTTATTTTGCATAACTAGTCGGTTTTCATATCAACGTAGTTTCATACTCTAAATTTGGATTATTGATCTAACTTTTTATTTATAAAAGTATACAAAATTGTTACACGTTTTTGAACAATTAATCGTAGGTGTAAAATGAAAGTTAAATATTATGCACAATGGCAAAATTATGATTAATAGGAACATTTTAAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCATGAGGTCGGTATTTTATATTAATTTATTTTTTAACTTATATAAAACCGTCATCCAGAGGACGATTTAANTAAAATTAATTGAAAATATTAATTTATTAATTTTCTGGAAGTCACTATATAAATATTTTAATGAAAATTAATTTAATTACGTANTATTTAATTTTACCGACTTCCGGAAGTCGGTATTATAATTTTTTTTGTTTTTTATTTTACACAAAACCGTCCTCCGGAAGACGATTTAAATAAAATTAAATCAAAATATTTCTCAATTTTGTTTTTTATATTTAATTGAGAAAAAATAAAATATTGTTATTTATTTATTTATTTAATACCGACATCAAGAGGTCGGTTTTTATTGTAATTCATTTTTTCCGGGAAAANTTCCGACCTCCGGAGGTCGGTATNTGGTTTTTCCGCTTTATTTTGCATAAAAACCGACTNCTTGTAGTCGGTTTTCTAAATTTTATTTTATTTTTTATTCTTTTNAACAATACCGACCTCCGGAGGTCGGTAATTTTTAGGTCGGTATTCACTGTTTTTTAGTA

>rnd-6_family-1174#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

GAATAGACTTATTTAATTCATCAAACTCATTTAACTAAAATAATGATCTTATTATTTTCTAAAAAATATATATTAGTTTATTAAGAAGAAATTTTCATACTTAAGAATCTTTTATCATAATTAATTTTTTATTTTTTTATGCTATGAAGAATAGTTTTTTAAAACTTACTATAATGTCATCAATTTTGAATACTTATAAACACATATATTCAAAAAATATTGATATATAAATCACTCATGAATGTCAACTTACATCAATTAATCATATATTATATAATGGATCAATAATATTAAAGGTCAATTAACTATTAAAAAATAATTAATTGGGTACTTTGAAATCCATANNNNCTTACAATATCTTTTTTTGAAAAGAAAATAGAAAGTGAATAATATTTATATTAGAAAATAAAATTTTGATCTTTATTTATCAGTATATTAATCTCATATAATATGTATATTATTGAATTAAAATAGGCAATTCAATTAATTATTACTTGTATTTCATGAATTTGGGATGANATAAGAATATATATTGGTGTTTAATTGTATGAGAAGTTAAAATATAATATAATATAGGAATAAAAGAATAAAAATTAAATANAAAAAGTTAAATAATAATTCATAATTAAGAATAAAAATAAAAAGTTAAATAATAATTTTCTCTTTCTTACCAACTTTTTTGTCAACCTTACAAATTTATTTGAATACTTTTATAAAAAATTGCTTAAAATTTTCGAATAATTTACTTAGGGATTTTAAAAATTACCAGGTAATAATTGCACACGGAAANTTTTTCGTTGAATTTTGTTTGGTAAAAAAATATAAAGGAATTAGATTTTTTAATTTTTTTTATAATCTTCATAAATTCTCATGTAATTTATATATTTGTTTTGTAGAGACATAAGTTTGATGAATTAAATAGGTCTATTATTTTTTTAAATGATGATTTAATGACATGACATATCAACTAGAATAGAAGGAGACTTTTGAGGTATTTAGTTATTATTTTTTGGATAAAAAATATAATATTATTCACTTTCTATTTTTTTTCAAAAAATATTGTAAGCATGAATTTCAAAATACACAATTAATNTTATTGTAATAGTTAATTGACATTTAATATTATTGATTCATTATANAATTTATGATTAATTGATGTAAGTTAGCATTCATGAGTGATTTGTATATCAATATTTTTTGAATGTATGTGTTTATAAGTATTCAAAATTGATGACATTATAGTACGTTTTAAAAACCTATTCTTCATAGCATAAAAAAATAAAAAGTTTAATTATGATAAAAGATTCTTAAGTATGAAAATTTATTCTTAATAAACTAATATATATTTTTAAAAAAATAATATGATCATTATTTTAGTTAAATGAGTTTAATGAATTAAA

>rnd-6_family-1267#LINE/L1 ( Recon Family Size = 28 Final Multiple Alignment Size = 24 )

AAGCTGGGTAATGCCAAGGACCACNTTNGAGNTNCTGAGCAGCTGGCAAGGAATNGGGAGGAGAGGATCGAAGGAAGACTGGTGGAAGANTATCCCAGCNTGTATNTGGTGGACTATATGGAAAGAAAGAAACGCAAGGTGTTTCGAAGGAANAGCTAGCANTCTNCAGAAGATTAAGACGAANTGTATNAGTTTTCTTGTATTTTTGGTGTAAACAAGATNTGGTGGGGGAGGTAGATAGTTTAGTTGATTTCATAG

>rnd-6_family-616#LTR/Copia ( Recon Family Size = 34 Final Multiple Alignment Size = 24 )

CTGCTGGTGCAACTAATCANGCTCTATGGTTAAGAAAGATTCTACGTGATCTGGAGCAAAACGACATTGAAGCTACTGTCATTAAAGTTGACGACGAGTCAGCAATTTCGATGGCCGAAAATCCAGTGCGNCATGGTCGTAGCNAGCATATAAATGTAAAGTTTCACGCTATCAGGCAAGCAGAGAAGGATGGCGAAGTTNAGCTTGTTCATTGCAACTCAGATCAACAGATTGCNGACATCNTGACCAAGGCTCTTCCTAAGGGGAAATTTGAAGTTCTAAGGGCTAAGTTGGGAGTATCCAAGAAAAATCTCAAGGAGGAGTGTTAGAAAATGAGATATTTCTAGATGTCTTTTGTTTAATTGTTNTTTTCTTAAATATTATGTTAAGTATGTAAAGGAAAGGTAGTCCTTGTTTTATGGAATATGTTTTGTAAGAAAGTCAATAGTGGTTGGATATGTATGGTCCTCTACTAACTTTGGAAAAGCTTATGTAGATATATGTGTGTATGCCTTTTTNAAAAGCTGAATATGAATGAAAATTTCTGCT

>rnd-6_family-1680#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

ATTGTANCTTTGTTATTAATAGCACAAATAAATTTAGTCATAATAACACTTCAAAAGATCATATACAAGTTATTACCTTTGCTAAACGAAACAGAGTTGATCCTCATAGATGGCTCCGAATACTATTTTCAACTTAAAAGTTTTATGAGTAATTCACTTATTGAAAGATCAACAAATTAATTCTCAACATTGACTTCATTTGTTGCTAGTTAAGAAAATTTNTTTCTTCAATTGTAATTCATAGATAAAGCAACTAGAGGNAAACACTAATAATCACAATAAATAAAATGATACCTCAAAATCCAAGAATTAAATACACACTTGATAAATGGACCTAATAAAGTCTACATGTCAAATTGTCTCAATGACATGTAGCATATTTTATGGATTTCAAAAATTAGCATACTCTTTTTGCAGATGTATACAAATTAGAATTAATGTAATTAGTATTATGAAGGAAGCTTACCATAAAGCAAAAATATACNATTAGCTTACCATTGACAAGTTTGTTAATTGCNAACCTAAATAACATGCCAATGCCACTTCAAAGAATCTTTCATGATAGAAAAGTCCTTTTGATGATTCCAAAGGAAAATAAAATACTTCTTCAAATATTAGTTTGCTTACCTTTTTAAAGCAACTATAAAACAAGTCATGTTAGTACGTATAACATATTATAATAATTGAAGAAGTAAATGATTAGCTAGTGAAAGATAAACAAGTGTAAAATAATCAATGATGTTGATCAAGGTCAATGTAGGTCAACATAAGAAATTTTAATACCTTTTCCTTTTTATTTTGATATGGATTCATTAAATCAACTATATCTCCTTTAAAAGCAATTATGTATTACTAGGTGATAACCACAACAAAGTATCAACCAAATTAAAAATTCATGTTATGCACTTTTAGTCTTCTAACGATTTCGGTGAGTTCAATTCTTCCAACAAGGTTATCGGTTAAGTACGTACTAATTATCCTTCCAATAATTAGCTCAAAAATCCATGATAACATTAACNATAATTACATTAGACGCATCAAATTTAGACTATCAAGTATAAGAAGACTTATATAGCAAAATATAATATACTCTATACTATTTATGTTTGGGCTAATACACCGTCGGAGATGCTCGTAGATGAAGAGACTCGTGCTGATAACGTGTTATAAAATAAAGCATGTGTAGTAAAATAAAATGACAAGAAGAAAAGGAGAGAAAGAGAGAGACACAAAGTAGTAGTAGTAGTAGCGTTTTCTCTATTATTGAATGTTTTTCTTTCACTTACTCTTTTCTTATTTTTTCTCTTTGTTACAAGAAGAGGGGTATATATAGTTGTATATACTTGGGCACCAAGTGTGATACATGGATATCTTCTTGCCATGTATACACTTTGGGCACCAAGTATATCATATGGATGGCTAGGTTACAACACNTTGTNTGTTGTGTGTATATTNATCTTACACACAATGTATAGTGTGTACATATATGTTACCACAAAATATATNTATGTGGACATCCATTTTACAA

>rnd-6_family-5573#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

GGGCAGGGCAGGTGTGGGTTCATGAGAGGTTCCTTAGTGTTTCGAACAGTNCTCGTAGCTAGCCACCATAGGATCAGATTGGTNTATTCGAANGGAANATTGTGCAGCTTAACTAATTTATCACACTTTGTGGAAGTACGTGCACTCAAAATTCAAATGAATATTTATCACACCTTGTACTGTAAGTAAGAAAGGTCAGAGACTGATCGTCACGTTTTAAAAATTAAACAGAACATAAAAAAATAAGAAAAATAAATTAACACTTAAACGGGGTGGGGCGGGGCGGGGCTTAGCGGGGCGGGGTGGGGCGGGGCAAAACGNNCGAAAATTGCTAAACGGGGCGGGGCGGGGCGGGTTAAAATTTTTGCGGGTTAAGCTCGCCCCGCCCCGCCCCGCCCCATTGCCATCCCTA

>rnd-6_family-5044#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 23 )

CGAAAATAATCGCATCCATCATTTTTCTGAAATAACAAAACAAGAAATCAAGTGAATATCCAAATATTTTGAAGTGAACAACTTAATTTTTTTTACCTTTGAACGCGCACAACTCCAAAACTTACGACCGGAATTTCTTGGAGTCCTCGATGTTTTCATTTTACAATACTCTTTGCATTTACANACATCTGGTTCAATTGAATATACANACCTTCCGGATTGTTGAGACACGACTATCAAATTTCAAAAATCAAAATATAATATAGTATGAAGAAGATAAAAGATGAATGAAAAACGTGGAGTGAATAAAACNCATATTTATTGTTGAAGAAAGAAGATATAGATTCACGTGAGTGGAGTTAACAAAAGGAATTGTAGTTCGCCCATTTGTGGGCGAACTACCTTTAAAATTTGTGTAATATTGNTTTGGATGAATTTGGAGTTAACGGAGACGACGGCGTTAAAAGATGNTAGTTATAGTTCGCCCATAAATGGGCGAACTGTCCGTTTTGGTGTGTGTTTTTAGAGAGGGTCCCTTTTGGTGTTTAGNGTTCAAAAAGTGTCCGTTTTGATGCCGAACTCT

>rnd-6_family-3533#LTR/Copia ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

AAAAATGAATGTCGGGCACCTGAGCATTTTGTCAGGCTGTATCAAAATTCCTTTAAAAGGAAAGGAAATAAAGGTGGTGCCTCCTCTTCTAATGCCCGGGTGGAGTCACATTTGACTCTCAAAGATGATGCTNAGGCAGGGTCTTCTCAAAAATATGATGAGAATGTTGAGGCAAATTTAGCATTGAAAGATGATGCTTTTGATGGGCTCGATGATATTACTCATCTGGAAGCTGAGGACTTCTTTGGGGATCGCAACTGAAGATTGATNATTGAACTGGGAAATGAATAATGTTTTTATGTGTTTTTAATGTCTTACTTAAAGTTCATGTACTTAAATTTTCTTTTGTTAAGTTTCGTACTTCTTATTATGTATTTTTAT

>rnd-6_family-2743#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

ACTACTAAAAAAACAGTGAATACCGACCTAAAAATTTCCGACCTCAAACGGAGGTCGGTATTTACAAGTAGTCGGTTTTTATGCAAAATAAAGCGGGAAAAACCAAATTCCGACCTCCGGAGGTCGGAATTTTTCCCGGAAAAAATGAATTACAATAAAAACCGACCTCTTGATGTCGGTATTAAACAAAATAAATAAATAACAATATTTTATTTTTTCTCAATTAAATAATACCGACTTCCGTATGTCGGTAAAATTAAATAGTATGAAAATAAATTAATATAAAATACCGACCTCATGAGGTCGGTATTTAATACCGACATCAAGAGGTCGGTTTTNATTGTAATTCTTTTTTCGGGAAAAATTCCGACCTCCGGAGGTCGGATTTTGTTTAAATTACGCGTAAAAATTATAATACCGACTTCCGAATGTCGGTAATATGTAATTAAAATACCGACCTCGTGAGGTCGTCTTGTATTTTAATTACATACTACCGACATCCGGAAGTCGGTTCCGAATGTCGATAGTATGTAATTAAAATACCGACCTCATNNNNNNNNNNNNNNNNNNNNNNNNTTGTTTAAAAATATTTCCTATTAAATCATAATTTTGTTTAAACAAGTNNATAANTAACATTTTCATTTTTTCTCAATTAATTTTATGTAAAATGATAAAAACGAAAANCAAANACCGACCTCCGGATGTCGGTAAAATTAAATTAAAATAAATTAAAATAAAATACCGACCTCTCGATGTCGGTATTATTTTTTATTTTGATTTAATTTTATTTAAATCGTCTTCCGGAGGACGGTTTTGTGTAAAATAAAAAACAAAAAATATTATAATACCGACTTCCGGAAGTCGGTAAAATTAAATAGTATGTAATAAATTAATATTTTCANTNAAATATNNATANANCGNCCTCCGAATGACGATTTTATATAAGTTAAAATTTTCAATTAACTTTAATATAAAATACCGNCCTCCCGATGNCGGTATTATNTAAGTTAAAAAATAAATTAATATGAAATACCGACCTCATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGTTTAAAATATTCTTGTTTAAAATATTCCTATTAATAATCATAATTTTGCTATTGCGCATAATACTAAATTTTCATTTTACACCTACAATTAATTGTTCAAAAAGTGTAACAATTTTGTATACTTTTATAAATAAAAAGTTAGAATTCGTGGAATAAATAAAAAAATATCNATAATCCATATTTAGAGTATGAAACTACGTTGATATGAATTAGGAGATAATTATACTTATATTTCTAGAGTAATGTACAAATTCTATCAGTCCGTCGTCNAATCATGAACTTAATATCTCATGTCATGATGTAGAGGTGAAGAGCTAACATATAATCCATTCGAGTATGAAATGCGAGATAGTATTATTATAT

>rnd-6_family-2767#LTR/Copia ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

AGATAAAGGAAGCTGAAGATATGGAACANGTTGAACAACCTGGTNCAATCAACGTGTACAATAGAGTTAGAGTCACACTAGGACTAGGCTACTTATGTCGACTAGGCTGCTGTTTCTTGTACTAGCTGAAGTCGACTAGGATTAGATTACGACTAGGATTAGATT

>rnd-6_family-2217#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

TTTTTTTTAATTAGTTTTTTTTCTNAACAATTATTTTTTTTTTCTTTCTTTGAATAATTTGGTACTCTTATTGATATGGATGATTGGGATAAATCGTGGTTGGGTGATGAATGTCCTTTATGTCATATATGTGGTCGTCAATATATTCATTGGAATGGTTGTCCTAAATCTTATTCCCTTCCCCCGAACCCCTATTATGATTCTTCTGTTATTTGTGATGTTGGTAGGGGCGATGAAGCGGAGAATGCAAAACAAGAGGCGCGCAATGTGAATTCACTTAT

>rnd-6_family-2928#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

GAATCTAGTAATACCAANTCANTCATGAAAACTCATAATCATAAGAATAGCTCCTTTAAAATCATGATTTCATAACATANTCATAAGAGACACTTTAATCGAAAGCATCTAAATCATGATAATCTTTCATAATAAGTACTTCAATCGGAAGCGTCTAAATCATGATCATCCTTTCATAATGGGAGGTACTTCAATCGGAAGCATCATANTTTCATAAAACATGATTGATACTTTATCCGAAAGCATCCTTGATTCGTAAANTCTTTCATTCATAATGCGTGCATAT

>rnd-6_family-326#LINE/L1 ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

AATTAAAAGAGGCTGANCTAATNTGGAACTCTGTNGCGCTGCCAAGGCATAGATTCATNACGTGGCTGGCATGTCAAGGGAGACTACTCACGCGNGAGAGANNGTTGAAANTGAGCATTCCGGTGGAGGATNGAAATTGTTGTTTGTGTGATGAGAGAGTGTTGGAGACGCAACGTCACTTGTTTGCGGAATGCAGGTGGATTACTGGTGTGAAAAGCATGATGTGNACATGGCTAGAGGTTCGATTANCATCANACGNGTTTACGAAACAGTTGAATGGATCAAAAGGAGAAACTGGAAGCAGTTTAAGAAGGAAGTNATGGCAGCNNTATGGGGAGCNACGGTCTATCACACTTGGAGAGCNAGGAATCGGAAGAAGTTCAAAGGACAGAATGTAAATGGAGAATNTGGTAATGCACAGATACAAAAGGAANTAANAGAAAGGNTANATATGTTACAGNAGNTCAAAGAAAGCACGTAAATGTAGNAGTTTTATNCAGCTAATTTGTAATTAGTTTTCTTGAGGTCTAGTGACTTTAAGACACCCTTCCTAGAAGGTGGTTAGGAGNNTTAGGTGCTCTTTAGTTTGTANTTGTTTTTGTTGGTTATGGTAATATTTCACATTTGTTACCAAAAAAGA

>rnd-6_family-1437#DNA ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

CTTACCCTACCCATACCCGTACCCGACCCTCCCCATTCAAAAAAGAAATTAAAAAATTTAAATTTTCNAATTTTTAAATTTCAAATATATTTTTATCCCTACCCCGACCCACCCCCCCCCCCCCCCAAACAAAAAAATTAAAAAATTAAAATTATTTTTGAAAAATATTTCAAATTTTTAAGATTTTTTTTACCTCACCCAACCCCTACCACCCCTATTCCNTNNCCCCCACCCCCCAAAAAAAATTGTTTTGAAAAATATTTCAAATTTTAAAAATTTCATTTTTTACGCCACCCCCACCCCTGCCACCCCTCCCNCCGCCACCGCCGTCAAATTTTTTTTTAAAAAGNTTGCTTTTGGAAAATATTTCAAATTTTAAATATTTTCATTTTTTACGCCAACCCTTACCCCGAGCCCATTACCCCACCCCCACCCANGCCATCCCGACAATTCTTTCTCGNGAAATTTTGATTTTAAAAATTTTATTTTAAAATAAAATCATTTNATTTACGCCACCCCNNCCCGNNCCCNCCCCTNTCCCCCCACGCCACCCCCACCCGCCACCCCCGTCAAATTTTTTTAAAAAAAAAAATTGTTTTTGAAAAATATTTCAAATTTTAAAAANTTCATTTTTTACGCCAACNCCACCCTACCCCCCCCCACCCAGGCCACCCCCTCAAAAAAAAAATTTAAAAAAATTGTTTTTGAAAAATATTTCAAATTTTAAAAAATTTCATTTTTTACGCCACCCCTACCCCCCACCCCCGCCCCCCGACCCCGTCAATTTTNTTTTTNAAAAAATTGTTTTTGAAAAATAATTTCCTGGGTC

>rnd-6_family-850#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

TTTGTAGCCAAACACATGGCAAAACTTCACCCATAAATGACAAAGATTTAGAAATTTGTGGTCAAACACATGGCAAAANTTTACCAANAAATAATTTACCCAAAATATTTGGAAATATATGGTCAAACGCTAACCTAGCATTAGGTAAGTTCATCAATAATTTACCTATTTAAATTTAAAGTTCATATCTCATCACAAATATATATCATATCAATTTCATTTTGCTTCTATAAATTTTTTTCATGAAAAAGATTTGATTTAATTACAATATTAGGTTAGAAAGTTAATGCTTCGTCGTAAAAAAAATTGTGATGCTTACAAATAATCTTGATATTTCATTTCTTATAAACATCCTTTCTTCGAAAATATTGATCTATACTTTATATAAATGAAGGTGATAATATGTCACATTTCAAAACTTGTTCATGCTTATCCAAAAGGCTAGTGAATTTGATGTTTATGATGGAATAATGTTATTTTCATCAAATGGTATTATTTATAAGTAGTTATTGATCAATTTTTTGAATCTTGATATAATAGTAAGTGAAAGTACTCATTTTATTATCGCTTATTTCAAAATTCTTAAGACTGTTGTTGATCTTGCTCACTTTGTTTCAAGTACAATAAGATGAGTACTTTTATTTAGCATTATATTACATTTTGAAAATCAATCGATAATTTCAAATTGTTTTATGAAAATAACATTATTCGGACATCAACATTACATTCTAATTTACTAGCTTTTTTGGATAAGCCTGAATGATGTTTTGAAAATGTGACGTATTGATCATCTTCTATCAACGGGGTTGTTGGCGTCNTTTCATCTATATCCAGGTATGGATTTACTTCTTGTTAACAATAAAATTTCTTGGAATTTTGATAATACCCAATTAGTTCGGTACGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATTTTATCTTCCCCCATTGCTTATGTAATAAAAAAATTTGATTGGGATAAAGAAAATCATTAAAAAAAGTATCACATTATTCACATGAATTAATTACCAAATTAGAACACCGATTGGGTGAGTTTAAAGAGCGCATATCCATGATTAGTTTAATTTGTTCAAGAAAATTCAAACGTTTAGTANTTTTTACTGCTAACAACGAATTAGCTCTTAGTATGGCCTGAAATATATATATATATATATATATACACCTAAAATTCGTCCTAAAAAGGATAAGAGGTTGTAGCAAATATAATTCAATATTTATATGCAGAATCGATCCTAAAGAGAACTTTTTCTGTCATACTTTCTGATGACAAGTCAATATTCAACAAAAACAGTTTTTGATGATTGACAACGCAGATCAAATTCTAAAAATGATTATCACAATAAAGTCGCGTGAGAATAAATTAGAATCCACGTAAGGTTCTATAAAAGGAGTAGCCGACCTATTGAAGAGCNTCTTACGGACTCAATTAGGATTTTCAGGACGCGCAAAACAGGATGACTATAAAAGGAGAAAGTTGAATAATGAAACTTTAGATTTTGCACACAATGAATATCGTTGTTTTCGGCAAAAGGCAAGAAGTGGCAGAAGGAGCGTACAATGGCAGAAGAAAGAAGAACTAGAGTCAGGTTTTCAGTCTAAATAAGTTTATTTTTAAAGTAACTTGGAATCATTATTGAGTTGTAATAATTCTAAGTTCGAAAGTGAGTCTGTGANNGTTGTAACAAGAAGTTGTTGTGACTTCTTGGAGAGTAAATATAACGGTTATATTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGTGTTACGAAGTTATGTTAAAGTACTACAAGAACCAGGTTCTTATACCGAATTGGTGATACAGATTTCTTCACTTTCACCAAAAACAATTTAATCAACATTTTCGAGTTATAATATTTTACTTTCCATGTTTCATATCCTTTAACTTTTTTACTTATCTTTTTCAATCTTCACATAAATTCAATTGTTAAAGTTATATTCATTTTCTCTATCAAATTCAATGTTCGATTTGGATGAGACATGTTGATTTTTAATTTATAATTATAAATGAATGATTAGCGGAAAGTAAAAGAAATTACCCTGTTGAATTCTCAATTTTNNNNNNAAGTCAACGCGTTTTTGAAAGTACCGTTGCCCAAAGTTTTCAAAATGAATTAGGTGTATTTGTATATNAATATATCCTAACATCTAAACTTGTGTTAATTAAATTAATAA

>rnd-6_family-2933#LTR/Copia ( Recon Family Size = 28 Final Multiple Alignment Size = 23 )

GCCTCGGTATTACGTGCTTTAATTAATTTTCTTATTCCTTATCGTTCAATGTGTTTTCCTTTCGGTGTTTTACCTTAATTANTTTNTTTTCCTTATGCGTTTAATGTNCTTTCCTTGTTTTGTNTTTNTAATTATTATCTGCTACCGCCCCTTCCNCTTCCCCATATCTCCCGTCTTTTCNTTTCCTTTCTGTCTCCTCTCTTCCTTCTCTTAAACTTTTCTCCTTCCCCTTCTCTNTTCTATTTATTCGTCCTTCTTTTCTCTTCTCTCTTTATCATACCATGACTAGAACTCGNTCCATGGCCTCTCAAAAACCCTCTGCCCCTTCGAGCTCTTTCGAAGTGGACGTCTTGTCTCTTTCCTCCGATTCCTCCACGGGATCTNTGGCTTCTCCTTCTNCCTCCTCAAAGAAGAGANCATCTNCGTCAAAAAGAAAGNTTCAAAGAAACCTCGCCCTCGCGCNTCNGGATCTCTCTCCCAGAAGACATGCAAAGGTTCTGGGGAGTCGAACAGAAGAACAGGTATGACANCTTCAAGTCTCGACCCATTGTTCCCGGCCGNGTNATCAATCTNAGTCAGCTGAGGGACTCTCACTGCCCGGTAAGTTCNTTTCTCAAAGCTCAGAAATTATCTCTGTTNTTCAGTNTTTGTGGTCTTGANTTCTTCGAAGAGGCTGTTCGTCTNTTCTATGCGAATCTTCGCGTATCTCTTGACAGTGGTGAGTTGGAAACTCTTGTNNTGGGNAGTCGCATTATTGTTAATGANCTGCTGTTCGAAGATGTTTTTGGTACTAAGTTCTCTGGTGTGATTCCGTACATGAACGGCGCNTGGCCTGATGATTTTGAAGTCTCTCTAGAAGGTGCTAAGANAGCCGTGGCTGAACCCGATTCTGACNTNTCTGACTTTGGGCCCTTGTCTCTNTGTTTTGAACATCGTATTCTGGCGCATATCGTTGCCACCACTCTTATTCCCAGGAAAGGNTCTCTGAGTAGCATCTCTACTCGGGACGTGTTTGTTCTCTACTGCTTGCTTAAGAAGTACCGCATCAACTGGGCGGTNTGGTTCAAGGAATATATGTTGGAAAGTGCTGAGGACNCNAATGCCTCCGCNAGTCTGCCNTATGGGCTGCTCATCTCGCGNATTCTGGTGGATCGCCTNGTGGATCTCTCTATGTTTACNCCTGTTGTTATTAATGCTACTTATGACTCTCGTACTTTCTCTAGTATGGGGTATGTGCAGGTNGGNAACAAATGGGTTAAAAAGGACTCTGTCAAGGCNAGGGCTGAGACCGTCAAACCCACAAAGATCTCTGCAGANTCGGCCGCTCTCCTGCTGCAGGACACTGATGAACTCAAGACTCGACTTCTGGCNGTGGAACGTGGNCTGGAGACTCTTCANGACGCTGTTGAAAAGGTCTTTCGCCTNCAGAAGGATACGAGTACTGATGTNGGTAAGCTGCGTATTGCTATGACNGGNATNAAACAGGAAGGAATCTCCACTGTCAACAAGTTGATCAAGCAAGTTGACTCTCTCAAGAGTGGAGTCAGCTCCTCCAACACCGACCTTGCNGTCACCGTCCAGACCTCCTACTCCAGTCTCTCTAAAAATGTGGAACGCTCCTACAACTCCTTCTGCGGGAAGGTTATCAACACCCTCAAGTACTTTCTGGGTGATCGCTAGCCTCTGCGTTTNNTTATTTCTTTTACTGCTATTTTTGGACTANCTTTCAATAGGGGTCTGTCCCTATCTTTNTTTTGGACTGTATATTGAGGGCTCTCTGCCCTCCNAACTGCTCTGCTATCTTTTGTCTNCTTTTTCTCGTTTATATCTCGTGTGCGTTTCTGTTTTCTTTTTTATTATGCCAAAGGGGGAGAAATTTGTCTTCCACAATTTTCATAAAGACAGGGGGAGCTAACACATACANNGGAGTCCTACAGACAGGGGGAGCTACAAAGCCNACGNATANANTCTATCAGGGAAGTTTCATTGTCTCTCATACGACTATATTAAATTGTGAATTAGTTGTCATTATCAAAAAGGGGGAGATTGTTAACTCCTTAGAGTTAG

>rnd-6_family-2421#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

CTTTTATCGAAAGGAAACTTGGAGCTAGAGGATGTGGGTAATGAAGTATGGAANGAATTATGCTTGAGGTCTTTCTTCCAAGAGATTGAAGTTAAATCTGGTAANACTTATTTCAAGATGCATGATCTCATCCATGATTTGGCTACATCTCTGTTTTCGGCAAGCGCATCAAGCAGCAATATCCGCGAAATAAATGTAAAAGATTACCCGCATATGATGTCNATTGGTTTCGCTGAAGTGGTGTCTTCTTACTCTCCTTCGCTCTTGAAAAAGTTTGTCTCGTTGAGGGTGCTTAATCTAAGTAACTTANAACTTGAGCGGTTACCGTCTTCCATTGGAGATCTAGTACATTTAAGATACCTAGACTTGTCTGGCAATCGTAGAATTCGTAGTCTTCCAAAGCAGTTATGCAAGCTTCAAAATCTGCAGACTCTTGATCTGCATNATTGCTACTCACTTTGTTGTTTGCCAAAANAAACAAGTAAACTTGGTAGTCTCCGAAATCTTTTACTTGATGGTTGCTATNAATTGACTTCTACGCCACCAAGGATAGGATCTTTGACATGCCTTAAGACTCTAGGTTGCTTTGCGGTGGGAAGGAAGAAAGGTTATCAACTTGGTGAACTACGAAACCTGAATCTCTGCGGCTCAATTTCAATCACGCATCTTGAGAGAGTGAAGAACGATACGGACGCAAAAGAAGCCAATTTATCTGCAAAAGCGAATCTGCATTCTTTAAGCATGAGTTGGGATGAAGACGAACGCACATAGATATGAATCAGAAGAAGTTAAAGTGCTTGAAGCCCTCAAACCACACCCCAATCTGACTTGTTTAGAAATCATTGGCTTCAGAGGATTCCGTCTCCCAGACTGGATGAATCACTCAGTTTTGAAAAATGTCGTCTCTATTATAATTAGAGGTTGCGAAAACTGCTCGTGCTTACCACCCTTTGGGGAGCTGCCTTGTCTAGAAAGTCTAGAGTTACGGAGTGTGTCTGAGGAAGTGGAGTATGTTGATTCTGGATTCCCTACAAGAAGAAGGTTTCCATCCCTGAGAAAACTTNTTATAGGCGATTTCGTAATCTGAAAGGATTGCTGAAAAAGGAAGGAGAAGAGCAATTCCCCGTGCTTGAAGAGATGGCGATTTACTGTTGCCCTNTGTTTGTTATTCCGACCCTTTCTTCTGTCAAGAAATTGGAAGCTTACGGGGAGAAGTCAGATGCAATAGGTTTCAGTTCCATATCTAATCTCAGGACTCTTACTTCCCTCCGTATTGGCCGTAACGAAGAAGCTACTTCGCTCCCAGAAGAGATGTTCAAAAGCCTTGCAAATCTCGAATACTTGAAAATCTCTTTCTTTAAGAATCTCAAAGAGCTGCCTACCAGCCTGGCTAGTCTCAATGCTTTGAAGCGTCTGNAAATTGAATATCGTGTTACGCACTAGAGAGTCTCCCCGAGGAAGGGGTGAAAGGTTTAACTTCACTCACGCAGTTATCCGTAACATACTGCAAGATGCTAAAATGTTTACCGGAGGGATTGCAGCACCTAACAGCCCTCGCAAATTTNNGAGTNANCGGNTGTCCAANANTGGNAAAGCGATGCGAGAAGGGAATAGGAGAAGACTGGTACAAAATTGCTCACATTCCTAATGTGTATATCAGTGNNTTATTCCTAGCGATTGGATGTAATTTTCTGGTTTTCTTTTGGAAACAAATCAAACCTATTTGTATCACTATTTGTATTATACTTGATTTTCTCTTGGGTCTGTAACAANNNAACTATTTGTATTATACTTGATTTTTCTTGGGTCCGTAACAATGAAAATTTGGAATTTTTCATATTAAGATTCAGAATTAATCTTATAATAGCTAAATGTAGCTTCTCACAGTTTAATAACGTCAATTTAATACTTATATTGCGTTGTTGTGATTTATCAACATGTTGGAGATGATTTTGACCAAAAGTTTATTAAAGAAATTCAAGTTTTTTC

>rnd-6_family-4990#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

AAGAGCCTGTTTGACATTGTTGTTGGGAGGCCAAAAATACTTATTTTGAGAAAAAAA

>rnd-6_family-520#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 22 )

TATATGTACATAATAAATATACAATTCAAATAAAAAATAATTAAATATTAAAAAAAAATTAATAAAATAAAATCATTATTTGATTTAAAAAAATGAAACACTTATGCTCGCTAGTGATGGTGGAGATGGTTTGTAGTGGTGGTGGTGGTAATGGTGATGGTTGNTGNTAGTGGCTAGTAATGGTGGTGGTGATAGTTGTGGTTGTGNGGTGGTTGGCGTNATGGTGGCGATTGGTGGTGGCGNTGGTGGTTGTAATGGTGAAGTTGGTTGATGTTAGTAGTTGGCGGTGTTGATGNTGGTNGCTGAANAATGTGTGGTGGTTGACGATGTGTTGGTGGTAGTTGGCGGCGGTGCTAGTTGTGATGGTGGAGGTGGTTGGTAGTAGAGATTGACCGCAATGGTGGTAGTGGTTGATAGTAATGGTGGTGGCGGCGGCGATGGTGGCGATGGTGAGCGATAAATATAATGGTGGTAGTTGGTG

>rnd-6_family-966#LTR/Copia ( Recon Family Size = 25 Final Multiple Alignment Size = 22 )

AAGATGTCNCTTTCCATGAGAACGTTTTTCCTTTTGTTATTGCTCCTGATGGTTCTAGTTTTAATTCCGTTTTAAAATTGCTTGTTCATCATCCTAATAANTTGNCTTGTATGCCTAGTNAAACAANCACTTTTGCTAATGATGAANTGCTGGATACNAACGCATCACATGAAGTCACTANTAACCAAGTAACCAACAATATTCCGATCCCATACTAAACACAGACTCAACTGCACCTAACACCGCACCAGCACCACCGCATAATCCTAATNCTTCCATCACTCGTGATGCTCCACCAGTGCCAGCACCTAGAAGAACAACTAGGNCCCTTCACACTCCCAGTTACCTGAAAGAATACAACTACACNTTACCTAACCTGCACTCCNCCACATCAACACCTGCCCAACAACACTCCCTCACCTCTTTTATGTCCAACCATGACCATGTTTGTTTCACCACTTTATGTTCTGATAGCCAGCAGTTAGTNAAGACCATTTCACATGANNGTGAACCTTCTTNTTATGAAGAGGCAATCTTGAATCCTGCCTGGCAA

>rnd-6_family-5873#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

AAGGGAGGGATAGCCTAGTGGNAAGGACCTCCACCTCCAACCATGAGGTTGGGGGTTCGAGTCACCAAGGGAGCAAAGTGGGAAAAGGCACCGTTTGGCTCCTGGGTAGGGGGTTCGGGGGTGGGGTTTACCATATTCT

>rnd-6_family-196#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 22 )

CTTGCATCCAAATTTAGTTGTACTTTTTTGGGATAAANGGTCACGGATGATCGTTTCAAAAGNCCCTCCCATTGAAATTTACGAAAATTATTAAAGTAATGATAGGAAAAAATTACGTAAGAAGGCAAACATGTGATATGTATTTACTATACACAACTATAGTTTAAAANAATTACGATTCGTAGCTATAGTTAGAATTTTATAGCAAATTTCTCTCTCCTCTCTCTCTCGCCCCTCTCTCGCCTCTCTCTCTCTCCTCGTCTCCTTTCTCTCTCTGCGATACAAATACAAATGGTAACAGTAAATGATACAAATGGTAACAGTCAAGATACAAATACAAACGGTAATACAAATACACANGGCAACATATAAATACAATACACAAGGCAACGGATAAATACAAATGCACATGAATACAAATATAATTTGTTACGAATTACGACAACGATACAATTGTATTCGTTGATACAAATTGTATTTTGATACAAATTGTATTCGTTGATACACTTGATACAATTGATTTGCATCAACGATATTGAATACAATNGTCTNTTGATACAAATGTATTGTATT

>rnd-6_family-4035#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

TTTTCAGAAAATACCCATGCACGTCAATTCTTATATAATAAAAGAATGTACNCATAATATTTTTTCCGATCAAATTTATGTTACATCGAAATTTTGGAATTCAAATTTCTAAATTTTGAGTGTATATGAATTTATGTGACACAGTTGGATGATTTAATATTCACACTTTACATCATCCTGGTTCGTTGGAANATTCTAATATGTCACAAAATGCACACTTTTTTCAAAAACAACTTTTGGGCTTTTATTAAAATGAATCTCAAAAGCATTACAATACTCATTTGGGCCTAACGCCCAGATCAATTAANAAAGAAAACAAATAAAAGGGTAGCCCACCCGGATGTCCCGCGANAAACTCTCAATAACATCTCCTTAATGNTAGGGTTTCCTATTTCTAATCCGCCTCTCTCTTTCAGTCTAACTCCACCCCACACCTGAAAAATGTTCCCACTTTGGATCAACAAGAAGTTCCGCCTCCTCAAGCTATGGATCATCAACATTCAAGGTCATGTGTNCGCGTCTTCCTTTCCTCAGCTAACAAGAGTAAGTGTAGTTCATCCTATTGACTTCTGCANGTTTTTGCGTCTCGTTTAAACTGCCTCTCTTCAACTTGCAATTGTGTTCTCTTTTACGGTCGGTTTTGCCTCTTGTGCGTTGCTTTTGGATCTTGTCTTNTGGAAGGATACCTCATATCTAGGTTCGTTNTCACCTCTTTGTTCTCTTCCTTTTCTCCTATCCGACATTCCTTCCGCTACTTCTGTTTCAGCAGATGGTGCTTGATCGGAGTGCATGGGTAGCTCCAGTCCGCCTCTTCAAACTAGTGGTGAAGGCCCCTTCCAGGTTTAAGCGCTCCCATNTGACCCGGATCCTCCCTTTTGCTGCGTTCTTTTTTGTTGGCTGAAGTAGCCTAGTCTNGATAGCTCTTCACATTTTGTTANCCTCGTGATCTTTTGTAAATGATGTTTATGAAAACTTGTGTTGTGGCCTTCCCGTCCCCATTATCTCCTAGTCGGTGATACTCTCAAATATGAGCANTTTAATTTGTCACTGTTTNTAATCCTTCTCCCTGTAGTATCCATGTTGTTGAAATTCGAAAATGTGTAGTTTCCTTTGTCAATAGCCATGTTTGCTACGTAGTCTGCTAATTGGTTCCCTTCCCTCATTATATGTTTGATAATGTATTATTTTTCTTGAAGATTGTGTTTGATATCTTCTAGTATGTCTCTTATGGCACACACTTTACGTACGTTTTTTNNTCCCCCTCCCTTTTCACATTTTTCTCTCACGCGANAGAGGCTCATCTAAATTCACGTTTCTTTTGTTGTGTTTCTCTATATCATTCTGTATACAATTCTGTCTATGCGTTCAACTTATTCGAACTCATCAGTCTCTATCCGTTTTTACTTTAGTTTCGCAATTCAAAGCTTTTGA

>rnd-6_family-897#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

CGAAGTTANGATTTCAATTTTATGAGTTCTGAATTTTANAATGACGATTTTAAGTGATAATAACTGAATTTTAAATTTAATATTTATACATATNTANTAATTTNAACAAAATATATTAAGTTCGATCGAACCCGCATACATGGGCTACTAGATC

>rnd-6_family-7017#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 22 )

GGATACCAAATAATAATGGCTTCATCCCTAAGAGTATCCTTGGGCATAGAAATTTAGATTTAGTAGTATCCGATTTAATTGATAAGAATATNCACACATGAAAAATACAAGAGTTAAATACGATTTTTGAAGCTGAAGATGTCGATGCTATATTGTCTATCCCGATTTCTATTACAGGTTATAATGATAGGTTAATATGGCACCATACAANAACAGGAAACTATGAAGTTAAATCAGGTTACTACATCGCAAAGGATTTGATCGGTAAGACAGTGAAAAATTCGGAAGCTCAAGCGAGTTGTCACTCTTTTCCAAAACGTTTTTGGGACTTCCTATGGAAGTTGGGAGTTAAAAATAATCTTAAACACGTTTTTGAGAAAATGTGTGCTTAACTCTTTACCCGTCCATAGTAATTTAGCAAAAAGACTACGCAATGTAGATAAGACTTGTAAGATTTGTGGTCTTGGACCTGAAGATATAGAACATATGTTATTCAAATGTCCTCGGTCTCAACTTGTGTGGAAGCAATGTCCTATAAATTGGCCTGATATAGGAAATATTACTGATTTTTCTATCTGGTGGTATGACTTGTTCTTAATTACCAAATCTTTTCCTGAATCTATTGACTTGTTAAACTTGAGCGCTAACATTATGTGGCAAATAGTTGGAAAGGCAAGAATAGTCGGTTGTTTAATCGGGAAAGGTTAGAATCCAAGAGATATTGTTTCTAGANCTCTTGTTTGAGTATGANGAATATAAAGACGGTTACTAATTCCAAAAAGTTTTTCTTCGATTGTATCCTCTAGAAATCATCCTGTGATTAAAATAANAAATNTGCAAGATGACATTTTATTGTTTACAGATGCAGGATTGCAGAATGATGATGGAAGGGCAAGTATCGGTATTGCGGCTTTGGATAGCCTTGGGAACCTGCTTCATGCCCTTGGATCCCCGATCCAATTTGTTGGGAAAGTCATGACTGTTGAAGCGATCGCNATTAGGAAAGCTCTTGAATATGCTATCAGTAAGGGATGGAAGAGNGTGAAGATTTTATCNGACGCTAAAAATGTTGTTGATATGATTCAGAAACGAGTGACGACTTCATGGGAGATAGAAGTGTTGTGTGAAGACATTTGGAAGCTTTCAAGCATGTTCGATCATGTCGANTTTATATATATTCCTAGATGTTTGAACGAAATAGCTCATAGTTTAGCTAGATTCTCNATCTCTTTGTTGAANGAAATCTCTTGGGAGAGGTTTTTCCCAAGTTGGATCGTACANGATGCTAAAGATACGTTTGAACTATGTATTCCGTTGATGCAATAATAAAAGGGGTTCTGTTTCGGAGAGAAA

>rnd-6_family-8953#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

TATTTATTTTTNAGAAAATTATTATTATACAAACAAATTAGAACGACGAAAGAACCATAAAAGNGGTTTGTTAGTTGTATTGGGCAACTTACGTTTTATGTTAAATAAATACATGCAAGCTATNATCGAGGAAGAATGCCAAGATTAACGCGTGTATTCTCTTCGCGTTCAGGAGTATACATCTAAACCTAATTTATATTACACTCGGTTTAAAAGTTAGTTTATGCAAGTAATTTTTTAAGCAAACATAATTATTATAACGCGAAAAATATTAACTTTTTGTAATTGTTCAAGGGCGGTAACATTTTTTTTTTATTTTTTTATATTTAATCAAATGAATGCAGAGAATAGTCATTGAGACAAATCCTCAATATCCAAATGCTCCACCAAGTACCTCCACAACAAGAGCTCCACGTTCAACGTACTTATATACTTNTTCCGTTTCATTTTATATAATATTATTTTCTTATTAATTTGTGCCAAAATTTGAGGGAGTGGATATACGGGTGCTTAGACTATGTTTTATTTTTTATGCGTTGAAATGTGAAATTGGTGGTGCAGACCAATTCCCAACATTTTATATAATCCAAACTATGCTGAGAATGGTCAACAAGTGGATCCTTTCTTACGCCTTCTGGCGTCGAATTCGAATTTTCGTAAGCTATTTTTATTCACGCACGCGCGCGCGCGCGCACACGACACACGCACGCACGCGCGCGCACACGCTTTTGCTAATATGTTAATATTTTTNATATTTAATTTCCAGGCAATCGTAGAAACAACAAGTGAGGAACGGATTGAGCTGACTAGAAATTTGAAGATTCATTGTGCAAAATATTGCTCGGTCAAAATAAGTATTGTCAAAAATTGTTTTTGTAATAAGATCAAGCACAAAATAAAAGTGTGTTATCAAGAGACAAAAATAAATTAATTTACAATTCTCATGTGGTTGTGACTTGTGGATATTTTATTTCTTGTTTAAAAGTTTCTATCATGATAAATTATTGTCCATATATATACTTCATTGAATTATTTTATCATATAAACACATGGTTGATAATTATTGATAAATCATGTTGAAAAAGTATTGTATATTGATAATGCAGATTGTGTAAAAAGTGTCTTTTTGAAAATTCTGAACAACTTCAGGTGTCAATTAATATTATATCTACGAATAACTAATGCATGTTTTTTTTTCTCTTGTCTAGGCCTGTGTTTAATCCTGTTCCTGAACTCTCATTTACGCTGGGCCAAAATTTACCTTCAGAGGTATCATCTTCTTCTTTTTTTTGAATCATTTTTGTTTATAATATAAAGTTATAAAGTTACAATCAAGTGACTAATATAAAGTCACAATTAAAAAACTCCATTGCCCTAATTCATCATTGCTAGTGTTACTTTTATGGTTCCTCTATTAGCAGGGCTACAATGCAGACTCTAATAGGGCCGCCATTCCTTCAAGAGGATCTGTGAGAGCTCGTAGTACAAGGGTACAATGTTATTTAAGAAAATTATTATTATACAAACAAATTAGAACGACGAAAGAACCATAAAAGGGNTTGTTAGTTGTATTGGGCAACTTACGTTTTATGTTAAATAAATACATGCAAGCTATAATCGAGGAAGAATGCCAAGATTAACACATGTATTCTCTTTGCGTTCAGGAGTATACATCTAAACCTAATTTATATTACACTCGTTTAAAAGTTAGTTTATGCAAGTAATTTTTTAAGCAAACATAATTATTATAACGTGAGAATATTAACTTTTTGTAATTGTTCAAGGGTGGTAACATTTTNTATTTATTTATTTTATTTAATCAAATGAATGCAGAGAATAGTCATTGAGACAAATCCTCAATATCCAAATGCTCCACCAAGTACCTCCACAACAAGAGCTCCACGTTCAACGTACATATATACTTTTTCTGTTTCATTTTATATAATATTATTTTCTTATTAATTTGTGCCAAAATTTGAGGGAGTGGATATACGGGTGCTTAGACTATGTTTTATTTTTTATGCGTTGAAATGTGAAATTGGTGGTGCAGACCAATTCCCAACATTTTATATAATCCAAACTATGCTGAGAATGGTCAACAAGTGGATCCTTTCTTACGCCTTCTGGCGTCGAATTCGAATTTTCGTAAGCTATTTTTATTCACGCACGCACGCGCGCACGCGCACGCACACAACACACACACGCACACACGCGCGCACGCACGCACACGCAACACGCGCACGCACGCGCGCGCACACGCCTTTGCTATTGTGTTAATATTTTTNNTATATATTTAATTTCCAGGCAATCGTAGAAACAACAAGTGAGGAACGGATTGAGCTGACTAGAAATTTGAAGATTCATCGTGCAAAATATTGCTCGGTCAAAATATGTATTGTCGAAAATTGTTTTTGTAATAAGATCAAGCACAAAATAAAAGTGCGTTATCAAGAGACAAAAATAAATTAATTTACAATTCTCATGTGGTTGTGACTTGTGGATATTTTATCTCCTGTTTAAAAGTTTCTATCATGATAAATTATTGTCCATATATATACTTCATTGAATTATTTTATCATATAAACACATGGTTGATAATTATTGATAAATCATGTTGAAAAAGTATTATATNTTGATAATGCAGATTGTGTAAAAAGTGTCTTTTTGAAAATTTTAAATAACTTCAAGTGTCAATTAATATTATATCTACGAATAACTGNCGAATGTTTTTTTTCTCTTGTCTAGGCCTGTGTTTAATGCTGTTCCTGAACTCTCATTTACGCGGGGCCAAAATTTACCTTCAGAGGTATCATCTTCCTCTTCTTTTTTTTAATCATTTTTGTTTATAATATAAAGTTATAAAGTTACAATCAAGTGACTAATATAAAGTCACAATTAAAAAACTCCATTGCCCTAATTCGTCATTGCTATATATNTTACCTTTTTATGGTTCCTCTATTAGCAGGGCTACAATGCAGACTCTAATAATAGGGCCGCCATTCCTTCAAGAGGATCCGCGAGAGCTCGTAGTACGAGGGTACGATAGTTATTTAAGAAAATTATTATTTAACAAACAAATTAGAACGACGAAAGAACCATAAAAGGGTTTGTTAGTTGTATTGGGCAACTTACGTTTTATGTTTAATAAATACATGCAAGCTATAATCGAGGAAGAATGCCAAGATTAACGCATGTATTCTCTTTGCGTTCAGGAGTATACATCTAAACCTAATTTATATTACACTAGTTGAAAAGTTAGTTTATGCAAGTAATTTTTTAAGCAAAAATAATTATTATAACGTGAGAATATTAACTTTTTGTAATTGTTCAAGGGCGGTAACATTTATTATCTATTTATTTATTTTTATTTAATCAAATGAATGCAGTGAGTAGTCATCGAGAAAAATCCTCAATATCCAAATTCTCCACCAAGTACCTCCACAACAAGAGCTCCACGTTCAACGTACTTATATACTTTTTTCTGTTTCATTTTATATAATATTATTTTCTTATTAATTTGTGCCAAAATTTGAGGGAGTGGATATATGGGTGCTTAGACTATGTTTTATTTTTTATGTGTTGAAATGTGAAATTGGTGGTGCAGACCAATTTCCAACATTTTATATAATCCAAACTATGCTGAGAATGGTCAATTACAAGTGGATCCTTTCTTACGCCTTCTGGCGTCGAACTCGAATTTTCGTAAGCTATTTTTATTCACGGATGCGCACGCACGTGCGCGCACGCGCGCGCGCGCACGACACGCGCGCGCGCACGCGGACGCGCACGCACACACGAACGCACGATACACGCGCGCGCACACGCTTTTGCTAATATGTCGATATTTTTTATATTTNATTTNCANGCGATCGTAGAAACAACAAGTGAGGAACGGATTGAGNTGGCTAGAAATTTGAAGATTCATTGTGCAAAATATTGCTCGGTCAAAATAAATATTGTCAAAAATTGTTTTTGTAATAAGATCAATCACAAAATAAANAATGTGTTATCAAGAGACAAAAATAAATTAATTTACAATTCTCATGTGGTTGTGACTTGTGGATATTTTATTTCTTGTTTAGAAGTTTCTATCATGATAAATTATTGTACATATATATACTTCATTGAATTATTTTATCTATATAAACACATGATTGATAATTATTGATAAATCATGTTGAAAAAGTATTATGTATTGANNNTAATTAAGNATTGTNTATCGAAAATNCGAANTGTATATTATGTACGATGAACTTTAAATAACTACAAGCGTCAATTTCNGAATATTATATCTCGCGTAATATCGTAANATGTATTTTTCTTACTTGNTAGGTCTATATCTAATCCTGCTCCAGAACTCACACTTACTGTTGGTCAAAATTTACCTTCAGAGGTATTTTATTTTGAAATCTTATCATCTTTTTTACTTTAATATAAAGTTAAATGAAGTTACAATCAANTGNCTNATATNANCTCNCAATTAGNAATAATAACTCAACATTGCCCTAATTCATCATTGCTAATGTTACTTTTATGGTTCCTCTATTAGCAGGGCTACAATGCAGACTCTATTAGGACCGCCATTCCTTCAAGAGGATCTGCGAGAGCTCGTAGTACAAGGGTACGATGNTATTTAAGAAAATTATTATTATACAAACAAATTAGAACGACGAAAGAACCATAAAAGGATTTGTTAGTTGTATTGGGCAACTTACGTTTTATGTTAAATAAATACATGCAAGCTATAATCGAGGAAGAATGCCAAGATTAACACATGTATTCTCTTTGCGTTCAGGAGTATACATCTAAATCTAATTTATATTACACTCGTTTAAAAGTTAGTTTATGGAAGTAATTTTTTAAGCAAACATAATTATTATAATGTGAGAATATTAACTTTTTGTAATTGTTCAAGGGTGGTAACATTTTCTATTTATTTATTTTATTTAATCAAATGAATGCAGAGAATAGTCATCGAGACAAATCCTCAATATCCAAATGCTCCACCAATTACCTCCACAACAAGAGCTCCACGTTCAACGTACTTATATACTTTTTCTGTTTCATTTTATATAATGTTATTTCCTTTATTTATTTGTGCCAATATTTGAGGGAGTGGATATATGGGTGCTTAGACTATGTTTTATTTTTTATGTGTAGGAATGTGAAATTGGTGGTGCCGACCAATTTCCAACATTTTATATAGTCCAAACTATGCTGAGAATGGTCAACAAGTGGATCCCTTCTTACGCCTTCTGGCGTCGAATTCGAATTTTCGTAAGCTATTTTTATTCACGCACGCGCACGCGCACGNACGCGCACGCGCACGCATGCACGCGCGCGNACGCGCGCGCGCACGCACGCGCGCGCACACACTTTTGCTAATATGTTAATATTTTTTATATTTAATTTCCAGGCAATCGTAGAAACAAGAAGTGAGGAACGGATTGAGCTGGCTAGAAATTTGAAGATTCATTGTGCAAAATATTGCTCGGTATCAAAAATTGTTTTTGTAATAAGATCAAGCACAAAATAAAAGTGTGTTATCAAGAGACAAAAATAAATTAATTTACAATTCTCATGTGGTTGTGACTTGTGGATATTTTATTTCTTGTTTAAAAGTTTCTATCATGATAAATTATTGTACATATTTATACTTCATTGAATTATTTTATCATATAAACACATGGTTGATAATTATTGATAAATTATGCTGAAAAAATATTATGTATTTTGTATTTAACAATTGATAAATTAAAAATTATTTATGTACAAAGAACTATAATTACTAGCGTGATTTCAGAATAATATCTTGCAGAATATCATAAATGTGATTCTGCTTAGATTAAAAAAGGATAGTATTTTACTAAATCTTTGGAACGATACAAATCATATTTTATTAATGGTTAAAATTCACCCCCCCCCACCCTCAAATTGATCTCACTTATCAAGAATTATTAAATTTGGATAATAGGAATTGACGCCGGCTCTTAATTATTAGGGTTGTGCAAATTAACGCTTAAATCAGAAAATTAAATATTTCATATATGTTATATGCAGTTGACAAAGCTTTTATAAAGGAAATTTGGATTTTTCACACAGAGAAAAAAAAAATTAAGCCGGAGATAGTAATTTATGTGCATTAGTTTTATTTAGTCATAGTAAGTTAATAGAATATGGTATAAACAATCGACTGATAACTATTAA

>rnd-6_family-225#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 22 )

AGCTATGGCAGCATTATATATTANTAGATGGTGCAAGCAAGTTGGCTATAACGAATACGACTTGGAACTTGACTCTCTAGTNATTGTTAACATGTTGAAGAACAANGANACCAANAACCTGAAGCTGAAAANGATCATTATGAGACACTCGACAGGCCACGAATCGTNAAGAAGTNAATNTCGCTCACTGCTNTAGAGAAGCTAATCAAGTAGCTGACTTTCTTGCCAAATTGGCCTCNNCGAGTGGAAATAGTACCTTCTATTACTCTTTTCAACATCTTCCGAAAGAGGTGAAGGGACTATTTCAACTNGATAAGTGGCAACTNCCTAGCATAAGGAGAAGATACGACAAATNTAATTTTTTTGTTAGTTGAACCAATGTATTTCGCTTATAGTATGAAAGTCTATGTCATCTTAGTCTTTCTGTAGATTGTTTAGGTTATNCTCGTTGTTCTCTATCGGAGGTNAGGTCCATGTCCCCCTCTACTTTTGTAACTTTTTGGATGTTATGGACATGGTAGGGGTCAAGCCTAACCCCCCACACCGAAGGCTCACAACCCTNGGTGATGGCTTANNTTTTTTATTTTTTTAAAAAA

>rnd-6_family-1761#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

ATATCAACAAAAGNTTCTCTTTTGTTTTTAAAGGAAGCATGTTTTGCAATATTTTTCTCTTCTGTCCTAAAATTTAGAACCCTCAAACTCCTAATCCTGGCTCCGCCT

>rnd-6_family-121#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

AAGATCATGGCTGATCAAGCCCAGTTAGCTGCTGATGTGAGAAATAATCAGTTAGCTACACAANNNNNCTAGAACCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTNCGGTTAAAGAGAGTGAACCCAAGGAGAGCGAGGTTGTTGCACAAGAAGAAAGAGTGCAACCAATAG

>rnd-6_family-1367#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

ACTCGCTGAATGNCCTTGTTCTCGCCTTTNTGATNNCGNTGTTTGTTGANTATCTTTNTGTGAGATTCGGCGAAGCAATCTCTGGCTCGCCGAGCGAATTCGACGACTCGCCGAATGGTACTTTGANCCTCGCCGACTTTTTGTGTTGACTTCTTTGCNTNTTTTGTTCTGTAACTTTCGGCGAGCCNTCTGGCGAGTTTTTCTGCAGCTTTTCGAAAATGATATTTCGCTAACCCTTTGCAACCGCATGCGTTTCGTTTGTGTTTTTCTACATATATGGCTAGACCGAAGCTTCCNGTAAGAGGTCCACCACCTCGGAAGAAGGCAAAAGGGGTNGTNATTGCNGCGGAGGTCGCNCCTCCCCGAGCTACNCGACCTAAACCTCCTCCGAGGAANGTGAAGGGCAAAGGGAAGAAACAGGTGGNGNCGAGTTCCAGTTCGAGTTCNAGCTCATGGACAGCATGGGCGTCGATTCCACCCACCTCACCTCATCTGAGTCTGAGAGTGAGGAAGCTGCGGGGTCCAGGACTCCAATACATACACCGACAACCGAGGGAGGGTTGCTAAA

>rnd-6_family-1171#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 21 )

TTTTTTATTAAAAAAACTTATTTCTTCATTAACCCTCTCCCAACCCCCGCCCCGCCCCACCCCAACTTCTCTTCTTCTCCANCACTCTTCCCACCCCTAACCCTAACCTTTCTTCTCTTCTTCTTCAACAAAATCACCCACCACACCCATTCTCTTTTTTCTCTTCGAAATCACCCGCCATACCCTCACCTTTCTTCTTTTTCTTCTTCAACCCACTCTCCTCTTTGCAACAAATCAAANNCCCGCCNTTAATTTCTTTTTTCAGCCCCCATTTTTCTAAATTTTTAGTTTTTTNGTTTTAAAAGTTGAGATCATTATTTGTGTTAGTTGGNTTCAAAGAGGAGGTATGATATGAATTAACGTGAAGAGNGATNNNGGANANCGANNNATNAANNCNCTNNNGNNNNNNNNNNGANGNNNANNANANNACGNANAANTNNNNNNANNNNNTNNNANNNNNNNNNNANNGTNNNNNGNNTNNTTNGNNGNGTNTTNGTTTATGAACTTGTAGTTGAAATTTCAAGTCAAATAAAGAAGAATTTCATCTATTTGGCATGAATTTGGTGCTCAANTTGTGAGCAAATATGAAGAACATGACTATTTGAAAANTTTCAGAATTTACAAAAATTGATTATTTGATTTTTTAAATTTTCTT

>rnd-6_family-5727#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

GACCTAAAACTAACCGAAAACGTAAAAAAAATTGTTAGATTTAACGGTGGGTCCCTCGGNATTGACACACGACAGACCCTTCTTCCTCAATCCGCTCTCGTTCACCATCGAGACCGTTCTTCCTCAATCTTCTTTCTTTCACCATCACCACTGCAGACCNTTCTCCTCAACTTCCNTCTTTCGCCATTTGANTCCATAAGAAAAATNATACACACTACACCCATTTCATCTCCATCGAAATAAAATTTTCAAGCTTCCATTATCATACATAAGAAAATCAAGATCACTAAAATAANTNCGAACCGAGNAAATCGGATAAAAGACTCCATTTATTCTCTCTTGTTGAAGCGATCTATGGGGAGATATAGCTTTCTTTTCGTTTTANCCTTTTCAAAATTAGTAATTTTTTCAAGCCATTTTTTTCATTCTATTTTTAAAATAAAAGGGTAAAAATTGAACGGACAGAGATAGAAAATAAAAATCTTACAAATGTTCTTTTGAAATTTAAAGAAACTTTTGTGAGTGTGAGAGGATTTTGGCAGCGGAAATTGTAAAAGAAATGGCAAAAGAAAGAAGGTGAAGGAGAAGCAATGGGGAAGAAAGAGGGAGGAAGAAGGGGCCCGCCAAGTGTGGGACCCAACAGTTAAGTTTAACAGTTTTTTTACGTTTTCAGTTAGTTTTTAGG

>rnd-6_family-334#RC/Helitron ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

CACTATTTATCCATATTGGGTCTCACTTATTTGGCAAAAAATCCACAAAGGTGTACTCTTCTATTTAAAAATTCATTTATTTTAAGGATAGTTTTGAAACATTGCAAAATCTTTTCATATTTCTTAAACTTCGTATTCAGTCAAACTACATCACATAAAA

>rnd-6_family-8836#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

AAAAACTCAATACCGATTTTCCCAATGGCCGAGAACAACGCAACAAAAAGCGATGGCCAAAAAGGTGTTCAAGATGCACAAGTAGCTGTAGTTATGGTTCCACTTCCAGCACAAGGCCATCTCAACCAGCTTCTCCAACTCTCNCGTCTAATCTCCTCGTATAATATCCCNGTCCACTATGTTGGAGCAACCACTCATANTCGTCAGGCCGAGNTTCGAGCTAACGGCTTAAATCCTTCAGACATAGCCAAAATTCACTTCCATGAATTCCCTACACCNCCTTTCGAAAACCCCCCTCCAAACCCTAATGCNTCGANCAAATTCCCTAATCACATCATCAGCCNTTACGTTATGCAACTNTCCATCTCCGCGAGCCAGTGTGCTCTCTTGTACGCGAAATTTGGCCTCAANATCGNGACGAGTNATTGTTGTTCACGATTCTTTGATGNCNTGCGTTGTTCAGGATGTACCGNCAATTCCNAATGCNGAGTCCTACANTTTTAATAGTATTTCAGCTTTCCGTACGTTTTCGCGCNTATTGGGAGCTAGTGGAAAGCCTGTCCAACCTGAAGNAGAANTGCTTAAAAAGCTACCGTCCCTCGAAGGAGTTATGACAGATGAAGTCAGGGAATTATCGGATTTCAAGAATCCCATTATNTAGGGATATTCGATCAGGTGATATTCATAATACAAGTAGAGTAATTGAAGGCGAGTACCTTGATTTGCTGGCACAAGCAGAAANTAATGAACAAGAAGCAGTGGGCAATTGGNCCAATTCAATCCGTTGCCGTCTGAGCTCGACAANGACTCGAACAAACGNCATNAATCCTTGGATTGGCTNGACAAACAAGCTNCNAANTCGGTAATNTACGTGTCNTTTGGAACAACGACTNCGTTNTCNGACGAAGAAATCGAGGAGCTCGCGATTGGGTTAGAGNAGAGTAAGCAAAAGTTCATTTGGGTNCTGAGAGACGCCGATAAAGGAGATGTCTTTGCAGGTGAAGAAAGGAGAGCTCAATTGCCAGAAGGGTTTGAAGAAAGGGTAAAAGGAAGAGGGATNGTGGTAAGAGATTGGGCGCCACAATCGGAAATTTTGGCGCATCCTTCCACGGGTGGATTTATGAGTCATTGCGGNTGGAATTCNTGCATGGAGAGCATTACCATGGGAGTTCCTATAGCNGCTTGGCCAATGCACTCGGATCAACCNAGGAATGCTNTGCTGGTAACGAAAGTNCTGAAAATCGGCCTAACTGTGAGGGATTGGGCGCGNCGGGATGAGTTGGTGACATCNGAANTAGTCGAAAATGCTGTGAGAACTTTGATGGCTTCANCAGAAGGAGANGAGATGAGGAAGAGAGCGGNAGAATTGAGCATNGCTGTGAAACAATCAGCGGTGGAAGGGGGTGCTTCTCGAANGGAGATGGATTCTTTTATCGCTCACATTACTAGATAGACTTGCGTCTCACCAGAATTGAGCAATT

>rnd-6_family-3573#LTR/Caulimovirus ( Recon Family Size = 26 Final Multiple Alignment Size = 21 )

TACTAACTATGCTTATGGAAGCCAACCATGAACATAGTTCTATCTTCGTTCCTCGTCTCCTCAAATGGAAAGATATACTCTCCAGTAATGATTGGCGTTTTGAAAACATAACTCAACCTTTTGCGTCTCATTCTGAAAGATCTCAGATCGAAAGAGTCGTTCAGTTTCCTGATGGGTCNATAGAACTCAAGTTCCTTGACAATCCTATTAGGAGATCTTCTTCGNGTCGAAGGTCGTCCTGGTCCCCTTCTACTTCGTGTCCTTCGAGAACCGTTCCCAGGCCACCTTCTTCTTCAAAGACCCCGGAGGAAGCAGAGGATGCAGATGACGAAACTATTTCTGTTACTGACAACAGTAAAGGTAAAGTCACAGGGGTAGACTTTTCAGGTAACGTACCNAAAGTNTTTTACCAAGATATTCCTGGCAGTCCCACTGCAAGTGAAATGGAACCTCCTAAAGACAAACCATCTTGGTTGCTCGGAATGCTTAAGACAAGCAAAACTTTTGAGCCCAATCCAGACATCTTGCGTGAACAATGGATTCATCCAGNCAATCAGGTAAAGAGAAAATGGTATGTTTCTACCTATAATCTTAAGCAAAGAGAATCCTTTAGAGATTTGTGGATGGCTGACATGAGAAGAATCGGTTGTGAAATAGAATTCTTCAAATGGTTTGAAATGACTGGTAGAATTGAAAATTGTGCTGAGTCGTTACAAGTTATCATTAACAAATGGTACACTACTTCTAATAAAGTTGTTGAATCTATCACTCCTCCTCTTGAAGGAATTAACATCCCTATTGCAGGAACAGTAATCAAAGCTTCTCCTTTCAAAGAGAAAAGTGATAAGACAGGTGGTTTAATCACATCTGCAGATATTGACCGAGTAGTTGAACAAAACAATTACTCCAACCAAATTCTTCATGTCATCTCCAGACAAATAGAAGATACTAAACCTACCATCAGTGGAAGACCAACNCCGGCTTCTACTTCNTCTAGCCATAATATTGAAACCTATCCAGGATTCAAAATCCCTGAATTTTCCAAAGAAAAATTCCCCAAACTTTCTGATACTTTTGAAGTAACAGGAAATATCATTGAGAAAATCAATGCGCAACTCAACAACTTCAACGTCTCCGTAAAAGATGATAAAACACCAAAAAAGGTTTCTACCCTTCGGGAAGAACCCAAATCCAATCTCCTTCAAAAGCTTGCNAGCGGTCGTTTTCATAATATGAAAAACTATCATAGCAAACCATCTTTCCCAGACTTGCAGTATGAGGAAAATGCCTTCTTATCCACTTCCTCTCACGAAGGAAGAAGCATCACTGAATGGAACATTGATGGCCTAGCTGAGCATCAAGTTTACAATAAACTCCATGAAATGGGCGTCGCCATTACTGCATATAAAATACGTGGNTCGGCAGATAGAGAAGCTGCTAGCATGATCGTCGCAGGTTTCACAGGAATGCTGAAACATTGGTGGGATAACTACTGCACTGATGAGATCAAGCATATTAATTATCAATGCTACTGCGACAGAGACAGTCGTAAAGATGGAAGGAAACACTTACACTCCACTTCCCAAGTCGCGAGAGAAGATGCTTGTGCTACGCTTTCTCTATCANATCGCTAAGCATTTCGTTGGAGAACCAAAATTATTCCAAGATAGGAGCCTCCAAATCCTNAATAATCTAAGTTGTCCAAACNTAGACGACTTCGTTCGTTACAAACATGCCTTTCTCAGCAAAGTCATGATCCGTCCAGATTGCAATTTGGATTTCTGGAAAGAACGNTTCATCAGCGGTCTACCCCCTCTCTTTGCAGATAAAGTAAGGACAAAAATCCAAAATCGCAATAACGGCAATATTCCTTACGGAAATCTCACTTATGGTGATTTGGTAAGCACCATCAACGTTGTAGCGCTCGAACTCTGCACAGACATCAAACTCAAACATCAGCTCAAGAAAGAGCAATCTTCTTCTAGAAAGGAACTCGGAAGTTTCTGTAGAGATTTTGGTTTTATCACTCCACCGGATAAGATCAAGAAAGATAAAAAAGAAAAGTCTCATAGGAAGAAATCTCGAAGAAGAGATGATTCTACCAGACCAAAGAAAAAGAAATCTAGGTCCAAGAGGCCCAANGATGCCAAGGTNGATGTTTGTTGGACTTGTGGCAAGACTGGCCATAAAGCCAATGAATGTCGATCCAAAACCAAGAAGAAGAAGATCAACCTTCTTAACATGGATGAAGAAACCAAGGGTAAGCTNCTTGCTATTCTTGACGAACCTTTTTCTGAATCTTCAGGTACATCTGATGAATACAGCGATGACGAAGACATTGATCTCGATTATGANTCAGACGATAGCCAATCAGGAAAAGATTGCACTTGCACTGAAGCCTTCTGTACTTGTGATAGTACACCTCAATNTATTCGAGTACTTTCAGACCATTCGAAAGAAGCTCTTTTCGATGTCATTCAACACATNAATGACGATGAGGCTAGGAATCGTTTTCTCCTAGAACTCAAAAACCTCATCCTCAATACGGACAAACCNAAACCCCGTCCGATTATTGAACCTTTTAGCATGAAGCAAAATCATGAATCGCTCAGATAACCATTCTGAACCNTCCATCTCAGACCTTCGCCATGAGGTCTCTAGTCTCAAAGAAGAGATTAGAGATATCAAATCTCGACTTTGTATCGTCGAGACTGATATCCTCACCAACCAAGTTCCCAAAAGAACTACTTTCCAAGACCTTGAGTCCGACCAAGGTTCTTCCCANGAAGATCTCGATGATAATATTGGTGTTGTCCTTCCCGACATCAATAATGATCATCCTATTGAACCTTTNGTCACCAATACAGGTAATGACACTTCTACTTCTGCAGCACCAGGAGTAACGGTAATCTCTTCGATTAGACCTCAGAGTCATCATATACCTGTCAAAATAGTA

>rnd-6_family-158#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

TTTGAAATTGAAAATATTTTTTAAAAACAAACTTAATTTTTTTTTGGGGGGTGGG

>rnd-6_family-732#LTR/Copia ( Recon Family Size = 28 Final Multiple Alignment Size = 21 )

ATCGAACAAACATGGCTGATGCTAAGCCTATTTCTAGTCCGACTGAACCTGGATCGCGACTTATTCTTTCTGGTGATCCTCTGCCTGATGCTCATTTATATCGNAGCGTCGTTGGTGCTCTTCAATACGTTACCATCACTNGGCCTGANATANCCTACGCGGTCAATAGAGTATCCCAATTTATGCAATCGCCCACTATTACTCATTGGNCAGCTGTNAAACGCGTACTTCGGTATCTAAAAGGATCCATTCACGATGGACTCTTACTACGACCTATGTCCGATTCTAGTCTTATGGCCTTTTCGGATGCTGGTTGGGTCTCTGATCCTGATGATAGTCGCTCCCAACATGGTTTTGCACTATTCTATGGAGGTAACTTAATCAGTTGGTCTTCGCGAAAACAAAAGGCTGTCGCCCGCTCANGTACTGAAGCTGAGTATCGTGCTTTAGCCTTTGCAACTACTGAANTAACCTGGGTNCAACAACTTATCAGTGAACTACGTGCTCCTCTCACTGCACCTCCCATAGTCCTTTGTGATAATCTTAGCGCACAATTTTTATCTCGGAATCCTGTCATTCATCAACGATCGAAGCATATTCGTCTTGATTATCACTTTATCCGAGAGATGGTTGAAGATCAATCTTTAGTGGTTCGCTATGTTTCATCTCAAAATCAGATTGCAGNTATCTTTACCAAAGTTGTTGGCACAAGTCGGTTCCTCAATCTTCGATCCAAGCTCATGGTTCGCTCCAGAACATGATCTTGCAGNGGGCTATTAGAGTCCATCATCAACTAGAATTCGATTATTGTAGCTTATTCATTGTAACAAAAGGATTACTCTTCCTTTAGAATACGTAGTAGATAAAGATTCTTATATTAATCATAAACATGTACAAAGTCTATAAATAAAAGGTACAAACGGTAGAACAATCAATCTGCTCTTATTTTCTCAAACTCCTCTTGTTCTTAATCTTAT

>rnd-6_family-834#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

TAAGATTGGGAAGTATCAAGATGAGGTCCTATGTGATGTGGTCCCAATGCAAGCTTGTCATGTACTACTCGGGAGACCTTGGCAACACGATCGTTCAACCAAACATGATGGGAGGACCAACAAGTATTCACTCGTGTTGAATGATCGTAAGTATGTCCTTCACCCTATGTCACCCTCTCAAGTCAATGANGTATATCGAAGGATGAGTGAGTCGAGGGAGAAAAGGAAGNGTGAGGAGGAACATGTGGAGGCCGAGGGCCAAGAAGAGGAAGAGAGGAGGAAGTTGAAAGGAAAGGCCCAAGTGTTGTTGGCTAANTACAAGGAGATAAGGGAGGAAGTNGAGTCCGAAAGTTCATTGATCCTTATCACACATAGGGATCATGTGTTGCAAACTAACCAATCTCATTCTTCTCTTCCCAATTCTATTTCCTTTCTTTTGCAGGATTATGATGATGTCTTCCCAAAGGAGCTTCCAAGTGGATTGCCCCCTCTTCGGGGAATTGAGCACCAAATTGATTTCGTGCCGGGNTCACAATTGCCAAACAAG

>rnd-6_family-1330#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

ACTGGCATTCTGCTCATACTTCCCCTAATTGGGACCCTTCTTCCTTTTTTTAAAAAAAATTATCGTGATGTTGTGCGNCTTCGTACCTCTCACAAATACTCCGATTCTCTTCAAATACCCTATTATAGAGAGTCGGCANATGCGTTGACGAATGCGGATAGTNTTACTACCGNGGAACCACGNGCCTTCTCGCATAGAACCTCTTCAAGTCCGTGTCGAACCAACTCTTAGAAATCTCAATCAGGTCATACATGCTGCATAAACCTTANGTGGTTTGACCCTTGGTGTCAATTCGCACAATTAGTAGACGCCATATTGTCTAAAGGGCCCCAACACCCTTTAGACAAATTGCATATTATTCGTCAATGTGATCACAATAATTATTCCANGCCCGATCATGCCAAATGGAATTAAGAATTTTTCTTTGACTCTAAACTTCAAATTGACAAAGTACGACTTGAATCAATTATGTGACCTTTATTTTCTCTTTCAGTTATTATTGTCGCGCTCTGAAAGTATTGCGTCACTCATTTGAAATTATGAATTTTGGCTTGTTATGTGCTACCTCGTGCTCGCGTTTGATTTACTTCTTTTGCTTAAAGGTTGTCTAGTATTTGGACTTTGGCTCAACTAAGAATCTGCAATATGACAAATATGTTCAACATTCGAAAAAATCACCCCTCTTCTCATCCAACACAAAGTACCTTTTGGACTATCTCTCCTCGTTCTATTCCTGCTCACACCCTCTCTCAACGAATATCTCCGACACGCATCAATTTTGATGCTTTGCGAAGTGAGAGAATACGTGACAAAATGGAGAAGTCTAAGCTAGATGCACTACAACAAAAAATGCATGACTTAGAGGAGAAGGTGAATGGAAGACTAAACTCAAAACCTGCTCATGACCTGAGGTATGAGAAATTATGTTTGCACCCAAGNGTCGAATTGCCATCAGGATTTAAAATTCCGAAATTCAACATGTTCGACGGGCATGGAGACCTAATGGCACATCTCAAGGATTTCTGCAGCAGATTAGTTGGCTTAGAAAATAATGAACCTCTCCTGATGAGGTTGTTTATTCAAAGTTTATCAGGAATAGCCTTCACCTGGTACGTCAAGCAAGACTTTGACAAATGGCTCGCATGGGAAGACATGGCTCAAGACTTTGTAGAGCAATACAAGTTTAACACTAAGATTGATCCTACAATGTTCGATTTGCTCAAAGTAAAGAAATTGAGTCATGAATCGTTTGAGGAATATGTCATACGATGGAGAATGGAAGCTTCCAAGATACGTCATCCACCGCATGAAGAGGAGTTGGTCCAAACTCTCATCAGATCACTTGATGGTATATACTACAAAACCCTGTTCTTCGCGGGTATTCAGAGCTTCGACAGTCTAATTCGAATTGGAAAAGAATTGGAATATGGCATCCAGTCTGGGAGAATTGTTGATGAACAAACTCCTCTTCAAGTACCGAAAAATTCGTCGGATGAAAGGAGCAAGGATGCATCAACCACTATACCTTTGAAACAAAGCAATCAGAACACTGAGCAAGTTCATGCTATCTTTGATTCATGTGGCATGCGTTTCAAGCCTTACGACCCGCGAGTATCTCAACNTAAGGTAAGGAAGCCTCGTACCTTCACTCCCTTAATGGAAACTGTGACTAGCATTTTCGAGAGATTATGGGCTAAAGGACTTTTAAGACCAAGAAAAGGATGGATCCCTAAGCACTCTTCTTCAACTTTTGATCTATCCAAGAATTGTGCATATCATTCAAATATTCAAGGTCATGACACCGAGGAATGTCCAGCATTGAGAAATAAGATCCAGAATATGATTGAAAAAGGAAAAATTATAGTGCAACAAGGACCACTAAATCATTCTACGGCGAATGCAGTCATTGTTCAAGGAGATCCCACATAGGAATATATTCAAGGCACTTGACAAGGAAGCGCAAATCGCATCAAAGAAATTGAGGAGGACAAGACTCTTATGAGCAAAGTGTCTCTATTGTTCTTAGATCTTATGCCCGAAACTTTTATTTTTATTCCCGCTCATTTCCCCTTGTACTCATGAACTATTTTTGACCTGATTTCCTTTTNGATACGTAGGCAACCCTTTGATGGGTCCGGTCTCTATCAAATAAATTTCTCTTCTTTCCCATGGTCATTCAAAACANTATTTTCTATTCTTCAAATCTGATGACCAATTGACCCAACTTTGAAGCATAATTGTCGTTCAGATTCAAAGTCGAGCTTCAATGTCCAAATACAAGACAATCACTTTTCTTTTTGAACTAATAATCTTCTTTGAGTGAAGCAGGATCAAAAGATCCCCCGCTAACGAAACTGGACAAAAATTTTGAGGNAACCTCAAAAATTTCATGACAATATTTAATAAANTGAGTATATATCTTATACTCTAAACTGGGGCAGAAATTTTTTAGAAATCCTCAAAAATTTCATCACAATGGAGTGCAATTCTGAAATCAAAGCAAGCACAGGTATGACCCAATCTTGTTTTTCAAATTTACGATTTTTCTCTGGATGCAGGAATAGATTTGACATAAGGAGCTACTATTTGAATCAAGCTACCGTTTGACTATTTCGAAGATGCTATTATCAACTTGCTATTGTGACCTACCGAATAT

>rnd-6_family-751#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

TTGCCCGTGTGCATACCACAATTTACAGTCCTNTGGCTACACTTTTAAGTGTGGTAATATTATTTTGGCTATAAAATATTTATATGCCACAATTTCTAATTAAAAAACACCAATATTGTTTTGCAATAAATAATCTCAAGCATTAAATTAGCTAATAAGTAATTCAAATATATAGATTTGCAATAAACTTCAAAAGATAGTATGTCTTGTGTACATACACATACTTATAAAGCAATATTCTAAATATGTGTACACAATAGTTCAAAAAGTACTCTTACAATAGTTCAATATATTCTAGCAATGAATATATTTCACAAAATCAAATATAATGTATTCAAACTTTTACAATAGTTCAAAAACTCTTCATCATCCACTTCAATGAGATCGAATTGACTTGTGGCGACCCTTCAAATTTGATCACCTCCATTTCCCTACACAAATCAGATTGCAACAGTTATAGAAGAGGCAAGAAGTTGCAGATTACAGANTGCAGCAGATTGCCGAGAGTTGCAGANTTATAGCATACTGCAAATTTTTTGAGNTCAGATTGCTGTTATATCAGATTGTAGCAGCTATATAACAGGGGCAACAGAAGAAATATCCAAAGACACTGTAATGCAGACATGTAAATCAGGATAGCAGTCGCACCAAACAAAGCATGGAAAAAGAGGAAACTCAACTCCAACAACACCAAGACACTCTACTGCAGACATGTAAGTCTCATAACTATGCTCCTATTCAAGATGGTAATACTAATTCTGAAAATCATTTACAACCTATTGTAAATGAGCAAGTCAGCCAAAATGTTATTCCTTTGAGACGGGATCAGAAACAGGTTCGGAAACGGGNTGCTGTTATGNCAGACCTAAACAACAAAATGATCCTAGNTAACAAAGGAAAACGTGTCGTTGTCCTAGTAAGAAAGGAAAACGGGTTGTTGTTACGTGACAGACGTCGACAACAAAGCGAAAAGTACACAGCTCGTAGACTCCAAAGATTAGCCATCACCTGCTTCANCTAAATGTCTTAGTGTTGTCCTTGTAGGATTGTGTTTGATTGCCAATTTCATGTTGGTATATTGTAGTAGAAGTTGTATTAAACTAGTACGNGTGTTNTTGGACTCGATGGCGGTGTAGTATNAGAGACCAATNTGTAAGGTCTGTTGCACAAAAGTGGAAGNTATGTCCAAAGGCTTGGGCAGTGAAATTTTTAGACCTTGACATCAATCCAGCAGACATCTACCACACATGATATCACAGAGACAAGTTATACCTANATTACATGAAAGCAAACCAATTGAACANCGTGCTTATGATCACCTTTAGTCCACTTTCACAATTATGGTATTTTGCATCGTAAAAGACATGCTCCTACATCATGCAACCATGCAAAATTATTCGAAGTCCTTCAAACAATTAAAAATTTTAGTGGCAAAATAAACTCAACATCAATAAAATCAGAGGGAGAGCTATATAATAACTTTAATTTATGGGATACATAGCATTGTAAGCATTAGCCTTGATACCAAATTTAGAAAGAAATTTTGATATACTTATGTTTCTTCCCTAGTGTGTTTGGCTGAAAATAATAAAACACAGTGCACTGACGCTAATTTATCATAGTTATGTTTCTTACCAGGCTCACAAGATTTTTTTTCCTNGTGCTTTCAGATTAAAGGTTGCAGACTTGCACTGACGCTAATTTATCATATCGAGGAAGAACAGATTCTTACCCAACAAAAGAGCAATTTTTCCTTGGCATTTTTTCCNGTAGAAGATCAAGAAACAACTCCAGATTTTCATGCAAATTTTTGGACAACATACATAAATATGTTTACACATATATAAACTTCATAAGTATGAAAGTGAACTAAATTCAGAAACTACCTGATTCTTGATGACCAAACACCTACATTAAATTTCTCAAAGCAGAATTGCAGAAAATCATCATGAAAAGGCCTTTTGAAAACTGGTAAAACAGATGATAACTCAATTAGAAGAATTTCAAAAGACGAAGTAGACTTCAGAATGAAATTGTTGGCGCCACTCCTACCTGCTTTCCCTAAAACAATGATGTCCACTTTGAAACCACGCGACACATGTTGAAGCGGAAAAATATCAGCAAGGAGTCCATTCAGATCAAGTNCAAGGAGCTTTTTATTTGAACGTCCATTAAGCGCTCTCCTCAATGAATTCTATTAAAGAAAACTGAGCCCATGTTCAATGGAAGATCGAGAATAATCAAAACACTTTATCACACGATGACCACTGACCAAAATTTTGCCTGCTCTGCATAGTCAGTGAAATTAAACTGGCAGGAATCGCAAAAGAAATATCATACCATGGGCCTTTATCTCACCCGTTCCTCTAACATGTAGGAAACTAACCNGCAACGGTGATACCATGCACGATAATTCATCTTTGATCTCTGTAACAGCAACAAGAGTCAACTTAGATTGCTGGACAATTCACCAGTATGATATATAGCTACACGAGGATCAGTACCCACAAGTTTTGTGCTACCTCTAATGCCTACTGAAATAGAGATTGGAATTTGTTGACAACCTTTTTGATAAAGAATCAACATGTACATCAAATTTTGATGTTCCATCATCCACCTAATAGGCATAGATTCTCAGTATGTTAAGAAAGAAGCAACAGTNAGGAAATCAAACCACAATGTGCACAAAATGCTCATCTCATTTTTCTTTCCCCATGACCACTATAATATCTTTATCAGAACTGGGGAATTACTAATTCCAATTGACATTAGATTGAAGGAAAGCTACTTTAAGGTGAAATAACCAGATGCGAAATAATAAAATGCAGAGTAACTCACAATAGTCACATGGCCGAAGTACCATTCTTCTCAGGTATACATATGTAGAGAGCTACATGTACAAATCTTTACAAGTTACTGACACTAATTTATTCAATGCTTAGTGTTNATTGTAGAA

>rnd-6_family-3384#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 20 )

TTATGATAGTTATTTTTCTATTGGATAAATAACTAGCCATATAATTTTAATNCTTTCTATCTTTCAAATAAAAAAAAATAAAAAACGGTATCATTGGTTTTTAGTGATATGAAATATTAATTATATATAAGTTAAAAATATTTATCCTAAAATTTGTGGTAATGTTCCAACGCCGTATTAATTTGACAAATATTTATGATAGTTACTTTTCTATTGGATAAACAACTAGCCATATAATTTTAATTCTTTGTATCTTTCAAATAAAAAAATAAAATAAAAAATGGTATCATTGGTTTTTAGCGAGATGAAATATTAATTATATATAAGTTAAAAATATTCATCCTAAAATTTGTGGTAATGTTCCAACACCGTATTAAATCGATAAATATATTTATGATAGTTATTTTTCTATTGGATAAATAACTAGCCATATAATTTTAATTCTTTGTATCTTTCAAATCAAAAAATAAAAAAAAAACATCATTGATTTTTAGTGAGATTAAATATTAACTATATATAAGTTAAAAATATTGATCATGACATTTGTGGTAATGTTCCAACACCGTATTAGATTGATATTATTGTATAATAATTTATTTAATCTAAAAGTAGAGTAAATATTTAACAATAAAATTCATTCTAATGTCATTGTTATTTTTTATATTATTATAATTTTTTAATTTTGGTAAATTATATTTTAAAGAAAATATTTCTCGAGGACTCCGAATTTCAAAAAATCCTTAGATTCCAANAAAAAAATTCCAATTATCAAGTAANTTCACAAGTAAAAAAATCCCCAAGTAATTCCTCAAGTAAAAAATCCCCAAGTAAATTCCCAACAAAATTCGCAGAGCATGAATCCCCAGGTAATACCACGTAAAAAATATTTCTAGATAAATTTCCAAGTAATTATCCGCAAATAAGTTTATCTAGGAATTTTCTTGCAAACAGATAAAAAAAATTTTTTTTTCATTACTTGCGAATTTACCTATGAAAATGGTACTTGCAAATTATTTTCCCCAAATAATTCCCCAGGTAATAATTTTGCGAAAATGGCGCCAAATTTACCTACCAATTTTTCTGGGAAANTATTTTTCGCAGGTAAAAAAGTCTAGAATTTA

>rnd-6_family-6014#LINE/L1 ( Recon Family Size = 26 Final Multiple Alignment Size = 20 )

TTCTCCCCTCAGAAAGGNATCAGACAAGGNGATCCCCTCTCNCCCTTTCTNTTCATNCTGGCNACGGAAGGCCTAGCAAGATGTTGGAAAAGGCCAGACAGCTGCAATGGATTAAGGGNTTCGGNGTNGGCAGNGACNCCGGNANCGCAGTCACCGTTTCNCATCTGCTNTATGCAGATGACACTCTGATTTTTTGTGGGGCAGANAGATCACAAGTGNTCTACCTNAACCTGACCCTNCTACTTTTCGAAGCNATNTCAGGGCTACACATCAACATGCCGAAAAGTANCATCTATCCAGTAAATGANGTCCCCAATCTGGAGGAGCTGGCNGGAATCATGGGCTGCAATATTGGCTCTCTNCCTACCACCTACCTGGGTCTNCCTCTGGGNGCNAAGTTCATANACCGCGAAATNTGGAATGGAGTAATTGAAAAANTNGAGAAGAGGCTGGCNACNTGGAAGANGCAGTATCTTTTCTATGGAGGAAGACTAACACTNATCAATAGTGTTCTGGACAACATNCCTACCTATNTCATGTCNCTATTTCCTATGCCAGGCTCGGTGCCGAAACAGTNGATAGACTAAGGAAAGGATTCCTTTGGGAAGGNAACAGCCAAACTNANAAGTTCCCTCTGGTGAAACGGCAAAAAGTCACTCGCCCAAGGCNNAAGGGGGATTGGGAATCAGAGACCTAAGATTGCACAACAAAAGCTTGCTTATGAAGTGGCTTTGGAGATATGGGCGGAATGAGGCAGGGTACTGGAAGG

>rnd-6_family-2037#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

ATGGGTAATTAAATGAGATGANTTTAGACAAGTTTTGAATGTGAACTTTGCAATTAATTGTCTACGTTTCATATGTGTAGGTGTGCNAATTCAAGTGTTGAACATGATTAGTGAGAAAGGCCAACAAGAATGCTAAAGGAAGAAAAAAGGAACAAAAATGTGCATCTGCTAAGCTATCCGCCCGCGCGGCGGTGACGCGCTCGAGTCTCCTGCGGCGCGCCCGCGCGGAAACGTTAAAGNAGTTGCTGTCTCTCCGCGCGCCGGTCGCGCGCCCGGGCTCCCGGCGGCGCGCCCGCGCGGCGTGGAGGCGTGAAATCATTAAAAGAAGGGTGTTTTTGGAATTTCGAAGGAAACCCTATGCTATATGATGTTGGAGCTTTCCCCAAGGCCAAGGATATCGAGAAAAAGAGCAAAAAGAAACGCTAGGTTACGAAGGAGAGGAGGNGGAACACGCGGTACACTACTCGAATCCAAAACGGAAGTTGGGATTCAAAGTTTGATTGCTATGTCTTCTTTTTCATCTTTGTTCTTAGTAAACTTATTCTCATCCATGGAGTAGATTCTTAGAGGGTATTTGACAAACATGTTGTATTGATGAATNTGTTGGGATTTTGATTTTCGTTCTTATGCTTGAACTCGTTATGGGAATTTGAATTAAATTGCAACCTTGTTCATTATTTTATTTAATCGAAAGAGGAATATCTTGGTGAATATTGTTGCATAGTTTTGTTGGATTGAATCAATATATTTTCTCTAAAGTAATCGAAGGAGCTTGTTGATAATTATTGATTAAATCTCAAGGAAAAATAGTCGAAGGACGTTACTTCCTTAAGAACAATCATTAACATGTTCTTGCATATTAGAATCACCGGGTTATAATTGGTTTATTCTTTAACTTGAGATTTACTCGGAAGAAAAATCTAAGGCTTAAGGATACTCTAATAAGCTATCGAATTCGAGAGAATCGATAGAACTTTAGATGTGATAAATGAACGTGGTCAAATCCCAACTATCATTATGCACTTGTTTCGTCTTGTACCCTATCTTTTATTATTGATATTAANCTTCATAGTTACCAATTGTTTTTAATTATCGTTTAGTCTATAAAAGTGGTTCATAACCACAACCAACTCTTTTCTTTTGATCACCTGAATAATAGTTAGCAAGATTTGATTGAATTATTATTTGTACCAATCCCTGTGGAGACGATCTTTATACTATACTATCTTTGACTAGCGAAGCGCTAAACTTATAGTGTGTTTGTGCTCG

>rnd-6_family-149#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

CACGTAGAAGGAAGACGTGTCGAAAGACCTACAATCTCTCTGAATCCATGTAGACTTAGCAAGAAAATAATAATACACAATGGAAGCAAAAGATCCATATAGGCGATACATACTAGTTGGGATTAAGGTTTAGTCATACTGATNCACTTACATTANGTTCGACGTTTNTCAAGAATCTTTTTAATTGTTTAGAGAATCGCATGTCAGTAGAAAACGTNGAGAACCTCTAGTNTTAAAGAATCCCAAATTATTGANTATTGGAATGAAACGGGTCNAAATGGAGCGAAATGGATAGTGAGGATTTNATATNGCCGACCCCAACTAGCTTGNGATGT

>rnd-6_family-3061#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

CTGAAGTATTTTCCTCTTGTCTTCTTCTTCAAATNTGTCCAACAAAACTTGATAGTTCATCACTTCTTTTTGGATTTATTGGATCTTGTTGAAGCTATTGACACTGTCATATGATTTTGCTTTGCCAGTCGCATCGGTAGGTGCCTTGGAACAAACTCCTCNGTCACTTTACCATCCCAACTGTGTTGCCTTCCATGTGTCTTCTTTTTGTTTTTGTTGCTTCCACTTCTTTGATGCCTAGGCGAGATATCCCCATCCCTAGCCACTTTATCAAAGCATATGTCCAACATATTATCTTCCTCATCCTCGTCAAAAGAATCATCGCCCAAATCACTATCATAAGCNNTAGTTGGACTAAGTCCTGACGCTAAGGCCTCTTGTTCATTCTTCTTTGCAATTGTACTTTTAGGTACAAATTCCGGAGCTTGTGGACTTAATTTTCTATTCAAAAGAGGAGGTGAAACATGCTCTTCTTCATCAACCAAATCAGCCCACCTAGGAGTACTCGTCTCCCCCTNTTGTTTTTCTTTCGAAATTAACAAATCATTTGTAAAATTAGCTTGAGAGAGTGGTGACATACCTTTCGCCAAAACTTTATCATTCCTTGTGGACGATAAGAGCTGTCCAAATTCACCTTGATGTTCATCAAGCGAATCCAAATTTTGGGAAGTGACCTCATGAGCCGAGGTGTTCGATGTGACCATGGGTGGCTTGATCGCTGAATTGGGTTTGAGCAACATGGCAGCCTGACTTTCTTGAATAGCCTTAGCTACTGTAGGACTCATAACATTACCATNTTTTTCGGTCCGCATGCTACATACTCCAATTGGCGTGCTAACTGATTGTATATTACTATCAGGATCGGCTCGAACCAAAGTTTTCTCCTTCGAGGGATTAGAATCAATTAACTCTA

>rnd-6_family-564#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

GGCCCCGAAAATTATAAAAAAAAAAAAATTTATGTTAAAAAGAATGAAAATTATTTCAAACACATTTTNCATCTATTTTTTTATAAAAATAAAAAAATGAGAACGCCAACCCTACCCCAACCCCCTTTCTTCTTCATCTTCTTCCCAGCAACATTTTCTTTCTCAAACGACAAAACTCAATTTCTTTTCAAATTACTTACATAATTATTTTTTATTCCTAATACGTGAGAGAGANATATATTCAAAGAGACTGATACAAGAGTGATGAAGAAAGAGAGTCTGTCAATCGTCTCGAAATCGATGGCAAAGAGAAATCGAGAGGACCTAAATTAATTTTATCGAATCAATCTGATATTATTTTTGATAANTTTAGTGGGTTTACATTTTAATTTGAGTGGTAATATTTGTTCGAAGGTGACCGAGACGGAGTCGATCGGCTAACTTTTTTCANCCCGACGTAAAAATCTTTCTTCTTTTTTCTTCTTCAAATTCAATTAGTTGATTCATTTTTATTTTTTAATAAATATTGGAAAGAAATAGNATAAAAAAAGAAAAGCAAAAACGGAGCTAAAATGGAGAAGTTTTGCAAACTAAATTATGAAGAAGACGACTTAAAGGGGGTGGGGTGGGGACTTTTTTTTTTTTTTTTTGGTTTAAAAAAGAAGAATTATTTTTAAGTTATTTATAATGCCAAGTGTCAATAAAAGAAGAAAAAGTATAAGTTTTTTTGGAAAAAATAAAAATAAGACGCTATTTTGGATCTTTTCACGCGCTTAGCGGAAGTGNAAAACACTTTTTTTGCCACATCAGCATTTTGTGTTTAATAGGTATATTTTTTGAACATTT

>rnd-6_family-1164#LTR/Copia ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

TCTATTCCAGCTATTACTTTAGCCAATGGGATCCAAACAAAACCAAAAGGGGTCGGANAAGCCAAACCCCTATCTTCTGTCACTCTAGACTCTGTTCTTTATGTCCCTGGTTGTCCTTTTAATCTCGCGTCGGTTAGTCGTTTGACGCGNGCCCTACATTGTGNCGTAACNTTTTTTGATGACTTTTTTGTCATGCAGGACCGCAGTACGGGACGGACGATTGGCGCAGGACATGAATCACAAGGCCTTTACTATCTTACCTCTCCAAATTCCTTCACAGCATGCTCCGTTACAGATCCTCCAGACTTAATTCAACTACAAAAGATGGTGCCTAGTTTGTCT

>rnd-6_family-2519#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

TGGTGCACAACGANGCGAGGGAGAGCTCTCCCCAAGTAGTCCCCAACATCTCAACATCGACCTCCCAGGTAACGCCGCATCCCAGAACTCCCCATCCGCCACTAGTAGTATCTNAGGTCGAGAAGAAGAAATAGACGTGCGGGAAATAGAAGAGGCAATAGNNNTGCTGAGGGAAACNCGAACAGAAATAGCNGTGTTAAAGGATATAAAAATAGTAATATTTAAAGAGAGATTCGGAAAAAAAAACTCATACTTATCTGTCCACCGAATCTGTTNAAAAGCTCAATAGATATACGAGCTCCNTCCAACTCAGAAATNGGGAACTACGTAGTGATAATGAACCCGACTCTAAGAACGGAGAGAGAGGAAAGTAACGGAGAACATAACACCCGCCCTGAACAGATCAATGAATATAATAATNTGGAATTGTAGGGGATGCAACGGNGACGANTTTAGGAGAAACTTTAGAGNCCTTNTAGATTGGCATAAACCACCATTAGTNGCCCTTGTNGAAACAAAAATGCAGGATCATCAANCTCTCTTGAANANTTTTCCTTTTAATAANATGATNNAAGTCCCAGCTATTGGNAACTCCGGAGGNNTNGTNATCCTNTGGGATGATGAACTNCTGGAGCTGGATGANATNGCTACAACCGGCCAGGAAATNCATGCGATGGTNAAGGTACGTTCNACGAATGACTCTTGGCTTTTTAGTNGTATATATGCTAGTACNTATAGAAACTCTCGAAAAATATTATGGCAAAATCTGAAAACNATAAAAGATAACTATTAAGGGAAATTGGCTANTAGGCGGGGACTTTAACGAANTNCTAAGCATAACCGAAAAAAAAGGNGGCAGACCTATCAATAAATATAACGCNAACGACTTTTGGAATACNATNAACTACTGTGAACTGATCGATATGGGCTTTAAAGGTAGTCGATACACGTGGCTAAATAAACGNTTTAAAAATAAATCACAACTCATNTACGAAAGACTAGATCGTTTTTTTGCAAACGACGACTGGCTNCATATNTTTCCNAACGCGCAAGTACANCACTTGCCACGNACACACTCCGATCACTGTCCNCTCCTTCTTTCACTANTNCCACTCGAAAACGTTAAAAGNGATAAAATCTTTAGATTCGAAACNATGTGGACNACNCACCCGGACCTNNNTAANATTATTNANGANGCTTGGNAGAAAGAAAATGATATNCTAGAGGCNATACCCATTTTTNAGGAAAAAGTAACGGAATGGAACCATATACCTTTGGAAATATNTTCCNCAAAAAAGGAAGNTATTAAGAAGACTAGAAGGAATCCAAAANTCTCTAAACTACCCTNACAGCAACTCTTTCCTTACAAAACTCGAAAACGAACTNATTCAAGAATACAACGANATCTTAAAAANCGAGGAGGAATTCTGGAAATTAAAATCCAGAGTAAATTGGTTAAACGAAGGAGATGCNAATACTAGGTTCTTCCACACAACCACCCTAAATAGAAGAAGAAGAAACAAAATCATNGCCCTGACANANAGACGAAGGGGAATGGNTATACAATCAAAACGANATTAAAATCANCACCTTCAACTACTTCAAAAACTTGTTTNACACCTCNCAAAATCTTACTCGAAACGAAATGGGACAAGCCTAGATTCAGTGGACCNAGATATNCCAAGTAGACCTCTCC

>rnd-6_family-3393#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

TATTCGTAGAGACTTGTGGATATACTTTNTTGAGTCTTTTCAACTTTTCATTTATAGCCTTGTCGGCTTATTGTATATATGATTTCAGTTGCAGCCTTGTCGGCTTGCTAGTTCTTTATCAGTTAAGTTGGCCTTGCCGGCCTTTTTATTATGTNNTTGATATTGTTGTGACCTCGCCGGTCTAGTTATCTTGTTTCAACAAGTTATTGTGACGGCCTTGTCGGCCCTCGTTGTTTCCTTCTAGTTATGTTTCAGTCGGTTCGCTCGGTCAAGTGAGGCATCGGGTGCCGGTTGCGCCTCCCCTAGTTTGGNGCGTGACA

>rnd-6_family-3482#LINE/L1 ( Recon Family Size = 24 Final Multiple Alignment Size = 20 )

TAGGGTGGAAGATTTGCNAGGAAGGCATAGAGTGGGTNCTNGGAAACGGCAANCTAACATCTTTCTGGTATGATACGTGGCTNCCAAACGACAGNACCATNAGGGAACAAATNCAGGGCCCCCTAACGGAAGCAGAACNCAACATGANAGTAGGAGAAGTAGCCCAGGAAAACAATGCCGTGGANAATAGAGGATATATCNTTCGAACTACCGGAAGAAATTACGAACCTACTACACTGCACGTACATAACGCACAACAAAGAGGACACAACCACNTGAAANCTAAGCTCCAACGGAATACTAACAACAANTTCAGTATATCAACTCCTAACGAAAAANCATAAAGACGGAAGNTCTCCNTGAANATTTAGTTGGATNTGGTCGCTCAAATGCCCAAACAAAGATNAAATTCTTCATATGGCTNTGCCAACACGGTAGACTACCNACCCGANANTACCTACGTTACATNGGCGTCAACATCGACCAGACATGTCATATATGTAACAAACCCGAAACTTTAGAACATATNTTCATGGAATGCTACATTGTTAGAAAAATGTGGAACGAGTTACGAATACTACGATCCATNAACCAATTCGNNAATGACCACAGAACAGATTGGCTAGAAGNNNNTAAGAAGGTTGCAGGTACATTCAAATCAAAACATTCTTACCTGGCAGGATGCCTTTCCCTTCTTCNTATGGAGTATTTGGTTAAANAGAAATGAAAACTACCATAATAACATAAAAACAAACTTACGTATAAAAANACCATATACTCACGCCATGGAATTCCACACCCTCACCAGNGGCACGAACGTCGAAAAGAAGCATAAACCGACCCGCGTTATCAAATGGGAGCCCCTTGAAAAAGGTTACAAACTAAACACGGACGGCTCTTCTAAGGGNAACCACGGCGGAAGGACGGCACAGGGGGAGTCATNAGAGACCGNAATGGAGATTGGATCGTAGGCTACATGGGAAACCTCCATACGTCGAATAACNTCAAAGCTGAACTAACGACTTTCACGCAGGGACTCAGNATGGCTTTAGCAANAGGATTACTACCTTTAGAAGTCAATATCGATTGCAAGGAGATCATAACCTTTATTGAAAATGATCACCCANCTTACTCNAACATNTTATTTGATTGCAGGGANCTACTCCGNCGGTTGGGGAACCCCCCCCCCCGATNCAGCACAGCTTTAGGGAAGAGAACCGAGTGGCAGACGCGTTAGCAAGGGAGGGGNCTAAGATTAATCAGGCCAACTCTTTTTTGTTTGGAAGTTCCGCCGTTGTTTGTNTCAGAAAAGTTAGAAGCAGACAAAGNAGGAACTCTTTTTGTTAGGCTTAAACGACCTATNCCCACGCTATTAATTATAGTTGTAATATTATTGTACCCTCCCCGAACTNTACTAGCAGGCGCTAGCTCCGCCGCTACTATGTAATGATGCATATTAATATTAATATAANTATCTTTGTTTACCAAAAA

>rnd-6_family-3692#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

TTCAACCATTGTTGAAGCTCGAAGCTTCAAAATTTGAAAATTGAATTTTTTNCAAATAAGCTCCGTTTCGAGTGGGTATTGTTGCAAAAGATCGGTTACGTATTGAGGAGCCTAAATATGAATTTTTGGGTGATTTGATGTAGTTTTTGAGGTGTTTTTGGATGAATNTGATGTTTGAATTCAAGGAAGAAGGCGAAGTTAATTTTTTGTATAATAGTGTATAATATTGTATATTATTGTATATGAGTGTATAAGTACCTCTTATAATTTTGTATAATATTATATATTGGGTGTATAATATTGTATATCAAGTTTTTAAATATTTTTGTAAAAATAAAATATGAAAGTTTTGTATATTATTGTATATCGAATGTATATTATTGTATATCAAATTGTGTTTTGAGCTAAANATTTGTAATGTAAATTGGGTAACTGTACTTTTCNGAAACTTTC

>rnd-6_family-2038#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 20 )

ACAAACCTTTCTACCCTTGACNTTTCATCAAATAACATCACCGTCGATGNGGGAATAAATATCACCTTTCCTAGCCTATCANCTTTGTTNTTATCATCTTGTGAACTGAAGGATTTTCCACACTTCTTGAGAAATGTAAAGACACTTGTGTACTTGGATATTTCTAACAATAAGATTCGTGGTCAAATCCCTAACTGGTTTAGCGGCATGAGGTGGGACTCGTTGCGGTTCCTAAACCTTTCNCATAATTCATTAACAGGCCACCTACCACAATTTCGTTACCATAGTCTAGAGTATCTTGATCTNAAATTTAACTTCCTTCAGGGTCCACTACCTTCATCCATTTGTAACATGAGCAGNCTTANCTTTCTGGATTTATCACGCAACAACTTCAGTGACTCGATTCCAAATTGCTTGGGAAGCATGGCTGGGCTAACGGTGCTGGACTTGAGAAGGAACAATTTCACNGGGAGTCTTCCACCGTTATGTNCTCANAGCACTTCGTTGAGTACCATTGTCNTGAATGGTAATCAATTTGAAGGACCTGTCCCTGCGTCGTTGCTCAACTGTNATNGCTTAGAAGTCCTTGATGTGGGGAACAACGCTATAAATGACACGTTTCCANCTTGGCTGGAACTCTTGAAGAGCTGCAGGTCCTTATATTAAAGTCGAACAAGTTCCACGGACCTATAANTGCNTGTCAGACTAAGTTTTGCTTTCCCAAGTTGCGGATTTTTGATCTTTCTCGTAACGATTTCAGTGGCTCACTNCCTGCGAAAGTTTTTGAAAGCTTCAAGGCAATGATNAAATTAGATG

>rnd-6_family-1470#LTR/Copia ( Recon Family Size = 27 Final Multiple Alignment Size = 20 )

TAACGGATCAGATTTAGTAGTGCCTTCTCTTTAGGACTCTGTTGTAACTTCCTCCTTGTATATAGGTTATAGATAAGTCTTACCTTTTTCTTAGTTTATCTCTTTGNTGTAGAAGTTGTACANAATCTATATATACTTAGTCTACAATCAATAAAATACATCGTTCCTTTCATTCTACTGGCAGCTTTATACTTTATATGGTATCAGAGCCAATCAACTCTCACGAGTAAAATTCTCACGAGTANANTCTCGGTCGAAAAACCCTCCCAACCCTCCCATCAATCGCATGGCCCCAAACGTCGCCGTAANCAACTCTNATTCTAACGACAATACAATGATTGTTCAGTTTAATCCTGTCACCCAGTTACCAATCAAATTAACTGGNAGCCACAACTTTTCCCTNTCGAAAGCGCAAGTATCGATGCTTATGCGTGGTCACGACCTTTNTGGCCATCTCGACGGATCTCTCCCAGCCCCTNCTCGTACGATGACTCAAAATAATCGGGACGTCGAAAATCCTACATTTNTTTCNTGGTNTCGCCAAGATCAACTAATTCAAAACGCCATCTTGGCCTCNGTTGATCCAACTCTTGCCGCCACGGTTGTCGTTGCTAATCCGGTTTCCAAGCTGCCTGGGATGCTTTGCACACTGCGTATGCNAACAAGTCNCAAACAAGAATCTTTAGTTCGCGCGATCGTCTNGCNCGCCTCACGAAAGANACCCNTCCTGTCGCTGATTATCTGCATCAAGTTCGATCNCTCTNTGACGAACTTNCCACTGTTGGAGCTCCNATGTCCAACGCGGAACTNATCGTCAAAATCCTCANTGGACTTGGATCCGAATTCCGCGAAATNTCNGCTGCTATCCGTGCAAGAGATTCCGCTATCTCTTATGNAGAACTTTACGAAAAGCTACTTGACCATGAGCTTTTCATCGAGCATGAAGAGGCNAAGAAACCGCTCTCAACACCCATTACCGCTGCTGCTGCACAACNAACGAGCATCCATTCTCGCTACGGAAACGCCGCTAACAGGCGTTCAAATGCAAATTCCCCCAACACCAACCAGTCGTGGCGCGCCCAACCATGGCGTACCGTCAACAATNACCAACCGCAACGNTATGACCGCGCTCTGAANTGCCAATTGTGCGACCGTCCTGGTCATTTTGCTAAGGTTTGTAGATCANAATCGCACAATCACTTNNAAGCCCGGGCCGACTATGCTGCTCGATCTCCAACTCAGCGGGCNCCTTGGATNGTCGACGCGGGNGCCACTCATCATATCGCCTCTAATGCGCAGAGCCTCACGACGTGCACGCNTACCACGGTCCAAAGGAGATNNCAATGGGNGACGGTAACACAATTCCGATATCTCACACCGGTNACACTAACTTAAGTGCATCGAATAATGNTTTTAAGCTTCCCAACACTCTATGTTCTCCTTCCATTAAACGCAATCTTCTTTCNGTTTCTAAATTTTGTCGAGATAATCTNACNTCCATTGAATTTTTTCCTTTTNATTATTGTCGTGAAGGATCTGAANACGGGGACGCCTCTGGTNCGCGGNCGGAATNGAGATGGGCTGTATGAGTGGCCCGTCTCGCATCCCCAAGCGCACATCGTCTCCCTCAATGCAATGTTGTCGCTCTTCTACACCTGTGGCATCGGCGTTTAGGCCATCCTAATCATCGTACTTTAAACACTATTTTACATCAGTTTTCTCTTCCAGTTTCACGTTCTAGAACCGCTTCCGTTTGTAATTCGTGTTATTCTAATAAAATGCACAGGTTACCTTTTTCTGAAAATTCATTACAAAGTCAACGGCCATTGCAAATAATTTATACTGATTTATGGGGGCCATCTCCTGTTTTGTCAATTGATAACAAGAGATATTATGCCTTATTTGTTGACCAGTACTCGAAATACATGTGGNTGTTCACTATAAAATCAAAAAAGGAAGTTCTCGATGTCTTTCAAGCTTTACATCCCTTACTTGAGCGTCGGTTTCAAACNAAAATTATGTCTCTNTATACTGATGGTGGTGGTGAGTTCCAAGGTTTATCCTCATATCTCAAACCTCANGGTATTGAACACTTAGTGACACCTCCATACACGCCTCAAAGAGTGGCATCNTNTGAACGCAGACACAGGCATGTAGTTGAGACGGCCAAAACCTTACTGCATNAAGCNTCATTTCCCTCGTCTTTTTGGAGTTTTGCCTGTCACCAAGCAGTTTACCTNATAAACCGTCTANCCACTCCAAATTTACAAAATAAATNCCCTTNTGAAATTTTATTTCAGGAGGCTCCAAAGTATGAATCCCTTAGAGTTTTTGGTTGTTTATGTTACCCGTGGCTTAAACCATATGCCAAAAATAAGTTAGAGCCAAAATCGACNCCTTGTGTATATTTAGGATTTTCTTATAAACATTACTGCCACCAATGTTTTGATCCCNTCAANAACAAATTGTACTTATCCAGGGATGTTCAGNTTTTGGAAGACACCTATCNTTTTCATAATATTTTTTTTGAACCTAANAATCCAACAGAGCANTGACATCGNTTGGGAAATNTGTTTTGNTGNTCTACANGTGACTAATAAACCATCAAGTTTAGATTCTTGTCNTCCCCTCCCAGNTGNTCTGCNTGTGCACCCTNCNCNGCCCAACTCNATGCCTGGCAGATCAGANGGTGTCTCCGTTGCATCAGGTAATTCTNAGANNNTATACGCNCCTTCATTNCCANACACCATTACACCACCACCGGATAATACTCATCCCTCATCGTCACCCAGACCATTAATCACCTATCAACGTAAAAATCGCCTATCAACGTAAATATC

>rnd-6_family-2838#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

ACCTTTTTNACAACCTTAACCTTCAAACCATTTTTCATTTGNATGATAATAGAAGCAGTNGGATAAACATTTTNTGGTTCCACTANTTGGATATTGTAATTGTGTATGATGGTAGCTGCCACAATTTTCATCTGAACGAATGCCATTTCTTTCCCTAAACAAGTCCTTGGNCCCGCGTTAAACGCCGGAAATTTGAAAGATGGCTCATGTTTGATCCCTCCNCGTTCAGAAATCCATCTCTCTGGCTTGAACTCTAGGCAATCTTTCCCCCATANAGTCTCCATTCTCCCCATCGCATAGAACGGTANAATCATTCTCGTNTTTGGACTAACACGATGACCGCTTGGAAGGACGTCGNGNTCAAGTGGAACTTTGTGCTCNAATGGGACCGATGGAAATAGCCTNAGAGTTTCACACAANGCACCATGTAGATAGACCAATTTTCTTGATTCTTCTACGTTGAAAAACTTGAGGTTTTCGTCTTCTTTTACATGCAATTGTTGTTGAATCTCTTCTCTAATCTTTTTCTCTACTAAGGGATTTTTAGCCAAGAGGACGAAAAACCAAGTGAGAGCTGCGCTTGTNGTGTCNCTACCAGCGAACATCAAATTCAANAAAGTATCCCTTAGAAATGTTTGCAAAGTACCCAAATCGCCATCATTCCATTGATTGTACGTTTTGATGTATGCGTTTAAAAATGCAAATTCCTCGTCTTTNATCGTATTTTATGCATCAACTCTTCTCGCTTTCGCGATATGCAAGGATATATGAATTGATCAAAAGCCTCCCGTGCTTGCATGAGCTTCTTCTCTTTACCAATTCTAAGCCATTTTTGCAACTTCCAAANACATTTCGGCGANACGCGTCTATGTAAAAGTGCATCAACAGCGTCGCCGAACGCCTTTTCACATGGTAAATAAGGTAAGTCNATAGACAAGCTTCCGGGATCGTGATCAAGTAACAATTTACTAATGGTATCGAAAGTAAATCTTTGAAAAACATCTTGCAAATCCAACGNNNTGCCTTGTTTTGCAAAAACATCAAGAATCGGNATAAGNCCTTTTTCGATCGTGTCCCACAAGTTNCTTTCTAACAACGTTTGGAACTTTGCATGACTCATTATGGACATCGTGGTCTTCCTATGAATCTCCCACAATTCANAATCAACATTGAATATCCCATTNCCCAAAATATCGAAAATCTTACGAAATTCAGGTCCTTTCGGATAGTTCGAGAAGTTTNCACTCANGATATAATGNATATTTGCAGGATCGCAAGTGAATAACATGTCCATGTTTGCAAAAATAGGACCTTTGAACTCGNAAGTGCCGCCATATTCTATAAGAACTTCAGTCGTANATGCATGGACNCGATGAATATTCCGAATAACCGCAGGCAACTCCCTAAGGATNGGCCAATTTGTTGGCGCTGATGTTTTTGTCCTTCTATATATGATGAACCATATAGAATAAGTNAAACAAAAAATCAACAAGAAAAGAANAGAATATTCAAGGAAATCCATTGAAGGTTGAATTCTATTTTTTNTTGATACTAATTTTGGTAGTGTATACTAATTTTTGTAAAATTGTATACTAATTCACTAAAATNTTGTATAGTTTTATACAAGTGCTGGTGAATTTTGGCCACAATTTTAATTGGCCCCCAATTTTAAAGAGCCTAGGATAGCTACTTGAGGAGTTTGACATTTAATGTGTACACGTTGTCGAAAAATTATTGGCAACTTTATTTAGAATTGACCATTCGCGACTATA

>rnd-6_family-731#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

GTATACATTAGCACGGGATAAAATTATAGGATTTCGGTCCTATTACGTTCGCCTTCGGGATCGAATTAATGATTAACAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTAAGGATTGACAGACTGAGAGCTCTTTCTTGATTCTATGGGTGGTGGCGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGTTAACGAACGAGACCTCAGCCTACTAACTAGCTATGCGGAGGTATCCCTTCGCGGCCAGCTTCTTAGAGGGACTACGGCCTTTTAGGCTGCGGAAGTTTGAGGCAATAACAGGTTTGTGACGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACGGATGTATTCAACGAGCTTATAGCCTTGGCCGACAGGCCCGGGTAATCTTTGAAATTTCATAGTGATGGGGATAGATCATTGCAATTGTTGGTCTTCAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCGCGTTGACTACGTCCNTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGATCCGGTGAAATGTTCGGATCGCGGCGACGTGGGCGGTTCGCTGCCCGCGACGTCGCGAGAAGTCCATTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGAAACCTGCAAAGCAGAACGACCCGCGAACACGTTTTAAGCACTTGGGGGCGACGCGCGCTCGTCGTGGCCTCCCTCCCGTCCCGNACTTGCGCGCTCGTTCGGCGGACCAACGAACCCCGACGCGGAAAGCGCCAAGGAATACTAAAATTGACAGCCCTCCCCTCGCTCCCCGTTCGCGGAGCGTGCGGGGGGACGTGTGCTGCTCTTTAAACACAAACGACTCTCGACAACGGATATCTCGGCTCTCGCATCGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGCAGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCATTAGGCCGAGGGCACGTCTGCCTGGGCGTCACGCATCGCGTCGCCCCCCGCACGCCGCAAGGCGTAGCGCGGGTCGGAAGCTGTCCTCCCGTGCNCCCCGAGCGCGCGGCTGGCCTAAATGTGAGTCCACGTCGACGGACGTCGCGNCAAGTGGTGGTTGAAACTCAACTCTCTCTTGTTGTCGCGGCTACAGCCC

>rnd-6_family-783#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 20 )

CCACACCTTCGCTTTCAGATTGGTTGGGGTCATTTCTGTAAAAGCCATTACTGTCGGNGCTTGCATCTGATAATTCAAGGGTCT

>rnd-6_family-2147#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 20 )

ATTTACACAATCATGTCACTTATTAGGTAATTACAGGTAAATCTCTTGATAAGCATTAATTGATAACCTGATAAAAATGGTAACTAACCTGCTATCACANGTTAAAATTCACTGATAGTGTAAAATCTTTACACTGTNAGTGTATATAACTTAAACA

>rnd-6_family-1628#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CTCGGCCTTTTGGCTAAGATCAAGTGTAGTATCTGTTCTTATCAGTTTAATATCTGATACGTGAGTCATTGACTCACACGATATTAACTCTATTTTTTTAAGGGGAAGGTCCATCACGGTAGCTTGCTATTGGGACCTTCGAGCGTCGCCTTGGTGTTGCACTACTNCCTTGGCCTGGCGCACCCCACCAATTCTAGTTCCAAAATTTAGATTATTTCAATTGATATGTAATAATGTTCTTTTGTAAAGAATTCTATGAATCTACAAAATATTTTTGTTGTCGTGATGTTGAACATCAGTCGATATAACAAAACCTGCATATGGTGCTAACATTGTTGATGAC

>rnd-6_family-1370#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

ACTTAGTGAGCCTCGAAACAAGAGTCGGGTCCGTCTAGGACAAGTATCCCTCTCTTACTTGACCACTTAGNTCATTTTATGTGCTACATGAAAATGCATTTATTTGAAAGTCTTTATAAGTTGACCGATTTTAGTGTGATTAATGCAATGAAAAAATGTTTATCTTTCGATCTTATAAAAAAAAAAAAAAAGGGAGAAAACACGAAAATATTTCTTCTTTTAGAAGTTATTATACATTTCTTAAAATAAAATAAAAAATTTTTCACTACTTAATNAAAAGAATAATAANATTTTTATTTAGATTTTTTTTCGTAAAGTTTATAAAAANAAAATTCAAAATATTTTACTTTCATAATACTTTGAAAAATATGCATTTGTCAAGTCAAAAAAAAGTTTTAATATCTTAAAAGTTTTTTTACCGTACAATCTGGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGNCCTTNNTCNAAGAATNNAAAAANAAANNNNCTCTTTTTCNAAAACTCNAAAAAAAATGAAAAACAAGAAGCTTTAATCTTTATCAAAAACAAGTTTTTATTAATTTTCTTTTAATAATTCAAATAAAAAAAAACTAAAGAATTTTATCTCAAAGCTCTAAAAAGAAAAGCTTAGTTATTGAGTTTTNGAAAAAATATGCAAAGATCTTAGTCATGTTCTCAAGCGTGTTACGTACGCAATCTCAAACGGATTTGATCAATGCATTATTAAATCATTTTAAAAAAAAAAACTTATAATTGAAGAAGGTCTAACCCTAACAAGCATTATTATCCATGCACAGTTAAATTAAGGTGGTTGATTTGTGGTTAAGCTGGCATCNCATCCCTACAATACAAGGTCAAAAGGGAAAAAGAAAATGACTCACAAAGACGGAAATGAGTCGGACAATGATGAGGTCCAAAACCAGATGATTTCACAAGAAACAGTGTCAGCAGAAGAGGTAAGGATACTAAGACAGCAAATGGCGGAGATGTACGAAGCTTGGATGAGTGGACAAGCTCCACCGTCTTCAATCCGTGACTATCTAAATACAAATATGCCACCCCNTGTCCAAGTGTCGATAAGTGATCCAGTTTATCCACCTGGATTTGGCCCTATGCTAACGCATCCAACGTAGCTGGAACTTCTACGGTGCGCCCTTTGAGTACGCCTATGACGAGTAATCCACTCTTCGTGCCGACTGCGCCGACTAATAGCGTCCCGCAACCTATAATGGNGCCGAAATCCAACAACGATCCTCCACCCAAAGTTCAACATGATCGAGGCTATACCCCTGAATTGACTCTTAAAATTCCAGGCTCTTACCCTCACACTCATCAGTATAGTTCCCCTGTCGAAGCTGAGAAAGCTGTTAAGAACGAGGAACATGAAGAAATGGCTAGAAAAATGAAGAGTTTGGAACAAAGTGTAAGAGATATGCAAGGATTGGGAGGTCACAAAAGCGTCTCATTCAATGATTTGTGCATGTTTCCCCACGTTCATCTACCCAT

>rnd-6_family-4421#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TTCTTGAATCTTTTTTAAAGTTCTCTCTATTTCAGTATATTTTATTNATATTTCTATNCATTTTGTATATTTCTGTATATTGAAAATAACTAGCAACATCCCTATTTATAAAGGTAAGAAACCAAATTAAACTAGGACTAGGAACCACTCTAACTAACAAATCCTAATTAAACATAAATAAGTAAATACCATAAATAACAAATCCTAAACAACTTAGAATTCCTACTCCAACTTTGAATTATTATTTCCAACATTCTCCCGTAATTCAAAGTTGTATACTCTTATCTCTTTCTTCTTGTCATTGTTGTTGAATTGGAGAACTTCTCTTTAATCTTCGNNCGNCGGANNTCTTCCCCGCNATCGNCGNTTGTATTGGAGNACTTCTCTTCGATCTTCAATTTATTTNTGTTTCGGTNCGTGTTGGAGTACTTCTCTCCAACTTCTTNAATTTTTTTGNTCGTGGAGCACTTTCTCTCCGACTCTCGATATTTTTTTTCTCGGTCGTGTCGAAGCACTTTCTCTCCAACTTCCGANANTTTCTCTCTCGTTCGTGTTGAGAGCGCTTTCTCTCCAACTCACGATATTTTNTTNTGTTCGGTCTGTGTTGGAGCACTTCTCCTCCAACTTCTTCGATATTTTTTCCGTTCGACGCGAGGAACGCTTCCGACCGCCAACGCGCTNNATTNNTTCTTTTNNGNNNCCGNNGCGAACGCCTTTTCTCNNNCTCGCCCCCCGCGATACTTTTTCTNTTGGTTGTGTTGGAGCACTNTCTCTCCAACTNNCAAGGTCGNNNNATNCCCTTCCCACCACGNNNNNCGACGCCTTTCCCGCGNNCGNNTTTTGTNTCTGTTTCTGGTGACGGCGTTGGAGCACTCTCTCTCCAAATACTCTCGGTGTTGGAGGACCCTCCCACCAACTCCTTTTCTTTTCGCGTCTGTTTTCAAAAAAAAATATTTTTGGCGTTGGAGGACTCTCCCTCCAACTCTCGTCGATCCAACTCCCGTCGACGCCTTTCCCGTCGGTTCTTTTTCTTTTTGTTTTTTTTTACTTCCTCTAAATTTTAATTTAGAGAAGAGTTTCTTCCTCTTGCGCTTGGTTGCACTTCTTTAAATATNCGCGCAATATNTTTGTAATACGTCGTAAGTCTTTCCTCCTAGCATGTCCTTTTCGTGCATATATTATTCGCCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTNNNNNNNNNNNNTNTATATTTTATTTATAAACTCAAAGGTTCTTGAATCTTACTTCAAGTTNTATCTATTCTACGTATGTTTCGTATATTTCTGTGTTTTCTGTATTTTCTGTATATTGAAAATAACTAGTAACATCCCTATTTATAAAAGTAAAAATCAAATTAAACTAGGACTAGGAACCGCTCTAACTAACAAATCCTAATTAAACATAAATAAGTAAATACCATAAATAACAAATCCTAAACAACCTAGGATTCCTACTCCAACTTTGAATTATTATTTCCAACATTCTCCCGTAATTCAAAGTTGTATACTCTTGCCTCTTTCTTCTTGTCATTGTTGTCGTATTGGAGNACTTCTCTTCAGTCTTCGTCTTCGATTCTTGGAGACTTCTGTTCGATTCTCTTTCTTCGNGTGTCGGAGCACTTTCTCTCCAACTTCTAAGTGTTGGAGCACTTTCTCTCCAACTCACGATATATTTTTTCTCGGTTGTNNNNGTTGGAGCACTTCTCTCCAACTTCCAAGTGTTGGAGCGCTTTCTCTCCAACTCACGATATTTTTTCTCTTGGTTGTGTTGGAGCACTTCTCTCCAACTTCCAAGCGTTGATNCCCTTCCCACCGACGCTTTTTTTTCGTTTTTGGTGTTGGAGCACTCTCTCTCCAACTCTCGGGTTGACGCCTTTCCCATCAACCCGTTTTCTTTTTGTTTTTTTTGTTTTTATTTTTGGCGTTGGAGNACTCTCTCTCCAACTCTCGTTGATNCCCTTCCCATCAACTCCTTTTCTTTTCGTTTTTTTGTTTTTNTTTTACTTTCTCTAACTTTTAATTTAGAGAAGAGTTTCTTCCTCTTGTGTTTGGTTGCACTTCTTTAAATCTGCAATATTTTTCGTAAGTCTTTCCTCCTAGCATGTTCTTTTCATGCATATATTATTCGNCGTNNNNNNNNNTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATCTCTTTTATTTATAAACTCAAAGGTTCTTTATTCTTAATTCAAGTTCTATCTATTTTNTATATTTCTGTATATTTCTGTATGTTTCTATATTTTCTGTTTATNTATNTAAAATTAAATTAAACTAGCGACNNNNATCTATATNTATAAAAGTAAGAAATCAAATTAAANTAGGANTAGAAAACCTATTCCTATACGAATTAGGACAAACAAATCCTAACTAGACATTAATTAAATAAATATAAAAAATAACAAATCCTAAACAACTTAGATTCTTACTCCAACTTTGAATTATTATTTCCAACA

>rnd-6_family-6611#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TTTTTGAATGTTTATTATTGATGTAATTATAATTAAAATTGTAGGCAATTAAATTTACAGTTACTTTCTATTTCTTAATTTGTCTAATTCACTTCAATTCGAATCAATCATGTTTTAATATTGGCTTTGTAAGATTGTCTTCAATTCTTTGAGGTGTTTTATTAGACATTTCAAGCTCAAACTAATTAGATTATCAAATAATTAAATTTTAAAAAATATTGTCTTAACTTTGAATGTCTTCTAAAGGTAACAATCACTATAATATTAATACGAAATATTATATAAGTAAAAATGATACTCTAATTGGCATACTCAATCAGACGAAGTCTTAATTTTATTTTTAAATACTTCTAGAATAATTTTGATAGTTTGTGTAACAATTGATTCAATTGAAAAAGTTTTCAAAACTATAATCAATAAGAATTACTAAGATTTAAACATTTGTGGTGTTATGTAACGTACAATAATTTATATATGTCTTATTCTGTCTTACGAANTATTACAAGAAATATTATACTGTCAATTGAAAAAAATAATTAATTATTAAATTATAATCAATTATAATATTTTTTAAAAAATNTATGAGAATAAAATATATATATATAAAATATTAAATAAATATAAGTCCATTTTCTAATTTTGGCTTCAGGCCAGCCATTCTATTGAGTCACATTT

>rnd-6_family-1201#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 19 )

TAAGATGAAATGGTAGCCGCAACGCTCGACTTATTTTATTTTTGCTTTGAAAATATCCGGTAAGAGATAACAATTGTGTCATTTTCATTTTTCGGTTGATAATAAAGTTAGTAATAGCTCTACGAATATGGAAAAGACTATTGATTAAAAGTAAAGAAGGGGACAACATTAAAAATTGATCGCAGATTCAGCAAGAAAGAAAGTCAATGCTTCGTCCAACTTACTACGAGGTTGAAATATAATTCGAGCGAGCTTAAAATAAGTAATGCACACAACCAAATTAACATCACATGGGATCTGGTTTAACTACAATTATAAATGACTTTCATGAAATCTAGGAAAGGAACTAAAGTGAGAAAGGAAACACAAGAATAGTCATCAAAATGTAGCTTTGATTTGGACGTGAATCTTAGGCTATACAAAGCAACAAAAGTAAACCCAACTCTGTAGAAATTACAGCAAGTGATCAGTTTTACATTGTTCAAATCGACGGGAATACGAACAGGAAATACGCGTCCGATTATCACAACTTTCCAATAGAACGCTTAAGCAAGGTGATAGAAAAATATCGATCAACCACTCCCAAAACATGATCGCGTCTCATCTCAAGGGTGAAGCAATGATATAAAGGGGGAAATCGCCCTTAGAAGCGAGATAAAATACGANTAATAAACGAACGTTGACTGATTACGCAAACGANAATTCTGACCTACTAACATAGTAAAATTTAAACACGTTTTGAGCTATATAGGACGACTAACATATGAAAAGGGAAGGTTCACCAAGAGCAGAAGAGAGAAAATNANAAAAGAACGAAGACATACGAACCAGTAACACGTTCAAGATACTAACATGGTCGAAGTTGTATATGAAATTGACAGAGAAGCGAAANANAATCTGGAGAGGANGNTNACCTTGTGTNGAGCAGCAAACTAGAGCTTTGNCGTCNAGAGATTTCAACTTCGAGCTTACTCCGAGATTCGAACCCAAAGAAGAACGAAAAAACAGANAGCTTGAAAGCGAAGATCGCCCTAGAATCTNCTGGAAAAAAAAATCTCTCGATTANTGGGTGCTTTTATTCCCCTTTTCTGTCTTTTTTCTGGACACCCCTCGAATGATTTCCGAACCGNAAGNCGGCTGACTTTTATAGTCGAACTTGGGGGGAGGCTTCCAACCTCANACCCATCAGATTAAGGGGACGACTAACCAACCAAAATCCGATGGTTCTTCGCGTCCCCCGCCTTTTCAGNCGTAGCAACGACGGTGGTCGAGACTTCTTAGGCCTGCCGTGGTTCAGAAAAGACGTAAAGTTGACGCGAGGAGGATGTGATTGATGGAGGGTAGGGAGATACGTTGGAGACCGCCGGAAATTGTCGTTTTCCGGCGGTCCGTAGGCGNAATCGCTGGCAGAGGAGAGAGAGATCGACGGGAGAGGACGAAGAAAAGAGTTCGTGGGAAGGGGAGGAACGTCTGGGGAAGAGGAACGTTTCTGGGAAAGGAAAATAAAAAATTGACGGGCGACGGGAGTTGTACTTATTTTTGGGAAAAGATGAAAAACTTGGGATTTAATTTGGGCCGTCCGATCATTTGATCGGACGGTTGGTAAAAATAGAGAGTTTAAAAATAAATAACATATATATATATATATAGTAAAAGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAATAAATGTACGNAAAATATCTATTGCGACAAAAGGAATTATATTTGAACCAAAATAGATTCAATTCTTAAGAAGAACAACATTTATTTAAAAATGAGAAAGTAAGTAGTAATATAATATATTTAATTTTTATAAGAAATAACATTTAAGAAATAAATTTATCAAGTCAAATAAATAATTAAATTTTTTTTTTGTATTCCTATAAAAAAATTTTCATAACATATATATTTTATTATTATTATTATTATTATTATTATTACT

>rnd-6_family-3976#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

TGTCCTATACTTTGCCGTCGTATAGAACGCCTCAACTAAGTGTAACATCTCNCAANTTGAAAGAACTAGGAAGAAGTTAAGAATTGGAAATAGTCGTTTTTGGAAAGAACGAAAATCTGGAAAATTTGTTAAGTTATGCNTAAGTTTGAGTTTTCGGTCAACTTCAAACGACCATAACTCCTAGCNCAGGATGAGTTAGGTGNGCTNCNAGATATCGAATGAAATATCGTTGAGTTATCTTTCCAACGCCACCGAGTTTGCTAAATTCCGAGCTCGTATGAGTGAGATACGCCCTTTNGAAGTTGGGCTGTTTGATTAAGGAAAGTCTAACCCGGATTTTGGAGGGGTATTTTGGTCTTTTCCTTACCCAATCAGATTCTAATTCGTTTTTAGGATTTAATTGGGGTNAAATCAGATTTTTGGTTCAGTTTNGCAAAGTTAAAGTTCACGCTAGGNTTTTGAGAAAAGAGAAAAGAGGAGAAAAGAGGAGAGAGATCCGAGCGNTCGTCAAGAATCGTTCGAGTTTCGTTGCGGATTTCGCCGAGGGTTCGATCCCTACGAGGTATGTGAGNTCACATAGCGTTGGGTTCGTTCACCCACACGCCAATCACGATTCAATTCAGCGAANTTAAGTCCTTGAATTTTNAGAAATTGAGTTCTTGATGAGTTTCTTGAAAGTTTCGTTGNANATTCTTGTGGGTTGTGTTGTTGAGGTTTCTTGATGATTTGATTCGTGTNTTNAGGTGTNATTTCGAGTTGAATCTATCGTATACTGAGGGTATTAGCGANTCTAAGTGTTTGGGGGAAAAACCATTCGAANTCTAGGGGGTTTAGAGGTGAAAAAACGAAGGAAAGAAAATTCGCCGGGAGATTTTCTGGGNAAGGGGCTGGGGCGCCGCGCCTNCCAGCGCGCCNCAAAACGGCCTCTGNANTTTGGGCTCTGGGGCGCCGCGCCACCCAGTGCGCCCCAAACCGCCCTCTGNAGTTCGGGGNCTGGCGCCCCGCGCCACTCAGNGCGCCAGGGNCGCCAGNTCTCCCCATTCTTCCCCTCTTTCCGTACTAGTTCCCTAGCATCGTACCTATGTTTCCTAGTTGATTCCGACACTCTAAGNTACATCTAAACATCATGAAATCATCCATAAACATGAGATCATGAACCTTGAATCCATAATTCGAATTCAAGGTAGAGTTAAGAGTCAAGTCGAGAGAGGTTAAGAGTCAAGTCAAGAGTTAAGAGCAAGTCAAAGAAAGTTTTTAAAAGTTTTCAAACGTCTTTNACGAACGTTTTAACTTTTTTAAGACTTAAGTTTCGAGTTGAGAAAAGAGTAATAAGAGTTAAGTTCGTTTCNCCAAAAAGTATAAGGGAACTAAGTATTCCCAAAAGAGTTAAAAAGTTTTCACATTTGAGCAAGAAAAGGGGAACATCGATTTCCAAGAGAGCTTTTAAGCAAGTTTTGAGTAATNATCTCAAACCGAAGAAAGAATTATGTTTTTAAACATATGAGCGTGAGTATATTTTTGGGAGTAGTATTGAGCACCGATATGGGGACGCGAGTTCAGATAACTCAAAGTCCCCGTAAACCATGTAGCCAACGTGGGTGGTAAAGGATCATACTTTTTAGACGATTCCTTANTGCCTTTTAAGCATAGATTAGTGGATCCACTTAGTCGAGGTCGTCCTATACNCCGGCAAAGTATAGGACGGTTCTGGCAGCGTGGGCGAGACGNTGTATCATCGCGTAGGCTCATAGTGATGGTTGTCGGTTAGAGAATCTCCCAC

>rnd-6_family-3579#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 19 )

TGATCGAGTTGGTTGAGCAGGTGATTCTCTCAAATGGAGGTTTCAAATTCGAAACCCTCCGCATATTTTCTCGATCGAGCTCGTCGCACGAAACTTGTCTAATGCGATTTACGTCTTCCGTGTAATT

>rnd-6_family-10399#DNA/MULE-MuDR ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

AATTATAATTAAATAACTTTATTTATCACTAATTATGGGTTAATGAAGCATTTCATATCAAATATATATAGAGTCGGTTGAAAATGATCAAACATATATGCTCATCTGTTGCAACAGATGCTCATCTGTTGCAACAGATGANTCATNTGTTGCAACAGATGAATCATCCGTTGCAACAGATGAGCATATATGCTTGATTATTTTCAACGGATGGGTCATCTATTGCAACAGATAATACATATTAGACATTTGTTGCAACAGATTTCTATAATTGTTGCAACAGATGATCATATTTATTTGATTATTTTCAACAGATGGGTTATCTATTGCAACAGATGATGCAATAGATAATGCATCTGNTGCAACANATGCGTAAGTTTGTTGCAACGGATGAGCATAACTAATATATTTTATATAATAAATATGAACATACGCAATTAACCAAAATGAGTTAAAATTATCAGATTCATAACCAAGTACAAAATAGCTATTTCACTATTACAATAATTATGGAGCATTTCGAACCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTGTTGCAACTAGATGACTCACTTGTTGGATACATGCCCAGAACCAGATAGNTTATCCGTCGCAACTGTGTAAGTCGATTATCTCAATAGCTTGTTGCTGTTTTGCTTACTTCCAACAGATGACCTATCTGTTGCAACANATGAGTCATCTGTTGTAAGAAAACTTGATCATTTGCTACTGTTTTGCTTNCTTCCAATAGATGACCCATCTGTTGCAACAGATGGGTCATCTGTTGNAANAGATGAGTCATNTGTTACAATAAATGGCTCATCCGNNNAACGANTTNTCGGTCGNNACAAACTTTTGATTCTTTNNTAGCTTNACCTAGTGATNTAATATGTATCCAACAGGTAAGCCATCTGTTGCAACAGATGAGTCATTCCTTGTTGCAACAGATGACTCATCTGTTGCAATAGATGGCTCATCTGTTGGAACACGCTTTTGGTTCTATCCCGACTTGGCATGGTACTTTAATATGTATCCAACAGGTAAGCTATATGTTGCAACAGATGACTTACCTGTTGGATACGCGACTGTAAATTATTGAAGAAACGATCAAAATACCCAAATGAGAAATTAGACTAAAAATCATTAGTTTACTTACCAAAATCACCTACGATGTAATGCCCAATGATATAGAAATGAAATTTTATCCGATAGCAGCGGTATCAATAATGTCAATGTCACGACTAACAACAGAAGAAAAAGAAGATGATGAACAAGAACAGGAAGAAGATGATGAAGAACAAGAAGAAGAAGAACGTCGAAGAGCAACAACAATGGAAGAATAGCAAGAGTAGCAAGAGGGAAAAGGAAAAAGGTGAGTCGTTGGTGCCCCATTTTTTCCCTCCATTTCTTATGGGCCAAAGTGTAAAATAAAAAACCTTGGGGATGGGAAATTCATCCCCTTAATCCTTAATTTAAAAGTTGTCACCCCTACTCAATAATTAAAACTTGAGTCACCTACACCTAATTTTGAAACTTTTCTATCACCCTTAATTCATTGTCCCACTTGCATTTAAACATAACACTAGTATCAGTTTTGGAATAGAAGAAAAT

>rnd-6_family-1574#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

TGAAATTATCCGCGCTTCGCGCGGCTATATGAAATATTTATAAGATAATAATATGTAATATTTATATTTAGGTTAGTATCGAATATATAAGATAATATTGATATTTCTCTTCATCCGCGATATGATACGTTTTTTCGTTTTTTTTAAACACATAAAATATAATTATTTTTTTTACGTTTTTTNAGTGCAAACTATTCATATGTATATAGTAGAACAAAATATTTACCGTGGTGAAGTAAATGGAATAAGAGGTCATATTTTGAAATAATAATATATTGTATTACGTTGAAAATATTTTATACGTTTTAATTTCCTCTATCTTTTGTAGGAGTACTAATTTTCTATACGAATTCTGATTTCGTNAAAANAAAAATTTTTTTATTATGTCTTTATTATTACATTTGTTTATTATAATTTTTTAAACATTAATTAAATATTTATAAGAATTATGAAAAATGAAACATACAAAAGTTATGAATAATATTTAANATTAGAAGTTACGAGTAAGATGAAGAGACATGAGTTATAAATAATTCAAATGTATAATTTTATTAGACATTAAATGTATTAATAATTATGCATTGATTTTATTTGTAAAATAAATAAATGAAAATAAGGGGTGAAAATACAAAAAATGAACAAAAAAAATATAATAATCGGTGACTGCATAAAAATTATAAATACATTTCAAACAAAAAGAACGGCGACGAAAACAGATTGTTACATACAAAAAAANGGCATCATGAAACTAATATTTTATTTTTCAATTACTTTTTTGCAAGTATAATAAAAATGAAACTCCTAATCATCATAATTTTTTTGTTGTTGTTGAAATGGGATAATTATATTAATTGTGCTTCATAACAAAAAAAAAAAAAGTAGAATAGTAAAGGATCAAATGATTAGCGTTGACAATACATTTAGCTAAATTATTTATACAAACCAAAATTTAAAAAATTCTAGCAAAAGTAACTAAGTTACTAATACAAGTCAAAGTAAAAAAAAATCTAGCAAAAATAATCTCTAATTATGCTTCATTTTTTTCCCTTCTACCATCTTCCTTTGCAAGTAGATCCGCCACCATATTTTGCTCCATATGTCAAACTCTTCATCATATGCGACCAATTGAATAAAAAAATGAATAAATAAAATATCATATACCAATTAAAAAATAATTATATCAAAAGAAAGAAAGAAATTTAAACTATATGTAATATATTTGTATATTATTTTTTCAATAGTACTAACAATACTAAATAATAATCATTTCTTGAAATCTAACAAATATTATAATCAAACTATATTATATCCGGAAAACTGACTATTAGAAAGAACAATCGCATACTGACGACACATTGTTNANNATTACAAAGGCATTTTTTTTAATCATACTTGCTTGGTGAATGATAATACATACATAAATAAAATATTAAGAAAGCATGTCCAAGTACATAAAAATAAAAAGAAAGACTTGAGAATGAAATATATCTTACCTTCATGTACTTCTTTTTTGTTACATGTTAGTTAATTCACAAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGAAAAATAAGGACTTGAGAATGAAATATTTATATTAACTTCATGTACTTTTTTTTTGTTACATGTTAGTTTCATTCACAAACCAAATATGAATTTATATAGACAAAATAGAGGAAATGAAAAATAAAGACTTGAGAATGAAATATTTCTTACCTTCATGTACTTCTTTTTTGTTACAAACCAATCCATTTACAAACCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTAAAAATTAAAGAGGGGTAAGTCATGGGTAATAACTCCTTGTGAATAAATTAAAAAATAAAGAGAAAAATACTTAAAATATAAATATAAAAAANTATTATCATTTCATGATTAGAAGTGAGACAAACAAATAAAAAAAGAACGTGGAGAGTTTTTGTTGTAAATGTTCCTCCATTAATAAAATATTTATTTGTAATAAATTAAGTAATTTACTTTTACAATACAATAATTAATTTGAATTAAAAAAAAACCAAAAAAAAGAGAAAAAAGATAAATTATGTTTCTTCTTTATTATAAGTGAGACAAACAAATAAAAAAAAAAAAANTNTTATNGTGAAGAGTTTCTGCGGTGAACGTGAATGTTCCGTCAATTAATAGATTATTTATTCGTAATAAATTTAGTAATTTATTTTTTACAATACAATAATTAATTTAAATTTTTACAATACAATAATTAATTTAAATTTT

>rnd-6_family-13591#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

CTCAGGGGTTGGCCTGCTGGCAATTGACTTGAGCCTTGGGGTTTGCTCCCTTTCAAGGTCTCAAGTTCGAAACCCACTGGGTGCAAACAATTTCTGAGGGCCATCGGACTGGGTAAAACCTGAATTAACCGTGGTGCACTTGCGGGAAACTCCTTGCCGAGGGCCTGTGCACCCCCGGGATTAGTCGGGGCTCAAAGAGACTCGGACACCCGGTGCAAATCAAAAAAAAAAA

>rnd-6_family-335#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

ACACGTGGCAGCGTTTGCATTTCACGCTTTTGGCTCCGAAAA

>rnd-6_family-1307#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

TATTTCTTTCAATTATTTCATTTTCATACCTCTTCAATTACATAAATTTTACNCTTAATAAATATTACTTATATATGTTCATAACTCCTAACCTTTCATATTCATAACCTTCAAATAATTTAATATACAAATTTATGACATCTTAAAATCACACTTATAAAAACCTATTTTGAGACGTATACGATGATTATTTTTTTTTTACGTTTTTCCTTATTCTTCATCTTTTATCTCTTTTGTTGGTCAATTTTTTGTCTTCTTTGATCTGATTTTGCAGGAGAGATATAATGAAGATTGTTAGACATTCTTGCGTAGTTCGATTTTACGAGGTAAAATTATTTGACGTGTCTAATATAGTTATCACTTTTTCTCTGTTGCAATTATACATTCAATATTATTTTTTTGAATTCTTGATAATACGAATCACGAATTTTTTTAGAAAAATGTGTTTGATTTTTTCTCTTTTGCTTCTCTTTGTAGTTTATAGAGAATTTCTTTTTTCTTCTCTTTGTAGTTTTTGGAGCATTAGGTTATGTTATGTTGATAACANGATCCTTCCTTCATCTTTAACTCATAATTAAATATTCTTTAAAGTTTTTATTTGATTAGTTAACTTCATTTTTATATTTTTTAGTTTTTGTTGTTGTTGTAAGGTTAACTTATTTTGTTTTCATGTCAGGATATTNTTGAAAATAGAAGCCGAAAAGGAAGCCAACACATACATGTATGCTACTCAATAAAGCATGTATATATAATTTTGTAGTCATGTAAATCAACTTTTAATAACTATTATGATAGAACACGAGAATGTNAAGTTAATTCATAATTTTTAAAATATCGTATAATTCATAAAAAGATGTTTATTGATATGNAACTTTGTAGTCTTCATATTTTTAGTTTTTTTTATTATTANTATNTATTAGAAGTTCTCAAGTTTTTGAGATTTTCAGAGATCACTATTACGATATGTTGGGTCAGAAATCGAAATACAAAAGTATTTGNTTAGGATAAAAATGATTTAGTAAAGTTGTTCGTCTCTCTCAATCTACTTTCTTTACCAACATAAGAATTATCTAGATAAAAAAAGTGACGTGGCACCTCTCTTTGGCCAAGAATCTTATTTATTTTTTTTTTTTTGACAATTTTTCCGTTTNTTTATTTCTTATTATTGTACAAAAATGAATGTGTCAATTACTACTCCTTCATTTATTCATATTCTTTAATATAAAAATTTAATTGTCTTTATTTTCCTTACTTTAATGACTTTTGATGATCATAACTCCTAANTTATATTAATAGTCATGTTCATGATATCATTTGATATGTTCATGATATCATTTGATATTTCATATTGTTGTCCTATAAATAGAGGCGTTATAAAATTTTNTTATAAAAAAAATGATCAAATTTATATNTATAGTAAAACTAGGAATTATATACATATAAATAAATAAAAAANCTAAAAAAATAATTTCCTTAACTCTCTCTTATTNATTGAGAAAAACTTTAAATTCCGTCATTTAGTTTTCTCAATAACAAATTTATGTTAAAAGTGTTAAAAAAAAGTCATATATATAAATTAATTTTCTTCTTNACNACGTAAATGGG

>rnd-6_family-3764#LTR/Copia ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

AAGCTCCCCGTCATCTCCACTTGGTGGCTGTTCGTCGCATCATTCGGTATCTTCTAGGAACATCTACTCGTGGATTATTCTTTCCNAGTGGTTCTCCTATTCGTCTTAATGCNTTT

>rnd-6_family-680#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

CTAAGAAAATTATTTTTTCAATTAATGTCACAGTGGTTAGTCTTGTCCACTCAATATAATGATGAAAAATTTTTTTTATTAAACGTTGATTTGAATGAAGTAGTAATAAATTTGATAAAAAATAATGAATTTGGTGAATATAAATGGTAAAGTAGGAATTGATTTGAAGTAATAATAAATTT

>rnd-6_family-963#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

AATCTCGTTATTTGTCTGAAAATTTCATGACTGTTATAGTGAGGTGTTGTTATATATGTATATTGACATTTGACGTTTAGATCTCATTTAGTTGTTATAAACAAAAGTACGCAAAAAATTAGTTTAATGATTTTGTGTACCAAGAAGAAGGAA

>rnd-6_family-1602#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

CGTACTTGGACCTTCTTTCTTACCAGTAGTATTAGCACTATTCTCGTAGTTTCTTGTTCTTCGATTTCGATTATCACCCGTGTCTTTTTGTGCTTCGATTATCACATTATTTCGTTGTCGTTACTGTTCTTTCTTTTGTATGTTGTGTATTGCTCTCCATTTCGCGTTATTTCGTTGTTGTTACCGCTCTCATNTTTGTATTCCCTTTTTCAAACTGTTTGAAAATGCTTTATTTAAGCCGAGGGTCTATCGAAAACGACTTCTCTATCTATC

>rnd-6_family-5656#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 18 )

AAAATAATAAAAAGAGTATTATATGGTAACTTGGACTCTAAATTAATTATAGGAGTTTGTTTAGGATTCTTATTTGGCTTACCAAAAATAAGAAGATTCTTTCACCGCTTTCTTGTCCTCATTATTTTCACGCTCGTTCTCCGTCAACACCATTGAAGCAATTCGAGACAATCATCAGTGCGGTAACTTTTTACCTCGTTCTCCGTTAACACCATTAAAGNCAATTTGAGACAATCANNAATGGTAACTTTTTACTCTTTCTTTTTTCAAAATCTAGACTAATTAATCTCATAAAAAAANTATTCACAACTTATTAAGTCTTCTTTCCAACATGAAAAAGTGTTTGGATAGGTGTTTCCATTGCTTCAGACTNTGTTTTCTCTTCTTAGTTCATTCAATCGACAACACAAAAATTAATTGAAAACAAACTTTGATCCATATACCNTCATATGTACTCCAATTTATTTAAGTAGTACTCAAAGTCGATAGATAAAAAATATTTAAACGTTATTTTCAAAGAATATAAATCTTAAATATGTAAAANATGTTTTTTTTTAAAGAAAAAAAAAAAGAAAAAGAGAAGCTAAAAAATCATTAATCTTTAAATATGAAAATATAATAATTAAATTAAGAGAAATAAGTATTTTTNAAAATGACCTGGTCTTCCTAAGATTTTGGTGGAACAGAAAGAAATAATTTTCAAAATAAGTTGA

>rnd-6_family-135#DNA/En-Spm ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

TGTCTAATTATGTTCAGAAAACTTGTTTAAAGAAAGAATGAGCTGGATATCTATTCCATCCTGAGTCANCTTAGAAACAATTAGTGAGTCAAGTTCAAGAATAATAGNTTTGTAACCTTTAAGATTTTTCTCGCGTTACTGTCTTATTCAAGAATCTCTACACTCTAGTACTCCAGAATTGTAGCANAGTGAACATTTGAGTAAGACATAATTTNAAAAAGATATATCAGGTAGGCAACATGTATAATATATTGTTTTCGTTTTCTATTGTTTTGTCGTGATACTATTATTTAACATATTGCGAAGCATCTCTCAATTGTTTAACCGTATAAGTNTTTATCGTTTGATGTCCTTCGATTATTTTTCCTTCTAGGTANTTTAGAGGCAAGAAAGCTACGTGGACCTACTTTACTAAAAGATATTTGGAAACTTCCTCCGGGGAAAACAATTGATGTGNCGTTTAATAGTCGTAATCAAGCTATTGGAAAAGAGGGTCGAAAGCTTTCTAGCTTTCTAGGAATTATTGCGAGAACTCCAGAATTAACACCCCTACACGTAGATGATTGGAGAAATTTCGACAACGAGGAAAAGAAGAAATTGCTGAATTTTGTGAGGGTATGGTNTAGTTATTATTATGAGGTGAGCAAGGTCTGTTATACATGATTCTATTTTCTAAATGTGGGCTTTATTATTTTAGAAGAAGTTCTCTATCCCAAAATGCGGAGAAGCNTTTGTCTTAAAGTCACTAGGAAAGAAACGGAAAGATTACAAGTGTCGGTTAAAAGGTNACCATATNCCAAAGTATAAGACTAAAGACGCTTTGCTAAAAAATAGACCAAGTCGTATACCGAGAGATCAATGGAGTGGTCTTGTATCTTATTGGCTTTCCGACAAAGCTAAGGTATCAACAAATATTNACAGCATTCTCGTAGTTGCTAATTTTTATANTGTTTTGATTTTAGTTATGCTNAATTTTTATTTATAATTCGTAAGATATTGTTNAAGTATTTCGACGACGGAGGCGTACCCAAGCAAATAGAAATAATAGGGCCAAGCGAAAAGATGCCTCACACAGGAGGATCCAAAATTATTGCTACATCGATGCATGAGAAGGTAAACATGTTGAAATTAAAAACTATAGTAATTTCAACTCTTCTTGTCAAGCATATATGACATCAATTTTATTGTATTAGACCGCAAACGGTAGAGAGCCTACACGAGCAGAAATATTCTTATTAACTCATTAAACAACGTGCGGATGGTAGACCGTTGGATGATGATTCGGCCAAAGAAATCGTAANATTTCTTCTTTCTTTTATTTTCTACATCGGAAAACATAAAGGAAAGAATATAAAAATCGAACAAACGAATTCCAAATTGGATTTAATATGTNTTCTTTGGTCAGGACATGATAAANTAGAAGATGAGCAATAGTGAGGGATCTACTGACCAACCTCCTCACCGTGTTGCTTGGAAAGGCGATGCGTATTCTCAGGTATTAGGAAATGAAAGAAGTGGGTATGTTCGTGGTTTAGGACTTGGTCCAACTCCTTCTGTTTTACGGGGTAGTAGATCTTTCTTAGAGAACGTTGATGAAGAGGATTCGTCTAACGAAATTGTACAAAGGTTAGAACAGGAGATAANTGAATTGAAGGCGAAAAAAATGAAGAAATNAATATGATGAAACAAAATCAGGATAATATGCAATTAGAATTACTTCACGAATGAGACAATTCATGCGCAAACATGCTCCTAACGAATCCGTGCCTCAAAATATCAATGGCANCTCAAGTGGACAGGTAACCGGTTTCCATAAGTTTTAGACATTATTTCTAATAAAATTTAGCCGTATAAGANTATTNTTAACTAATGTGTTGATATTACTCAGGTTCCCGACGCCGATAGTGGCNATGGACAAGCAACACAAACAACAGGGATACCTAGCGTTGCTGAAAATACTCCAACTTCTCATGGTATTACTCATCTCTGTCCTTCGGTTCTACTGTTTGAGTTACTATTCGAGCCCAAAGTCATCTGCATTGTTGCCAGCCCCTGAAGTGTAGTTAGTTTTATCTATAGGTTATGTTTNTATGAGTTGAGTGTTAGTGGTCCGATTACTCGAACTAATCCTTATACACCTCGTCCCCTAATTTCTTTGTTTAAGATCGATATATATCTNTATCGCTTCTGCATTTTCCAATTGAGATAACTGCTCGATGCCTCTCCATCCCTGTGGAATAGCCTATCCTGGATCCATCTACATTGTTCCCTGCCGGACCTGAAGTCTAGTTAGTTTTATCTATCAGCTTCCGTTGGTATAGTTGTGTATTAGTGTTCTAAATACTCGAAGCTACTCCGTATACACCCCGTCCCATCCTTTCTCTATTTTAGACTATCAACAAACCATGGATTTTGTATTTTCCAATTGAGAGAACTCTTGTTGATGCCTTGCCAGCCCTTGATTTTTATCCCAAAGTCATCAGCATGGTTGCCAGCCCCTGTAGTGTAGTTAGTTGGATCTTTGAGTTCTGTTGGTATAGCTGAGTATTAGTGGTCCGTTACTCGAACTATTCCTTATACACCTCGTCCCCTGATTTCTTTGTTTAAGATAATCTATATTCCATCGCTTCTGCATTTTCCAACTGAGATAACGGTGCTCCCCTCCAGCCCTATGAATTATAGCCCATCGAACCATCNANATTGTTCNCGCCAGCCGTGAAGTCTAGTTAGTTTTATCTATAGGTTTCGTTGGTGTAGCTGCGTATTGGTGTTCTAATTACTTGAGCTACTCCTTACACAGCCCGTCCCATCCTTTCTCTGTTTTAGACTATCTACATCACCATCGATTTTGCATTTTCCAATTGAGACAACTCATGTCGATGCCTTGCCAGCCCTTGAATTTTATCCCGAAGTCATCNGCATTGTTGCCAGCCCCTGAAGTGTAGTTAGTTTTATCTATAGGTTCCGTTGGTATAGCTGAGTATTAGTGGTCTGATTACTCGAACTAATCCTTATACACCTCGTCCCCTNNTTTCTTTGTTTAAGACGATATATATTCCATCGNTTCTGCATTTTCCAATTGAGATAACTATTGTCGATGCCTTGCCAG

>rnd-6_family-1906#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

GAAAAAACAAAATTAAAAATAAATGTTTCACTTCTTTCTTCTTCCCCCACCCATCCCCGTTTCTTTTTTCCTCTTCAACCATCACTTTCCCTGTTCTTCCCCACCCAGACCCCCATTTCTCTCTTTCTCCCCTTCCCCGCTCCTTTCCAATTTCTTTTTCTCTTTTTTCTTTTTCGTTTTCTCTTCCCCCAAATTAGAAACGAAATTGTGCAAAAAAATTGAACATAATCAGCAAAGGAAAATTCAGAAAATTGGTGGGATAAACATAGTTGTCGGAAGAAATATGTCTAATGAGTATCTTGACCTCTTTTGCTGTCAANATTGTTCTTGATTTGTCTTTTTTTCCGGGTTATTTTTCCAGGGTAAAGTGACAAGATCCGATAGTTTTGAANGGTGAAAAGTGATTGTTGAATGTCTTTGTGAAATTAGGTGAAGTGTGTTGTGTAAAATTGTGTACAAATATTAAGATATATTGAGGTATTTTAATGGTGATTCGTTGGCATCAATGGAGGAAAGAGTTTTAGTGGTTGCTCAAGTGACAATGAAGGGAGTAATGGAGTGAAAAAGAAGAAAAAATT

>rnd-6_family-1741#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 18 )

GAAAATAAAACGTTTTATTCATNTATATGATATNACTAGATAATTTAAGGCCCGTGATACGGGCCCAATATAATGAAAGGCCCGTTTACGGGCTCGATATTACAATATTATATATATTTATAATAGAAATTTAATTAGTTTTCGAAAAGAAAAATTATTATGACATTTTCAAATAAACATGATAAGAAATAATAATAAAATATCACATGCTCCAGTGATTATTTTAACATCATGTCAAACATATATATTCGAATTAAATAATTAATTTAATGATATTCTTTTTCTATTTTATTTGAAAATTATTCAAGAGAATAGATTAAAATTATGAGTCTCAATATATTAACAATTTTCATAAACTATATGAAGCAATAAAGTCTATTGATCCATCTATAGATTAATTTTGAATACACTTAAAATTTGTTTTATAGGTGTTTAACAAACAAAAATAATGACCTACTTGATGAAAATTAGAATGAATCATCTCATTCTTTACAAAGTGATAAAAGGATGAAAAAAGTTATGACTTTATATCTTGTCTTTATATTCATTAAAATTAGGAGAACAATTTAGTATAGTAAAGAATTTTTTTAAAATAATAATTTATATACCTGATGAATGAATGTTTTACCTCAAATAACGAGAATTTAAAAATATTAACAAAAGTTAATATAATATATATTGCAGTAATTTAACATGAGGTAGTTAAAATAATAATTTATATAACTTGCTTAAAATGATTTTAACTGATGATAAAATAATAGTAATAAATAAATATATGTTTCTCAATAAATTATATAATGACATATATGTTACGTGAAGTTTTGGGATTATACATAAAAAGAGAAATCAAGTAAATTAGATACTTCAAAAATTATCTTTACAATCCAAAAAGAAAAGCAACACCATGAAATTGAAAAGTCTAAAGAGAACCAAAGGAAAGGACATAACATGCTCCGAAATTATTGGAAATTTTGTTCTTGAAGAGCTTGCTCACTGGTTGCATTCCTTATGAATTAGGCCTTTTGAGAATCGCAATTGTGATTGATATTGGATTTAACATGTTAACTGGTCCATATCACGTTCATTAGGGTGTTTGAAAAATGTGGATCAGTTGAATTTTGCTGAAAATTTGTTATATGGACAAGTCCCAGAAGTGACGTGTTCACTAAGAAATAGCGAATTTTACTTTTGTCTTATAATTGTTTTACAAAAGTAGGGCCATTATGTAGGGAATTGATNAAAAATGAAGTTCTTAATGTTGAAAAAAATTGCGTTATTGGTCTTCCTAATAAGAGATCTATACCGAAGTGTGTAATATTTAGGATGCAAATTAGAAATAAAGGGCGAGAAATTTATTGGTATAAGACATGAGAGGGGAGAGAATTGAGGAGTGAACGNNATGAAAATGAGTTAGTGTCTATTTATTTGTGTCATAGNNTTAGTTCTAGAAAAATCTTATAATTTATAGTTTCTAGAATAATCATGTAACTTATGGAGGAAATTTAGCCACTTGAAAAAATATTTTTACAAATTTAAAAATAGAATTTATGGAATTTTAAAATGAAATATATATGAAATGACCATATTATCCTTGATCGTCCTCGACTTCATATTTCTATATTTCTGNAATAGAAAAATACCAAATTTTGGCCGGACAACTTTAAATTTAAATCAAACTTACATTAGTTCACTATTCAGATTAATATGTTTGAAATCAAATAAAAGTAAAAATTTGATTATATAATTTAATGAAGAACTACTCTTTTATAATCTAGTAAACATTTTTAGTTTACTTTAAATGCAAATATACCATCCTATTCATTTTATTCGTAAAGTTACTTTTTAACATCTTTTAATATATATATTTTTTTAAATATTGAAATTAATTTTATTTATTCTTTAATTTCGATCTAATATATATTATTAATTTTATCACACTTATTTCTTTTCAAGTATATTAATTAGAGCCAAAATAAAGGTGAAAATAATTAATTNTATTTTTAAATAATGAATTTTTATATTAAAGTAGGCATTTTTAGTAAGCATAATGAATAGAAAAAAATATTAAGAATTAAATTAAAGTAATAGTAAAATAGAGTAATGAATAGATATCACAATAACTCACGAAAGAAAAGAAAGCGAAGTAATAACAAAATGAGTTAATAGTAATAACAATAACTAAAGATGTTTCTAGAACTATTTAATTTTCTTGATATCATTCTTGGTAGATTTTTGTTAGCGTGAAATTACGTTTTTACCCTTGATCGTAATTCACTTAATATATAAAAAGATGTTTCTAGNAATTATTTACTNTTCTTTCTTAATAGATTTTTGTTAGAATGAAATTACATTTTTACCCTTGGTCGTCCTAAATGCAANTAATTTTATCACACCTATTCNTTTTCA

>rnd-6_family-1196#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 18 )

TGCGCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGCTTTGACTGAAAGGTCGCAAGTGAAATCCAAGCTTGTGTTCCTTATTTGTTTTAAAACACTACTTGTTACTGCTTTCCCTACACTNTCATTTGCACATTCTATCGAGTCTTTGGCCGTACACGCACACACTGTACACGCGAGGGGTGTTCCTGCACTCCTCCGAAACTCTCTTTGGATTCCTTAGTTTCAGAGTTGGTGCAATTAAGATAGTGCGCCTTCTCGCAATTACTCAGTCCCACTCTCAATCATCTAGGAAAAAATCCTACTCTNGAAATAGGTCATGTTGCGTAGCCTTAGGCAAGACAATATAAGGTATTGTCGTTGCGTTTAGGAAACCACCCAAATGTCAANGAGTTTCTTCTTTAAAACTCGACGACATACACTTTGTGTGAAATTGATATAAATTATCCAAACTAAAACACTTAACGGATTTGGAGCAAATAAACTCATCACACCCTTTACCCTCTTTTCAGATGAACCTCAACCAAGACTTGCCGAATATCCGAATGGTCGTTTCGGCGCCCCGCATTCTACAAAATTGGTGGCGAAACATCCGCGGGATACACGGGGCTGAGATTCGAGGGCACTTGGGAGCATTATTGTCACTTCTGGGGACACAATGCGACAAAGTCTTCGTCACTCAGCTAATGGGGTTTTGGGAACCGAGCACCGTAACTTTCAAATTCCCGGATTTTGAGATCACTCCTACACTGGAGGAGTTCAGTAGTCTTACCGAGCTACCGATTAGAGGGAGGCTGCCGATGATCCCGTCAGCTATCTGTACGGGTGATTTTCTAAGTCTCTTNGATCTGCGTATATTTCGGTCATTGAGATATGTGGACGGCGGACGGGTCGAGTTAGACTATCTCTTTNAAAGGTTCGGNCGTCCGGAAGGTTACTATGAATATCAGCGTGAATTCGNATGTACTCGNGGAGCATGGGAACATATGAGGCCGAGAGTATTCGTTATGGCCTTTTTGGGAGTTATGGTCTTCCCGATAAGGTCCAATTCCGTCGACATCAACATATTACCGATGGTTATAAACATCTTCAANATCCACAAAGATTTTCTTTGGTGCCCACGATCCTCGCCGAAGTTCTTCGTTCGATGACAACCTGCATTAGGGGGCACAACTTCTTCGGGGGATGCAGTATGCTACTACNAATTTGGGCGAGAGAACATTTCTATCGTCGTGATCCACAAATGGATTTCTACATGGGTGCACGTAACAGGATCGAAAGCCACGAAGATCGTCTCCAAAATTGGGTGGGCGCGCCGACGGGAAGGGAAGAGTGGCGCACATTCCTGAACAACCTTACGGGAGACGCCATCCAATGGAAGTTTTCTTGGATAAGAGGAGTGGCGTTTGCGAGGACCCGATATTTTTTCTTTACCGAGTTAATTGGGCTCAAAGGCATCCAACCATATTCACCTCTTCGGGTTATGCGGTAGTTTGGAGTTATCCAAGACATTCCGCTATGGTCAATAATGGGATCACATGAAGATGCATTCACTTCAGTCTCGCTGGAACGGATAAGAAATATGCAAACCGAGTGGGAATCCATAATCGATTTAGAAATAGGAGAAGAAAGNTGGTGTACGCCGGAGTATTACGCTTGGCGGAATACCGTGAGTCATATGGCTCATCCAAGCGTACACGGGCATTGGGGGTTTGTAGACAACCAACAAATTGATTGGATTAGAGAATCGGTGCTTCNTCGCATGGGATTCACCACACCCATGTATAATCAGATTGTTCCCGGATCCATCGATTATTTAATCCAGGTGGTTGAAGAAGAAGAAAAAGAAGACCCGGAAGAAGACCCGGAAGAGTACCCCGAAGAAGACCCGGAGGAGGACCCCGATAAAGGGATACCTGGAGGAGGACCCNGAAGAAGAGGTGGAGGAAGACCACATGGAGGTTTCTGAAATGGGTTCTAACATCTATGACCCAAGAGATGGAGGGGTGATAGACATGTCNCCCGAGCGCGGCCCCGACGAGTCTCCAGAGTACCACCCGGGGCCATATTATGACGGGGACGATGACGATGATGATGCTCCAACCTGGCCGTAGATTCGTCTTTCTTCTTTGAACTTTTTTCATAAGCTCCTCAAAGTGCCATGTGGCCTATCCCTCTTGTATGCCTTATGGCCCCCCCGTACTTTCATTTCTTAGGTTTCTGATCGCCTACCTCGATGTAACATCCAAGAGTACCTTAATCAATGAAGTTATGTTTGCTCCAAATCTAAAATGTGTTTAAATGGATAATTTATTATCAAACTGATTGCAACGTAGGCCTACCTCAGGCAAAAAGAGGTTCTATATTAGGACGCGTTTTGAATGTCGCCGAATTGGCGTATATATGTGTTACACTTACATATTTGTTACATCTTTCAATATTTCCCAAACTAACATAGTTTCCTTTTTTCTCGTTTTTTTTTCNTCATTTATCCCCAAAAGTACGTTGATTTGTGTCGACTTGCAAACTGGCTGACTCACGATACAACCTTCGATCAAAAGGAAAGATGACTGATAAAGACGANTTCAACGCTGCCGCAAACATAATGATACCTATTGAGAACCCCGAAGGTTCTCGAAGCATGGTAGACATCCAAAACGAAGAGAAAATGGCTCGCATGGAGCAAGAACTCGAGATCTTGAGGGAAGAATTGCGCCAAGTGCGAGACTTGGCCAAACTATCGGCTACCACTTTCCCTACTTTCAAGACGCCTATCTACTTCGCAAAGGCTGACTTGCCTTCTGCCGACTTGCCAAATCAGCCAGAACAAACTCAACACGCTCCTACTCACGGTCGAGTTCCACCAGCTTCTCCAACCGCAGTTAGGACCGTTCCCGACCTTTCCAATCGCGACCCTA

>rnd-6_family-535#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

TGAAGTGCTGATATCTGGTGCAGGCTTTTAGCGACCGGAANTCAGGCCTTTAGCGACCAGANNTNGCTTTTAGCGACCAATTTCGGCTATTTAAATAGCGAAATTTCAGCTTCAGCCCTCATTTTCAAAATGCGATTTCTCGAGCTAG

>rnd-6_family-6869#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

TTTTCGATAAGGTAAATAATTTTATTAACGTGGGAAAAACCCCGTATACGAGCGGTATACCAAAAAGTAGAGAACCTACANAAAAATATGGTTCTCTACGAACGACGCCAATCNTCTATACTAACGGGAACTTCGTGGGCGCACCAAAAGGAAACTAGGAATGAAGAGCTATTCTCAACCCCNTCAAANTAAATGCTCTCCTATCTNTTCTCTCTCCACGTTACCCACAATGANTGCTAGCGGGNCAACATCCTANGTTCCCCGTTTNCTTCTCTTCCTCNTTCTGAAGGACTNNCAATTGGAGNACGCCTTCTCATTGTGCACAGGCATTACACATTGCACACCCAAACAAAATCAGGAACATCACACAACAA

>rnd-6_family-999#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 18 )

AAATTTTTTTTTATTTTATTTCTTCCTCACTTTTCACTTTTATTTTTCTTTCATTAATTTCTTATCTTTTATTTAATTAATTATAANAATTATAATTATATTTTTAAAAAAGTGTCCTTTAATTTTAACGTTTTAATTTTTTTATGTTTTATTTGATTTTCTTCACTTATTTTGATATCCGTCCGAAATTAACTTATTTTAAATACAAGACATTTGGAATTAAATTTGAAATCAAATCAAAAGGAAAGACAAAGAAAATAAAAAGAATAAATAAAATCAATAGAAAAAAAAGAGGAAAAAACAATGAATGAAGGTAAAAAAAGAAAAAAAAGTTTAAATACAAGGCAAATATTTTTTTAAAAAATTACGTGTATTAACTTAATTTAAATACAAGATAAAGAAAATAAGAATATTTTTTTAAAAAANAATATAAAAA

>rnd-6_family-3023#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

ATTTTTTTGGCTTTTAAAGTNTTTACTCGAACTGGCAGAGTCTCGCGCTGATAACGTGTTATAAAATAACTACTTAGCAAACTAAGATTAACAAACTAAATTGAAAAGAAGAACAATAGAGAGAGTACACAAGCAAAGAGATAGAGAGTATTGTATTTCAATATGTATCTATTCNTTCGTAAATGTAGTGGCTATTTATAGCCAAAAGATAATGTACAAACGTATAACTTGGCCATTAATTGGCCAAGTGATGGTAGTCCTCCAATGGGTGGGTCCCACATGGCATGCGTCTTNGCTTTACACCATNACAAGTGATGAAAGTCCTCAAATTGGTGGGCCCCACGTGGCATCCACNTTTGTTTTACAACACTCCCCCTTGGATGTCCAT

>rnd-6_family-1712#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

CAATAAAGTGGTCGACTTACTCTGGGAAAGAAGTGACCTCTTGATTTTGGATGGAACCAGATTGATGCACAAGCACATATTTATAATTTTTCCATTTGATCCCGGTGATTCTATTCCTCCATCCATTATGTTCAAGAGCGTGGATATACATTTGGATATATCGCATTACTTGTCGATTGAACTGTATTCTAGTGTAATTGTTCTTGATGGTACTACAAAAGGTGGAAAATTGTTGGGTGAAATGCCAGTAGCAAAGTGGGTAGACAAACCGGTCAACGTCCTCGGCTGCCACGACCACTTCCAAAACCATCTTCTCAAAGCTTTACTATTGGAATTTCCTAGCCCAACTTGAGCAATCTGTTGAAATGGCAAATCGGAATTCGACTTCGAGGGGCTTGTTATAATTGGTGTTGTTGATTCCAAGATAAATGTTCGTCTATGTCGCTGCAAACTTNAATAGTGAAATGCAGCCTGCTACTTACGTACTTGCTGCCATGTCACCAGAGTGGAAAGTGTTGAAATTAAGAAGTAATTATAAATTGAAGCTTCAAGCTGTGCACCCTATTGGTTACACATTCTATGGTGCCATTGAGATGGTAGAGTTGGTTGTACGACATATATTACGTCTAGGCTTTTAGTGGCAATGCAGAGATTCGGTGGAGAGCGAGCTTCGAACGTAGTTCGTCGGTATTTCAAGNAGGATAATTTTAGCCTCGACGGGTTCGATCATGTTAAGCAGTATCGTTCTGTATCATATTTCAAGTGCTTCTGGGGATTCTTCTGATCCTAGTGGTACTCTTGATGCTATTCTTGTGATCAACGTTCAGAAGCTATGCAAGAATAATGGACTCAATTCTGGAATCATCAAAGCTGCCAACCAAATCACTATATTGTTCATAATGGCTTTCACCTGTAGCAGCCAAGGAATTTATAATACTCCAAGTTACCAGATGAAGTTTCTTGATATGAACCTTGAGGACAAGGTTCTTTTCGGGGGCGGAAGTATTGTTGTGAACCGAGTCGACTTCGTAAGGGCCTATGGGCTAGAAGTGGCGAATGAGGCTGATTTAGNTGGGATTATTGGGCCGAGTAAAATATTGGAGAGTTTTATTTGGGATCCAGGCCCAATTATCAATCGGTTAAATAGGAATAGGGGTTAGANAGAAGGGTTATGCGTATTATGAAGAAACCGTNTGTTCCTCTCATCTCCTTTCTAGAGTCTTAGCTTCTCATCTCCATTCTAGTTATCTTCTTCTAGTTTCGATATTTCTGTAATTCGATGTGTTGTTACTTTGTTGTTATATTTTAGTTATAAATTGTATTGAGATAATAATGTTTATGTATNTATATATATCGGTGTTTGTNNATTGGAAATCGGATT

>rnd-6_family-1133#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

ACAGTGCCTCACTCTATTCTAGAATTTCTGCATAGCTGGAACAGAGGTCTCAACAAGAAGGCCCGCAGATTTGGAACACTATNCCTCAGGTCATTTGGTGGACAATTTGGNTAGAAAGAAANAATAGAATTTTTGAAGGCAAAAGGAGAAATATACTTAGCCTTAAACATAGACGCATTTTTTTGCTAGCTTTTTGGTGCAACCTGGTTATTGTACATGATGTAGATGCCATGTTAGATACGATCGGGGANCTGCACAATCTGTAANTCTTNATGCACTGGCTTAGTGCTGTTCTNCCATTTATAAAATCTNTCATTACTTATCAAAAGAAAGA

>rnd-6_family-2615#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TTTTACGCCAGCGCAGAAAAATGAATCAAGGACGNCAAGGAGAATTGGGGTTAGGTNTTCCGGGAAACATTGATGATGATAATCAAGACAACGTGAATAACCCGGAAAACGTGAATAACCAAGGGAACCCGAATAACCAAGGAGTAC

>rnd-6_family-762#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TTTTTNTAAAATAAATTCAAANTTCGAATAAAAATGTTTCTCTTCCTTATTTTAAAATCTAAAAAATATNAAAAATTAGTTTCGGGTACGACGTTTCTTCAAGAAAAAATTTTAATCTAAAAAATTTGACTTGGTTGGTACCAACATGCTTAGGAATGTGCATAAGAAAAA

>rnd-6_family-1170#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 18 )

AGGAATAAATCCCTGCACGCTGCTCTAGCGTGGAGAACTCTAAAGAGCCCGAACAAACTTTGGAGCAGAGTTCTGACTAGAACGAGTACAAAAACCTCAAGCATGTCGATCTCACTAATAACGTCAGAGTAGTCTCTAGAACTTGGAAAACATCNAAAAAGGATGGNNNGACGNCGTCGAGGCATCATGATGGGTAGTNCACAAAGGGGATAAGGTTAACTTCATCACCGATANTTGGATTCCCCATCTCCAAATGCCATTAATAAAATCATCCATGGCCCCTTCCTGGAGGAGGAGGANAACCTCAAAATCAGCGACGTCTACGAAAATGGGAANTGGAACTTCGANANTCTTTCCTTCACTATCCCGGAGGAGATCAAAGCCATCATCAGGAGCTACANCATTCCTCGAGACAGCNCAAAAGAAGACACTCTGATCTGGGGCTTACCAGCGATGGNCTCTTCTCAACCGGCAGNGCCTACNATCACATCCGCAGACAAGGTAACAATCAAANTCGATGGAAGCGATTCGAATGGATTTGGTCTACCAAGGCTCCAAACAAAATCAAAACTTTCCTCTGGCTCNTCTACCATGATAGACTNCCCACTAATCACTCCCTCCACCANAGAGGCCTCAACGTCAACCCCAGTCGCCGCTNTTGTAATTCCCCGAAAGAAGACACCAACCATATTTTCTTCGANTGCCCTAACTCAATTCGATCTTCTGGGAGAATATTTTNAGTAACACCAACAACGTTCAGANCCTTAAATGCGAACACCGACGACTGGATCGACCNNTGGAANNCCNTNAGGAACAAACCTTTCAACGATGGGACTAACCGGGGNACCCTCATCCCTTTCTGCCTCTGGAACATCCGGCTCAANAGAAACGACAACGCTTTCAACAACAAAAAATACCGCATCAANCGCGGTNATACGATCANCCAAGTCACGGAGTACCANTTGATGATTGTCCGAAAGAAGTATGGAAAAACATAGGAATAANACAACCATCCAAGTCAAATGGGAACCCCCCGATNNAGGATTCTNCAAGCTCAACGTCGATGGAGCAGTCAAGAACACCCCGGGNCCGGGNGGACTTGGAGGCGTTATCGGAGACCACACGGGTCNNTGGGTNNTGAGCTTCATCGAGCGCACTCCCCACACCAAACCCCGCCATGGCGAAGAGGGGTCGCAACTAGGAGTGGAACATAACCTNATCCCCCTNGAAATCAACATTGACTCCTCCGANGTCATNNACATGATTGAAACATGATAACTTGCTCTACGATAATNTAATTTTTGAGTGCAGGTCATTAATGCAGGANGNTGGGAACGCCAAGGNTGGCGCACGTNTNCAGGGAGCAGAATAGGGTTGCGGACGCGCTGGCNAAGGAAAGGAACGAAANAACAAGTTTTTGGCGTCCNACTATTTTCGCAGCTCCCCCGCGTATGCCCAAAAAGNGNTGGAAGCGGACATTCTAGGAACTACTTATGCTAGGACAATTANCGTTGANAATAATATTATCTCAGGGCCGGGATGTGGCCCAAACAACTATTAATGTGCACCCCNCGTNANGGANGCTACAAACTCAACCTAAC

>rnd-6_family-4534#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

TTTAAATAATTTTAATATGTTTATTGCTTTATGTGATACACACAAACAACTTAAAAGTATGAAGGTNTTNTAGAAATGTTGATTGAGCTTTTTTGGCTTTCATTAAAAGATTTTACAATAGACAAAATTGTATTTTTTTCCATTCTTCTCAAATAATTGTCATTTAATTATTTTCCTATTATTTAGGATTTTAAAATTAACTATAGTTCTAGCTATTAATTCTTTACTTATATTGTGACTAAGTATGAACTTATCCCTATTTAGTACTTTAAAATTTGNCTAAATTCTGGNTCTTAAATCCTTCCTTACTTAGAACTATATTAAAAGTNCTAACATTTTAANACTCTAAAAACCANTACTTTTACCTCATATAATTTTTACTTAAATTATTACGAGATAAAAAAATAANTATATTCAAATTAAAAATATATNAAGTAANAGGTACTATTTACTAAAGTACAACTTTTTAATCTTCCTATATGAAATTCTTATCATTTAGATAGATATAACATTTGTTTTAATGTCAATTGCTATTTTTAAATAATTTTATTTATTTTTGTATATAGTTTTATTGATTATGCGGCATCTATTCAAAGCACGTACACTATATCTATATTACATTAAAAGCACGAAGATCCTTAGAAATGTTGATTGAACTTTTTGCCCTTCATTAAAAGACTCTACAATAGACAAAATGTCATTTACTATTTTTCTCAAATAATTGTTATTTAATTATTATCCTAATATTTAGGATTTTGAAATTAATTAAAGTTATAGCTATTAAATCTTTACTTATTTGTAATAGGTAAGAANTCCTAATATTTAGTACTTTAAAATTGACTAAAATTTTACTTCTTAAATATTTTCTTATTAGAACTATATTAAAAATCCTAACATTTAAGACTTTAAAATCGATTCTAATCCGNATTNTCACCTTATATAAATCTTNCTTAAATTATGGTAAACTAAAATAAACGAATNAATATATTCGNNNAAAAAAATACGATTAAAGAAAAAGGTTCACATTTAACTAGTTAAGTCACTTTGTAACCTTCCACAAATTAACATTTTC

>rnd-6_family-4257#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TAAAAAAATATTAGCAATATTCCAACATGAATTTGATTATTTGTCATTATCACATAACTCAAGAACCTCTAATGAATGAATTATTCAGGAAATAATAAATCATTGGTTCTTTAATCAACATTAAAAGGAAAATAAAGAAGAAAATAAGAATATATATACAAAGGCATTTCGTAAGAAAAAGAACACATTTAAGTTGCATAGATTATACAATTGTGATATATGTCTCAGGGAAAAATTCAAAAATTTGTTAACAGATTCAAAAAAGAAATTACGCTTGAACATGAAAGCAATTATAACTTTTGAACTTGCATAATGAATTTCTTCAATTGATAAGTGAGAAACTTCATATCTATGTNAAAATAGATAATATGTAAGCTTATATATAGTACTTTTAAGTTATAGAATTTTATATAGAATATCAAAACATGAATTCTTGGAACTGAGTACAATAATTATTTTCTGCACAATGAATATACCTACTATATGTGTATATGTTCAATATAAC

>rnd-6_family-4300#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

ATATTCATNNTTAACAAGTTGTGTTGAACTATAACACCTATAGCTACTACAAGTCCATGGCTCTGATACCATA

>rnd-6_family-11885#DNA/MULE-MuDR ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

CCTTTTGGGTTTGAGTGTGATACTGGAGCAGTAGTCATTGATTTTTTTTCTTTCACTAATTATAGATAGTGATTGGGAAATAGATTTTTTCAACCTCCTACACTTCAAAGGCTGTGAAATCTTCTTGGATGTATGGACATCAATATTATAAGTCATTTCCTTAAAAATATCAGTGAGTTCTTTAACACGACTAATAAAATAATCATGTTGCTGCTCACATTCTTCGCATAGACAAAAAGAGCATTTGATGTTAGAAGAGGAAGCAACACCAATAAAAGATTGAGTTGTTGTCACGGATGAAGCTTCTTGTATCATTTCATCTACAAGGTAAATAAAAAAAGGTTGAGAGTTTACAATTGATTATAAAATAATAATGGGTAGCAATTTATACTTATGTTGACACAGATGGATATTCTGTTGCCACAGATGTACCTTCTGTTGCCACAGATGAATCTTCATGTTGCCACAGATGAATCTTCTGTTACTACAGATGACCATTTTGTTGCCCTAACACATAGGTGATATGTTCCAACATATGACAACTCTGTTGGAATATATACCAACATATCACTAAAATGTAGCAACATACGACACATCTTTCAACAAATGAAATATATGTTGGACAACTGAACAAGACTATATTTCTAAAATCATATGAACAAAATGGTCACAAAAAGAACAACAAAAGCAACAAAAAATGAATTTTCACTGAATGTTAACAATACATATACATTTCCTCAAAATTAGGGCTTTTTTGGGTTTGTTGATTTTCTTTCAAAAACAATAAATAATAGGTACCATTACACCATTATTCAATTTTCACATCTATAGAACGATTTATTGTTCATTAACCCAAGAAAAAAACTTAGTATTGTTCGAAAATTGTAAAATCTTTCAAAAAAATGACTTACCCATTTTAAGTCGAACACGATCTTCAGTTCAGAAAGAGGAGAGAGTCACGGCCGGAGATGAGGAGGAAGATAAGATAATGGGGGAGAATACTTGTTTTGATAGTCGGATTTTCGGATTTTCTAAGGAAGAAGAAGAAGAGAAGAGAGAACGTTGGGAGAAGAAGAAGAGAAATTCTATTTTCTTTTACTTTTTTTTAAAAATGGTTTGGATAGAATTATAAAAGTTGAAAAATGAAGTGTTTTTTTCGTATTTTATAAAAGATTAGAAAGTTTTGAAAATGTTAATTTGGTCCCAGATTTACTTAATTACATTTTAAAGTGGATTTGACCNTTTCTTGGTCAAAGTGTCACCAAAAACAAAACCGAAACTTAATTGACACCTTTCATTTAATTGTCT

>rnd-6_family-2209#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

AGGTGNACATTGGAGTTGTGCCACGTGGCAACATTTGAAGAACGCCAGTTTGAAGCGGCGGACGAGCAGTGTTTCAAACGGAATCCAATTCCTTTCGGTTTTGGATTCCTAATTTGTTTTGGACTCAATTATTTTATTCAGGGTTTCCTACATTTATAAATAGTCCATAAGAATAATTATTAGGGGAGGGGGATAAATGTAGAAAATAACTTTTG

>rnd-6_family-2322#RC/Helitron ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

TCTTCTTCTGCGAGTGATTCACAATACTGTCCTCGATGGAAGTACGATGTCTTTCTAAGTTTTAGAGGNGATGATACCCGGAATAACATTTACGAGTCACTTGTACGAAGGTTTGAAAAACAGGGGAATATTCACCTTTCNAGACGATGAAAGGCTAGAGNANGGCGATTCCATCTCAGAAGAACTCTTGAAAGCTATAGAAGAGTCTCAAGTTGCCGTAATCGTTTTCTCAAAGAATTATGCTACGTCGAGGTGGTGCTTGAATGAACTAGTGAAGATCATGGAATGCAAGGAGGAAGAAAATAGACAAACAGTTATACCGATCTTCTATGATGTGGATCCATCACATGTTCGATACCAAAGTGAGAGCTTTGCAGAAGCATTTGCCAAACACGAATCGAGGTATAAGGATGATGTCGAGGGGACGCAGAAGGTGCAAGGATGGAGGAATGCCCTAACTGCTGCCGCAAATCTAAAAGGACATGATATTCGTGACGGGTGAGTTGGAAACAAATAATTGCTTTTGATGAAAAAAAAATAACAATATGTTTCTATATATTACCCTGAACTATAATGTTTCCTATTTAAAATTATGAAAATACTTTCTAATACTTGACTTCCTCACATTGTCAACAATCAATCTCTAATTTATGTAGGATTAATCAATCAAAGAAAATTGAGCAGATCGTCGACCACATCTCTTCCAAACTTTGCAAGAGTGCTCGTTTTTTATCTTATTTGCAAGATGTTGTGGGAATAAATNCTCATTTAGAGGAACTAAAATCCCTACTTCAAATAGAAATCGATGATGTTCGGATTGTAGGNATCTGGGGAATAGGCGGAGTCGGTAAAACGACGATAGCAAAAGCCATCTTTGATACTCTATCTCATCAATTTAAAGCNGCTTGTTTTCTTGCGGATGTTAAAGAAAATGCAAGAAAGAATCAACTGCATTCTTTACAAAATACCCTTCTCTCTGAACTGTTAAGAAAAAAAGATGATTACGTCAATAATAAGTATGATGGGAAGTGCGTGATTCCGAGCAGACTTTCTTCNATGAAGGTGTTGATTGTGCTTGATGACGTNGATCANAGAGATCATTTGGAGTATTTAGCAGGTGGTGTTGGTTGGTTTGGTAATGGCAGCAGAGTTATTGTAACAACTAGAAACAGACAATTGATAGAGAAGGATGNTGCAATATACGAAGTGCCTACACTACCTGATNATGANGCTATGCAATTGTTCAATAAGCATGCTTTCAAAAAAGAAGTTCCAGATGAGTGTTTTAAGAAGTTNTCGTTGGAGGTAGTAAATCACGCTAAAGGCCTTCCTTTAGCCCTCAAGGTGTGGGGTTCTTTGCTGCATAAGAAAGGCNTAGATNAGTGGAAAAGAACTGTAGACCAAATAAAGAAAAACTCTAATTCAGAAATTGTTGAAAAACTCAAAATAAGTTATGATGGGTTGGAGCCCGAAGAGCAAANGATATTTCTAGATATCGCATGTTTCTTCCGAGGANATGAAAGAAAAGAAGTCATGCAAATTGTTGAGAGCTGTGATTCCGGAGCTGAATACGNATTGGATGTCCTAATTGACAAATCCCTTGTGTTCATCTCTGAATATGATAGAATTGAAATGCATGACTTGATTGAAGATATGGGCAAATACATAGTGAAAATGCAAAAAGATTCCGGAGAACCTAGCAGAATATGGAATGTTGAAGATTTCGAAGATGTGATGATGGACAATACGGTAAGTAAGCTAAACAATGCAATAGTATTCATATTTCAAANATATATATACTCTGTTCCTCTAGCTTCATATACTGCACGCACAAGTCATTTAAGTTGTTTCAAATCCACACTACCTAGTTTGTTTATGAGAGCATGTAAAACTTTTTAACTTGAGTCTAACAAATTTCTCAAAAAATGTATCATTGAAAAATAGAATTAACTGCACAAAGCATTTCTCTTAAGCGACATATTTCTTAACTAATATTTGTACCTTAAATTTTGTTTGATGGTGCTGGCTCTTCAAGAACTTCTAAGTGCAATAATAAATAATATATAAAACATGACAAAAATTAGCATTCGGGGGTAGAGTAAGAAAACAATGATATTGATATGTGGATTGTACATGATTTGTTGATTCATGATCTTTTTATAGGGGGACCATGGCAGTGGAAGCAATCTGGTTGCCTCGTTATTCTGAAAAACTATGCTTTAGCAAAGAGGCAATGAAAAATATGCAAAGGCTTAGGATATTAAGCATACGGAGTTNCCNANGGGCNNACCTNATAGGACACCCTGATTGCCATNAAAACTCCGTTCGCGGCTCCAATCGCCCTGATGGCTCCATTGAGTACCTGCCGTCGAGTACCTGCCCGACGACTTGCGTNCGNNTGGTTTGTNNCCTGCGCGTCATTATCGCTTGGAAGTTNNNATCGCCAGAAAATTTTAATTCCGGAAGGCTCGTTCATCTTGATCTCGCGACGGAGTTCAGTTCGTCGCATTATTTATGGAACGAAACGAATGTTTTTTAGGTACCGTTCTATTTGAGATACTTTCTATTTTGNCTTGTCCTAGAATTATGATTCTTGTTTTTAAATGAAATAAGTTATTAATTCCATAAACTCAAACTAATTCTAAACAACTTTTTTTTTTGGA

>rnd-6_family-7677#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

AATTTGGGCTTTCCCGGTAAAGTTAAAGTTTGATAAATTGAGGATTTCAAGGTCGATCTTAACTCCGTTTTTGATGAAATTTCATATTTGAACTTNCCTAAGCATGGGTAAGATGTTTTTCAAGAGATATTTCATNTTCGAGTCGGGGTTTCGGATCCGAATATTT

>rnd-6_family-778#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

AAAATAAAAAAGAAAAGCGCGTTTGACAATAAATAAAGTAAAAAAAATNNNCAAANTCTTTTTACTATCACCCTACCCCCACCCTCCACCCCCCACCCAACGCCTCTTCTTCTTCTTCACANGCAACCGTCTTCTTCTTCTTCTTTATTTTTTTTCATCATTTTTTCATACCCAATTTCCATCCACCCCACCATACCTCCACCAAAATCCTCTCCCCCACCCCTCCATCATATCCTATTTTAATGCTTATTCGATTTCACCATTTTCATTATATTCGATTTTTCTCTTCGGCTTTGTTGGTGGTTGATAAAATTGATGATTGAGTTTAAAAAATAAAATATAATGATGGATTTGTTGGCGTGGGGTGACAAAGAAGCGGGAATTGAAGGTGGTGGAGAAGAAAAAATCGATATTGACAATGGTGGTGGTGATATTTGGTGGTGGGTTTGTACCTTTTGATGGTGATGATGTAATTTTGGTGATGAGTTTGTTTATGGGTGTCGAATTTTGTGGTGGATCTTTATAATTTTTGTGGGGATGATGGTGATAGTATGATTTCGATGGTGGATTTGATCGTAGGTGGTGAAATTTGTGGCGACTATTTTGATTTTCATGGTGAAATATATAGATTTGGTANTAATATGGCGGCAATGGTAGTGGTTTCATGGTGGTGTTCA

>rnd-6_family-5229#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CTAATGCGTTCTAAGATACTGTGACAAGTTTGTGGTTGAGAGAACGAAGGCATCTCTTTCACAAAAAAAAAACAAAAAATCCTCTCTTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTTTTTTTATTTTTTCTTTCTATATTTNATAGAGTCATAGNGTCAANTTNNNNTNCGGTTTATGATTCTATTCTAGCGACCGACGTTTATGACTCAACGCGTCTAAGCGCGATAGATTCGATGCGTCTTGCACAGACCGACGNCANNNNNNNNNNNNNNTTTTGACCGTAACGCTCTAACGGAACGATAGATTCGATGTGTCTTGCACGGACAATTNCGATCGTCGAAGACGACATCGTCGACGTCGAAAAANAAANAAAAANANAGTCTCATCGGTGAAAACCTTTGTGGGCACCATAAGACGATAAGAAAAAAGTCTCATCGGTGAAAACCTTTATAGGCACCATAAGACGACAAGAGAGAAAATCTTATCGGTGAAAACCCTTGCGGGACACCTTAAGATAAAAGAAGAGAACATCATGAAAATGACTANTTGGGAGAAATCTGCAAAGATCACCATTTCTCGATACCTCTACATGAAGAATACATAGATCAGTTATAAATTGATAATGGTTCAGATTTTGAGAATTAGACAACTCAAACGGATCCGGGGTCAAGTCCAAAGTGCATGTCATGGTTCACTCAAAGTCGACATATGCCTCCAGATAAGTTCTCTTTCTCATTTTTCTTCAAAAGGGAATGCCCTTCCTTAAGTTTATAGTCTTTCTTGATCCAATCTTTCACACTCTTAAGTCTGATATTTCTCTAGTCTTTTCGATATAATCTCTTGACAAAATAAGGTAAAAGATTGCAAAGCTTACTACGGGTTCCCAAAAGTAAAGCTGAGTATCCGAGTTGACATGCCATCGAGCAAGGACTAAAAACGCCTCAAATCTTCACTAAAAACTCGTGAAGGAACACGATATAGTCTCTTAAGTCATGAAAAATATTCAACAGGAAAATTCATCCTTTGGGACATCAGTCGCACCATGATATTTGGTAGTACCAAAAAGATCAAGGCCCCCGAATCGACAAAGAGGAAGCTTCAAAGGTTGTTCAACCGAGAATTTGGAGTAGAGTTGGAGAAATTGGTCAGGAGTATGGTCAAGTCATCGGAGCATCAAGGCCACAAACCAACCACCGCTTTAAACTAACAATTTTCTCTGTCTTTTGCTCAACACAGGAACAAAAGAAAATGCGGGATTACAAGTCAAAAATGAAACATCACAAAAAGGAAGTTCTCCAAAGTCTTCACATGTTTGTTGTTTCATCTCATGCTATTCTCATTCTTGCCTCTCAATTCGAGAGCTTCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATACACACTCGTCATTTATTCACGTGCGAAACGTACCAGTCTTTCTTTCATGAGCAAGACGTACCAATCCAAATCGCATGCAATACACATCGATATTGCATTCATGTGCAAAACACACTAGTCTTCTTTCATGTGCAATACGCACCAGTCCTTATTCACGTGCAATACGCATCAATTCTCTATTCATGGGCAATACGCACCATATGCATATCCTGGGTAATACGCACCAATNCGNCATTCATGGGTTATACACACCATATTCACATTTTGGGGGATACACCCCAATCTTAGGACAATCCACAAAGACAATACGTCTTATTTGAAACTCTCAGGGCAACACGCCCCGCTTCTCCCTTTTCTTTCTACGGTTATACGTCCTAGTTTAAGATTCTCATTTTTTTTCTCTTCCCTAACAGAAAGCACATCCTTTTCGGGTTCTTCATTTTGTGATCTTGAGTTTTGAGTTTCTACCGCCAACTCAAGTCAAACACATGCACTTGAGAATGATCCTCAATACGCCAAGAGAGCATGAANATCAATNTCAAAGATAACGCACAGAGCAAGTCAAAGATCAAGACGAGACCCTAAGAAGANACATCAAGTAGGGATCTTGTAACTCCTTNAATGTAGTGAGGCATAGTTCTCTAGNTCTCTTCTTATACTGTAATTATAGACGGTAGATGATGACAAGCAACGTGAAGCAATCTTTTGACCGCAATTTCTGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGGCCCAAATGACCGATCAATTTTTATTGAATTGGGCTAATTTAGACCAAATTNTGACGGCCCAATCAATTTCGANCCCGGTCCAATAGAAATGGTCAAGATTAAATCTCAACCGTCCATGATTTTTTGATCCAAGGGTTCTTATGGGACCCTACCAAAAATACAAACCCCAAAATCAAATTTTTATTGCCTTATTTTTTNTTCTTTTCTTCTCCCCTTCGCTTCCGCCCGCCGCCGGCCGGCCACCACCNCTTGGCCGNAAAAATCTCTAAAATTTTACCACTTCTTCCTTTCACCCTCCTCTACACGAATTCACAAACCATTCGTTCATATTCATAGCCAAACTCCGTAGATCTAAGAAAAACCAAACATAAATTTTCACCTTTTTCTTTAGTATTTACGAAGTTTCGGTCATCCCCGTCCTATATCCTTTACATAAAAGTGTAGAGCTCTTCAAGGGCTATCCTTTGATGTAAATTTCATGTCCAAAATCCGTCAAAAAATGTTTCGGCGGAGTTTTCCAGCGACCTCCATTCGTCCGAAAATTTATATCAATCATTTTCACCCTCTCATCCTCTATCCAAATCCGTCATTATCACATTTTTTTAAAACCATATAAGTCGTTTTGATGTCGGATTATGTNTTGTTTTGTTAGTGTTCTTCGAGTTCATGTTTAAGTTGTTGCTTGAGTTTTNTTTTTGTTTTTTTTCTTTTTTGTTTGATNNTTTTATTTTTTATTTTTATTTTTCTGTCCTATTTNTTGTGTTTGATCTTCGAAATAGTTTAGATGTTTAGATTTTGCGTTAGTGGGCCGATTTACTTTTCGATTTTGGGTCTTAATGACTAGAATCAAATGGGTTCTACATAATGGACCTATTTTAAAATTTTCAGATGGTCCATTTAGCTTTTATTCAATTAATGAATAAAAGAAAATGGGACCCTCTAAAGGGGCAACGTAGTCTTTTTCGATTAATATTCTCTTGAAAGAAAGAAAAAAAAAAAAAAGAAATTCGTTGGTCATCTTGGGTNGACACATTGGGAAGACAAATGACCTCGTGCATGCATTNACTCTTAAATTTTCAAGAAGAGGGAGATGTTTCATCTTCGCCACCTATTTAACACCCTCTTTCTTATTTCANTAAAGAAGAAAAAGAAGAGAAGAAGAGAGAACAGAAGATTCTTAGAAAAGAGAGANAAAANCATAATTTTAAGAGAAAAAAAAATAAGACTTAGAAATAAAAANAATTTCNATCTTTGTTCGGTTTGTGGTTTCAACTAGCATTGCTTTTGCCATCGTTGCTTGTCATCACTTCTTTCAGNTATTTCTCCTTTACATTTCGCAATGTAATTTCAAAAAATAATGAAGCATGTTCTTTATATGTTTTGATTAATTTATTTATGTTAAGTTTGTTTGAATTAGTTAATTATGTTTTGATATTTGATATAATTATGTTTTATTGTTAAGTATATTTGTGTTCTATTTTATTAATTGGCGTTAGCTTTATCTTTATTTTCGTTATGGAGTTGATACATAACCTTATTAGANNNNNATTAGTTAAATTATGTTTTGTTGTTANTTATATATTTGTGTTCTATTATTAAACTAGATGTNTAATTCGTATATTTGTCATTATGAAGTTGATACATAACCCATGCTTTTGCCTAAAAAAAAAAAAACAACAACAACGACAATCTCAAAGTCTTTTTTTTTATTTTTAGTTTTCTGGTCGTTTTAAGAAAAAAAAAAAAAGGGCTTTTTTTTTTGCAAAAAAAAATAANANATTCTGGTCGTTTTTACANNNNNTGTAAATCTATTNATTTTTGCAAAAAATGTAAATCTGATCGTTTTTGCAAAAAATGTAAATNCGATCATTTTTGGNNANNNTGCAAATTCGATCGTTTTATAAATTCTGTTTTTTTTTCTCTTAAATAAATATATGAAAATGGTTATTGAAACAAAAAATGCAAATNCGGCTACGTTTTGGTTAGTAATTTTAACTATTAGATAAAATTGGCTATTTTTGCAATTTTCTTTCAAAAGACGAANATGCAGCCATTTTGCGTAAAGCTGAAAATTTTACTAAAGTGATCGTTATTTCTGAAATTATATAAAAAAAAATAAAAATTATATCACCACTTGCTTTAAAAGGGGCTTTAAAAGGGGCTCAGTCATTCTTCTTTTTTTTTAGAAAAANATATAACTTTTTTTTTCTTNTCGTCGTTATCGTCAAGTAGTGATACTTACATGTGTGTGTGTGTATACTTATATATTTNTTTNATTTTTTTTTTTTAAAANAATTGNCATNTTTTAATTATCAATTTGCAAAAAAACGAAAGAATTCCTTTTTCATGTCTATATGTTGCAACAAGTTCACTTTTTTATTCATTAATTTTTTTAAAAAAATTTANTCATTAATTAAATAAAATTTGAGTCATTAATTATCAGTCTTTTTTTAAAAAAAAAATAAATTTAAATACCACCATGTGTTCGGTTACGATCCTTGGCCGGTGTATTTTTTCTNAAAAAGAGGTCTTGT

>rnd-6_family-396#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

CCAATTTGCCCCATGGCNAGGCAAGCNAGGCTGCCCTTCCCTNNCAGCACCATCACCTCCACCAAACGNTTTGANCTGNTACACGTNGACNTATGGGGACCCTATCACATCGAAACACATGATAACTTCAANTACTTTNTNACTATNGTAGATGACCGTAGCAGGGCNACNTGGACACACCTNCTAAGTTGCAAAAGCAACGCTCTNCGCGTNATCAAATCCTTCGTATCTATGGTAGAAAACCAGTTTCAGTACCACAATAAAGACTATTAGATCAGACAATGGGNTAGAATTTTCCAATAACGAAGCCAACTNTTTNTTTCAATCCAAAGGCGTTATTATACATCAAAAAACTCGTGTCCGCACATACCACAAACGAAATGGTGTNGTGGAAAGGAAACACAAATACCTGCTTGAAACNGCNANGNCCCTACTGTTTCAGTCCAANTTAGCCACAAAGATACTGGGGTGAGTGCGTTTTGACAGCTACTTACATCATNAACAGACTNCCCTCACACGTACTTCACAACAAGTGTCCNTTTGAGATNTTACACGAAANAAAACCCTCATACTCTCACATGAAAAGTTTTGGTTGCCTATGCTATCCAACCATACCAAAATTCCACAGGACCAANTTCGACCCTAAGGCCANACCTCGTGTTTTCATAGGCTACCCTCTTGGAACAAAGGGATACAAGGTNCTGAGTCTAGCCACTAGGAAAATTCACGTTTCNAGAGATGTAATATTTCATGAGAANATTTTTCCTTTTGCATTANCAAAAGAAAATTNTGCTTCCACGTTTCCTNCTTCTCCTTTTTACTACTCCATCCTTCCCCCAATTTTTCCTCTTCATATCCTAATCCACACGACACTGTTGGTCCTCGCGCCTCGTTCAATTGATCAACGAAAATNTTCCATTCCACATNCTAGTCCTTACCACATGACGACTCTGNACCTTCATCGACTNGTACATCTCCCGNTGATCTATTCTCTCATTGACGCGNCGTCCTACACCTCATTAACTTCTCGACCTACCACGCTTTCACCTCCGCAACCGGTCTGACGATACACATGTTGAAACCAAGAAAGTCTANTAGAANTCATAAATTGCATCCATGCCTATCTTGANTACGCTTAGCGCCCCACCNAACACNAAACAGGCCACACCACTTCCCGTCTCTTCTAAGTGCCTCGTTTTCNCTAAATCGGAACCATGTNTCNCCTGATGATCTAGATATCTGACAGTCAGTCTTTTGTTATAAATGTTTCTCATGATTGTGAACCATCNACTTATGAAGAGGCGNCCCTCGATCCTGCTTGGC

>rnd-6_family-331#DNA/MuDR ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

AGACAAGAATTGGCAAAGGGGACACTCCCAATATAACTTAATTTGATNAATAGCCACCTNATTTCTTTTTGATTTAATTTTTAGGGTTAGGGTNAGAAAAAGTGAAAAAGTGGGGTTGGGTTGTGGGGTCANGGGCCTTTTCATCANTTTAAGAACTTGGGGATAAAAATACAAGTTTATAAAANATCATTTTCATCCCAACACTTCAAACATTAAATAAATTCAATCCCTCCAAAAATTAAATTACAATCCCAAGAAATATAAAAAAAAAAATTAATAATATTGGGTAAAANATTTTCCGAGGAAACCTCAGAACGTTCTCCGAGAGCTCCTCGTTCTTCCGTANACCTGCTTTATCGAAATCATCAACCTCCATAAAACTGACCNTTCTCCAACAACCAACTTCCATCTTCTATTNTTGAAANCATAAACAAANGTGAGATCCCATAATCGTTCCTGAAAAACGAAGTGGAGTGTGTCTTTTTTTCATCAATCTTCTTCCCCAAGTTCAGTCGAATCTTGTTCAATCTTCTTCCCCAAGTTCAGTTGAATCTTTTTCAATCTTCTTCCTCTCAAGTAAGTTTAATCGTGTTTTCAGTAACTTTTAGCCTATTTGATTTTTTTTTAATTGCGATAGTGTAGCGAAGTTTAGATTTTTGCTTAAAGTTTTGAAAATCTCACCCGTTTTAGTTCATGCTTTTTATTCGGAATCGTTACTGACGTTTTGCTTTGGATAATGCATAGAATTTTTTGAATTTTTTATGTTTATCTGGCCTATCGATTTGAAAATTTTTACTGTATTTTGGTCGACTTTAATGGTGTTTACGTCGATGGCATTGTCGAGTTTTGTTGGAACTGCTACTTGTTTTGCATATTTTTTTAGCGTTACTCTGATTGTGTTAATAGACTAGTGGTCGATATTTTGATATGACAAATTATGTTTTTGTATATAGTACAGTATGGCTAAAACTAGAGGCGACATCGTTAAACGATCTGTTCCTAATGCTTCTAAAAATAAGAAACGNAAGGCTGAAGAAGTTTCCAGATCTTCAAAAAAGAAAAAAATTGTAGTTGAAGAACCTGAGTCTAACTCGGATTCTGATACAATGACCGAGATTGACAACTACCAGGACAGTAGTGCCCAGGCTAGTGATGATGTTGAATCTAGTGAAGATAAAANTGACAGTGAAGATGAGGAGAGTAGTAGAGATACCCGANACCGGAGATGAGGATGATGATCCCCTGTCCTTGCCAATTTGTGCAAGAGATATCTCTGGTAAGTCATATAACGACGTGGATGGATGAGTTAGGATCGTTTCCAGCGAAAATTTNTGTGAGAGCAAGGATGGCTGTTTATCGTGATTTTAGAAAACTTNTAGTTCAAGAAAAAATTTATAATGANTTTAAGGGTACTTGTTTTGGACACTTGAGGCATATTCCGGANTATTTCAAGTTCAATGGACAGATGGTCCGTTATATGTTGTTGCGACGTGTGAAAAATGATAAAAAATTGCATGAGATGTGGTTCTGTGTGAATGATAAGCCTGCTTGTTTTGGCTTAAGAGAATTTNCATTGATTACGNGGNTGAATTGCTCAGCATACCCCCGTGATGCAAAAATGACAAAAGTCCTTCAGAAAGGTGAGAAATTTCATTATAAAGTGACCAAGAATAAGAACATTACTGCTACAAAGTTGATGAGTTTGATCAAGGGTACCAAATTGAATAAGGAGCGGAAGTTGAAGTGCTCTTTAGTTTGGTTCGTCCACTCGATGTTGCTTGCCCATGATCGATCTAAGATTGTGGATTCAAACCACATTAAGATGGTGGATGATTTAGATTTCTTCGAGAGTTATCCGTGGGGGAAAGAGTGTTTTGATCTAACAGTGATGTATTTGAAGAANAAGATCGATTTGAAGAAGTAGAGTGAAGTGTNTAATGAGAAGAGGTAATGCATCGTACGCTCTGTACGGCTTCCCCTGGGCATTTCTGGTACTTATTATCAATTATGTANTCGATTTATNATAAACTCTTATATATTTATGTAGTATTTCATAGNCTCTGTTTATTTATTTGTTCTTCTATTAATTTCATGTTTGGATATATGAGGCTTTTCCTCATCTTGGAAAGTATGCCGAGAAGTCCTTGGATTCTCCTCTGCCCATTCCCCGTTTACTTAGATGGCACACGACAAAGAGTGATAATATTATCGAAGG

>rnd-6_family-670#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

ATCATGAAGTTTCAAAATAAATTGATATTCTATTTCAAATTTGGGAAATAGTTAATAAAGCATTCTAAGAGCACTTGAGAGGAAAAAACTGAAACTATTATACACATCAGGAAATGAACATATCAGAATAAATAACAGTAGAAATAATAAACGATTNATATGATAACTGAAGNAAATTAAATAATAGCGAACGTCGTAATACTAGAGATCCAAGTATGTTGAGTCTTTTATTCTAAGCCACATAAATATCAGATGTCATTAAACTTGCAGAATGGAAATCAAAGGTTTTATACTATAGAATTATAAAATTTTATATGAATACGAAGAGATTAATAAAAGCAAACATCGTGATGCTAGCGATGGAATGATCAGTCTAATCCTCCTCCTCCTGAGCAACAACAGCAACGGCCTTTGAAGTGTTACTCTTGTTGTTAGGCAGAAAAATGTTGTGAATTTTTGGAATAACACCACCATTCGGAATGGTCACATCTCTAAGAAATCGATTCAGCTCTTTATCAAACCTAATAGCTAACTGAACGTGCCTTGGAATGATCCGAGTCTTTTTGTCGTTCCTCGCTGCAATTCCAGCCAATTCAAGCACCTACAAACAATCACATATATGTAAAATTTAGTAATCACAAACCCTAGAAATTTGACATATCAAAAAAAGANAAAGAGAAGGAACTTGAGAAATTCACCTCAGCTGCAAGGTACTCAAGCACAGCAGCAAGGAATACCGGNGCTCCGGCGCCAACACGTTTGGCATACTTCCCGACTTCGAGGAATCGGGCAATACGAGCCACTGGAAATTGGAGGCCAGCTTTGCTTCTACGAGATCTTCTTTTAGCATTTGAACCAAGATTTTTCCCTTTACCGNCCATTGATCTTTTTCACTACAAAAAAAAAGTTTTGCTTTTTGATCTATAGAAACAAGAGACAAATGAAGCGGAAGAATTGAACTGTTGTGTGTGTATGTGAATTCCTAAAGCAATCTGGCTTTGGTATTTATAGCCCACGGGAGTTATAACCCAGCCAATGAGAAGACAATCACGAGGATTGAACTTGTACGCCGTTGGATGAAAGAGCAAATCAACGGTGGATAAAGATGTTGACACATTTTAATCAATTTCAAGGATTATAATAAGTTTATTTCCAAAGTAAATAAAGGATTATGATGTGTTTGTTTCCAAAGTAAATAAGTATTATGATGTGTTTGTTACCAAAAAAAAAGGGACTATGATGTCTTTAATATGTTGCCAAAAAAGAAAAAGACAGAANGGGATTATGATGAGTTTCGTTGCTCAAACAAGAAGGGGACAATTTTATTCTTTAATATTTGGCTTTAATAGCCATTTGAACATATTTGAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGCTCAACAAGCCTAAAAATAACAGTAGCCCTCATTTTTAAAGCAANTAATAGGTTATAGTTATTTTTTAAAAAAATTATTGAGTATTGTCTGTANAAAATATAAANTTTTCATATGAGAGGAAATAANTAATAGAAGTTTGACGAATCTAGAATACTATGTCTCAAGAAAGATTAAANGAATTGACTATAATAAACTTCATTAAAANATAAAATAAAATTTAAGGCCTCCATTCGAATTTGGCTTTAGGTCACCGATATGTTTGAGCCGCCC

>rnd-6_family-11189#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TAGATGAATATGTTGTTATGCATGAAGGGCGTTTCACACTCTTTTGATTTTCGTACGGCATGGACATCCGCATGTTGTCGACTAGACCTCGACAAATGCCGTCGCGTGCGACGTCTCTCGTCTAACGAGCGCAAGCCA

>rnd-6_family-5669#DNA/hAT-Tag1 ( Recon Family Size = 17 Final Multiple Alignment Size = 17 )

GCGAGAGGCGAGAAAGGCGTCGCCTTTTGTATTTTCTTAAAAAAGGCGACCAATTTAGGGTTTTAAAAGTTAAAAGGTAATTTTAGGGTTTTCGACTAGACTCCTCCGGCGACCAGCCAGACTTTTCCGGCGACTCCAAAGTCCAACCAATACGTATTTCTTCTTTTCTTCTTCAGATTTCTTTCTTCTTCCTCTGCTTCTTTTTCCTTCTTCTTCGGACTTCAGAGTCACTTCTACCTTTGTTTTGACTTTTGTTCTGTTTTTTTCTCATTCAAGTTCTAGACTTTTAGTATGTACTATCTATTTTCAGTTTTTGAATTGAAATATTTGCTAATATGTTATTGCTATTGAGATTTTGATTATTTACATATGCAATTAAATATTTTAATTTTTTGGTATTAATTGGTGCCGCACTTCAAAAAGGCGAGCGCCTCGCCGCTCGCCTCGCCTCGTGGCGAGGCAGACCCTTGTCGCCTTTTATCGCCTTTCGCCGTCCAAAA

>rnd-6_family-3956#LINE/L1 ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

ATTGACCAAGAGATATGGTGGGAGCCAATAGATGGTCATGCTAGCCTGTGGTATGACAATTGGACACAACTAGGGGCTCTGCATTACGTATCACCTCTANCTCNTACGATGACTAATGAGGCCTGCGAAGAGGTTCATCAGGTCATGAGTACTGATGGGTGGAACTATAATNTGATGAAGGAGNTATTCGNCGANGAAGTATGCGANCANGTGAANAACGTCCTGGGGACTGGNNTAATAGCTGANGAAAGAGACAAACCTTGGTGGATGCCNAATAGCAAAGGAAAATTTACNGTGAGAAGTGCTTGGGAANTGATNAGACAAAGGAAGGANAAGCAGNANGACATTATGNNTATNTGGGAAAAAGGNATTCCTTTCAGAGTNTCCTTCCTNCTNTGGAGAATGTGGTTTAAAAGAATCCCTATTGGGGAGGTNTTGGTCAGGNGCAAAATCGCTGACTCTGTTGNNTGTGTTTGTTGTAATAACGNTNCGCAAGAAACTTTTGACCATCTGTTTGTNGCATGTCCNGANGCCAATTATTTATGGAGAAATTTGTCAGGAGCTGCAGGGATACATGGACCNTTTATACAGNTNAAGCAAACNATGGANAAATGGTGGGGGCGTTGATTGTACCGCTAAACTGAAACCNCTGTTTANAGCNGTTCCNATNTTTATCATATGGCAGATTTGGAAAAGAAGGAATANNATTAGACATGGAGGAAANATGTCCAAATTCACTATGGTAAGAGAAATTAACAGGAACATNCATCTATTCGCTATGAATAGATATCCTTGGCTAGNTAATATCCCAAGCTCTTGGCCTCGGATGGTNAAGTTCTTNGAAGANTACATCCCNATNCTCTCTTGTAAAGTGGTNAGATGGAGNTGGCCTNCCGTAGGAGTGTTTAAATGCAATACNGATGGTTCTAGCAAAGATCAATTATCACCTCAGCTCTAAAGGCGTTTTGTGTGAGAAACAGCCGTGGAGATTTAATCTACGCACAAATTGATTGTATGGCGTTTTGCANTGCNTTAGAAGCTGAAGTGAAAGCNTTTANAAGTGGTTTACTGTATTGTGTNCAAAACAATTACCTCCCTCTTGTGATGGAAACAGACTCCCTAATAATTAAAAAAGTCCTTGACGGAATATGGGAAATCCCNTGGGGAATATCAGTGGACACAAGGTGCATTATGGAGGAGCTNAAGGAGAAGGAAGTGGCGGTGACACACATTTTCAGAGAGAAGGGAACAAACTGGCCGATTTTTTAACTAACTATGTCTTCAGTTTTGCAGGTACAAATAACATTCANTTTACATCNNTAGAAGATCTACCAGGACAAGCTNAAGCAATACTANACGNTGATAAACGAGGCACACCAAATCTCAGGACAAAGAAGTGTCAAAATGCAAATTTCAATATCTAAAACAAAACCTTTAACAGAGAAGGGCATAACAGAANTNCATACANCAACAAAAAAGATATCAGGCCTACAACAACATCTACACAACGNTTGCGCGAAGAGCAATCTTTAGCGAGGAACGCGAAAATTAGGNNAANTGTNGTTNACGGTTGGTCATAANTCTGCAGAATCAAAGAGATTNACCTAATNAGCCTTAAATCGTTGCAGTGGTATTAGCTTCTCGAAGCTCAGCCTGCATCGATTTAAGGTNTGTTAGCTNAATCTCTTNGATGTATGTGTTACAAGCTCTAAAGCTCAATCTCTTGGAGTGTGTCGTTACCTTGCGGCCAAGATGGACGACTGTTAAGAGTTGAAGAAGCCTTCATCAGACCGGATCCATGCCGTTTGTGAGAAGTTTTGAACGCCCAGGTGGATGCCGCCTAAGCTCTTGATCATTTCGTCTCAATGTCTGCTACTGGTATGCTGCCGGAGTTGCTGATAGTAATGGTGTCTGGAGCTGCGTCTTTGTGCAGCTGCCAAGGAAGAAGGCAGAGAGGGTTTCTTTCCTACCTACTCTTTGAGTCTTCCTCTGTATTTTGCTGTTTGTTTCCTTANCTTTTCCCTGTCCTTTTGTTTATTAAGGGACTTGCTTACTTTTATTTTTATTGAATAATTAAGGGCCTGACCCACTTTTGATCTAAAAA

>rnd-6_family-296#DNA/hAT-Tip100 ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TTAAACTAAAAAAAAAATTAGAACTAAGACAACAAATGCAAACGGCATTAATGAATGAAGTGATAGATATGACNATTACTTTTTACCTTTCCAATAAAAAGTTGTGTACTTTTTTTTAATGTACAAGTTATCTTTTTTTTTTTACCTTATTTTTTTTCTAATTTTATTTTTATATATTCTATCCTCCTCTCTTCCTCTCTTCTATTTCTTCTCTCTTTCTCTTTTCTAATCTTACATCTCTCTCTTATTCAAAGCTTAAGAATTTACTTGTTCTATTGATAGTTTATATTTTAAATTTGGAGAAAAATATATTGCAGCAGCCCGATTCATTTTCGGAAATCAAGTCTTCATAGTTCTTGAATCCGGTAATATCATTCTAATTTCTAATATTATTTTTGTTTTGTGTCTTATGTTTATTATATTTTTTATTTGATATTGTAAATAGTGTTTAAAATATTTGTTAGATTTTAATATGTCAACTAGAAAATATGAATCCGGTCATTCAAAACTTAAAAGAAAAAGAAAAGTC

>rnd-6_family-4793#LINE/L1 ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AAGTTTATTCACAGTTTCAGCCCAANGNCTTGCGGAATAGAAGNAAAATGATCAGGTAACTATCGGCAGCCTTTACCTGCGTTTGNTTGGGNACCGACNNAGAGTTCCNTGGAAGTGCTTGATGTTCGNNAACTCTGCAAGGCCAAAGGCCGTNTTCACTATGTGGCTNCAGCTGCAAAACAAACTANCAACCAGTGATAGGCTGGCNNNATGGGGGATGGATATAGATCCGAAGTGCGTGTTGTGCCAANATGATCTCGAAACTAGAGATCACGTATGTNTACAAGTTGCGTTTACAGTCAACATGTTTGGAGNAAGTTGACGACATGGATCAAATGGTCCAAGCTATACCTTAGACGNTTGGGACCAACACGNCTTGGAGTGGATCATAGAGAACGCNAAAGGGAACACTCCGACTGCCCAAATTTTTAGACTGATGTATGCTGAGTGTGTCTATGCGGTGTGGATNGAGAGGAACCACAGAATCTTTGAGAAGGAAAGCAGAANTCGGGAATCTATTGCCAAGGAGATAGCTTATATNTGTTGTGTTAGGGCCAGCCAGAAAACTATGCAAGTCGTTCATCAATTTGCGTTTTAGGTTGCTAGCTTAGTTTTCTTTCGTTCTAGTTGTTCTCATTGAGTTTTTTTTTTAGAATAGCAAGTTGTGTATGACTTNGCTATTGGNTTTGTAATGNTTACACTTTGGTGATTAATAAAATCCTGTTAGTTACCAAAAAATATA

>rnd-6_family-1346#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

AGTAGGCATTGGAGCGGTCTTGATGNAANAACGAAAACCCATAGCTTACTTTAGTGAAAAGCTAAGAGGAGATACATTGCAATATTCTACCTATGATAAGGAACTCTATGCCTTGATTAGAGCNTTGGGTAATTGGCAACACTACTTGTGGCCTAAGGAATTTGTCATTAGGACCGATCATGAGNCCCTGAAGCATATTCGGGCCCAAGGAAAGCTNAACAAAAGGCACGCCGAATGGATTGAATTCCTTGAAACTTTCCCTTATGTAATCCAATACGAAAAGGGAAAGGAGAATGTGGTGGCCGATGCCTTGTCTAGAAAACATGTGTTGATAAATACTTTGTCTTCTAAATTGATTGGCTTTGAATGTTTGAAGGCATTGTATCCCAAGGATCCCGCGTTTGCTCAAATCTTCAAAGATTGTGAGGAATGGGAGAGGGAAAGGTGGACGAGGGATAGATCTTCTACTCCCTATTCCAAGTTTGATGGTTTCTTGTTCAAAGGCAAGAGACTTTGTGTGCCTATGAGCTCTTGGAGAGAACTATTTGTGAGGGAGGCACGCGATGGGGGTTTAATGGGTCATTTTGGTATTGACAAAACTAGGGGAATTCTCGAGGAACAATTCTATTGGCCTAAAATGCATAAAGATGTTGTTCGAATTTGTGGTCAATGTGTTGAATGTCGACGTGCTAAGTCGCGCCTCCTTCCCC

>rnd-6_family-10979#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

ATGGATACTAGTCACTTCNAAATTAGAGCAAGCAAATAATGCCTTTCTTCAGGGGACTACTACTCGCAAGGAAAAAACTTTTTTCCTCCGCCTCTGCNGAAAGGCGGAAGAAAGAGNATGATTGTTATTTAAAGAATGGAAGTNCCGTGCTTGAGGAGCTTCTTGCTTTATGCGACGGAAATTGCAGAATTCCCATCCGTTACTTCACTGCCATAGAGATCCACAATGCAATTAGACACTCTAAAACCACAATAATGGANCTTGCCGATGGGTNTACGGTTACGGGATCGCTAGACAACCGCCCCGTTTTAGTTAGGTTCAATACATGTTCATTCAACAATATCCACCGAGATATAGCGATTACTGCTCAGATGAGTCATCTGAAGAATGTGTTGAGACTTGTCGGTTGCTGTCTAGAATTTGAANAACCAGTTATGGTGTATGAATATGTTGAAGCTATATCTCTTTTCGATCTACTTTTCGAAAAGGATAATCNTAATAGAAAATCGCTATCTTGGGGAAATAGATTACGAGTTGCACGTGAGGTCGCTTCTGCAATCGTTTTCCTCCATACTGAATTTACTACGCCCATCATCCACAGAAATATAAAGCCACACAATGTGATAATAGATCAGAANAGCGGCGTTGCCAAAATATTGAACTTCNCACTCTCCATATCATTGCCTCCAGGGGAATTGGAGTTACNAGATGATGGTGCGTGGAACANTTGGGTATATAGCTCCAGAATATNTCCACCAGGNTATTATTACTCAAAAAACTGATGTCTACAGCTTTGGGGTTCTTCTCTTTCAGCTATTAACCGGAAAGANAGTGTACGATACTATGGATAGAGTGGATTCTGNAAATTCGAAAGAGACAATAGATTCTAAAAATCTTCCAACCAATTACTTTGTCGATCGTTATATTAAAGAGGGTAATGTAATGGATATNGCGGATCCGACTATCTTAGAAGAGCATGGAATTGAGATTCAACAACAATTGGAAGACTACTTGGATCTTGTTAAGAAATGCACAGCTGACAAGGGAGATGATAGACCATACATGATTCATGTCGCAAGGGAATTANGCCGAATTGAAAAGTGTTTCCGTGCCCTCGCTCTTGGTC

>rnd-6_family-347#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

GGGGCGAATTTATGTATNAAATTTGGGTCATCGGAACCCGTGGTCATCCGACTAAACTCGATATATTACTTGTATAATTATTAAAGAATATATTAAATAAAAACTTGTGGAACCCGTTCTCAAAATNGCTGGATGGTTCACTGGTTCGACTGCNAGATTTCAACACCAAGGTCCCGGGTTCGATCCCAGNCAGCCACAATTCGCTTCAATTTATTTTTATTAACTAAAAACACGTTTTTTCATTAAAAAAAAAAAGCTAAATTCTGAAAGTTCAAAGTCAAAAGACTTCAAAAGTTTCCTTCCCACCCACTTTTCAAGTTCCAAGTTCCAACAATATTTTTCTTCTCTCTTCAAATTTGTCTTCTATTTTCCACACAAAGAAGAAGCTTCAAGTCTCCAACTTCAAGTCAAGAATCTAGAGAAATCATCATCGTCAAAGTTTAAGGTAAAATTTTAGTTTATGATTTCTCTTTTTAATAAACAAACTAACAAGATAAATAAATAAATTTTTNTAAATATATATCGCTTTAATTTTAGGGTTTCCATATAAAAAAAACTTGTCATTACTTATAATAGGAAATCATCAATAGCTAAAGAATTGATTATCTCAAACTTACATATTTTGCGGATGTAACTTGTAAGGAATGTGTTTTCTATTATATTATCAATTTTGAAGGGTGTGATTCCCTTATTTTTTAATGTGAAAGGGGTGCGATTCCTCTNCTTTATTATGAACTTGCGAGGGTGTGATTCCGAATGCAAAAGAGGTATAAGTC

>rnd-6_family-9514#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CCAACTACCGTCCATGTACGATCCATACTAGATCTGACCAACTGCCCATCCTACCTCCTCTACGTTCTTGACAGCCCATCTTTGTCTCAGTAGAGTNTTTCGGCGGCACGTTTCGGTCCTCTTCCCCATTACTTAGAAAAAGTGAGCCACCGGTTCAGGTACAAGATACTATCATTACCGCCTGGACAATTAGACATCCAACCCGTAATCGCAACGACCCAATTGCAAGAGCGGAGCTCTACCAACTGAGCTATATCCCCCGCGAGCCAAGTGGAGCATGCATGAAGTAGTCAGATGTTTCTTCTATTCTTTTCCCTGGCGCAGCTGGGCCATCCTGGACTTGAACCAGAGACCTCGCCCGTGAAGTAAATCATCGCACCTACGGTCCAACCAATTGGGAGAGAATCAATAGATTCCTTTTCGGGAGCGATTCATCCTTCCCGAACGCAGCATACAACTCTCCGTTGTACTGCGCTCTCCAAGTGTGCTTGTTCCCCCCTTCTTCCTTACCCCGGCAAGTCTTTGTGAAATAACTCCGATGAGAAGAAAAAAGAAGGCGTTAAGAGACCCTCCTGGCCCAACCCTAGACACTCTAAGATCCTTTTTCAAACCTGCTCCCATTTCGATTTCGAGTCGAGAAAAAAATGGCTCGAATGGTACGATCCCTCCGTCACCCCAGAATGAAAGGGGTGATCTCGTAGTTCTTGGTCTGTGAAGATGCGTTGTTAGGTGCTCCATTTTATTTTCCCATTGAGGCCGAACCTAAACCTGTGCTCGAGAGATAGCTGTCCATACACTGATAAGGGATGTA

>rnd-6_family-3410#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

CGAAGATGAGGTGCATATGACACCTTAGGCGAATCCCACATCGAAATGGGAGAGGAAAGTGAAGAGCTTTATAAGGTATAGCTCAAGTTCACACGGTACGTGCGCGNTTTATGGCTCGATGTGCGTAGCCCTTCTCGAAGGACAAATCCGTAAGGTTCGTTGGGCCAAAGCGGACAATACGTGCCATGGACTTAGGTCGCGANAAATATGGTATCGTAGACGAGACCCCCGCGGTACGATGGTGGGGGCAACCCTCAACGAGGACGCTGAGTCCCTAATGGGGTTCCATGTGATGNCCACGANAGAGGGNGGGNCGACGAGAGCGGGTCAAGGAGGANTGATAAGCTTCTAGGCTGACAAACTTTTGAAAAAGGGNATGCATATAACACTNTAGGCGAATCCGACGTCGGAACGGAAAGAGGAAAGTNAAGAGTTTTATAAGACATAACACAAGTTCACATGACGCGCGCGCTTTTGGGCTCGATGATGATATAGCCCAAGGGACAAATCCGTGAGGTNTGTTGGGCCAAAACGGACAATACGTGTCATGGGCTTGGGTCGTCATAACAAATATGGTATCAGAGTCGGACTCTCGCATTACGACGGTGGGGGCAAACCTCAGCGAGGATGCTGTATCCCGAAGGGGGTTGTATGTGACGACCATGACAGAGGACGGNCCGATCGAAGGCGAGGTCAAAGAGGACTGACGAGCTTCTAAGCTGACAAGCNTTCGGAAAAGGGGTGCACATGACATTTTAGACGAATTTCACATCGGAAAAGAAAAGTGAAGCGCTTTATAAGGTATAACACAAGTTCACATGGTACGCGCGCNTTTGGATTCGATGTGGNNTAGCCCGAGGGACAAATCCGTAGGTTGGCCTAGGTCCAAAGCGGACGATACGTGTCATGGGCTTGGTCGTGACAAATATGAAAGCAAACATATAGCATACA

>rnd-6_family-843#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

CTTACTTTTATAATTTTGTATGACAATTTTTTNAAATCTATCTTTCATTGTTCGTACGTTTTTTTTTTTGTTTGCATCTTTCTCGCGAAATTAAAGAATCTTTCTCGCGAATACAAATATTAAATCAAATTTAGAAAGCTCAAAACATTAAACAATATTATTACCCTCCTTGTTCATCAAATNAAAACAGTTCTAAAATATTTGTTGTGGTTCGAGTAGAGATCAATTACAGTTTTAAATAATTACTCTTTCNTNCAAATATTGCAGTCTCTTCATACTTACTTTCTTTCCTTTTAATGTTCATATTCTNCGAAAGTTGCTATTCTTCTCTTTAATGAATGAATCAACCTTTTTTTTCACCTTTCACTAATCTTAGCTTATGAAANNCGNTATTTNNNNNNNNATAAATCANCTTTTTATCTTGACTAATTTTTACTACAATTATAATATACGACATATTTTATTTATATAAAATGAATAGATTGAGAAATACATAACCTCAATTACATAANATACTATAAAGTTTATTCAAATAAATTAAACTCGATTGAGTANTATATGNCNNNNTATAAATTAATCAATATTCATTTAACTTAAAGTATTATATGTAAGTTAATATTAATATTCCTTTAACTTTAGTTATACGTTAACAGTTTGGTTAATATTTCTAAATTATTCTAAAAGGTAAACATAAACAAAAATCGGAGAAATTCTTGAATTCTCGAAATTAATTTCGTTATTCTCAACTTAACATAACAACACGAAAATTAAATTCATTTTTTGTGAAGGAAAAAAAACATATACAATGTCGAANCAAAANAAAAAATCTNGAAGGNCTATNAACNAAACGATTCAGGCCTTCANGGTTAAAAACAATTTACCTTAGAATTTTTTTAAAAANATTTAGTATAAGAATAAATTAAAATTAATTAATAAATAAAAGAATTTTTGTAGAAGTACCAAGGAAGATGATCCTNNCCTCTAATATTCAATTTGTACACGTGACCGACATCCACTATATCATTGAAGATTAATGGACAAAATAGTAATGGAGGGGATCCTTTACTGATTTGTTCATCAAACTTAAACTTAAATCCCTAAATATTATCATATGCGCATCTTCCATTATAAACAATAAAACTTATTCACAAAAAATATGCACGGAATAATAAGCGTAGTAAAATCAAAAATAGTGAGGGGGAAAAAACAACACAAATGAAAAAAATAAATAAGAAAGAACACTATAAATAAGAGACATCAAACAAACTAAAATGAGAAGAGTAACATAAATTATATATAATACTCATCAAAATTGAATTTGAATTTGAAATCCCAAAATTGTCATATGCTCATCTTATCTTCTACACTGTAAATAATAGAAGTTAGTGACANATAATCTATATATAATAAAATTAGCCGTAAACNNAAAGTGATGTACGNTTTAGTATAAATATAATGAAGAAAGAAAAAAGGAGAAAAAGAAATTCTTACCGTTGGCGAAGATGATATGCTCTAGTATTTATAGTAATCAATAAATTTGTAACTTAATTGAATAATATAAATTAAAAGAGTAATATAGTAATNAATAAAATTGTAACTTACATNGATATTAAGTGTCTTAATTGTAATTAAGTAATATCGTCTTTAAGAAGGAATAGAGAAAGGTATTAGAAAAAGGTGATTAATGATGTTAAATGGCGAACGAAATATAATAAAATTATCGTTAATTTCTGCAAAATATTAAGGCAAGAAAATAATAAAAAAGGCACAAAATNTAGTGAGGAAAAAAAAAAAGAGGATGAATAAGAAAAGGATAAAAAAAGGTTTTATGAATTGATTAGTTGGGNTGATAACGGAAAAAGGTTGCTTTTTGGGCTTTATTGATTTGTGATAGTGACCTTTTCAATTCTTCAATAATATATATAATAATTAACAATTAATGTAATAACTTATAGACAATAAATTAATATGGTTATTAAATAGAATATGGTTAATTCTTCAATTAAAAAATAAAGAT

>rnd-6_family-2660#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

AACTTTAAAAAAGTTCAATATAAACTTTAAACTTTAAAGTCAACTTTAAACTTTAAANTCAATATTTAAAGTTTAAACTTAAATTCAATTGAAACTTTAAAGTAACTTTAAAGTTTAAAGTTTTAAATTGAAGTTTTTTAATAATATAATTTTATTAATTAATAATATAATATTATATAATAATTAAAGTTAATAAAAAAAAAAAAANAACACGACGATCCGACAAGANCCGGATCCGACGCGGTCCAAACCGGTTCCTATCCGATAACTAAGGGACCGGGCGGAACCTTCGGGAATTTCCGGTAAAACCGGTTCCGGTAAGACCCGGTTCCGGTAAATAAATCCGGTAACGAGGACCGGTTCCGGTAAAACCGGTCCTGTTGATCCGGTCCTGTCCGNTTGCCAGCCTTAC

>rnd-6_family-4676#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

ACTAAGATTAAAAGAACTATTCAATTTAAAATAAATCNAATTCGGATATAACCCGCCCCGCCCCAATAATTTAACCCGACCTAATCTATAACATTGACCCACCCAATTTATCTTTCAAACAAAAAAACCTAATGGGCGATTGAGTTCTTGCTCTCCAGCAACGTCTGCAACTTGGAGCCTCTTCATCGCAAAGATTTTTGCTCAAAGGTATGATTTCTTTTCTTCTTCAAACTTTATAGCCTNAGATTTCGGGTATGATTTCTTTTCTTCTTCAAACTTTATAGCCTAGGGTTTTATGTATGATTTCTTTCTTCTTGAAGCTTTATAGTCTAGGNTTATTTTTTNCGTATGATTTCTTTCGTTGCTTGGAGTTTCATAGCCTAGGATTTTGGGTATGATTTCTTTTCTTGCTTCAAGCTTCATAGCCTAAGGTTTTGGGTATGATTTATTTTCTTGNTTCAAGCTTCATATATAGCCTAGGTTTTTGGGTATTGATTCGAATTCGACGTAATNTGTTTATATATATTATGTTGGTTACCGTCTTGATTTGGTGTCGAATTTATTTGCACGAGTACTCTTGATTTNTGATCCCGAAATAATTTAGAAATTATTTTTATTTGTGTATGAAAATATGTTAACTTTTATCTTCTTTATTNTTCAACAGTTAGTCACTTTCATGTATTNTATTCTTCAACAATCATGAAATGTGGTCCCTTTCGTATTTTTTTTATTCTTCAACAGTCATAAAATATGGTNTCTTTC

>rnd-6_family-940#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

TGCAGACACCAGCTCTAGAAAACCTGCATTTTTCCTTCTTTTCAAATCCGAGGTGTTAC

>rnd-6_family-540#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

AACGTGCCTAAAACTCATCTAGTATTAAAAACTCTTACTCTTATTTTTGTGAATTCTAGACAACTAATCTTTTCGTTCCATTATTATATTAATCGATGATATTTTTAATTAAATTANTCCCCATATCAAAGGATTCAACTAACCTAAAATGGAGTAAATTCGAGTTCAACAACATAACTTATTTGTTTGTTTATTGGGTAATGACCCATTTATCCAAAAAATACATAAATTAAAATAGACAATTGACATCAACATTAAGCTACAACAATGTCATAAAAACAATGGCTTAGGCACAACAAAATTGAATAACAACAAAAAATAAAATTCTTACATAATAATGGGATTTTATTCATCTTTTAGGTATTTGCACTAAGANATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCTTCTTGGNGTTTTTGTGCCGTATNNCGCGTTTTTTTTTNCTTTTTCTGGTTTTTGTTGCGTTTTTTTTTTCTTTTTTTCGTGTTGTGCGTCGTGTGTGTGTCGGTTGTCTTTTGGTATTGTGGGTTTTTTTTGCTTCTCTCCGTGTATGTGTTGTGTGTATAGTAGTGTATAGGTATAGTGGTGTGGGTGTACGTGGGAGTGTGGTGGGAAGTTAAGGGTTTAGTGGGGTGAGGGTTGTGGGGAATGGGAAGAGTAGTGGGGGTTAATGGGGGTAAGGTAAGGTTATTTNTTTTTTANATTTAATATAATATAATATTATAATATTAATATTATTTAATTATTTTTAAACTAACAAAAATTGAGTAGCTAATAGTAAATTATAATTAAGAAATACTAGCTTATTTATTAAACTAAATTAAAAGAAAACATAT

>rnd-6_family-2952#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 17 )

TTAAAATTATCAATTCATCAAATTCAAAATACCATATTCACTAATGTACAACAAAAGTGAATTAAAAGTGTAGCAAAATAGTGGTAAAAATGCATATTCACAAGCAGCCCATTCTTCATCACTCTTTCAACTCCTTATTTGAATTCGAATCAGCCCCTTCATCTGCAATATTAAAAAAATGAATTTCACATGTAAAAATGAAATATATATAACACAAGACGAATCTTAGAAAGATGATTAGAATATAATTTTACCTTTACTATCTCCGGACACCAATTCTTTTTCGATAATGGTCTCATTCACTTTTCCCTTTTTCTTTTTTCTAGCGCTTGACAATGCCTCCGAAATTTGTCTCTTTGTTCTTTTAACATAGTCGGGAGTATATGGATGAGAGATCTTTGATGATGGCCTAATACCTCTCTTAGACTTCATGGTGACGATAGCTTTCTCTAAAGACTCAATCTTAGCATTCATGGTGACGATAGTTTTCTTTAAAGACTCTACCCTAACATTCAATAAATCTATCGTCTCCTTAGTGGATGGAGTTTCTTGAAGACAAGGAACATTCTCATCGATCGGAGAAGATGTTCCTACTCCAAAACCACCACTAATATCACCGAAGTCTCCTCCTCTTTCGAAATCAACACCATCAGTACATCTATCAACATTTGGAGTAAATTCTCCTCCTCCTCCATCACCAACACCACTAAAAACTCTCTCAAAAATTGGAGAAGATGCTCCTCCACCTCCTACATCAAGATTATGCTCATCAATTATGATGTCTCTTTTTATAGCCACAACACCATTCAAATCCGTCTCAAGCTTTTCAATCTTATCATCCTTGGTTAATTTCTTAGGCACAAACTTAGTGAAAAATTCCATTTCCATTTCACTAGATGTAGGAATTATCCATGGATGCACAATCTACATGTAAAAATAATAATAATTAAAATGTGATAAAGCAACTGTTGCATTTAAAGATTATTATATACCAGTTGTTCTAATTGTTCCAGCAATTGTTGTAATAANTTCAACAATTGACAGCAACTAATTAAACGAATAAAACACTTGTTGAAAAGGCTACAGCAAAATCAGAAAAGCAACAACAATTTCACTTTAACTAAAAATGTTTAAAGAATGATGCTTACCGAGTCCTGAGGGGGATCAAACAACTCATTAATCTCAACTGATTCGTTATTAGTCGCCGAAAGCCATCGAAAAATCCTCGGTGAAGACACTTGTTTCGAAAACACCTTATATTTCTTTCGGAGGAAAGGAACAACCTCAAATGCCCAACACTACATAAAATAATCACAAAAAGAGNATCAAAATATTGGAAAGCACCCAAAAATAATGAAATAAATATATATA

>rnd-6_family-880#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TCCTTGCTGATGCACACGGTATTCCACGTGCCCCATGCTACTCGGGACAGAGCGTAAGATATGTGATGCTTTCGGCTACTGGACTTTCGCCATCTAGGGTGCAGCATTCAGGCTGCTTCGCCTAGCAGCACGACGCTTGTATTGCTCTCCCACAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTGAGCAGCCCTATTTCGAAAGGTTGCCCTATTCGGGAATCTCGCGGAACGGATCTATGCTTATTTTCAACTCCCCGAAGCATTTCGTCGATTACTACGCCCTTCCTCGACTCTGGGTGCCTAGGTATCCACCGTAAGCCTTTCCTCGTTTGAACCTCGCCCTTAACTTTAAAGGCTACGCCATCCTAAGGTGACTGCTAAATGGACGAATCTTATCAACGTNCATGAATGATAAATCACGGATCGAACCGCCGAATCGGAAAAATTGGGTGGCTATCGTAAAGCTTTGTATCGGCTAAGTTCACGAGTTGGAGATAAGCGGACTCGAACCGCTGACATCCGCCGCAGGGTAAACCACCGCCTCTCAGGTCCCCCGACTGATTCTACCATAGAGGCCAACGATAGACAATAACTCCCCNCCGAACACAGCTTACAACTTTCATCGTACTGTGCTCTCCAAAGAGCAACTCCGCGNNNNTTCTCAAAATCTCACTTAAAAGGTGCTGAGTTGGAATCCCATTCTAACTAAAGATTCTTGTGGTTCCGGAGGATCCAACTACAGGAGAACCAGGAACGGAGGGCTTTCCCCCCCTTCCGCCCGACTCTTTGGTCTTAAGAACGCTGGTTTTAAGAATGAGTCATTGCCCTTCTCCGACCCTGACTGCCCAACCTGAGAGCGGACAGCTAATGCGTTCCACTTATTGAACAGGGTTCTATGGTCGGTCCGTGACCCCTGGATGCCGAAGGCGTCCTTGGGGTGATCTCGTAGTTCCTACGGGGTGGAGATGATGGGGTCGGTCCATGAATTTTCCTTCCTTTTCTTTTGCCGCATTTCGCTCAAAGGGTTGAAGGGAGATAGTGCATCAAACTGTTCGCAAAGGGCCAACTTGATCCTCTTCCCCAGAGATCTCAGACGAGGGAACCCTGGGAGA

>rnd-6_family-668#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

GCCCGCGTGCGTACCACAATTTACAGTCCTATGGCTACACTTTTAAGTGTGGCAATGTTATTTTGGCTATAAAATATTTATATGCCACAATTTCTAATTAAAAAACACCAATATTATTTTGCAATAAATGATCTCAAGCACNAAATTAGCTAATAAGTAATTCGAATATATAGATTTGCAATAAACTTCGAAAGATAGTATGTCTTGTGTACATACACATACTTATAAAGCGATATTCTAAANATGTGTACACCAATACTTCANAAAGTACTCTTACAATGCGTTCAANATATTCTAGCTATCAATAAATTCCACAAAACCAAATATAATGCATTCAAACAATATNACAATAGTNCAAAAACTCTTCATCGTCCACTNCAATAGATCGAATTNACTTCTGGCCACCNTTCAAATTCGATCACCNGCATTTTCCTGCACATTCAAAATAAAATTANAAGTCAGCGAAATAAATCATGTCAAGAAGTTCCAGATTGCAGCAGTTCCAGATTGCAGCGATTCCAGATTGCAGATTGGCAGACAGCAAATTTCTNCAGATTGCAGATTTTACGGCGAGTCCAAATTNCAAATTGCAGATTCTAGCAGATTGCAGTTCAGGCAGTATATGTATTNTAGTTCCAGATCGCAGAGCGCGCAGGATATGCTTGGAACACAAAAACAGGAATATACCTAAGCATATAAATTGAGCTGATAAGGATAAACAAAATGAGG

>rnd-6_family-2926#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

ATTGAAAAGATAAAGAATTACAAGCTACTAGTTTGAATCTAAACGAANAATACACAATTATAATATNAAGAGTGATTTTAGTAACAATTAAGGATGGGAGCAAAGATCTNCAAGCAAGGATCAAGCAAGGGATANATGGGAATGGGAAGCTAATTCACACTCAAACGATCCATTGCAACTCAATATCACGCATATATCTCGAATAATCATGGGTAAAATCATATATGCCTTGGAACCACAATTATCCACCTCCTTCTCCCGAACATAGGCAAATATATCTCAACTAGCTCTTTCGAACCTAGCTAAGTAGCAATATAATCGGTCCAATTTATGGGCATCGCAAGGATTTCACTATCTTNTAGCTATCGTTCATATATATATATATATCCATTAAATGTTGTNGTTACACCTCAAATTAGCACTAATCAACATTTCCCAACCTCAATTGACTCTTCCGAGCTCAATCAAAGTAAATGGGCAAGTCCAAGGAGTGATCAATTTCATTAGGAAAACAATTTAAGCATGAAATTGATTAGATAATCAAAGACCCATATTTCATAAATGAGAAGCAATCAATCAATTACAAAAGCAAAAGAATAAAATCAACAACCCAACAATTGTCTATCTCTAGCACAAAACTCCAAATCTCCAATGATCAATTACGCCCACAATTCAAGCAATACAAAGCAAGGAAATGAAGAATGAGTAAAAATTACTACAATCAAGCTTTCAATCTTCGAACCCAAATGTGAATTGTGAGGAAACTTGCTATCAAAGCTCAAAACCCCAAAGCTATGAACTCTCTATTACAATTGAGAATTTTAGAGTGCAATAACCGATGTCAAGATGCTCTCTCAAAATGGTTGTCCATNAGNACGNANNTAGAGTTTTGGGGATCAAAATAGTNGACTTTGGGATCAAAATGGCAAACTGCCAGTCCGCTCCGTACGCNTGAAAAATNACTCTTCGCTGTTCGCGGAGAATGGCCCGCATTTGCGGGACTGCGTTGATTGGAAGGNCGCNTTCGCGNGNCGGTGGGGNGCGTTTG

>rnd-6_family-7252#LINE/L1 ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CTCCCAGGCACGGTTCCCAATGCTCTTTCTCTCTCCTACTTCCTAGGAGAGCAGAAGCCCATTTTTCCGGCANCTTCCGCCGGAATCCAAGCCTTTTCTTTTTAAGCCAACAATAATCACCCACTGTGATTATTGCTAAATCACCCNTTAGNCTAGGATGGAGGAGAATAGAATCTATTTCAATGCTGGTTTCAAGTCGTTCGATATCACCAGATGGGNAACTGAGAAAGTCTGAATGGTACGAATGGGTAGAAAGAAGCCGAAAGATGATGCGNAGATCGNTTATGAGCAAGAAANCTATTGGAATGGATCTGTTTCTGTCTGAGAGAAGCGTCAAAGGAGNAAAAGAAGGAGACGAGGAGGTGGAAATTANCAGAGCGAGAGGCAGAGCATTTTTGTACGAGGAAACATAATGNATATGGGAAATTTATAAGCATNATAACNNTAAATAGTGGGGGAAGGTCAGGCTTAATTATTCCTGAGCTTGCATCGAATGCGGGGTGGTTGGACGTTGCATTGAAGATTGACAGATTCATTAAATGCAAGAAGGGAAAGGAGGAAATACCCAATGCAAGGGTGATTGCTGATGACTACCCGTATGCTGATGCTGTACGAGATAGTAAATGGCAATCCAGGAACCTACGCAGTGCAGAGGTCAAAAGCATTACGGGTAAGGTGGAAGTTCTAGATAAAATGAGTACCCAGGAGGGCGATCTGTTATCTAGATGCCTTAGTTGGGTATTGCAGTGAGAAGCCCAAGGAGAGGNCAACTTTAGCGGACATNAGAAGGTGGTCGTCAACGAGCTGGAAGAAAGCCTTTGGAGTCAACATTTACGAACTGAATAGACGAGACGTTCTTGTTTGAGTTNCCCAAATAGATACATGGCGGAACAAACCATNCAAGGTCAATGGAGGTGGAAGAACAGCAGATTCCATCTNGACTGGTGGAGCCCAACAACAGGATGCATCCCCCACACNNGCTCTTGTGAGAGAAACATGGATTAGAGCAGTGGGGGATCCCCCTACATCTGTGGTCCAAGAAGGTATTCGAAGAAATAGGGGAACTNTGCGGAGGNTGGATNGCGACGGAAGAGGAAACGGAGCTNAAAAACCACATGAAGTGGGCGATGGGCGAGAATCCTGGTGGCGAACGATGGTAGAAATATNCCGAGAGAGGTGTCGATTTCGCGCGANGGGATCAAATACCACTTTCCGATTTGGGCGGAAAGCAAACCAAGATTTGAATCGTCGCCGGAAAGTGATAGGGAAACCGCCGGAGAAGAGGACGAAGCNTTTTGCCCAGNNAATGACTTTACGCCAGGAGGTCAGATGGCCGTAGACATCTGCGATACAGTACAAGGAAATCCCATCGNACTAGGGATTTTGGTACGATCTCAGCACGTGGGCTCTACGTCGACAGCTGGAAAGTCGTACAATCTGGAGCACGTGAGGGGCACGTGAGTTTTTTAAATGAGACTCTGGAGGTGGGCCTATTCAAAANCCCAAGAAGGGCCAGATGTCCAAGTTACAGGATCCGAAGGCCCAGATNTNGCAGGCCNGGTNATTNCTAATGATTTNCAAGAGGACGAAAGCCGGACCAGTCTAGAGCGCCTTTGACTTTATCGAAGACATAACAGCTCGCAAGTGGCCACGAACGACAATTCTCAGTCGCCCTAGAGAAGAGAACGTACGCGACGGTCGCGACGGTAGCGGAGAAATCAATCGAGTTAATCGGGGGAAAAGGANTCGANGATAGCGGGAGGGGAGAGGAAGANACCTAACTCCATAGATAGGGGAGNTNCGACGTGGGTAGAGATAATTACGAAGTCAGGGGAGACTGGGCTAGCGATACAAAGCTCAAACACAGAAATAGTTAATTGGGAGGTGGAGGAAGCCGAGCCAATTATGGTGCAGCAACAACAAAGGGCTCAAGATGTAGATAAAGCGAATTCAACATGGGTGCAACAGAATTTGATCAAACTGGGGAAAATCTTTGGGATCGATTTCCAAGGGCATGAAGAGGAGGCNATAGAGTTACTNCTACAGATAGACAGTCGCAGGANAATGGAGCAGGATACAGAAGTTAAGAAGCTCAAGATCAAGGGT

>rnd-6_family-447#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GCTTAAGAAATTTAATGTTGGTATTTTCTGTGGTAAGGAAATTACTTCTATTTTCTGTGTTCTTTTTATTGG

>rnd-6_family-384#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

ATTGTAAAAAAGAAAAAAAAAANTCGCTGCTGTGGCAGCGATTTTAAGTCAGAATTTTTTTTTTCCTTACACATCGCTGCAGGGGCAGCGTTTTTCATGCCNAGTGCTATTATTTTCATGCCTATTGTTAATTATTAATAATATAAAAATGATAAACAAGACGGACAGTATACTCAATAAAATTGTTGAAGCATGAGGAAAATTGAATTATATATCATAAATAATAATAAAAGAATATTAAATTAAAA

>rnd-6_family-990#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CACCTCGCAACTCTACTCTTAAAATTTGAATCGTTCGTCGTAAGTATATGAGCTTGAACNGGGTGATGTCCTACTTGCTCATGTGTTTTAAGGTCCTTTACCAAGTGTATCAAGGGTATCANAAGGTGATCTAGGGTCAAAAG

>rnd-6_family-1462#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

CTAGTTTGTTGCGATTAAAAAGGAAANTAAACGTAAAATTAAATGTCAGTTCCCCAAATCACGCAAATCGAATTGATGTCAATCTCTCCCAAACCGTAACAGCTCCAAACAATTCAAANTTCAAATTTTCTTCTCTCAAATCTCTCNCAAATCGTAACAGATTCAAAAAAAAGTCGACAATTTTATATAGTTATGTATCATATACAAAAAANACTATGAATATGATATACACTGATTTATTTATAAAACAGTGTTGCAGATACTTAACAACATGTGATACATCACAACATCTNATACATAACTATGTTATATACATAACAAAGTTATGTGTCATATACATAACTATGAATATGATACAAACTGATTTTGTTATAAAACATTAGTGTTTATGTATCAACGGTAATATTTGATAGTGTCTACAGATACATAGCCTTCTACTAGTTGAATAAGGCTGGGTGTATATATCAGTAGTAAAAGATAACGAAATTTGTAATAGTTGTGTATCCAATACGTAACTATGAACACGATACATACTAATTTGTGTTTCAATAAATTAGGGTTATGTATCAAAACTAATATTTGAAAACGATACATTGTACATGATAAAATTGTAATGTATCGTAANGGCGAAACGAACGNATTATACATTAATTTAAGAATCAAAATCAACTAGATACATTAAAAGATCGTTGAAAGCAACAAAAAATAACGACGAAAAATCGACAATTTGATCTGCCGAAAGCAAAAAAAATAAAATGATGAAGAAATTCNTCCACACTTTCTCCTTCGCTCTGTATCAACTCCTGTAGCTTTTTTTCACTTTCAACGATGACGTCACCCATGGATCTCGACCCAAAGCCCTTACCGGAGCCACCAACAACTCTTGATAAAATTGTAATGTATCATAATGTTGAAACGAATGCATTATACATTAATTTAAGAAACAAAAACAACTAGATACATTAAAAAAACTGAACCCATATGTATCAGAAAAAAGATGAACAACAAAAATTGAAAAAAGTCAACAATCTGATTTGCCGAAAGCGAAAAAAAATGATGAAGAAATCCTTCTACACTTTCTCTTTTGCTCTGTATCAACTTCCGTAGCTTTTTTTCACTTTCAACAATGGCGTCACCCATGGATCTCGACCCAAAGCCCTTACCGGAGCCACCAACAACTCGACCCGATCTGCCTTTTTTGGGCTTTTTTTTTACAATCAATTTTGAAGTTGAAGATGCATCCTTATTCGACTAAATTTGTAGATGAAAAAGCTAAAAATATCAAAAAAAAAATTGATACCTGATGAAGTGGAAAGAAAAAAATGGATGAAGAAGAAGCTACCTCTTCAATAACTTGCAATTGATGAACCGGAAAGAGAAAAGATTTGAAATTCGAAAATAGAGCGATGGAGATAATTGGCGATACCATGAGTGATTTTAGGCGTGAAAAAAAAAAAAAAAAACGAAGCGATGGAGGTGATTAGTGATACAGCGATGTATCCGGAAAAGTGTGAGAAATTGAGGAAAACGGGAATTTTTGTAATTTTTTAGAATGGTAGAGAATAACAAAATAAATAGGGCAAAAAAGATGTATAGTTAGATAATTTTTCCTTTTAAAAAAAAAGAAGTTTTGGGC

>rnd-6_family-3376#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 17 )

AGCTAACTTTTTTTGANGCGATGNTGNANACCTTGAAATATTATGCNCCTCTAGTTTTTACACCCTCATGTCTCCCTAGTTGCTAATAACTTGTGATGTAAGCTAAAANCCTATGTTTGGGGGAGGAAANAGTGAATGAAGTTGAGATGTAGACGAAAGCCTAAGTTTGGGGGTTTTGTGCNCCGAGAGAACAAAGAGGAATGAGCTAAAAACTATAGAGCGCCATAAGCTTCAAAATGAAAAGTGCTTTAGTGAATTCATGGATGAAAGAATATAAGAAGGAAAACAAAATGTTGGTGCTAGCTCATAGTTNGCACATNCCTCAAGTGAAAAGAAAAATGGGTGTTTGAAATGAGTGGACGTCATGTGAACGGGAGAAATAAGGTGGAAGCAAATCGANAATGTGAGCGGTATGCTCAAANGAAATGTGANAGNATTAGGGAGGCATCTTAGTCACTTGACCAAATGATACCCTACCTTTTTCCCAAGCCTAAGCTAAACCCGCGAGTCTTTGGGGATTTTGAGCCTTGTCAATCTACATTAGTGGCGATCTACATACANGACAAGCCTATGGTTCAATGTGTGTACGCTTGAATTCATTGAGAGTGAGTATTTTTGCATGATCTATAATCCCTTGAATTGACATTCGTNATGTGTGTGGGATTCTCTCTTGTGTGAGTGACATTACATCCTTCATGTGAATCGTGATGTCTTTATTTCAATTGAGTTGCATGAATGCGATAAATTCGTGTGAATCTTTAGGCAAANCTNGAAGGTTGATGCCATTGACTTGAGATGCTTTAAGATTGTNCTTGAATGAANNATTGTCCGANTGTTGCGCTTGAAAAGTGTTTTGAATGAGAAGGATTTCGAAAGGAAGAAAACCTTCGCCTAACGANTGATGGTGGAACCGATTGTGAGTTGTGTTTGTATATAGAGTCTT

>rnd-6_family-15403#DNA/MuDR ( Recon Family Size = 24 Final Multiple Alignment Size = 17 )

CTAGTCGCATACCTCTTGCNAGATTAACAGCTATTGAGAAAACATGAGCACCTATTTTACCTGGAAACACAAATCTTGATAACCAAAGAGAAAGAAAAGCTTCATGCTCAAAATTCCTACCACTGTTCATGAAAAAATTCAACCATCTACTCTGATTATTAGTCTTCAATCCGATAAGCTCTCTTCGCGCACTTTCAAGATTTTCTTCAATCTCTACCAACTCAGGGGATTGAAGGGGGGACAAAACAGAGTCACCCAAAACAGAGAAGCCTCCCGAAATCATCATGTCTTCAAGAGTAACAGTAGCTTCACCCCACGGAAACACAAAAGTGTTAGTCTCACAACACCGCCTTTCTACCAACCCAAAAATCAAATTTTGATCCGTCTGGACTCTATAAACTGAACTCTTGATAGCTCCGTAAATCCCTGCAGCTTTCCATACAGGGTGATGGATAGNCTCCATCGTTTCAACCCATTCTTTCCATTTCATTTGTTGATCCCTCCATCCATTGCAACCATGAAAGGAGACTTTCAATGGCCACTCAGATTCGGATGGAAAAGGAATTGAAGG

>rnd-6_family-243#LINE/L1 ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

GAAGATATTAGCTCTGAAATTGTGTATTGGAAATCAGCTGTTGTTTGTTACGTTTTGGGAGCACATCCCCCATTTGAAGTGATTAAAGAGTTTATTCAACGTTTATGGGCTAAACATGGTCTAAATAAAATAGCTATGTTGAATAATGGTGTTATATTAGTCAGATTTGACTCCGAAACAGGGAAGAACGAGGTACTACGGGGTGGAATTTATCATTTTGACAATAAGCCCTTTATTGTTAAGGCTTGGAGCCCTGACATGGAATTCACTCGGGAAGAGCCATATAAAGTTCCAATTTGGACTAAACTACCTGGTGTAGATTTCAAATATTGGAGTCTGAAGGGTTTTAGTAAGATAGGCAGTCTGGTGGGTAAACCTCTCATGGTTGATAGGAATATCGAGAAGAAAATTTGCTTAAATTTTGCTAGGCTATTGGTGGAAGTAGTATTGGATGCTCAACTCCCTGAGACTATTCTATTTAGGAACGAAAAAGGAAACTTGATTGAGCAGAAATTAAAGTCACGTATGATTAGAGACCCACTATGTGCAAATTCTGTAAAAAAAATATGGAGATTTAGGAGATGATTGTAGAAAGAAGAAAGGGCCTAAGACTATCCCCAATAATATACCAAAGGAACATGAAGAGGTGGTTCTTCCAAACATGCAGACTGATGCAAAGTTGACACAGGCAAATAACACAATACAGAATAGCAGCAAGAGTGCTCCAGCTCAGCCCCAAACGAGCGTTCAAAGCAGACAATCCCCAACTTGTATCTCAATACAAGATATACAGAAGCAACCTCAAGAAATATCAGTATGGGTTACTCCATCAAAGACAAGTAAAAGCCATAACACAACCTAACAACAAGTAATGGATGTGAATACNTTTCAAGTGTGGAACCACGGAACAANNNNNNNATATGAAGCAAGCAATGTCGGTAAAGGCGGTAATGAGGAAGGCCAAGTANNATCCATCTTATCGGGCAATGGTTAACGTTCTTTGCTGGAAACTTAGGGGGCTCAATGCCCCAAATGAGCAAAAGGAGGTTAAAATCCTTTGCAATGAGGAAGAGGTCAGTACTAATCGGTTTGCTTGAAACAAAGATCAAAGCTGATAAGGTTGACTAGGTGATTAGTAAGCTATTTNNNGGATGGGGGTATATTACAAATCTGAANTATCATTATAATGGTAGAATNNTGTTNNTATGGAGGCCTGATTACTATCACGTGGTTAAANANCAGTTATTGCTCGAGACGCGCAGGGAATAACATGTGGGGTTAGNCATAAAGNCGTTCGCAATTCAATTCTTGATATTNNTCTTTTGTTTATGCTTTTAATACTAGAGAGGAAAGAAGGATTGTTGTGGGATAGCTANNNGGATTGAGNATCATAGTCTAAGGAACGATANACCATGGCTCGTCCTTGGAGATTTTAACTCANTTTTGAAAANAGATGATAGATCGGATGGGAACCCTATTACGTGGGCCGAGGTGATAGANTTNCAGACATGTATTGATAAGCGTGGGCTCGTTGAAATNNCTCTATCGAGGGTCGAAATAGATACACATGGAATGATAAGCGTGGAGATAATAGAATTTTTTCAAAAATTGATTGGGCTTTTGTATCAATAATGATTGGATAGACACCATGCCAGCGTGCAAGGCTAACTATTTACCTATGGAGGGAATCAGTGACCATTGTTCCATTGAGGTCATTGTTTGTAGAGGGGAGGCTCAACATGCCAAAACGAGCCATTTCAAATTCTGCAATGTTTGGGCAAAACATCCATNNGTTTATGGATANNGTGCAANCNGNATGGGGTGAAATTCAAGGTGAAGGGTGGCAAGATGTTCCAAGTAGTGAAGAAGCCTTAAGGTTACTTAAGAAAGAGTTTCCAGGAGTCTTGAATACACAGCATTCTTCGGAAATGTTGTACCCGNTGGGGCAGATGATGACATGGATGCTCTGCATTGGCAGAAGCACAAAAATGGCTGCAACCAGAACCCATCCGNATATAGCACTTCAGGAACAAGAGAAACAGAAGTGTCAGCGATTCAGGAAATNCCTCATATTTGGCTGAAGTTTTTCTGCAACAGAGAAGCAAAGTAAATTGGATAAAGTTGGGGGATGATAATACAAGGTATTTTTATTCCGTCATAAAGCATAAAAGGCTACAACAAGCTACTAACCANAATCAGAGATAAGGAAGGAAAAATGGCGTTCGGCAAACAGAGAACGCAAGTATTGCGAAGATGTTTGTCGAATACTATGAGGAGTCGTTGGGGAAAAAGGAGAGGTATAGAATCAAAGCTTTTGGTAGATTTTTTTGAAGAATGGNCACACGCTCACAATTCGACAACAATTGGAGTTAATNAGACCATATACTGAAAAGGATGTCAAGAAAGCTATGTTTAGTATTGATAGTAACAAGAGCCCCGGTCCGGATGGNTATGGGAGTGGTTTCTNCAGAGATGNTTGGAGTGTGGTGGGAAAAGATGTNACGGAGGCAGTTTTGGAGTTCTTCGGGAATGGNNAANTGTTGAGACAGATAAATGCCACTAACATTGCNCTNATTCCNAAGGTGGCGGTTCCAGAACGTGCNAGTCAGTTCAGACCAATTTCATGTCGTAATGTNATNTACAAATGTATCTCNAAACTGATNTGTNCGAGATTGAAAGATGTNGTAAGTAGCTTGGTGGCCGATAACCAAGCNGCTTTTGTNCAAGGGAGGTCTATGGTACATAACGTATTGATTTGTCATGACNTATTGAGGCATTACAATAGGAAGACCNCTCCTAGATGTTTGATGAAGATCGACCTGAGAAAGGCATATGACATGGTNAGTTGGGAATTTATAGAGGAAGCTCTAGANGGGTATGGNTTTCCAANCGNATTCGTGCAATTGGTNATGGTATGTGTCACGNCTACAANNTTCTCTGTNAAGGTGAATGGNGAAGGACATGGNTACTTTGAAGGANAGAGGGATGAGACAAGGAGATCCCATGTCTCCCCTTTTATTTGTACTGGTTACGGAATATCTCTCCGGGNTNCTTAAAAGNATGAGCGANCTGCCAGACTTCAAGTTTCATCCNATGTGTAAAGGNNTNAGGTTGACTCACTTGATCTTTGCAGATGATCTTATGATCTTCTGTAAAGGAGATGTCGAATCTGTTACCAAGAGT

>rnd-6_family-3835#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

ATCTATAAATAAAATAAAATTATATATATAATATTTACAAAATTTTACATGCCCAAATTTGAAATAAAATATATAAACATTAAAATCTATAAACTAACTAAAAATATATTAACAAAGTAGATTATAAATAATAGGATAGCTTTTTGAAATTTTGGGAAGCGTAAAAGCTACTTTTTAGAAAGTTCGGGAAGTGTAAAAGCTACTTTTGAACTGATAGCTTACTTTTTAGAAAGTTGAAAAAGTG

>rnd-6_family-7149#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TGTGTCGCCTGCGAAGTTCACTACGAAGGAAGGCATGAAGCAAAGTGTGAGAACGACTTTCCAAGCGCGTTCGGATCAAAAGTCGACACTGAGGGAGATGCAAGAAAAGGAATACCCCTTCTTGGATTCTGACGTTTCTGAGATTTTTGATGAGTTGCTCGAGTTAAAGCTCATTGAGTTGCCAGAGATGAAGCGACCTGATGAAGCTGGAAAAACCGATGACCCAAATTATTGCAAGTATCACAGACTTGTGAGTCATCCTCTTGAAAAATGTTTTGTCTTCAAGGATAGAGTGATGCGATTGGTTAACGAAAAGAAGATTGTCCTTGATGATGAGAAGGCTAGTTCTAACCAAATCTCTATCACGTTCGGCTCGCTCGATCCGGTCCAAATATGTATCTCTGAAAAGCATGAAGAAGAGTCATTGGAGCAAGACAAATCTCAAGTTGATATAGATGGTGATGAAGGCTGGATTCTTGTGACTAGGCGAAGACGCAACAAGTCAAGCTTACGAAAAGAATCATCCGAGCAACCGATTAGAAGGAAGATGGTGAGGAAACTGGAGAAGCAGAAATCAATCAAGCGCCCAAAGAGGGCAAAGGTAGAAGTGCATCACTACCAGAAACCCCGACGTCCTGTGACTCTAGAGGAATTCTTACCAAGTTGGTTCCGCGCAAAGTCTACTCAAGACAATGTCGAGGCATCATGTTTCAATGCTGATAAAGAAGAAACAATGAAGGTGTCTCCTACTGACAAAGAAGGAACAACGAGTGAATCCTCACCAAAAGTGTCTCCTAGTGACGAAGAAGAAGCAACGAGGGAAATCTCGTCAATGATGTCTCCTTCGTCTTCTGAAAAACCTATTGAACCTTCTTCCCAAGAAGCGCATGCATGTGATACAAAAATCACATTTACAGATAATGATCTTCTATTTGGTGAAACACTACACAATCGTCCTTTGTATATGGTGGGTCACGTGCTAGAGAAGAAGATAAATAGAATCTTAATAGATGAAGGATCTGGAGTCAACATTCTGCCTATCCACACATTGAAGGAACTCGGCATCACGACTGAAGAACTTAGTGAAAGTCGTTTGTTGATACAAGGATTCAATCAAGGGGGACAGAGGTCCATAGGCTCTATTAAATTAGAAATCCACATGGAAGATTTGCGATCAAGCGCATGGATGCACGTGATCGATGCAAAGACTTCATACAATATATTACTTGGCAGGCCTTGGGTACACGAGAATAGAATTGTCTCATCTTCTTACTATCAATGTTTGAAGTATCTTGAAGGCGGGATTGAAAGGAAGATAGTTGCGGATGATAATCCTTTCACCGAAGTTGAGACGCACTTCGCCGATGCAAAATTCTATTTGAAGAGTTATGTTGTTAAAGGGACAAAATCTAATGATGTCAAATCAATCAAGTCTGATAAGATCACAAGCAAAAGAATCGATGCGGCTGTCGGAAAGGTAAAAGTTGACACTAAAGAACTTTGTCCCANTCTNAATGAAGGGAAGATCATGTCTTCGAAGAAGAAGCTGACTTCTGTACTTCGCTATGTTCCAAAGGTGAAGAAAGAAGAAGGTCAATCATCTAACCTTCAAGAAAATGCATTGAGAGGACTAACTCTTCCTATCAGACGGATTGATGCAATAAACTTGTCTTCAAAGCTGCCAGAAAAGTCAATCGCTCAAAATCAAGTGCGAGATGTGGCACTCCCTACAAAACGCACGAGAGAAGGTTTTGATCCCAATGCTTACAAGTTATTTGTGAAGGCTGGATACAACCCTAATGAGCCATCAATGTTAGGGAAACTCCCATCGGAAGATACAACTAGGCAAGCACGCGAAGGCCTAGGCTATAGCCAACCGCCGCCAATTCGCATCTCCATAAGAAGGGCAAGCAATAACCATATAACTNTAGAAGATGATGTCACTACTCCCAACAAAAAGCCTTCCGTCTTTGATCGACTTGGAGAATCGACTGCAAGAACTTCTGTGTTTGAGAGGTTAGGTCCATTGAAGAAGAAGAATAACAAGCATCAGAGAAGTTATCTAAGAGTGACAACGCTTGCTTCACATATGATCCGAAAGGATTTCAAAAGTTTGATTCCTTCTAGAATGAGGCGACGAGTGGAACTTGTGGTTTCGTGTAAAGAGGAACTCAAGGCAAAGGCTCACACTGTGGTTTACACCAAGGAGCGCGAGGAAGATGAAGAAAGTGTAGGCTCCTCATATCATGTTACAATCCAGAATGAGCACGATTCTTTGCCTCAAACGAAGATTGATGAAGAGTTGGAAGATATTGTCTGGTGTTGTCATATATCTGTCAATGACAATGATCCTCTAGAAGAGGAAGATGCTGGAGATGCTCCACCAGAACTTGAAGAAGGAGTGAAGACCACAATAGATCCCTTAAAGGAAGTTAACCTTGGCACTGATGAAGACCCAAGGCCAACTTACCTGAGTGCCTTTCTAGAAGTTGATGAAGAAATCGCTTATATG

>rnd-6_family-1731#LTR/Caulimovirus ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

GCTCATAGCAGCTTACAGCCTCCCCCGGAGATCGAAGATTTCAAGNTCAAAGATTATTCGGATCTTGAGAATTTCTTGGAAAAGAAATTCAAAGGTGGTGGNNTGNAGCCTATAAATGTTGANAACTTCTCGGAAGGAGAACCTAGTCATAAGAACGAGTTTTCTGATGATATTAATAAAATCTCAGAAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGATCAAAGAGATAAAGTTCTNATGGCAGTAAAACAAGAAGAACAATATANNNCCCAGAATGCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTCGANATTCCNAAGCAAAAGTCTAAGGACAAGGAATATACTCCTAATAAAAAGAAAAAGTCTTCCTAAACAAAAACGCNNANNGACGAGGAATATAAGAAAAANAANGAATNTACTCCTAAAAAAAGGANTACGAAAANNNNNNNATGGAAGANNAAAAGAAANATNAGAAAAAAAGCTTAGNAGAAGAGCTGAAGAAGGGNTAAAGGAGACTCTTCTAAGAGAAAGNANNNNAAAAGTANCGGAAAAATTATAANAAGTCGGATACTTGCCACAAATGTGGAAGATTTGGCCATTATGCCAAAGACTGCCGGGTCAAGGAAAAGATTAAAAGCCTTGACGTAGATGATAACATAAAGGATTCTCTTTATAAGATTATGCTTAATTCTGATTCAGGAATANATCAGAATCAGAAGATGGTAGCGGTNAGGGGTCCTCAACAAGTGAAGATCTTAAAGCTCTTCAACAAGAAGATTATATGACTTCAGAGGACGAATGTTCACCTTGCCAACAAGGAATGNAATGTGAAAAGGATGGTGACGAAGATGATCTTTATAAGATCTATTNCCAATTTAAGGAATTGAGCCTCAATGTCATTGATAATGACAAAGTACTGGAGCTCTTACAAAGTATTAAAGATCCGGAAATAAGAGCTCAGATTATTGATAAAATCAGTGATACTTCTACTACTAAGAATAAAGATCATATTCCTGAGGANATCCCAACCAAAGAAGGTTCATACACCATGGCAGAGGTTAAAAATCTCTTANTAGAAAGGAGAAAATTAATAAGTTCTCCTACTACTATCAGTGATCTGAAGNANGAGATTAATAATCTCAAAGAAGACATTGTTCGTCTAAAAGAAAAGAATGTCGCTATAGAGGTAAGACTCGATGCCGTCCAAAGTCTNCAAGANTTGGGTAATGCCTCTGAATCGTCATCTTATCTTGAAGGAGAAAATAATAGTCTTGATTTTATGAAAAATNNCTTCGTTTAAAAAATAATAAAACAGATTTTTTACANAGTCTTAAAGCTTTCACTTCCCAAAAGGTTTATACTAAGATCACTCTTCTTATAGATTATAACTATAAAAAAGAAT

>rnd-6_family-2282#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

AATCGTCGTAGCTTGCATCTGAGTGGTAATTGTTATAGGGAAAATTAGCAAACTAGTCAAACTCCCTAACATAATTATTAAAAACATCTACACTTTAAAATAATTATTGAAAATGTCAATATGTCAATATTTTAGCAAATAAAATGTATCCTAATATAATTGATTTTCTTTCCTTTTATTTCTCAAATCAGGCCCNACATTCAACTAATTTACTCCCCTATACGTGAAAAAAGAAAAAAAAAAACTCCCATTACCCACTTTCCCCTCTTTCTAGGTTTTTACCCCAAATTCTTCCTTTCTCTCTCTCGAGTTTTTCACCATTGTTCTCTCTTCTCCTTTTCTTGTCTAAGAAAATCACCTCTTCTACTTTCCTCCAATTTGTTCAAGAAATCTCACAATTTCTTCAAAATATTTTTCANCCACGAATAAAGGTAAATACATTGTCACCAAGTATATTTTGATTTCCAAAATTGGGTGCTGAAGATTTCGAAGAAGTTGTCGAAGACCAAGTTGAGGAAGAACAATTTCCTATTAGTTTGTTTTGTATTTATAGTTTTTTTAGAATTTTGTATCCTTTCTCAATTAATATTCAAATCTGTATGTATGCTATTAATATTTGTATTCATTCAAAATCTCATGTTGCATAGTTTATGAATCTTGTATTTGTTCCTAATTTGAATTCATCCCAAAGGTATGTTAACTAGATATGTATTTTATTTAGAGGAAGAACAACTTCCTATTGGTTTGTTTTGTTTTGTTTTTATAATTTTTTTCAGAATTTTGTATCCTTTCTCAATTTGTATTCAAAACCGTATGTAGGCTATTAATATTTGTATTCATTCAAAAATCATGTTGCATAGTTTATGAATCTGGTATTTGTTCCTAATTTGTATTCATTCTAAAGGTATGCCAACTAGTTATGTATTTTATTTAAGAATGATTGCAACAAATATTCACTTATTCCTTTTCAGTTTTACATTTNANTCTCACTTTTTCATCATACTGTTTTTTGTATTTTATATATTATTATACAAAATACNACATAAAANCTAGAATGAATACAAACACAAATAGNATACATATTGAAATGAATACGACTTGAGAAAGGATACAANATTCTGAAGAAAAAATAAATACGCNGTGAAAAAATACGCGAATACGAATACGTTTCTNAAATAANTATAGATCGATTTGGCATACCTATTNGAATGAATACAAACTAATAAAAAAAATACAATGTTCNTNATAAAAATACAAATGATGAGTANAAGGAAAACAAATAATATACATAAATTAATACGAATACGATTTAAGAAAGGATACAAAATTCTGGAAAAAAAATAAAATACATCGTGAAAAAGGCA

>rnd-6_family-8798#LINE/L1 ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

CTATTCTNGAAAAACATGAACAACATATCACAGTAACNTTTAAGCACACAGATATCCCTGATAAATTCATGATGTCTTTTGTNTATGCTAAATGTAAAGANTATATGAGGAGACCTCTGTGGGACAGGCTACTNTTTTATGCTAATATGGA

>rnd-6_family-672#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TGGACGATGTCTTGGTATGATATCATGCATTTGGTACTCGCATTTGACTTGTTTATTCTTGAAAAACCTTGGGACTTTTATATTTGAGGAATGGGAATGGTTTTCACTAAGTNTTCCCCGTNTGTTGAGCCGCGAAGGGGCGGNTCACTGTTTAAATTAAGAGAAAATGAGTTTATATGGGAAAATACAACATTTTTCGGAGTTTTTATGACATAAAACGATAAAATACTTCGTTTATGAATTTGTATGCATATTGGGCTACTTTTGCACTGATAAGTCTGAGGTATCATTTCGGGAAGACTGCCGATTGANATAGATTCGAGTTATATTTCACTACATTGCACTTGTTGATGAGTCCGAGGTATCATTCCGGGTGGCTCGAGGATTCTTCCACGCTTCTACTTTCTTGTATTCATCACTTGCATCGCATCATCCTATTTGTGTGAGTTGTTGTATGTATGTTACGACTGTCTTGTACTTGAGTGTTTCCTTCTCACTATCTTGTGTTGTTTTCCCTCTTTTCTCGATAGTTGGTTATCGTAACTTAGAACCTTTCCATTGTAATGTTTAGAACTGTCGTGCTTCTCTATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATTGTGTTTAGTTTGTGTTTGTTGGCCCCCTTCGGCCCCGTTTTCTAAATTGTTTATCATATATTTACAATTCTATACTATGTCCCTATTCTGTATATTCATTTNTGCTTNTGTTCCTTCATTTTAAAAGTATTTTACGTCTTCCGCTTTTATCTTGTTAGGGTTTTGGCTTGCCTACGTGAGGGCTTATGGTGGGCGCCATCATGACTTGATTTCGAGTCGTGACATAGAGTTATTGATAAGTATTAATTATCCAACTTATTTATTTCGCATATTATCAAACACGAGTTTTCTTCAATCTATATTAACATGTGTTGCATATATTTGATATTTCTTTGTGAAAGTAAAGTTTCGAAATCTTTTTTCTCTAGTTCTTGTTTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGATCAAACATGCACTTAATTTCTTTTTTCCATCCTCTCGATACCTAGCTAATAGGCAATAACATAACGTTAGAAAACAAAGCA

>rnd-6_family-5813#LINE/L1 ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

CTTCCCATTCCTTCGTNTGGAAAAACATCCTTNNNGGGAGTAGNATTTGCTCCNAAGCAGTTTAGCCTGGAAGCTCGGACTACGGGGCAGATTCATTAACGTTTGGACNTCACCGNTGGATNCCCAACNCCACCCGCCCTTAGAACTATCCTCCAAGGCCCTCTGAATCAAGGTGAAGATCATCTTACTGTTTCCTCTTTATGGAATGACACCTCCTGGGACTGGTCTAAGATATCCTTTAACATCCCTCTAGATATCGTTCAAAAAGCTTCTAAGATTCAGCTCAATAGGAACCTCGGGGAATGGGACATTCCTTACTGGTCTTGTAATAGTAATGGCATTTTTACAACCAAATCGGCGTACGGTATCCCTAAACCCCAAGACGTCCTAACGATTACTTTCCCTTTCGCGTGGATCTGGAAACTCCACACGATAGAAAAACATAAAGTCTTCCTTTGGCTTTGTGCTCAGGTGGCGGACTACCTACGAACGCNTATCTTCATCATATAGGTATCGGCACTGACCCTTCGTGCCCAGTTTGTNCCACGGCGTCCTAGAAACCATCGAACACGTCTTCCTGGANTGCTACATTGCAAAAGAAAANTTTGGCTGGATTTGGGCATAAATATCGATCCCATTATTACTTCATCNTAATGACGAGCTGCGCTGGCTACTGCTTCTTTCGTCAGCTGGAATTCCACGAGAATATACACCATCTACGGTTGGGCTGACCTTTTNCCCTTTGCTNTTTGGTACATCTGGATTAATAGAAACCGTAATGGTAAGACTGATTTCCCCTCTCCTATCTTAATTCGGAACAGGACCATAGAATACATCCACCCACACCCAGTCGCCTAGTAATCCGGATGCCTCCACGTCTATTGACATCCAGTGGTTTCTACCTCCCCCTANTCGGGTCTTATAAATTGAACACGGACGGCTCCTTCTCAAANNCNNCCGGCGCGGGNGGCATTAGTGGGGTATCATTAGAGACGACCAGGGAAACTGGATGGCGGGCTTCTACAAGCGAAGNCATAGCCATAATCACGTNATGGCTAAACTGGAGGCTCTCCTTACTGGACTCCAAATNGCCATCACCCACGATCTTAAGTCNATTGAAGTTGAAACCGACTCCACTGAAATCCTCGAACTCTTNGAGAACCCACCTCCAACTTACTNTTCTATTATTNCGTCTTGCAGGTCGATGTTGAAGAAGTTGGGGAGTCCAGTGGTCCGCCATAGCTTCCGCCAAGNNAACAAGGTAGCAGACNTTTTGTCCAAGATAGGTNTCAAGCTAACAACGACCNNTCAACCACTATCCTGCTANCTCCTCCGGACGCTGTCGAAGACCTACTTAAAGCAGACNAAGACGGAGTATCTATCTANTAAACTAGTATTATGGTCTACGTGTAATAAGTTAGCTCGTTTTGGNAACCTATCTGTAATCACTAGTACTAGTAGCGATAATGTAACGNTCCCCCTTAACTATATATATATANATATCCTTTGTCTACCAAAAAA

>rnd-6_family-13#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

CTTGCTATGTGACTTATGCTTTTACACTAAACTTCATGATGATTCTTAAACTTGATAAATTGCATGTATTTCAACTAAAACGTCCCTTTTTGCATGTTTTNATGATTTTATGCATGGCTTCCATACTTAGTACATTATTTGTACTAACCCATATTTTCCTACATTTTNCGATTGTAGGTTCCGGTCGTCGAGAAGTGCTNCTTCNTTCGATTGAAGCTTGGATTTGACTATTCTCTNAGCTTGGTGAGTCCTCATGAGTCGAGGACGAGNATGCTTCGTTTNTAGTTTCATTCTTGTATTTTTACTNTGGGACTATGTTGTTTTAAAGGGGTTGTGACCCTATTTGATTCGAGTATTGTAATAGACGGCTAATTGAGACAAGTCTAGACTTCCGCTTTGCCTTTTATGAAACTTTTGGACTTAAATGAGTTTTTACTCTTATTGTTCTANTGNTTTATGTTATGATTATGCTAAGNGGCTTGTATGGGACCCCTTCGGGGTCGAGTACGCCGTGTTACGTCTAGGGGGTACCCTCGGGTCGTGACAAACTTGGTAATCAGAGCACAAGGTTTAGAATGATTCTAGGATGATGTATCATAAGCCGCGTCTAGTAGAGTCTCGTTCATGAGTGCGAAGCGCGCCGCACTTATGAATGAGAGGCTATAAGACGTTTAGGAAATTTCACTTCTTTCATTACTCTTTAGTCGTGCCTTGGAGTCNTAANCTCTATGAAGTCCTTTTCCTAANCCTTCTCTTGTGNCTTTAGGATATGAATACAAGAAGGGCGAACGCAAGAAGGACGNAAGAGGAGAATATGAATGAGGGAGCTCCTCCCCAAGGTCCTCAAGATACTCAAGTTCTCGACTCCTAATGATGAGGGGGCTATGACNNATGTGGAGATAAGGTCGGCTCTCCAAACATTGACTCAAGCNATGACGGCTCAAGCTCAAGCAGTGACAACTCAAGCCCAAGCCATGACGGCNCANGCCAATAGGGATGCCGGGCCTCGTGTGAACCCTAATGCGAATACCGCGGCTTCAAGGTTGAAGGATTTCACAAGAATGAACTCTCCTACGTTCTTTGGTTCCAAAGTGGATGANGACCCTCAAGAGTTTGTGGAAGAGGTCTACAAGATAATTGATGCCGTGGGGGTGACTTCGGTAGAGAAAGCGGAGCTAGCCACTTACCAATTGAAGGGTGTTGCTCAAGTGTGGTATACTCAATGGAAGCACAATAGGCCGGTGGGAGCGGGTCCCATAGATTGGGAGGTGTTCAAGACGGCGTTCCTTGATAGGTTCTTTCCCTGAGAGAAGAGGGAAGCAAAGGTGGAGGAATTCATCAACCTTCGTCAAGGAGGTATGAGTGTTCAAGAATATTCTCTAAAGTTCACTAAGTTGTCCAAGTATGCTCCGTCTTTGGTGTCTGATCCAAGGGATGAGATGAGTCGGTTTGTGACGGGTGTGTCCGATTCGGTTGGAGAAGAATGTCGTGCGGCAATGCTCCATGGTGATATGGATATATCACGTCTAATGGTGTATGCCCAGAAAGTTGAGGAGTGAGGGTCTAGGAGGCAAGAATAGGGAGGTTAAAAGGGCAAGGTCCGGTGATGGGAATTCTTCCAAGGGTAAGTCCGAGGGTCAAGGTTTAGACCAAGGTTCNNGNAGAGGTTCTCCAACCAAGGCTACTCTAGTTCCTCCCCAATGGTCAACAAGGAAAGGGTGCCTAACCCTAAACCTCAAGGAGGCAATGGTGGAGGGTCTTTTGTTGACTAGGCCTACTTGTGTCAAATGCGGTAAGAAAACATGATGGCAAGTGCCTAGCGGGTTCGGATGTGTGCTATGGGTGTGGGAAGAGCGGCCATATGATTGAGGGATTGTNCAACACGTTCGAGGTTCAAGAGAAGAGAGGGCAAGCAAGCCCCTCCTAGCGGTCCAAACCCCTGATGCTCCCAAGATAAAACCGGTTTTAATGCTCTTCGATCCTGAGGTGACCAAGAGAGCTCCCCGGATGTNGTGACCGGTATGTTANAAGTCTTTTCTATTNATGTATATGNNTTNTTAGACCCCGGTGCCACTTTGTCNTTTGTTACACCTTTTGTGGCCATGAAGTTTGAAATACTCCCCGAAGTGTTAGTATAACCTTTTTTCAGTCTCTACCCCAGTTGGTGACTAGGTGGTGGCTAGGAAAGTTTATAGAAGTTGTCCCATTTCCTTGTCCTATAAAGTTACTTTGGTGGATTTGGAAAAGTTAGACATGTTAGACTTTGATGTGATTTTGGGTACGGATTGGTTGCATGCATGTTATGCCTCTATCGATTGTAGGACTCGGGTTGTCAAATTCCAATTTCCAAATGAGCCTATCTTAGAGTGGAAGGGGGGAAATTCTATCCCTAGAGGTTAATTTATTTCTTGCCTTAAGTCTATGAAAATGATCTCCAAATGGTGTATTTACCATCTTATTAGGGTGATGGATGTTGTGTTCGAAACCCCTTCTCTAGAGTCGGTTCTGGTGGTGAAAAAGTTTTCATAAGTTTTTCTCGATGATTTACTTGGTATTCCTCTCGAGCGGGAAATAGATTTATGTATGGACCTTTTACCGAATATGTAACCTATCTCCATTCCTTCTTAAAGAATGGCTTCGGCCGAGTTGAAAGAGTTGAAAGAGCAACTATGGAATTTGTTAGAAAAGGGTTTTATCCGATCGAGTATCTCTCCATGGGGTGCTCCGGTGTTGTTTGTTAGAAAGAAGTATGGGTCTCTTAGAGTGTGCATTGATTATCGTCAATTGAATAAAGTGACCATCAAGAATAAATATCCCCTTCTGAGGATTGATGATTTGTTTGACCAACTTCAAGGAGCTAGCTATTTCTCCAAAATTGACCTTCGTTTGGGTTATCACCTATTGAGGGTGAGAAGGGTTGATATTCCCAAGACGGCCTTTAGGACCCAGTATGGACACTATGAATTTGTGGTTATGTCATTTGGGTTGACAAATGCCCCGGTGGCATTTATGGACTTAATGAATAGAGTGTTTAGGCAATACCTAGACATATTTGTGATTGTGTTTATCACTGACATTTTGATCTATTCAAGGAGTGAGAATTAACATGTGGACCATTTGAGAATTGTGTTGCAAGTTCTTAAGGACCAACAACTTTTTGCAAAGTTTAGCAAGTGTGAGTTTTGGTTAAGGTTTGTAGGNTTGCTTGGTCATATTGTGTCGAGCAAGGGTATTGAGGTAGATCCTAAGANGATGGATGCGGTCAAGGGTTGGCCTAGACCTCTANCTCCTNCCGACATTAGAAGCTTTTTGGGCTTGGCCGGTTACTATAGGAGGTTTGTTNAGGGNTTTTCCTCCATTGCTTCTCCGTTGACGGCTTTGACTCAAAAGAAAGCTAAGTTTGNGTGGTCGGAGNCTTGTGAGAAAAGCTTCCAAGAGTTGAAAGATAGACTTACTTCCGCTNCGGTGTTGACCTNACNGAAGGGTANCGATGGTTTTGTTGTATATTGTGACGCCTCTAGAGTGGGTTTGGGATGTGTGCTCATGCAACACGGTAAAGTGATTGCGTATGCTTCAAGGCAACTCAAGGTNCATGAGAAGAATTATCCAACCCATGATCTCGAATTAGCGGAGGTGGTATTTGCCTTGAAAATATGGAGGCACTACCTGTATGGGGTNCATGTGGATGTNTNCACNGATCACAAGAGTCTCCAATATGTGTTTAGCCAAAAGGACTTGAATCTCCGACAANGAAGGTGGTTAGAAGTTTTGAAGGATTACGACATGAGTGTCCTTTANCACCCCGGCAAAGCCAATGTTGCGGCACATGCNCTNAGTNNATTGTCCACGGGTAGTGTGNCNCATGTAGGGGATGAGAAGAANGAGTTAGTTCGTGATGTGCATAGGTTGGCCCGGTTAGGTGTCCAACTAGTGGATTCCACCAAGGGTGGTGTCATGGTCCANAATGGTTCCGAATCGTCCTTTGTGGCGGANGCGAAGNNTAAGCAAGATCTTGATCCTATATTAGTNGAGTTGAAAGAGTCGGTGCTCAAGAAGTTCGTTGAGGCTTTCTCCCAAGGGGGAGATGGNGTGCTTAGGTACCAAGGTCGNTTATGTGTTCCNGATGTTGATGGTTTGAGGGAGCAAATTNTTAGAGAAGGCTCGTGGTTCNCGGTATTCTATTCATCCGGGAGCCACCAAGATGTACCGTGATCTACGGGAAGTCTATTGGTGGAACGGCATGAAGAGGGATATAGCGGGNTTTGTAGCCAAGTGTCCNAATTGTCAACAAGTTAAGGTCGAACATCAAAGNCCGGGAGGCTTATCTCAAAATATANANATTCCCACTTGGAAGTGGGAAGATGATGAATATGGATTTTATTGTGGGTTTGCCTCGTACTCGAAGGCAACATGACTCTATTTGGGTCATTGTGGATAGAATGACAAAGTCCTCCCACTTTATTCCGGTCAAGGTTTCTNATTCGGCGGAAGACTACGCCAAGTTNTACATCAATGAGATAGTGAAGTTGCATGGGNTTCCTTTATCTATTATTTCGGATCGGGGTACTCAATTTACCTCACACTTTTGGAAGNCGTTCCAAAAAGGGCTTGGTACTAAGGTNAAGCTTAGCACGACNTTTCACCCTCAAATGGATGGTCAAGCGGAACGCACCATTCANACCTTAGAGGATATGTTGAGGGCATGCGTNATAGATTTCAAGGGTAATTGGGACGACCACCTACCGTTNATAGAGTTCGCCTACAATAATANCTNTCANTNCAGTATTCAGTATGGCCCCGTNTGAGGCNTTGTANGGNNGNAGATGCAGGTCCCCGATTGGTTNGCTTGAGGTAGGTGANGCNGCCTTTATNGGNCCCGANTCGGTTTNTGAGGCTATNGAAAAGGTTCANCNCATTAGGGANAGGCTTGGAACGTAGCTCAGAGNAGACAAAAGTCCTATGCCAATATTAAATGAAGGGATCTAGAATTTTAAGTTAATGATTGGGTCTATTTGAAAATCTCACCCATGAAGGGTGTGATGAGGTTTGGCAAGAAAGGGAAACTTAGTCCCCGGTATGTAGGCCCATATCAAATTTTGAAGCGTATTGGGAAGGTTGCCTATGAGTTGGACTTGCCAAATGAATTAGCTCCGGTTCATCCGGTATTTCATGTTTCTATGCTTAAAAAGTTCATTGGAGATTAGGTATCCATTATTCCCCTAGAAGGGTTGAAAGTTGATAAAAGCCTCNCCTATGAAGANGTGCCGGTAGANATTCTNGACCGNNAGGTCCGNAGGTTGAGANACAAGNAAGTNGCTTCCGTNAAGGTTTTATGGAGGAGTNAGTCNGTNGAGGGNGCTACTTGGGGGGCNGAGGCNGNCATGAAGNCCCGGTATCNTCACNTCTTTCCTTCTANTCCTGTTCNAGCTTGAGGTAAATAGTTCCTCTCGAGTCTTNGTGTTACTCTTGGGTAAATTCAGTGCTCNGGGAGTCATGTGTGTTATACGTAGTTTTCCATGCATTTCCTTATATTGTGCATGTTCTTGATGAAATTCATGTTTAGTAAGAAAATGAGTATTTAAGGTTCACTTTCCTCATGTGGTTGTGCATTGAGTATGAATTGCCTATTTGACCTCATGGGATGAGTTGATGAACATGATTTAGTATGCTTTTCAGGGAAATTGCATATTGTTTCTATGATATTGTGTGGAACATGATTTTAGTTGGAGAAGGTAGTTCTTCCTATGATTATGTGAATGTTGAGTTTCATGCATATTAGGTTGTTAGATGTAGTTCCTACTTCCTTGTATTGCATTGATTATGTTTTGAGATGGAGTTGATGTTTCCTCCTATGGATTGTGCATTATTTTGATTTTTCATGCATGTTAGAATGCTAGTTTTGAGTCTTTAATTTCGTAAGGTGTCTCGATCGTCATTCGAGGACGAATGTTCCAAAGGAAGAGATAATGTAACACTCTGAAAACTAATAGGCTAAACTAGAGCCTGACCTAAGGGTTAGAGTCATAAATGTACCTCCCCGTA

>rnd-6_family-3126#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

CGTCCTTCAACGAAGTCTGAAAGTCTTAACATACCTCGAATGCCGAACACGTGTCACGAATCCT

>rnd-6_family-4442#LTR/Copia ( Recon Family Size = 30 Final Multiple Alignment Size = 16 )

TATTTGTTAGTATCTTAAGTTTAAATTTTGAATTAGTTTGAATAAGTCAACTAATCTTTTAGATAAGATTAAGTTGTTAGATTAGTTGCTTAAAGCTAGTAGAGTTGGTTCCTTCAATTTAGTCAAGTTAGTTGCATTTACTTGTATTTAAGCAGATGTAAGCAATGAATAAAATCATTCAAGTTTGCTTTAATTCTCAAACTCTTCATGGTATCAGAGCATCATCTAAAACTCTCACGAGTCCGATCCAATTTTTTTTTCTCTCTCTCTCTTTGCGTCCAAACACGGTCGTTCCTGCTACCACCGTCGATAATGCCGCTGCAGTTCCGGCTACCACTCACGTGGTACAGTTTAATCCCGCTGCCCAATTACCTATCAAACTGCAAGGCAACCTCAACTTTGCCACTTGGAAAGCGCAACTCGTGATGCTACTCGATGGACACAAGCTCCTCGGGCACCTCGNTGGTACCAAACCTGCTCCGCCGTCCACTATCACACAAAATGATAGTACCGTNNCGAATCCTGAATTTGAGATTTGGTTCCGCCAGGATCAACTGATCCAACAGGCAATGATGGCGTCTGTCGACCCTACCATTGCTCCAACCGTTGCCGCTGCCTCCTCTGCTAAANTGGCTTGGGAACTCCTTCACACGGCTTACGCCAACAGAAGTCACACTCGCATCTTTAGCCTGCGAGATCAGTCGCAAAACACGAAAAAGGCTTCCAAAACCGTCGCAAATTACCTACAGGAGGTTAGATCAATCTGCTGATAAGCTCTCAAAGTAGCCGGTTCTCCAGTCGCCGACGATGAACTGGCTGTCAAGATNTTGAGTGGCCTTGGGTCATGAGTACCGTGAGATCTCTGCCGCTATAAGAGCGCGAGACACAGCCTTAAGCTTTGAGGAGCTATTCCAGAAACTNACGGACCATGAACTCTTTCTCAAACATCAAGATATTGAAAAATCGTCCTCCATCATCACGGCTGCAGTTGCACAAAGGACCAACTTTCAGCCCCAACANTAGAGGAATAATCGTCGCTTCCCCAATCAATCTTCGAGACCACAAGCTCCACGACAGGCGTACCCTGGAAATCAACAAAATGGGAGACAACCCAGGCAAGCGGTGAAACGCCAACTTTGCCAAAAGATCGGTCACACNGCTAACGTGTGTCGCTCAAAGTCGCACAATCACTTTGAAGCNAAGGTCAACTTTGTGTCGAATCATCACCCAGATGCAAATCCTTGGATTCTTGATTCCGGAGCAACNCATCATGTCACAACAGATTCAGATAATCTTGAAGAATACACTGGCAATGAGAAAGTGTCCATGGGTGACGGTAAAACTATTCCCATTACTCACACTGGTTTAACTCAAATAAAGGCTTCTAATTCTAATTTCATGCTTTCTGACACTCTTTGTGCTCCAGCTATANAAAAGAACCTTATTTCTGTTGCTAAGTTTTGCANTGACAATCTAACCTCNATCGAATTTTTTCCATACTCTTTTCTTGTGAAGGACCTCAAAACTCGGAGACCGCTGGTACGAGGCCGGAATAAACACGGACTCTATGAGTGGCCACAGAGGGATCATATGCCACCTTCCGCCAACTTCGCCTCCACCAAAGTCTCCCGTCAACTGTGGCACCGTCGCCTGGGTCATCCTCATCCGAAAATCCTAGACTTAGTACTGAATAAATNTTCACCTCCCTTTTCCACCAAAGAAAAGTTTCAGTTTCGTAATTCTTGCTTATCAAATAAAGCTCATCGTTTGCCATTTCAACGACTCACTTTAAATAGTAATGCACCGCTTCAAACTTTGTTTAGTGATTTGTGGGGTCCATCGCCCGTTCTATCCATTGATAAAAACTCGTATTACTGCGTTTTCGTTGATCANTACACCAAATACACTTGGTTGTATACAATAAAAAATAAAAGTGAAGTCGCTTCAATTTTTGCGAAATTTCATCCTTCGGTGGAAAAATTTTTCAAACACAAAATTGCCTCACTTTATACTGATGGAGGGAGGGGGGTGAATACACAGGTCTTAAACAGTACCTACAACGCCATGGCATTGAACATTTGATCTCCCCACCCTACACGCCCCAACGAGTCGCAATCGCTGAACGACGACATCGTCACATTGTCGAAACAGCTCGGACTCTTCTCAATGAAGCCTCACTACCATCTGAACTATGGTCCTTTGCCTGTCACCATGTTGTCTATCTCATAAATAGACTACCTACACCTAGCCTAAATAATGATTNTCCTTATAAAAAATTGTTTGGCGAACCGCCAAAAATACTCTTCGCTGGAAATTTTTTGTTGTCTCTGTTATCCGTGGCTTAAGCCATATACGCAAAATAAATTTCAGCCTAGATCTACGCCGTGCGTCTANTTAGGAGTTTCTATTGTTCATCATGCACACCTCTGTTTTGATCCAGTGCACTCAAAAATATTCGTCAGTCGTGATGTTCAATTTTGTGAAAATATTTTTCCTTTCACCGAAATGTTCTCACAGTTGAAAAATAAGTTTTCCACGTTAAAATGGGAAATCATAGAGTCCCAAGTCCGGAAAGGGANACTCATCCGNAAGTCCAATANAATTTGGACTCCAATCTCGTTCCAACTCTTCCGCCGCCTATTCCTATCNCCCTAACAATTCCCTCTCCT

>rnd-6_family-3404#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 16 )

GTCAAGTACACGTCTAGATGAGAGACATGTGTCCTATTTAATTTTTAAAGGTCAAGATTATAGTATATTAACAAGTATCATAACCATAGTTAAGTCAACAAATTTTTAGAAAACTATTCTCCAAATTTGATAAGAACAAAATATTCCATACAAATTTGATATTTATTAATATCATTAATTTCATCTTATATTTTTATATTCAAANATTAAAAAGTAGATCATGTATCTAACAATATTTTTATTTAGCGTGATAAATAACAATCTTCAAAAATATTTTGGCTTTAAATATGTTTTCGAAATTCACAAAACAATAACGAAGACAAAAAAACGAAGAAGATAAAAGAATATTTTTTAAAAACATATATATTTCTTCTTTTTCCCCTTCTTCAAAGCACAATAGCCACGCTTTCTCCTAAACTTTAGAATTTTGATATTTCACATTTAGAATCTTGATATTTCACATCTCGTAATCTTGATAACATCTCGTTTTTTTTTTATTATTATTTCCATTTCCCTTTCTTTTATATGTTTTTGTNAATATTGATATTCTTTTATCTTCTTCTTTATTTTTCGATCGAAGATAACATTGTTTCAAGCGTAAAGTTTTTTGAAGATTNTTATTTGGCGATTATCATCAAATAAAAATCGTACAATTTAATATTTTTNAATACAAAAATATAANATGAAATTAACGATATTAATAAATATCAAAATTTGTGTGGAATATATTGTANTTCTTACCAAATTTGGAGAGTAGTTTTCCAAAATTTGTTGACTTAACTATGGTTANGATGCTTGTTAANNTAATNTAATCTTGACCTTTAAAATTTAAATANGACACGTGTCNCTTATCTAGACGTGTACTTGACGAAATGGAGAGAAAGTGTAATGGAGGGGAGCCGAATCCAATATAATACGGTTATTTTGTGATGGTATTTAATAATACTTTGCACAGATTATACATGATACATATTATTCCTTCCAACAAATTAAATGCACTC

>rnd-6_family-4668#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 16 )

GATTGCTTATCGGGCGGATCGGGCGGATAATTTCGCTTAACGGTTTGACCTATCGGATCGATTTTTAAATTTACTAATTCGCTAGCCAANCAATAAGATATCGATTGGTTCGATAACGAATTAGCAATTATCGGGCGGTGTATCGGCTAACNTCTACCTTTTTTTTTTCATGAACGCACCTTAAAAAGANGACTTCTTTTCACTATTTTAAATGCAGTTAAATTATAAAATTCTTCTATATTGCAAAAAATATATAGATTAATAGTAATATAATAGTTAATACAATATGAAAAGTAAATAGTTGTTTCAATTTTTGNCTTTACGGCTTTAAGACTAACAATATATAATTATATATTATGGNAAAATATTAAATGAGGCTAACAT

>rnd-6_family-3248#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ATTACTTCTTTAAAATCACGATATTNTTTTTTTTTTAATTCATGTAACGAATTTTTCATAAAAGCATAAATATTATTTTTCGAACGAAAAAAGTGAGAAATACTAATTAAGTATATGAGCTAATGATGTTCTATAATGAAGTAAATTAGCANAATAAGAAAATTAATTTTATTAATAATAATCAAAATTCTAATATTTATTTATACAAGTGAAAATAGCAGAGAGTAATAACTATACAAATATATTTCGATGTAGGAAATACAAAATAATTAATTTAATTAAGGTCAAATTTTTAAAGATTGTATTATTTANATTTTAAATTATTTTAAACTATAATTTATGTAATACTTCATCAACGNCAATCAAAACTCGTTTATTTATATAGACAATAGAGAACACT

>rnd-6_family-462#LINE/L1 ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

CCTAGGGCTCCTTCCTAGCCAGCAGCTGCGCAGCTCTCATGGCCGCTACGGCCTCCTTTCGAGGCTGTCCAGCCCGCCCCACCGCCCCAAACCACCACATACGCCACCCTTGTCAATTCCAATACTATATATCCTAAACAATCTGCCCTAATTAACTAAAAACAATCGTAAAAATCAATCGAAATAATTCATGGAGAACCTACTATCACGTTTTCAATGGAGGAAAGGCAAGACTTTATGATCGAAGAGGGATTGCATCAAGCAGTGGTGTTTAAATTATCCCATGGTGCGCCAGATTTGAAGGTATTAAGGTCGATTTTACCGAAACATCTTGGTACCAAGGGCAATTGTTTAATTGGCTTACTTGCTCCAAGACAAATTTTGTTGAGATTTGATCAATATGAAGATTATGTACTAGCTTTATCTCGCTCAGTTAATTATCTTCTCTACAATGGAGAGGAGCACCAATGTAGGGTTTTTCCATGGTCCATTGGATATAATCCTAAGGAGGAAACGACGTTAGCTGTGGTTTGGATTTCTTTACCGAACTTATCTCCGGATTTGTTTGCAAAGAAGTCTCTGCTGTCTATAGCATCGGTAGTTGGGAAACCAATAGCTATAGATAAAGCTACTCAAATCAAGTCGAGACCTAGCACGACTAGGGTCAAGGTTATACTTGATCTAATGGAAAAGCTTCCAAATCGTATAAGATTGCAGTTTGTGGACGGAAAATCTGGTAAGTTGATCGAGGTTTTTCAGGAGATTGTATATGATAATCTACCTTTGTATTGCAATTATTGTAAGCACCAAGGTCGCGATGAAGATAGTTGTCGTTTGATCTCGAAAAGAAATCAAAATAACAAACAAATTGATGATACCATCGAAGTTGCTTTAAAAGGTACTATCGATAGTGAAAAGTATCAAGGTGATGCGAGAGAAATACTAAATGAAAAAAGGGAAAGATTGTAGATGTCGATCAAAGTAAAGCTACTTCTTTAGATCGACAATTGGTTGTTGCCACTTCTGAGTAAAATCGTGCAAACTCAATGGATGTTGATACAAGTAATATTGGATGTCCAAACAACTACCGAAAACGAAGGGGGAACGCCAAGAGTTGAGGTTGATGCGCCGCGAGTTGGTTCGAGGCGAAAAATTAATGGATTCAGGACAAAAACTAATGGATACATCTAATGTTGAAGATGCTGAAAATTCTGGGCAGCATGTTTTGCAAGTTGAAAACGAGAATGCAACTAAAAATTGGACACTGGTTGCACACAAAAATTCAACTAGTAGTCGGANCCTTTCCCCGACTAGTCAAAATAATTCTCCATGTAGTGAAAAGGGTGCGACTGGAAATTTTCATGACAGTGAGAAGAGGCAAGATATTAGTAATGCCTCAAGAGACCTATTATGTTCGAATAACTTTGATGCTTTATCGAAGACTACTGGAAAGCAAGTAAGGTTAACAGAGAATGACAACGATTTGATCCAAGAAAAGCAGGTCTCACCACCTGCTTTGAATAGCAAATTAAGTCCAGAAGCTCCCGTATTTGTGCCTAAATGTGTGATTGCAAAGAAGAATGAGTCAAGGGCCTTAGTGTCAAATACGATTGATTTGGGCGAGGATTCTCTTGATGAAGATGAGGAAGACAATATGCTGGACATATGCTTTGATAGAGTGGCTAGGGAAGGGGATATATCACCTAGGCAACAAAGAAGTGGAAGCAACAAAAGCAAAAAGAAGACACGATGGAAGGCAACATAGTTGGGACGGTAAAATGACTGAGGAGTTTGTTCCAAGGCACCTACCGATGCGACAGGCAAAACAGAACCATTTGACAGTATCAATAGGTTCAACAAGATCCAATAAATCCATAAAGAAAGTATGAATTATCAAGTGTTGTTGGATAGGTTTGAAGAAGAAGACAAGAGAAAAATACTTC

>rnd-6_family-2853#DNA/hAT-Ac ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TAAAATTAAAGAGATCCAAACTCAAAATCTATTTAAAGTTTTTTAGGAAATCACTAAGTATAGAAGTTGCATCCACCATGAAAATGTCCAAACACTTGTTGCTACTCGAAACTGGTTACATGGTTTTTCTCAAACTGGTAATATATTTTTGTGTACATTTAAATATTATAATTCTCAATTTAGTTATT

>rnd-6_family-8730#LINE/L1 ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

AGGTTTATTCTCTTGCTAGATTTCGCGCTGCGTGCGTAGTGCATGAGATAAGACTAAGAGCCTATTTGTATAGGATTATATCTCTTTTCTTATAAGCCAAAAAAATCACAAGTTATGAATAAGTGCTTAAAAATATTTCCTTATTTTAGCTAACACTACAAAAATACTTAAAAGCTATATTCCAGAATTCAAGGTACATTATGGTCTAACTTTATATGGATAAAGTATTGTAGGAAGCAAATACACGCCCTTGTTCAACGGAAAGGAGGTTCCCATATTTGGAAACACATGTTGGTGAATGGGGGGGGGGGGTTACTGTAACAGCACATGTGGTGGGAACCTAGAGGAGGTACTTCTACTATATGGTATGATAATTGGTATAACGTGGGACCTTTGCATGTACATGCATCTGAGGTGCAGACTTGTCATCCCATNAAAGANATTGGCGAGTTTTTAAAGGAGGANGGGTGGGATTATNCANCAATGNGAGAGCTTGTTCCTGATTACGTTGTAGATCATGTCCAGACAAGTTTAATTCCTGCATATCTCAGTAATCGNGNTGATAAAGCNTGGTGGACTGAAACCAGCAATGGTAAGTTCATNGTNAAATCGGCTTGGGAGCTTTTGAGGNACAAGAAAGACGAAGTTTAAGACATGGTCAAAATTGTGGATAAAAGANNTNCCTTTCAAAATCTCATTCCTGGCTTGGAGAATTTGGTTCGGAAAGATNCCTGTNGCNNCTTTAGTGCATAGATGGAACCCCGATAATTCTTGGAATTGCAGATGTTGTACAAGTCCGATAGAAGAAACTATTGAGCATTTATTTCTTGANCGGAGAANTNGCTANAATAATTTGGAACCACTTTTCAAATGCTACTGGNATCGTGGGTCCTATGCTCAATTTAAAACAATCCATAAGGTTGTGGTGGAAAGCGGAAGGAAATTACAGAGTGAAGGTAGTGTGTCAGGCTATTCCTAATTTTATTCTATGGTTTTTGTGGAAGAGAAGGAACACTATTCTTCATGGAGGGTNTTTTTCAGAATATAGAGTGTTATNGGGTATTAATNATACAATTTCAAAATTCATCCAGGTCAGATTTAAAGTACGATGTAACAGCAATTCTTGGCCTCGTATCCTATCAGAATTGGAACGGTACAGACCTAAATTTTCTTTTAGAATTGTTAGATGGAACCCTCCTCCTAATTTACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTTTCGATTAAGTCATTTTCAGGANATTCCTAGCGAAGGAAAGAAGATACTTAATCTAGACAAACGTGGAACACCATACATAAGGAGGCANATNCAGGANTAACAAATNAAATAATANNATNGATATCATAGTCCATGATCCTTTTCTGNTNACAAGNAGGTTCGTTCAGCTAAGGTAAAATTTTCTATAATGATAAGCTAATGTTTGAAGTAAATTCAATAGATTTGNGTACTTACACCTGGTGAGAGCTTGGGGTGTCCATTAGTACCAAATCAAAATATTAGCTTCAGCTAAAAATCACCATCAACAAGTTGGATNTGCAGAAATCTACAAAAGGATGCAACGTAAATTTTCTCTGATTTCGTTGTGGTAGAATCGTCCAAACAATGGCTTAAATGGTGGTATTAATCCTGATTGGGATTCAACCCATTGAGATTTTGCTTGGAAGATAAAACTTTAATGAAAATAGATTAGAGATTTGAGACTTAGCTTTGGGTATAGTTACTGTGGACCTATTCTTGGGGATCTGCATTGTCAAAAGGCTTGA

>rnd-6_family-5958#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 16 )

TCTATTAATTTTATTAGAAAAAATAATCCACAATGTGTATTCGTCACTGTTCACTCATTATGTGAACACTAATTATTAAATTCTCTCTCGAATGAAAACACAAAAGAAATTAATTAAAGAAACAAAACAAGAAAAAGAAATGAAAATTCCCGCGCACTATATATAGAAGTTTTCTGTGTGAAGCAAAGTTCATAGNTAATTGCACATTTCTCCGTTCTCTTCTTTTCTTCTTTAATAGAAAGTCAATACCTAAATTTCAATGCTAAGAACTTCGGCGAAACATATCAATGGATTGGGGATGAATCATTTATGAAAATTTTAAATGATCTCAAATTGTCACAGAAAAGAGATCCCCAAGAATTTATAAGGAGTGAATGGTTGTGATTTATGACCGAAGAAACATGAAGGTAGAAATTGTTGTGACTATTCGTAGGAAATTAGTCTTTTTTAATAAATAAAATATGTAGGTTAATTAAAAGGGTATTAATGTTCTAAAATGATATAAATAATATTGAAGTATGTATGTGATGAAAATCGTAAGAG

>rnd-6_family-10208#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 16 )

TTTTTTTTTAACAATATTTTGTTTAATTTTAGAAGTGTTCCAATAAAGTTTTATTTGTATTGATTTGATTTATATCCCAATGGGTTAATGCTCATTTACCCCTTGTTTCTCTTTTTGACTTTTTTTTTAAAATTATTAATCTAGAAATGTTATAATTGGTCATTTATGAATATATTTGTCTAGTTGTGAAAAGAGAATAAAAAGGGGAAAATATTAACTTATTTAAGAATATTTTGACCAGTTCTCCTTCAATGAAACTAGTAAATATGATATGATATGTATTATTTTTTCCTAAAAATTTTGATTAATTTTCCAAAATTGATTTGTANNACATAAAATNTTTTAATTAATAATATCCCAATGGATTTATNTNATGGTAGTTTTGGCATGTGCANACTGCCGATTTTGCGTATAAATACTCTCCCAATTGTATAAACAACCTTTGCTTCATTCCTCCTCCGATTACCGTCGTAACTCAGAGCGTTCAACCACCACCTAACTACCGTAAGCTCCATCACCGGTCGAGCCACCACCTGACTGCAAAAAAGTTTTCGGTCACTCAGCGAATTGTGCGTCTAACAGATCTGTTGAGGCTTCAGAAACTAAATCAAAGGTGTGTTTAGATCGGTTTGATTTTGNAATGATATCTCATCTCNTTTGGGGGACTTTTCAATTTTCCGTGTTGCGTGGAATTACAACGGCTACGTATGGCTTTTTCTGAAGAATCATTAAGAGAGATTCTACTGAGTTTACCTGTGAAATCGTTGTTAAGATTCAAATGTGTGTGCAAAAAATGGGGCAATCTTATCAATAACCCTAGCTTCACTATAGACCACTTGAATTTAAGTAAGAAGAAGAAGCCTCCGCAACACTTGATTTATGATTATGGTGCAACCGGTGATGCTCCGCCCTACCGTCACTTTGGTTTCCGATAAGGGTATAGATGAACAAAAAAATTTTCAAAGGCTTGGAGATAATATTACCAACTTGTTAGGTTCTATTGATGGCGTGTTTTTCATAGAAAGACAAATTGATAATGNCATTTTGTGTACATTATGGAATCCAGCTAACAGAGAGGTGAGACGCCTCCCTGCCGCCGCAATTGGNTTTGAATCTTTTACATTCGATCGCCATTTAGTGTTCGGATTAGATCCTATGACTAAGGATTATAAAGTGGTTTACTATACTCGTAGGGAAGAATATGCAGCGGTCTACTCATGTTCTAGGGATTCATGGAAAATATTCAAACATAACCTAGACGTACATCAAAATGGTAGTATGTGTCGAGGAAGCNGTTTANAACACTACTGATTATCTGAATGGATCTTATTATTGGCTGNTAACGGAGAATAATAAATGTAGAATTCTTTCATTTGACTTTGGGAATGAGGCGTTTGTAGAGATGGAAGGGCCACCAGGTGGTCACGAGGATTATAGTTGGTCGGCGAATCTGATGTCGCTTGGTGACTCCGTTGGCATCTTGAACTCTGTCGACGGGTTTGTTCGTGATGTATGGGTAATGATACAACCAGGCGTTTGGAACAAACTTGTGACCATTCATCGCACTACGCCTATTAAGTCATGTTATGACAACTCTGTNATTTTGGTAACTAAAAGTTCCCGGCTGGTCTCGTATAATGTTAGGACAAACAAGACGAGGCTTTTTGAATTTCGTCATCCGGGCCTGAAGTCACATCCAAAGGGTGGTGGTTGTGGGGTTTACTATTATAAAGAGAGCTTAGTAACAATTAAACGACAAGGGAATAGTGAGCTCCATCTCAGTCGTTGTNTGACAAAAGTGTCGGCCANATATTAAATTTCAATAAGAGCTTNAAGCATATCGGATAACATTTACATGTTATTTATTTATGGTTCATTCTAGCTTGTAACCTATTTAATTAGGTGCAATATGAGATTATCGTGTGTAATTTTGTTTGTATACTCTAAGTTGTTGGTGATTGTGAGCATTTTAATATTATTATTTTTTATTAAACGGCTNCATCCTAAGTGTNTTTTAATTAATGTTGCATCTGTTGCTGACATCTGTTATTGACGTAAGATTANCTTTTAGTNTTCCTTATAGCTCTTGCATCGTTAATGGGATACGTCCATTTTTTTGGCTTGTTGGACTGNGAATGCGCGTATTGGACCCGTTCTTGCGGTCGATTTATGCCCATATAAGACCGAGAATGCGTGTTGTTGCGCGTATGCCCGTATAGATTGGGAGATTTCGGGTTGCCCTCCTCTTGCTGCTCTGTCCAAGAATCTGAAAACATAAAACAAAGTGATAAACTTTTAGATGAGATAGTCGCGTAATACAATAGTCGTTAACCGTCTTAGCTAATTCACTCAACAGTCANGATATTAGTAACATGAGTATAATGGTTCCTTGNAGATTTTC

>rnd-6_family-1433#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 16 )

ATCATGTGCGAGGGACTTCTTTGTTGTGAGGGCACTATGTTTGCATTTGATAGCTCGTTGTGTTAGCTGATAGTTCGTACTGGCATAAGCATGATCGACTGTGNGTAATGGGATGTCGTNCATTGATCCTTGCATGTTAGATAGATGGTTTTGGATACGAATTGTGGTTGAAATGGTTGTTGCGTATAATTGGTGTTGTTCCTATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTCGGCACATTTGACGCTCAAAACAAAGGATTAGCGCGAGAAGTCGAGCGTNTTTATGTGGATATGATGCGTTCTTTTGATGTTGTACAGGTGAAACACGTTGAAGAAAGTCATGGAAAGAAAGAATGAAAATGAAGTGAAAGAGGCTATACGAAAGGCTACACGAGCCGTGAGGTGTTGTATGAGCCGTGAAGATGCTCATGAGAGTNATCTGGAAGGAATAAAGTTGAAGTGTNACAAGGCGAGGCCCAAANCGGTCCATGGTNCACTANACGAGCCGTCTAATGGCTCGTGGAGATTAGCAGCGAAGACTAGACAAGCTGCCTAAGTGAAGCCTAAAGTCCGCAAGGAGCACTANACGAATCGCGATGCATAATACAAGCCGTCTAGTGGATCGTAAAGAACAAGAGTTAAGATAGAAACCACGAAAATTTGTCTAAGTGTGGCTTTACGGAGAGGT

>rnd-6_family-122#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

GTGAACCCTTGTAATAGTTAGGATTTATTTNTTTTTGTTTGGTTATTTTAGTTCTTAGGAATTAGTAAAAAAANAGAGTATATATTCAGAAAAATACAAAAATATTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGCGTTTACAAATGGGCGTTGAGCTGAAAATGTGCAGGAAGCAGAAATTTTCGCCCAAGGCAACTCCGTGTAGGGAGCGCGTCGCGGAGGCGGGGCAAAATTTTGCCTCGCCTGGTACAATTTGAGGCAGAGNACTCCGTGTAGGNAGCGCGTCGCGGAGGGGGCCTGGAATTTTGGTTTCGACGGGANTTAGTGTTTACGTCAAAAAGAAGGCTACTCCGTGCTAGCCCCGCGTCGCGGAGCAAGGGNCAAATATTGGCCTCGCCTGGAATTAAATTTCCAGCGGACTCCGTGCCCGCCCCGCGTCGCGCCCCAGGTAAGTAAATTTCGNTTTTCATTAAATAAANCGGGTTTTACCCGTTTTCATTNGAAATAACCCGACCCGANCCCCTTTTTAACCCCGATTCGTCCCCCAAATCCCCCCGTCTATTCCCAATTCTTTCCACCAAACTCACGATTTTCCCCCCTTCCCTTCGCTTCCGCGATTTTCCGACTTAAATCCGTAACGCGGAGTTAAGNCGCCCTTCCTCTCCTGCTCCATTTTTCCNCGACTTCACGACTCCAGGTATGTGCTCTTANTTTNTTCTCGCGATNCTNGGCATGTTTGAAGNTGTCTTGCCATGGGTTGTTGGTTNGCTCGAATTTTAGGGAGTTGGGAAGNGTGTTTTATGTTGTCATTATCGTGTGTTTCGTGTTGGTCTATGGGTGTTTCGAAGTCTGAGTAGAAATACATTGTTGCTTGATTCTTGGGTTGAATTGGTAGGGTNTAGNNCGNNNNNCCGNTATGGTTGGGAGTGTTTGTCGAAANTCGTTTNTGGGTATGCTCGATTCCTTGAGTGTAATGTGCCTTGGTTAATCGTNCGTTNATGCGTTGNNGGCGATATTGCGGTTATAGGTGATTTCGAATTCTTGAGTAAAAATCACTTAATGTTCATTGTTGTTGTTCTAGCATCGATNGGGTAAAGATATGCGGGTTATGCATGCTCGTGATCGATTGTNTTCTGAATGGTTAATGATTGATGTAGAGTTTGNAGTGAATTGNNAGNTAGTATGGGGGTTTGANTGCCTCGACTATTGAAGGTCTAGTATCTTATTCGCGTGACGTCTTGAGTAGACACTATTTTGGCAAACACGGAGTGAACGATTACTGTTGCTAGGAAATGTTGGCCGGGTGGTAGTGTGTACTCAGGGGTCTATATTATTTGTGTGAAGTCTTGAGTAGCACTNCCTAATTGTTNCGTGGTTGTNNCTGATATTGTGATGCCTNNCCGGTTTGATGAGCNTGGTGATTACTTGAGTATGTTGCTGGTNAATTNTGGGAAGTCTGAGTACCTAAGNTGAGACTGCATTGAACTAAGTGTGGGGTGGTGTGCGCACACCACCCATATTNTTATCATTGTTTTGCAGTCACGGGGGCTGAACTTTGGTNTATTTTGCAGGTNACCATGTCNAGCTCACGCAGACCCGGCAAAGAAGTGGCCACGTCAAGCAATAGGAAACGTNCCCGAAGTGGGAATGTCCCACCCGCGCCTGCAGTTCCCAGGGGTCAAACTAGGCGATTCGGGGTNAAGGTTGTNACCAAAGAAGGGAAGGCTTGGTATAAGAAGCACACCGAGGCCNCTTATTTCTCTGATGTCTGTGTCGACAGGGACAGTCTGGCACGTGAGTTCCCNCAGATCCNGAGGCGGATTAGGGAGCTCGGCATGGAGTTCATCTTTGCTGACCCGGACGAATGTAACTTGCACATGGTCCGGGAGTTTTACGCCAACTGGGCACCCGAGGNGGATCCCACTATGTGACGGTGCGTGGTAAGAATGCGCCCATCACTCCCACATGTATTAATGATATATTGGGTACACCGCAAGACACCGACCCACTAGTGCTGACAAGGCTGAACATACGCCCTCCATACCAGGCCATCCGCCACACGCTATGCGGGCCACAGTCCATGGCTCAATGGACTAAGCATAGTGGGAAGAGATATCATAAATCTCTCCCCTACGCTCACATGCTGCGGGAGACACGTGTTTGGCTAAAGGTGGTGATGAACTGTCTGATCCCGGGCTTACATTACACTGATATCACGCGTGACCGGGTGTGCCTGGTTTATGCTTTGATGACTGGCATGAAGCTGAACATCGGAGCCATCGTAAAATCTTCGATGAGGAAGGCCCGGGTTCACAAAGGGCATAGGTATGCATTTGGTGGTCTGATTACCAAAATGTGTCGTGTTGCAGGTGTCCCTGAAGAGAATTTAGACTACGTGGCACCACTNTATCCAGCACCGGTGGACATTACTCGGACTAAGGGGCCGGACACTGAGTTCGGCCCGACNCTCACCACGGCNGAGCGCCACAGGAGAGATGAGCTNATCATGGCNAGGATGTACGGCCTGGAGATGCTANGACACNAGANTGGCGGCCGNGCNTCTACTGATNTGGAGNTGGGNGAGGTCGANAGGCGCTACCCTCTGAATGACCATGCCAGGGCACTACTTGGCATTGGTCCTGAGTTCCGGGAGCCGACCGAGAATGATATCCCGACCGATGAGGAGAATNCGCGTACCGGCTCAGATGTGGANTCCGACTCNGANGAGGAGATAGACCCCGCACAGGCNGAGGATGAGGCCGACGGGGGCGATGCAATGGAGGACTGATCAGGGAGTGTNNNTTTCACCTTACCTCTTCGAACTTTATTGAGATTTTGANATGCACTGGGGACAGTGCTATTGTATNAGTGTGGGGGTGAGGGTGGAAAACATATCTGATTTGTACATATATTGGACGTTGAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGAGTCTTAGGTTTGGTTGTGCCGAAGCTGAAAGTCTGAAATGAAATATGTATGAAAAGCATGGTTGAAATTGATGTATGAATGCGGTTGAATTCTTGTATNTGATTTGAATGTGCAACTTAAGCTTAATCTGAACCTTNTGCGTGANNTGATTGTGTGC

>rnd-6_family-1339#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ACTACGCTCACCGCGCACTTGCATTACCACCTGAACTTCTTCTTTAAATTTCGAACCCCCTGAGCTTAATTCCTGGATCCG

>rnd-6_family-986#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ATTTTCTCAAATTAAAATGAACACAAAATAACAGGAAATTCATACTTAAAAAATTTCATACTCAATATAAATATT

>rnd-6_family-7718#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TTTTGGTATTCTAANTTAGTTTATATTAACTTGTGGTCGTTGGTTGACCACTGCTTTTAATGCATNAGTATANTTATGTGGACATTTTTCTCTTCTCATGCCTACCTTACTTGATANTTGTCGTACTTAATTATAAATAAAAATTCGTCTCGTNCCTNTGGTGATATTTAGGCGGTAGCATTTATTTTATTCCATTATTTTTTTATGTTAAGTCATCGAATTGTTACTTACGTTTTATTTTTTTATTTTTTGCGTGTGAAATCCGCCCGAGTTCACCATGAACTCCTACCTTCCCTCTTCGCATTTCGAGAATGCCATAAAGGCCCAAATTCCTCCNTTCTCGAGTCGGCCGGCCATNAGAATTGAAGAACAGGTCCTCGAAATTGACGAACAGGAATTGGAGCCGATATATCTGAATATACAACAATATACACTAAGTGTATATGTTGTATATNGGGACAAATTTGGGGCCCAAAGCCCCCTTTATTTCGAGTTGTATTTTGTTACTTTGGGCCTAAGCCC

>rnd-6_family-129#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

GAAGAGGAAAGGGCCAAGGCAACTCAGAGAGAAACCTTGCTCCGAGGACAAGTTAATCTAGCAACNATTAGGGGAGCACAAGTTGCGGAACTTGCGGTATATCGACAACAACAATTGAGGACATGTGATCAGAAAAGTCAGACAGATTTTGATCAAGAGAGATCTCAGTGGATCCGTGAAAGGGGAAGACTTCGAGAGGAAATAGAGTCAGTTTCGACTCGAGAAAGACATGCTANAGAAACGGTGGCCTCCATGATCAACAGATACGAGGATGGAATCAGACTTCCAATTCACTTCGATNAAAAGTCCGTCGTTTGGCCGATCGCACTGCCCAAATGGGTTTAGATTACCAAGAGATGAACCATGAACAATTTCCGGCANAAGTACCCGAATTCGCTGAGTACCTTACGACGTCGNTGCGAGATATATATCAGAGTGTAGGAGGTCGTTTAAGACCACCATCTCCGTGAGCGAGCAGATTGGGATGCAAGCGTGACATTTATGTCTTTGGGATATGAGGGCTGATACAAGCNTTTGTTTCATTAGTGTCGTTTTCTTTAGTTTAAGTCCTNCTTTATTTCATTCTACGTTTCTACGCTTTGTCTAGGTCGTGTCTGTTTAAGTTATCGACTTTCGTTTGGTGATTTTCTCATCGTCTTCCTACTTATGTTCCAAACATTGAAATGATATGTTAAGTTATGCTTATNTCTGGTTTCATTTTTTCCGTTAGTATAAATGAATAAATATATATAAATAGTATATGTATATATCTAAACGTAAAAAAATATATTAATATATTCGTTCCTCCGAACTACGCAAAGATNTGATTCATGCACCAACATNATACGTAGGCAACCCCATGGGTTTNATCAAACCTTTTTAACAAGAATAACTAAAGAGGAGAAAAACGCCTAGATAAGCCGGGATGAAACATAAGGTCTTCCATATCAGAAGTATATATGTGGATGCAATGTGCACGATTTCTTAACACTAATCTGTTTGCTACTCCATTCAGAAAGAAAGAGAGACATATTAGCTTAAAGGTGGTTGGTTTGTGGTTAAGCTGGCATCACATCCCTACAATACAAGGTCGAAAGGGAAAAAGAAAATGACNCACAAAGACGGGAACGAGTCGGACAATGACGAGGTCCGAAACCAGATGACNTCACAAGAAACAGTGTCAATAGAAGAGGTAAGGGCGTTAAGACAACAAATGGCAGAGATGTACGAAGCTTGGACGAGTGGACAAGCTCCGCCGTCTTCAATCCGCGACTATCTAAATACAAACGATCCGATCTATCCACCTGGATTCGGCCCCTACGCTAACACATCCAACGTTGCTGGAACTTCCACGGTGCGCCCTTCGAGTACACCTATGACGAGTAATCCACTCTTCGTGCCAACTGCGCCGACTAATAGCATTCCNCAACCAACAATGGCGCCCAAATCCAANAATGATCCTTCGTCCAAAGTTCTTCATGACCATGGCTACACCCCTGAAGAGGCCCTTAAAATTCCAAGCTCTTATCCCCACACTCATCAATATAGTTCCCCTNTCGAAGTTGAGAAGACGGTTAAGAACGAGGAACATGAAGAAATGGCTAAGAAAATGAAGAGTTTGGAACAAAGTATAAGAGATATGCAGGGACTAGGAGGCCACAAAGGCGTCTCATTCAGTGATTTGTGCATGTTTCCCNACGTCCATTTGCCCGCTGGTTTTAAAACCCCAAAGTTTGAGAAATACGATGGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAGCCAAGCTGCCTTAAAGGCCACAACACAAGTGCTTCAAAATGGTTCTGGAAATATTGGAGGGAAGAAGAGAAGGGAGGATGTAGCCGCCGTTGTATCAGCGCCNCGGACCTATGTCCAAGATAATCCCCCGCAACACTATTTTCATTCCCAAACTCCACAATATCCCGTCCCATACTCTCCATATCCCATTTTTAGCGCANAACCAATTGTTCCTCCTTCTTATCCGCAATGGCGTGCACCAATTCCTCAAAATCATCCACCACCCCCACGAATTCACCAAAATACCGCCAGAATTCCTTCNCGTCCTAGACCANAATACAAGAAGGGAAATGGAGCTAAGGATGAGTTCACCCCTATCGGAGAATCATACGCTAGCTTGTTTCAAAAATTAAGGACGTTGAATGTTTTGAGTCCTATTGAAAGAAAGATGTCGAATCCTCCCCCGAGAAATCTAGATTATTCTCAACACTGCGCCTATTGTTCTGATGCCCCAGGGCACAACATAGAGAGGTGTTGGTACTTGAAAAGGNCAATTCAAGATTTGATCGATACTCATCGAATTATAGTTGAAAGCCCGANTGGACCAAACATCAATCAAAATCCACTGCCCAGGCATACTGAAACAAACATGTTAGAAATGATGAATGGTTGCGAAGAAGTTGCAGTCCCATACAAGCCGATCCTTAAGGTTGGAACTGGCATGGAAAATTCGGCGAATGTTGTTGACTTGACAAAAACGGTGCCTTCAGGGGCAGAAAAGACGTCGGAAAAGTTGAGCCCATCAAACACACCNATCCTAACTGTGAAAGGAGCACTTGAAGATGTTTGGGCACGTCAGAGAGAGGCAAGATTGGTTGTTCCAAGAGGGCCAAACAAGCCTATCTTGATCGTGCAAGGAGCCTATATTCCACNCGTGATCATTAGGCCAGTGTCCCAACTTTCAATGACTAACCCCAAGGCTGTACCTTGGAATTATGAGCCCACCGTCGTGACATACAAGGGGAAAGAAGTCAATGAAGAAGTAGATGAAGTA

>rnd-6_family-4374#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TTATTTATTTCAAGACCAAAATATCCCTGTCATATATACATATTTATCAATATATCTCTTAAATTTATTTATTTATTTATTTATTTTTGTGGTGANTTTTTCGTATGTAGTGATTTAATTTGTGGAATAATTTTTAAATTTATTTTGCTTGATATTTTTAATTATATTTAAATCATCATGTTAATATTATATCAATATTTAATTTATTTTTTATTCATCTATGTATAATATTGATTGAAAATTTGAATATGTACATTTTAATTTAATAA

>rnd-6_family-7632#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

AAAATACTCAAGAATATTAGTTCGGTAAAGTGAACTAGTCTCAAAGATGAACTCGGAAAAGATTAGTCTCTGAAATCACTGTATAATCATGTCATCATAGAGAAAAGTCGGAAACTCGTGGCCCGAAGAGAGNAAAGGACTCGTGTCCTAGTGACGTGACCGAAAAGATAAAAAGCGTCAGATATATTTGTACAATATTNTACCACCAACAGAGAAATATTAGCTGGCACCACTAACGACATTNCCACGTGGACNACGATCATTGGTCGTAGTACTTTAGGGCTCGAGTGGAGCTTTTCTATTGGTTGATGCATTACATTTGTAACCTATAAATAGTAGTTTTAACACACTTGTAAGGGGTTGGATTCCAAGCAATACAATAACAACATACTTATATTCTTGTGCTCCAAGCTTTCCATATTTCACTAAATCTTCGTCTTACANCATTCATTTACTATATCGTTCTCGGATCTAAGGCTCAAAAACACTCTAAACAACGCCGGATCCAGTGCAAACGTNCATCATCGGAGCTCTAAAGCTTCATACGGCTTTATTTACTTTNTTATTTTCATTTATTTTACTTTTNACAAACATCATTTAACCGCTAATAACCGAACCTAACGAGTTAAACCAAAACGCGTGTCCTTGACCTCATACAAATTCAACTGTACCATTTTCCGATAAACA

>rnd-6_family-1268#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 16 )

TTTACTACTATATATAAGTCTACAAGCAGGCATGTCTTCGTCGACATGCCTGCTTGTATGACAAGGGTANTTTTGGNATTTTCTATNTTTTGTTCCTTAAACCATTTGTATNTCGCTTCTTTATAANTGTACCTTTCCCTTNTTAGACAAAAAAACCAGCCAACATTTACATAATGACTCATATGTCCCCAGAAGATTTGTACTCTAAGTTTGAACTTTGAAGCCCGTGGGCCCAACTTC

>rnd-6_family-5836#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

CTGTTTTACTTCTCGAGTAAATGAGATAATTCTCGACGCGTTAGACTCCTAATCTGTTTAATTTAATTTTGTTATGTTTTGGTGTATAGATTTGTATGTTACATACTAATTTGAAAACTTTATGGACGTTGAAAAAGTTAATCCTCTATTATGAAATATTCGAAAGTGTAGAGGTATCTTGTTAAGGTTGTGTTACATGATCCTAAGAAAAAGGAAAAATAGGATCTAAGTTTTGATTGTATGCTAATAAATGTTGTATATACATATTTGTGGTAATCAATTGTGATTTGATTGAATGAAACGTTAGAGTTGGAAAANATAAAAATAAAGTATTGTTGAGTTTTTAAAAGTGAAAATACTTTCAATGTTCTTGTTGTTGAAAATGATATTGATTCTTGATACATTATCTTGAAAAGAAGTCTTTGGTGATACATGAGATGTACGACAAGTACAATACCAAATAAATTGAATATTTTGTTGTACAAAAAGGGTACAATATATGATGAAAAAGGTAAANNNNAGAAGTCGGTACGTTTTTGTGAATGCCATAATATAAAAACAATTAATTAGAATTAGTTGTTGTGGAGTCGATTGGTGATGAGACTAAGCGGTTAAGACAACTCTTAGTGTGTATTCCAATTGGAATAAAACCAATATTTTATGTGACTAAATTAGATACATGTGTTTGAGACACAATGTGATGAAAATAGCTGCAGTGAGATTGAATTATTTACGTAAATAAATAATGTGTAGTCGAAGGTGAATCTGATCAATTCACTGACTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGTGCGAGTATAATGTGATAGAATAAGACGCTGGGCTTACAAAAGAATTNTTGGTTCATAGAAGTTCTAAACTTCACCAATTGTTCTGTAAGTTTAATCTTGTTCTATCTAGGTCTGGTTCATAGTCTACGAGACACCAGATTCGACGCATTATACTCATACGTGAAAACCCAGCAAAACTTCTTATTTCATTCTATTTCTTAATATTCTTTTTGAGATATGTAGGGGATTGTTGGAAAAATAATTCTAGTATCTCAAAAAGAAGTG

>rnd-6_family-3953#DNA/En-Spm ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

TTAATAGCATACGGAATGTTGAAAATGTATTTGGAAAAGTGCAAAAGAAATCAAATAATGGCCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCGTGATCATGTTGCTATTCCTTTGATTCGTCTAAGTTCCTTCTTCCGTCGTTTGTGTCAAAAAGTTATCACATTGGAGGAACTGGATCGCTTAGAACTAGAAATCAAAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATNCTGTGGATCACCAGATGCGCAAACTTCGAACTTGTTTCCTAACAGAGGNTGTCCNCTAGGNGGAAAGAAGGGCGAGCCAACCTTTCTTGATAACAAGTCACGACGTCAAGCACATGGATATNTACTGGGCAATTGTGACGAAGTTCNAGAATATATTAGGTAAATTGATTCACTAGTATTATATCATTTATTGTATAATTANTTCTTAANTTATTTTACTCATCTGATTNCTAACAAATAANAATACNTGTTCTGTAGAGAGCATGAGCNTGAGGTTAGTAATCAGGGAAAAAGATCTAAATGGAGTAAGGCCAAGAATCATNGTCAAAGCTTCTCTCAATGGTTTGAAGCTCGTGCTNTGCATGAGGATGTGTCNGATTTGATAAAACAATTGTCGAGAGGACCNAATTCTGTTGCNAAAAGATATNCAGGGTATNTCATCAATGGATATAGATTTCATACAAGGCGACGTGAAGCAAGGCGTAAAACACAAAATAGTGGTGTTACATTAGTTGCTTCAACTACGAGTTTTGCAAGCTCTAAGGATAAAAATCCGATTGATGCAGATCTGACTTATTATGGTAGAATAGTTGATATCGTTGAGTTAGATTACTATGGCCATTTTAAGGTTGTCCTATTTAAGTGCGANTGGTATGAGGCTGAAGAGGATATTTATGGCTTTACTTATGTCTACTTCAACAAGAGGTGCTCTCAGGAAGAGCCTTTTGTACTNGCATCTCAAGTNCATCAATGTTTTTTATGTGNAGGATCCATATGATGANGATAGGCATTATGTTATGAAAACNGTCCCGAGAGACTTGTTTAGCATGAGTGATCAAGCCGAATCTGATCTCCCACAAAGTTATGNAAACGAGCCATCTGAACATTCGATGGGNCCNTCTATACCNGAAGATAATGGTGAAGTTGNCTTAGCGAGGAGTGATGTACCAGNNACAATTATTGATGTGCCTCCGCGNGAATTTGTTGCTNAANAACTTGAACATGAATCTGAGGATGAGGATGAGTTCGATATTGAGGATACATCATAAGTTCTTTCTTTTATTCTACAATTTAACTCTGCCTTACATAGTTAGCTTTAAGTCTTTGGAATTGGGAGTTAAAAATGGTTCAATTTACAAAGTTTTTAAGCTTTTACGTTTTATAGCTGTCACTTTGTTTTCTAATTCTCCAATAAAGTTATCATTGATTGCTTTTCTTGGTCTGAGAAATCTTTGAAGGTATACAACATTTTATCTTGTTTGCACTATATTTCTGCATTTCTGCATCGCTGTATTATCTTTTANTTTTTATTCTGCACTACGTTTCTTTATTTTCTGCTCTGTATTTTTACATTTTCTGCACACTTTTCACTGCAATTTTGTATTTTCTGCAGCGTCCTANATTCTTATTAGTTGCTATACTAACTATTATTTTTATATGAAGAATGAATCAAGGAGCAGCCTTAAAGAAAAAGGTTCTGAATTCTAACAACGGTTCAAGTCCAATAAAGAACCTATATTTTTTGCACTATATTTCTGAATTTCGGCACTATATTTCTGCATTTCTTCATCGCTGCACTATNCTTTTANATTTTCTGCACTACGTTTCGNCGCGNNNTTNTATTTTCTGCCGCGNTCTGTATTTTTCGNACNATTTTNTTCACACTTCGNCACTGCAATTTTGTATTTTCTGCATCGTTTTATATTTTNTGCACTATATTTTGCATTTCTGCACTATATTTCTGTATTTCTGCATCGCTGGCACTACCTCTTAATTTTCTGCACTATATTTCTATATTTTCTGCAAACTTTACACTTCATTTTTGTATGTTCTGCAGCGTCCTAAATTTTTATTAGTTGCTACACTAACTATTATTTTTATCT

>rnd-6_family-7256#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

GCCTACTTTACCCTTACCATTTTTAATTCTCCGTTTATGTAATATTTTTTTATATTATATATANAATNTTTATTTTTTAACCTATGTATTTATAGATTTTTATTAAGTTCATTAACATTATAAGTAGAATAATCCTTTTATGAGTTTGTTGCAAAATCTAATATTATTTTTTAATGATTGTTATTTTAATATTACATGCATTAAGTACGTATGTGTGTATGTATTATGTGCGTGCATATT

>rnd-6_family-15066#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TTACATCAGTACCGAATTGAAAAGGGAGCTCTTTCCATTTGCATCTGCAAATGGGGCAAAGGTGGTTTCCATGCTTAACGTTATTGCCAATGCANCTAAAGTGGAAAGAGTGTCTGCATTCAGCAGTAAATATGGCCTCACCATTCTCAACTTTCATCCCTGT

>rnd-6_family-1180#DNA/CMC-EnSpm ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TATTACCAACAAATTTGGATAAATTTTCTGTTACTAAAATTGCCAACCGATTACCAATGTATCTGGAAAAGTTTACTATCGGACATTTGTTACTATAATTACCAACGTATTACCAACGGAATCGAATAATGAAGAAAAAAATTTACTAACTCCTTTTCAATTCGTTAGTAAAGGTACTAACGATATACTAACCAAAAATTAGTTGGTGAATTTACCAACGGAAATTTCAGGGCCATGTTTCAAAATTTTGTAACAACATCTTTGGGTGTTTACCAACTGATTTTTGGTTGGTAAGTTTACCAACAAATTAAAATCGGTTGGTAATATTTACCGACGAGCCTTTTAGCAACGGATTAATATAAGTTGGCATTTGGTTGGTAACTCAATTTGCCAACCAATTTGATCAATTTACCAACGAATTTTTTTGTTGGTAATTGGGGTTCCTTTTGTATT

>rnd-6_family-633#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

TTTGTTATATTTGTATACTATTTTTACCTCCTCCTCAATTTGA

>rnd-6_family-1120#DNA/TcMar-Pogo ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

AAACTTGGGCTCATTCATGAACTTGAAAATGTGCACACCTNTCNCTAATTTTGAGCCCATTTCAAAATTTTACCTTTTTTTGCACATCAATCAAATGTTTTGGACGATATATATGTGCAATAGTCCGATATTACTTATTAATTTATTAAATTAAGATAAAATTTAATTAACTTTTTTTCTCATTTTATCCCTACAATTAATGCTCTTAAGAAAATATTATTAAAAAAATTAATTTAACCATAAAATAATGGACATTTATTAAATGTTTTGAATTTCATGAAAACTAGTAGTACTTACTCAACGTGGAATGTAATTTCTGCAGTAAAACCTCTCTAAATTAATATAGGCGAGACCATGAAATATTATTATTTTGTAGAGGTATTATTTAATCGATAAATTAATATTTATTAATTTAAAGAATATTTTGAAATTTAATGAATATTTTCGAANTTTGATGAATATGCCCCNCCCCCCCCTCCTTAAAAACAATATAGACATACTTGCCCATGAGATAAAANTTATGNGNACGAATAGTGGGATGTTGAAATATTGAGAANNNCGGAAGAATGAACGGAAGAATAAACAATCGGAAGATCAAAAAATCGAAAGAAAGAGAATNGAGTANCGNNNCGAATATTAAAGTGGATATAAATGCTTTCTTGGGTAGTGTTTTCGATTTTTTTAATGAAANAGTTATTGGGCGGTGTAATTTCTTGAAACCATCTAGTGGTTTAAGACTTTTCTTAGTGGTTTAACTTTAGAGGACATTTTGGATGGAAAAAATTGAATTTACAGCAACATCCTTGTCAGTCCTCTCTAATTACGAAAATAACCCNAAAAAGTAAAGTCGTGTCATTTCGTGCCAAAACGGTCGTGCCAAATATATTTA

>rnd-6_family-1613#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

AAAGCCACAACACAGGTGATTAGAAATGGATCAGGAAATCTCGGGGCANAGAAAATGAAGGAGGATNTAGNAAATGTTGTGTCAGACACACAAAAAANTCCAAGGGGTCCACTTTANCAGCATGCACCACCTCAATTCCATCACTGTCTCCCCATGCAAGACACACAATACTCTATTGTCCCACCTCAATACGCGGTCTATGGTGCACANCNATATGCACACCCGCCAAACTATCCTCAATGGCGAGCACCANCANATCAAAATGTTCGCCCTTCTTCTCAAAANTTTTGAGCACCTTATAATCCNCGTCCGAGACAGGGATTTGAAGGAGGTCAAAGGCCTATGAANAATTTCACACCAATTGGAGAGTCTTACANAAGTNTATTTGATAAGTTGAAACGTTTGAANATGATAGGGCCGATTCCTCAAAATTATGTGGATCCACATGCAAAAGGTTTCAATCCTGCAGCACGGTGTGCATACCACTCTGATNCTCCAGGGCACANCACTGAAGATTGTCGATTTNNTTTAAGAAAAAAGGTGGAAGATATGATTCAAACAAAGATGATTCTGGTTCAAAATGATGACCCTCCAAATGTTACGAAGAATCCTCTGCCGGCGCATAGTGATGCACACTTTATCGATGTGATATCTGATGACAAAATACATGACACGTCTCCTAATTCTCAAGAAAAGACAATTGAAATTGTTGGAGCCGTCACGAAGGCTAACGTGCAAAGCACCGGCTAAGAAGTCAAACTTGGTGATTGGGAGACACTATTCTTTTCTCTTAAAAGAGAGTATGGATAGTTTATTTTTTCATCATTTCTGATATGCAATTCNCGTTATTTTATTTTGTTATTTTATTTTAGAAAGTCATACCCTTCTATCATTTCTCTCATGCGTCTGTTGGTTGAGTCTTGTCGTAGTTTGGGTTATTATAGGGTTGTAACCTAAAATTTAGTTCGTTGTCTTGTCACCAAGTCCTTTTATCTTAATATAATCTTTGTCCTGTGTCACTTTGATCCATTCCATTTGGCTTTCCACATATGCATCTCTTTTCAATTCAATTTGTTTGACATGATATGCAAGAGGATTTGGTCAGATCTTAAGGTTATATCTAGTCATGGATTGAATACACCAAAGAAGTCAAAAAACAAATACATTCGAGGAAATGAATAAAGGACTTAAACACCTTGATACGTCCTTTAGTATCGGAAATGCTTAAAAGAATAAATTTCATTTAAATTGACACATGCCATTTGTTGTCAAGAAGGTATTACTCAAACGGAGATTTCGAGCTGACAAATATGGAACAAAAATGATATACATATCCATCAATGCATGCGTTGCAAAGAGATAATTCTATGATTTTCACTTCACATCCTAAAGGGCATGCTTGTGTTTGACATTTTTAATGATTGATACGACGAAGGCATTTCATTCTACTATCCAAACATCGTGTAATCCTTTGCTACCCCTTTTGAGCCTTAATTTTATTCTCTTTCATACCCCTCTTTTGGAATCAAAATGCAGTCAAAAAAAGAAAAAGAAAAAAGAAAAGAGTCACAAAAAAGAGTCAAGAAAAGAAATTGAAAAGAGAGGTCACGGAAAAGAGTCAANAATAACAAAAGTGAAAAAAGGTCGNNNNNNNNANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAATAATAATAATANNNNNNNTAATAATAATATTCAANNNNNNNNNNNNNNNNNNNNNTTGTTTATTTTATTTGTTTATTTTTGCAAAATAGAGTCGATTCCAAAAGTTGTAAGTCTTAACCCTGTTACACGCATTATATTTGAGCCTTCATGCCAATCCTTTCTTTGTAACCCTGTCCAAAAGCCACGTTACGATCCAAATAAAGACCTTCTGATCAATTTTTAACAATGACAAGTCAAGCAAGCTTTCAATGTTGATTATCGTATAAGGAAAAATGTCGTGTCCCTCGCATAAGGAGCGAAAAATGAGGGAATCTTATCGATGAAAATCCTCGAAAGCACTATAAGACATCATTTGTGTTGAGAGAAAGTGAAAAATGAGAGAGTCTTATTGGTGAAAACTCTCAGGGCACTATAAGACGATGGTGAGTGAGAGACATACGAAAATGAGAGAGATTATTGGTGAAAAACCTTTCGAGGCACCACAAGTCGAATGTGAGGTATGAATCTAGTGCGAAAAAGTTGGATCGTAAAAGTCTGACTTCGGAAGGTTGAAAGTTTGACAAAGATAAAGTTTAGATTGATTGGACAAATCAAGCCATTTAATCTCACACGCATGTCATGTTCATTAGAATTGACCATCACTCTCAAAGGAGTCTCTGTNTTACTTCCATTTTTATTTTCTATCAAAAGGGTCAAATGTTATTTTATTTTTACTTTTCTTTCTTCTTTTATTTTGTATCGCTCAATTCGGTTTGCATTTTTTTCCCTTGAGTTAGTCTTCATTAAAGCAAGCAGAAAATNATTTCGAAATTGCTACCATCTTTTCAATTGCACAAAGCAAAGTTTGGTCAGCACATCAAATGTGACATGATTCAAGAAATAGTGATATGCGTAGTAACTTTGTCAACAATTGACAACATTTTGAGAATTTATATGAATACAAGATTCAATGATTGTTGGAGGGTGGAAACAATATAACAAGTNTGAAGTTGGAAGTTCTGAACAACTAGAGATGTTTTCAAGATTATCAAGGTGAGCTGACTAGCGAACGAAAGCANTCTATCTCAAGCTAAAATTAGCTTCAAACATGGCAACAACGGGAGCAACTATCCTCAAAGCCAATGCCACAAATCGACCACCATTAAAAGAAAACCATAAATTTTCTTTNTTTCTTTTCTAAAACAGGGAAATGTTCCTNACATAAAAGATATCTTGAAGACTCAAATTTGTTAACATTATTGCAAGAAAAAGAAAAAATAAAAAATTACATGCATTGTTTCTCCTAGGATAAACACTTCCTAGTCTGAGACCGTTATTTTTCATTTTTCTCCTAGGATAAACACTTCCTAGTCTGAGACCGTTATTNTTGTTATTTTTTATTTATTTTCTCTCCTAGAATAAACACTTTCTAGTNTGAGACANTTATTTTCATTTTTCTCCTAGGATAAACATTTCCTAGTATAAGACTTCTAAAATAAAAAATAAAAAAATAAAATGTTATGGTGATTGTATTCGA

>rnd-6_family-5744#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TGAGTTTTACTAAAAGTATTTTCGAGCGAGTAATTTTCCTTACATTGATTTCGGAAACCGAAGTTAGTTAAAGAGAAAAGTTTAAAAGCATGATTTTGAAAAAGAGTTTAAGGGAACTTAAAGGGTTCCGAATGTATCATTTTTATATTGAAAAAGAGAGCACTATTTTCANAAAAGTATAAGAGTTTTCAGTTTTTATATATCGATCTTGGACTTGAAAGATAAGTCCATAAGTATACGTTTTAAATGCAAGTTTTGAACAGAGTCTTTAAAGGAAGAATCAAATGGTTTCATATGTACTATTTGACGGTTGAGAAAAAGAAAGAGTATGATTGATGTTTTTGAAAAGTACTTCAGTAAAGTAATAGTCCCTTTCTTTGTAAAGGGTGATTGAGCAAAGTGAAAAGTAAAGTAAAGTAATAGTCCCTTTCTTTGTAAAGGGTG

>rnd-6_family-213#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ATATAATATCTAAGTGTATCTTCCTCAATATATGGTAGGAAACTCTTAATTAGTAGTAAGATACGTAATATTTTGAAAGTATAGATAATANTAATATATATGATAGTAATTATG

>rnd-6_family-1309#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

AGGAACCTTTNCTCTCCCCAACCATTTCGGGTTAAGAAGACGTGAAAGCGCGTTTATCTATATACGNCTATAAGAAGGATGCGTTTCGAGNTGTGAAGTGNAAGAGAAGGGATGTCANAATTGGAGTTTTGAATAAAACGACCTTTTGATTTTTCATTTTTTTANAAAANATTTTCGTTTTCATATTGAAAAGGTAATAAGAATGAGAGGTGTTAAGCTTTTTATCATCCTAGCGTCGAGTTATTTTTTTGTNGGACCTCCCCTACAATATCGTCGCCGCAGTAGAATTTAACCACCAAGTTCGGGATGGATCGGTGTGGTTCCTCTACGCCTAGGACACCAGAATATCGAACCATGAACGAAGAAAGGCACGAGAGAAAAGCATATTGGCTAGTGATTGTGAGGCCCCAATTCTTGACTGGAGGGGACACCAAAGGCCTCTGCCCTTCCATCCCTTGGATAGATNCGAGAGACGGGAGGGCAGAGNCTTTTGGTTTNNNTTTCATGTTGTCAAAGAGTTGAACAATGGTTTTTTCGTGTTGTCAAAGATTTGAACAATGAAAATAGATGGCGAGTGCCCGATCGAATTGATCAGGTCATGTAGGAACAAGGTTCAAGTCTACCGGTCTGTTAGGATGCCTCAGCTGCATACA

>rnd-6_family-6576#LINE/L1 ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

TTCTAAATGCTAGACTTGCTTGAGCCTACCGCCGCCACCATTCCACTGCCTTTCATGGCCGATCTNGCCGCTGGTCAGCCGTCGCTTCAGGTTGGCCAGTCATCACCTCTAACATCAGAAGCTTTTCCACCTCTCATTCACCCAGGGTCAGTTAGTCTTAGTAAAGATAGCTCTATAAAGCCTAAATTGCCCAACGTGCCTATGATTTTGCCTAGCGACCAATTGGAAAAAACGGAGAATTTTGCNACTGTTCTTAAGAATCTAAACCGGTCTTCACAATATAAACAAAAGGGTGGATCCCATACCATTCAAGAAAGTGGAATATNACAATGGNATTCCTAGGATTTNTTGGACAGAGGAGGAAGTTGANCGTATGAATATCATTGAGAACTTACAATATGCAGTGATTGGGAAGTTCTCTNATGGNTGGCCAAAANTAAAAGANTTNAGGAAGTCAATTCCTACGNNCAATGTAATATCAAAGGTGANTGCAAAATTGGTTTGNTAAGAAACAGACGTGCTTTAATCAGATTTGNNCTTNATCGAGAAGACTTTGTCAATATGGTGTCAAAGGGTGCTTACTACATCGCGGATAAGGATGGGTATTCATATTTNATGAGGCCTCTGATCTATGATGCGAANTTTAAAGTNGATGAGGAAACGACNCAAGCNATGGCATGGATCTCTTTCCCNAACCTANNGCCAACCTTTTTCGTTAAGGAATCCTTATTCGCGTTAGCTTCGGCAGTAGGGAAACCNCTACAACTAGACGTGGCNACCATCAATAAAACTAGACCNAGTTGTGCTAGAGTCAAGGTTCAGGTGGACTTGCTNTCTANAAANTTTCCTTAAGTATNGGTAATACCAATGGAAATAGTAAATGAGGCTAACGGGGNATCTAGGACNGAAAAGGTTNANATTCGATACGACTATGTTCCNAAATACTGTNNNGAATGNAAAATGCAAGGGCATGGTAACGAGGNATGCAGCGTATTACATCCTGAGTTGAGGCAGGCTACCGANGGTGGAGTAGAGATGAAGACAGGACAAGNAACTCAGCAAGAGTGANTCGCAATAA

>rnd-6_family-4836#DNA/TcMar-Stowaway ( Recon Family Size = 21 Final Multiple Alignment Size = 15 )

AAAACTACTCCCTCCGTTTCAAANAGAATGTCCTAGTTTGACTTGACACGGAGTTTAAGAAAATAAAAAAGACTTTTGAATCTTGTGGTCTTAAATTAAAGATATGTCAAATGTACCAAAATGTCCTTTAATCTTGTGGTCTTAAACATGTCACGTGGAAAGTTGAAATTAAAACGTTGCCAAAAAAGGAAAGAGATCATTCTTTTTGAAACGGACTAAAAAGGAAAGTAGGNCATATAAATTGAAACGGAGGGAGT

>rnd-6_family-841#LTR/Copia ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATGTTGAGATACGAAGAAGAAGACGTAAGGGGCTGTTAAAGTTAGTTAGCAAGTAGGAAGGGTAGATTAGTTCTTTCTCTGTAANGGTTGTTATAACAACCTGACAAGTTGATTAGTCGGAAGTTAGTTACAGAAATATGAATCTGTANATACATCCTACACGTCATGTATCTAGTCATTCTTTCGGTCTCAATACAATGAATTCTCTTCTTTCTTAGTTCTCTCTTGTTCATGTTCATTGAGCTCTCTCGAGTTACGTTCATGGTATCAGAGCCTCATGCTTCANAGTGATTACTGTCTGAAGCTGGTGATATTAGAATCAAAGAATCAATGNATCGATTCACAGATTCATGTTTCGTTTATGTTCCGCTCGTTNAAAGAGATTTGCAGATCGGAGCTTGATTCGAAGCCGGAATCTGCGTTTAGTTTCACTTGATCTCGTATAAAAGCCCAAATTCCAGATTCATGATGGAGAATGAAGGCGTTCCTGCAGCTGGCATCACAAAGGCCAGTTCACTAGNAGTTATTCCTCAAANCAGCAGCGCTGTGCAAGGTCAAGGTATTGACTACAATCATCCCCTGTTTCTNAGTCCTACTGATGTTAGTGGANTTAGTCTTATTTCGTTTCAATTGCTTGGNATCGAAAATTATACCTTATGGAGTCGATCTATTAGACTAGCCTTGTTAGGAAGGAATAAGATTGGGTTAATTGATGGATCTGCTAAGAAAGAGATGTTTGGTGAAGAACTGTGGGGGCAATGGGAAAGAGTGAATGCGATTGTGTTGTCNTGGTTGATGAACTCTGTATCTAAAAGTTTATTGAGTGGGATTGCTTTTGCCTCTAGTGCATTCGATGTCTGGACTGATTTAAAAGAGAGATTTGATAGAGTGGATGGATCTAGGACCTATAGCTTACACAAGGATATTGCCTCACTGCAACAAGGAACTGTCTCTGTGTCTGAGTATTATACAAGACTCAAAACCTTGTGGGATGAGTTTGAAGCGTTAGTACCTGCTCCTTGTTGTAACTGTGAAAAATCAGTAGGTTTTGTAGCTCATATGAACAGACAGAAATTGTATCAGTTTTTGATGGGCTTAAATGACTCCTATCATCAGGCNAGAAGTCAAATTCTTATGACGGATCCATTACCAACCATTAACCGTGCNTACGCGACGATAGTTGGAGACGAAAGGCAAAAGGCTGTTGTTACTAGTACTAATAGTATGGGGATGACTTCTGTTGGTCCGGATTCCTCAATTGCTATGTACTCTAAGACTGGTGGAAGTTCAGGAGTGAGTCAGAGGTTTAAGAAGAATTCCTTTCTAATATGTGATTTCTGCAAGTGCGAAGGCCATAGCAAAGAGTTTTGTTACAAAATTGTAGGCTATCCTCCAGATTTTCAAGTCTAAAAGGAGGTTCAAGGAACTTTTCCTTCACATACTAGTAGTTCCTCATTCCAACAGTCATCAGTACAGGCTAACTTCACTAACGGCAGAGACATCAATTTTCCTCCACAACGACAACGACATTCTAATCCTAATGAAGAAACTCATAAAGCTCCTAGCAACATTAATTCAGTAAGTCGNGCTGAAAGAGAGGTTAAACAGCTTCTGCAGGGCTGCACATTTACTAAAGATCGGTATGATCACATTCTCAAAATGTTCCAAAAGGAGGCAGAGTTCTTCATCTACCGNTTCAGCGTGCAATACTGCAAACACTACAGGTAAGGCATTCTTTTGTTTTTGAAAACAGTCGAGTCTGGATTATTGACACTGGTGCAACCAACCATATGGTTTCTAGCTTGGATATGTTGGTCAGTAACTCAGTTTCTAAACCTAAAACACCTAAACATGTTTATCTTCCAAATGGTGATACTACTCAAGTTTCTCATGTTGGTTCATGTGTCCTATTAGCCAGAAATATCATCAGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTACTANNGTTACGNNNAACATCTCAATACTGGTGTTGGTGTCAAGAAAGAAAAGGAAGCTGCATTTGTTGTCAATAATGTCAAGGNNAGTCAGATATGGATCTATGGCATAAAAGATTAGGACATGTGTCCTCAGGAGTTCTTAGTCGANNATGTTTGTTNTGAATAAACAGAGTATATGTAGAATTTCCCAGTGTTCAGTATGTCACTATG

>rnd-6_family-5152#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 15 )

TAATCCAAACCAAACGCACTATTCGTGTCAAGGCGCCTTGAANATTCGGTTGTCCCAATCGTCTTATTGCTCCCACTTGGGTTACAAGCTCACGCTACTGAGCTCAGCGATATACGTTGTCTAGTTGAGNTCTTATNAAATGNATGTATTCGTCTTCTGCCACCGATGTGGGACAAGACACACTAAATCCTACGTCGAATGTTTTAGCATATGCGATTTTGACNTGCTAGGCATATCATCGCATATGCTAAAACATTCAATGTAGAATTTAGTGTGTCTTGTCCCACACCGGTGGCAGAAGACGAATACANACATTTTATAAGAACTCAACAGACACCGTATATCGCTGAGCTCAGTAGCGTGAGCTTGTAACCCAAGTGGGAGCAATAAGATGATTGGGACAAATCAAATCTTCAGGCCTTGACACAAATAGTGCGTTGGTTTGGGNTTATGCGGTTCTTGGTATAGTATGAAGTATTATTATTCCGACACTAATAGTACTTTGACATAGCAGT

>rnd-6_family-9553#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

GCCGTTTGGTNGCTGGATAAGGNCAAAGTTAATACATGAATAACTTGGTTATTCATGTATTAATTTTATACCATGTTTGGTTTGCAAATAGGATAAAAGTTATTCATATATTAATTTTATACAATGTTTGGTTGGTAAGTTTTCAAACGTTGTATAAAAGTTATTCACGTATTAATTTT

>rnd-6_family-2742#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 15 )

TATACCGAAGACAATGAATCTTCGCAANGCTTCGCCATAGCGAAGGGTTCGTCCGCTATAGNAAGNAANAAAGCCGNACTTCGCCATAGCGAAGGTCGCGAAGTTAGTATTTTGTGTTTAAGTTAGTTTTTCACTCATTCTTGGTCATAACTTAGAATATTCGACCAGAGAACCCCAAGGGCGACTTTTNCAAGACTTGGAATTTTTTCTCTCTTACGGCAAGTGCTTTNNATCCATCTTTTCCTATCCGTAATTCATTTTCTTCGTAGAATCGAAGGGTANGTTCTTCGTGGGANTTTATGGGTTGNACCCTAGGGTTATTATCTTGNTGGGACAACATGTGNGTATAAAGTATTTATGGATTTTCAATTTTNNTCCGTCGAATTTTGTCTTCTAGCATGAAATTATGAACCTAGCCTTAATTATGATATTGGGGAACCTAGAAACCCCATAAAAATGGGTTCTTTGAGCGTACGAATTGCTCAAGAGAGGTTAATGGGGTTAAAACTCTATGAATGAGATTGGTNTGATCATGNAAACCTCCGATTTGATAAAATAACACGTTAATNATTCGTTAGACCTTCTAAAAAGGTAGAATTANGTGGGTTTGAATACTCAAGACCTTCGTTTGAGAAAGTAGGTTATTAAAGTGNCGTTATACTTTATTNGTCTTAGACTTTGAGCATTCCGAGGCGTTGAGAAAAGGGAAGGCTCCGACGATTTAGCTTGTTCGCTTCTAGTTCTTCGGTTGAGGTAGGTTACGATTTACTTGGAGTTAGACTTTGCTTAGTTGCCGATATGTAATGTGAGTTGTATTGCATGTTGATTGGTCTTCGGACATAGTTGTNNTTTATTTNTGNTTGAATTAAGTGTTGCTTATGAATTAGCATGTAAAATTGTTGAACGATTATCTATTGATGATATGAATTATGAACTTCGTAA

>rnd-6_family-2283#LTR/Copia ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

GAAGGAAGTATGTAGCTTAAAATTTATGTACAACCGCCATAACTCGCATTAGTAGTTTGTTATATTGTGGTATGTATGATGGACATTATAGAAGAGATTTATTNTATGCGCAACTAATGTTTATGCCGNAAATATTAATGTTATGTGGTCATTGGGCCAAGTGGGAGAATGTAA

>rnd-6_family-3399#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 15 )

CCTGGTTCGAGTCTCACCGCCACCCATCATAAAAAAAGTTTTTTCACGTGCTCGGCTCATGAAAAAGAATCAGGCTCGCACGTGAGGGGGCGTGTTGAAGATATAATTAAGTAAATNAATTATAAGTGTATG

>rnd-6_family-1269#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 15 )

TAGAAGTCTGTACTATATAATAAATATATAATATATAATATTCAAGAAATCCCAATCTCGAATATTATATATTNATACTTGGGTATAAAATAGACTTCCTTTTAAAAGTCCCACAAGTATAATATATAATATTCAAGATTGGGAAAAGTCCCAATCTTGAATATTATATATTATACTTGACNGGCCTAAACTCTCTTTTAAATAATANTAGAATATGTGTATATATATATANCTCGCAAATGGAAAAGTCCCAATCAAAGAAGCAACATNNATCGATTCTACTATATTATAAAAGAGAGTTTAGGCCCAAGTATAATATATAATATTCAAGATTGGGACTTTCTTGAATATTATATATTATATTTATTATATAGTAGAACTTGGGCATAAACTCCCTTTTAAAATAATATAGAATATGTATATATATATATATATGTCTCACAAATGGAAAAGTCCCAATCAAGGAAGCAACATATATCATTTACAATCTACTATATTATAAAAGAGAGTTTAGGCCCAAGTATAATATATAATATTCGAGATTGGGACTTTCCCGAATNTTGNATATTATATTTATTATATACTTGTGGGACTTNGGCATAAACTCCCTTTTAAAATAATATAGAATATGTGTATATATATATATCTCACAAACGGAAAAGTCCCAATCAAGGAAGCAACACGTATCATCTACATTNTACTATATTATAAAAGNNNAGAGTTTAGGCCCAANATATAATATATAATATTCGAGANNNNNTTGGGACTTTTCCCANATCTTNAATNNATTATATATTATANCTTGTGGGACTTTTAAACGNNNNTCCCTTTTAAAATAATATAGAATATNATATATATATCTCACAAATGGAAAAGTCCCAATCAAGGAAGCAACATATATCATTTACAAATGACTTAAAAAGCATTAAAAATTACAATAATTACCAATTTAAAATATTTAATAACCTA

>rnd-6_family-6059#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

AAAATTAGATGATCAGGTCATAATCATGGACCAAAATAATAACCAAGAGATGTACTTACATCCCATTCAACCAACTCAATTTGGCCAACAAATCTTTCTTCCTCCGTTACCAACAACGATAACGTGTGTGCCAACAACGACTACAACACCACAAGAATCGATCGATCTACAACAACAACTTGTGATGCAGGATCAAGTTTATCCTAATTTCACTATGCCCATGAAGACTCCTCTGATCGAAACTTGTAAAAGGTAACTACTTCCTCTGTTAAATTTTAAGTGTGCGTGTTTAGAGTTTNTATTTTAATACTTTTGATTTGAAATCAGAAAAAATCAGTCAACAAGAGTTATCTATGAAGTGTTGCAAGAGGAACTCACAAATGATAAATGGGCATGGCGTAAGTGTGGTCAGAAGTCAATCAAAGGTTCTCCATTTCCGAGGTTTGCTCTCTTCATCATTTTTTCATATCGTAGAAAATGTTGTTCAGTTCTCAATTTTCGTGATAAAAAGTAGTAAAAACTATTAATGGTAAATGTAGACAAATGTAATATTTGACCAGTACTAATTATATTTTGTGTATACGATATATCAGGAACTACTTTAAGTGTAGTACATCAGGATCCTGCGAAGCAACGAAAATAATTGAGAAAAGCCCAAAGAATGAGAACTATTTTTTGGTGTCCTATTCTGGTGAACACAACCATGATCCTCCTACGTATCGTAGATCTCTTGCTTTATACAACAGTAGTTCCAAACGCAAACTTCCAAAAGGCATAAATATTGTGCCCAAAGCGTTAAACTTGAATGCATCATCGTCCTCGTCCAAGCGTGCTAAGCGTTTCAAAGTTGACGCCTCTTCAATTAGTCCGACTGCACCTACGCTTGAAATTGAGAGAAATAATGAAACGGTTGATGTTGTCGCGGAGAACAAAGACGATGGTGAAGAGGAGGAGAACGCGTATGAAAATATTTTCATGGATTTTGAAGAACTCCAAGAAGTTACTGCTTCCATCTTATGGGGATGAAATGGACAAGAGGAATTGATNCGTTTTCCCCCTCTCCACCAACTCTATTATGTGAACCTNTTTGNTCTTCTAGTCATGTTTCTTTTTTAGTTATAAGTGGGGTAAGACAAAACTCGAAAATTAGAGTTTGTAGTTTGCTATGTTTAACCACGTCATAGAAANATGGTGCTTCTCTAGATAGCTAGATATGAACCATTTTCAGTTTCGTCATTTTCTGTTGTTCTTCAATACGAGAATTTGGCCCCTGTCGNAAGTTGTTGTTCCATTTTCTCAAATAGTTCTCTCTTTAAGAAAAGTCATTGGTCTCGAACTCTCAGTTTATACATTAAATTGTACGGAGTANTAGANTACCGCNGTTCAATTTNAGAAGC

>rnd-6_family-1105#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

TCAAATAGGGAAAATTACGTGACTCAACAAGTTCAGTCCTCTAATTATTTTNTATGATGATAGTTTTTAAAAATTACATATATAATATAGCGATAGTTTGAGGTTTTATAGCAGATATACGTAGATACACTTATTATCCGCACGGATACAATTAGATAGAGATATTGTATACGGCGAATACAATATATTTCACTATTATTACGCGTACGGATATAATGTATTNCGCTATAGAGATATTGTATACGCGCGAATACACTTATTATGCACGCGAATACAATGTATTTCGCTATTATTACAATGTATTCCGCTACGTTTCGTAACTAAGCAAAATNNTCGCTATNTTTTTGTAAATCTAAACGCAAATAAC

>rnd-6_family-2932#LTR/Copia ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ACTAACCCAAGAGTGCAGGAAGTNGAANCTAGTGACGATGAAACTACTCCTNCGATAAACACTGAAAGCCACNCAAATACCTCCGTTCAAACTACTACNGAAGAGTCGACTACTNCAGAGNCGGAGTCGACTACTCCAGCCGACAAAACCGACATTCCNAGGGAATGGAGACACAACGCTAGCTATCCTGAAAACTTCATCNTGGGAAAACCAGACGATNCGATNCAGACCAGAGCTTCATTGAAAAAACAAGCNTTTGTTGCACTCGTGTCTCAAATTGAACCCAAACGTATAAATGAGGCAATGGAAGATNAATCCTGGAAGC

>rnd-6_family-3027#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 15 )

CATCGAGAAACATANTTTGCANATTTCTCAAATTCCCCAATGAAGCAGGAATAGAACCATTAAGAGAGTTAATACTCAGACCTACGAAAGTAAGAGACCTTAGGTAACCTATTTTCGCGAGGAATAGAGCCGTTAAGAAAGTTATTCTTCAAACGAAGNTCAGCAAGAGACCTTAGGTAACCTATTTCTTCAGGAATAGAGCCAGAAAGGTGATTATCATNGAGATACAAAACGNACAAGTTGNTCAAATTCCCCAATGAAGCAGGAATAGAACCATTAAGAGAGTTATCGTTCAAACGTAGNTCAGTAAGAGACCTTAGGTAACCTATTTCTTCAGGAATAGGGCCGGAAAGGTGATTATCATAAAGATACAGAANAGNCAAGTTGTTCAAATTCCCCAATGAAGCAGGAATAGAACCATTAAGAGAGTTATCGCTCAAACGTAGATCAGTAAGAGACCTTAGGTAACCTATTTCTTCAGGAATAGAGCCAGAAAGGTGATTATCATAAAGACGCAGAANGGACAAGTTGTTCAAATTCCCCAATGAAGCCGGAATAGAACCATTAAGAGAGTTANTACTCAAAGNTAGCTCAGTAAGAGACCTTAGGTAACCTATTTCTTCAGGAATAGAGCCATTTAAATGGTTGTCAAATATACGGAGGATCTGAAGCTTGGCTAGTGAGCCGATTTGTGGTGGGATTGTNCCTGAAATCTGATTGATCGACAAGTCAAGATAGACAAGATTAGTGAGNTTACCAATCTCAGGTGGAATGGTGCCAGAGAAATTGTTCATGCTAAGATCAAGATACTCAAGAAAAGGGAGAGATGAAAACGGAAAAGCATAGAGTGTACCAATGACACTAGTATTTGTAATATTCAACGTGTTTACCCTACCGTTAAAGCATATAACTCCATACCAGTCCCTGCATGCGTTAGAACTTGGCGTCCATGAAGCCAATAAGGAATTATTCTGGTTCTTGAAAGTTGCTTTCCATTTCAAGAGGGCAGTTGCTTCCTCAGTGGAAGCAAAAGTAACTGTAAAGAGATATAAAAGAGTGAAAAACTGAAGTGAAGAGAATGTTTTGCTGGAAACCATCATCATATTTTGAGTTTATTGTTTCGGGTTCATAGGATTTTATATTGTACTAAATTATAACGTTAAAGACCAA

>rnd-6_family-545#LTR/Copia ( Recon Family Size = 23 Final Multiple Alignment Size = 15 )

TGTAAGAGTTAGTGTTTCAATTAATTTTGAAACAAATTCATCCGTTAAAAGTTTTGAAATAACAAAATACATGAATGTGAGTTGTAACATTCATTTTTGTTTTAATTCTACGTTATAGATGTTTTGCAAGACACTTTTAATTTTAATTCTACGTTATGGATTTTTTGAAAGATAAGTTTTCTTTTCAATTCATGAACCTATAATAAATACTATTTAATTAAAAGTCTTTTTCTTGCAAAACTTTTGTCCTATAAATTGAGTTTCTTTTGGTTGAAAAGATAAGCACTCAAAAAAACTACTTTCCCTTGAAAAACACTTGTGAGACATTAATCAAAAGGTGAAATCACCGATTCAAGAATAGAAGAGCAACATTCTTGAATGCTACTTGTTTTGTGGCTTAGTTGAATCCCGAAGATAGAGTTGTTATTTATTCTTCCGATTGCTCGTGGGAGAGACTCCAACTATCTTCAAGAAACGTNTTAACGTGCCTCTAAGCCAAGCAAGTTTTGTTTTGGATTCCTTATATTTTTATCATTCTCGTTCAGTTGTTCTAACAATTCGAAGATAGTTGTCTCTATGGCATCCACATCAATAACGAACAGTGTTTCANCTTTGTCTAATCCTAATTTTGAAATATTCGATGGCAAAGACTTTCCTAGATGGCGTGGAAAGATGGAATTCTTTTTAAGACGATTAAAGTTGGAATATGTTCTTGAGAAACCTTGTCCTGACGCTCCCGGTTCTGAGGTAGCAACGGACGAGGCTACTCTGATTAAAGAACGAATTGCCAAATGGCAAGATGATGATTACTTATGCAAGAATTATATTCTTGGAGGAATGTCCAATAAATATTATGATCAATATTATATTAAGTGCAAATTTGCTAAGGAGATTTGGGATACTCTTAAAGCTATCCATTTAGCAGAAGAGGCGAGTTCAAAGAAATTTCTTGTTTCAAATTATATGGAGTTCAAAATGGTTGATGACAAGTCAATCTCTGAACAAGTACAAGAATTTCAACTTATAGCTAATAAAATTGCTATATCTGGAATTACATTCTTGATGAAAACTTTCGTGTTGGTGCTATTGTCTCGAAACTTACTCCGTCTTGGAAGAAGTACAGAAGCAAACTCTNNTGCACAAGAAGGAAGATTTGACTCTTGAACAATTATTGCAGCACTTGCAAATTGAACAAGAGACGCGATATCGTGACAATAACACTTTGAAGGAACCCATCATGAAAGCTCATGTTGTTGAAGAAAAATCGATCAAGAAGGAACCCGACAATAAGAAATTTTTGAAGGCAAAGAAGAGTACGAATTTCGAGCGTACTAATTCCAACTCTAAGTCGAATGAATGTTATCATTGTCATAAAATTGGTCACTATGCACGTGATTGTAAAATTCTTAAAGCTGAAAAGAAGAAAGAAAAGGCAAATAACAACAGAAAAAATGAATTTGTGGCAATGGTCACAGAAGCATTTGTAGCGGGAGATCAAGTGGAATGGTGGATAGACACTGGCGCAACTCGTCATATATCAGGTAATCGAAATTCTTTCACGACCTATGAATTAGTGGGGGGCGATAAAGTTTTGCATATGGGAAACTCATCCTCTGCTAAGGTTGTGGGAAAAGGAACTATTGAACTGAAATTCACTTCCGGAAAGATGGTCACATTGATAGACGTATTGCATGTTCCTGATATTCGAAAGAACTTGGTGTCAGGTACGCTTCTTTCGAAGCATGGTTTTAAAATAATTTTTGAGACAGATAAATTTATTTTGTCTAAAC

>rnd-6_family-2059#DNA ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

AGGAAAAACTNCAGAATATGGCAAACATCCATATATATTCAAGAAAAATAGCTACGTTTTATTTTTTTCATGTTATATGGATATAATTAGACTATAAATAGCAAAGTTAATTATATACAAATAAATAATTTTTTATATATTTAATATAATAAATAAATATTAAATAGGAAAGTNATTATTGAATGCCTAATTAATTATGGCAGGCACATTTGTGATCTTTTCCCATGTTTACCATCATCAAATTTTTCTCTTTCATCAATATTCATACATCACATATTTTCTGATTTTTTCCCCCAAATTCATTCAAATTCAAGATCCTTTACATCACTGCAGGAGCGATTTTTGTGATTTTGTATCCATCAGGTATCTTCTAATTGCATATTTATCTCGTTTTTATGAGCATTATATATCTACACATCTACACTTTCTTCTATTTTCATAGGGTTTTGATTCAAGAATTTGTTTATCCATTTCAATGGCTGAAATTGATACTCCGAGGAGGGTTACGAGAGGTATACATTTATTTGACAAATTGTTGGATGAACTACCTTCTTTTGATTTGTGTATTACTCAACAACAAGCCAAAATTTCAGGCTCTATTGCTGCGATGGAGAACGAAAGAAGAACAAAAAAGGTTAATGACCATATACCCTTAAATCTGCTTGAAGAAATCGAACATGCAAAATTAGTAAAGAGGAAAAAAGGTTCAAAAGTGAAAACTAATCTTGAAAAAAGGTTCAAAAGTGAAAACTAATCTTGTGATTCAAGTGGGTGTGAAAAAAGAGCAGTCGAGCAGGAACAAGAGGAAAATGAAATTGAGATTTGTATGCTTTATTTTTTTAGTTTAATGTCATTTACTTATATATCTCAACACACGTATTGTGTGCCATTGTCATTATATTACGGATTGTCCTCTTGTATTGAAATTGTTAGAAAATTTGATTTCGTATGTATATAGTTGTTAAAAAATGAGTACAAGAAGAACATGANCAAAANAGAGATTGAGGGGTTCTTTGATTGTCAATTTTGTATATAGTAGAATACTTATATACATAGACATTTGTATTATTATATAACCACAAGTTGAACTGTTGATCTGTGAATACAATTATATTTGAATACATAAGTACTCTGTCAAATTTAAAAAGTTGATTAGGGAATTCAAGTATAGTTGGATACATCAATACTATATTGTTGGCCTTTTCAAAATTTTATTTAGAAGAATACTTATACAGTTTGATACCCACAAATTGTATNCTTTTTTGCTCGTTTGTCTAATGTATCCGTACTTATACAGTTTGGTACCCACAAATTGTATCTTTTTTGCTCGTTTGTCTAATGTATCCATATTTTTGCTTAACAACAGTGTTGAAATGTATCCATATTTATATACATAGATACTTGTATTGTTATATAAGCACAAGTTGAAATGTTGATTTGCGAATACAGTTATATCTAGATAGATAAGTATTATATCCAAGATAAAAAGTTGATTAGGGAATACAAGTATAGTTGTATCCAACGTATTCATTTTTGTGTTTAACAACAACGTATTCATTGTATTCTATATTGGTGTATTCATTTTTTGTTTAACAACTAGTGTATCTNTTGCCATGTAGTTCGCCTAATTCAAAATCGAAATACTTAACCTTCATTCACAAATTCAACAATTTGCTTACATACAATAACTTGAATTAACAAAAAAAAATTTATTAATACCTTCACGACGCCAGAATAAGAANTATGGAGACAACAAGAAAATTGAGTATGATGTATCACATTTTTTGTTAAACTGATAAAGAATATGATATGATATGTCTTTAAATGAGTAATTTTCAGTTATAAAGTTAATTATGGGAAGTTGCTCATTGTATGGACGTAATGTAAGGATAGTGGGTTATATTTAGAGTCAATTCCTTATTTAGTTTGTTGTACTTAAAGATGTATTAATGTATAAATAAAAAAAATAAAAAACTATACAAAAATACAGCAAAAAAGTGATATAAATTGTAGTCATTTATTGTAAATAGCATACTTATAGCTATTGGTATTCATTAACCCTATAAATATAGTTATTTTTGTAAGTTGCTCTTATAATTATTACTTATGTATATTATAAAATTAATACACCAAAAGCCAAGTTGTATTTATATGACACTTACTGATTATAAATAGAACACAAGAAAGACTGATGATAATATCTTTG

>rnd-6_family-2270#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

TATCTTGANTCTANCTCAAGTCTATATAAAGGACACNTATTCCCTTGAAGAGGCGTCTCGAATATTCCGTAAACTCTTGGATATTCGTAAAGAGATCAAGATATCAAATATCGTCTCTCATAAACTCTTGAGATATTCATAAAGAGATCAAGACATCAAATACTATCTTC

>rnd-6_family-7220#LINE/L1 ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

GTTAATGCTTTCTTCAATTATAATGATTGGAATATAACTAAACTTCTCACTGTTCTTCCTTTACAGATGACTCAATACATTGCTCAACTTGAAATTGGTGACTAAAATGAACAAAACTTCCCAATTTGGCAACTCACAGATGATGGTGTTTTCTCTAATAAAAGTTCCTGGCAAACAATTAGAGCCACTGGAATCAAAGATCNTTTCTTCAGNAATCTNTGGCACAATAGCNATTCCTTTTAAGATATCTTTTCTTGCTTGGAGGCTTTNCNCGAAGGGAAAACTCCCTTTTAATGACGCGATCGCTAGATTCGAAGTTGACGAAAGATCTAGTGTGTTTTTGTTGCAGGAATGACACANACGAAATTCCATTCAACACACATTTACGNAAGNGAAGCAGCTGCAACGCATACGTGGAATTTTTTTGGCAATGCCCTAGTTCAACATATAGATCTGGCCAATCAGAAGATTCTTCACAAGATTGGTGGTGAACGAGAANTNTGACANTAATGTTNCATAAACTTATTTTGCAAGTGGCNCCAATCGTCGTATGTTGGGAACTTTGGAAGGAGAGACGATCATGCAAATACGGCGATCAAAGAAAGTTTTTACGCAACGGAATGGGATATCGCANCGAATATGTCGGACCATCTAAAAGTAGCCATGGAGCAAGAAAATTTTACCCTCCATATAAGATAGACATGCGATCATTGGNNAGACACTCTGCAGNACTGATCGACAGACTGAGACCTAAAGTCAGTGTNAAAAAGATACAAGTTANNTGGCAGAAGCCNCNCGNNGGAAGGATNAAGNTCAACGCGGACGGAAGTTACCTTNTTGGAGAACAACGGCAACGCCGGAATTGGGGGNATCGTGAGAGATNGCCANGGAGACTTGATCATGGCTTTCGCTGTTTCNATTCAATGCAGTAACAGCAACATCGCTGAGGCCNTNGCAGCCGAGTTTGCAGCGAAATGGTGTTATCGACATGGGTATACTGACTTCATCCTTGAACTCGACTCAATGATTATAGTCGATATGNTCGCNAATCGATAACTCCAANAATNTGAAGCTGAAACAAGTCATCGACAANATGTTAAAAATTAAGAGTGACAAACTTTGCAAGTNAAACATTGCTATCGGAGAGGGNAACCAAGTNGCGGATTGTTTGGCAAAANTGGCCTCGATCACCGACGACCACGAATCAACTNCGTTATTCCAATTTCGGCNTANACGAACGGCTCTAAAGGCCCCTTTCAACTGGACAAANGGCAAATGCCTNNCATTAGACTCAAATACGACAAGGCGAACTTTTTTGTNAGCTAATTTAATTTCTGCTATATTANAGAAGCTCGGGTGGCCGTTTTTAGGTAAGCATTCTGTAAGCCTTCTATTCGTTGGTTTTTGGCTGATCGCTTGCAATGTGTTGTATTTGAGGTCAGGCCCAGCCCCCCTCTATATCTTTTTGCTTAATACAAAACCGCCCA

>rnd-6_family-14034#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AGAGCCAGAAATTTCGTCAAGGGTGTTCAAACTTTAAAAGAGTGAATAAATTTTTTTTAGCGGAGTGGGTGCACAAAACATTTTTTTTACTGATGAGTGAGTGCACCCAAATTTAAAAATTAAATTACATATCATTTAATAACTAAATCATACGAAAACTTAAAATTATAAAACTATCAATGGTATAAATCAAAACTAACGGAGAAAAGTCAACAAAAACAATTTTAGCTACTAGTT

>rnd-6_family-3464#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

GTTGTCCAGATTTAGTGTGGCCGTAGGCCTAAAATGNTGTA

>rnd-6_family-37#DNA ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATCGTTAGTGAACGAATTTAGTTTTATGATTAATTTCATTAGGATTGGTATGAATTAATAACTTTAAATATTGACGAGTCATAATCAGTGCATCTAGTTGACTTTTTTCTAATTGTTGTTTAGTTTGATTGTATCCTATTACAGAATCTAATATTTACAACAACGATGGGATATTTAAGTAAATTAAATAATTATTACACAGTACAATACGATGCAGTCAAACTAAACAATAAAAACGTTATTGAAGCTGTAACAAAGNNCGTACGAATTTATTCAAACTTTATTATGACGACAATACAATACAAAACAATACGAATACAATAGATTACAGTACATTATGAAACAATGGGTAACAATGATCCAAACAGAGTGAAAACGAAATAAAATAGGATTTTCAATTTCGTACAACTCAAGTGTTGTATATTTTTATAAAAATGAACATGAGAGAAAAAAGGCAAACCAACCACACTTTTGCTTAATAAATTAAAAGCAACTATTGTTTATTTCAAACATTCCCCAGGAATTAACAGCTCATATATTATGAATAGCATATTAAAGGTCTTCAATTTATTATATGACTTATTTTGCTCTGAATACTTGAATGACGAATAGTGCAATTTCATCATTATATTTATA

>rnd-6_family-2927#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

ACTTTGTCTATTTCTAGCACAAAAGCCCCAATTTCATACAAGCAATTACACCCACATTTCTAGCAATTAAGAACAAGGAAATGAAGAAAGGTAAGAGATNTTACTAAAATAGAACACAATCTTCAAATCCACAANTGAANTGTGAGGCAACTTGCCTTCAATGTCTCAACCCCAAAATCAAGAACACTAAGAGATCTACTTTTTNAATGTGTTTTTCTCTCTACAATATTCTCTCTAAAAATTCTTGGATTCTCAATAATTCCAATCTCTAGCCCTATTTTCTGAGAATTTGGGTCCAANGCTTGAGAATTTCCAATTCTGCCCCTGTCCGAANAGGCGGGCTTCGCAAAAGCGGCAGGAGGTTCGCAAAAGCGAACTGAAGTTCGCTTAAGCGACCCCCGCCTTTTTGGCCCAGTTCGCAAAAGCGAACCCCGCGTCGTCGCTTAAGCGACCNGTTGACTTCGTTGACCGGTTCGCTTAAGCGACTAGTCTTCCGCAGGTGCGANACCTGAGGCTCGTTTTTCTGCCAGGTTTCGCTCTTTTTCAGCTTCGATTCCACTTTTGTTCANCGTTTTCTTTCCCAGCAACAAACACCTGAAATCAACACAATTCAANGGATAATTAGCCTCTTTCTCTACTTTGAGTGC

>rnd-6_family-905#DNA ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

AAGATTGATATTCTTTAAAAACATGTTGGTAAAGAGCAATAATTTATTTTGGGAAAAATCACACCATATACACATTTAAGAGTCAATATTACGGGTTTTAAACCTACTTTTAAAAAATTCTTACTTATAACAGTTTAATTACGGGTTATAACATATCAATTAAATTTAAGTTTATTTACGGATTAATTAAAATTTAATTTAATAAATAATTAATCTCTTTATATTTTTATATTATTAATTATTAATAGTTAATTATATTTGATTGCAGTTCCTTNTTTAAAACATACCCGNAATTATCNNTTACACAAATTTAGGGATTTTACATTGATTAGAGTTCCTTGATTACCGTTACACTCNNAACCTCCCATTACGTCAATCCCACCCCCCTCCCCCACGCCTATCCAACTACTACACGCCATCACGCCTCCCCACTTTCACCNTCNTCCCTCCCATCTTTCTCACCACCCNACTACCCCAACATTCACAATCTTCCCTCCCGTTTTTCTCACCANCCAACTACACCAACATTCAATCNTCCGTCCCGTTCCGTTTCTCANCANNATCATGTCGAAGAAANCCATTGAAACGCCTCGAAAGAGTCCCAGATTGGTTGAAGGAACATCTAATGATGANGTNCATGCTCCAAATTTTAATATATTAACTCAAACCCCGTCGCCNAAAAATGTTGAAAATCCGGCGAAGGGTGGTTCATCTAAGTTGAAGGANCGACAAAGAGAGAAAAAACGAAGCAAAGAAAAGGGTGAGCCCTGCAAATCAAAAGGGGAAGAAGAGGAAGGGGAAAATTGTTGAAACCCCTTCTGATTCTGATTTTGATTTTGTTAGTGAAATNAAAAAGAAAAAAAGAAAAAAAANNCAAATGTAGAAGTTGGAGCATCTTCAAAACCATCAACAAGAAGAACAACAAAAAAGAAGGAATCAGAAATCCCAATATCCAAAAAAGGCAAAAGAATTGTTAGGGTAAGTACTATATTTAATTTATTTTCACATTATTCATATGATGCATGTGGCTCAACAAGAAGATAGTTCCAAGTATGTATTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTACTTTACTGATTTCATCNGAAAAGTTAACTTAATTTATTTCTTAAAATGATTTTTCTTTTGAATTTTTTCCAGTGATTGTGGTTTGTACACATGTNTATTTGCTGAATACATCAGTAATGGTGCTTTTGATATGCGTTCTGTTGATATCGATGCAAAGTACCATCGTCAAAGGTATGCCACAATCATATGACATTATGGAAAAACAAAGAATGAGGATGGCGCGATCAGTGAGAGTGAAGTAACTGGTACGGTTGCTAGCAAATTTGGTGGACCTCGCATAGCAAAAGAACATGNTCCGGATACCAGCAATTATCCTACACCAAGACCACAGAAAAGAAATTTGAGATAGTTGATTGCACCTTCTACTTTTTANAATTACATATTTTTTTTTAACTTTTGGACAATATTTTTGTGTTTNAGTATTTGATGATATATAATATCCACTGTTTTATTCCAGTCAGATACCGTCTACATATGAATTACTGATTGACTATTATAATTTCAGGATACTAGTAATATACAGACTGCATACCATTTGGACACACCATTTGGAAGATATATTACACATTGAGTATAACAGTTTTCGGGATGACAGTTATATACAAATTGTATACCAATTGGATTCAGCATTTAGACTTAGTGATATTACTGCGTATTACTAACTAGAAACAAAAAGAATACCAATTTATAGTTCATGAGCCAACTTTGTCTTATAATTGGTATCCNNACTGTACACTTATGACATCCAAATTCATNNNTGATTGATTTTTTTTACTTTCATATTCTAACANAAAAGANAAAGAANAAGAAANGAATGAAGTTGGTATCCAACNTGTATAAATACCTTGAAGATATGATTATGCCAATGTAAAATAGCGATCATTGTATTTTGTAACAACCTCAATTACGTCTTGTTTTATATTNNTATTCGAGTTGGACACCTAATGGATACCAAATTATCGCTAATTGTAAATTATATTCTCTTAACAAGCATGAATTAAGTACTTTAAAGATGTATGAAATTGNTATACAATTTGTANAAATACTGGAAGAAACGAATCTNACAATCTAAAACAACGATCATTAAATTTTGCACCAACATCAATTACGTCTTGTTTTATTTTNATTTNNAGAGTAGGACACCAGTTGGATACCAAATTAATACTCATTGTAAACTTACATTAAATAATATCAACTGCTATTAGGATACCAAATGCATACCATAATTACCTNATATAATTACTCANTATATATGAACACTATCTTATATATTAAACTGGAATGAATTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGATCACTAACTATATATTTTATCTCTA

>rnd-6_family-1729#LTR/Caulimovirus ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

AACTATGACGAATACGCTTATGGAAAGCTCATAAGTGCTTGTGTAGAGGAAGGACTTTCTTTATGCAATGAAATCAAGTTGAATCAACAGATTAAGAGACATCGTCTTAATGAAAGACAACAATTGGGAGAATTCTGCGAACAATTCGCTTTGGATATTCCTAAAGCAAGTTCCAAAGATAAGAAGCATTCTTCTAAGAACAAATCTTCCAAAAAGGATTATAAGGAATGGAAGAAAAAAAGAATTGAGAAGAAAGAAAGAAGAGCTGAANCTTATAAGGAAAAGAAAAGATTTTATAAATCTAAACGAAAATTTGACAAGTCGGATACTTGCCACAAGTGTGGNAGATTTGGTCATTATGCTAGAGATTGCAGGGTCAAGGAAAAGATCAAAANCCTTGATATNGATGATAATATCAAAGAATCTCTCTGCAAGATCATGCTAAATTCTGATTCAGGAAAATCAGAAACAGAATACAGTAGTCATGAGGAGTCCTCTACAAGTGAAGATCTTAAAGCTCTTCACCAGGAAGATTACATGTCTTCAGATGATGATTGTTTGCCTTGTCAACAAGGGCTAAATTGCGAAAATGAAGGGGAAGAAGATGATCTTTATAAGATCTATTCCCAGTTCAAGGAATTGAGTATCAATGTCATTGATAATGACAAAGTTATAGAGCTCTTACAAATTGTAAAAGATCCGGAAATAAGAGCTCAGATTATTGATAAAATCAGTAATACTTCCACCTCTAAGAATCATATTACAGAGGATATCCCTACCAAAGAAGGTTCATACACCATGGCGGAAGTCAAGAATCTCCTGTTAGAAAGAAGGAAACTTATAAGTTCTCCTACTACTATCAGTGATCTGAAGCAAGAGATTAATAATCTCAAAGAAGACATTCATCGTTTAAAAGAAAAGAATGTCACTATAGAAA

>rnd-6_family-3025#DNA ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AAGTATATTACCTTTTTGCCCTTAATTCTTTTATACAATTCCCAAATTGCCCATATTGAATTAACCCTAAC

>rnd-6_family-4288#RC/Helitron ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATGCCATCTACCTTAAGACATTTATTTGGTGTGTTGCTAGCTTACTGTAATCCAAATAATCCTAAAGAGTTATGGAAAAAAATTGAAAATTCAATGTCTGAAGATTTCAACAAATACCCAGGTCTATCTTCAAAAGAAGTTCGTTATAAAGTACTAAATCATATTAATGATATTCTTTATTCAATGGGCCGCGATATTAATGAATTCGACCTAATTCCGGAAATCATAAAACCTTCTGCAACGGCTAAAGAGGCTAAAGACGTACTTTCCGAAAGAAATATAATTGTTAGTGAAGAAGATTTGCTATTACAAAGGAAATTAAATATTGANCAAAAAAGAGCCTACGATATAATTCTCGATAGAGTATTTTCGAATAAACCGGGGGCATTCTTTATTGATGGCCCCGGTGGAACTGGTAAAACTTTTTTATATCGCGCTTTGTTGGCTACCGTCAGACATCGAGGATTCGTAGCTTTAGCAACTGCAAGTTCCGGTGTTGCAGCCTCGCTTCTTCCAGGAGGTCGAACAGCACATTCCCGTTTTAAATTACCTATTGACATTGATGGAAATTTCACTTGCAATATTAGTAAACAAAGTTCATTAGCGACTCTAATTCGAGATTCAAAATTAATAGTATGGGACGAAGTTTCAATGGCAAAAAAAAAAACGATTGAGGCACTCGACACGCTTCTGAAAGATTTAATGGAAACGAAAATTCTATTCGGTGGAAAAGTTATTGTATTTAGTGGCGATTTTAGGCAAACTCTGCCTGTTGTTCGTGGTGGTAAAAAGAGAAGATTTTGTTTCTGCAAGCTTGCTTTGCTCTAAAATTTGGAATGAACTTGAAAAACTACAATTGTCCGAAAATATGCGAGCAAAAATAGATCCTGCCTTCTGCCAATATTTGATGAGAATTGGCCATGGAAAAGAAAAAATAAATAGCCAGGGAAAAATTGAAATTCCGCGTTCTTTTGTTCTTCCTTTTACCGATGAAAAAGATTCCTTAAATATTTTATTCAAACTTGTAACTTATCCCGATCTATATACATTCTGCTTCAAATATTTCTTTCATTACTTCCCGCGCTATTCTGACAACCAAAAACGATTTTGTTGATGAAATAAATGACATGTTGATTATGCATAGATCTCCATCTAATATTAAAGTATATATTGCTGTTGACGAAACTCTAGACCCAAAAGATCAAAGCGAATATGAAGACTTTATGCATACTTTAAACCCTCCAGGATTGCCTCCTTACAAATTATCTTTAAAAAAACATTGTCCAATTATATTACTAAGAAATCTAAATCCTTCGGTGGGTTTGTGTAATGGTACACGATTAACATGCGATGACTTTAAATCACATATTATCAGTGCCACAATTTCTAATGGTGATTTCAAAGATACACATGTATTTATTCCAAGAATACCACTATTAACATCACAAGATGAAAAGATACCCTTTCAATTTAAGAGAACACAATTTCCGATAAGCTTATGCTTCGCTATGACTATAAACAAAGCTCAAGGTCAAACACTAGATTTTGTTGGAATATATCTGCGTGAACCAGTTTTTTCACATGGACAACTTTATGTTGCTTTATCTCGAGCAAAATGTTCAGACAATGTNAAAGTATTAATACGTCCGCCTACAGTAGAGGATACAAATGATCGTTCTACACATAATATAGTTTATGACGAAATCATTCGCAAAAGCTTTTCTCTAAATTGATACTGCACTAATTTACGGTAAAAACCTCCCCTTATTTCCTTTGACAATTTTACCTTTCAATCATTTTATATTATGCAATTTTGTTACTATCTATATTCTATTTGCTCATATTCTTATTATGCACTAACAACATCACAATATTATAATCGCAGATCATCTCATGGCAGAAAGATTAACCATAAATGCCGTTACCAGCGAAACCAAAGAATGGACAGTTAAGGTGCAAGTCGTCGATAAGGGCCGACCTAGAGATAACCTGCAAAAAACCAATAAGTATCAACTCATGATTCTTCAAGATGAAGAGGTATGACATTGCTTTCATCACATCCACTTACATTTTCCTTAATCTTCTTTATCTAGAACTCAATCCTCACTTAAATTAGCTTCGCAATTACATTTATCCATGCCTAAGACATTTGTTATTCTCCATTGGTCTTCTCGCTGTCTTCTTTTATAGCTCTGCTATTTTTAGCTCACTCACTTTTTCATGAGTAAAGCAAACACAAACTCTATTAGTTGTCAAAACGAAAAATCATAACCTGCAACCAAAATGGAAATACAATTAAAGTAGAATCCTCTCATTATTCCTGCAGACAATACTAATACTTCAAATTTGTACAATTTGTTTGAAAATGCTCTTTGCCTTCTGAAGACTTCATTTGACTTATACTACCACTTAATATATACTTTCATGTTGCTGGCATACCTCNATGCTTTTCAATCATAAGATCATATGCGAAATCAGTGAAATGAAATGAATTTANNTTTAGCTTTACTAACAACAGGCACATTACCCTTTAAACTTCGTTCATGTTNCTTCCATACCTCAAACCCCACTCATGGAATCAAATAAGATATATGATTTTGTCGTCGTCAAATTAGTAATGTTTTGCTCCATTTTGAACATTCTTATTTTTTAATTAATTTATTCATATGATGTTTCTTATATTGTGTTCCACAAGGTTTGATTCAACAACTAAGACATCTATTTCAAAATTTCTTACACAAGACAGGCACAAAGCTTGAATTTCGTGAAATAAAATTTCCAAGCTTTAAACTTATTTTATTACACTTTTGAGATGCTATGTTTAGCTTCATTGCCAATTATATATGG

>rnd-6_family-1549#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTTGCATTGGAAAAGACTGATACGAGTGAGGCAATGATTTTGGAAAAGCTTGATCGATCTTCTGCTTGTTCTGACCCTCTTTTGGCACTAAAGCAAAAGCTTGATGGGGTGCCATGATCGCAAATTTGGATTTCTCNCTTTTG

>rnd-6_family-194#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CAAATTTTCTAAGTTTTCTATTATTCTTCTTAACACCCAATTTAGTACATATTTTATATTTTCATACTATATTTTTTTTAAGCAACTTTATGGACCATTNGTTCGATTTATTGATTATCTCAAAGAAGCTGGATAAGTANTAATACCAAAAGTCTTAGCCCAAATCCTACAAAATATTTCATACTATATTTATTTATATTATAAAGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGGCCAAACTTTACAATATTTTNGAGATATGATTAATACAACAACATTTCAACTCCCAATAAAATATATTAATAGGTACAAGTACCTTATCAAGTTGCGGCGGAATTTATTCTCTCTTTGNTGTCTCTTCCTCAATTCTGATTCCATCAAGAATGCTTAAAAAGTTTTCATAACAAAAAACACAAAAGTAATTCAATACAAATTCATAAAAGATAAAATTTTACAGATCATTGAATAAAACACTAACGTAAGTTGTCGGACAAAGTGATGACAGAAGGGAAAAGCCCACAAAAAGAAGTAGGTACGAACCAAAAAATTGTCATGGTTGTGATNAGTTGTTTAAGAATTGAGCAGTTGAAATAGTTTTTCTTTTGACATGTTGAATGGAGGAAAAAACTACAAGGAAATTATAGTTTTGTTTCATTATTTTTGGTGAAGATCCAAAGTAGACTTCCAAGGAATTGACGAAGTTTCACAGAAATTAGGGATGAAATTTGTCACGAAGAAGAAGATACAACAACGGGTATGATTTGCCTAGTTTTTATAGGTAGTTCCTGAAGAGACGCAACCGAAGGGATACAACAGTCTGAAGGGACACAAGAGTTGAAGAAGCGGGTTTAAAGGTAAAAATAAAATAGGGGTAAAAAACCTAAAAGTACAAAGGAAAACATAAAAATAAATTCCTGAATTCTAA

>rnd-6_family-3011#LINE/L1 ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TCAAGGTCCACGGACCTTCNAGGTGCANCTGTTGTGAGCAANGGTNCTATNGAAACGAATGTGNATCACCTCTTCGANCAGGGAGAANTGGCCAATGNAGTTTGGAAATTCTTCTATGATTCTTGTGGNATTNNCGATAAACGTTCCCGAATATTAGAGGTACANTNATGACATGGTGGCTCGTCAAGCCACACAACAAAATACATGAGATCATTCCGTGCTNATTCAATGCCTTCCTNTATTNATTTGTTGGGAAATTTGGAAAGCCTAGATGCANTTATAGATNCGGAGGCGTCAAAAGTTTTTACTCTGGCAGCGTTATCGATCAGGCTACANACCANATCCGATTTGATCCTCACTTCCCAGTAATCCCTTCCCTAATGCTTCCCACGAANAATTTCGGAGCAACACGGTTCGTNCGAAAATTGAAAGNNTCAAGCCGAGGATAAACATCAANCNCGTTNNGTGGAGTAAGCCTAGTCCCGGAGAATACAAGCTTAACGCCGACGGNTGCNCTAAGGGNAACCCAGGAAGCGCCAGGTGGTGGAGGTATTCTNAGGGATGATNTAGGGCCATATAATCATGGCTTTCTCAGAATACTATGGNAACTGTAGTAACAACGTGGCCGAAGCNAAGGCTATGCTCAATGGANTGCAATGGTGCGTCGANNACGGNTTCAATAATGTTACTATTGAATCTGATTCCGTGATTATGATTAACATGATCGACGANCACAACAACGATAGCTGNCANAGTAGTCGATATCGTAATCAGATCAACTAGTTCAAGAGACAGGGCAATTTTAAGTTCANNCACTGCTTCAGAGAAGNNAATAACGTNGCTGATNTNCTAGCCAACTTGGGAGNCGGCGAAGGAGAAACGTAGTCCTTCTTCACTCANAATTTGACCCTGCCCAATGAAGTTAAAAGTTGNTTGAAGAACGATATTGAAGAACACCCANATTTCAGGATCGGAGCCNAGAAAAAGATACTTTANTTTCGATNATGATTAATNTGCTTTTGAATTTTTTCGTCAAGGTCGTTGTATACTTTTGTAATTATGGATTCTGAAGGATTCCAAACGAAATATCAAATCTCATGTATTTANGCATTGGGACTTTTTTTGTACAAGGATGAANTNTTCATCCTTCTTATTCTCTCAAGGTGGGTTGGACAATA

>rnd-6_family-1232#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TACGCGCCAAACNAGCCCCCACGCCCCCCCCTCCCCCAAACAAAAAATAATAATTAAAAAATTAAAAATTATTTTTNAAAAATATTTCAAATTTTAAAATTTTTTTTACGCCACCCCACCCCTACCCCNTCCCCCCGCGAAAAAAAAATTGTTTTGAAAAAATATTTCAAATTTTAAAAAACTTCATTTCTTACGCCGCCCCCCCCTCCAACTACCTCTNNCGAANATTTCTATTTCAAATTTAAAAAATTTTCATCTTTTACACCACCCTCACCCCTACCCCCTCCCCCCAAGCCACCCCGTCAAAAAAACTTTAANNAAAATTATTTTTGAAAAATATTTCAAATTTTTTTAAAAAAACTTCACTTTTTACGCCACCCCACTACCTCCCTACCCCACCNCGCTAGCCATTCCAAACCCTCAAAAAAAAATTTAAATTTTTTTTAGAAAAATATTTCAATTTTTTAAAAAAAAATTCGTATATTTTTTTACCCCTACNCCACACAAACACGCCCCCGCGCCCCCCNCCCCCATCAAGNATAATAATNTNTTTTTAAAAAAATTTTCTTTTGAAAAATATTTCAAATTTTAAAATTTCATTTTTACGCCACCCCTACCCCCTCCCCCTACCCAGGCCACCCCCCAACCGCCAATCCNCTCGTCAAAATAATTCGTGTTTGAAAAAATTTCGAATTTTGAAAAATAATTCAAATTTTTAAAATTTCTTCTTTACTCC

Solanum lycopersicum
Solanum lycopersicum

>rnd-1_family-1#LTR/Gypsy ( RepeatScout Family Size = 2302 Final Multiple Alignment Size (possibly truncated)  = 100 Localized to 1063 out of 13 contigs )

TGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAAGTAATGAGATTGATGACGCCTTGGTATAAAAGAAGGCTTGATGAATTAATANCGAGAAGGNTGATATTAGGGGATCGGGCGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGNACCGACACGTAGANTTAGGGGATCGGAGTGTCACGTNCCGACACAAGAGGATTAATGAATATGAGGGAGCGGAGTGTCACGTACCGACACGAGAGGAATAAAGATAATGAATCTTGAAAGATGTTAATATACTCAATCTAATGAACNTAATTCCCAAATGAGTATGGTATGGAGGCTTGAGTCCTCATGNGTGAACTTGACGGTAATTGTTAATGATTATAGTACTTGTTGTTGCTACATGTTGAGTATCGTAGTTGATTTTATGATATTACTTGATATATACTGTTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTTTATGTTTTCTTCTTGTTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACAGTAACTCTAGCCAGTCTTCGTTACACCGGATNTTCAGGGTGAGCTAATGCTTCTAGCTTGGACTGGATCTTCTTCTTCATGTCTTGATGCCTTGAAGTTCCGGCATGGACTAGCTTCTTATGTATTTTTAGCTTCTTAGAATACTCTTAGTTTAGTAATTTGATCGTAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAGTTATTGAATTTTAGTTAATGAATTGGTTTTTATTAATGAGTTTAAGTCTTCCGCATTACTTTCTGTTGATATTATATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGATTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTAAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCTTTCGTGCTATTACTTGGGTCCAATTGGTATCTAGGTGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACGACCGCGCCAACACCAACACCGGCAAGACAAGANGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAGGAAGAGCAGCGGCAAGAGGCCGTGGTAGAGGTCGTGGGAGGACGTCCTCTAGAGGAAGAGGACGAGCACCTAGCCCATCTGATACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGNGAGGANGGGGAGAATGAACAAGTGCAGAATGAGGGATTGCCACCCCAACCTACCCCAGAGATGATCAATCAGGTTCTCGCTTATCTTAGCGGGTTATCTGATCAGGGCCAGGCACCTCCAGTGTTTTCTGCACCAGCACCTCAGGTTCCGGAGGTACAACATGCGGCTACTATGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCNCGTCTGACTACNGGGCCTATAATGACAAATGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCTTACGATTTTCTGGTTGACTGTCACGAGCTACTACACAAGATGGGTATAGTAGAACGGTTTGGTGTTGAGTTCGTGACTTATCAGTTTCAAGGGAACGCCAAAATGTGGTGGCGGTCACATGTTGAGTGTCAACCAACAGAGGCACCACCTATGACTTGGGCNTCATTCTCTAGCTTGTTTATGGAGAAGTATATCCCCCGGACTTTGAGGGATAGGAAAAGGGATGAGTTCTTGAGCCTAGAGCAAGGTAGGATGTCGGTTANTGCATATGAGGCTAAGTTTCGTGCACTATCCAGGTATGCCACCCAACTTTGTTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGAGTTGCGGATTTCAGCCTTACAGGTAGCGGCTACGGCGAAATCCTTCCAAGAAGTGGTAGACTTCGTGATAGAGGTGGAAGGAGTGAAGCCAGATGACTTCACCACGGCATCGACATCAAAAAGGTTTCGAAAGGGAGGTGAGTTTAATGGTTCTTACTCTAGAGGACAGGGTTCGGGAGGTTACTCAGTCCGACCAATTCAGTCTTCACTACAGACTGTAGTTGGGGGTCCACCTCAGACCGGTCAACACTTCTCTGAGAGACCTATGCTTGACTCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGGNATTGTCCAAAACAGAGTTACAGACCCCCAATAGCTAGAGGTAGAGGTGGTCATGGNAGAGGCCGTTATTCTGGAGGACGTGGTGGTCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAGCCACTACANCGCAACATGGTAGGGGCAACGGACAGACAGGCGATAGGGCCCATTGTTACGCTTTCCCTGGGCGGTCTGAAGCGGAGACATCTGATGCTGTCATCACAGGTAATCTTTTGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCTTATGTATCTTCCTCATTTGCTAATGGTCTNAATTTACATTGTGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGGTAGTTGAAAAGGTGTATAGGTCTTGTTTGGTGACCTTTGTGGGGAGCAACACTTATGTAGACTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCGAANTTTGCGATCTTGGATTGTAATGCTAAAACNGTGACGTTAGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGAAAATGGTTAGTAAAGGGTGTTTAGCTTTCTTGGCACATCTCAGGGATGACACTACCCAAGTACCTTCGATTGAGTCGGTTTCGGTAGTCCGTGAGTTTCTGGATGTGTTCCCTGCAGATCTTCCTGGTATGCCACCGGATAGGGATATTGACTTCTGTATCGATCTTGAACCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAATGGCTCCCGCGGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTGAGCAAAGGCTTCATTAGACCAAGTGCATCTCCTTGGGGTGCTCCGGTTTTGTTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACAGGCAACTGAACAAGGTAACCATTAAGAACAAGTATCCTCTTCCTCGCATTGATGACTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCTAAGATTGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACCAGGTATGGGCATTACGAATTCGTAGTGATGTCTTTTGGTCTTACGAATGCCCCTGCTGCNTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTCGTGATCGTATTTATTGATGATATACTGGTATACTCAAAGAGCAAGAAGGAACATGAGGAGCATTTGAGAATGGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAATTCTCCAAGTGTGAGTTTTGGCTAGATGCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAGACAGTGAAGAATTGGGTAAGACCTACTAATGTGTCAGAAATAAGGAGCTTTGTTGGTTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTCTCTTCTATTGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAGGAAAGCTTTCAGAAGCTCAAGACTTTGTTGACTACCGCACCAATCCTTACCTTGCCAGTGGAAGGTAAGAATTTCATTGTTTATTGTGATGCATCCTATTCNGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTGATTGCTTATGCTTCGAGGCAATTAAAGGTGCACGAACGTAACTATCCGACCCATGATTTGGAATTGGCCGCGGTAGTGTTTGCATTAAAGCAATGGAGACACTATCTATATGGGGTTAAGTGTGAGGTCTACACGGATCATCGTAGCCTACAGTATGTCTTTACTCAGAAAGATTTGAACTTGAGACAGAGGAGATGGATGGAACTACTGAAGGACTACGATATCACTATCTTGTATCATCCGGGAAAGGCTAATGTTGTGGCGGACGCTTTAAGTAGAAAGGCGGGGAGCATGGGAAGTCTAGCTCACTTGCAAGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACTTTATGAGGTTAGAAGTAAATGAGAAGGGAGGATTGTTGGCTTGTGTGGAGGCAAGATCTTCCTTTCTTGACAAGATTAAGGGAAAACAGTTTGATGATGAGAAACTGAGCCGAATCCGAGATAAGGTATTGCGAGGAGAGGCTAAGGAAGCACAAATCGATGAGGAAGGTGTTTTGAGAATCAAGGGAAGGGTATGTGTACCCCGCGTCGATGATTTGATCAACACTATTCTGACAGAGGCTCATAGTTCAAGGTATTCTATACATCCTGGTGCAACCAAGATGTATCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGTGACATTGTTGATTTTATTGCCAAATGTCCGAACTGTCAGCAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAAAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACANTGGGTAAGTATGACTCTATTTGGGTAATTGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTCTACATCTCGGAAATCGTTCGATTGCATGGGGTTCCACTCTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCGGAATTGGGTACTAGGTTGGACCTTAGTACTGCGTTCCATCCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAAGTGTTGGAGGATATGCTTCGTGCATGTGTGATAGAATTTGGTGGTCATTGGGATAGCTTCTTACCCTTAGCGGAGTTCTCATACAACAATAGCTATCACTCAAGCATTGATATGGCCCCATTTGAGGCACTGTATGGGAGGAGATGTAGGTCTCCCATTGGTTGGTTTGATGCATTCGAGGTTAGACCTTGGGGTACTGACCTTTTGAGGGANTCGTTAGANAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCGCAAAGTAGGCAGAAGGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTCATGGAGGGTGAACAAGTCTTGCTGAAGGTTTCGCCCATGAAAGGGGTGATGCGGTTTGGTAAGAGAGGTAAGCTNAGCCCGAGGTATATTGGTCCATTTGAAGTACTTAAGCGAGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTCCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATCCGTTGGGATTCAGTTCTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCTATTTTAGATAGAGAAGTTCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAAGTTCAATGGAAGAATCGACCNGTTGAAGAAGCCACTTGGGAGAAGGAGGCNGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTCTTGTGATCGTTCGGGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAA

>rnd-1_family-86#LTR/Gypsy ( RepeatScout Family Size = 779 Final Multiple Alignment Size (possibly truncated)  = 100 Localized to 1063 out of 13 contigs )

ATCGACGGNCCGTAGGTGGCGACCGTCGATCGGAAAAGGTTCAAGCATCTGAAGAATCGGGGAATTCTGACCAAGTGTGGGGCTACGGAAGGATCGACGGTCCGTCGATTGATCGACGGACCGTCCTGGCGAACCGTCGATCGGATCAGAGANTGTCCCAGTACCCGANGTTGAAGAAANNCTAAGTATGGAACGACGGAGGCATCGACGGACCGTAGGTGCATCGACGGACCGTGCTGTTGGTCCGTCGATTGGATCAGAGAAGATGCAAGNCGGAGGCTGAAGAAGATGCTAAGTATGGACCGACGGAGGCAGTCGACGGTCCGTCGTTCCATCGACGGACCGTCGGTGGGGTCGTCGATTGAAGNCGCGTTTTTGGACAAACTTTCCTTATTTAGAATTCCTTTTAATTTAGGACTTTATTNTTATAAATAGGGTTAAAAACCTCGTTTTTGGGGTTAGANTTTTTGTTATTTTTCGTACTTTTGTTNTTGGAGATTGAACTTTGNATTTTGGNAATTAATTCAAATTTCCGGAATCGATTCT

>rnd-1_family-134#LTR/Copia ( RepeatScout Family Size = 538 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

TTAGANTTAATTCACACNGATATATGCGATATGAAGTCAACACCATCTCGTGGTGGGAAAAAGTATTTTATAACTTTTATTGACGATTGCACTCGATNTTGTTATGTATATTTGCTNAATAGTAAGGATGAAGCAATNGATGCATTTAAGCAATACAAAAATGAAGTGGAAAACCAATTGAATCTAAAGATAAAAATGATTCGGAGTGATAGGGGTGGAGAATATGAATCTCCNTTTGCAGAGATATGTTTGGAATATGGNATNATTCATCAAACTACTGCNCCTTATACNCCACAGTCAAATGGTTTGGCAGAACGGAAGAACAGAACNTTAAAGGAAATGATGAATGCCTTAATGATNAGTTCTGGTTCACCGCGAAACCTTTGGGGGGAAGCCATCCTTACAGCNAATAAGATACTCAATAGAGTGCCCCATCGAAAAACACAATNCAATTCCATATGAGNCGTGGAAAGGNAGAAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAGGTNGAGGTTCCTNTACCTAAGAGGGTNAAAATTGGACCCAAGACNGTGGATTGTGTATTCATTGGATATGCCGCGAACAGTAAGGCNTGTCGATTTTTGGTTCACAAGTCCGANAATCCNGANATTCATGNTAATACGGTAATNGAATCAGATAATGCNGAGTTTTTTGAAAACATTTATCCGTATAAAACTGAACGTGAGTCANCNAGTGGGGGACCTAAACGACCACGAGAAGAACCAANGGAGAATGNACTAACTAGTGAGGAAATCCNAGGCGCAGTAANCGNCAACGGAAATCTGCTTCNTTCGGACCAGATTTTGTAGCACTNCTNCTTGAAAGTGAGCCTCAAACATTTAAAGNAGCNATGTCGTCTAGCGACTCAACTTATTGGAAGGAGGCNGTCAATAGTGAGATTGAATCAATCTTAAGCAATCACACTTGGGAGTTGGCTGATCTTCCTCCAGGAAATAAACCTTTGGGNTCAAAATGGATCTTTAAAAGGAAAATGAAANNCGATGGGACTATTGACAAATATAAGGCNAGACTTGTNGTCAAAGGNTNCAGACAAAAGGAAGGTCTNGACTACTTTGACACATACTCNCCAGTGACNAGGATNACATCAATTAGGATGTTAATNGCACTAGCNGCAGTGCACGATCTTGAAATCCATCAAATGGATGTGAAGACAGCCTTCTTAAATGGAGAGTTNGAGGAAGAAATTTACATGGAACAACCTGAGGGNTTTGTAGTTCCTGGTAAAGAAAAGAAAGTGTGCAGACTTGTNAAGTCACTTTATGGACTAAAGCAAGCACCNAAACAATGGCATGCNAAGTTTGATCAAACNATGTTGGCAAATGGATTCAAGATCAACGAATGTGATAAATGTGTTTACATTAAAGACGCTNCGAATCANGAAGTCATTGTNTGTTTGTATGTTGATGACATGTTNATAATGAGTAAAGACATTGACGATATAAATGCTACTAAGCGTATGTTGTCNAGCAAGTTCGATATGAAAGACTTAGGAGTTGCTGATGCGATCTTAGGGATNAGGATTCTCAAAACTCCNNANGGTCTAGCATTGTCTCAATCTCATTATATTGAAAAGGTACTTGANAAGTTCAAATATTTGAATTTCAATATNGTCAAGACTCCAATTGATGTAAGCTTTACATTTNAAAAGAATGAAGGCGAAAGTGACTCTCAATTGGANTATGCTAGAGTATTGGGAAGTTTGATGTATATCATGAATTGTACGCGACCAGATATAGCATGCGCTATTAGTAAACTGAGTCGGTNCACAAGTAATCCCAATCAAACTCATTGGATGGCAATGAAGAGAGTTTTGGGGTATTTAAATGACACTCAAAACTATGCTTTGCATTATAACAAATATCCAGCNGTNCTTGAAGGATATAGTGATGCAAATTGGATCACCGGGTCAAATGAAGTAAAATCCACGAGTGGATACGTATTTATACTTGGTGGAGGAGCAGTCTCTTGGAAATCNTCCAAACAGACATGTATCGCTCGCTCTACAATGGAATCTGAATTCGTTGCTTTAGATAAGGCCGGTGAAGAAGCTGAATGGCTCCGGAATTTCTTAGAAGATATTCCATTTTGGCCCAAACCTATTGGACCAATATGCATACACTGTGATAGTCAAGNTGCAATAGGTAGGGCANGGAGCGTNATGTATAACGGAAAGTCTCGTCATATACGACGNAGACATAACACCGTNAGACAACTACTCTCTAGTGGAATTATCACAATTGACTATGTAAAGTCAAANGATAATGTGTCGGATCCACTTACGAAAGGCCTAACTAGAGAGGGAGTTGAAAGATCATCTAAGGGAATGGGTTTACGGCTTAGGACAAGTCATCGTGGCGGTAACTCTATCTAGCAGACTGGAGATCCCAAGAGCTAGATTCAAGGAGAAAAACAAAGTCGTGGATGACGGTTCGACATTGTCAATNAACTCAATCCATTCTCATGATGAAGACAATGCTCAGGAACAAGGATAAGACATTAAGGCTTGTTAATGAGGTAATAAAGCTTAANGTTTTTAATGATTTGCTAAGTTTGGTAGANTTGACCAAATAGTGTATCTACGNGATAACACGGTTAGAAATCACCTATGTGAGTGTGAAGTGTAAGCCGCTTCAAAGAGAATTNTTGTCAAAAGCCTATTCTCTATACACTCATGAAACCAGGAGGTGTTCATGGCTGAAACGAACACAACCGTAAGAACCATAAACGGTAAAGGGTTAATTGTGTGACATATGGTTGTCTAGGTATACACCAAAGCTCGACGGTTCAAAGATATCGCATCTACCGATTGACCGAGTATATCCGACATATGTTCACTACGGAAAGTCCAAGGGGAAACCTACTTATCCAGATGCAATTAATCCTTGCTTGTAAAGTACACAATTGTCCGTGCATTCCTATGTTNTAACCATTCCCCATTCATGCGGGGGATTGTTGGGTATTTAGCAAGTGTGAATGGGAAATAGAGGGAA

>rnd-1_family-206#Unknown ( RepeatScout Family Size = 345 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

GCTGAGATGGAAACAGCTACCTCACAAATCTCCAAGAAGCCTCGGAAAAGAAGAGAATGACAAGTACAACAAAAATCCGGGCTCGTAACCTACAAAAAAATTTGTAGAAGCAAGGGGTGAGTACCAAACCACACGGTACTCAGCAAGTAAACCTCTAAACACAAGCTAAGGGGATGAAATACGGGTACTCCTACCACCCCCAACCGAACCTCCACAACTACAACCTGCATTAAAATCAACCCAACCTAACAGCTCACAGTTTACATAGCACGTAGCTCAACAACAACACTTAGACAAATTACATATCCTCAACAACAACACTTTAACAAATTACATATCCTCAACAACAACACTTCGACAAATTACATATCCTCAACAACAACACTTCGACAAATTACATATCCTCAACAACAACACTTTAACAAATTACATATCCTCAACAACAACACTTCAACAAATTACATATCCTCAATAACAAGCTCAATATTCANCAATCACAAGTTCCGCAGAAAGGCAATCACAAGATCAGCAAAACACGATATCAAGTTCACTAATGATAAGTATGTGCAATGCAATGGAATGCAATGTCAAGTATAATGATGCATGTCTGACCTAGTGATACACACCCGCTGTCTCTCAGTCCGGGACCCATGGGGGACATATCTGTCCATGCATCTGTCGCGGCGCACGACACGACCCTCGATAATAGTAACCATCGCGGCGCGCGATACGTCCCTCGAAATATAGTATCCATCGCGGCGCGCGATACGTCCCTCGAAATAATAGCATCCA

>rnd-1_family-41#LTR/Gypsy ( RepeatScout Family Size = 1143 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

AAGGTNCATGAGAAGAACTATCCAACTCATGACCTCGAGCTTGCAGCAGTGGTGTTTGCACTNAAGATATGGAGACACTACTTGTATGGTGTTCATGTAGATGTGTTCACCGACCATAAGAGCCTTCAGTATGTGTTCACCCAGAAAGAGTTGAATCTTCGCCAGAGGAGATGGCTTGAGTTCCTTAAGGATTATGATATGAGTGTGCATTACCATCCTGGTAAGGCGAATGTAGTAGCNGATGCTCTTAGCAGATTATCTATGGGTAGTGTAGCCCATGTTGAGGAAGAAAGGAAGGAGCTAGCGAAGGATGTTCACAGGCTTGCTCGCTTGGGAGTTCGCCTTATGAGCATATCAGACGGCGGTGTAACAGTTCAGAATGGGGCAGAATCNTCTTTGGTAGTGGAGGTTAAGGAAAAGCAAGACAGTGATCCGATCTTGCTTGAACTTAAGGGTGCAGTCCACAATCAGAGAGTGGAGGTTTTCTCCCAAGGGGGAGATGGTGTACTTCGCTACCAGGGTAGATTGTGTGTTCCTGATGTGGGCGAGTTGAGACAGCATATTCTTGCAGAAGCCCATAACTCCAGATATTCTATTCATCCAGGTGCCACTAAGATGTACCGCGATCTGCGGGAAGTCTATTGGTGGAATGGCATGAAGAGGGATATAGCAGANTTTGTGAGTAAGTGCCCCAATTGCCAGCAAGTCAAGGTAGAACATCAGAAACCAGGAGGTATGACTCAAGAGATCGATATTCCTACTTGGAAGTGGGANGTGATCAATATGGATTTCATCACAGGGTTACCTCGTACTCGCAGACAACATGACTCCATTTGGGTGATAGTTGATAGGATGACTAAGTCTTCTCGCTTTTTGGCGGTCAAGACTACANATTCGGCGGAGGACTATGCCAAGCTTTACATTAATGAAATTGTGAGGTTGCATGGGGTTCCTTTGTCTATCATCTCAGATAGAGGTCCTCAGTTTACCTCTCATTTCTGGAAGTCATTTCAGAAAGGTCTTGGTACTCAAGTTAACCTTAGCACAACATTTCATCCGCAGACGGATGGGCAGGCAGAGCGTACCATTCAGACCTTAGAGGATATGTTGAGAGCTTGTGTGATCGATTTCAAGGGTAGTTGGGATGATCACCTTCCTCTTATTGAGTTCGCCTACAATAATAGCTACCATTCCAGCATTCAGATGGCCCCTTATGAGGCTTTGTATGGGCGTAGATGTAGATCTCCTGTTGGTTGGTTTGAAGTAGGTGAAGCAGCTTTGATAGGGCCAGATTCAGTCCTTTATGCTATGGAGAAAGTGCAACTCATTAGAGATAGACTTAAGACAGCCCAAAGTCGTCAGAAATCTTATGCAGATGTAAGGAGAAGGGAACTAGAGTTCCAAGTTGATGATTGGGTTTTCCTGAAAGTNTCACCTATGAAAGGGGTGATGAGATTTGGNAAGAAAGGGAAGCTCAGTCCTAGATATGTAGGCCCTTACAAGATCTTGAAAAGGGTTGGCAAGGTGGCATATGAGTTAGAGTTGCCAGCAGAATTAGCAGCAGTGCATCCGGTCTTCCACATCTCGCTCTTGAAGAAGTGTGTGGGTGATCCAGCCTCTATAGTGCCATTAGAGAGTGTGGCGGTGAAAGATAGTCTTTCTTATGAGGATGTACCAGTTGAGATTCTTGACCGTCAGGTTAGAAGGTTGAGAAACAAAGAAGTCGCTTCAGTCAAGGTTTTGTGGAGGAGTCAGTCCGTAGAGGGAGCTACTTGGGAAGCAGAAGCAGCCATGAAAGCCAAGTATCCTCACCTCTTTCCTTCCGATTCCACTCCAGCTTGAGGTAATAGTTCCTCTTCAGTTTTCCAGTCATTCATGCGTGAATTCAGTCTTAGAATCATGTTCCCTCAGTTTGTACTTGCATTTTCAGCGTATTTGCATGTTCTCGGAACTCAATTCAGTCAGAAACTCAGTTCTCAGTGTTTAGTAGTAGGGNTTGCAGCTCTCTCCCTCTATTTCAGCTAGTTTAGTCTTCATTCGAGGACGAATGTTCCCAAGGGGGAGATAATGTAACACCCCGTANCCAAAACAGACCAAAAATCAGTTTTTCAGAAAAATCTGCAGGTGCAACCGACGGTGGCATCGACGGACCGTAGCCTGANCCACGGTCCGTCCTGCACAACCGTCGATGGGATCAGAAACTCCCAAAAATTTCAGCCCAGAAAAATTGGCTAAGTCTCGANCGACGGACGGACCTACGGTCCGTAGGTCGGACNACGGTCCGTAGTCCGTGACCGTCGATCAAGACTCCCTTCACCCACTCTCTGACAAGAGCTACGGATGACCAGCACGGTCCGTAGGTGGA

>rnd-1_family-371#LTR/Gypsy ( RepeatScout Family Size = 124 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

CCCGAGAGAGTGAACCCTAGTCCCATATCCNAACACTCAGCTCGAGAGAGTGAGTGGGNTAAGGCGTAGGCTGNTCTTNATGCGGCGAATGGGTGTCCGAGAGGAACCCATTTGATNCGGGGTAAGTTGCTCGAGAGAGAACTTATTCCCACCTAAAGCCTAGCCTAGTCACTATTATTCTACAAATTTNCTATCGAAAGCATGTACCCAATNGTTTATNTTANCCCGTATTGCGGTCACATCCCAAGAATTTCCCCCTTTCTTGTTTAGATTTCTTGTT

>rnd-1_family-281#Unknown ( RepeatScout Family Size = 211 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

ATATAATCANCTTCACATTATCATAATCAAGCCNTAACATGATAATATCACAATTCATAAAGTAATGCCGACGAGGCCACGATCATCATAATTCATAAAGTAACGCCGACGAGGCCACATCATTCGCAAGTANAGCACATAAGCACCGCCACCATAAGTGGACCATACCAATCACAATAATAATTCAAGACCTATACTACATAATATAAAGAGAATTAGGGCAGCGTACCACC

>rnd-1_family-21#LTR/Gypsy ( RepeatScout Family Size = 1434 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

TTTCTTTATAGTAATGTTGATGAAGCCTTGTATGGCATTGTGTGGTATGGTCCACTTATGGTGGCGGTGTTTACTTTATTGTCATTATATATGTGTTGACCATGGCCTTGAAGGCAAATTGATGAATATATGAGCGTGTGGTTATGATGATCACTATGTGAAGCTTATGCCTACTTTCCTATTCTAGTTGTGATCTAGGTTGTATGGCTATTGTATGAGCATGTGTATATCTATGTTAGGGTNANGTGTAGGTGCTTCCATTGATGAGTTAAAATGGTTAATAATCCCTTACCTATGTACCCCTATGTGAATGCGTGAATAGCNAAAGTTAGGAGTCTTAAGTGTAATATGAAGTTGNCTTGTCTCCTATGCTATTGTGTGTTGTGTGGTCTATGCTTGAAAGTGTATTGTGGTTCTAAGAGGGTGGCTGCCTCAATGTGTTGTTGATAGCCATTATGTGATCATGTTGACCAATGTACACACACACTCACTTTACATGCATGTTACAAGTAGTATAGGTCATGGTGTCTAAATGAAAGGTNGTTCTCATATTCACTAGTGTCTACTACTATGCATGTAAGGTATATGTNTATGAAAGTATGNTATGTATTTCCTTAACTAGGATGACTTGATAGGTGTACTAGTATGGGCAAGGGTATGGGACCTTGCCTATGCATTGCACATGTGTACCTTGATAGGATAGTTCTAGTTTTGGTTTCTATATGTATGAATATGAATGTATGAACATGTGTGACTTAATGTGTTATGTGAAAGGTTTGCTCACATATATGTATACACACACACATGNATGANGATCTAGTCAATAGAGGGGCCTTGAANGGTGTGCTCANGTGTACCCTAAACTAGATGGTGCTTTACATATGCTATGTCCATGTGAAAGGATTTCTCACATGATTTAGGTTGATGAACTTTCATCTATGACCTATGAGCTAAGCATATGAGGGGATGACTCTCCTAAGCCTATGTTTTATAAAGTAAAAATATAATAAAGGTTTTCAATAAAGGGAACTTAGCTTAGCACCGAGTGAACTTGAATATGAGTGTGTGTCCCTTCCCATGGTAGGAAGGTAGGTCACCATAAATCTCATGAGGTGGATAACCACAATGCCTCAATGGGCATAAATAGGGTTTCCATAAGTGAATAACTACAATGCCTAATCTTGGCATAAAGAGGGTTTTCACATGTACCTCCAAGTTCCATAACTATGTTGCCACCATAGGATACTAGCTAGTGGATCCACCTAGAAAGCTATGTCACGTTTGGTTCTACTTTGGCCGGTAGACCACCTTCTNTCGGTGTGGGGTTCTACGACACCGGATTCCATGTTTAGCATCACATGGTCTATGTCGGTTAAGGCTATAGTTTCCCTAAAGTAAAATGGACAATGGAAGTAAATGACTAGGACCCTAANTAGAATGACTTAAGGGAGGTTACTTAGGATAGGTGGAAGTAATGAACCCATCTAGACATTGCACAAGTAGCTCCTTAGGAAGTTCTAGGAAGGTGTTCTAATGCGTGTCACTATGTATGTGTTCCTTATGCATGACATTGTAGTATTTGTCTACTTGTTATGAAGATGTGCATGATATGAGTCTTTATGCATGATGTTGATCTTGTTGACTATATGATGA

>rnd-1_family-330#Retroposon ( RepeatScout Family Size = 157 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

AAATTTTTTGGACAAAATTTATTTAATCAGTTTTTGTTAAATCAAATAAATCCTGTTAANATTATCTCTTATAAATTTGCGGGTAACGGTAACATTCCGAAAAGTCGTTACTCTTTCCGAAAAGTCGTTACTTTCCGAAAAGTCGTTATTTTCCTAACAGACACAATTTTCCGAAAAGTCGTTATTTTTTCCAAAAGACACAACTTTCTGGATAAAATGGGTCTGAACAGATTTCACTGAACAGACACGTTCCTTGCTGAAAATGGCTATAAAAGGAAGTCAATTTTCGATTTTTTCAAACACTGAAAATTTTTCCTTCTCTGCATNTATTTTTCTCTCAAATAAAATCAAAGTGTCGATCGACTGAGTCTGTGTGACTCGTTGCTGTTCTTAAGTTCGTTGAAGTTANNGAAGTTTGAGGTACCGCTACTTCTTTAACGGGTTTAATCCGTTTTATCTTGGGAGAAATTAATCCGTAACCTCGGGTACAGTGAGGGGATTAAATTTCTTAAGGACACACAGTAGTTTCTGTGGACTCGGATTAATTCTTGTATTTTATNTNTTTTCTGCTTCATCTTATTTCTGTTTCTGTTTTTGATTAACCTTATAAATACAGGTTATTGTAAGAATAACAA

>rnd-1_family-116#DNA/CMC-EnSpm ( RepeatScout Family Size = 613 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

CGGAAAAGGGCCTAAAATACCCTTGAAGTATTGAAAATGGTACAAAATTACCCTTCATCCACCTATTGGCTCCAAAATGCCCTTTTCATCCACCTATTGGCTCCAAAATACCCTTGTCATCCACCTTTGGGTTCAAAATTGACCACTTATTTAACGGTTTTAAAATTAAACTNTTTAAATATTTTTTAAAATACTTGGCGTTCAACTATTGGTTATAATTTAATTTATTAATATAATTTATAAACCAACCCACTACCCACTCATTACTAACTAAACCCCACCCAATTAATAATCCAATTATAATATCAAAATCGTCATAAACACTACTAAAACACGATGAAATTATAGATTCCTGAAAATGACATCCAAAATTATTCGAGTCCGAATCGAAGCCCCAATTAAATTTAGGTTGAGCCGCTTATTTAGGAGGACACTTTCTTTCAAGATTGAATTAGAAATTTATGATTAAAGGTAAAGAAGTAATACATCCCGAATTAATTCATGCACTTTTTTTAAATATAATTTTATAAATATTTATGATTTGTTTTAAAACCTTTAATATATTATTTTGAAAAAAAGTTACCTATGAAGTAACATCACATAATTGAGACGTAAGAATAATTAAGATGAACATAGTCAGACTTTTAAGTTTATCGGTGATTTTTATTTAGCCACTTGAATGTATGATAATTTACTTCTATAATTTCANCGCGTTTTAGTAGCGTTTATGACGGTTTTAATAATGTGACGGGTTTATTAATTTGGAGGGGTTTAATTAGTAATGGGTGGGTAGTGGATTGATTTATAAATTATACTAATAAGTTAAATTATAACAAATAGTTGAGCGCCACGTATTTTAAAAAATATTTAAATAGTTTAAATATAAAACCGTTAAATAAGTGGTCAATTTTGAACCAAAAGGTGGATGACAAGGGTATTTTGGACCCAATAGGTGGGTGGGAAGGGTATTTTGGAGCCAATAGGTGGATGGAGGGTAATTTTGTACCATTTCCAATACTTTGAGGGTATTTTAGGCCCTTTTCCGT

>rnd-1_family-56#LTR/Gypsy ( RepeatScout Family Size = 968 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

TGTAACACCCCGTAGCCAAAACAGACCAAAAATCAGTTTTTCAGAAAAATCTGCAGGTGCAACCGACGGTGGCATCGACGGACCGTAGCCTGANCCACGGTCCGTCCTGCACANCCGTCGATGGGATCAGAAACTCCCAAAAATTTCAGCCNAGAAAAATTGGTTAAGTCTCGANCGACGGACGGACCTACGGTCCGTAGGTCAGACGACGGTCCGTAGTCCGTGACCGTCGATCGAGACCCCATTCACCCACTCTCTGACAAGAGCCACGGATGACCAGCACGGTCCGTAGGTGGACCTACGGTCCGTAGGTGGAAAATTNGCAGACAGTTAAGGGGAAATGCAGTTGGGTCAACTTCAAATGATCATAACTCTTAGCACAAAATGAATTAGGTGTCCCATGACCTACCCACAGATAGATAATTGAATTATCTTTCCATAGCCACCGACCTTGCTAAAATCAGACCTCCGAGTAAAAAGTTATGCCCATTTTAGTAAAGGCCTGTCGAACAGGCCCAANCGACGGACCCAACGACGGGGCGTCGGTCGAACGACGGACCGTCAGTCCTGGCCGTCGTTTGGTCCGACAGCAACTTTCCCAGGGGTCTTTTGGNCCTTTCCCACTTCGTTTAAACCCTAAGNTACGTCGTTTTGACCCTAAATCATCAGATTTTAGTCAGTTTAAGCCTAGAAACATAACTAAAACATATCTAAGTCAAATCATTAAATCAAAACNTAGAAAATTAGAAGCAAGAGAGGAGAAAAAAGCTCAAGAACCCTAGTTCAAGAACGCAACAAGTTCCAGCAGTTCCAGCCCCGAAACCTAAGTATTTTTCCGTGGATTTCATCACCAGGTATGTGGGATTTCACTAGTGGGTTCCTTTCACCCATTGGGTCCCTAGTTTTCAGTCAGATTCTTGATTCTCTTATCATGATTAGACCTAGGGTTTCTAGAACTTCGATAGAACTTCATGAATTTATTAGNTATATGTTCCAAATCAGATTATCATGTTATTACTCAGNTTATCGCATGAATTTCAGAACCCTAGCTTTGTATTTCTTTAGTTCTTGAATTACACATGCTAGGTCAGATATTTCAGNCACTTCAGATATACATGCCTCAGTTATAAATGCATAATTACCAGATTAATTGTTGCATTCTCAGTTTGCATGTTCAGTTTCGAGCTATCCAGTATTTACAGAAACTCAGACATAATCAGTTAATTTACANAATTCATTGGGAGTAGCATAATACCGAGTTGGACTAGGGTTCAGCGTACCCAATAGTCCCAGAACTACTAGCCAAGTAGGTTGTAAGTCCCCTCTGTGGGCAATCAGTTTAGTGATCACGCCAGCATGCCTTTATACCTTTGGCAGGGTATATTGGGTCCTCTCGATGGGGCGTATACATCGGACTCCACATTTAGCTCATGTGGTTTTATTATCGGTTATTAGTAGCTCCCACAGTTCAGTCAGACTCTCTGCATTGACCATTTATCAGTATATTCAGTATTCAGTTTCAGCATGTTATAAATTGGTCATTGCATCCAGTTAGCTCAGAATTCAGTATATCATGTTCAGATTATTATACTTGCTTTTGTGCTTGTTCAGTTATGTTTTATTTCAGCTTTACTCTATCCTACATGCTCAGTACCTTTCAAGTACTGACGCATACGTGCGCTACATCTTCTCGTGATGTAGGTTCAGGTTCTCAGCATCCAGATCACGCATAGATCGATTTCCCGATCTCCAGTTCAGCAGATTCAGTGGTGAGTCCTCATTCTCCGAGGACAACAGTCATGAGTTTCATTTCAGTCTTTAGTCATTTAGTTTCAGTTTTTGCTAGACTTAGCTGGGGCTTGTCCCAGTATTTCTAGTCTAGTTTAGAGGCTNNTTTCAGACATAGTTAGNTTCAGCTTAGTATTGAGTTAATATTTCCTTTGTATTAAACTCATCGTTTTCAAATATCTCAGTTATAGAATATGGGTATTCCCCATCTTTTCATTTTAATTATGATTTAGCTTCCGCATCAGTTTATTATCTTTAGTATGCTCATGATCATGCCAGCAGGGTTAGCTTGGGATCACTTGTGGTCCTAGGTTCCGTGTCCGCGTCTCGGGGGTAGCTCGGGGCGTGACA

>rnd-1_family-79#Retroposon ( RepeatScout Family Size = 812 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

GTATTCCAAACATACTTAGAACAAAACTTTGAACATCTTTGTAAGAAAACAAAGTTTAAGAACATTTTCACAACTAGAAAATTAAAACTAGTAGCGAAACTAGAATCAGAAACAGATTTTTAAAAAAATACGAAATATTTTTCTTAAAGAAGAATTGTTGTTAATATGTGTCTAAAGAATCTTACTGATTCCAACAAACTTTGCAGAAACACGAAGTTACCAAGTTTAATGAACCAGTGAAGAACAAAAGAATAGAAGAACTGAAATTAATTCACAAATCTAAAATTTGTAAAACACGTACCAGAATCTGGAAAATTTTAATAGGAAAAAGATCGAGTCCACTGAATNCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTATCCGAGGTTTGATTTGGAATATGTCCTCCCAGGGTAGAACGATCTCAATCACCAGCGTATNGATACCAAAAACNCCGGTGTCAGCGAGCCACTCAACGGCAGTAAAGTACACTTAGAATACTAGATTTAGTAGTAGAAGAAGAAGTCCANAAATTCTATTTTAAAATGAGAGGAAATCCCTCAATTTATAGAAAACAAAGGGTAGTGCGAAAAGGTTCTTATTGTGCCTTACCGGAAAGGTCACAAACCTTTGGAAAAGTCGCAATCTTTCGGAAAGGTCGCGACCTTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTTTTCATAAAAGTCGCAACTCTTCATAAAAGTCGCAACTCTTCAT

>rnd-1_family-137#LTR/Copia ( RepeatScout Family Size = 534 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

AATGCCGTTGNATTGGGCCCTTAATTATCTGTCGATTCTGTATNTTGGGCCCAAGCCTGTTAGGGCGTAGCTTAGCACTATATATAGACGCTATGGCAAACCCTATTCTGTAATTCTGTTTTTGCCTCTCCATAATAAAACTGCTCCCCCTCTTCCCGTGGACGTAGCCAATTTATTGGTGAACCACGTAAATCTGTTGTCTTGTTTTTCGCGTTTATATTTTCTCGTATTATCTCGAATTCCGCACAACAAATTGGTATCAGAGCCTCTCGGTTAATCGGTGTTCTTGGAGAATTCGAGATGTCTGCTTTGAACGTGAAAATCGACAAATTCACAGGGAGGAACAGTTTCAGTTTATGGCAGATCAAGATGCGGGCTTTGTTGAAACAGCAAGGCTTCTGGGCGCCGTTGTCGAAAGACAAGAACGCCGTCGTTACTCCTGAGATGGCGATTCTGGAGGAAAAGGCGCACTCGACGATCATGCTGTGTCTCGCGGATGACGTCATCACGGAGGTCTCGGATGAAGAGACTGCTGCTGGTCTGTGGTTGAAGCTGGAGAGTTTGTACATGACAAAATCTCTAACCAACAAGCTGCTTCTGAAACAACGTCTATTCGGTTTACGAATGGCTGAAGGTACACAACTCAGGGAACATTTAGAGCAATTGAATACTTTGTTATTAGAATTGCGTAATATCGATGTGAAGATCGAGGATGAAGATGCTGCCCTGATTCTGTTAGTATCTCTCCCAATGTCGTTTGAGAATTTTGTTCAATCGTTCATTGTTGGGAAAGATACTGTGTCGCTGGAAGAAGTCAGATCGGCCCTTCATAGCAGGGAATTACGGCATAAGGCTAACGGCACAAGTACGGACATACAGCCTTCCGGTCTGTTCACCAGTAGCGGAAAGGGAAGGAAAAACGGCGGAAAGAAAAATAAGCCGATGTCGAAGGGTGCAAAGCCGGATGATGTTTGTAATTACTGCAAGGAGAAGGGACATTGGAAATTTGATTGTCCGAAGAAGAAGAAGCAATCGGAAAAACAATCAGTTTCTGCTGCTGTTGCTGAAGAAGACACCAATTCTGAAGAAGACATTGCCCTAGTTGCGGATGAGCACACTCATCATTCAGATGTGTGGGTTCTCGATTCTGGGGCATCCTATCACATCTGTCCTAGGAGAGAGTGGTTCACGACTTATGAGCAGGTAGACGGAGGCAGCATCTCGATGGCCAACAGTTCTGTCTGCAAGGTGGTTGGGACAGGCTCGATCAAGATAAGGACACATGACGGTAGCTTCTGCACATTGAACGAGGTCAGGCACGTTCCATTGATGACGAAAAATCTGATATCTCTCAGTCTTTTGGACAGCAAGGGATTCAGCTGGTCGGGAAAAGATGGAGTCTTGCGGGTCTGGAAGGGTTCAAATCTGATTCTGAAAGGTGTCATGCGTGGTACTTTGTATTTTCTACAAGGTTCCACGGTTACAGGTTCAGCCCATGTTGCATCGTCAGAAGTTCACCAGAAGGATATGACTAAGTTATGGCACATGAGACTTGGTCATATGGGTGAAAGAGGGATGCAAATTCTGTCAAAGGAGGATCTTCTTGCTGGTCATAAGGTTAAGAGCCTAGAGTTTTGTGAACATTGTGTCTTTGGAAAACTACATCGCAACAAGTTTCCAAAGGCCATTCACAGAACAAAAGGCACACTTGATTATATCCATTCTGATTGCTGGGGTCCATGCCGTGTTGAGTCTTTGGGAGGCTGCAGATTTTTTGTGTCCATTATTGATGACTACTCAAGGATGACTTGGGTGTACATGATGAAGCATAAAAGTGAAGCTTTCCAGAAGTTCAAGGAGTGGAAAATTTTGATGGAAAATCAAACAGGGAAGAAGATCAAGAGGTTGCGAACTGATAATGGGCTGGAATTCTGCTGGTCTGAATTTGATCAATTCTGTAAGGATGAAGGGATTGCTCGACATCGTACAGTCAGAAATACACCACAGCAGAACGGTGTAGCTGAGCGGATGAATCAAACACTTCTGGAGAGAGCAAGGTGCATGCTCTCTAATGCTGGGCTAGATAGAAGATTCTGGGCAGAAGCGGTTAGTACAGCTTGCTACTTGATTAACCGCGGACCACATACAGGCATACAGTGCAAGACACCTATGGAGATGTGGTCAGGAAAAGCTGCTGATTATTCAAATCTGAAAGCTTTTGGTTGTACGGCTTACTATCACGTCAGTGAAGGTAAGTTAGAACCAAGAGCTAAAAAGGGAGTATTTGTGGGCTACGGAGATGGAGTGAAAGGTTTCAGAATCTGGTCTCCAGCAGAAAAGAGGGTTATTATGAGCAGGAACGTTGTCTTTGATGAAAGTTCTCTGCTTAGAACCATTGTGAAGCCTACAACTACGTCAGAAACTGGGAGTCTTGATAAACAGGTGGAGTTTCAAGTCATTCAGAACGAGAGCGATTTGAAAGAACCTGAAGAGGAGGATCAAGAGCCACAGACAGAAACTGATATTCCAGAATCTATGCCATCAGATATCCATCAGAGTATAGCTCAAGATCGGCCAAGGAGGGTTGGAGTTCGGCCACCTACGAGGTATGGTTTTGAGGACATGGTGGGTTATGCACTGCAGGTTGCTGAAGAGGTAGATACATCTGAGCCGTCTACTTACAAAGAAGCCATTTTAAGTCCTGATTCTGAAAAATGGTTTGCCGCTATGGGAGATGAGATGGAGTCCCTACACGAGAATCAGACATGGGATCTGGTCATACAGCCTTCGGGGAGAAAGATTATTACTTGCAAATGGGTTTTCAAGAAGAAGGAAGGGATATCACCAGCAGAAGGAGTCAAGTACAAAGCCAGGGTTGTTGCCAGAGGTTTCAACCAAAGAGAGGGAGTGGACTACGATGAGATCTTCTCNCCAGTNGTCAGACATACTTCCATCCGAGTGTTACTAGCGATAGTTGCACGTCAGAATCTGGAGCTTGAGCAACTTGATGTGAAGACAGCGTTTCTACATGGAGANTTGGAGGAAGAGATNTACATGGNTCAGCCGGANGGTTTCGAAGTTCCAGGGAAGGAAAATCACGTCTGCAAGTTGAAGAAGTCCTTATATGGACTNAAGCAGTCTCCAAGGCAGTGGTACAAAAGGTTTGACAGCTATATGGTGAAGTCGGGCTATACTCGGAGCTCATATGATCGTTGTGTCTACTACAATAGGCTCAANGATGATTCATTCATCTATCTGGTGCTTTATGTAGATGATATGCTGATAGCTGCAAAGAAGAAGTATGACATTCAGAAGCTGAAGGGTTTACTTAGTGCTGAGTTTGAGATGAAGGATCTGGGAGCCGCTCGGAAGATTCTAGGGATGGAGATCGTTAGAGACAGAGAGAGAAGGAAACTTTTCTTGTCACAGAGAAGCTACATTCAGAAGGTCTTGGCGAGGTTCGGCATGTCTTCATCTAAGCCTATTGATACCCCCAGTGCTGCCAATATCCATCTCACTGCCATGTTCGCTCCACAGTCAGAAGAAGAGAAGGAGTATATGTCACGAGTCCCTTATGCCAGTGCCGTAGGAAGTTTGATGTATGCTATGGTCTGTACAAGGCCAGATNTAGCACATGCAGTCGGTGTAGTGAGCAGATTCATGGGACAACCGGGGAGAGAACATTGGCAGGCTGTGAAGNGGATTTTCCGGTACCTTAGAGGTACATCTGACGTTGGTCTCGTTTATGGAGGTGATACTCAGTGCTTGGTTACTGGCTATNCTGATTCTGACTATGCTGGAGATGTTGACACAAGAAGATCGACGACTGGCTACGTGTTTACCCTTGGAGGATCTGTCGTCAGTTGGAAGGCAACTTTGCAACCTACAGTGACTTTGTCTACTACGGAAGCGGAGTACATGGCCTTGACAGAGGCTGCAAAAGAAGGGATTTGGCTGAAAGGGCTGGTTAGTGATCTTGGTCTGCATCATGATCAGGCTACGGTGTATTGTGACAGTTTGAGCGCAATTCGTCTAGCCAAGGATCAAGTCCATCATGAGAGAACCAAGCATATTGACGTGAGGTATCATTTTCTGAGAAGTGAGAAGAGAATCAAGGTGAAGAAAGTAGGAACTGCTGATAATCCTGCTGATATGTTCACAAAGCCGGTTCCACAGAGCAAGTTTCAACACTGTTTGGACTTGCTCAACATCAGAAGCTGTTAATTGCCCTGCGGGGCAATTCTGAGGAAGAGGGGGAGGCCTGGCACTATCATAGTGCGTCTGAAGAATCTGTTCGGAGAATTCAAGTCAAGGTGGAGATTTGTTGAATGCCTTGAAT

>rnd-1_family-46#LTR/Gypsy ( RepeatScout Family Size = 1098 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

TATGTGTTATGTGTTGTGTGCAATATGAATATGTTATGTGNTGCGTGCNATACGATAATTATAATGATGCATGTTACTCTCATGGCATAACTTTCCTAATCCCAATTTGGCAAGTCCACTGACTTGACTTCCAAAAATCATGTTGTTAGGAAAGAGCTATTCTTNCTCATGCATGTCCTTGGTGTGTGCTTGCATATACCCATACTTAGTACAAGTGTGTACTAACCCCATACAAACTCTACTTTTAGGTGCAGGCACAGGTGGACGCTAGAGCTACAGGTTCGACGTTGCAGCTATCCGGACGTGGAGCATTCATCCGGACTTGGTAGGCCCTCATGCTTTCGAGGATGCTACCGTTTTACATTCTAGCTTAGTTNTAGGNTTGAGCTAGTGGAGCATGTTCCACTAGCGTTTCTTTCCCGTTTTNGTTCAGACNTTGTATTGGTGCCATTTTGGCAAGTATACATTTAATGCTATAATGAACTATTTCTTTCATTTGATNATCTCTTAATGTTAGATGGTTGATGGTGAACGATTATGAAATGTTAAGAATGTTTAGCAAGTATGTTAAGAAACAAAAAGTTTCAAATTTTCCGCTAAAATTAACCTAGATGAAGTAAGAATGACGTANGTAGGCTTGTCTGCGACCTCTGAGAGGTCAACGACGCCGGTCTCGTCTGGGGTCTAGATTCCGGTCGTGACAAAGTTGGTATCAGAGCGCTAGGTTAAATTCCGAGGATAATAAGTTCACATCAACCACATTGAGTAGTTTCTAAGTCATGGTAGTGAAGTGCACCACTATCCTGAATTAGAGACTGCATGATGCGTAGGAAAATTTCCCTTCTTCTGATCTTATCGTGCCTTTCCTAATGTCTGATTTCTTGGTGTTATGAGCGTGTCTAACATCAATCCTTGTTGTTTTCAGAGAATGAACACTAGGAGAACTANNGGTCAGAGGAGAGGAGGAGCAGCTGCTGGGGGCAATCAGGTTCCACCCCAGGCTCCAGCTGAAGGAGTGGCCATGCCGGTTAACCCAGCTGGGTTGACTGATGCNGAGGTGAGGGCATCTCTGGCCCAGATGGCACAGGCCATCACTATGCAGGCCCAGGCTATGACTGCCCAGGTCAACCGGCAGGATGTTCAGAGGGAGAACCCACCGGTTCGCAGCATGGCTGACAGGCTGCGAGACTTCACGAGGATGAATCCTCCTATTTTCACAGGGTCTAAGACTTCAGAGGATCCCCAGGAGTTTGTGGACGAGGTGCATAAGATCCTGGTGGCTATGGGGGCCACNGATACTGAGAAGGCTGAGTTGGCTTCCTATCAGCTCAAGGATGTTGCACAGACTTGGTGCAAGATGTGGCAAGATAGCCGAGTCTTGGGCGGAGTNCCGGTCACTTGGGAGCTGTTCAAGACAGCATTTCTGGAGAGATTCTTCCCCAGAGAGATGAGGGAGGCCAAGGTTGAGGAGTTCATCAACCTTAAGCAGGGATCNATGACGGTCAGGGAGTATTCCCTGAAGTTTGTTAAGCTATCAAGGTATGCTACTTCCCTTAGTATCTAATAGCAGGGATGATGAGAGTA

>rnd-1_family-6#LTR/Gypsy ( RepeatScout Family Size = 1948 Final Multiple Alignment Size (possibly truncated)  = 99 Localized to 1063 out of 13 contigs )

GGATCGGGTGTCACGAACCGACACGTAGNATTAGGGGATCGGGTGTCACGAACCGACACGTAGNATTAGGGGATCGGGTGTCACGAACCGACACGTAGNATTAGGGGATCGGGTGTCACGAACCGACACGTAGTATTAGGGGATCGGAGTGTCACGNNCCGACACGTAGTATTAGGGGATCGGAGTGTCACGTTCCGACACGAGAATAGTAAAGAGAATGAATCTTGAANTATGTTAATATACTCAAATTTAANGAACCTANTTCCCAAATGAGTATGGTGTGGAGGCTTGAGTCCTCATAGGTGTGCTTGGCGTTGTTGCCAATGGTTNTNGTACTTGTTGTTGCCACCTGTTGAGTATTGTAGTTGATTTTATGNTATTATCCGATATATATTGCTTTCTATTTTGAGTTGGCCGATGATACCTACTCAGTACTCGTGCCTTGTACTGACCCCTACTTGTATGTTTTCTTCTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCGACCGCAACTCTAGCCAGTCTTCANCACATCGGATTTCAGGGTGAGCTANTGCTCCTAGCTCGGACTGGATCCTCTCCTTCACGTCTTGATGCCTTGAAGTTCGGGCATGGACTATCTTTTTACTTATTTTAGCTTCTTAGATACTCTTAGATTTAGTAATTTGAGGATAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGAATAATAAGTGTTGAGTTTTAGAAGTTATTTAATTGATTTCGTTAATGAGTTTTAAGTCTTCCGCATTATATTCTGTTTATTATGGTTGAAATGTTGGGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCACTCGCGGCTCGTTTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTGAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCGTGCTATTACTTGGATCCAATTGGTATCTAGGTGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACAACCGCGCCAACACCAACACCGGCAAGACAAGATGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAAGAGGAGCAGTGGCAAGAGGCCGTGGTAGAGGTCGCGGGAGGACGTCCTCTAGAGGAAGAGGACAAGCACCTGGCCCATCTAGTACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGTGAGGAAGGGGAGAATGAGCAAGTGCAGAATGAGGAATTACCACCCCAACCTACCCCAGAGATGATTAATCAGGTTCTTGCTTATCTTAGCGGGTTATCTGATCAGGGCCAGACACCTCCAGTGTTTTCTGCACCAGCACCTCAGGTTCCGGGAGTACAACATGCGGCTGCTGTGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCTCGNTTGACTACAGGGCCTATAATGACAAGTGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCCTACGATTTTCTGGTTGATTGTCATGAGCTACTACACAAGATGGGCATAGTAGAACGATTCGGCGTTGAGTTTGTGACCTATCAGTTTCAGGGGAACGCCAAAATGTGGTGGCGGTCGCATGTTGAGTGTCAACCAGCACAGGCACCACCTATGACTTGGGCATCATTCTCTAGCTTGTTTATGGAGAAGTATATACCCCGGACTTTGAGGGATAGGAGGAGAGATGAGTTCCTGAGCCTAGAGCAAGGCAGGATGTCGGTTACTGCNTATGAGGCTAAGTTTCGTGCATTATCCAGGTATGCCACCCAGCTTTGCTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGATTTGCGGATTTCAGCCTTACAGGTAGCTGCTGCGGCAAAATCCTTTCAGGAAGTGGTAGACTTCGTGATAGAGGTGGAGGGAGTGAAGCCAGACGACTTCACCATGGCATCGACATCTAAGAGGTTTCGTAAGGGAGGTGAGTTTAATGGTTCTTACTCCAGAGGGCAGGGTTCAGGAGGTTACCCAGCCCGACCTATTCAGTCTTCACTACAGGCTGTAGCTGGGGGTCCACCGCAGACCGGTCAACATTTCTCTGAGTTTGGAGGTTATCCCCAGACTTCGTCGTTCTCACAGAGACCTATGCTTGAATCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGGTATTGTCCAAAACAGAGTTACAGACCCCCAATAGTCAGAGGTAGAGGTGGTCATGGAAGAGGCCGCCATTCTGGAGGACGTGGTGGCCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAACTACTGCAGCGCAACATGGTAGGGGCAACGGGCAGACAGGTGATAGGGCCCATTGTTACGCTTTCCCCGGGAGGTCTGAAGCGGAGACATCTGATGCTGTTATCACAGGTAATCTTTTGGTTTGTGATTGCATGGCTTCTGTATTATTTGATCCTGGATCCACATTTTCATATGTATCTTCCTCATTTGCTACTGGTCTTAATTTACATTGTGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGATAGTTGAAAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGGGGAGCAATACTCATGTAGACTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCAAATTTTGCAATCTTAGATTGTAATGCTAAAACTGTGACGTTGGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCACTCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGAGAATGGTTAGTAAGGGTTGTTTAGCTTTCTTGGCACACCTCAGGGATGATACTACCCAAGTACCTTCGATTGAGTCGGTTTCGATAGTCCGTGAGTTTCTGGATGTGTTTCCTGCAGACCTTCCTGGTATGCCACCGGATAGGGATATTGACTTTTGCATTGATCTGGAGCCGGGTACTCGCCCCATTTCCATACCCCCTTATAGAATGGCTCCCGCTGAGTTAAGGGAGTTAAAGGCCCAACTTCAAGAGTTGTTAGGCAAAGGCTTCATTAGACCAAGTGCATCCCCTTGGGGTGCTCCTGTTTTGTTTGTGAAGAAGAAGGATGGAAGTTTTCGGATGTGCATAGACTACAGGCAACTGAATAAGGTAACTATTAAGAACAAGTATCCTCTTCCTCGCATCGATGATTTGTTCGATCAGTTACAAGGTGCTTGTACCTTCTCAAAAATCGATTTGAGATCTGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCNAAGACTGCTTTTCGGACCAGGTATGGGCATTATGAGTTCTTAGTAATGTCTTTTGGGCTTACGAATGCCCCTGCTGCTTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTTGTCATCGTATTCATTGATGATATACTGGTATACTCAAAGAGCAGGAAAGAACATGAGGAGCACTTGAGAATTGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAATTCTCCAAGTGTGAGTTTTGGCTAGATTCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATCGAAGCAGTGAAGAATTGGGTAAGACCTACTAATGTTACAGAGGTAAGGAGCTTTGTTGGTTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTTTCTTCCGTTGCTTCCCAATTGACAAACTTGACTAAGCAGAGTGTTCCATTTGTATGGTCGGACGAGTGTGAAGAAAGCTTTCAGAAGCTCAAGACCTTGTTGACTACTGCACCAATTCTTACCTTGCCAGTGGAAGGTAAGAATTTCATTGTTTATTGTGATGCATCCTATTCTGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTAATTGCTTATGCTTCGAGGCAATTAAAGGTGCACGAACGTAATTATCCGACCCACGATTTGGAGTTGGCTGCGGTAGTGTTTGCATTAAAGCAATGGAGACATTATCTATATGGGGTTA

>rnd-1_family-356#LTR/Gypsy ( RepeatScout Family Size = 135 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CCCAAGAGGGGGATGNTGTGCTTGACTAGNAAGGTTGGTAAGTTAAGATCCTCTTGAGGTTGGGTTAAGTTGCTCTTAANTGGGTTTACCCTAAGTGGGGGATGGTGATGTGAGTAGTAAGGTTGTAGATATCCCTATCTTTTCCTTCTATTCTTACTCGAGCTTGAAACCAAAGAGTTCCTAGTAGCTTGTTCATGATAGGAGTCTTGCATAAAAGTATGAGTTGCATGTTCTCCATATGTTATGCATGTCTTGATTGACACTATGTTANGCATGTTTTGAAGATTCTAAATTGCATGAAAAAGGATTTTTGATAAATTCATGTTTTCTCATGTTGATTGTGCATCTTGATATGNTAGTTGTGCATTT

>rnd-1_family-74#LTR/Gypsy ( RepeatScout Family Size = 862 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGAGGGAGCGGAGTGTCACGTACCGACACGAGAGGAATAAAGATAATGAATCTTGAAAGATGTTAATATACTCAATCTAATGAACNTAATTCCCAAATGAGTATGGTGTTGAGGCTTGAGTCCTCATGTGTGAACTTGACGGTAATTGTTAATGATTATAGTACTTGTTGTTGCTACATGTTGAGTATCGTAGTTGATTTTATGATATTACTTGATATATACTGTTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTTTATGTTTTCTTCTTGTTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACAGTAACTCNAGCCAGTCTTCATTACACCGGATATTCAGGGTGAGCTAACGCTTCTAGCTTGGACTGGATCTTCTTCTTCANGTCTTGATGCCTTGAACTTCCGGCATGGACTAGCTTCTTATGTATTTTTAGCTTCTTAGAATACTCTTAGTTTAGTAATTTGATCGTAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAGNTGTTGAGTTTTAGAAGTTANTGAATTGGTTTTTATTAATGAGTTTAAGTCTTCCGCATTACTTTCTGTTGATATTATATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGGATTTGGGTCGTGACA

>rnd-1_family-167#LTR/Gypsy ( RepeatScout Family Size = 435 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGGAAACTATGATTTCCAAGAGAGCTTTTAAAGCTAAGTTTTGAGCAATTATCTCAAACCACAAAAGAAGTATGTTTTAAAAACATANGAGCTAAGTATATTTTTGGGAGTAGTATTGAGCACCGATGTGGGGATGNGAGTTCATATTAACTCAAGTCTCCATGAAACCATGTAGCCATCATGGGTAGNAAAGGGTCATACTTTTTAGATGACCCTTTTCACAGTATACTAGTGGATCCACTAGGTAGTTNAGGTCCTATACGACGGCAAGGTATAGGACGGTTCTGGCAGCGTGGGCGAGACGTTGTATCATCACTATAGCTCNTAAGTGATGGTTGTCGGTTAGAGAANCTCCCACAGAAGCTATATTACTTTTATATACATCAGTTATTGTATTTTT

>rnd-1_family-318#LTR/Gypsy ( RepeatScout Family Size = 163 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAAAAAATNTGGAATTGNCCCCGCGACGCGCAGCCACTTCCCAGATTCGTTCGCGTCGTTTTTAAGTCAATTTGACTTCACAAAAAGACCCANTTAAGTGAGGGGTNTTTTGGGTAATTTAGGGGGCGACTATATTGATTTAGGGTCAGTTTTA

>rnd-1_family-401#LTR/Gypsy ( RepeatScout Family Size = 108 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTGTCCCAACATCCATCTCAGTTATTTTAGAGGCTTCATAGACAGATAGTATTAGTTCTTTAGTCTTTTCATTTCANTTGTATACGTTTAAGACTTGAGTTGCCATTTTGGCTAAGTTATTATTT

>rnd-1_family-220#LTR/Gypsy ( RepeatScout Family Size = 319 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGTGAATTGCTTGACGTGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGATAGTCGANAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGGGAGCGATACTCGNGTAGACTTGGTTATCTTAGANATGGTTGACTTTGATGTAATCTTGGGTATGACTTGGCTTTCTCCNNATTTTGCGATCTTAGATTGTAATGCTAAGACTGTGACTTTAGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTTCGTATCATCTCCTTCNTTCGTGCTAAGAAAATGGTTAGTAAGGGTTGTTTAGCTTNCTTGGCNCATNTTAGGGATGTTGATGTCGAANCACCTTCCATTGAGTCTGTT

>rnd-1_family-156#LTR/Gypsy ( RepeatScout Family Size = 467 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATAAAATGTTATAGGTGATGAAANCTTGGATTAAAGGGTAAGTTGGTTATGTTGTTTAGCTTTAATTTCGAAATGCTCTTGAGTGGTATGGTCCACCTTCTTGGTGGCGGTGTTTACTTGAATTGTATGAATGTGAAGTTACTNGTTTATTGTGAATGAGGCTATGAAGGCTTGTTATGTGAAGTAAGATGATAANTATGTTATTCTTGTTAAATGTGCCTTATGAAGCTATTATGTGAAGTAGGCTAGAGTGTATGCTTAAATGAAGTTATTCTTGTTAATTGTTTTATGAAGCTTGTTATGAGAAGTATGTTAAGGATTATGTCTAAANGAANTATATGATTATGTGAAGCATGTAAAGTGTGTGATGTGATGAATGAAGGTCTAAGCATGTATAGAAGTTAAATGTAAATGAAATGATGCTTATGTGCAAGGTGTGCTCACATGTACACACACACTCACACTTGAATGAATGAATGAAGCTAAGTTAAGTCCTAAAGGGGAGTTTTGGGGTGAACACTCTTCGTGAGTTGAGATGAAGTGTTTAGTAGCAACCTCACTACATCCCAAGAGCTTTCTAAGATAGGTCGGAGGATGAATGCCCTTCGTGAGTTGAGATGTGGTGTTCACTAGTTATCCTTAACCTATAGTNTATAATGTTNAGAATCCGTGGGGAGTTATGCCTAGCACCGAGAGGATATGAAGAAGAGGTGGTTACACTTCGTGAGTTGAGATGTTGTATTCCAATGTACCTCTTGAGATGAGTACTCCTCGTTAGTAGAGAATGAGTTACTTAGTAGCAATCTCCTTATCCCTTAACTATGCGCCCGCATAGGTGTAGCTATTGGGAAANCCATGTAAAAGCTAAGAGAATGACCTCACTCTAGGCAAGTGAGGATC

>rnd-1_family-343#DNA/CMC-EnSpm ( RepeatScout Family Size = 142 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAAAGGACAAATATATCCCCGAACTATCGTAAATGGTATGCAGATACCCTCCGTCATACTTTTGGGACATTGGTGCCCCTGCCGTCCAAAAACTAGAGCATATATGCCCTTCACTCTAACGGA

>rnd-1_family-225#LTR/Gypsy ( RepeatScout Family Size = 314 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CAAAGATTTAGGAACTTNATTATAAATTTGGGTGAGTTTTTGGGTCTAGGCTAGACATATAGTAATATGAGTGTTGTTAGTTTCGAAATCTTATCGTGGTTATTTATTTGAATAGATTGCATTGATTTGGAAGTCAACCAAAAGAGGAAGGCTCAAGTCCCGGAGTGATTGTTCGACTANTTGAGGCAAGTGGATTTCTAAACTCTTGTTAAGTGTATGAAATGCGTGTATTTCCTTGTGGTATATGTTTGGGAGTAACGGGATTGGTGATGGGTTGACTTGTCCACATTGATTAATTCTAATGATGAAAAAAAGGGGATAACAAAAGGCAATGTGATTAATTGTTTATGTGTGATGTGTTGAGAAAGGGTTGAAGGCTTGTTGAATCATTGTTGATGTGACTTCATGTTTGTGTGGTTGTGAACTGTGCGATGTTATGAAAATGGTCATCTCCTCATTATTTGTGTGAACNTGTCATCTGCATTATTCTGAGGCATTGGTTGTGACAAGTGTTATGTGCATTGAGAAAGAATGAGTACTTAAGAGGATGTACCATTTCGAGGGACGTATCGCGCGCCGCGATGGATACTATATTTCGAGGGACGTATCGCGCGCCGCGATGGTTACTATTATCGAGGGTCGTGTCGTGCGCCGCGACAGATGCATGGACAGATATGTCCCCCATGGGTCCCGGACTGAGAGACAGCGGGTGTGTATCGCTAGGTCAGACATGCATCATTATACTTGACATTGCATTCCATTGCATTGCACATACTTATCATTAGTGAACTTGATATCGTGTTTTGCTGATCTTGTGATTGCCTTTCTGCGGAACTTGTGATTGNTGAATATTGAGCTTGTTATTGAGGATATGTAATTTGTTGAAGTGTTGTTGTTGAG

>rnd-1_family-280#Unknown ( RepeatScout Family Size = 211 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGAATATGACGTATTTTAATGCATTCAAAGCACACAACTCATTTTCTATATGANCACAAGACCTTAGAATCATGAACATAATTTTAGAACAACTCGAGCGAAGATTTGAAATTTTGATCCTCTTAGGCCGAGAGCTCCTCTTCGTACACTTAGTTTATTTTTCAGTCTTTTTCTTCTTNTTGTTGTGTAGTTCAATGATCTCCTTTGATCCTATGTTTTACTTACAAGTGCAATGATTCATTGTAGTCCCATACCTACAATGAATCGAGTAAGTAATCCAAAAGACTAAGGAAATGATTTGACTACAATTTGGGGCATGAATATATTTATAAGTCAATACTTATTGACTATACCCATTCTTTAGTTNATTGCATAATATGCATAGTTCTTGGGGCATATCATTAAAGCTTATGATCTTGCTTACTTTGGGCATGAAGTCNTTATAAGCCAATCTTTATTGGCTAAATACATTANTTAATCATTTTGATAAGAATATTTGAATTCATTATTGTCTTTGATCNTTTCCGTAATAAAGGAAGTCATTATAAGCCAATTTTATTTGGCTTTGTTCATTTTCATGACATGAGGATTCATTATTAGCTATGCCCTTTACTTATTGTAAACTTCATTGGACACGATTTGACTATTCTTACAGCGAGTCATTCATTACATTATATATTCATTACATTTCATAAGCCATTCTCTATTGATTATGCCATCGATTTCATCACTTTCATGTTAGGGANGTTATGGAGTTATTTATTTA

>rnd-1_family-409#LTR/Copia ( RepeatScout Family Size = 104 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTTGTAACCTATGTAACTCCTATTGTAACCTATGTAACTCCTAAGGCCATTATCTTCACTATTTACTACCTCCATTATCTTCCTATTCATTGCTAGGAAGACTTCTTNTAGTATAAATAGTGGTGGTCTTCATTTGGTTTGNGANACACACAANACACAAGAGAAAATATAGAGTGAAAGAGTTAGTCTAAAAGAGAGTTCTTATTAGTTGAAGGGAGGTGTTCTTTTTTGTGGAGCTTTGGACTCAACTCTTGTCCAGAGTTGTTGAGTTATACTTTGTGAAGGTTGTTGTATCCTGGAGGGGACAAGTCAAAGAGGACTACTGCTGGACCGGTGAAAACATTTGCCGCAGTGGGCTTGAATCTCCTTAAAGAGAGCGAGATATCCGCGCCTCAGCCTGAAGAGATTAATTTCTTCATTTTATTTTCAATTGTAATCTTGTAATTTTATTATCTTGTAAGTTTTTTCACTAACA

>rnd-1_family-195#DNA/CMC-EnSpm ( RepeatScout Family Size = 368 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GAAAAGGGTCAAATATGCCCCTAAACTATTCGAAAAGGTTTAGATATACCCTCCGTTTAAAGTTTGGTCCATTTATACCCTCGCCGTCCAACTTTTGGTCTACATATGCCCTTTTGGGCGTTAGTTGGCCAACTCGGAATATCCAACTCATTTTACTTTTATTTAAATGCCAAATGGATTTTCCACGTCATTTTTATGTATTATCACTTGACATTTATATTNAAGGGAAAAGGGTCAAATATGCCCCTAAACTATTCGAAAAGGTCTAGATATACCCCGTTTAAAGTTTGGTTCACTCATGCCCTCGCCGTCCAACTTTTGGTCCAAATATGCCCTTATGGGCGTTAGTTGGCCAGTTGGACATATCCAACTCATTTTTCATTTCTTTAAATGCCACATGGAATTGTCACGTCATTTTGTACCTTACCACATGACATTTATATGAAAATGGAAAGGGGTCACTCATAAGCACCTAACTATCCGACCCAATTTTAAAACACATATACGACCGTCTTTTAAATGGTTCAATTATGCCCCTAATCCGACTCATATATGTGTGAATTATTTCGTTATTTACATCATCATCGCCTGCTGCAGCTTGCAGTTGTGTCTGTAACGTTGTTGCGGTGAATTCCTCTGCTCTAGCCCTTGCCTGCCAGGTTTGCGCCTCCAGCTCTGCGTTGCGCCAAAACGCTTTTCAAACCTCGACTTCCTTTTCCTTTAGTTGTCGTGCCATTGATTCCTCGGCGGTTCCAATCAGAGCACGATAGTGTTCGCCATTTAAATGGTTCAATTATGCCCTAATCCGACCCATATAGGGCGTATTTAGACCAAAAGTCGGGCCGGGTTGTATAAATTATTTAAAAGACGGGTCGTATATGTGTTTTAAAATTGGGTCGGATAGTTTAGGGGCATAATNTGACCCCTTTCCCTTTTAATATAAATGTCAAGTGATAATANATAAAAATGACGTGGAAAATCCATTTGGCATTTAAAGAAAAGTAAAATGAGTTGGATATTTCGAGTTGGCCAACTAACGCCCATAAGGGCATATGTGGACCAAAAGTTGGACGGCGAGGGTATAAATGGACCAAACTTTAAACGGAGGGTATATCTAGACCTTTTCGAATAGTTTAGGGGCATATTTGACCCTTTTCCCTTNAATATAAATGTCAAGTGATAATACATAAAA

>rnd-1_family-231#LTR/Gypsy ( RepeatScout Family Size = 297 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGTAAAGAGTTGAGTTAANTTCTCAAAAGCTATAAGGGAACTAAGTATTCCCTAAGAGTTAAGTTTCAAGTTAAGCAAAGAGTAAAAGTTGAGTTCATTTCTCAAAAGTTATAAGGGAACTAAGTATTCCCTAAGAGTTTACAAATGTTTTCACATTTTGAGAAGGAAGGGAAGCTAGACTTCCACAGAGCCTNTGGCTAGTTTTAATAGAAGAAAGAGGAAACTATGATTTCCAAGAGAGCTTTTTAAAA

>rnd-1_family-354#LTR/Copia ( RepeatScout Family Size = 136 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAACACTTCCNTTACTTCTTAAAGGGCTAAGAAGAAGGTGCCCCCTCGCGCCGTCGTCGTCGTCGCTCGCTCGGCCTCGGCTTCGGCTTCGGATTTGGATTTGGATTTGGCAAATGATGTGATTGATTGATAAATTTTTTGGACAAAATTTATTTAATCAGTTTTTGTTAAATCAAATAAATCCTGTTAAAATTATCTCTTATAAATTCGCGGGTAACGGTAACATTCCGAAAAGTCGTTACTCTTTCCGAAAAGTCGTTATTTTCCTAACAGACACAATTTTCCGAAAAGTCGTTATTTTTTCCAAAAGACACAACTTTCTGGAAAGTTG

>rnd-1_family-48#LTR/Gypsy ( RepeatScout Family Size = 1058 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAATCTCAAATCTTCGCTCGAGTTGTTCTAAAATTATGTTCATGATTCTAAGGTCTTGTGNTCATATAGAAAATGAGTTGTGTGCTTTGAATGCATTAAAATACGTCATATTCATACCACGATTCACAAATAACGAATTAGGAAAGTCTAGTGACTTCACTTTCCAGAAATGGCATGTTGTTATAGGAAGAGCTTTCCTTGATCATGCATAGCCTTATGTGTATGTGTGCATACACCCATACTTAGTACAAGTGGTGTACTAACCCCTACTATTTACTATTTTTATAGGTGCAGGTCAGAGGACAGATTGANGACTCTTGAAGCGGTTTGGACTTCAGCGTTTCTCCAGACCATTTGGTAGGTCCTCTTGATTTCGAGGATGCTACANTTTTANTCTAGCCTTAGTTTTAGACATAGCTAGTGGATGTTGTCCCTAGCGTTTCTTTCGNACNTTCGTTTCGAAGCTTTGTANTAAGGCCGTGTTTGGCAAACTATTTATGATATATTCATCTTCTGTTTCGAATTGATTCTTTATGATAGATGGTTGTTTATTTTGAGCTTAGTATATGATGTATCTATGNAATAATTATATGAAGTCTATGTATACTTCATTACGTTTNAAAAGTTTTAAATTTTCCGCAAATTTAACTATATGANTGTGATGAANGCTAAGAAGAGGCTTGTCTGCGACCTCTGAGAGGTCAACGACGCCGGTCGCGATTCGGATTCCAGAATCCGGGTCGTGACAAACTTGGTATCAGAGCATGAGGTTAAATTACCTAGGAACTAAGGCTCAAAACAACCACGTTGCGTAGTTTCTAGCTTATGGTTGTGAAGCGCGCCACAATCATGACTTAGAGACTANGCGATGNTAGGAANCTCTCCCTTCTTCTACTCTTTATCGTGCTGTNTAGAGCTTTGACATTTTGTGTCATTCTAGCATCTAACTTCCTTCTTGTGTGTACGCGTAGAAGAATGAACACAAAAGAATTAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATCTGGCCTTCCCAAGAAGGGGCCATAATGGAAATGCCCAACGTGGACGAAAGACGTGTGGTGAGTGTGGTCGTTCGCATGGAGGTGAATGCATGGTAANNTCTAAAAGCCTGCTATGAGTATTGATGAGGAGGAGAAGGCTAAGTTGGCTGCATACCAACTCAAGAATATGGCTTAGACATGGATTTGCTTCATAAGTGTTATGCTACAATAGACTATAGAAACAGGGTAGTAAGGCTTCAGTTTCCAAATGAGTTNGAGTCGAGATGAGAAGGGCGTGGTTCAAATCCAACAGGCCAA

>rnd-1_family-412#LTR/Gypsy ( RepeatScout Family Size = 101 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGATGAGTCCACGATTTGGACTCATTTAGGGCTTTATTTTGATAGANNTAGTGTCCTCAAATGCNTATTTTGTCTCAATAACTGATGAAAANCCTTGAGTTTCAGGTATTTGGATTGAGGAACAAAGCATGGACACTAACGNGCAAAAAGGAACAAGGCAGNTGAAAGAACGAAGTGAAG

>rnd-1_family-200#LTR/Copia ( RepeatScout Family Size = 354 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTAACATGTAGCAACACATGTATGCATCAAGCCAACAAGGTTTCCCCATTAAAATTGGTTCAGGGTCAGGAACCATATAATTTTCATCTAAAATGTTGAATGTGCGGTTATGATTTTAATTGCTCCACCACGCACAAAGATGAACTCCCAAATAAGGTTGGAATGAATGTTAGATTTTCTAACATTAGGGGGAGAGATGATTGACAGCTGAAAATTATGTGTGAGGTTAATTATGAATTATCTAGATCCTCGTTAAATAAATATGTGAACTTAAAGTTCAAGGGATAATTCATTTGCATAATGTTGCAAATCANTTGCCAGATGAATGCGCTGACCCTATGATATAATTCAGCTGCAAATGCTCCAATGCGAAGTCCTTGAAGGACAGAGTCTATGATACGCCGGAAGCGTAATAGACCAATCGATTCCAAATATAAAATTCCTTGAAGAAGGAGAGGAGCAAATGATCAATATGGTCATGATAATGAGGCAAGTGCTATAAAAGAGCACANTGACATAACACTTCATAAAACCTCGGAAAAGGTTCAGGTACCTGAAAATAATGAAAAATGAAGAGATCTCGATAAGTTATGTCNTGTTGGAATCGATATCAAATAACCGTCGACGGTATCTTTGATATGAGGTAGCGCTCAATGATATAAATTGTGACGAGGATCTTGAATTCGAATCTGTCATATAGTGTGGACAGATAAATGGTTGGCCAAGTAAAATGCACAATTCAAGTATATTTTGTTTCACTTAGAAAAGTGACGTTTTGGACTGGTAGTCCATAAATCAAGGTATAATGTCAGTGGGGTACAAATAAATTATTATGCGATAGTATAACCGTAAGATATCAAGTACGGTTTGTGCCTTGGGGCATAAAGGTTTNTCGCAAAAATCCTGACATTATTGGAGATGTTTTCTCCTNTGGTGGATGCAATGAGGTTTGTTTTGATCTGGCAACATATGAAAAACTTGAATGCATGTAATGAATAATTGTNATGTCTAGCTAGACAATGAAGGTTATATGAAAATCCTTGAAGCAATCGAGGTGTCTGAAGCATATAAGAGTTTGAAAGAAACTTTTTCAATAAAGCTTCAAGAATCCTTATATGGATTGAAATAGTCAAGGAAGAAAAAGGGTACAAAAGAATGACCCTAATTGTCCTTGTATTTTTATGAAAAGGTCTTGGTAAGACAAAATTTTGTCTTGACCTACAGATTGATAATTTGACAAATGAAATATTTGTCTANCAGTGCACATACACNGAAAAGTTTTGATGCGATTTTATATGGATAAATCGCATTCATTGAGTACCCCAATGATTATGAGATCGCTTGACATAAATGATGATTCAGTTTGATCTCAAAAGAAGGATGAAGAGCTTCTTGGTGATGAAACTCCATATCTTGGTGCAATCAGGGCACTAGTGCATCTTGCTAACAATATTCGACCAGATATTTGTTTTGCAGTAAATTTACTGGCAAGATTCAGTTCCTCCCCGATAAAAGGACATTGAAATGGTGTTGAGCACATGATTGAATATCCTCGAAGGACCATAGTTATGGGTTTATTCTATTCCGAGGAATCCAAGACAAAATTGATTGGTTACGCAGATGCAGAATATTTATCTGATCCGCATAAAGCTCNATCTCAAGCACGCTATNTGTTTGCATGTGGAGGCACAATAATATCCTGGCGATCAATGAAGCAAATGTTGCTATGCAGAAATAAAAGTCCTCCATGAAGCAAGTCGAAAGTGCGTCTGGTTGAGATAAATGACACACCATATTCAAGAAATGTGTGGTTTTTCTTTGAAAAAGAATATACCAACCACAATGTACGAAGATTGGAGACATCATCACAAGAAATTAAGTGATGTTTTAATCAGGGGGAGTATAATACGCGTTGCACTCTTTTTCCCTTGACCGAGGTTTTTTCCCACTGGGTTTTCCTGGCAAGGTTTTTAATGAGGCAACAAATAGTGCGTATCAAAAGATATGTGTACTCTTTTTCCTTCACTAGAATTTTTTCCCACAGGGTTTTTCCTAGTAAGGTTTTAACGAGGCACATTATCTATGGACATCCAAGGGGGAGTGTTATAAATCCATTGAATAAGTGGATNGTCCATTAGGTTNATNCATGAACAACCATTCGTATTCACTAGGTTACATGAACCTTTTTGGATAAGAATGTATCTATTTATTATGATACTTAATATGGTGACCTTTGGAGTGATTTCTCACCCTATAAATAGGG

>rnd-1_family-4#LTR/Gypsy ( RepeatScout Family Size = 2120 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACTTTTTCTAAGTGTCCTCCAACGGACACATGCGACGGACCGTCGTNCCCACGACGGTCCGTCCTGCACAACCGTCCTGGTTGTCAGAGACCCTGTTCCTAAGGGTCTCTCACTTTTTCTAAGTGTCCTCCGACGGACACNTGCGACGGACCGTCGTNCCCACGACGGTCCGTCCTGCACGACCGTCGTGGTTGTCAGAGACCCCGCTCCTAAGGGTCTCCNTACTTTTTCCAAGTGTCCTCCGACGGACACCTACGACGGACCGTCGTACCCNCGACGGTCCGTCCTGCACGACCGTCATGACGGTCAGAGACCCCTCTCCTAAGGGTCTCCATATTTTTTTCAAGTGTCCTACGACGGACACCTACGACGGACCGTCGTACCCGCGACGGTCCGTCCTGCNCATACCGTCATACTTGTCAGAGACTCTCCTTCAGGGTTCTCCATATANACATAGTCTAAGTAAGACACGACGGACCCCACGACGGTCCGTCGTACTCACGACGAGCCGTCACCTGGCCCGTCGTGTTTCACTGTTACTATAGAAATGTCATTTTATTTTAATTTTTTGTGTGGTTTTGCTTGTCTTGTTTGCCACTNCTCGTACTAATATTGATCCTTTACAGGTACTATCTACTATGGCACCNAAGCAAGATCGAGTCTACGCACGCGGGCGATCGAAGTCTGTCGCCCCGTCTGCCCGCCTGGTCATCGGCTCTGATGATGAGCGTGACCCCGAGTACGTGCCCCCAGGCACTTCCACCCCNTCCCGTGCTGCACGTGCTNCCAGAGCCACACCCAAAAAGGTGGCGTCCGGCGTAGTCACTGCCTCCCAGTCTGATGAGGAGCGCACACTGACCGGCACACCTTCTGGGTCAGCCACAAATGAAGAAGGAGCGTCTGGCTCCTTAGGAGTTTCGTGGTCGGAGGAAGCCTCCGGNTCTGCTGAGGTTCCCGCACCCGCCACCGCTGCAGCGTCGGCCTCGTCTGATGAGGCTGACAGTTCGGANTCCACACCCGGCTCACCGGCTCGTGCCCTCACCCCGGCCGCCGACCAGCCCAACCGGTGGTGTGTCGACGGGCAGTTTCAAGTCTACTCCGACGCCAAGTTCCTGAATGATAAAGGAGTNATGACTCGGACACTCACATTGGAGCGGCGGGTCCTTACGGGGAGTCTCCCGACGATGCCNGAGATCCACAATCTCTTCACCAGGCATCGNCTGGAGTGGACAGCGCGTCCGTTGGGACGTTACAGTGAGGAGNTGGTCCGAGAGTTCTACGCATCCTACGTAGCGACTCTCCGATCACAGATCGATAGGCGGGCTGCCCCCGCCAAACAGGCCCCACTGGAGCAGGTCCGAGTACGGGGCGTNCAGGTCGACATCTCCCTGCCTGCCATCCGCCGGTTTCTATACGGCGAGGGTGTTGATGCTACTCGGACCCCTCTCACTGCCGAGTTTGACTACCGNTGGCAGATTGTNAAAGATGGCCAGTTCCTGCGCGAGCCATCGCTGAGAGAGACCACCAAGAGGTGGATGGCCCTGCACCTGTCNGTTGATGGAGAGGGTGCCGACTGGGTGACCGAGCCGAAGGGGGCCATCAAGAAGGCCAACCTNACNTTCACGGCGAAGTTCTTGTGGCTGATTGTCCGCCACTGCCTTTCCCCCACAGCCGCTGATAATATCGTCACATGGGATCGAGCAGTGCTGATGGCGGCGATGATAGCCGGGTTCGAGGTGGACTTCGCGTGGCTTCTACAGGCGGTCATGCACGAGAGGGCTTTCAAGGTCACNACTACTTACCCTTTCCCGTGCATGATNTTTTCCCTNTGCAGGTCCGCAGGTGTGCCCATATGGCACGTNGATCAGCTCAAGACCCCGCNGGGCACTGTTGACGTCGGCCTCATCAGAGACGAGGCCAATGAGTTGGCTCCACGCAGAGGGCCCCGTCCAGAGCTGCCCCCACTTGCTGACGATCTNGCTGATACGGTAGCCCAGGCCCGCACGGCTACGCAGGCGGCGTCCACTGACACTACCCCGGTCGAGTCTATCCCGGGTAGTAGCACTGCCCCGAGCTCCTCTCGCNCAGCCCCTCTACCCGCNCTGGTCCCGCTTGCTAGGGTCCAGAAACTAGAGGCGCAAATGGCCACACTTCTGCATCATATCCAGCCNTGGATGCAGAGGTCTATTACCGAGGCAGAAGAGCGCCTGGAGCGGAAAATGGTCCAGCACACAGAGCGGAAGATCGCTGAGGTTCACCAGCGCTTGGACGCCTTTGAGTTGCGGGTGCTAGCCCGGCCAGCCCCTCCGGTGGATGTGTCGACCCTTCAGGCTGCGGTCGACAGTCTTCGCGCAGACATCGACACGATCTTAGAGGCTAGGGTGCCNGAGTCTGAGGCCCCTTCTGTCGAGCCTGCTGAGGACACAGTGNTGGCGGCCCTATTCGCCACTTCAGAGATTCCACCACCTCCCCCTCGAGAGCGTGCCAAGAGGCGTAGGGGTCGAGCGGAGGACGAGGCGCGAGCACGGAAGAAGGAGCGCCGTGAGATGGAGGCTGCGAGGAGAGCCTCGCTTGCTGAGGAGGAGGCGCGCCAGATGAGAGCAGCAGAGTTAGCGGCTGGGGCGTCTAGCTCCCGAACTGTGGAGATAGCGGGAGGCACTACTGATAGTGCGGTTGTTGCTGAGGACACCACTGAGGGTGTCCAGATTGCAGAGGNNGTGGGTTCCGGGGAACCGGACCCACCAGCTTGCTGATCGNCGGCGCTTTGCGCCNCAGGTTTGCTTCACCTACCACTCTNGTATTTNAATTTTTTATGCATTGGGGACAATTGCATGTCTTTTTGTTGGGGGTGGGGTAAATGGAAAGTGAGTGCTAGGGTGAAGTCTGAGTAGCCCAATTCACTATCCTCTTTTGGGGTTTTCTTGCCTGTGTTCTTTTTCCCCAAGAGACTGATTACTTTTTCTGTTGAACCGGCATGTCTATATCTTNTGTACATAGTTTAATTCTGAAGCATGATGGCTAAAATGATATCCTGATAAANTGGAAAATGATGCATGACTAGGCATAGTAACTGATAAATGTGTGGCTCTAAGCATGACATAGAGGTACACCACTGCATNACCCTAAGTCTAAAATTCGAACTAGGTGTCTGATAATCTGGTAGAGTGATGAGATGTCAAGTGAGTGTGAGGAAGATTTGAATAGTCCACTATTTGTACTGAGCTAGAACTTGCCTGGTTAGTCCTGCTAAAAGTAAGCTGTAATAGACAATTAGGAAAGGATCATAGGCCCTTATTCAATATAGCCCATTTTTAGCCTAAATAAAAGAAAACCAAATGAAATTTATCCTTCTTTGATCCAAATGATCTGAGCTTAAATTAGACCTTTCTTTTTCACCCCAACTGATCTTTTCTGGGAACAATGTGTTGGCCCTGGTCCCTCCTTGGACATGTGCACCTCAGCTTATGCCAAAAGCATAAGTTGAGGGTGGCTAATGCAGTAAACAACCTTCGTTATGGCCCTGACCCAACTTTGGGTATTGTGTACCTTGACTCATGGCAAAGCCATGAGTTGAGGGTGGCTATTATGAGGAATGCTCTGGAAAGTGGGGTTGAAAGAACAAAGAGAGAGAAAGAACAAAAGTAAAGTGACTCAAGAATTAGTTGAAAGAAAAGTAAAGAAAAAGAAAAATATACAAGAAATACAAGCAAGAAAAGAAGAGAGTCACTTACACAAATGAAGAAAGAAGAGAAAATAGCAAGGTGAAAGAATATGAGAAACTGGGCGAGATAAAATGATAGAAAGTGGNAGGTTTAGCCGATATGTCAAGGAGGGCAAAAAGTCACTAAAGTATACCTAAATATACCCTACCTGACCCTGAGCCTATGTTACAAGCTAAGAAAGTCCTATCGTGATCCTAAGGGTTGTATAGCGAACTTAAGGCAGTGAAAATAAGGGCAAGCTTATGGCAATAGGTATGAATGAGTGTGACTTTGTTCTGAGAGCGAGTGTTGAAAAGTAATCCTTATACTCAAACTGAAATCATTGTGTGAAAAATGAGGATTTTGTTTTGAAGTGAGGACACTAGTTGCAATACCGGAANTGTTAGCACCTCGGTGAGAAATTGAAGAGGATAGGTGTTAGTGCGTGGTGAGTCTGTGTCATGTTCTGATCCCACATAATTCAAGCCTAATAGTGATAGCATGCATAGATNTGATGAGATTAATCGGGATTGATAGCCAAATGATTGCAAAGGATAAAACATGGATACTATTGTACAAAGATTTTGTATTGAGTCATAGTGCGTCGCTTGAGGACAAACAACGAATTTAAGTTGAGGGTGTTGATATACCGTGGTTTCACGGTATTATTAATACTTTTTCCTTAAGTTTAGTGTGTCCAAAAGCCTTTTTGTGCTAATTTTTATATAAGTTTCTCTTTATTTTGCAGGAAATCTGTCCAAAGNTGAATGC

>rnd-1_family-104#LTR/Gypsy ( RepeatScout Family Size = 672 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGAAAAGTTTTAATTCCGCACTACTTTTCATGTCTTATGTAATGAACGATAGTTAAAGGGCTTGTACAAGACCCCGAAGGGTCAAGTACGCCNTGTCGCGANCCGAGGGTTCTCCCTAACTTCTAGGGGGTGCTCCCGGGTCGTGACAAACTTGGTATCAGAGCATAAGGTTNTGGAAANTGTTTTAGGGTCCAAAAGTCTCACAAGCCACGTCTAGTAGAGTCTTGNTCATCGGTGTGAGTCGCGACACATCCATGGGCGAGAGGCTATAGGACGATAGAGTTTCACTTTCTTCATTACTCTCGTGTCGTGCCATAGAACTTAACTCTATAAGATCTCTCTCTTTATGTTTCCTTGTCCGGTGGTCTTTTAGATGTGATTGCTTGGAAGGGGAGATGTCTCTATGCTTGAGGGAGAAAAGGTGAGTTTTGATGCTTATNNTGGTTTTGTGGCTTGATGAGTATGTGTGAAGGTGAATTTTATGNATTGTGATGTGATGCCATTTATGGCTATGTGTGANTTATGAGATTGGAAGTGTTATGNTGAGAAACTTTATGGTGATGTAGTTCTAAGCATGNTAAGAGTTATNATGGTTGAATGAAGTNCCTTTGAGAATAAATGAGTTATCTTGTGATTATGTTCAATGATGGTAGANATGCTTTANGGTGTAAACTTGAGGAATGTTGAGAGAATGTGGAGATTTTGTAGGAGTTGAGGGNAACCCTCTTGTGTGACTAATGTTTCATAGTTGTTCTTGTGATTTGGTTGANGTTGTGGTGTAGGCTTACACTAAGGNGGAAATGTGGTATGAATACCTAGTGAGGAAGTTTTGTTCCATGAAATTGAGTTAAGTGATGCCTAAGAGTTGAATGAAGTGATGTTTAA

>rnd-1_family-102#LTR/Gypsy ( RepeatScout Family Size = 676 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTTGGGGTTAGACTCTTGATNATTGTTAGACTCTTGATTATTGTTAGACTCTTGATTATTATTAGACTTTTTGTGAGATTCTTGATTACTTTAGATTCTTGNAATTGATTGTTGGTGATTTTTGTTGATTAATCAAGCGAACTTCCGGATTTTATTCTTTCTCATCGAAGTAAGTGCATGAATTCTTATATTANATATNTGAATATTGTGATTATGACTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATGGGCGAATAATGAGGTAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTGATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATCGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGGTAAGGGTTAGTATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAAATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTANGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTTATTAATTGATTAAACTCCAACATTCGAANCTGTTAGTTGTCTNCTTTAATTTAGCTAGTTATTTTCATTNATTTAGAAATAGAAACCCCCCTTTTATCGTCTTTGCTTTCCAAGGAAGTAATTGACTAAACAATAGTAATAATAGATTGAAGTTAAGTCTGAACTATTTTCCTCGTGGGAACGATCCCAACCTCATTAGTTGGGTTNTTTACTTGATACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCAA

>rnd-1_family-372#Unknown ( RepeatScout Family Size = 123 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAACAATCAAAAGTAACNAANTTTACGACTCAAATTTTAAGTCCTTCCAAATGCTTNATACTCGATGCGATCGATCATTTCTTACCTTACCAATTCATACCTTGACAAAACACACTACCACGAATNTAAACTCACAATGAAAAACTTGAATTTTGANTCCAACCGTGTAACNCAATCCCNTTATCTATCAACATTAGCTCATACCTTGAAGATTTTTATGAATTCACGTATCTTAGCTTATCATTGATCGCCTCTCCATCGACCTTACCATATCCTTCGCTAAAAATTCAACCGTACTCGTTACCAAACTCAAAACCACAAAAGAACTTATCATCACACTCGAGTCGAACGTCTGTACACTCCTTTCTCAAGTCTTATCCAATAGTTTTTAACCAATCTGATGAACCTGTGACACTATTACCATAACCAAAGCAAAACAGATGAAATCACGCGTCTCTGAACCCAATTCTCGACCCCTCTGAAGATACATCTTTAGCCCTTGCAATCAGAGTAAAATATTCTTGCTCTCGCCTCTTTCTAAAGGCTANACTACATCCCACTAATTCTTTTCATTATGACTCTAGCTCCTTTNAATTCTATTCGAGCGGCGTCCCAACACCTCCTAAAACTTTCCATACAACCACGTTACTCACCAAATAGTAGAAAACCACAACCTTAGATACTCGCAAGTCGTCATTACCATACAAAATTCGTTTAACCAACAATCCTTATTATATAGTTGCATCTCAATCACAATCCATCACGAACTCTTATTACCATCATGCTCAGTTAGCCCTTGTCATCACCACGAAGTCAACCTTTTCATCGACATGACACCTCAAACCCAGNTATACCAATCAAATTCAAAGGACTAACCCAATTTT

>rnd-1_family-19#LTR/Gypsy ( RepeatScout Family Size = 1458 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTTCTGCACGTTTTTAAGTTAGTNNATTAATAATTAATTAAGTGGTTNGGTGGTTAGTTAGGGATTAAGGGAATACTAATTAAGTTAATTAANCCCCCATATAAAGACCCCAACCCTCATTAANCTAANNACAACTCTCAAAACAAACTCTCTTCCTTCTCTCTTCTTTCTCTCTCTACTNGAANNCACCATTGAAGACTAGCNAGGAGNAGGGTTTGGGGGCTGGAAAGGGACGAATTCACCATCAATTNTTCATCAAACGTTAAGGTATGGGATCTAATTCACCTTTGAGACCTCTTTCCTCAAAGGGTTCCTTCAAAATGGATTTCAAAAGTTGAGTTTTCNTGTGGGTTTCATTCAATTACGAAATTGANGTTATGAATTGAGTTGTTNATGATTTATTTNGGNTATATTGAATANATTAACATGTATTTTAACTTGATTATGATAATCGTTGATGGTTTGGTCTAANTTGAAGAANATGATCCTTAACCCCTAACCCTAGGTTGTGATCTTGATATGAATTATGTTGTATTTGATTCAATTGACTTGGTTATTGGTTGGATTACTATCANATGGTGTTATTACATTAATATGAAAATTAAGATGAATTATAGTCCTATCATGCTAGTTCTTGAGAAGATGATCTAGGTTATGAANTAATGTGAATTGACCTANGTATCTTGTCTTAAGCTATGATCTAGTGTTGAATTGTGTGTAGTGATTCAATTGGCCTTGTTATCATGTTGGTTATCGANTTGTGATGATGTATACCCAAATTGGGTTGAGTTAAGGGTTGATGGTAAGACCTTGATGATGAACTATGAAGGAGACTTGGTAAGTCTTATGATCTCTATCTTTACTTCCAATTGTGGTTAATTGTGGTTAAGTCATGATGTTATATTGGAGTATGCCTTGTATTAGGATTGATAGGGTGGTATGATGTTGAATTGAAATGTCTTGACTATGTTGTGAGNTGTTGATTAAGGTGTANGTGTTATAAGGATGGTGATGACTTACCAATGTGCCTTATTATGATATGAAATGTTAATGTGCTAACCTCACTTATATGAATTGTAATGAAAGGACTTATACTCATGCAATTCTTATTGAGCTATTGATGATGATGATTATACAAGGGGTAGACCCTATGACCTAAACTAAGCTATGATTGATAATTAAAGGCTTAAAGACATTTCAAAAAGGGACTCTAGCTTAGCACCGAGTGAACTAGANTGAGGAGTGTCCCTTCCCACATAGGGAAGGTAGGANCACTAATGTACTCTTGAGATTGGAGACTATAATGCATGTAGCATAAAGAGGGTCCCAACTATATCTCCTAGTTCTTGAACTATGTTGCCCCATAGGAATACTAGCTAGTGGATCCACGTAGTTGCTATGTTTCATGTTTTGGTACTACCTTGGCAAGTAGTCCGCCTTCTTTCGGTGTAGGGTTTTATGACACCGGATTCCACACTAGCTCATGTGGTCTATGTCGGTTAGGGCAAGATGTTCCCAAAAGGTAAAATGAATTAAAGGATTGAACTCTAACTAGGATAACCTAAGGGGTCTAGCTTAGTCTAGGTAGGGGTATGGGACTCTACCTAAGCATTGCACTAGTTAGCCTTGAGGGGAGTCTTAGGAGGATGTTCTTATGTATGTATATGCTTATAATGGTATATGATATGTATATGATGANCTTGCACATTGTTGATACTATATGTTGATTAGTTCACTTATGAATATGTGTTGGTCTATATTGTTAAAGTATGATGATATGTACNCTTAAATGNTATGNTATGTGAAGTTGGACGTTGGTCATGATTCTTGTTGGGTTACTTGATTGAGTAAGGTTATGGGGCTTTGCTTGGTCATTGCACTTGTTGACTTGATAAGGGTTCGTGGGTAATTGTCTTGCTTTGGTTATGNTGTAATGAACTCTTATTCATGCTTGTTGNTATTATGACTTGATGATAGAGTTACTTGANTATGTGTTCAATTATATGATATGCATGTTGACTTGACTAGACTTGATGTTGTTGGTCTTGTGATGTACATGCCTATGACTTAATGAATATGTCTTATTGATTGGTATGGTCTTGTTGAATGTGCATAAGGGTTTTCAAATGTAAANTGCATACTTTATGAAATGTCCCTCTTTCTTAGCATGATTTCATGGTATGTGTGCATATGGTCTCATACTTAGTACAAGTGGTGTACTAACCCCATTTCTTCCTTTTCCCCAACATTTTAGGTTCCGGTCGTTGAAGGGCTTTGGAGACGACTTTGAAGAAGACTTGGAATTCTTANTCATCCAAGTTGGGTAGGTCCTCACTTTCCGAGGGCGATGCCACTATCNAGCTTATGAAGTTGTTTTAGTTTAAGACTCTTATGGTTCTTTCTTTTCATTTGAGTACTAAACATTGTATAGCCTATATGTGGCNTTATTACATTGATGTATGGGCTANGCCCAANTTGTTATACTCTTGTTAGATGGTTATGAGATGAGACGACTATTTTGAGACTATGTTATATTTTATATATCTATGTGCAATAAAAGTAGAAGACTAAGTAATCTTCCTATACGAAGGGTCTATGTATACTCGATATATATATATTATGTGTATGTAGAGGTCTATGTAAACCTCNANGTAGAAGTAATGAAAAGTTTTAAATTTTCCGCATTTTTGACCTATGAATGTAATGATGTAAGCTAAGAGGCTAGTCTTAGTCCTCAAAGAGGACGACGACGCCGGTTACGTCTAGGGGGTGCTCCCCGGATGTG

>rnd-1_family-340#Unknown ( RepeatScout Family Size = 145 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAATTTCAAAAATTCATTCTTTGAGNAATTCATCAAGANGGCATGATCATATGAAGTATAATACCATATAAACTCATCTCATAACACATTGAAACCATAATTCATGAAAAATGCAATTTTCTCAAATTTGAACTTCNTTACAGTGAATTCAAAACNTCACTGTGTCACATGCTTAAAATTTCAATAATGCACCTTTCAAGCAACTTTAACAAGATGACATGACAATATGAGGGACAAGACCACACTAACTTACTCCAAAGAGACTTGGTAAGTTACACTAAGTGCAATGTGAGAGTAGCATCCCATACTACTACTCCCACTTAGTGCTCCTTGAGGATTCCCTTGGACTAGGCACATCACATGCAATTCT

>rnd-1_family-190#LTR/Gypsy ( RepeatScout Family Size = 374 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCCGGGTACGACTCCCCAAGGACCAACCAAGGGCCCTTGAGGAGGACCCTTGCAGTTTGAGGCAACACTGCCTGGGCAGTGTGCAT

>rnd-1_family-223#Unknown ( RepeatScout Family Size = 316 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTAGACCGGGTTCACACGGATTGATGCGCGTAGAACCAGACCTCNGAACCCTTGCNACAGCCAAGCCAACTAACTTGGGGAGTTAGTTGAGCTAGGAAAGGTTGGGTCCAACCATGTAGGGCTCTCGAATACGAAGATTTACTCGAATGAGTCTTTACCGGACTTAAAAAGGGGAAATCTTAGGTTTGGAGGGTCTAGGGGTAAAATGGTCTTTTTCCAGGCTAAGGGTAGTATCGTAATTACCCTAAATATATAATTAATTATTTAATTAATAAGGTGGAGGGGCATTTTGGGGAGAGAGGGCCGAAATTGGGCTCTTGAAGCGAAGTCTTGCTCCACCCGGGTTCGAACCTAGGTGGAAGCAATGANTTAAATTGTTTTNATTTAAGTTGGTAAATTAATNTAATTAATTAATATTTATTATTTATTAGCTGATTTAAAATAAAAGGAAATCAGATTTTTAATAATTAAATAAAACCTTATTTGACTAAGTCCTAAACTAGACTCCTAAGCCTAAGAAAACTCTTCTCTCTCACGCTCATCTCTCTCTCTCACGTCTCTATCACTCTCATTCACGTTTCT

>rnd-1_family-184#LTR/Gypsy ( RepeatScout Family Size = 391 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCTAACATCAATCCTTGTTGTTTTCAGAGAATGAACACNAGGAGAAACGCGGGTCGGAGGANNGGAGGAGCAGCTGCTGGGGGNAATCAAGNTCCTCCCCAGGCTCCAGCTGNNGGAGTGGCCATGCCNGTTAACCCAGCTGGGTTGACGGATGGNGAGGTGAGGGCANCNCTGGTCCAGATGGCCCAAGCCATCACTACGCAGGCTCAGGCCATGACGGCCCAGGCCAACCGGGAGGNTGTTCCNAGGGAGAACCCACNNGCTAGCACCATGGCTGACAGGCTGAGAGACTTCACGAGGATGAATCCTCCNATTTTCACAGGGTCCAAGACTTCAGAGGATCCCCAGGAGTTCGTGGACGAGGTNCATAAGATCTTGGTGGCTATGGGGGTNANTGANAATGAGAAGGCT

>rnd-1_family-256#LTR/Gypsy ( RepeatScout Family Size = 249 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAATAACTNCAAGAACAGAAAATAAACCAAAGTTCTTCACACTTGAAGAACTCACACGAAAATATAAGAAAACAAACGCTAATCAAACACGTTAGGCAAAGAGAGGGTTTGTCCGTCGAGTTGGTGTTGANGTTGAGGGGATTTGGACGTGATNTTTGGAGAAGNTTTTGGCAGCAAGTCGAGGTTTGAACGTCAAAAAGGTATGGGTTTTCTTCTCTCTTGGTCCCTTTCCCAAGAGACCCCTTAAGGTTCAGATGAATCTATTCCGAAAACTAGGGTTGTTCCCCGTTGCATGTCCCTGTCACTAGCTCCCATTGAATCGTAGGTTGGGTATGTTTGCTGGTAGAAATTAGGGATGTAACGTGTTTTCGTGATGATTATGTTTATGTATGTATGTTCGGAATTATGTGA

>rnd-1_family-128#LTR/Gypsy ( RepeatScout Family Size = 568 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGAGTTGTGAANTACTCCTATGAGTTGTGACTCATTATGATTTTATGTTGTTGTTGGTTGGGCTGCTAGTATTGAGTCTATTCCTTCCCTNCAAAAGATTTTAGTGTCATTCGGGGACGAATGTTCCTAAGGGGGGGATAATGTAACACTCCGAAAGTTCCATGACNTAGNCTAGAGCCTNACATATTAAATAATGTTTAAAACGATGTTTCNAGACCTANATTAATGTAATAAACTCATTTAGGAAGTTTAGAGCCAAAACGTCAAAGAACGACCATGACGTCCGGAAACTAGCTAAATTGAACTAGTNGACGTCCCTATGTTTGGTGAAGGTTTGGGAGT

>rnd-1_family-288#LTR/Gypsy ( RepeatScout Family Size = 190 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTATGGTTCATGCCCAACAAGTGGAGGAAAGCAGGCTAAGAGGAAGCAANTAGGGAAGGTAAGAGGNCAAGGCAATCTGAGGGNAGTTCTTCAAGGAAGAGTAGGNTTGAAATCAAGACAAGCCTAGGTTTAAGAAGGGGTTCTCCAACCAAGTNCCTTCAAGTTCTCCAAGGNTCGCGATGATAGGGNNTCTAANCCTAGAGTTAAGAGAAGNAATGAAGTAGATTCACCAAANGAGAGGCCAACTTGTGGNAAGTGTGGCAAGAAGCATGGNGGNGAGTGTCTNGTGGGNACNAATANTTGTTACGGTTGTGGNAAAAGTGGTCACATGGTGAGGGATTGTCCGAATGTGAGAAGTCAAGACAAGGGAAGGAGAAAGCTCAANCAAGTGGTCCNAGTGNNGANGCTCCAAAGAGGAANCGNTTCTACGCNCTCAAGTCTAGGGGTGNAGGGGAAGACACTTCTGGTGAAGTCTCGGGTGCGTAGCCTTAATTAGTCTTTCATGTATTTGACTGTGTATGGTGTTTATGCACTAGTATGAGGTTA

>rnd-1_family-382#Unknown ( RepeatScout Family Size = 119 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAGACATTGAAATTTTGTGGGACTCTACAAGATGCGTTCAATTCGAGTTGGGACTCTACAAANTGTGTTCAACTCAGATTAGGATTCTTGGAGGCTACTCAACCCTAAACCCTAGTTTATGCCTATATAAAGGGTACTAAATTCCCTTAAAAGGCATCTCGAAAATTCCATAAAGAGATCAAGATCTCGAATACTCCGCAAATTGATGGATTATTCATATAGAGAGGTCAAATCTAAATCATCCTAGTTCGAGAAATACGCCACTAACGGCCCTCGAATCACGGATAAATCTTAGGAGAGNAGAATCAAGGGANGAACAGAATTGTACCCGCAATCTTNATCAATAAAATCACGTTTCTTCATATTTTATTTGTATGATTTATTTATTTT

>rnd-1_family-109#LTR/Gypsy ( RepeatScout Family Size = 637 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATATGTGTTCACCCAGAAGGAGTTGAATCTNCGNCAGAGGAGATGGCTNGAGTTGCTNAAGGATTATGATATGAGTGTNCATTATCCATCCNGGTAAGGCNAATGTNGTNGCNGATGCTCTNAGTAGATTATCTATGGGTAGTGTAGCCCACGTTGAGGAAGAAAAGAAGGAGCTAGCGAAGGATGTNCACAGGCTTGCTCGCTTGGGAGTNCGNCTTATGAGCATATCAGACGGNGGTGTAACGGTTCANAATGGGGCCGAATCGTCTTTGGTAGTNGAGGTNAAGGAAAAGCAAGACNNTGATCCNATNTTGNTTGAGCTNAAGGGTGCAGTCGACAATCAGAGAGTGGAGGCTTTCTCCCAAGGGGGAGATGGTGTACTTNGGTACCAAGGTAGATTGTGTGTNCCCGATGTGGGCGANTTGAGGCAGCATATTCTTGNAGAAGCCCATAGCTCCAGATATTCCATTCATCCGGGTTCCACNAAGATGTACCGCGATCTGAGGGAGGTNTATTGGTGGGATGGCATGAAGAGGGACATAGCGGANTTTGTNGCTAAGTGCCCNAATTGCCAGCAAGTCAAGGTAGAACATCAAAAGCCNGGNGGTNTGACTCAAGAGATCGANATTCCTACTTGGAAGTGGGAGGCGATCAATATGGACTTCGTCGCAGGNTTACCTCGNACTCGNAGACAGCATGACTCCATNTGGGTGATTGTNGATAGGATGACTAAGTCCGCCCGCTTTNTNCCGGTCAAGACTACNTATTCGGCGGAGGATTATGCNAAGCTNTACATTAATGAGATTGTGAGACTNCATGGGGTTCCTTTGTCTATCATNTCAGATAGAGGTGCTCAATTTACNTCTCATTTCTGGAAGTCATTTCAGAAAGGTCTNGGTACTCAGGTGAACCTTAGTACCGCNTTTCATCCTCAGACGGATGGGCAGGCAGAGCGTACCATTCAGACCTTAGAGGATATGTTGAGAGCTTGTGTGATCGATTTCAAAGGTAGTTGGGATGATCACCTNCCTCTNATTGAGTTCGCCTACAATAATAGCTACCATTCNAGCATTCAGATGGCNCCNTATGAGGCTTTGTATGGGAGGAGATGTAGATCTCCTATTGGNTGGTTCGAAGTNGGTGAAGCAGCTTTGATAGGNCCAGATTCAGTCCTTTATGCTATGGAGAAGGTGCAANTCATTAGAGATAGACTTAAGACGGCCCANAGTCGNCAGAAGTCTTATGCAGATGTAAGGAGAAGGGANCTAGAGTTCGAAGTNGGTGATCGGGTNTNTCTGAAGGTNTCACCTATGAAAGGGGTGATGAGATTTGGNAAGAAAGGGAAGCTNAGTCCTAGGTATGTNGGNCCTTACGAGATCTTGAAAAGGGTTGGCGAGGTGGCCTATGAGTTGGAGTTGCCAGCGGANTTAGCGGCGGTTCATCCGGTNTTCCACGTCTCNATGTTGAAGAAGTGTNTGGGTGATCCAGCNTCTATNNTNCCATTGGAGAGTGTGGGGGTNAAGGATAGCCTTTCTTATGAGGAGGTACCNGTTGAGATTCTNGATCGNCAGGTTAGGAGGTTGAGGAACAAAGAGGTCGCTTCAGTNAAGGTNTTGTGGAGGAATCANTTCGTNGAGGGAGCTACTTGGGAGGCNGAGGCNGACATGAAAGCCAAGTATCCTCAC

>rnd-1_family-144#LTR/Gypsy ( RepeatScout Family Size = 521 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTTGGTCTTGTGTTGTACATGGTCTTGNCTTAATGAATATGTNTTATTGACTTGTATGTGTTCTTGANTGTGCATAAGGCTTTTCAAAGTAANTTGCATGTTTTGAACAAATGTCCCTTTTTAGCATGATTTCATGTTNTATGTGCATATGNTTCCATACTTAGTACAAGTGGTGTACTAACCCCATTTCTCCCTTTTCCCAAACATTTTAGGTTCCGGTCGTTGAAGGGTTCGTGAGACGACTTTGAAGGAAGACTTGGATTCTCATTCTCCAAGTGTGGGTAGGTCCTCACNNTCCGAGGACGATGCCNCTATTCTANCTTGTGAAGTTTTTTTTAGTCTAAAGACATTTAGTTCTTTCCTTTTCATTTGAGTACTAAACGTTGTATAGCCTATATGTGGACTTATTACATTGATGTANGGGCTATGCCCGAATTGTTNTACTCTCGTTTAGATGGTTATGATATGAGACATCCATTTAAGACTATGTTATAT

>rnd-1_family-85#LTR/Gypsy ( RepeatScout Family Size = 785 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGTTCACTGTAAGTTTTTTGAGTTTACTGTAAATGCCTCTTTTTGGTTAAAATTATGGAAGTTCTTCTCTAAGTGTTAAATGATGATTCTTATGNTGTTTTGCTTCTATATTCATGAATGTTTTACTTAATTGGCATGAAATGTTATTTTACTAAAATGTCCCTTTTCGCATGTTTTTGCATATGCCATACTTAGTACATTGTTTGTACTAACCCCATACTTTTCTATACTCTATAAGTATAGGTTGGAAGCTTTGAAGGTTGAAGTCTAGAAGGCGAAGCTTGGGAAAGTTCCTCTCAAGACNAAGTATGTCCTCATATATTCGAGGGCATAGTCCGTTTCTTAGTTTCTATGTTAAAGACTTATTATGTATTTCTTTCAATGTAAAGGGTCGTGTCCCTAAGATATTTATGTCGTGTCTTTAAGTTTGGCTTGTGACGATGAGATTTCTTAGTATTTATGAAAGATTTCTTTTTATATTAAATTATTCGTGAAAAGTTTTAATTCCGCACTACTTTTCATGTCTTATGTAATGAACGATAGTTAAAGGGCTTGTACAAGACCCCGAAGGGTCAAGTACGCCCGGTCACGANCCGAGGGTTCTCCCTAACTTCTAGGGGGTACTTTCGGGTCGTGACA

>rnd-1_family-110#LTR/Gypsy ( RepeatScout Family Size = 633 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACACTCCGGAAGTTCCATGACCTAGACTAGAGCCTCACCTATTAAATAATGATTAAAATGATGTTTCCAGACCTANATTAATGTAATAAACTCGNTTNGAAAAGNTTAGAGCCAAAACGNCAAAGAAAGACCNTGACGTCCGGAAACTAGCGAAATTGAACTAGTAGACGTCCCTATGTTTGGTGAAGGTTTGGGAGTGTCGTATGAAGTCTAAAACTTGTAAAAANACTTTAAATAGGTAAAATATAGTATANAGGGTCAAAACGTCCGGTNACGACNCCCCAAGGACCACCCGAAGGGTCCTTGAGGAGGACCCGAACATTGGCGAGCAGGCTGCCAA

>rnd-1_family-59#LTR/Gypsy ( RepeatScout Family Size = 952 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGCAACTCCTATTACTTGGGATTGCTTTAGTGAGACCTTTCTGGACAGGTTTTTCCCAATAGAGTTGAGAGAAGCAAAGGCCCAGGAATTCATGAACTTAAGGCAGGGNAACATGACGGTCCAAGAGTATGGGCTCAAGTTTAACCAACTCTCCAGGTATGCTCCTCACATGGTTGCTGACTCCAGGGCTCAGATGAATAAGTTCTTGTATGGAGTGTCGGATTTGGTGAAAACTGAGTGCAGAAATGCTATGTTACTNGGAGATATGAACATCTCTAGGCTTATGACTCATGCTCAGCAGGTTGAGGGTGATAAGCTTAGGGAACAGGCCAAGGAGAATAAGAAGGCTAGGACTGGGAACTATGACTATTCTCAGCAGAAATCGGGTGGTGGAAATCGCTCGCAGAGTCAGCAGAAGTTTTCAGCTCCAGCCCCTTCGTCAGCTAGTGTTCCATCCTCCAAGAACAGGTATGACCAGAAGGGTTAGAGCACCAGGCTCTAAGTCTCAGGGAAGTGTTTCAGGCACCAAGACTTACCCCACTTGCCCTAAGTGTGGTAAGAACCATCCGGGCGAGTGTCTCGCAGGAAAAGAAGGATGTTTTGGGTGCGGTCAGTCTGGTCACAGGTTGAGGGATTGTCCTTCTAGACAGGGTCAAGGAGGTGGTAATGGTAGAGCTCAGTCTACAACTTCAGCAGCACCAGCAAGTCGCCCGACTCAGCAGGGTAACTCATCTGGTACAGGTGGCGGTCAGCGCCAGAACAGGTTGTATGCTCTTCAGGCTCGCCAGGATCAGGAAGGTTCTCCTGATGTAGTCACTGGTACGTTACGAGTCTTTGACCTTGATGTTTATGCATTGTTAGATCCAGGGGCTACTCTTTCTTTTGTAACTCCTTACATAGCAGTCCAATTCAGTGTTAGTCCAGAAACTCTCTCAGAACCTTTCTCAGTCTCTACTCCAGTCGGTGACCCAGTTATAGCTAGACGGGTATACAGAAATTGCCCTGTCACAGTCTCTCAGAAAGTCACCTCAGCAGATCTTGTAGAGTTAGAAATGGTAGACTTCGATGTCATTCTAGGCATGGATTGGTTACATTCCTGTTATGCCTCAGTCGATTGTAGAACTAGGATTGTTCGTTTTCAGTTTCCAGACGAACCAATCTTAGAATGGAAGGGTAGTAGCTTAGCGCCTATGGGTCGATTCATTTCTTACCTTAAGGCCAGAAAGATGATCTCTAAGGGTTATCTCTATCATCTAGTTCGGGTTAAGGATTCTAGCTCTGAAACCCCAACTCTTGAGTCAGTTCCAGTAGTCAGTGAGTTTCCAGAAGTGTTTCCAGAAGATCTTCCCGGAGTCCCTCCCGAAAGGGAAATCGACTTTGGAATTGATCTCCTTCCAGATACCCAGCCTATTTCTATTCCTCCTTACAGAATGGCTCCAGCAGAGCTTAAGGAATTGAAAGAGCAGTTGAAAGACCTTCTAGATAAGGGCTTCATCAGACCTAGTATTTCACCATGGGGTGCACCAGTGTTGTTCGTAAAGAAGAAAGATGGTTCTCTCAGAATGTGCATTGACTATAGACAGTTGAACAAGGTCACAATCAAGAATAAGTATCCCATCCCCAGGATTGATGACTTGTTTGACCAACTTCAGGGTGCTAGTCATTTCTCAAAGATAGACCTCAGATCGGGTTATCATCAGCTTAGAGTCAGAGATAGTGACATTCCGAAAACAGCCTTCAGAACTCGGTATGGTCATTATGAATTTGTAGTTATGTCGTTTGGACTAACCAATGCTCCTGCAGCTTTCATGGATTTGATGAACAGAGTGTTCAAACAGTACTTGGACTTGTTCGTTATCGTCTTTATTGATGATATCCTCATTTACTCTAGGAATGAGGAAGAACATGCGAGTCATTTGAGAGTTGTTCTGCAGACTCTCAAGGATCGCCAGTTATTCGCTAAGTTTAGCAAATGTGAGTTCTGGTTGCAATCCGTTGCTTTCCTTGGTCACATTGTATCTAGCGAAGGGATCCGAGTGGATTCGCAGAAGATAGAAGCAGTGAAACAATGGCCCAGACCTACCTCTGCTACAGATATCAGAAGTTTCTTAGGTCTAGCGGGTTATTACAGAAGGTTCGTGGAAGGATTTTCATCCATAGCCTCACCATTGACTAGGTTGACTCAGAAGATGGTCAAGTTTCAATGGTCAGATGATTGTGAGAAAAGCTTCGCAGAATTGAAAACTAGATTGACTACAGCTCCTGTCTTGACTCTACCAGAGGGTTCAGATGGTTATGTGATCTATTGTGATGCATCCAGAGTTGGCCTAGGTTGTGTGTTGATGCAGCGAGGTAAGGTTATAGCTTATGCCTCTAGACAACTTAAGGTNCATGAGAAGAACTATCCAACTCATGACCTCGAGCTTGCAGCAGTGGTGTTTGCACT

>rnd-1_family-150#LTR/Gypsy ( RepeatScout Family Size = 491 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACTTAAGGGGTGAATGGGAAATTCACCCCACGTCCTAACCTGACCCTAATNGGTTTATTTAGNTATTTTTGGGTGTATNTAAGTNATCAAAAACGTGATCAACCCATTCCCAATTCATTCTACACAAATTAGACTTTCCCTCCAAAAATATTCTCTCTAGAAACCTCCATTGNAGGTGAAGCTCAAGAACAGCTTGGAGCTTGGATTTCCATGGATTNTTCATCAAGTTTTAGAGGTTTTCATCTATAATAAGGTATGGTGATCCTTCATCTCTAGTTAACCTTTCATCTAGAGAGTTCNTCTCAANGTTTTCGAAAAAGATTTCATGATCAAACTTCTTCTTCTTCAATCTAGCCATGGGTTCTTTCTCAAAACGTTTTCAAAGGCTTAATCATGATGAATTGATGNTAATNTACTGGTTTTAACGTGAATTTCAATCCAATTGCATGATGAACCCATGTCCCTTCCCAAACTCGATTTAGCCCTTGCGTGGGCNTTGTGATCTTGACTTGTTATTGATTGAATTGTGATTCTATTACGTTGAATTGCTTATATCTACTGTTATTTACGTGNATTGATGATGAATTGATGATTGATCCATGTGGATCAATGTATGAAGATTTG

>rnd-1_family-160#LTR/Gypsy ( RepeatScout Family Size = 460 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGATGCATGTCACTCTCATGGCATGACTTTCCTAATCCNAATTTGGCAAGTCCACTGACTTGACTTCCAAAAATCATGTCGTTAGGAAAGAGCTATTCTTACTCATGCATGTCCTTGGTGTGTGCTTGCATATACCCATACTTAGTACAAGTGTGTACTAATCCCATACAACTCTACANTTTTAGGTGCAGGCACAGGTGGACGCTAGAGCTACAGGTTCGACGTTGCAGCTATCCGGACGTGGAGCATTCATCCGGACTTGGTAGGCCCTCATGCTTTCGAGGATGCTNCCGCGTTATATTCTAGCTTAGTTNTAGGNTTGAGCTAGTGGAGCAT

>rnd-1_family-177#LTR/Gypsy ( RepeatScout Family Size = 398 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATATTTTGGGAGTAGTATTGAGCACCGATATGGGGACGAGTTCAGACAACTCAAGTCCCCATAAACCATGTAGCCANCATGGGTAGAAAGGGTCATACTTTTTAGATGATTCCTTAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGTTGAGGTGTTCTATACCNCGGCAAGGTATAGGACAGTTCTGGCAGCGTGGGCGAGACGTTGTATCATCACGTAGCTCATAGTGATGGTTGTCGGTTAGAGAANCTC

>rnd-1_family-135#LTR/Gypsy ( RepeatScout Family Size = 537 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAGTGGTGACNAATGGGGCTGAATCATCNTTAGTGTCGGAGGTGAAAGAGAAGCAAGACCAAGATCCNATTTTGCTTGANTTGAAGGCAAATGTTCATAAGCAAAGAGTATTGGCTTTCGAACAAGGGGGAGATGGTGTGCTGAGGTACCAAGGTAGATTGTGTGTACCTAAGGTGGATGGACTCCAAGAGAGGATCATGGAGGAAGCTCATAGCTCCAGATATTCCATTCATCCGGGTTCCACNAAGATGTACCGCGATTTGAGAGAGGTATATTGGTGGGANGGCATGAAGAAGGACATTGCNGAGTTTGTTGCCAAGTGCCCGAATTGCCAGCAAGTNAAGGTAGAACACCAAAGGCCCGGAGGTTTGGCTCAGAATATAGAACTTCCGGAATGGAAGTGGGAGATGATTAATATGGACTTCATCACAGGNTTNCCAAGGTCTCGCAGGCAGCATGATTCNATTTGGGTGATTGTCGATAGAATGACAAAGTCAGCCCACTTTTTGCCGGTAAAGACTACCTATTCGGCGGAGGATTATGCTAAGTTGTACATTCAAGAAGTGGTGAGACTTCATGGAGTTCCGGTNTCCATTATTTCAGATAGAGGTGCACAATTTACCGCACANTTCTGGAAGTCNTTCCAGAAAGGTTTGGGTTCAAAGGTGAACTTAAGTACTGCNTTTCATCCTCAGACGGATGGGCAAGCAGAGCGTACTATTCAGACCTTAGAGGATATGTTGAGAGCTTGTGTGATCGATTTCAAAGGNAATTGGGATGATCACCTACCTCTCATTGAGTT

>rnd-1_family-297#LTR/Copia ( RepeatScout Family Size = 179 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTATTGGCGTCATGCTATGGATGACGAGTTTAAGGCTTTGACTGATCAGAAAACTTGGGNTCTTGTACCTAAGCCCCATGGGCGGCACCCGGTGGGCTGTAAATGGGTGTACAAAATTAAACACAATGCAGATGGNAGTATTGANAGGTACAAGGCTAGACTGGTNGCNAAAGGNTACAATCAGGAGNATGGNNTNGATTATNNTGAAACATTCGCTCCTGTTGTCGGCAGGAAACCATTCGCNTGGTACTGTCGCTCGCCGTGCGCAACAATTGGNNCATNNATCAANTGGATGTNAANAATGCNTTTCTNCATGGCATGCTTGANGAAGANGTNTACATGGAGCAACCTCCGGGTTTTGTTGATCCCCGNTACCCTCAACATGTNTGCAAACTNAAGAAGTCNCTGTATGGNCTNAAACAAGCCCCNAGAGCTTGGT

>rnd-1_family-34#LTR/Gypsy ( RepeatScout Family Size = 1186 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTATGTATCATTNACTAGGATGACTTGATAGGTGTACTAGTATGGGCAAGGGTATGGGACCTTGTCTATGCATTGCACATGTGTACCTTGATAGGATAGTTCCTAGGTTTGGTCTTCTANGTACATGNATATGAATGTATGAACATGTTATGAATATGACTTATATGCTATGATGTTAAGTATATGATATGATGAAGTATGAATGTGCATAGTGTCTTGGNGTGTTTATATGAAAGGATTGCTCATATAGTTACGCNTATANACTGATGTATGAACATGTGTGACNTTAATGTGTTATGTGAAAGGTTTGCTCACATATATGTACACACACATGTATGATGATCTAGTCAATAGAGGGGCCTTGAAAGGTGTGCTCANGTGTACCCTAAACTAGATAGTGCTTACATATGCTATGTCCATGTGAAAGGATTTCTCACATGATTTAGGTTGATGAACTTTCATCTATGACCTATGAGCTAAGCATATGAGGGGATGACTCTCCTAAGCCTATGTTTTATAAAGTAAATGTAATAAAGGCTTTTCAATAAAGGGAACTTAGCTTAGCACCGAGTGAACTTGAATATGAGTGTGTGTCCCTTCCCATTGTAGGAAGGTAGGTCACCATAAATCTCATGAGGTGGATAACCNCAATGCCTCAATGGGCATAAATAGGGTTTCCATAAGTGAATAACTACAATGCCCAATCTTGGCATAAAGAGGGTTTTCACATGTACCTCCAAGTTCCATAACTATGCTTGCCACCATAGGATACTAGCTAATGTGATATCACCTAGNATGCTAGCATGTGTTAATGTTCTACCTTGGCCAGGTAAGANCACCTTCTNTCGGTGTGAGGCTCTACGACACCGAATTCCATGTTTAGCACCACATGGTCTTAGTGTCGGTTAAGGCTATAGTTTCCCTAAAGTAAAATGGACAATGGAAGTAAATGACTAGGACCCTAANTAGGATGACTTAAGGGAGGTTACTTAGGATAGGTGGAAGTAATGAACCCATCTAGACATTGCACAAGTAGCTCCTTAGGAAGTTCTA

>rnd-1_family-387#Unknown ( RepeatScout Family Size = 116 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATATTATGCAATNAACCAAANAATGGGTATAGTCAATAAGTATTGGCTTAATAAANATTCATGCCCCAAATTGTAGTCAAATCATTTCCTTAGTCTTTTGGATTACTTACTCGATTCATTGTAGGTATGGGACTACAATGAATCATTGCACTTGTAAGTAAAACATAGGATCAAAGGAGATCATTGAACTACACAACAANAAGAAGAAAAAGAC

>rnd-1_family-312#LTR/Gypsy ( RepeatScout Family Size = 168 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTGATCTTGAAGTGNTTTAAGCATGATTTCGNTATGATTAAGTGTATGTTAGATACTGCCCTAGATTTATATTATTGATGAAATATGATTGATGATCAATGCAAGTGAATTGGATTAATGATCTATGTCTCTCTACTTTCTAGTATATNTGTGATGTNTTGTACTATGTTGTAGCATGATCTTGTAGCGACTTGTACATGGTTTCTTTTATGATTAAAGTACATTTAGCTACTGCCCTATATATGAATTGTTGATGAAAAAGGTGTATTGATCAATGATGATCAAAGGNTGAGGAATTGGTAAGAATGCTTATCTCTTCTACTTTCTCTATAGTANTGTAGTTGATGAAGCCTTGTATGGCATTGTGTGGTATGGTCCACTTATGGTGGCGGTGTTTACTTTATTGTCAATTTATATATGTGTTGACCATGGCCTTGAAGGCAAATTGATGAATATATGAACGTGTGGTTATGATGAT

>rnd-1_family-103#LTR/Gypsy ( RepeatScout Family Size = 673 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATGTTGTGGAGAGCACTATGACNTCTAGGTTGAGAGACTTTGTGAGGATGAATCCTCCTATCTTTCTTGGCTCTAAGGTGGGAGAGGATCCCCAAGAGTTCCTNGATGGNGTGTACAAGGTGTTGAGTGCTATGGGGGTGACTTCTAGGGAGAAGGCGGAGTTGGCTTCGTACCAATTGAGGGATGTTNCTCAAGTGTGGTACACTCAATGGAAGGATAATAGGCCGGTTGAGTCGGGTCCTATNGAGTGGGAAGAGTTTAAGGAAGCTTTTCTTGGNAAGTACTTTCCCCGTGAGAGGAGGGAGGTTAAGGTNGAGGAGTTTATCAATCTCAAGCAAGGNAATATGAGTGTTGAGGAGTACTCTTTGAAGTTCNCTATGTTGTCTAGATATGCTCCATCCTTNGTGTCTAACCCTAGGGATGAGATGAGTAGGTTTGTGACGGGTGTCGCCGACCTNGTGAAGGAAGAATGTCGTACGGCNATGCTNCATGATGATATGACCCTATCTAGACTCATGGTGTATGCTCAATCNATTGAAGAGTCTAAACTTAGGAGGATGNCTAGAAACTTGAAGAGGAGTGGANCTAGTGANCAAGATCAACCTAGGTTCAAGAAGAGGGCTCAAACTCAAGATGAACCTAGNGGTCCTAAGGTNAAATTTGAGAAAGGNGGTGGTTCTCAAGATGGNAAGCCTACTTGTGCCACTTGTGGGAAGAAGCACTATGGGGAGTGTCTAGCGGGTACCGGGAGTTGCTTTGGTTGTGGTAAGGATGGNCACAAGGTGAGAGATTGTCCTACCATTGCTTCTAGAGGAAGAGAGGGTAAGNAAGTTCCTCCTAGTGTTCCGAAGGATGATGCTCCAAAGAAGAGGCGTTTCTATGCACTCCGGGCTAGAGGAGAGAAGCCGGATGAGGATGA

>rnd-1_family-65#LTR/Gypsy ( RepeatScout Family Size = 923 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGGGTGAACACTCTTCGTGAGTTGAGATGAAGTGTTTAGTAGCAACCTCACTACATCCCAAGAGCTTTCTAAGATAGGTCGGAGGATGAATGCCCTTCGTGAGTTGAGATGTGGTGTTCACTAGTTATCCTTAACCTATAGTNTANAATGTTTAGAATCCGTGGGGGTTATGCCTAGCACCGAGAGGATATGAAGAAGGGGTGGTTACACTTCGTGAGTTGAGATGTTGTATTCCAATGTACCTCTTGAGATGAGTACTCCTCGTTAGTAGAGAATGAGTTACTTAGTAGCAATCTCCTTATCCCTTAACTATGCGCCCGCATAGGTGTAGCTATTGGGAAANCCATGTAAAAGCTAAAGAGAATGACCTTACTCTAGGCAAGTGAGGATCCCTCATCCGATAGGGGTTAATATCGGGATTCCATGTCTAGCTCTCATGGTCTATGTCGGTTAAGCTAACCCCCACAAAAGAAATGAATGAACTAAGTCTTCTAAAAGAGTGTACTACTTAGGGTAGGTGGTGGNATGGGACGCTATCTATCCATTGCACTAGGTAGGCATTCCGAAAGGGGAGTCTTGGTG

>rnd-1_family-402#Retroposon ( RepeatScout Family Size = 108 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACTTTTCATAAAAGTCGCAACTTTTCATAAAAGTCACAACTTTTCATGAAAGAGAAGGCTAGTTTTGAAAATAAATAAATTAAAAGGGAATTCTNGTTTGTGGTGGCGCCACGTAGGCGGGCCTAGGGTTCTCTTTTATATA

>rnd-1_family-16#LTR/Gypsy ( RepeatScout Family Size = 1548 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGAGGAAAGCAAAGGCNTTGGGGAAGTAGCTTGCTTGATCACGATTCTTCGGTGGAGGTAGGTTATGGTTTATGCTATTTCATAGTAAACTCTAAATAGCGATTGATATGTATTGGGTGGTATTGTAAAGTCTTCTATATGCTTAATTGTGTGNTTGCATGNTGTGATTATGTAATTGTGATGGATTAGAATGATGAGGCTGTTGAATCTTAAACCTTAAATCCTCTCTATTAATGATGACGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAAGAATGAGATTAGTGGATCGGGTGTCACGTTCCGACACGTAGTATTAGGGGATCGGGGTGTCACGTTCCGACACGTAGTATTAGGGGATCGGAGTGTCACGTTCCGACACGTAGTATTAGGGGATCGGAGTGTCACGTTCCGACACGTAGTATTAGGGGATCGGAGTGTCACGTTCCGACAC

>rnd-1_family-188#LTR/Gypsy ( RepeatScout Family Size = 383 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTGTAACATCTCGTAACTCGAAATAGCTAAGAATAAGCTAAGAAACTAAAAATAATCATTTTTGGAAAGAAGTAGGGAAATCTGGAAAATTTCCAAGTTTAAAAAGTGAGTTTTGGTCATTTTCAAACGGCCATAACTTCTAGCTCAGGATGAGTTAGAGTNAGTTCTTNATATGGTTGGAAATCCCTTGGAAAGATCTTTCCAACGCCGCCGAGTTTGCGCGNTTTCGATATCGTATGAGGGAGATATGCCTTTCGGAAGTTGGGTTGTTGGANTGAGGAAAGTCCAATCCGGATTTTAGTAAGGGCAAANTNGTCTTTTCACCCTANTATTTCCTAATTCGTTTTAAGGGTTTATTNGGGGTAAAACCAAGTCTTAATTCAGTTTAGAAAANTTAAAATCACGCTTAGGGCTTGGGAGAAAAGAGAAGAGAAGAGGAAGATCAAGAA

>rnd-1_family-362#Unknown ( RepeatScout Family Size = 130 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATATGTTGACTTTACATGTTGATGATCCTATATGATGTTAGTTTCATTTATGAACATGTTATTGGTCTATATTGCTAAATATGATGAT

>rnd-1_family-268#DNA/CMC-EnSpm ( RepeatScout Family Size = 228 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTAAAAGGGGGTTGATTTATGGGTCGGATTAGGTGTTTANGGGCGTANATGACCCTTTTCCTTTTAATATAAATGTCANGTGATAATACGTAAAAATGACGTGGAAANTCCATTTGGCATTTAAAGAAAAGTAAAATGAGTTGGATATTCCGAGTTGGCCAACTAACGCCCATAAGGGCATATNTGGACCAAAAGTTGGACGGCGAGGGTATAAATGAACCAAACTTTAAACGGAGGGTATATCTAAACCTTTTCGAATAGTTTAGGGGCATATTTGACCCTTTTCCC

>rnd-1_family-181#LTR/Copia ( RepeatScout Family Size = 394 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCCGAAAAGTCGTTACTTTCCGAAAAGTCGTTATTTTCCTAACAGACACAATTTTCCGAAAAGTTGTTATTTTTTCCAAAAGACACAACTTTCTGGATAAAATGGGTCTGAACAGATTTCACTGAACAGACACGTTCCTTGCTGAAAATGGCTATAAAAGGAAGTCAATTTTCGATTTTTCAAACACTGAAAATTTTTCTTTCTCTGCATTTATTTTTCTCTCAAATAAAATCAAAGTGTCGATCGACTGAGTCTGTGTGACTTGTTGCTGTTCTTAAGTTCGTTGAAGTTAAAGAAGTTTGAGGTACCGCTATTTCTTTAACAGGTTTAATCCGTTTTATCTTGGGAGAAATTAATCCATAACCTTGGGTACAGTGAGGGGATTAAATTTCTTAAGGACACACAGTAGTTTCTGTGGACTCGGATTAATTCTTGTATTTTATATTTTTTCTGCTTCATCTTATTTCTGTTTCTGTTTATTAACCTTATAAATACAGGTTATTGTAAGAATAACAATCTTAAGAAATTTAACAGTTTCTGTATTTGAGGTTTCTGGAGATTAAAACCTTTATGGTTTTCTACTCTGCTTGAATTTTTAAAATTCATTCGATTAACGATTAAAAGAACATAAAAACTTTATCGTTAAATCAGAAACAGTTTGTGTAAAGATTTGTTCTTTACTGTTAGTATTTCAAATACTTAACTTATCTGCCATTTGTGACAGAAAAAAATGACTAATTCAAGTCAAACAAATGCTGGAACAGTAAGTGCTGCAACAACAACGGTTGCACATAATCGTTCAAATGCTGCCTTAGCGCCGGCTGAGAAACCTGCAAAGTTTTCTGGAGTCGACTTTAAGAGATGGCAGCAAAAGATGTTCTTCTATCTCACTACGTTGAGTCTGCAGAAGTTCATCAATGAGAATGTTCCTGTTATGTCAGATGAAACTCCGGCTGATGAACGATTCTTGGTAACAGAAGCATGGACACACTCAGATTTTTTGTGTAAAAATTATATTTTGAGTGGTCTGCAAGATGATCTGTACAATGTGTACAGCAATGCCAAAACCTCAAAAGAACTCTGGGATGCTTTAGAAAAGAAGTACAAAACAGAAGATGCCGGAATGAAGAAATTCATTGTGGCAAAATTTCTGGACTATAAGATGATAGACAGTAAGACTGTCGTCACCCAAGTTCAAGAATTGCAGGTCATAATCCATGATCTCCTTGCTGAAGGTATAAATTTATTTAATGCCTATGTTAGAAATATTAAGTTTTCCCTTAATACTCACATAACCTTTAATGTAGGATTGATTGTGAATGATGCTTTTCAAGTGGCTGCAATTATCGAAAAGTTACCTCCATTGTGGAAGGACTTTAAAAACTACTTGAAACACAAACGCAAGGAGATGACTGTTGAAGATCTCGTAGTAAGGTTGAGAATCGAAGAGGATAATAAGGCTGCAGAAAAGAGGTCACGTGGTAATTCAGCAATATCTGGAGTAAATTTTGTTGAAGAAGATCCCACAAAATTAAAGAAAAGAAAGAAAGCATCTGGTCCAAAAAGCAATCCTCCTAAGAAGAAATTCAATGGAAACTGCTTTAATTGTGGTAAACATGGTCATAGGGCTAATGAATGTCGGGGTCCTAAGAAGGACAAGAAAAAGGCAAAGGTCAAGCAAACATCGTNGAATCCAAAGGAGAGATGCAGACGACCTNTGTGCAATGATNTCGGAGTGTAACTTGGTTGGAAATCCAAGGGAGTGGTTTCTCGACTCNGGTGCCNCNCGNCATGTTTGCGCCAACAAAGAANCATTTGCANCGTACACTCCNGCTGAGTACAGATGAAGATTTGTTCATGGGAAACNCNGCNGCNGCAAGGGTTGNAGGAACTGGNAAAGTNATGTTGAAGATGACATCCGGCAAGGTGTTGACTTTGAACAGTGTCTCGCATGTCCCTACNATTGAGGAAGAATTTAGTTTCTGTTGCACTNCTCGCTAAGAACGGGTTTAAGTGTGTCCTNGTTNGTGATAAAGTTGTAGTAAGTAAGAATGANATGTNCGTAGGAAAGGGCTACCTCAATGAGGGCCTTTTCAAACTNAATGTAATGGTTGTTGATATTAATAAAAATTTTGCTTCTNCTTACTTGCTTGAGTCTAAATGTTTATGGCATGAACGTTTGGGACACGTNAATTACAAAGCCTTGCGAAAACTGATTAACTTAGAAGTNTTGCCTAANTTTGAGTGCGATAAATCGAAATGTCAAATTTGTGTGGAANCTAAGTNTGTTAAGCATCCTTATAAGTCTGTTGAAAGGAATTCNAANCCTTTAGANTTGATTCACACNGATATNTGCGATATGAAGTCAACACCATCTCGTGGTGGGAAAAAGTATTTCATAACTTTTATTGACGATTGCACTAGATATTGTTATGTNTATTTGCTNAATAGTAAGGATGAAGCAATNGATGCATTTAGGCAATATAAAANTGAAGTTGAAAATCAGTTGGATANAAAGATAAAAATGATCAGAAGTGATAGGGGTGGAGAATATGAATCTCCTTTTGCAGAAATATGTTTGGAANATGGNATTATCCATCAAACTACTGCNCCCTATACNCCNCAGTCNAATGGAATTGCAGAAAGGAAGAACGGAACNTTAAAGGAAATGATGAATGCCTTACTNATAAGTTCNGGTTCACCGCGAAACCTNTGGGGGGAAGCCATCCTTACAGCAAATAAGATACTCAATAGAGTGCCTCACTCAAAGACACAATCAATTCCATATGAGAAATGGAAAGGAAGAAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAAGTCCAGGTTCCTATACCTAAGAGGGTNAAAATAGGACCTAAGACCGTGGATTGTGTATTCATTGGATATGCCGCGAACAGTAAGGCATGTCGATTTTTGGTTCATAAGTCCGAACATCCGGATATTCATGATAATA

>rnd-1_family-243#LTR/Gypsy ( RepeatScout Family Size = 271 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGAAGTTTCCTTACCGATTAAGTTTCGATGTAAGATTTTACTTGGGTCAACTTCAAACGATCATATCTCTTAGAACATAANGAATTACGTGNCCCATGACCTATCAAATTAAAGGTANTTGAATCNTCTTTCCAACGCCACCAANTTTGCATCATCCGANTTCCGAGTAAAAAGTTATGACCATTTTAGTAACCTATACAGTGCNGTNACGAATTAGCCGACGGGAAAACATTAAAAANGGTCGTTTTTGTCTTTTTACCTCCAAGAAAACCCTAAACGAATTTCTTGACTAATAAAAGGCTCAAAACAATCAGATTTTCATCTTTTACTAATGAAAATCATAATTCTTGGCCATAGAGATTTCAAGAAACTAATTCAAGAATCTCAAGAAAGGTTTTCTTGATCGTTTACCTTCAAGCTAGGGTTTCAAGGCTTCTATTCAAGTTCTTNTTCAAGATTCTTCAAGAACCTTGTTCTTCCTATCTAAAACTATTCCTAAACATCATGAGAT

>rnd-1_family-290#LTR/Copia ( RepeatScout Family Size = 187 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAAATAAGCACAATTTAGTGAAAGGTATGTTTTCAACCTTTATATGAGGTATGTGATCTATTAAGCTATATTTATTAACTACTAATGTTGATTATAAGAAATCAATAATCTCAATTTTGTGTGTAATTATAATGTACGATCATATTAATGATCATCAAAAGTGATAAAATTACAATTATTTTGAAGGCTTGAGGTTGAGCCTCATTGTGGGTAAGACGATAGATTTAAGTTTTATCGCACCAAAAGGGTAAGACGATGGATTCAAGTTCCATCGCACCAAGAGGGTAAGACATCGGGTTAAAGTCCGGATGCACCATGATGATAAGATATTGGGTTCAAGTCCCGTAGATTTATGGCCTAACGCGCTTTATATGGGTAAGACATCGAGTTTGAGTCTTAATGCACCATAGTGATGATATAATGATGACTAAAGAAAAATAATATATTTTTGATGAAAAGTCATGAAATTCGTCTATTGAATTTGCTCCATTCCCTGAAGTGAATGTGGTAGCAGCGCGTAATANGTCTGAAAGANGACAAGTGATTGAATAATGCACATGAATATGGAATGAGGTACTAAAGCTATCATAATTTGATATGCTCACATGTTTGTGTTCCATTCATGAAGAATGAGAACTTTTGATAAATGCTAAAAATATAGATCCATTCTCTAAAGGGAATGAGGTGTAAGCCACCATGCTAGGCGTGAGAAAGATTGCGACCTTTGGTCAATGATGTGGTATCACCAAGAATGTCTCTAAGAAGACATGTATTATAGAAAAGTTTCATGTTTTATCTT

>rnd-1_family-212#LTR/Gypsy ( RepeatScout Family Size = 332 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGGACGTGATTTGGAGGAGGTTTTTGGGCAGNAAGTCGAGGTTTGAACGTCAAAAAGGTATGGGTTCTCTTCTCTCTTGGTCCCTTTCCCAAGAGACCCCTTAAGGTTCAGAATATTCATTCCGAAAACTAGGGTTGTTCCCCGTTGCATGTCCCTGTCACTAGCTCCCATTGAATCGTAGGTTGGGTATGTTTGCTGGTAGAAATTAGGGATGTAACGTGTTTTCGTGATGATTATGTGTTTATATGTATGTTCGGAATTATGTGAATTATGTTGATGTTTCCGAAAATGTAACTACGTGTGTATGTGTGTGTTGCCGTGACTATTGTTCNCGGTTTAAGGCTCGAAATGGCATGATAGTTNTTTTATTTCACGTGCACAAGCTTATGTAAATCGTGATGTTCATATGAGNTGAAATGTGGCTGATTTGAGTGANAATCTCTTGGCTAAACGAATCCATGAAAATGCACCTAAAACGTNCTAAATGANCTACGAAATTCCCCTAAGAACTAACGTGTAAATTGATGAAAGGATGCTGAAAAATTAAAGAAAATTTCCAGCTTCTATTGATGAATTTCGGTCAGCAAAGAGNGTTCAAAATGTTGAAAAAATGAATTAAAANAAGTGAGGTCACNGAGGATCGAACCCGTGACCTCACCATGTTAAAAACCATGAAAATAAAGAAGTAAAAAGAAATGTGGTGAGGGGGATTCGAACCGTGGTCTTGGCTGGAAAATGTAACTTAAAAGAAAAAAAAGAAATGAG

>rnd-1_family-47#LTR/Gypsy ( RepeatScout Family Size = 1059 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGATGTGGCCTTGTCGGCGTTACTTTATGTANTATGATGATCATGGCCTTGTCGGCACTACTTGAAGTANTATGATGATTTGTGTAGTTGATTATGTGAAGTATGATNATATCTATCTACATGTNAAGTAATGTGAAAGTATATGTGTTCTATCGATGTTATGTAGGTGATCATGTTAGACTATGACTATGTGCTTATGTGTGTAGTCTTAGAGTTGATGCATGGTTGTTCCTACTTGACTATATGAGTCTATGATGGTTATATTGATGATGATATGGTAGTGTATAGGATGACNTAAAGATGATAAGGGTTATTCCTANGTGCTTTAAAGAATGATATGCNATATGTGNTAAAGTGAAGTATGTTGTGTCTTGTCTTGGTNGACTTGTGTCCCTTACTTGATGCATGTATGAATGTATGTGAATATGAGATGTCTTGACTAGGTANGCTNAGTGCACCCTTGTCNTGTATGNATGAATGATATGTGAGACCTTAAATGATGTTAAGAGGGTCTTTATGTGAAACCTTGAACCTAGTGGTAAGGTTATGAATGTTGAAGTCGAAAGCCGTAATGGTATCCTTCANGTAAAGGAATGATGGACTTAAGGTTGATTGGCTGGAACGACATCATATCAATCCTTAGGAAAGTCATNATGAGCTATCTTGTCGCCATTGNAAGGTAGCCCTAGTGGACCTCTTTGGTAGGGTAAATGTGATTGGGTTATGAACTNGATATGGAACCCTCTTCATGTGAACCTTTAATGTNAATTACTCTATGAGAACGAAGGCTAGCACCGAGTGAGTATGNTANGGGAAGTAGCTCTANTTGAGAATGAGACTAGAGTACAATGTACCTCTACTTGAGAATGAGACTAGAGTGCATAAAAGCCCTTCATATTCCTTAACCATGTGCCTACATGGGATGTGTCCTAGTTCTACCCTTGGCAAGTAGAACACCCTCATCGGAGTAGGTTAGAACTCCGGATTCCATGTCTAGCTATCATGGTCTATGTCGGTTATTGCCTATTCTCATCATGTGGGATACCTACTAGCATTAGAGAAGTTCTATGAAGTTTAGGTGGTGGTATGGGACGCTATCTAGACATTGCACAATAGGCTTT

>rnd-1_family-26#LTR/Gypsy ( RepeatScout Family Size = 1327 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACCAAATGNCATTGAACAAGATAAGGTGAGTAATAACATAATTAAAAGTTTAAGAATTATGAAAGTGACCAGAATGGGGTGTTAAAGGAAGTGAGACAAGTCTCACTTACACCTAAACAATTATGTTAAAGATACTCACGTAAGAGGGTGTTAGTAATCGTGAGACAAGTCTCATTAACACCAAGATGATAATGTAAGGTTAAATTCACATTTCATCAAGTAAAGAAAGGGATGACNAGTCATCCATAGAGTTAAGTAAACCTCATAACTAGAAGCAAGCTTCCATAATGTTTGAGTCAACTCTAAAAGATGTAAAGAAAAAGAAGTTGAGCAAAGCACCGATAGACTAGCAATGAGCTTGTGCCAGCACATGTAAGCCTCATGAGACGAGGCTACCACCAAGGTGGATAAGTAGTCTCCGNANGTCTCCTAGTCTTCGAACTATGTCGCCAGCATAGGAACTAGCCAGTGGATTCCACCTAAGAGAGCTAGGTATGATTCGGTTTCACTTTGGCCGGTGANACCACCTCTTTTCGGTGTGGGGAAGACACTGGATTTCATGTTTAGCTCACATGATCTATGTCGGTTAAATGCTCAAAGAAAGTATTCGGTTCACTTTAGCCGTGAACCACCTCTTTTCGGTGTGGGGAAGACACTGGACTTGGTTTCACTTTAGCCGGTGAACCACCCCTTTTCGGTGTGGGGCAGACACTGGATTTCATGTTTAGCTCACATGATCTAGGTTCACTTTGATCGGTGAACCACCCCTTTTCGGTGTGGGGAAGACACTGGATTTCATGTTAGCTCGCATGATCTTAATGCTAAAGATTTCTTTAAGAAAGTAAGAAAGAAAGAAGAAGAAATGTANGTTCAA

>rnd-1_family-136#LTR/Gypsy ( RepeatScout Family Size = 535 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTTAGGGTCGAAACGTCCGGGTACGACTCCCCAAGGACCACCCTAAGGGTCCTTGAGGAGGACCCAAACGTTGG

>rnd-1_family-323#LTR/Gypsy ( RepeatScout Family Size = 160 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTGGAGGCTACAATGTGTTTGCTAAGAAGACTTTGATACTAGTGACGGTTTGAGAGTAAGGTAAATGGTTGGTGTGGTTATGATGTTTGTTAGTATTAAGAGTGTTGGCTTCAATGGAGTACTGTGAGAAGTATGTGGGGTTCGATAAATCGAGTATNTGTAANATTGTAATGGGGATCAGACTGGTTGATTGTGGGTGGCTAAAAATAAAAATTGAGAGATGGAGTCAGATGAATGAAAATGTTTGATATGGGCACTATGGAAAAAGTATCTNGTGTTATTCGACCTTGGTTCCGTANATTCTTATGTGACCACCTACTTCGTTTCGGACATGATTTGGAGTATGATTCACTGCGTATGCCCGCGTGTTTTCACATCTATGGGTGAATTCCTAGTGGTGGATCGGATGTACCGATCCTNTNATGTCCTCTTGATAGGGTAGGATCCTTGGGCAGACTTGGTCATTTCAGTTATGANAGATTTGGTGTTGTTTGGGATAGTTGAAGTATACCAGTGGTTCTACACGCACAACCTTGCTTATGAGAACTTATANAAGAGCTNCCATGAANAGTTACGGTTGTCCGANAGTGTTGTTAGAGGTTCTGCATTCTGGAGTGTATCGCTTGTTGGGTGTTTACTTGATCNTNTTCTTCTTTGGGTTAGATAAGTTTGATTCTCCCTTGATGAGTACTCGATGTCTAAAGATCANATTTTTATAACTTAAGCTCGTGAAAAGATTGTGTTGTGAAAAGGGAATCTTGATAAGATCTGTGATGGTTTGTGCATTATGAGTGTGTGGTGGTTGGTTCAGGTTCACTTCTGGTTGTAGCCGGTATTGATTCAGAACGTTATCTTGGTTATGTGAGAAAAGATTCGTCATGATGGTTGTGTTATGGTCCAGTGGGTTTCAGTTTAGATTGGGTTCATGGGTTAGTCTGTGGCTTGATA

>rnd-1_family-251#Unknown ( RepeatScout Family Size = 252 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTCGCCTCTCTCGCTTTATACACAGAAGTGTATAAATTNTGTTTCTGTTTTGTATAAAGCGAGAGAAAATTGTATATACACATGCAAAAACGTATATCTTCGTGTTATACACTTAATTATACAATTTACAAACATTTTACTTCAAATATTGCAGAGAAAAAGGCCAACGAATTATACAATT

>rnd-1_family-391#DNA ( RepeatScout Family Size = 115 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAATGCCACGTGTCGTTATTTAATTNGTCANTTTGNCACGTCATCGCGAGTGTATTACACGCACTTTATATTTTTNGCTGATTGTCAAAAAAGTGTTCAANAGGTTCAAATTCGAATTAGTAGAAGTGTTCAATAGGTACAAGTCCTAGTTGAGGTGTCTAAGTGAATTATGCGGACAACTTTAAGGGGCCGCGNATGACTT

>rnd-1_family-224#LTR/Gypsy ( RepeatScout Family Size = 315 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAGGGCTTGGAGAAAAGAGAAGAGAAGAAGGAAAAAGGGAGAGATCAAGAATTCGCCAAGAACGCCAAGGTTTTGCGAGTGGAATTCGTCGGGGGTGATCCCTATCAAGGTATGTGAGATCTTTTNGTGTTGGGTTAGTTCACCCACACACCAACTGNTTTAATTCAGCGAATTTTGAGTTGATTGAATGATGAANATTGAAGTTCTTGANGAACATTGTTGAATTCTTGTTGGTTGAGTTGTNGTATGCCTNTAGTTGATTTGATTCGTGTTTCCGGGTTGTTTTCGAGTCTAATCTATTGGGTATTGAGGGTATTAGTGATCCTAAGTGTTTGGGGAAAGATCCATGGAAGTTTAGAAGGTTTAGAGATGAAAAACGAAGAAGAAAAGTCGGAAANCCCGTCTGANAGGCCCTGGGGCGCCGCGCCTNCCAGAGCCCC

>rnd-1_family-289#LTR/Gypsy ( RepeatScout Family Size = 189 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTGCTGAGGATCTCGAGGAGGAGTGTCGGGCAGCTATGCTNCATGACAACATGGACCTTTCTAGGCTNATGGTNCATGCCCAACAAGTGGAGGAAAGCAGGAAGAGGAAGAATAGGGANGCNAAGAGGGCAAGGCAATCTGATGGNGGTTCTTCGAAGAGTAGGNTTGAAATCAAGACAAGCCTAGGTTTAAGAAGAGGTTCTCCAACCAAGTNCNTTCAAGTTCTCCAAGGNTCGCGATGATAGGGNTTCTAANCCTAGAGTTAAGAGAAACA

>rnd-1_family-359#LTR/Copia ( RepeatScout Family Size = 131 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGTGTTGTTCCTTTTGAGTGTGTAGTAGTCACTTTGAGTATTGTATTCGTGACTACACAGTGTAAAATTCCTTACTATAGTGATATCAGTTGCTCCTCTCGGCCCGTGGTTTTTTCCCTTATTTAGAAGGGTTTCCACGTAAAATTCTTGGTGTCGTTATTTTCCCATTTTATTTCCATTACTTTTACCATATATATTTTTGTGCTTGTCCGCGTTTTCCCAACAAACTGGTATCAGAGCCAAGGTTTTATCTGAGTATGCTCTGTGGTTGCAGCACAGTCTGAACTTCCACATCAGAAAAGATTTACTTTGATTTGCGATAACTATATTTTTTGGGGAAAACGATGGAAGCCAACACGAGTAAAATGGTTNCTTTGAATGGTGTTAACTACGNCATTTGGAAGGGCAAGATGAAAGATCTGCTNTNCGTNAAGAANNTGCATNNACCGGTNTTTNCCGCTGTAAAGCCCGAGAATATGACCGATGAAGANTGGAATTTGNTGCACCGACAGGTTTGTGGATACATTAGACAATGGGTCGANGATAATGTGTCGAACCATATTGNTGGATGAGACACATGCTCGAACNTTGTGGGAGAANCTTGAGAGTCTTTACGCTCCGAAGACTGGCAACAACAAGNTGTTCTTANTAAAGCAANTGATGAGTTTNAAGTATCANGANGGTTCTCCTATNACNGACCATCTGAATGATTTTCAGGGNATTATGAACCAGTTATCNGGNATGGGCGTCAANTTTGATGANGAAATNCAAGGACTTTGGCTTCTCTTGATNCTCTACCGGACTCTTGGGAAACTCTTCGNGTTTCTTTGACAAATTCTGCCCCTGGTGGAAATGTGATCTCTATGGAATACGCNAAGAGTGGTGTCTTGAATGAAGAGGTNAGAAGAAAATCTCAAGACNCATCTTCGCATTCGGATGTTCTGATATACNGAAGATCAGAGGGAGAAATAAGACNAGAGGTCCGAGGAGTAGAGGTAAAAGTAGAAGCAAGTCAAAATTCAAGAATCCAAGGATATTATATGTTATCATTGTGGNAAGAAAGGGCACATTAAGAAATTTTGCAAGCAATTGAAGAGGGAGAACAANAACAAAGAGGAAACTAAAGAAGACGACAATGAAAATCGCGTTGCCGCCGTCGCCAACGATGATCTTCTTNTCGTTCTTGATGCAGACGTNATNAATNTTGTTTGTGATGAGTCAAGCTGGGTNGTGGACNCTGGTGCCGCATCTCATGTCACACCAAGGAAGGACTTTTTTTCATCTTATACTCCTGGTGATTCTGGAACGTTGAANATGGGTAATGAGACTGTTTCTAAGGTGNTTGGTATTGGCACCGTTTGTTTGGAAACCAATACTGGTTNAACGTTAGTCCTNAANAATGTCAAGCATGCTCCNGACGTTCGCTTGAACTTGATCTCTGTNGGNNANCTAGATGATGANGGNTATGNTAGTACCAACTGTGATGGNNAATGGAAGCTCACCAAAGGTTCATTGGTTGTGGCTCGCGGNAGNAAACGTCGTGGTCTATACTGGACGCAAGGATCTGCTCGTGGTGACTCGGTAAATNCGGTTGAGAGCGATGACTCTTCAGAATTATGGCACAAGAGGCTTAGTCATATGAGCGAGAAAGGGATCAATATTCTGGCCAAGAAGAATTTATTGTCAAATTTCCAAAGTGCNAAGNTAGAAANNTGTGANCATTGCTTAGCCGGTAAACAGAANAGAGTTTCTTTTCANAGTCATCCTCCTTCGAGAAAGNCNGAGTTGCTNGAGTTGGTACACTCTGATTTNTGTGGTCCAATGAAGGCAAAGACATTGGGTGGTGCACTTTACTTTGTNACTTTCATTGATGATTNCTCGAGAAAACTTTGGGTNTATNTCTTGAAGNCCAAAGATCAAGCGTTTGATGTGTTCAAGNAGTTTCAGGCCTCGGTTGAAAGACAAACGGGAAAGAAATCGAAATGTATTCGNACTGATAATGGTGGTGAGTATATTGGTCCATTTGATGAATACTGCAAGNATCAAGGNATTAGACATCAGAAGAC

>rnd-1_family-346#Unknown ( RepeatScout Family Size = 141 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGCTTAAGTCATNCGCGGCCCCTTAAAGTTGTCCGCATAATTCACTTAGACACCTCAACTAAGACTTGTACCTATTGAACACTTNAATTATTCAAAATNCGTACCTATTAAACACAAAATGCTGACGTGGCAAAAAAAGTGTAT

>rnd-1_family-411#Unknown ( RepeatScout Family Size = 103 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGCCAAATACATAAACAGATCCCTAAACTTGTTGGGTTTTTTCCCTCAGGTACCTCAACTACGTCATTTTCCTATTGAATCATTGAACCACCCATAATTTGTTCCTTTTAAACACCGTTGGCTGATTTTGATCGGCTTTTCTATTGTAAATGNCTTCAATTGTGTTCGNATTGTAATNATTTCGATTGAAGNAATGAAGACAAANCGTGTTAGTNTCATTTGTTTTCTAATGTGTTCGAACGACTTAAGTAAAACACAATTATTCTCGAACATTTTCACTATCAATCGGACTAATGAGTTCTGGAACAACATATGTATCCTCTATCAATACCCCTCACAAATCTGGTTCAANATCAGCCAACGGTGTTTAAAAGGAACAAATTATGGGTGGTTCAATGATTCAATAGGAAAATGACGTAGTTGAGGTACCTGAGGGAAAAAACCCAACAAGTTTAGGGATCTGTTTATGTATTTGGCCT

>rnd-1_family-326#LTR/Gypsy ( RepeatScout Family Size = 159 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGGAAGTGGGTCTTCTCCATTCTTCTTCCTTTGCCATTTTTAAGGTTTAATTTCTTATACCCANTTGATTNCANTATCATTTTAGGTATATTTTATTATTTCTTGATGTNTGGCTAAAACCCCAATTCTTGGGGTGTGATTTNGCGAATATGGGTTGATATTATTGTTGGGTCTTGCTTGTTGATAGNTTANNTGTATTTTAATGGTGATTTCATTTAGTAGTTGTGGTTTAATTTAATGGGTTTGTAGTTGCAAATACGANTCCACCTATGTGTTTTCGGCTTGCTCGAGAGAGAGGTCGTAAAACCAAGACTACTAGATTGATGGCCTANGGANTGGGTCGACATGAGGTTCAGCTCGAGAGAGTGAACCCTAGTCCCATATCCCACACACTCAGCTCGAGAGAGTGAGTGGGTAAGGCGTAGGCTGGTTATTTAGACGAGTGGGTGTCCGAGAGGAACCCATTTGATACGGGGTAAGTTGCTCGAGAGAGAACTTACTTCCACCTAAAGCTTAGCCTAGTCACNATTATCTTGCAAATTTTACTATCGAAAGCATGTACCCAATAGTTTATNTTAACCCGTATTGCGGTCACATCCCAAGAA

>rnd-1_family-270#Unknown ( RepeatScout Family Size = 227 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTCTTTCTTTTTGCCTCGCGAAACCAGTAGCTAAGGGGTTCGATTCCCCTTAGCCCCTTCACGTTTTTCTTTCTTTTTCAGCCTTCTCAACATGTGAGGTCTTGGGTTCAATTCCCGTTGACCTCACTTATTTNATTTTCCCTTTTAAAACCCAGATTTTAACCTTATTGTAGAGTACGCAAATCTGGAAAATTCTTGTCATTATTCAACNCATTTTTAGGCGCATTTTTCATGGGTTCGTTTAGCTAAAAGATTGTCACTCAAATCAGCCACATTTCATCGTAATGAACATCACATTGTACACACGTTTCGCACGTAAAATACACAAGAAATACATGATTTANACGACCCCAAAACAGTGGCCAAAGCCACTGCCACACGTGCACACACACACACAACTTTTCGANCACACTTTGAATATCGTTTTCGTAATTTCCCGCACATAAACATGNTCACATTCANCACGAAAACATCATTCATGCCTAAATCTACCAGCAAACATACCCAACCTACGAATTCGTTGGGAGCTAGTGACAGGGACATGCAACGGGGAACAACCCTAGTTTTCGAGATCTTGAGAATCGTTCGAAGGAAAGTCTCTTGGAGAAAGGATCCAGGAGAGAAACCCAT

>rnd-1_family-175#LTR/Gypsy ( RepeatScout Family Size = 412 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGAAATCTTAGGATCGATGTCTCACTAAACCACGTCTACGTAGAGTCTTGTTCATAATTGTGAAGCGCGCCACACTTATGAATGAGAGGCTATGTGATGCTTAGGAA

>rnd-1_family-31#LTR/Gypsy ( RepeatScout Family Size = 1238 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCACATGTACCTCCAAGTTCCATAAACTATGCTTGCCACATAGGATCTAGCAATGTGATNTCACTTAGTATGCTAGCATGTGTTAATGTTCTACCTTGGCTAGGTAAGAACACCTTCCATTGGTGTAAGGCTCTACAACACCAAATTCCATGTTTAGCACCCATGGTCTTAGTGTCGGTTAAGGCTATAGTTTCCCTAAAGTAAAATGGACAATGGAAGTAAATGAATAGGATCCTAACTAGGATGACCTAAGGGAGGTTACTTAGGATAGGTGGAAGTAATGAACCCATCTAGACATTGCACAAGTAGCTCCTTAGGAAGTCCTAGGAAGGTGACCTAATGTGTATGATTATGNTTATGTCCTTATGCATGACATTGTAGTATTTGTCTACTTGTTATGAAGATGTGCATGGTATGAGTCTATGTGATGTGGTCTTATTCTTATATGCACTATGTTGGTCTTAATGACTATATGATGAAGGTCTTTNTTGACATGAATGAAGTTGTCTTCACTTGCTATGTTGATGTATGAATTGAATGTTAAGGCTTGTGGTCTCATGANAGGTTTACTAAGTATGTGTGAGGTTATGGGGCTTCACATGTACATTGCACTAGTAGACTNAGATTGGGGTCATGAGCAAGGTCTTATAATGATNTATGTGAAGTGAAGTNANTATATGTGCAAATTGATGTAGCTTACTGTAATGTCCTAAGGTCTTGACTTAAATGTGTCTATGATGTATTATACTTCTATGATGGTATGTGTTGNCTTGTGTAGGTTGTATGTATGTTTTCCTTGTGGCCTTAAGGTGATGCATTGCACCAAGTATCACTAGAGGGTTACTTGGGAGGTTAATGAATAAAAGAAAAGAATGCTCACTGTTAAGGGAAATGAGCTCACTGTAAAGTGACCTCAAATATGNCTTAAATTCTATATGTGATCTTATGTGATGTTTGGCCTTTGAATATGTTTATATGAAGTATGTGAATGATATAAATGCTATTGTATAAAGGTTTTATGAAGATTTACTCAAAAAGGCATGAAGTATGATTTCAAGAAAATGTCCCTTTTAAATGCATGTTTTTGCATGGTTGCCATACTTAGTGCATTCTTGTACTAATCCCATTCTTCTCTACTTTTTACACAAAGTGTAGGTTATGGATGCTTAAAGGATGTCTTNAATGATTGAGGAGCTTGATANGTGATTCCCAAGCTCAAGGAAAGGAATCCTTAAGTCCAAGGATNTCCTACGTCATGTCTTTACTGTAAAGTCTTTAAATATTGTATAGTTATGTATTATGTCTTAAGGGTCGTGTCCCTAATGTACTCTAATGTTGTTGAGTCTAAGATGGCAAAGAGACTTAGAGTCTAAATATGTATTATGACTTATATTTTATATATATGAAGTGAAGTTTCTAGCATATGATGTGCTATGAAAAGTTTTAAATTTTCCGCTAAATTTACTATGNCGATGCGATGAATGATAACTATGGGCTTGTATAAGACCTCCGAGAGGTCAAGTACGCCATGTTACTTCTAGGGGGTGCTCCCCGGNCGTGACA

>rnd-1_family-121#LTR/Gypsy ( RepeatScout Family Size = 596 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACGTCCGGAAGTTGGTTCAAAGGGGTGCTAGCGTGCCTTAGCCTATTTGACTAGCTTTTAGGAGTCGGAAATNTACGAAAATTGGTGGAAGGGTANNTAATAGGTGTTTGAGTTGTTTCATGGTCGAAACGTCCGGGTACGACTCCCCAAGGACCAACCAAGGGCCCTTGAGGAGGACCCTTGCAGTTTGAGGCAACACTGCCTGGGCAGTGTGCATCGACGGGACAGNCGACGGNCCGTGTGTGGATCGACGGGGCGTCGATGCCACCGTCGTCCCACACTTAG

>rnd-1_family-332#LTR/Gypsy ( RepeatScout Family Size = 152 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTATAGAAAAGCCAACGGGGAAAAATTTTGGGCCGGAAAACTTTTTCGTAGTAACTTGGAATTTCCCAACCTAGTCCAGATTTGGACGAAATCGGAGTCATTAAGGTNTAGGGAAATCTGGTAACGATCGGGNGATCTAATTATGAATTTGATTACATGAGTGGATAGNTAAGNCGTTAAGGAACCCGTACGACTTTACGGAATCGAATTCGGGCGAGTAGAACTCCCGAAATCGATCTTAGCGTGAANGGTATTTTCTGAGCGTCGTGGGTTGAAGGTGTGTTGTGAAATGGGGGTTTGGAATTCTTAAATTAGCTCACTGTTTCCGTGCAAGCCGCTGNGGCGGGATTNNTNCCGCCAGGGCGGGGCCGCTGTAGCGGGATGGGNGCCGCCGTGGCGGGNCAGACGCGACTTAAAGTCGNAAATAAACCCCAAAAACGTTTTATTCTGCANTTTTCGACCTTGAGAGCTAAGGAACGACCC

>rnd-1_family-209#LTR/Gypsy ( RepeatScout Family Size = 335 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGTTTTAAGACTTAAGTTTCGAGTTGAGTAAAGAGTAAAAGTTGAAGTTCATTTCTTCAAAGAAGTATATGGGGACTAAGTATTCCCAAGAAGTTTAAAATGTTTTCACATTTAAACAAGAANGGAAACTGAGATTTCCAAAGAGCCTTCGAGCTAGTTTTCAGAAAAGA

>rnd-1_family-380#Unknown ( RepeatScout Family Size = 120 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACATTCCGGAAAATGTACNTGTCTAGTGAAGAGCCTANTAGGTCTTTAAGAATGCGTATTGGGGGTACATAGGCATCCCAATGCCCAATATTGAGAAATATTGGGCATAGTATAGAAAATTGGCTAAGGGGTGTTAGCCAATTTCTATATATACNCAAATAAGCAAAATATTGGGCATATTAGAAAATATTGGCTTAAAGGGTGTTAGCCAATTTTTCTAAGTATTAACGAGCTTGTTTAAGAAATGTACCTGCAATGAAGACCCTAAGCTAAA

>rnd-1_family-309#LTR/Copia ( RepeatScout Family Size = 172 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGTATGGACTAAAGCAAGCTCCAAGGCAGTGGTACAAGAAGTTTGACTCCTTCATGAGCGAGCGGGGCTACANNAAGACTTCATANGATCGTTGTGTNTTACTNCAANAGNTCTCTGACGATGACTTTATTATTCTGTTGCTTTATGTGGATGATATGTTGATTGCCGGANANAATACGTGCGAGATTNANAAGCTGAAGAAAGGGTTGTCTAAGTCTTTTGAGATGAAAGATTTGGGNCCNGCNAAGCAGATTCTGGGGATGAAGATCGCTCGNGACAGAGACGNAAGGAAATTTNTNTTGTCNCAGGAGAAGTACATTGAGAAGGTGCTNGGCAGGTTCGGCATGAACGANGCTAAGCCCGTTAGTACNCCNNTTGCTANTCACTTCAAATCGANCACGNAGCCGTGTCCTCCAAGTGANGAGGAGAAGGAGNATATGACGAANGTTCCNTATGCTTCAGCCGTNGGNAGTTTGATGTATGCTATGGTCTGCACNAGACCNGATATAGCACACGCAGTCGGNGTTGTTAGCAGATTCATGGCGAANCCGGGGAAAGAGCATTGGGAGGCTGTGAAGTGGATTCTNAGGTATCTNAGAGGTACATCCGGCGTCGGTTTGCGTTTTGGCAAGGGAAGCCGATTCTTTGTGGCTATNCTGATTCTGACATGCTGGNGACGTTGACACNAGAAAGTCNACGNCCGGGTACGTGTTTACNCTTGCAGGGGGAGCTGTGTCTTGGAAGTCNAGGTTGCAGAAGTGCGTTGCTCTATCTACTACGGAAGCTGAGTATATGGCNNTNACTGAAGCTGGNAAAGAGATGATNTGGCTGAAGGGATTNNTTCGAGANCTTGGTCTGCATCANGAGAGGTACGTTCTNTATTGTGACAGTCAGAGCGCNATACGTCTTGGCGAGAANTCCANGTCCATCATGCGAGGACNAAGCACATCGACGTGAGATATCATTGGATTCGAGAAGTGGTGGAGANTGAATCGCTTGACGTCGAAAAGATTCACACAAGTGAAAATCCTGCAGATATGNTGACCAAGGCGNTACCGAGAGACAAGTTCGAAGATTGTTGCATGGTCGCCGGGATGGCGGTCTCCTCCACATAGTCGTGAGGGGGAGAATTGTTGGGTTATGGGCCTTTTTCCCTTCCTATGTGGATAAATAAAAGCCCAATTTGGACCAACCCATTTTTGCCCATAGGCCCATTCTTATGAGGCAAATATAAGCCTATTTAGGTCTTATTTTCANATACACAGAGAGTTTTTTCAGCAGCCAAAAAGAGAGAAAAAGAGCAGTTTTTCGCAGTCAAAAATTCAGCCCTAACAGCCAACTTCAAATTGCGATTCCCGCTTCGTTTCTTGTCCGATTGAGCTGATTTTTGGACAGCATATTATCTTCATCTCAATCTTTGATTAGGAACTGACAGAGTTGGATTTGGTGGCCTGCAGCTTCAGTTTTGCTGTCGTGAACAGTAGCTGCGAAATTGGTGATTTTGCTCCTTTAATTCTCTAGATTTGGTGCAATCTTATTTTGTTGTTGCTCGTTGTTTGGCACTTGTTTTGTGGCCAATTTTGGAGAACAATATTGTAACTCTTGGTGATTATAGTGGAGCTTTTGGTCCCGTGGTTTTTTACTCTTCACATCGAAGGGTTTTCCACGTAAATCTTGGTGTCTTGTGTGATTGGTTTATTATTGCCTTGTTATATTTGTTTGGTTGAATTACTTGCTGCCTTACTATCATATTGCTTGTGGTTGTTTGTCTTCTCTTGGTTCAAATCGAGAAGGGAAAGTATAGACTTGGGTATTCTTCCGCTGTTATCCTGTCAGGCATTCTTTGTTAGTGCCTTGTCTTTCCCAACA

>rnd-1_family-194#LTR/Gypsy ( RepeatScout Family Size = 370 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCATTCGAGGACGAATGTTCCCAAGGGGGAGATAATGTAACACCCCGTA

>rnd-1_family-151#LTR/Gypsy ( RepeatScout Family Size = 481 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAACTAAGATTTCCAAAAGAGTTTTGAACAAGAAAAGGGAACATTGATTCCAAGAGAGCTTTTTAAAGCTAAAGTGTTGAGCAAATTATCTCAACCCAAAGAAAGGAAGTTNTTTTAAAAGCATGAGCTAAAGTATATTTTGGGAGTAGTATTGAGCACCGATGTGGGGATGAGAGTTCATATTAACTCAAGTCTCCATGTAAACCATGTAGCCATCATGGGTATTAACGGGTCATACTTTTTAGATGATCACGTAAGTTAAGCTAGTGGATCCACTAAGTTAAGGAGTTCTATACGACGGCAAAGTATAGGACGGTTCTGGCAGCGTGGGCAAGACGTTGTATCACCACTTAGGCTCATAGTGGTGGTTGTCGGTTAGAGAATCTCCCACAGAAACTATATTACTTTCATATATAAGTAAAGTTGAGTTTGTTATTGCATTTTCTTTAACGAACTAAGTTGTTTTCACTGTTTTACAAGCTTTATATATATCGCATGTGTTNTTATTGCTTTATATTGAGTTGAGTANTTCATGAGTTGAG

>rnd-1_family-230#LTR/Gypsy ( RepeatScout Family Size = 299 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATGATTATGATTATGTTAAGCTATGTATGATATTTATGNATNAAGCATGTTATGATGAAATATGAGANTATGTTGTANGTATGAAGTGGGTTGCTTAATGTGATACTTAGCTTTGGATAGGGTTATGGGGTTCTATTCTTGGCATTGCACAAGTATTGCTTGGGTTGCCTACATGTTGGGTTGATATTATGTTGGGTTGACTTATGATGCTCCTTATATGTGCATGTTGAGTTAAATTGATANAAAGCATGGTTTTGACTAAATTGTCCTTTTTTTCTCATGCATTGATGATTTTTATGCATAGGAGCCATACTTAGTACGTGTGGTTTGTACTAACCCATATTTTCTTCCCTTTTTCCCAAACANTGTAGGTTCGGGCCATTGAGGAGCTTCGAGGCCATTTGCAAGGAAGACTTGGATCTTTTCCCAAGTCGTTGGTGAGTCCTCAAGTTCGAGGATGGNGCCACTTTTCTANCTTAGTTAGTNTTGCCTATGTCTAAAGACANTTATTCNTTCCTTATGTTGAGACTNTCGTTGTAAGCCTATATGTGGCATATTGTANTNGTGTAAGGGCTATGCCCAAACTATTGTGATTC

>rnd-1_family-97#LTR/Gypsy ( RepeatScout Family Size = 704 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGTATTTATGAAAGATTTCTTTTATATAAATNTCGTGAAAAGTTTTAATTCCGCACTACTTTTCATGTCTTATGTAATGAACGATAGTTAAAGGGCTTGTACAAGACCCCGAAGGGTCAAGTACGCCNTGTCACGANNCGAGGGTTCTCCCTAACTTCTAGGGGGTGCTCCCGGGTCGTGACAAACNTGGTATCAGAGCATAAGGTTNTGGAAANTGTTTTAGGGTCCAAAAGTCTCATATNGCCACGTCTAGTAGAGTCTCGNTCATCGGTGTGAGTCGCGACACATCCATGGGCGAGAGGCTATAGGACGATAGAGTTTCACTTTCTTCATTACTCTCGTGTCGTGCCATAGAACTTAACTCTATAAGATCTCTCTCTCTTATGTTTCCTTGTCCGGTGGTCTTTTAGATGTGATTGCTTGGAAGGGGAGATGTCTCTATGCTTGAGGGAGAAAAGGTGAGTTTTGATGCTTATCTTGGTTTTGTGGCTTGATGAGTATGTGTGAAGGTGAATTTTATGNATTGTGATGTGATGCCATTTATGGCTATGTGTGANTTATGAGATTGGAAGTGTTATGTTGAGAAACTTTATGGTGATGTAGTTCTAAGCATGNTAAGAGTTATTATGGTTGAATGAAGTTCCTTTGAGATGAAATGAGTTATCTTATGATTATGTTCAATGATGGTAGA

>rnd-1_family-58#LTR/Gypsy ( RepeatScout Family Size = 958 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCTTGATTCTCTTATCATGATTAGACCTAGGGTTTCTAGAACTTCGATAGAACTTCATGAATTTATTAGTTATATGTTCCAAATCAGATTATCATGTTATTACTCAGNTTATCGCATGAATTTCAGAACCCTAGCTTTGTATTTCTTTAGTTCTTGAATTACACATGCTAGGTCAGATATTTCAGNCACTTCAGATATACATGCCTCAGTTATAAATGCATAATTACCAGATTAATTGTTGCATTCTCAGTTTGCATGTTCAGTTTCGAGCTATCCAGTATTTACAGAAATTCAGACATAATCAGTTAATTTACANAATTCATTGGGAGTAGCATAATACCGAGTTGGACTAGGGTTCAGCGTACCCAATTAGTCCCAGAACTACTAGCCAAGTAGGTTGTAAGTCCCCTCTGTGGGCAATCAGTTTAGTGATCACGCCAGCATGCCTTTATACCTTTGGCAGGGTATATTGGGTCCTCTCGATGGGGCGTATACATCGGACTCCACATTTAGCTCATGTGGTTTTATTATCGGTTATTAGTAGCTCCCACAGTTCAGTCAGACTCTCTGCATTGACCATTTATCAGTATATTCAGTATTCAGTTTCAGCATGTTATAAATTGGTCATTGCATCCAGTTAGCTCAGAATTCAGTATATCATGTTCAGATTATTATACTTGCTTTTGTGCTTGTTCAGTTATGTTTTATTTCAGCTTTACTCTATCCTACATGCTCAGTACCTTTCAAGTACTGACGCATACGTGCGCTACATCTTCTCGTGATGTAGGTTCAGGTTCTCAGCATCCAGATCACGCATAGATCGATTTCCGATCTCCAGTTCAGCAGATTCAGTGGTGAGTCCTCATTCTCCGAGGACAACAGTCATGAGTTTCATTTCAGTCTTTAGTCATTTAGTTTCAGTTTTTGCTAGACTTAGCTGGGGCTTGTCCCAGTATTTCTAGTCCAGTTTAGAGGCTATTTTCAGACATAGTTAGTTTCAGCTTAGTATTGAGTTAATATTTCCTTTGTATTAAACTCATCGTTTTCAAATATCTCAGTTATAGAATATGGGTATTCCCCATCTTTTCATTTTAAATTATGATTTAGCTTCCGCATCAGTTTATTATCTTTAGTATGCTCATGATCATGCCAGCAGGGTTAGCTTGGGATCACTTGTGGTCCTAGGTTCCGTGTCCGCGTCTCGGGGGTAGCTCGGGGCGTGACAAAACTTGGTATCAGAGCACTAGGTTTAAGAGTCCTAGGATGTCTGAAAAGCCGCACTAAGTAGAGTCCTTTTCATGGGTGTGAAGTGCACCACATCTAATGAGAGGGAGGCTACGAAGTGTTTTAGGAAAAACTTCACTTTCTTGTTACTCTTATCGTGCGTAAGGTATGATCTNATTCCATTCTAACTCGACGTTCTACGTTTCAGATCATGCCTCCTCGTAGAGCTAACGCTAGGAATGCGAATGCCAGGAATGCNAACGCAGCTCCTCCAGTCCCAGATNAGGAAGTCTCCAATGCTGAGTTCAGGAACGCCAATTCAGATGTTGGCTCAGAGTATGACCAACCAGAACAATCAGCGGGTTCANGCTCNTGCGAATGGAAATGGTGGATCAGCGGCAGCAAGGGTCCGTGACTTTGTTAGGATGAATCCGCCTGAGTTCTTAGGATCGCAAACTAGTGAGGATCCNCAGAATTTCTTNGATGAGATCAAGAAGATNTTTGAGGTGATGCAAGTCACTGGGAATGATCGGGTTGAGTTGGCATCATACCAGCTGAAGGATGTNGCTCATATCTGGTACACTCAGTGGAAGGANAATAGGGGTACAGATGCAACTCCTATTACTTGGGATTGCTTTAGTGAGACCTTTCTNGACAGGTTTTTCCCAATAGAGTTGAGAGAAGCAAAGGCCCAGGAATTCATGAACTTAAGGCAGGGTAACATGACGGTCCAAGAGTATGGGCTCAAGTTTAACCAACTCTCCAGGTATGCTCCTCACATGGTTGCTGACTCCAGGGCTCAGATGAATAAGTTCTTGTATGGAGTGTCAGATTTGGTGAAAACTGAGTGCAGAAATGCTATGTTACTNGGAGATATGAACATCTCTAGGCTTATGACTCATGCTCAGCAGGTTGAGGGTGATAAGCTTAGGGAACANGCCAAGGAGAATAAGAAGGCTAGGACTGGGAACTATGACTATTCTCAGCAGAAATCGGGTGGTGGAAATCGCTCGCAGAGTCAGCAGAAGTTTTCAGCTCCAGCCCCTTCGTCAGCTAGTGTTCCATCCTCCAAGAA

>rnd-1_family-316#LTR/Gypsy ( RepeatScout Family Size = 166 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGAAGAGAAAAGAGGAGAAAAGAGGAAAGGATCAAGGCGTTCGTCGACGTTCTTGAGTTTNGTTGCGGATTTTCGCCANGGGTTTGATCCCTAAGAGGTATGTGAGCTTCCATAGCGTTGGGTTCGTTCACCCACGCGCCAATCATGTTATTTTTCAGCGNAATTTCGTTCTTAAA

>rnd-1_family-147#LTR/Gypsy ( RepeatScout Family Size = 510 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGAAGTGTGGCAAACTNCATGGAGGAGAGTGTATGATGGGCTCTAACGCTTGTTACAGTTGTGGCAAACCGGGTCACATGGTGAAGGATTGTCCGAATAGGAGAAGTCAAGAACAAGGGAAGGAGAGAGTTCAGCCTAATGGTCCAAGTGAAGAGGCTCCAAGGAGGCAACGATTCTTCGCACTCAAGTCTAGGGGTGCAGGGGAAGGCACCTCTGGTGAAGTCTCGGGTGCGTAGCCTTAATTAGTCTTTCATGTATTTGACTGTGTATGGTGTTTATGCACTAGTATGAGGTTAATATGTTTGAGTCATCATGTTGGTTGCTGATTTGTATGACTTACATGTTTACTTATGTTGTATGCTTTGATGAGACTAGTTTAGGAAAGAGTTCCTTAGTCTATTAATGTGAAGCTACTAGTAGGTTTCAAGGATGTGCACCATCATGTTAATATGTGAATCAGATATTCACCAATGGGGAGTATTGAATTACCTATGTATGCATACGTTCTATAGATGACTTACTTATTGTTAGTAAAGAGTAGTGTCATTCGGGGACGAATGTTCCTAGGGGGGGGATAATGTAACAACCCTAAAAATGGATATGCTAAGTAATGCTTAATGTGTCTAGAATGCCTACGATTAGACCGGGTTCACACGGATTGATGCGCGTAGAACCAGACCTCTGAACCCTTGCNACAGCCAAGCCAACTAACTTGGGGAGTTAGTTGAGCTAGGAAAGGTTGGGTCCAACCATGTAGGGCTCTCGAATACGAAGATTTACTCGAATGAGTCTTTACCGGACTTAAAAAGGGGAAATCTTAGGTTTGGAGGGTCTAGGGGTAAAATGGTCTTTTTCCAGGCTAAGGGTAGTATCGTAATTACCCTAAATATATAATTAATTATTTAATTAATAAGGTGGAGGGGCATTTTGGGGAGAGAGGGCCGAAATTGGGCTCTTGAAGCGAAGTCTTGCTCCACCCGGGTTCGAACCTAGGTGGAAGCAATGANTTAAATT

>rnd-1_family-298#Unknown ( RepeatScout Family Size = 178 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATATAAGATATACATAATATAGTCTTAAAAGGGATGTCTCATATTAAACCATCTAAACGGAGTANAACAATTCGGGCATAGCCCTTACACAAATGTANAANTGCCACATAGGGCTTACAACAATATCTTNAAACAATAAGAANGAAATGAATGTCTTTAGACTATAACAA

>rnd-1_family-274#Unknown ( RepeatScout Family Size = 217 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTAATTAATTAATTTAATTAAAGGACCGATTCGGGTCGGGTCGACCCGAAGTGACCCATTTCGCGAGGGTCGCTCCACCCGGGTTCGAGCCCCGNTGGAAGCAACGAATTGGTGATTTAATTATNATTTAAAATCTGATTTTTTAGGGCATAATGGTCCTTTCACTAANTTAANTAAATCAGATTTTTATTTAAATTAATAAGGAGTCCTAGTTTGACTAAGTCCTAAACTAAAACTCCTAATCCTAAACTACTCTCTCACGCATCTCTCTCACGTCTCATCATCTCTCTCACGTTNTCTCTGCCAAAACAACTNCAAGAACAGAAAATANACCAAGAGTTCTTCACACTTGAAGAACTCACACGAAANTTTAAGAAAAACAAAGTAATCAAAAACGTTAAGGCAAAGAGAAGTTGTCCGTCGAGTTGGTGTTGACGTTGAGGGGANTTGGACGTGATTTTGGAGAAGGTTTTGGGCAGAAACTTCA

>rnd-1_family-36#LTR/Gypsy ( RepeatScout Family Size = 1179 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GATACATAAGTCGTACGTGAGTAAAATATTCAAGAATAATGCCATCTACTTAGATCAAAAATCAAGATCTTGGCATATATACAAGATACATAAGTCTTGTATACATAATCTTAGGAAAGTAAGAATCACTTAACGAACTATGAATGAAGCCCCATGGCTTGTATGTATAGACACATAAGTCTAACATACGTTCAAAAATAAGTGAACCTAAGATGTACGTAATGAAATGATGAACCCTATGAGCGGTTAAGTACGAGTGTAAGATACGCTAAATGGCCAAGTGCGTTGGCATATGATGAGATGAACTATGAAATGATGAAATGAACATTCACGTAAAAAGGGGTGAGTAATTATGAAGAGCAAATGTGCTAATGTTAATGAATGTGGTGACAACATGATATGAGGCTAATGTAAAAGATGAGAGCAATCTCAAATGAGCCTAAGTAAATGTTACCAAAACGTACTCACCTATGAGAGTGTAAAGTTAATGAAGAGACCAGTCTCTATGAACACTCTAATGAAAGTATTGAGATTAACACACTTAATACTAATGATGAGATGAGAAATCATCTATTGAGCTATGATGTCCTCATACTAGAAGCCAGCTTCCATGACGTATGAGTTGAATGTAATGGAACTTTATACTGAGCACCGATAGACTAGCTATGAGCGGTGATGCCTTCTTTCGGGAAGGGCGGAGGTTCACGTAACTCTCATGAGATGAGACTGTCCGGCATGCCGGGTATGGGTCTCCTTATATCTCCTAGTCTTCGAACCTATACTGCCAATATAGGGATCTGGCGGGGTTCAATTCCCATGTACGCTAGCATGTTTTGGGTCACTTTGGCCGGTGATTCCACCTCTTTTCGGTGTGGGGGAGACACTGGATTTCATGATGCTCACATGATCTATGTCGGTTAAAGTTAAAGTTCCCAATGAATGAATGAGGCCAGCCTCAAATGATGCACATAATGAAATGAATGATACCAAAGGTGTTAGGATAGGATAATCAAGAGGTGAGCTAGACTCAAGTAATGACACTAGGTCATTCTTGGTCATTGCACAGCGAACCCGATGAAAGTCTTAAACTACATCCTAGGTATAGCTGGTGTTTACACTAGCCTATGAATGAAATGAAGTACGTATGAATGAATGAAGCAGACTCTGTGTTTGCTAAAGAAGGCTCCCTAGTTGAGGTCCCATATGTTGAGCCCTCATTTTGGGAAGTCTTAATGTCAAGTCCATGATTCCAAGGTCTCATGGCATATGAATGAATGATATGAAAGACGTTATGTGCTATATGCAATATGNTATGTGCTATGTGTAAGATGTTATGTGTTGTGTGCAATATGATAAGTATG

>rnd-1_family-192#LTR/Gypsy ( RepeatScout Family Size = 372 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCTTANTGACTATATGATGAAGGTCTTGCTTGACATGAATGAAGTTGTCTNTACTTGTCATGTTGATGTATGAAGTAAATGTTAAGGCTTGTGGTCTCNTCGTAGGTTTACTAAGTATGTGTGAGGTTATGGGGCTTCACATGTACATTGCACTAGTAGACTTAGATTGGGATTATGAGTAAGGTCTTATGATGTTTTATATGAAGTGAAGTCAAGTATATGTGCGTTGACTATNGCTTACTATGATGTTATTNGTAGTCTTGACTTGNATGTTGTCTTGGAATGAGTCTTNTATGTGGTTCATGNANTATGTTGGGTCATATGTGAAGTATGTGTCTCATGATATGCTATGTTTCTATGAATGTNTATGTTTGAGTTAATGAAGGTTGTGTGAATGTTCACCTTGGTGACCTTAAGGTGATGCTTGAGTGTGGGTAGTGGAATGGGACACTATTCATGCATTGCACCAAGTATTACT

>rnd-1_family-368#Unknown ( RepeatScout Family Size = 126 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAATTAATAAATTGGGCCCATGTGCCACGTGTCGTANTTTTATTNGTTATTTTTCAAGACAACGCGCGTGNATTACACGCACAATATTTTTNAGTTGATTATCATTTTGTGTTTAATAGGTACGTATTTNTTAATATTAAAGTGTTCAATAGGTACAAGTCTTAGTTGAGGTGTCTAAGTGAATTATGCGGACAACTTTAAGGGGCCGCGNATGACTTAAGCC

>rnd-1_family-351#LTR/Copia ( RepeatScout Family Size = 138 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAATGTTATTTGTAGTTTTGATGATTTGACAAACTTAGGGACCTCGTAAAGGTACCAGGTTCTCTACTTGAGTGTTGCAGGTGTCTTGCTTGAAGTATTGCAGATGAAACAAACTCAGGGACCTNGTAGAGGTACCAGGCTCTCATGATGACGAGCCAGTCGACTGCCAGCTGGAGACGGTACAGAAAGTAGGTGCACACTTCCCGACGGCGTCGGAAAGTGAGACCTCTCCAACCAATGGCAAAGAGTTTAGGAAAGTGACTTGTCCATATAAAAGGCACTTTCCTAAACATCTTTCNTTAGTTTTTGCAACTTGATAAAAACTTTTCAAGAACTCTTGCAAAGGCTACTACAAAGCAAAGGCAGAATTATTCCAAGAACAACAGNAATCTCTGGAGCTTTTCGTGTAGTTGTTTAGGAATATATTCTCTTGTTCTTACATTGTAAACTATTCCTGAATCTATAAAGGAATCGGTGTGTTGTGTTAAAAGTCTAGGTTGTCCAGGTGGGATAGCTTAGTGGGTAGATTGTATTTCTACTTAGGCTCGTTAAGCAATAGAGACTATTGCTTAACGGTGAGATTAANAACTTTTTCTCACGTTTGGTGTAATCGTGTTTTACTTTTGCTTTTGAAGATTAGTGAAAACGGTTGAAAATCCTGTGAGACAGGTCGTGGTTTTACTCCCTTGAGCAAGGAGGTTTCCACGTAAAATCGTTGTGTTGATTTTACTGCATTTAACTTTCTGGTAATTCTCTGAAGTGAGTAAGGGACCTGGTCCATTACTCGTTAAGTGAACGCATATATTCTATCA

>rnd-1_family-2#LTR/Gypsy ( RepeatScout Family Size = 2164 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGCGAGGAGAGGCTAAGGAAGCACAAATCGATGAGGAAGGTGTTTTGAGAATCAAGGGAAGGGTATGTGTACCCCGCGTCGATGATTTGATCAACACTATTCTGACAGAGGCTCATAGTTCAAGGTATTCTATACATCCGGGTGCAACCAAGATGTATCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGTGATATTGTTGATTTTATTGCCAAATGTCCAAACTGTCAACAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACANTGGGNAAGTNTGACTCTATTTGGGTGATTGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTTTACATCTCGGAAGTNGTNCGATTGCATGGGGTTCCACTCTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCGGAATTGGGTACTAGGTTGGACCTTAGTACTGCGTTCCATCCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAAGTGTTGGAGGATATGCTTCGTGCATGTGTGATAGAATTTGGTGGTCATTGGGATAGCTTCTTACCCTTAGCGGAGTTCTCATACAACAATAGCTATCACTCAAGCATTGATATGGCCCCATTTGAAGCATTGTATGGGAGGAGATGTAGGTCTCCCATTGGTTGGTTTGATGCATTCGAGGTTAGACCTTGGGGTACTGACCTTTTGAGGGATTCGTTAGAGAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCGCAAAGTAGGCAAAAGGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTCATGGAGGGTGAACAAGTCTTGCTGAAGGTTTCGCCCATGAAAGGGGTGATGCGGTTTGGTAAAAGAGGTAAACTAAGCCCAAGGTATATTGGTCCATTTGAAGTACTTAAGCGAGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTCCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATCCGTTGGGATTCAGTTTTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCCATTCTAGATAGAGAAGTTCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAAGTTCAATGGAAGAATCGACCCGTTGAAGAAGCCACTTGGGAGAAGGAGGCGGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTCTTGTGATCGTTCGGGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAAACNGGCTGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTCCAAAACACTTAGAAANTCTGAAATTGGGTACTGAAATCGACTCTCTGAACTTCGTGACGGAATGGCAGGACGGACCGTCACAGGCGCGACGGACCGTCGCGGTCCGCCGTTTCAAAACACTTCAACTCTTGAGAATTTGGTACAGGGAACGACTCTCTGAACTTCGTGACGGAACGGCAGGACGGACCGTCGCAGGCGCGACGGGCCGTCACAGACTCCTCGGTGGAAATCGAGTCTCTGAACTTCGCGACGGACCTGCANGACGGACCGTCGCAGGCGCGACGGGCCGTCACAGGTTGCGTAA

>rnd-1_family-126#LTR/Gypsy ( RepeatScout Family Size = 577 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGATTATATGAAGGAGTGGTTATGATGATCACCTTATGTGTAACTTGTGCCTAGTCTCCTNCTCTAGTTGTGAATCTAGGTNATGTTGCTANTGTTATGAGCATGTAAATGGCTATGTTAAGNTTATGTGTACTTGCTGCCTATGATGAGGTCTTATAATGCTATATGTGATGTAAAGNTAAGATAGGTGCATAAAGACTAGAGCTTACTGTAAGAATGTTGTAAGTCTTAAATAAATGAGTCTTATGCTATGCTAACCATTCTATGATGTTGTGTGATGTATCATTNACTAGGATGACTTGATAGGTGTACTAGTATGGGCAAGGGTATGGGACCTTGTCTATGCATTGCACATGTGTACCTTGATAGGATAGTTCCTAGGTTGGTCTTCTATGTACATGAATATGAATGTATGAACATGTTATGAATATGACTTATATGCTATGATGTTAAGTATATGATATGATGAAGTATGAATGTGCATAGTGTCTTAGTGTGTTTATATGAAAGGATTGCTCATATAGTTACACNTATAGACTTATGCATTGATATATGAACATGTGTGACATTAATGTGTTATGTGAAAGGTTTGCTCACATATATGTATACACACACACATGNATGATGATCTAGTCAATAGAGGGGCCTTGAAAGGTGTGCTCAAGTGTACCCTAAACTAGATAGTGCTTACATATGCTATGTCCATGTGAAAG

>rnd-1_family-355#LTR/Copia ( RepeatScout Family Size = 136 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTATAAATCCATTGAATTANGTGGATTGTCCATTAGATTTATTCATGAATTANTTGTATTCATGTATGTATATTTCCAAGGTGATATGAACCTTTATGGATAACTATGTATCTACTAATTTGGTGACCTTTGGGGTGATATCTCAACACTATAAATAGAGATATCATTCACCATTTGTAGNATACACTTGAATAAGAAGAAAATTCCTCTTCTTCTATCTACTTCTCTTGTCTTCTTCTCTTTATGATTATATTCTTATGAGCTTGATTTTATAACACGTTATCA

>rnd-1_family-229#LTR/Copia ( RepeatScout Family Size = 301 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGAGTTGTGGAAAGGNNGNAAGCCNAACTTGAAATATCTCAAAGTGTGGGGNTGTCTAGCCNNGGTAGAGGTTCCTTTACCCAAGAGGGTTAAAGTTGGGCCCGAAAGTTANTANATTGTGTCTTTNTTGGNTATGCTGCGAATAGTAAAGCCTGTCGATTTTTGGTTCACAAATCTGATAATCCTGAGATTCATGTTAATACGATAATTGAATCAGATAATGCAGAGTTTTTTGAAAACATTTATCCGTATAAAACTGAAAGTGAGTCAACAAGTGAAAGACCTAAACGACCACGAGAAGAATCAATGGAAAATATTCTAACTAGTGAGGAACCTAGGCGAAGTACTCGACAACGAAAATCTGTTTCTTTCGGACCAGATTTTGTAGCACTATTGCTTGAAAATGAGCCTCAAACATTTAAAGAAGCNATGTCTTCGTCAGACTCAACTTNTTGGAAAGAGGCTGTCAATAGTGAGATTGAATCAATTTTAAGCAATCACACTTGGGAGTTGGTTGATCTTCCTCCAGGAAATAAACCTTTGGGTTCAAAATGGATCTTTAAAAGGAAAATGAAACCTGATGGAACTATTGACAAATATAAAGCNAGACTNGTTGTCAAAGGNTTCAGACAAAAGGAAGGTCTNGACTATTTTGACACATACTCNCCAGTAACNAGGATNACATCAATTCGGATGTTAATNGCNCTAGCTGCAGTNTACGATCTTGAAATTCATCAAATGGATGTGAAAACAGCCTTCTTAAATGGAGAGTTNGAGGAAGAAATTTACATGGAACAACCCGAGGGTTTTGTAGTTCCTGGTAAAGAAAAGAAAGTGTGCAAACTTGTTAAGTCACTTTATGGACTAAAACAAGCACCNAAACAATGGCATGCGAAGTTTGAT

>rnd-1_family-75#LTR/Gypsy ( RepeatScout Family Size = 856 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CCTCAAAGTATGAAAGATAATGAAATGAACGATACCGAAGGTGTTTGTGCAAGACAATCAGGAGGTGAAATCAGATTCAAGTAATGACATTAGGTCATTCTTGGTCATTGCACTTCATGATCCCGATGAGAGTCTTAAACTTCATCCTAGGTATAGCTGGTGTTTACATCAGCCTACGAATGAATGAAATGAATAATGTGAAGTACGAATGAACGAATGAAGCAGACTCTGTGTTTGCTAAAGAAGGCCCTCGGGTTGAGGTCCCATATGTTGGGCCCTCACTTGAGATGTCTTAATGCTACATCAACGATTCCAAGGTCTCGTGTATATGAAATGTATAATATATAAAACATGAAAGTAATGAAATCAATGGCATGATCAATAGAGANTTGCTTATGAAAGGTAATGAATATATAATGTAAAGAATGACTCGTTATAAGGTAGNNAAATCATTCCTTAGTCCTTGGATTACTTACTCGATTCATTGTGGGTATGGGACTACAATGAATCATTGCACTTGTAAGTAAAACATAGGACCAAAGGAATCATTGAACTACACAACAANAAGAAGAAAAAGACTGAAAAATAAACTAAGTGTACGAAGAGGAGCTCTCGGCCTAAGAGGATCAAAAATCTCAAATCTTCGCTCGAGTTGTTCTAAAATTATGTTNATGATNCTAANGTCTTGTGNTCATATAGAAAATGAGTTGTGTGCTTTGAATGCATTAAAATACGTCATATTCATACCACGATTCACAAATAACGAATTAGGAAAGTCTAGTGACTNCGCTTTCCAGAAATGGCATGTTGTTATAGGAAGAGCTTTCCTTGATCATGCATAGTCCTTATGTGTATGTGTGCATACACCCATACTTAGTACAAGTGGTGTACTAACCCCTACTATTTACTATTTTATAGGTGCAGGTCAGAGGACAGATTGAAGACTCTTGAAGCGGTTTGGACTTCAGCGTTTCTCCAGACCATTTGGTAGGTCCTCTTGATTTCGAGGATGCTACA

>rnd-1_family-182#LTR/Gypsy ( RepeatScout Family Size = 394 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATATATATATATATATAGTTAAGTTATTCATGAGTTGAGCAGAGCCAAGGTAAGTGTTTCTTCTTACTCCCTTTCAAGCTTAAGTTNTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCGTNTTATGATGCAGACGCAGGTAACCAGGATCGGCATCCGGCGCNTCGTTGATCCAGTTGAGCACTCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGACACCTTTTTATTGTTTTTTAGTTTTTAGTTCATTAGGATGTTGTGGGGTCTGTCCCAACATCCATCTCAGTTATTTTAGAGGCTTCATAGACAGTTA

>rnd-1_family-271#Unknown ( RepeatScout Family Size = 226 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTACATTATCATCNTGGTGTTAATGAGACTTGTCTCACGATTTCTAACACCCTCTTACGTGAGTATCTTTAACATAATTGTTTAGGTGTAAGTGAGACTTGTCTCACTTCCTTTAACACCCCATTCTAGGTCANTTTCATAACTCATAAGCTTTTAATTATGTCATTACTCACCTTATCTTGTTCAATGTTATTTGGTAGCTTTATACCATTCTTTATGAACGTTATGAGNACTTATTCAATGTGCTACTATGTTCATAAGTTCATTTGGATAGGGTATGTTGGGACTTGTCCCAATGATTGGCATACCCTTGGTTATGAGTTCATTGAGTTACATCTTGTCAAGTCAATCTTTAACATGTATTTGGCCTTACAAGAAACATCATAATTTACATTGGCCATATAAGATTGGTATGACTTAGTCATTGGCCAATTCTATNACATATTTTGGAAATAATATTGTTAGCCAATTTATTGGCATAAACCAAACTTTCACTAAACACTTGTCATGANANTATCATTAGCCAAGTCAATTAACTTCATGTATATACTATAGTAATCTCATCATTTTAAGCAAGCCGACTTTTAACATTT

>rnd-1_family-337#Unknown ( RepeatScout Family Size = 147 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCGGGGCCCAATGCCACGTGTCGTTATTTAATTNGTCATTTTGCCACGTCANCGCGAGTGTATTACACGCACTTTATATTTTTNGCTGATTGTCAAAAAATGTCTAATAGGTACGATTTTTGAATAATTAAAGTGTTCAATAGGTACAAGTCTTAGTTGAGGTGTCTAAGTGAATTATGCGGACAACTTTAAGGGGCCGCGNATGACTTAAG

>rnd-1_family-404#Unknown ( RepeatScout Family Size = 107 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGATCTTCTTAATTCGATTGTATTGTATGCTAATTGATCATGATTGAATCACCTAGATATGAATTGAACTAGGCTTAATTGATCTAGGATGATCTTGACTTGTAAAGTTGGAATTGAACCTATGTGATCATGTATGACTAGAATTACCTTCTAATGATCAAATTGAATGAATAAGCNTGTAATTGAACATGGATCATGATGAATTGAAGGTAGTAATCGATTATAGGGCTTGTATGCCATTGNTGCTAGGGCTTTGGGGTAAAGTCATTATGAGGGGATCGTGATGATGTTTTCTTCTCTTNTACACTTAGACATGAACAAGCTAGGAGAAGCAAGTTCTCTCACATAGATGGATTCTAGGTTGACCTAANAACCTAAAATGAATCAAGGCATGNTGGACTAGAATAGCTTGAAGTTGNGTTGTATGATCNCTTCNTGTGTAGTTGACTTGGTAAGATAAGACCAAGGCGTGATAGCTTGAGATGGTAGGTCTCATGGTAGCTTGAGATGGTGAATCTCATGGTAGCTTGAGAT

>rnd-1_family-285#LTR/Gypsy ( RepeatScout Family Size = 200 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAACGAAAAGCAAAAACANTNTTCTCGACGGATTGTGCTTGAGATTTGGTGGTGGACGTGGTTTGGAGGAGGTTTTTGGGCAGCAAGTTNAAGTGTTGAACGACGTNAAAAGGTATGGGTTTTCTTCTCTCTTGGTCCCTTTCCCAAGAGACCCCTTAAGGTTCAGAATATTCATTCCGAAAACTAGGGTTGTTCCCCGTTGCATGTCCCTGTCACTAGCTCCCATTGAATCGTAGGTTGGGTATGTTTGCTGGTAGANAATTAGGGATGTAACGTGTTTTCGTGATGATTATGTGTTTATATGTGTGTTCGGAATTATGTGAATGACGTCGATGTTTCCGAAAATGTAACTACGTGTGTACGTGTGTGTTGCCGTGACTATTGTTCACGGTTTGGGGCTCGAAATGGCATGTTAATCGTTGTATTTCATGTACANACGTTGATGTAAATCGTGATGTTCATATGAGTTGAAATGTGGCTG

>rnd-1_family-20#LTR/Gypsy ( RepeatScout Family Size = 1456 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAAGTTCTTGAATAAGGTTCTTGGAAGCAAGAGGTAAGTCTTCTAAAGTCGTGATTACTCTACGATGTTTATGTTAGCCTATAAATNATGATGCTATGTTATGAAAGTATGTATGATGTTGCTATGCGNATATGTTGGGCTATGAATATGTTAATTGTGAGATCATGATAAGGATACGATAATGCAAGTTATGATATTCTCTTGTATGCCTTACACGANATGATTATGATATGTTAATCTCACANATGAAGGGTTGTGATGAAAGGAAATTCTCATCTAATCCTAANGAGCTNATGATCATGTTTATACAAGGGGTTAATCTCCTATGACCTATGATAAGTTATGATAAAAGACGACTTAAAGGCATTTCAAAAAGGGACTTTAGCTTAGCACCGAGTGAACTAGATATGAGAGGTGTCCCTTCCCTAGTNGGAAGGTAGGTTCACAATGATTCTCATGAGATNGAGGCTACNATGTAATGTGGAACTATGGGTCTCTAATATATCTCCTAGTTCTTGAACTATGTTGCCNCCATAGGAATACTAGCTAGTGGATCCACCTAGAATGCTATGTTCATGTTTGGTTCTACCTTGGCAAGTAGACCACCTTCTTTCGGTGTGGGGTTTCATGACACCGGATTCCACGTTTAGCTCACGTGGTCTATGTCGGTTAAGGCGANTGTTCCCNAAAGTAAAATGAAATACAAGTAAATGAACGCTAACTAGGGTGACTTAAGGGGTCTACTTAGTATAGGTAGGGGTATGGGACTCTACCTATACATTGCACAAGTTGACCCTGAGGGAAGTCCTAGGAGGTTGTTCTTATGTAATATGATAACATGAAATGTATATGTTGACGNTACATGNTGNTGATCTTATATGATGTTGGTCATTATGATGAACATGTTATTGGTCTATATTGCTATATGAGGTGATGACTACTTATGTTATAAGTTATATGAAGCGAGGCATTACTTATGGTCTCTTATCTNGTTTACTTGGTTGTGTGGGGTTATGGGGCTTCACATGANCATTGCACTTGTAGGCTTGGGATGGGATCGTTGGTAAGGGTCTTGTATGTTATGTTGATATGANCTATTGAACATGAAATGTTAACATGACTCTATGATGATATGTCTTTGATTATGATCATGCTTTATGTTGATGNAATCCTTAACTTGTATATGTTCTATGGTATGTGCATTGAAGACTTTCANATGACTTAGCATGTTTTCTAAAGAATGATAAATGATCCTTTTCATGCATGTCCTTAAATGTTATGTGCATATACCCATACTTAGTACATGTGGCGTACTAACCCCATTACTTTATATTACTACAANTGTAGGTTCCGGCCATTGAAGTTTAAGGAGGTCGATTTGAAGAAGCTTGGAACTCTTTCTCCAAGTGTTGGTAGGTCCTCATGTT

>rnd-1_family-157#LTR/Gypsy ( RepeatScout Family Size = 466 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTCTAAATANGTGCATATTTTGGTAAAAGTTCGTGCCAANNTGAGTTTTAAGAAAATGCTTTCATGCTCTATTCTTGCACTTATGTGAAATATGTATGCATATGTTTTCTTGAGATTTTGTTGTTTTGNTGTTGTCTTGAGAAGAATGATAGCATGGTAACTCTTTGATGTTCATNTTGAGCTCATGTTGANGTTGAGAAGGTAGTTCCTCATTATGTGTTATGAATGTTGAGCTCTTATATGTNGTGAATCGTGAATTGAGTTGCTATGTGTAATGTCATGTTATGTGTTGAATGGAGTTGTGAANTACTCCTATGAGTTGTGACTCATTATGATTTTATGTTGTTGTTGGTTGGGCTGCTAGTATTGAGTCTATTCCTCCCTCCAAAAGATTTTAGTGTCATTCGGGGACGAATGTTCCTAAGGGGGGATAATGTAACACTCCGGAAATTCCATGACTTAGACTAGAGCCTAACNTATTAAATAATGTTTAAACGATGTTTCNAGACCTATATTAATGTAATAAACTCATTTAGAAAAGGTTAGAGCCAAAACGTCAAAGAAAGACCTTGA

>rnd-1_family-244#LTR/Copia ( RepeatScout Family Size = 264 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGTTGATTGGATCAACTAAAGTTGAGACTAAATCCCTAAATTCTGAAAAGTATAAAAGGTGAATATGGGCCCGTTCACCTATCATGTGATATGATAAAAAGATGCATCTATAAGATAATCACATGTGCGTTTGTTGTCAACATGTAGTTTGACATTCACAAAATTGTTTGTGCAAAAATAATTGAGTTAAGAGCACAATTTCAGAATATGTAATCAAGACAATTTATCTTGATAATATTGATAAATACTCAAGATGATGTGACATTAAATGTCTCAAATAGTGAAATCATTGCTTATGAAAATAAAGTTTCATATGTTGATCTGAAATACGATATTGCATACAAANGTAATTGTATGCATCAGACCGATAAATTATGATCAAATTTTCTTTCAATTGATTTATGGTCGGGGACCAAATATTTTTCATCTGATTATTTTGATATGTAGTATATGATCAATGAATATACAATGATGCACAAAGATAGATTCTCCAAAGATTGAGATATATGTTAGTTTGTCTAACATAAGGGGGAGATTAGAAGCAACACAAGAGTTGTAAATGCTCCTATTGAATGTCCCTGAAGGACAGAGTCTACGACACGCATGAAGCGTGATAGACCAATCGATTCTAAATANAANAATCCTTGAAAAAGGGGGAGGATCAAAGAATCAAAATGATCATAATAAGGAGGCAATGTGCTCTTGGAGAGCCTACGACATAACACTTCATGAAACCTCATGAGAGGGGTAGNTACCTAAAAATAATGAAGTGATGAGATCTCGATAAGTTATGTCGTATTGTGAATCGATACAAAATGATATATCGTCGACGATATCTTTGATACGAGGTAGCGCGCAATATTGTAAANGATTACGAGGATATGAATTCTACATCTATTAAAGCATGCTNGTGTAGAAATAATTATCAAGTGAAAAGTGGAATGATGCATCTTGGTAAGCGTAAAGCTTATTTGACTTGCAATCTAGGCACTAGAAGATGTCATACATCTAATATTGAATGTTGTCACTTGACAAAATTGATATGAAAATATCCGATGGGTTCAAAATCTAAAGCATATACAAGTTTTTGGAAAACTTGTTTATCATCCTCATAAGGATTAAATAGATTCAAAATGCATAGAGCATATACAAGTATTGTTATGCAAGTTGATGACTAGAATTGAAACTCTTGAAGAGTTTTCAAAAGGCAATAGATTATTTGCTTAAAGAAGTTGAAGTAAGGAACTTGCAGAAATCTTTGATCCTGAAGGGAGGATTCATAAAAGGAGATAGAACGAAACATATTTCGCCAAAGTTTTTCTNCACNCATGATCTCCCAAGAATGGTGATATCGACGTGCAACAGGTTCGTTCAAGTGATAATNTNGTTGATTTATTCACCAAGTCTCTACCAACTACAACTTTCGAGAAGATGGTGCACAAGATTGGAACGCGAAGAAGATAGTCTCTGAATTGATGTTTTCATCAGGGGGAGTTAATACGCGTTGTACTCTTTTTTCCTTAACCGAGGTTTTGTCCCACTGGGTTTTCCTGGTAAGGTTTTTAACGAGGCAACAATAATGCGTATTANNAGATATGTGTACTCTTTTTCCTTCACTAGATTTTTTCCCACTGGGTTTTTTCTAGTAAGGTTTTAACGAGGCACATTATCTACGGACATCCAAGGGGGAGTGTTATAAACA

>rnd-1_family-295#LTR/Gypsy ( RepeatScout Family Size = 182 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAGCCTAAATTAGTTTTTCATGTGTATGGTGTTTATGCACTAGTATGAGGTTAATATGTTTGAGTCATCATGTTGGTTGCTGATTTGTATGACTTACGTGTTTACTTATGTTGTATGCTTTGATGAGACTAGTTTAGGAAAGAGTTCCTTAGTCTATTAATGTGAAGCTACTAGTAGGTTTCAAGGATGTGCACCATCATGTTAATATGTGAATCAGATATTCACCAATGGGGAGTATTGAATNGCTTAGGTATGGATTCGCTCCATAAGTGTTATGCTACCATAGACTATCGAAACAGGGTAGTAAGGTTTCAGTTTCCAAATGAGTTAGAGCTGAAATGGGAAGGGCGTGGTTCAAATCCAACAAGCCAAATAGTTTCNAATCTTAAGGCCAACAAGATGTTATCTAAGGGGTTANATATACTCTTCCTAAGTCTGATTTTGTTTANGAAACTCTAAGTTTTAGTGCATTAGTCGATTTTGTGTTNTAAGTCCATAATCGTGTGTTTTATACTTGCACTATATGAGTTAANATGAGTTCATGCTTGCATTCATGTTGCTGTTTTTGTATAGCGTNGACATGATTTTTGTGTTGCATGAGTTGTGATGTGCATTAAGTTAAGTGNGATTGAGAAGGAAGTTCCTCAATCTCAAATATGAAGCTTCAGATAAGCTTTGAGTGATGTGCATCATCCAGAGTAAGTTGTGAATCAGATATTCACAAAGAGTAAAGTTTCAAGTATGTTGANGTGTTTTCGAAAATCACCCTCTTTGTTTCAAAATGATGTGTAGTGTCATTCGGGGACGAATGTTCCTAAGGGGGG

>rnd-1_family-55#LTR/Gypsy ( RepeatScout Family Size = 969 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCTTCATCAAAAAATNNTTGGTGTTTCTTCTCATTGAGGTATGGTAGTCATCCTTGAACTCTCTTCCATTCAAGGAGCCATTTCTAAAGAGATTTCAAAAAGGGTTTTCAACCCTAACTTCTTCTATCTTCGACTCTAAGTATGGGTCTTGCATGAAAACGTTTTATTAATGATTCAAATGTTAGTTGGTGATTTTAATGTTAAAACTTCAATGAAACCATGTTAATGCTTTTTATCAACTTTTAGCTTATGAAATGGGTTNAATGAGCATGATTTGGTAGTGTTTGAGCTTTGGTTTCTTATGATGAATTATTGGATATTGTTATAGCTGCTTAAAGCTTGGATTATATGATAAGTTGGTTANATTGTTTAGTTTNATTATGAAATGCTCTTGAGTGGTATGGTNAGTTCTTGGTTACGTTGTTTACTTNAATTTATGAAATGCTCTTGAGTGGTATGGTCCACCTTCTTGGTGGCGGTGTTTACTTGAAGTATATGATAANTATGNTATTCTTGTNAATGTGTNTTATGAAGCGATTATGTGAAGTAGATAGAGTGTATGTTAAATGAAGTTATTCTTGTTAATTGTTTTATGAAGCTTGTTAAGTGATGTTAAGGATTATGTCTAAATGAANTATATGATTATGTGAAGCATGTAATGTGTGATGTGATGAATGAAGGTCTAAGCATGTATAGAAGTTAAATGTNAATGAAATGATGCTTATGTGCAAGGTGTGCTCACATGTACACACACACTCACACTTGAATGAATGAATGAAGCTAAGTTAAGTCCTAAAGGGGAGTTTTGGGGTGAACACTCTTCGTGAGTTGAGATGAAGTGTTTAGTAGCAACCTCACTACATCCCAAGAGCTTTCTAAGATAGGTTGGAGGATGAATGCCCTTCGTGAGTTGAGATGTGGTGTTCACTAGTTATCCTTAACCTATAGTNTATAATGTTNAGAATCCGTGGGGAGTTATGCCTAGCACCGAGAGGATATGAAGAAGAGGTGGTTACACTTCGTGAGTTGAGATGTTGTATTCCAATGTACCTCTTGAGATGAGTACTCCTCGTTAGTAGAGAATGAGTTACTTAGTAGCAATCTCCTTATCCCTTAACTATGCGCCCGCATAGGTGTAGCTATTGGGAAANCCATGTAAAAGCTAAGAGAATGACCTCACTCTAGGCAAGTGAGGATCCCTCATCCGATAGGGTTAATATCGGGATTCCATGTCTAGCTCTCATGGTCTATGTCGGTTAAGCTAACCCCCACAAAAGAAATGAACGTGCTAAGTCTTCTAAAAGAGTGTACTACTTAGGGTAGGTGGTGGNATGGGACGCTATCTATCCATTGCACTAGGTAGGCATTCCGAAAGGGGAGTCTTGGTG

>rnd-1_family-49#LTR/Gypsy ( RepeatScout Family Size = 1015 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTCATTTTTGAGGTTAGACTCTGNTAGATTAGACATCATATTATTAGACTTTGTGTATTAGTGTTTGATTTTGAGATTCTTGCAAGTGATTTTTGGTGATTAATCAAGCGAACTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTACATGAATTCTTATTTAATATATTTGAATATTGTGNTTATGACTATGAGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCGAATAATGAGATAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTAATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGGATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAGATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTGATTAATTGATTAAAATCCAACATTCGAAGCTGTTAAGTGTCTCTTTCAANTTCGTTAGTTATTTTCACTCATTTAGAAATAGAAACCCCCCTTTTATGTTTTTACTTTCCAAGGAAGTNATTGACCGAACAATAGTAATAACAGGTTGAAGTTAAGTCTAGACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTATTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAATNTAGCTTTTAGATTAACTTGAACTTATTACTATAGTTTAGTTGATATTTTCTTGATTTTACTTTGTTTTATTGTTTTTGATTTCCTTTCAGAACTATCCTCCTTGTATGCCAAATACACGGAGAGGAAGAGAACCCTTGTTTCCCTACGATCACGAGTTAGAGCGTACACTGCGCAATATGAATCGAAACTTGGGAATNAATGATGATGATCCGAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGNTGTTACCCGATGCTCCGGGTGAACACCAACAGAGGGGACAAAATCCCGCTCCACGGCCCCAAGCATACTACAGAGGCTATGATAACATAGCAGACTCNGATGGGCCACTTGTCTTGCCCCCTCTACCCACAGGCCACACCTTTGTGGTAACTAGTAGCCTGATGCAAATGCTCACTGCCAGAGGTTTGTTTTCAGGGCTACCTTCTGAGGATCCACATGCCCATATAGCTAAGGTAAGGGCAGTGTGTAAAAGTTGTGTAGGGAGGCCTGATTTGGATCTAGATGTAATAGGGCTCAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATGTGGTTCACTGAGCTCCCNTACAACTCAATCTTCACTTGGAACCAACTAAGGGATGTCTTCTTAGCACGCTACTATCCGGTCTCCAAGAAACTAAACCACAAAGACAGAGTGAACAACTTTGTGGCACTACCAGGAGAGTCAGTTAGTAGTTCTTGGGATAGATTCACCTCGTTCTTGAGAAGTGTCCCAAATCACCGTATAGATGATGAGTCACTGAAGGAATACTTCTATCGGGGACAGGATGATAACAATAAAGCGGTGTTGGACACTATAGCAGGTGGATCTTATGGGGAGTGTCCTTATGCTGAGATTGCTGAAAAATTAGAGAAAATCTCCCGGAATAACAAAGCTTGGAGTACTAGGAAGTCNGATACAGGGAGAAACACCTTCGCAGTGCAGTCCACTCACAACCCAGCCACAGATGAGATTCGTGAAGAAATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTAAAACATGTCACTGGGGGTGCAGAAAAGATAAATGCAGTCAACTACTTGNCTAAACCACCACCNCCNAATGATGAGTGCTATTATGCGGAGGACTCCTATGCGGTAAATGAGCAGACGGGGGGTTTCCGACCGAGCGCCCAAGGCTCAAATCAGGATAATTGGCGCCAAGGTCAAGGGAACCAAGGTCGGAACTATGGTAACTACAACCGTGAGGGTCATTATGTCCGAGATGGAAACTACAACCGCGACAACAACTTCAACAGGGGTAACTATGGTAACAGAAACGACAGGAATGGGCCCTATGTCCCTCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGATAGTATGGCGCGAGTTGAGGATATGTTGCACAAAATGATGAGGAGGTTCGACGCTAGTGATGAGCACATTAAAGAGTTGAGGNGTGATTTAGCGGGTATTGGGCAAAAAGTCGATACACATGCAATATCGATTAAGCAGATCGAGTTGCAAATGGCCCAATTATCTGCGACNGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAAAATGATGCGCACTGTATGGCAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGGAAAAGGTGAGAAAGGATAATGATAAGGTGGTAAAGGGTAGTGGTGAAGCAGAGGANAGCACTGGAAAAGATGCAGAAGTNCCTATAAAGGTAATTCCCATGCCTAGGCCACCACCACCCTTCCCTCAGAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGTTGAAGCAGCTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTATGCCAAGTTTATGAAAGATCTGGTCACAAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGANTGCAGCATTGTAGTGCTATTGCTACAAGATCTCTCGTACAAAAGAAAGAAGATCCGGGTGCGTTCACTATTCCTTGTACAGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGTGACCCAAAACCCACTGCGATGCGGCTACTGATGGCCGATCGAACAGTGAAAAGGCCTATAGGGATACTCCACGATGTGCTAGTAAAAGTGGAGTCGTTCATATTTCCGGCAGATTTTGTTATTCTTGATTGTGAAGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTGATATGGAAAAGGGGCAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGNCCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCTGCCATATCCCACAAAGAAAAGATGAAGAAGGAGAATGAACAAAAAAGTGCAAAACGAGAGTTTATGGTTGGGGATTTGGTGCTTTTAGACAGTTCTGGGTTGCCTTGTCTTCCGGGCAAGCTCAAGTCCAAACGGACTGGCCCTTACTTGATTACCCAAGTATTCCCTCATGGAGCAGTTGAGTTAAAAGCCAAGGAGGGAGTGCGGTTTAAGGTGAATAGAGAACGAATAAAACTCTATTTTGGGCATAANGCATCGGNGAATGAAGTGATAGAGGCATACCATCTTGATGAAGNCTGAGTAATCAAGTGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACTTATAGTTCTTTTTAGTAATGGTAGCATTTTTCTACTAATGGGTTTTAAATTTGCAGGCACATCACCAGGAAATTCTGCAGAAAATTACTCTGCAGCAGTCACTGACGGATACATCGACGGACCGTT

>rnd-1_family-234#Unknown ( RepeatScout Family Size = 288 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCTGTTTTTCTTACGTTTGCTCACTGTTTTNAGTCGTGAGTTTCTAGTGNTTGAACGTGAGTCTAAGTCTTAGGAACTGAATATTGACTAATTCAACTTAGGCTAATTAANTTAATTAAATAAATCAATTAGCTAATTACCAAAACGCCCCTCCTAAATTGACTAAAAATAGGAGAACATTTGACTTAGCCAAATCTGAAAATTTTCTAAGGGTTCGGNTTTGACCATGATTTTAAATTAATTAATTAAGTTNNTAATTTAATTAATTAAGTGACCTAGGGTAATTACTAAAGTACCCCTAAGTCGTTAGGACCATAACCAACCCTTTTGGACCATCCTAGGTTAGGTACTAGGATGTTTCTTNAGTTAGTTACTNGGCTAGTGTCACCCGGTTAGGTCTTAGGTTGTCGGGCGCACTAGTTAGTTTATTTTNGTTAGTCCTAGGTTAGTTAGCTAGTTAGGTAAGTTAGTTAGAGCCTAGAGTTGGTTAGGAAGCTAGGCCCCACGTGGCTTGAC

>rnd-1_family-320#LTR/Copia ( RepeatScout Family Size = 162 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAAAATACCAGTGACTTAGAATTTGTGATTTTGTGTCTCTATGGAATGAACTTTGACATTGTGTAAACATTGTCAAAGAGAATTGCAGCACTATAATTCTTTCGTAGAATAATGTTTCCAACATTAAAATATGTGGAAAAACTATTTTCAAATACTTGAAAAATATTTTTGAGATCACATTTGAAATGTGGGGGTTATTTGCTTATGATTAGACTTGGTGTCTAATTTAANTTTGGAGCANAAGATATGAAATTCGATGATACTTTTGTATTATGTTAGACCCACAAAATTCTTGGAGTATATTTGGTATTGTGGTTGTTGAGTTTCTCTATTACTAGTATATGGTGTGACTAGTATGAAACNNCCAAATTATATATATACTTGTTCAAAATAATTGTGTTCTTTTATGAAAAAATNTCACTTAAAATGTTGTGATTTTTCATGAAAAGATATGTCTATTATAATAAAANTATTTGCATAGACATGAATATTGGTGAATAGTCATTTGTTATGTTTTTGTAAAAGAAACATTTGGACTATATTGCCTTTATTGGACCCGATGAAACTTTGTTCATGGGTAGTTCTATAACAATCAAATTGAAAGTTATGGAAAGGTCCTTCTGAAAAGGACATTTGACAAGGTGNTGACTCTAAACAATGTTTGTATCACACAAAATTGTAAGAAATAGGAACAAAATATTNGTGAGGAAAAAGCTACCTCGCGAAGAGCTTTTCAAACTCAATGTTTTTATTTGTTCTTACTTGCTTGAGTCAAATGTTTGTGGCATGAACGTTTGGGACATGTCAATTACAAAACCTTGCGAAAACTGATTAACTTAGAAGTTTTGCCTAANTTTGAGTGCGATAAATCGAAATGTCAAGTTTGTGTGGAATCTAAGTATGTTAAGCATTCTTATAAATCTGTTGAAAGGAATTCTAATCCCTTAGAATTGATTCACACTGATATTTGTGATATGAAGTCAACACCATCTCGTGGTGGGAAAAAGTATTTATAACTTTTATTGACGATTGCACTAGATATTGTTATGTCTATTTGCTNAATAGTAAGGATGAAGCAATAGACGCGTTTAGGCAATATAAAANCGAAGTTGAAAATCAGTTGAAAAAAATATAAGAAGTGATAAGAATGGAGAGTATAAATCTCATTGTGCAGAAATATGTTTGGAAAGTG

>rnd-1_family-132#LTR/Gypsy ( RepeatScout Family Size = 544 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGTATGAGTTGCATGNTCTCCATATGTTTTGTATGTCTTGATTGACACTACGTTANGCATGTTNTGAAGATTCTAAATTGCATGAAAAGGAATTTTGATNAAATTCATGTTTTCTCATGTTGATTGTGCATCTTGATATGCTAGTTGTGCATTTGACTTCATGAGATAAGGTAAGAAACATGNTTGAAGTCACTTNTGATGTGTGGTGTTTAGCCTTATAATGAGAAATTTGAGTCTCCTTAAAATGAAAATGNTGAGTCTCTTGAAAANTATGTGACTTTTATGATTTGGAAAGCGTGATTGTAGGCTCACTCTTGAAAAGTGAAGGCATGTTTAGCTAGTGTCCTTGTGTGTGCCTATGAATTGTAAGATTTTCCTAAATGATGCATGTTTATGAAGGCTAGTGTTATGCTAGAAATTGAAATTTTGTGAAATGACTTCCTATTGTTGTGATGTGCGTGGTGTGACTTACCATTTTGACTTCACTAGGAAGGAAGTATGAGCATGCCTTGGTTAAAAGTTGAGAANTTCTCATTTTAAAGTGAATTGACCTTTGTGCNTTGCTTGGGTGTGAACTCATGAGACATGTAAGTGTGTTGAGGAGAAGGACATTCCTCCNTGAACACAACTAAGCATGGTATGGTTGAGTATGACCTTNATGGCACTANGTCTAACTAATAAAGATCNTTGTTGATCTANNTNACTCAAGTCTATGTGCATTGAAGTATGAGTGCTTANTTGCCTCTTGAGTGTTGTTGAATCTGCCTATGTGTGACTTAAAGATCGTTGCATGATGAGCTCTTAATAAATGAAATGTAANGACCATGTTATGATTAGGAGAAGGATGTTCCTCCTATGAACATGATAAGAGCCTATGTGTTTGATGCATTAAAGAGTGAGTGAATAAAGGTTTTGCTTGCTTGTGTTGCATTGAGTGCTAAATGGTTTGAAGTTGTGTTCCTTGTAAGTTTGGTGCATTGACTTCTATGTGATGATGTTATGAATGTTGTGAGCTNCTCTATGATTCATTGAAGTCCTTGTTGTGATTAAAGTGTTCCAAGTGTCATTCGAGGACGAATGTTCCCAAGTGGGGGATATTGTAAGACCCCCAAAATGAGTTAGGGTGTCTAGAGCCTCACATGTGCCTATAAGNTTGTTAACATGTTAATTAAGTT

>rnd-1_family-405#LTR/Gypsy ( RepeatScout Family Size = 107 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATTTTCTTATATAAACTCCCGTCACTACTTCTTCGTTGTCGGTCAATGAGACATACTGGGTACACGTGGTTTCGTACTCATACTACACTTGTTGCACTCTTTGTGGTGCAGATTCGATTCCGAGTAGGAGCACGTCTCGTGGAGCAAATTGAGTCCGAGCTTGGAGTGTCTTGGAGTTGTGGTGAGCTGCTTGGCTGTTCCGCGGCCCACACCTCCCTCTATCTTTTATTTATTCTGTTATTAGTATTCAGACAGGATATCCCTTATGTTAGATTTGTCATTTAGTTTCGGACTTGCATCGTATTTTAGAAGCTCTTGTACTTATGACACCAATTCTTGGGGTGGTATTTTTTAGCTTCCGCATTTCGTACTTATAAGGAACTCAATGTTGGAGATTCTTGCTAAGTGTTTGTCTTTTACTCATTTGTTGGTTTAGTTGGGTTAATATGTTGGGTTGGCTTACCTATTGGTTGGGAACATGGGTGCCATCACGACTCGCGATTTTGGGTCGTGACAAA

>rnd-1_family-322#LTR/Copia ( RepeatScout Family Size = 161 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGACTCCTCAGTTAAATGGTTTGGCNGAGAGGATGAACAGAACCTTNGTTGAGAGGGTTAGATGTATGCTTTCAGAGGCTAAGCTGCCAAATTCNTTTTGGGCTGAAGCACTTNATACCGCTGCTTATGTTATCAATCTATCTCCTGCTGTTGCTTTGGANGGTGACGTNCCGGATAGAGTTTGGNNCGGNAAGGATGTTTCTTATGATCACTTGAGAGTNTTCGGNTGCAAAGCTTTTGTACATGTNCCGAAAGATGAGAGGTCGAAGTTGGATGTTAAAACTAGGCAGTGCATCTTCATTGGNTATGGTCAAGATGAATTCGGNTACCGNTTNTATGATCCAATTGANAAGAAACTCGTTAGAAGCCGTGATGTTGTNTTCTTTGAAGATCAAACNATTGAAGATATTGACAAAGCTGAGAAGCTAGATTCTCANGCTGATGAGAGCTTAGTTGATGTTGATCCAGTTCCTATTATTGATACATCTTCTGCACATGAGGGAACCCAAGGTAATGAANCCAAGTTGATAATGAAGATGTNGAACATGTTCAGAATGACCGGCATGATGTTGTGGTTGATGATCAACCAACGCAAGATGATGGGTTGCCCACGACCANTTGCGGATGCTCCAGAAACCTCTCGCAGAAGATCTACTAGAGAGAGAATTCCTTCANCNCGTTATTCTCCCGATGAGTATNTACTGCTGACTGACGAGGGGGAACCTGAGAGTCTTGATGAGGCCATACAGGTGGAGGATTNGAAAAGTGGNTTGAAGCCATGGAAGATGAGATGAAGTCCTTGCACGAGAATCACACATGGGAGTTGGTCGAGTTACCTNCGGGGAAGAGAGCTTTGACGAACAAGTGGGTNTTCAAGATCAAGACTGAAGATGGCAACAAGCTCAAGGTACAAGGCTAGNTTAGTTGTCAAAGGATTCGACCAAAGGAAGGGTATTGACTACGATGAAATATTCTCTCCTGTTGTGAAGACGACCTCCATTCGNGCGGTTCTAGGNNTAGCTGCNAGTCTGAATCTGGAGNTTGAGCAAAT

>rnd-1_family-90#LTR/Gypsy ( RepeatScout Family Size = 746 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTTGGGTCGTNACAAACTTNGTATCAGAGCATGAGGTTGAATAATCTTAGGATTGATGTCTCACTAAACCACGTCTANGTAGAGTCTTGTTCATGATTGTGAAGCGCGCCACACTTATGAATGAGAGGCTATGTGATGCTTAGGAACTTTCACTCTCTTGTTATTCCTTAGTCGTGCCTNAGAGTCTTAACTCTATNTAGTCCTTTCTTCTAATCCTTTTCTTGTGCTTATAGGCAATGAATACAAGAAGGAACAACGCTCGAAGGGCCGAAGAGGAGAATNTGAATGAGGCGGTTCCCCCTCAAGCTCCTCAAAACCCTCAAGTTCCTATTGAAGAAGGGGCTATGTCTAATGTTGAGATAAGGGCGGCCATTCATAGCTTGACTCAAGTGTTGGCTACTCAAGTTGCTAGGGATGCTAGGGTGCAAGTGAACCCCAATGCTAGCACCACCGCTTCAAGGATTAGGGATTTCACGAGGATGAATCCCCCTACTTTCTNTGGNTCTAAGGTGGAGGAAGACCCNCAAGGGTTCATTGATGAAGTNTNCAAGGTNCTNNATGCTATGGGNGTGTCTTCTAAAGAGAAGGCGGAGCTAGCCGCCTATCAACTCAAAGATGTGGCTCAAGTTTGGTATGANCAATGGAGGGACGANAGGCCGTTAGAGAAGGTCCGATNACTTGGGAAGTNTTCAAGANGGCTTTCCTTGATAGGTTCTTTCCCTTGGAANTAAGGGAGAGGAAAATGNAAGAATTCATCAACCTTCGTCAAGGGGGTATGAGTGTGAAGGAGTATACCCTCAAGTTCACTCAACTGTCCAAGTATGCTCCTNCTNTGGTNNCNGATCCTAGGGCTAAGATGAACAANTTTGTNACGGGGGTGTCCGATCTTGTGGTTAANGAGTGTCGTTCGGCTATGCTGATTCCTAGCATGGACATNTCTCGTCTCATGGTTCATGCCGAACAAATTGAGGAGCAAAAGCTTAAGNAAGTTGGTAGGGAGTTGAAGAGGGCAAGGNCCGATGATGGAAGTTCTTCNAAGGNTAGGTTTGAGATNCAAGACAAGCCNAGGTTCAAGAAGAGGTTTTCCAATCAAGTTCCTTCTAATNCTCCAAAGGCCAACGAGGATAGGGTGTCTAACCCTAAGCCCCAAGAGGGAAAAGGTGGTAGTTCTCATATCGAGAAGCCTACTTGTGCNAAGTGTGGTAAAAAGCATGATGGCGAGTGTCTAGTTGGNACGGGTAATTGCTNTGGTTGTGGNAAGAGTGGTCACANGATGAGGGATTTCCCTATGATGAAGGNTCAAGGAAGGGAAAGTGNTCAAGCTCAAGCAAGTGGTCCNAATCCGATGCTCCNAAGAAGAACCGCTTCTATGCTCTCCGCTCTAGGGGTGATCAAGA

>rnd-1_family-159#LTR/Gypsy ( RepeatScout Family Size = 463 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACGACCCTCAAAATGAANTAGGNTAAACTAGAGCCTCACATGTGTTTTATGAGTTAATAACGTGTTAAAATGATGAATAATAGCTTTAGAAGTCGGTTTGAAGAGTTTGGAAGTCAAACGTCAAAGGACGACCAAGACGTTCGGAAACTAGTCTTTGTGTGTGCTAGTGTGTCCTTGTATGTTTTACGTGTTTTTTGGTGT

>rnd-1_family-360#LTR/Gypsy ( RepeatScout Family Size = 131 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATTCCTTCTAAAGTGGTAATCACTTTTAAGTGATGAAAATGAAGGTTGTTAAGTTAAGATCCTCTTAAGGTTGGGTTAAGTTGCTCTTAATTGGGTTTACCCTAAGTGGGGGATGGTGATGGAGTAGTAAGGTTGTAGATATTTTCTATCTTNTCCTTCTATTCTTACTCGAGCTTGAAACTAANGAGTTCCTAGTAAGCTTGTTCATGATAGGAGTCTTGCATAAAGTATGAGTTGCATGNTCTCCATATGTTNTGTATGTCTTGATTGACACTACGTTANGCATGTTNTGAAGATTCTAAATTGCATGAAAAAAGGATTTTTGATNAAATTCATGTTTTCTCATGTTGATTGTGCATCTTGATATGNTAGTTGTGCATTTGACTTCATGAGATAAGGTAAGAAACATGNTTGNAGTCACTTNTGANGTGTAATGTTTAGCCTTATAATGAAAAGTTGAGTCTCTTTAAAATGAAAATGNTGAGTCTCTTGAAAANTATGTGACTTTTATGATTTGGAAAGCGTGATTGTAGGCTCACTCTTGAAAAGTGAAGGCATGTTTAGCTAATGTCCTTGTGTGTGCCTATGAATTGTANNANTTTCCCTAAATGATGCATGTTTATGAAGGCTAGTGTTATGCTAGAAATTGAAATTTTGTGAAATGACTTCCTATTGTTGTGATGTGCTTGGTGTGACTTACCATTTTGACTTCACTAGGAAGAAAGTATGAGCATGCCTTGGTTTAAAAGTTGAGAANTTCTCATTTTAAAATGAAATTGACCTTGTGCNTTGCTTGGGTGTGAACTCATGATACATGTAAGTGTGTTGAGGAGAAGGACATTCCTCCATGGACACAACTAAGCATGGTATGGTTGAGTATGACCTTCATGGCACTANGTCTAACTAATAAAGATCTTTGTTGATCTAATTGACTCAAGTCTATGTGCATTGAAGTATGAGTGCTTAATTGCTTCTTGAGTGTTGTTGGAATCTGCCTATGTGTGACTTAA

>rnd-1_family-269#LTR/Copia ( RepeatScout Family Size = 228 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GATTCTGAAAAATGGTTTGCTGCTATGGGAGATGAGATGGAGTCCCTACACGAGAATCAGACATGGGATCTGGTCATACAGCCTTCGGGGAGAAAGACTATTGGTTGCAAATGGGTCTTCAAGAAGAAGGAAGGGATATACCAGCAGAAGGAGTCAAGTACAAAGCTAGACTNGTTGTCAAAGGTTTCANNCAAAGAGAAGGTATTGACTACGNTGANACNTTCTCNCCAGTNGCGAGAATTACNTCNATTCGAATGTTANTAGCGNTAGCTGCACATCGGAATCTGGAANTTGANCAAATGGATGTGAAAACAGCNTTTCTANATGGAGANCTGGANGAAGAGATTTACATGGANCAACCNGAAGGNTTCGTAGTTCCAGGNAAGGAAAANAAGGTGTGCAAGCTNAAGAAGTCCTTGTATGGACTNAAGCAAGCNCCAAGGCAGTGGTACGAAAAGTTTGACANCTATATGGTCAAGTTGGGCTATACTCGGAGCTCATATGATCGTTGTGTNTACTACAAGAGGCTCAATGATGATTCATTCGTCTNTCTGNTGCTTTATGTNGATGATATGTTGATAGCTGCAAAGAAGAAGTATGACATTCAGAAGCTGAAGGGTTTNCTTAGTGCTGAGTTTGANATGAAAGATTTGGGAGCCGCTCGGAAGATTTTAGGGATGAAGATTNTTAGAGACAGAGAGAGAAGGAAACTTTTCTTGTCACAGAGAAGCTACATTCAGAAGGTCTTGGCGAGGTTCGGCATG

>rnd-1_family-113#LTR/Gypsy ( RepeatScout Family Size = 614 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATTGGACCTTATAGAATATCCAAGAGGATTGGCAATGTAGCTTATGAGTTGGAGCTACCACAAGAGTTAGCAGCGGTTCATCCGGTATTTCATATCTCCATGTTGAAGAAGTGCATGGGCGATCCTTCATTGATCGTACCAACTGAAAATGTTGGGATTAAGGATAGCTTATCCTATGAGGAGATTCCGGTTCAGATTTTAGATCGCCAAGTTCGCAAGTTGAGAACAAAGGAAGTTGCATCAGTCAAGGTCCTTTGGAGGAACCAATTTGTTGAAGAAGCNACTTGGGAAGCTGAGGAGGATATGAAGAAGAGATATCCACATCTCTTTGAATCCGGAGAGAATGCAGATCAAGGTACTAAATTCTCTTCTTAGCACTTTATAAGACTATGNGTAAGCATGTTATTACTTGCTTTTGTTTGTTGAGTGTTGAAATGATGTTACTACCCTTAGCTTAGTGAAAGAATTCTCATTCGAGGACGAATGTTCCCAAGGGGGAGATATTGTAACATCTCGTAACTCGAAATAACTAAGAATAAGCTAAGAAACTAAAAATAATCATTTTTGGAAATAAGTAGGGAAATCTGGAAAATTTCCAGNTTTNAAAAGTGAGTTTTGGTCATTTTCAAACGGCCATAACTTC

>rnd-1_family-204#Unknown ( RepeatScout Family Size = 349 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGAGAGAAAGAAGAGAGAAGGAAGAGAGTTTATTTTGNGAGTTGTGTTTAGNTTAATGAGGGTTGGGGTCTTTATATGGGGNGTTAATTAACTTAATTAGACTCCCTTNAACCCCTAACTAACCACCTAACCCCTTAATTAATTAAATGAAACTAACTTAAAACGTGCAGGAAACTCGACCCTCACAGACGAGACCCCGATCGACGGNCCGTCTGTGAGTCGACGGNCACCGCCCCCTCCGTNCTGCACATCCGTCGNTNNGNTCAGAGACTGTGCAGGCGAGGGCTTCCTCCAATTTGTCTAAGTGTNGGNCGACGGTTGGCATCGACGCCCCGTCGATCCACACACGGNCCGTCGNTTGCTCTCGTCGGTGCACACTG

>rnd-1_family-189#Unknown ( RepeatScout Family Size = 377 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTATTTAAAANTTNACTTNGCTAGGCGTTGGCAGTGAGGTTGTGGGATCGAACCCCCACAGCCTCACTTTATTTTCTTATTTATTTCGCCTTTCTCCTTTCCAGCCTTGAGGTCGTGGGTTCGATTCCCACGCCTCACATTTCCTTTCTTTTATTTTTCTTTCCTTCATTCGCTGCCTNGAGGTCGTGGGTTCGATTCCCACGCCTCNCATTTTNTTTNTTTTAATTTTTGCTCTCTCCTTTCTCAGCCGGTACACCCCGTTTCGAATCCCCCCGACCCCATTTCCTTTCTTGCGAATTTAAGGTNTCACACGGGTGAGGTCGCGGGTTCGAATCCTNGTGGCCTCACCTCNTTTAAANTCAATTAANTTTCCAGATTTCTCCTCTATACTTTAGCCTAAACNAAACTTGTATTTTTTCTGGAAATTTNGTCATTTTCTTAGCTCATTTTCATCAACATTTNCACTTGAATTCNTAGGGNAATTCGTAGATCATTTAACACGTTTTTGGGGTGTATTTCATGGATTCGTTTAGCCAAGAGATTATTGG

>rnd-1_family-240#LTR/Gypsy ( RepeatScout Family Size = 275 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCATGCATGACGAGAAGATTTCATGCCTCGTCGAAATTTATACATCGCGAGAAGANTTCATGCCTCGCTGGAATTCATGCATCGCGAGAAGATTCATGCNTCGCGGAAATTCATGCATCGCGAGAAGATATTCATGCCTCGCAAGAGGACGTACNCGGATAAAGAAAGAGNAATATTTATCCATCGGCATCAACCGCATTCTTTATTTCGNNAAAAGTAAACATCAAGAAGAGCATCGAAGACGACGNCAAAAGAAACATCAATATCGCATCAGCATTTATTTATTTATTTCGACATCAAATGAAGAGTACATTGAAGATTATATTGCAAACACAAGGCATAAGCTTTATTTGCTNTACGTCAGACCGATCGAGTCGACGTCGAATGTCGAGGAGAACAATTAAGTGTCGACACGGTAAAAGACACTGTCTCCCATTCGAATTGCATTTTTANGCTGACGAGTTTTATCTCAGTCTTTGTCGAGAGCATCCGAAAGGATGAATTCTCCAAAAACCACAGGTGCGGACGACATCAAAAAGGATGCAGCACAACGTGGAACTTTTTCTTAGCAGCGAACTGGGACATAGTCCAAAGAGGAGTGTCAAACTCTTAGGACGCGAGCAGAGGAGCGACTTCCACCACAATCGAACCACCCTATCGGAAGGCATGTGGGTTTTTCTTTAGGTTTGTCGGTTTCAGTCTCGCATCCGGAAATTTTGTATCCGCCGGAAGCAAGTTTCCAATCCGAGTGACAATGCGCCAAGAGCTTTGGAAATTATGTCCGTGTAAGTTCTTANTTATGGGTGTGAAGCGCGCCACATTCATGGCTAAGAGGTTACAAGCCTCCTTTTCATACTCGATTAATTTGTCACTTNTCCAGAACCAAAGGTTATCTAGCATAATAGATTTCCTTTTCAACCGATCGAGTCGAACTACAAGCAGCCTGATTCCTAAGGTTTAAGGATATGTAGGCGGGCTCAATGTTGAAAACTCGGCTGTATTCCAACGTTCGCTCTTAAATCTTATTCTCGAGCATTTCGGTNCCTTCATAATTCGGTATCGGGGTGGCTTTTGAATTCTTTCAAAATCGTGCGTTAAATCAAGCGTATCGAACTACAAGTGGCCTGAATTCTCATATAGCCTGAGATATGTAGGAAACCCGTTTCCGGGGTTCGGCCATAATTCCTAAAGTCCGTACCAAATCCCTCTTCCTAAAAGCGAATGCGGTCGGTCAAAATTGGNTCGGTCAATTTCATTTTCCTCGAATTTCTTGCATCAATCCAAGTAAAACGAGGGACAGTTGTTGACACCCAATTTTGACCCTCCNCGATATAAATTAATTATCGAGCTTCTTAAATTTTCCAAACGATTTAAAATAATTAGTTTTATAAATTT

>rnd-1_family-120#LTR/Gypsy ( RepeatScout Family Size = 606 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTGAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCATTCTTTCTTTCGTGCTACTACTTGATCTTGTAGAAATTCTAATCTTGATATCTCATTCTCTCTCAGATGGCGAGGAATCGTACGTCGGCAAGTGGTGGTCAGGATCCTATTCCTGCGCCTGCTTCTGGGAACACTATCCGAGGTAGAGGTAGGGGACGAGCTCGAGGTCGGGGTAGGGGCCGTATTGCAGCACCTGTGGATGGTCAAGTACCAATAGCTACCCAGGGTCGTGATAGGACCGTACCTCCTGATGCAGAGGTTATTCATGGGGATGTGCAAGATCGTGTCGAGGGGGATGGGCCAGCTCAGGCTCCACCCAGTACTATTGTCCCCCCAGTGCTTCAAGATACCTTGGCTCGTACGTTAGGAATCCTAGAGGGGATGGCCCAGGCAGGAGCTTTGCCTGTCACTTCTGATGGCTCACAGACCCGTGTTGGAGGTCAAACTCCAGATCCGATAGTTGCTCCAGATTCTCAGACTCCCAGGACTCAGCCAGCTGCCGCTGTAGCTCCTCGTTTGGATAGTATGGAGTTTCCAGATATGACATCACATTTGGTGAACAGGCCTTCTATGACTATTGATGAGCAAAAGATGTTTGGGAGGTTCAGACTAATGAATCCTCCTACTTATACTGGTGACTTAGCTGAGGATGCATACGAATTTATAGTTAGTTGTCATGAGAGGTTGCATAATCTTGGATTAGTGGAGTCTCATGGAGTTGACTACACAGCGTTTCAGATGACTGGCTCTGCTAAGCAGTGGTGGAGGGATTATATTAGTAGTAGGCCAGCTGGATCCCATCCACTATCCTGGACTCAGTTTACTCAGGTATTTCTATCCAAATTTGTTCCACGCAGTGAGAGGGAGCGCAAGAGGGCCGAGTTTGAGGGTTTGCAGCAAGATGGTATGTCAGTCGTAGAGTATGAGGGTAAATTTCATGCCTTGGCTAGGCATGCTTCGATGATACTTCCCACAGAGGCTGAGAGAGTGANAAGGTTTGTTAAGGGGCTGAT

>rnd-1_family-344#Unknown ( RepeatScout Family Size = 142 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GATATTTAATAAATGTCGGATCGGTGGATAAGATTATGACACGTGTATGTCCGTTAGTATAAAGGGTATATATGCTCTAGTTTTTGGACGGCAGGGGCACCAATGTCCCAAAAGTATGACGGAGGGTATCTGCATACCATTTACGATAGTT

>rnd-1_family-145#LTR/Gypsy ( RepeatScout Family Size = 521 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GATTCTTACAAGTGATTTTTGGTGATTAATCAAGCGAATTTTCGGATTTTATTCTTTCTCGTCGAAGTAAGTNCATGAATTCTTATTTAACATATTTGAATATTGTGTTTATGGCTATGGGTAACTAAACTCCACAACTAGGGTTGTGGGAACCATGGGTAANTAACGAGGTAAAACCTAGCTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTGATAATTCTTTCGCTTAGAAGTCTTTTTAACGGGTGGCCAACGTTAGAACTCGCCTTATTGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTNTCGATTGGTGCGAGGTAATAACTNAGTCAAACATCGAATACGATGCTTAATATGAGGTAAAGGTAAGGGTTAGTAAANTANACACACGTAGCCGGACCAAGGTGCGGAGTGAAATTCTCTAGATGCCGGACCAAGGATTTAGAGATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGCTAGGATTATCGCGTTATGAACCTGTGGGGAACACTTANACCCTAGTTACTCTCATTACTTGATTAAAACTCA

>rnd-1_family-365#Unknown ( RepeatScout Family Size = 128 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CCAAAACCCTCTCCAAAANCACGTCCAAATCCCCTCAACGTCCACACCACTCGACGGACAACCTCTCTTTGCCTAACGTTTTGATTACTTTGTTTTTCTTANAATTTCGTGTGAGTTCTTCAAGTGTGAAGAACTCTTGATGT

>rnd-1_family-347#LTR/Copia ( RepeatScout Family Size = 141 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTGGGTATGTAGCAAGAATTGATGGGAAATAGAGGGAAGGAGAGGAATTTGAAAAGTTNAGAACTTGAAAGGTTGGGAACTTGAAAAGTCCTCTAATGCTTTAATGAAAAAGGCATTTGTCCCTCATCGGTAATGGAAAGGAAAATAGGAGAGTTTAAATAAAGAAACACTCCTATTAATTGTTAAAAGGGTTGGAAAGAGGGACCCCCCTCGCGCCGTCGTCGTCGTCGCTCGCTCGCTTCGGCTTCGGCTTCGGCTTTGGC

>rnd-1_family-338#LTR/Copia ( RepeatScout Family Size = 147 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTGTTTGTCATCATCAAAAAGGGGGAAAATGTTATTTGTAGTTTTGATGATTTGACAAACTTAGGGACCTCGTAAAGGTACCAGGTTCTCTACTTGAGTATTGCAGGTGTCTTGCTTGAGTNTTGNAGATGAAACAAACTCAGGGACCTNGTAGAGGTACCAGGCTCTCATGATGACGAGCCAGTCGACTGCCAGCTGGAGACGGTACAGAAAGTAGGTGCACACTTCCCGACGGCGTCGGAAAGTGAGACCTCTCCAACCAATGGCAAAGAGTTTAGGAAAGTGACTTGTCCATATAAAAGGCACTTTCCTAAACATCTTTCNTTAGTTTTTGCAACTTGATAAAAACTTTTCAAGAACTCTTGCAAAGGCTACTACAAAGCAAAGGCAGAATCATTCCAAGAACAACAGCAATATCTGGAGCTTTTCGTGTAGTTGTTTAGGAATATATTCTCTTGTTCTTACATTGTAAACTATTCCTGAATCTATAAAGGAATCGGTGTGTTGTGTTAAAAGTCTAGGTTGTCCAGGTGGGATAGCTTAGTGGGTAGATTGTATTTCTACTTAGGCTCGTTAAGCAATAGAGACTATTGCTTAACGGTGAGATTAANAACTTTTTCTCACGTTTGGTGTAATCGTGTTTTACTTTTGCTTTTGAAGATTAGTGAAAACGGTTGAAAATCCTGTGAGACAGGTCGTGGTTTTACTCCCTTGAGCAAGGAGGTTTCCACGTAAAATCGTTGTGTTGATTTTACTGCATTTAACTTTCTGGTAATTCTCTGAAGTGTAGTAAGGGACCTGGTCCATTACTCGTTAAGTGAACGCATATATTCTATCA

>rnd-1_family-324#LTR/Gypsy ( RepeatScout Family Size = 160 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAACCTCCATTGATGAAGCTTTGAAGCTCCAAGGAAGAAGGACAAATTCTCCAAGTTTTTCATCCAAATTTCGTGGGNTTTCTACCATTAAGGTATGGTANTTCATCCTTGANTCTTCTTTCATTCAAGGAGCCAATCCAAAGGNTTTTC

>rnd-1_family-82#LTR/Gypsy ( RepeatScout Family Size = 793 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTGTGAAAAGTTTTAATTCCGCACTACTTTTCATACGTATATGCGATGAATGATACGAAAGGGCTTGTACAAGACCTCCGAGAGGTCAAGTACGCCGGTCGCGATCCGAGAGTNCCCTAACTTCTAGGGTGTGCTCTCGGGTCGTGACAAGCTTGGTATCAGAGCATAGGTTATGAAAGTAGTCTTAGGAATCAAAAAGTCTCATCAAGCCACGTCTAGTAGAGTCTTGNTCATCGGTGTGAGTCGCGACACATCTATGGGCGAGAGGCTATAGGACGATAGAGTTTCCCTTCTTTTCTACTCCTATGTCGTGCCGTAGAGTAAAAGTTATGAGTACTCTTTTCTTATGGTTTTCCTTGTGTTT

>rnd-1_family-396#LTR/Gypsy ( RepeatScout Family Size = 110 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GATTTCCAAAGAGCCTTCGGGCTAGTTTTCAGAAAAGAGTAATNGCTTTCTAAATGAAGCAAGAGGGGAAACTNNGATTTCCAAGATAGCCTTTGAGCTAAGTTTT

>rnd-1_family-278#Unknown ( RepeatScout Family Size = 214 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CCGTCGATCGNGGTCTCGTCTGTGAGGGTCNAGTTTCCTGCACGTTTTAANTTAGTTTCATTTAATTAATTAAGGGGTTAGGTGGTTAGTTAGGGGTTAAGGGAGTCTAATTAAGTTAATTAACCCCCATATAAAGACC

>rnd-1_family-237#LTR/Gypsy ( RepeatScout Family Size = 283 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATGACCCTAGGACGTTANTTTTAGGGTTTATTAGGTATATTAAAGTNTTTTAAACCCTAAGACCTCATTTTAGACCCCTCTTCCTAAAACCCAAAACCCCTCTCTCTTAGAAGACTCTCTCAAGTCTCCATGGAAGCTAGAAGTCAAGGAAGGCTAGGAGGGCTGTTGGTGGNCGTTTCTTCATCAAAAATCATTGGTNTTTCTTCNATGTGAGGTATGGTATCCATCCTTGAACTCTCTTCCATTCAAGGAGTCCCTTCTAANGGATTTTCAAAAAGGGTTTTCAACCCTAGCTTCTTCTATCTTCGACTCTAAGTATGGGTCTTGCATGAAAACGTTTTNAATGATTTAATAATGATGTTTCTAATGTTAGTTGATGATTTTAATGTTAAAACTTCAATGAAATCATGTTNANGCTTTTCATCAAATTTTGGCTTAAGAAATGGGTTAAATGAGCATGATTTGGTAGTGTTTGAGCTTTGGTTTCTTTATGTTGTTATTGTTGTTTAGCTACTGCCCTAAGGGATNTATTATGATGAAATATTGAGTAAATTGTTATAGGTGATGAAANCTTGGATTAAANGGTAAGTTGGTTATGTTGTTTAGCTCTNATTNCGAAATGCTCTTGAGTGGTATGGTCCACCTTCT

>rnd-1_family-24#LTR/Gypsy ( RepeatScout Family Size = 1376 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACGTTAACTGCTTGAATATCAATTCCTCTAGTAAACAAATCTGTTCCATCAAGAAAGAACACAAAATTAAGAAATTTAACAATTAATCAATTTGAAATTTCAGCTGTTACGGAAAGCGTGACGGNCCGTCGTGGCCATGACGGTCCGTCCTGCAGGTTCGTCGTGAAGATCAGAGAAGTAGCAGAAGAAACTTG

>rnd-1_family-163#LTR/Gypsy ( RepeatScout Family Size = 453 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGANTGTGCATAAAGGCTTTCAAAGTGACTTAGCATGGTTTTGAACAAAATGTCCCTTTNCGCATGTTTTAAAGGTTTTACTTGCATATGTTTCCATACTTAGTACATGTGGTTTGTACTAACCCATATTCTCTTCTTTTTCTACAANAATGTAGGTTCGGGCCGTTGAGGAGCTTCGAGGCCATTTTCAAGAAGACTTGGATNTTTCCCAAGTTGTTGGTGAGTCCTCAAGTTCGAGGA

>rnd-1_family-279#LTR/Copia ( RepeatScout Family Size = 213 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATAAGGCTTGGGCAATCCTCCTCCCTTTGAGCTAGCTTTTGGGGTGTGAGTTAGGCCTAAGACCTAATTTCACATGGTATCAGAGCAGGGCCCGTCTCACCCGATGTTGGGGCCCCCAAAATCAAAATTGCCCACGCACCAGATGCTAAGCACTGGGCGTGAGGTGGGGTGTTAAAGAATGACAAAAGTCCCACATCGGTGGTTAATGAGATGGGTGGACTCCTTATAAGGCTTGGGCAATCCTCCTCCCTTTGAGCTAGCTTTTGGGGTGTGAGTTAGGCCTAAGACCTAATTTCA

>rnd-1_family-64#LTR/Gypsy ( RepeatScout Family Size = 925 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CCAACACCGGCAAGACAAGATGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAAGAGGAGCAGTGGCAAGAGGCCGTGGTAGAGGTCGCGGGAGGACGTCCTCTAGAGGAAGAGGACAAGCACCTGGCCCATCTAGTACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGTGAGGAAGGGGAGAATGAGCAAGTGCAGAATGAGGAATTACCACCCCAACCTACCCCAGAGATGATTAATCAGGTTCTTGCTTATCTTAGCGGGTTATCTGATCAGGGCCAGACACCTCCAGTGTTTTCTGCACCAGCACCTCAGGTTCCGGGAGTACAACATGCAGCTGCTGTGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCTCGGTTGACTACAGGGCCTATAATGACGAGTGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCCTATGATTTTCTGGTTGATTGTCATGAGCTGCTACATAAGATGGGCATAGTAGAACGATTCGGCGTTGAGTTTGTGACCTATCAGTTTCAGGGGAACGCCAAAATGTGGTGGCGGTCGTATGTTGAGTGTCAACCAGCACAGGCACCACCTATGACTTGGGCATCATTCTCTAGCTTGTTTATGGAGAAGTATATACCCCGGACTTTGAGGGATAGGAGGAGAGATGAGTTCCTGAGCCTAGAGCAAGGCAGGATGTCGGTTACTGCNTATGAGGCTAAGTTTCGTGCATTATCCAGGTATGCCACCCAGCTTTGCTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGATTTGCGGATTCCAGCCTTACAGGTAGCTGCTGCAGCAAAATCCTTTCAGGAAGTGGTAGACTTCGTGATAGAGGTGGAGGGAGTGAAGCCAGACGACTTCACCATGGCATCGACATCTAAGAGGTTTCGTAAGGGAGGTGAGTTTAGTGGTTCTTACTCCAGAGGGCAGAGTTCAGGAGGTTACCCAGCCCGACCTATTCAGTCTTCACTACAGGCTGTAGCTGGGGGTCCACCGCAGACCGGTCAACATTTCTCTGAGTTTGGAGGTTATCCCCAGACTCCGTCATTCTCACAGAGACCTATGCTTGAATCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGGTATTGTCCAAAACAGAGTTACAGACCCCCAATAGTCAGAGGTAGAGGTGGTCATGGAAGAGGCCGTCATTCTGGAGGACGTGGTGGCCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAGCTACTGCAGCGCAACATGGTAGGGGCAACGGGCAGACAGGTGATAGGGCCCATTGTTACGCTTTCCCCGGGAGGTCTGAAGCGGAGACATCTGATGCTGTTATCACAGGTAATCTTTTGGTTTGTGATTGCATGGCTTCTGTATTATTTGATCCTGGATCCACATTTTCATATGTATCTTCCTCATTTGCTACTGGTCTTAATTTACATTGTGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGATAGTTGAAAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGGGGAGCAATACTCATGTAGACTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCGAATTTTGCGATCTTAGATTGTAATGCTAAAACTGTGACGTTGGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCACTCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGAGAATGGTTAGTAAGGGTTGTTTAGCTTTCTTGGCACACCTCAGGGATGATACTACCCAAGTACCTTCGATTGAGTCGGTTTCGATAGTCCGTGAGTTTCTGGATGTGTTTCCTGCAGACCTTCCTGGTATGCCACCGGATAGGGATATTGACTTCTGCATTGATCTGGAGCCGGGTACTCGCCCCATTTCCATACCCCCTTATAGAATGGCTCCCGCNGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTAAGCAAAGGCTTCATTAGACCAAGTGCATCCCCTTGGGGTGCTCCNGTTTTGTTTGTGAAGAAGAAGGATGGAAGTTTTCGGATGTGCATAGACTACAGGCAACTGAATAAGGTAACTATTAAGAACAAGTATCCTCTTCCTCGCATCGATGATTTGTTCGATCAGTTACAAGGTGCTTGTACCTTCTCAAAAATCGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGGACCAGGTATGGGCATTACGAGTTCTTAGTAATGTCTTTTGGGCTTACGAATGCCCCTGCTGCTTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTTGTCATCGTATTCATTGATGATATACTGGTATACTCAAAGAGCAAGAAAGAACATGAGGAGCACTTGAGAATTGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAATTCTCCAAGTGTGAGTTTTGGCTAGATTCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAAGCAGTGAAGAATTGGGTAAGACCTACTAATGTNNCAGAGGTAAGGAGCTTTGTTGGTTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTCTCTTCCGTTGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAAGAAAGCTTTCAGAAGCTCAAGACCTTGTTGACTACTGCACCAATTCTTACCTTGCCAGTGGAAGGTAAGAATTTCATTGTTTATTGTGATGCATCCTATTCTGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTAATTGCTTATGCTTCGAGGCAATTAAAGGTGCACGAACGTAACTATCCGACCCACGATTTGGAGTTGGCTGCGGTAGTGTTTGCATTAAAGCAATGGAGACATTATCTATATGGGGTTAAGTGTGAAGTCTATACGGATCATCGTAGCCTACAGTATGTCTTTACTCAGAAAGATTTGAATTTGAGACAGAGGAGGTGGATGGAACTACTGAAGGACTACGATATCACTATCTTGTATCATCCGGGAAAGGCTAATGTTGTGGCAGACGCCTTAAGTAGAAAGGCAGGGAGCATGGGAAGTCTAGCCCACTTGCAGGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACTTTATGAGGCTAGAAGTAAATGAGAAGGGAGGATTTTTGGCCTGTGTGGAGGCAAGATCTTCCTTTCTTGACAAGATTAAGGGAAAACAGTT

>rnd-1_family-302#LTR/Copia ( RepeatScout Family Size = 176 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGATTTTATAACACGTTATCAGCACGAGTATGCTCTAAAGGTTGTAGCACTTCGCAAAAGTGTTNTAGTTGAAACACTTGTGAGCAGGAACAGGTTTTATTTATTTTTTCTTGTTACACATTTATATTTTCAAAAGTTCCTCTTATACTAATAATTTATTTTAGTATATATGTGATATATGAAAAGGTAGAACATATTGGTTTGTTTTACTTTAACAATTTTATACATTGGTTTATGATTATACTAACAGTTCTTCGTTTCAGAAAAGAATTGAAGGATAGAGAAGTAAATTTTCATGTTGATTTTCTAAGTGTTAATTATGAGGAACTTATTAATATTTATAATTGCTAGAGGTGAGAAAACTCTCAATCTTATTTTGACTAAATTTGCTTCTATTATTTTGATTGTTTTGAAAGACTCAAAGGGTGAGTCATGTTGTACTTCGATTTATTATACCGTTGGTTGAAGGGTAAGACGATGGATTCAAGTTTCATCGCACCAAAAGGGTAAGACATCAGGTTAAAGTCCGGATGCACCATAATGAAAAATATTTGAGGATAAGACGATGGATTCANGTTCTATCGCACCAAGAGGGTAAGACATCGAATTAGAGTCTTGATGCACCGTGATGATAAGATATTGGGTTCAAGTCCCATNGATTTATGACCTAANACGCCTTATATGGATAAGACATTGAGTTTGAGTCTCAATGCACCATAGTGATGATAA

>rnd-1_family-152#LTR/Gypsy ( RepeatScout Family Size = 481 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGTGTATTTGAAGATTTCACCCATGAAAGGGGTGATGAGATTTGGCAAGAAAGGGAAGTTGAGTCCCCGNTATGTGGGTCCCTATGAGATCTTGCAAAGGGTTGGNAAGGTTGCCTATGAGTTGAAACTACCTAGTGAATTGGCTTCGGTTCATCCGGTGTTCCATGTTTCTATGCTTAAGAAGTGTATNGGCGATCCCGNGTCCATTCTTCCTATTGAGGGTCTAGGNGTGAATGAGAACCTCTCTTATGAAGAGGTTCCGGTTGAAATCCTNGATCGNCAAGTNAAGAAGTTGAGGAACAAAGAGGTGGCCTCCGTAAAGGTNCTATGGAGGAACCACCTAGTTGAGGGTGCAACATGGGAGGCCGAGGCCGACATGAAGTCCCGTTACCCTCATCTNTTT

>rnd-1_family-276#Unknown ( RepeatScout Family Size = 215 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTAGATGGTTTAATGTGAGACGANGTATTAGACTAAATTCTTATGTATTGGTTATGTTGTCTAAACGAGAAGCCTATGTAAGCTTCATATGCGAGGAGTCTATGTAAACTCCATATATGATATGCGAGAGGTCTATGTANACCTCACTATGTAAAAGTTTTA

>rnd-1_family-94#LTR/Gypsy ( RepeatScout Family Size = 729 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTGGTAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGGAAAAGGTGAGAAAGGATAATGATAAGGTGGTAAAGGGTAGTGGTGAAGCAGAGGANAGCACTGGAAAAGATGCAGAAGTNCCTATGAAGGTAATTCCCATGCCTAGGCCACCACCACCCTTCCCTCAGAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGTTGAAGCAGCTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTATGCCAAGTTTATGAAAGATCTGGTCACAAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGANTGCAGCATTGTAGTGCTATTGCTACAAGATCTCTCGTACAAAAGAAAGAAGATCCGGGTGCGTTCACTATTCCTTGTACAGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGTGATCCAAAACCCACTGCGATGCGGCTACTGATGGCCGATCGAACAGTGAAAAGGCCTATAGGGATACTCCACGATGTGCTAGTAAAAGTGGAGTCGTTCATATTTCCGGCAGATTTTGTTATTCTTGATTGTGAAGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTGATATGGAAAAGGGGCAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGNCCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCTGCCATATCCCACAAAGAAAAGATGAAGAAGGAGAATGAACAAAAAAGTGCAAAACGAGAGTTTATGGTTGGGGATTTGGTGCTTTTAGACAGTTCTGGGTTGCCTTGTCTTCCGGGCAAGCTCAAGTCCAAACGGACTGGCCCTTACTTGATTACCCAAGTATTCCCTCATGGAGCAGTTGAGTTAAAAGCCAAGGAGGGAGTGCGGTTTAAGGTGAATAGAGAACGAATAAAACTCTATTTTGGGCATANNGCATCGGNGAATGAAGTGATAGAGGCATACCATCTTGATGAAGTCTGAGTAATCAAGTGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACTTATAGTCTTTTTAGTAATGGTAGCATTTTTCTACTAATGGGTTTTAAATTTGCAGGCACATCACCAGGAAATTCTGCAGAAAATTACTCTGCAGCAGTCACTGACGGATACATCGACGGACCGTCGCGCCTGCGACGGACCGTCGCATGNATCCGTCGTGCCAGGTACGTCTTTCTGTTATTTTCAAACTAGGGCACACGCGACGGAACCAACGACGGACCGTCGCAACTGCGACGGACCGTCGTCGGGGAATCGTCGCGTCATTAATGAGGCGTACCCGAC

>rnd-1_family-284#LINE/RTE-BovB ( RepeatScout Family Size = 206 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TACACTCTACCCTCCCCAGACCCCACTTGTGGGATTACACTGGGTATGTTGTTGTT

>rnd-1_family-38#LTR/Gypsy ( RepeatScout Family Size = 1164 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAAACNGGCTGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAAATCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTGACGGAATGGCAGGACGGACCGTCACAGGCGTGACGGACCGTCACAGACTCTTCGGTGGAAATCGAGTCTCTGAACTCTGCGACGACCNGCAGGACGGACCGTCGCAGGCACGACGGCCCGTCACAGGTTGCGCAATCCCAGNCNGGGTCGGATTTCTTNATACGTTTTAAGGGACGTTTTGGACTATTCCTGCCTTAATTATAAAGTTAGTGGGTTAATGTTAATAACTCNAATTACTTGGGGGTTAAAAGAGGTAACCTTAAGTTAATTAGTGGGTTATTATTGCCATCTTTTATTCTTAATTATATGCTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAAGAAAATAGAAAGAACAAAGAGAGAGAGAGAATCGANCGAGAGAGGAGAAACGAAGAGGAAAACACAAAGCTTTGGGAANTTGCTTGCTTGATCACNAATCTTCGGTGGAGGTAGGTTATGGTT

>rnd-1_family-313#LTR/Gypsy ( RepeatScout Family Size = 168 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTGATTGTGATTGTGGCGTGTTGAATGGATCGGGTGTCGCGTTCCGACACGCTAACTTGGATCGGTTGCCACGTTCCGACA

>rnd-1_family-215#DNA/CMC-EnSpm ( RepeatScout Family Size = 328 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAAATATAAAATCGTTAAATAAGTGGTCAATTTTGAACCNAAAGGTGGATGACAAGGGTATTTTGGANCCAATAGGTGGATGAGAAGGGTATTTTGGAGCCAATAGGTGGATGGAGGGTAATTTTGTACCATTTTCAATACTTCGAGGGTATTTTAGGCCCTTTTCCGT

>rnd-1_family-341#LTR/Copia ( RepeatScout Family Size = 144 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGAAGAAAGGGAAGAAAACCTTTTCTTTGCTTCTAAATCTGATGCTTCAACAAAAAGCAATGAATGGTATGTTGATAGTGGTTGTAGTAATCACATGACTGGAGATGAAAAGGCTTTCCTCTCAATTAATAATAGCATCACTACTAAAGTGAGGATGGGGAATGGAGCCTTAGTTGATGCGAAAGGTAAAGGTACTATTTCGATCAACATGAAAGGANGCGGTAAGCAAATTCATGATGTTCTTTATGTTCCTGACTTGGAAGAAAATTTGCTTAGTGTTGGTCAACTCATGGAAAATGGTTATTCTCTTGTGTTTAGAGATAATTATTGCGAGATTTATGATAAAATTGAGCCAAATCAAGTCATTGTTGAAGTAAAGATGATAAAAAGAAACTTCCCTTTGCAATTTCATTACAATGCATTAAAAAATGAAATTGTAGATGATTCATGGCTNTGGCACAANAGATTTGGNCACTTGAATTTTNANGGNTTGAAGATNCTCGAGCAAAAGGACATGGTGNAGGGCCTTCCTGAGATACATACTGANGTGGGTCTNTGCGAGAGTTGTGTTATGGGNAAACAANANAGNAAGTCTTTTCCAAAAAGGNTGTCTTGGAGAGCAAATGTACTTTTGGAANTGGTTCATACNGATATTTGCGGACCAATGAAGACTCCATCNCTTGGAGGNNAAAGGTATTTTATNACCTTTATTGATGATTTCACNAGAATGGCTTGGGTTTATTTCTTGAAAGAAAAGTCAGAAGCGTTTGANACNTTCAAGAAATNTAAAGCCGAAGTTGAGAATCAGACNGGTCGAAAGATCAAAACGATCCGAAGTGATAGNGGNGGNGAATACGACAAGTCGAGAATTCGAAGAATNTTGCGAAAATGAGGGNATTCAGAA

>rnd-1_family-348#LTR/Gypsy ( RepeatScout Family Size = 141 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCTTATTGTGTTGTGAGTCCCTTGATGTTGTGGAATTGATGTTTCCCTAGAATTGAGGGTAGTATTCTTATCTTTGTAGGGTGATGATGTGGGTTTGATTGACCTAGAAGTTACCTTACTTTAATGTTGAAAGAAAAGAAAGAGTCCTTATGGCTAAGTCTCCTCTATTGTTTCCCCTAATGNTGTATGACCTTGGTGTCTATTGTATTGTATGAAAACCTTATGTGGTTGAATAGTATGACCTAACTTGATAATTGGGGATAATTTGCCTAGATGATAAGGTTTAGAATGCCTTGGTGTTCCTATGTTGACTTACTGTAAATCCCTTTAAAGTGGTAATCACTTTTAAGTGATGAAAATGAAGGTTGTTAAGTTAAGATCCTCTTGAGGTTGGGTTAAGTTNCTCTTAATTGGGTTTACCCTAAGTGGGGGATGGTGATTGAGTAGTAAGGTTGTAGATATTTTCTATCTTNTCCTTCTATTCTTACTCGAGCTTGAAACTAANGAGTTCCTAGTAAGCTTGTTCATGATAGGAGTCTTGCATAAAGTATGAGTTGCATGNTCTCCATATGTTNTGTATGTCTTGATTGACACTATGTTANGNATATTNTGAAGATTCCAAANTGCATGAAAGAA

>rnd-1_family-388#DNA ( RepeatScout Family Size = 116 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGGTGTGTTTGGTATGAAGGAAAACATTTTCCGGAAAATGTTTTCCAATTTTCTCATGTTTGGTTGGGNCAAAAGTTTTGGAAAATGTTTTCCAAATCAACTCATTTTCCTCAAANTTAAGGAAAATGACTTCCCTTCAAAAATTAAGGAAAACATTTTCCAAAACTCTCCTCCAATTTCAAATTACATTTTTTTTTGGGAAAAACATCAATTTAAAAAAAATATTTTCAATTTCAAAATTTTATTTTTTCACCCGATCCCTGACCCCCTCCCCCCACCCCCCGCCCCACCCCCTCCC

>rnd-1_family-259#LTR/Copia ( RepeatScout Family Size = 241 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAATGTTGAGTGACATTTATCAAAGATGTAATTTTGCCGGTGTTGAGCCAGAAAATTATGAAGAAGCAATAAAGCATGATGTTTGGAAGAAAGCCATGGANGANGAAATTCGAATCATTGAAAAAAATGATACTTGGGAGTTNGTCGATCTNCCCGNAGGGAGAAAAGCCGTAGGTCTAAAGTGGGTNTTCAAAANCAAACTNAACGAGGATGGAGATATTCAAAAGTACAAAGCNAGGTTNGTTGCTAAAGGNTTCANNCAAAAANAAGGTATTGATTATNNTGAAACNTTCTCTCCAGTTGCNAGGNTTGACACNATTAGAACTGTAATTGCTNTTGCTGCACANAAGGNNTGGAAGATATTTCAANTGGATGTNAAANCAGCATTTCTAAATGGAGANCTCGANGAAGAGATTTACGTNGAGCAACCTCGAGGATTTTTTGTTCAAGGNAGAGAAGANAAGGTGTGCAAGCTNAANAAGGCTCTTTATGGGCTAAAACAAGCNCCAAGAGCATGGTACAATGAAATTGATCATACTTTCTGAAAAATGGTTTTCAGAGAAGTAAAAGCGAANCCACTTTGTACGTNAAGAAAGAACATGACAACATTATCATTGTTTGTCTNTATGTGGATGATATGCTNNTTACGGGAAATGATGTAAAGATGATGNAAAATTTCAAACAAGATATGATGCAAGCTTTGAGATGAGNGATCTTGGGTCGCTAAATTATTTCTTGGGNATCGAAGTTTCTCAAGCGAAAGATGGAATTTTCGTTTCTCAAAAGAAGTATATTAAAAGNATTCTTNAAAAATTCAANATGNTGGATTGCAAGCCTGTNGCCACACCATTAGCANCAAATGAGAAGTTTAGAAAAGATGATGGAGAAGAGAAAGTTGATAGCTCACTTTATAGGAGNTTGATTGGANGTTTGNTGTATCTNACTGCNACAAGGCCCGATATTATGTNTGNTGTTAGTNTGTTATCCAGGTTCATGCAAGAACCAAGCCAAGTGCATTTTGGAGCTGCAAAACGNGTTCTNCGNTACTTGCAAGGAACAATGGATTATGGNATNNTGTACAAATTTGGTGGAAATTTGAACTTAATTGGTTNTTCTGATAGTGATTGGGCTGGAGGTATAGATGACANGAAGAGCACTTCTGGTTATGCTTTCTTATTTGGATCAAGCATTTGTTCTTGGTTATCAAAGAAGCAAAGCGTTGTCGCTCNATCCACTGCCGAAGCAGAATATGTTTCAGCATCCAAGGCTACTTCTCAAGCTATTTGGCTTAGGAGAATATTT

>rnd-1_family-216#LTR/Gypsy ( RepeatScout Family Size = 328 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATGNCATCACCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGNCATCATCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCACCGCCCTTGGGCAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGGCAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGGCAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGNCATCACCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCACCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGNCATCATCGCCCTTGGACAGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTTGGTTGTCGCATTCGTACTAATCTAATATANCTTCTCGATTTTCCCATCTTGTTGTACTAGTCTTTCATTTTNATCTTAATACGGCACGAAGAATATTAGTTTTCTAGTTTTACATTTATATTATTATATATAAATAAAAATTTAATAATATTTTTTAAAAAAAAGCNAAACAAAATTAAGGATATGACCACGTAGATCTCAAAAATATGCAGAATAAAAATNNNNTTGCGTCAAACGGATATTCGANCCCAAAGTTTCAATCATTTNAAGTTTCACCAAATAAAAGATTGAAACTCAAAAAAAGTNGTTGTAAATATGTGAAATTTCAAACGGCCATAACTTTTGACTCGNATGTCCGATTGAGGCAAATTTTTTTCTCAATNTTGTTATTTTTTTAGATCTACGAAAGCAAACCCCCAAAGGCGGTTTGGACGAGTCAATTTTCCAAAAAACGTCTTTTAACCCATTCAAGTTTGAATTTCCCCTAATTTTCAAGAAAATTGTAATTCTTTATTGCTATGAATCTNATAAAAGAAAATAGATTTTTGAGTTCGAAATACCTNTGTAACACATATNAGAATGTANAGTTTAATGTTAGATAATCATATTTTATGAGAAAAATATTTTATCCCGTTTAATNTAACGTTTCCCCTAATTTTGCCCACACNGTCGGACGACGTCGAGCGTTGCATGCCATCATCGCCATTGGGCAGCACACGCTGTCGGACGNCGTTAGGCGTGACATGCCATCTTCGGCCTTNGANAACACACACGGTGGGACGACGTCGGGCGTGGCATGATATCATCGCCCTTGGACAACATACACGGTCGGACGACGTCGAGCGTGGCATGCCATCATGGCCCTTGGACAACACACACGGTCGGACTACGTCGGGCGTGGCAGGCCATCATCGCCCTTGGGAAGCATACACAGGGTCGNACGATGTCGGGCGTGGCATGCCATCATCTNCCTTGGACAGCATACACGGTCGGACGACGTCTGGCATGNCATGTTATCATCGCCCNTGGATAGCACACACGATCGAACTACGTCGGGCNTGGCAATGCTATAATNACCCTTGGGCAGCACAAACGGTCGGACGACGTCGGGCGTTAAATGCCATCATTGCCCTTNGACAGCATACACGGTCGGACTACGTCGGGTGTGGCATGTTATCATCNCCCTTGGAAAGCACGCACGATCGGACGACGTCAGGCGTGNCATGTTATCATCGCCCTTGGANNGCACACACGATCGGACGACGTCGGGCGCGGCATGCCCGCATGGCCCTTGGGCGGCACACACGGTCGGACGACGTCGGGCGTGGCATGCCATCATCGCCCTT

>rnd-1_family-129#LTR/Gypsy ( RepeatScout Family Size = 558 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGTAAGCTNAGCCCGAGGTATATTGGTCCATTTGAAGTNCTTAAGCGAGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTCCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATTCGTTGGGATTCAGTTCTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCCATTTTAGATAGAGAAGTTCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAGGTTCAATGGAAGAATCGACCGGTTGAAGAAGCCACTTGGGAGAAGGAGGCTGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTC

>rnd-1_family-227#LTR/Copia ( RepeatScout Family Size = 304 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACTTGCTCCATTCNATCGTATGAATGTGGTAGCAGTGAATAATTAGTCTGAAAGATGACAAATGATTAACGATATGAANAAGGGCGTGAAGGGACGGAATTATAATAGTCATCATTGTGGTAATTATAAAAGGAAGAACACTATGGGTTCTCCAAATAGTCCTTCGAAATGTGAAGGCAATTTTTATTATCAAAATGGTATGAAAGGTCATTGGACTTGTGAATGTTGTCGACCCAATAATTTGACAAGTTTATAAATCCTCCATCAAAAGACAAGAAGATAAAGTGATGGTACACTTGATCTTTCAAAGTGATGTTGAGGTGTGTCATGGAAATATGATGAATTTTAAAGCCATGACAATGTGCTTATAATGCAAATTTATGAAGTACATATAAATGATTAGTCCATTCCTTGAAGAGAATGTGACTTGTGATGAGTATCGTGAATGCTCGACCATTCTATAAGAGAATGGGTCAAGATGTGATAAAATCATTATGGGTTGGATATATGCCACAACTCACCTCTATGGAAGGTTTGAGAAAAAAATGATATATGTCACANCTCATCTCTACGGGAGGTTTGAGAGGAAATAAATTTTATTTGGCAGAAATGGCTAATNGTATTGTACGTTTATACGTCACTATGGTATGTTTATTGTGAACTACCGAAAGGGCAAAAGAAAGAAATAGTTCTTGCCTATAAGGGTTGTGGTCATTATTGTGTGGCAATACAAATTTGTCATTGGTTGTGTACCTATGGTACAACAAAAGTAAAGCAAGAAACACGTCTTGCTCGTAATGATTTTGACCATGACAATAATAATATAATTTCCTCCTTGAAGGAGATGCTCACCATAGGGATGGTGTCATGCAATATGTGATAGTACACAAAATTAATTGCAAGCTCTAACGAGTTGTGCTATTATCAGAGGAATAATATTGGGGTTGTAGTAAGTCTCAAAAGAAACTTTTTAAGTTTCGGATGAATTGAAAATAAATATTGAGACTATAAATTACTACAACCGAAGNGGGTTATAAATATTTATGTAAAAGATTACCCCATTTTTCCTCTTGTTTGTTGCATACAAACATGGACATGCTGATGAAATCACATGCAAAAGTAAATTATAAGTGTACTAAAATAAAGATCAGTTGGCATGACCGGTTGACCATTCCGATTAAATGTGATGCAAACGTAATTGAGAATTCANGTGATTTATATGATGAAGAAATAAAAGATTCTTCAAGAATTCTCTTGTGTTGCTTGTTCTCTTGATAAAATGATCATTGTACCAGCTAAGGTTGGGATTGTAATCCCCTAAAATTTTTGGAACATATAAAAAGGTGAATATGGGCCCGTTCACCTGCCATGTGGATCGTTTGCAACTATATGATAGATGCATCTATGCGATGGTCACATGTGCTTTGTTGTCAACTTACAAATTGGTTTTTGTAAGGTTGTTTGCTCGAATTGTTAAAATTAAGAGCACAGTTCCAAACTATGAAATTATATTGATAATGCTGGTTGATTTAGCAGAAATTGTATGCCTCCAATTATAGCTAAATCATGGTTATGAGAACAAAACTCCCAAATAAGATTTGGTATGAGATAANTTTATTTAACATGTAGCAACACATGTATGCATCAAGCCAACAAGGTTTCCCCATTAAAATTGGTTCAGGGTCAGGAACCANATAATTTTCATCTAAAATGTTGAATGTGCGGTTATGATTTTAATTGCTCCACCACGCACAAAGATGAACTCCCAAATAAGGTTGGGATGAATGTTAGATTTTCTAACATTAGGGGGAGAGATGATTGACAGCTGAAAATTATGTGTGAGGTTAATTATGAATTATCTAGATCCTCGTTAAATAAATATGTGAACTTAAAGTTCAAGGGATAATTCATTTGCATAATGTTGCAAATCANTTGCCAGATGAATGCGCTGACCCTATGATATAATTCAGCTGCAAATGCTCCAATGCGAAGTCCTTGAAGGACAGAGTCTATGATACGCCGGAAGCGTAATAGACCAATCGATTCCAAATATAAAATTCCTTGAAGAAGGAAGGAGCAAATGATCAATATGGTCATGATAATGAGGCAAGTGCTATAAAAGAGCACATTGACATAACACTTCATAAAACCTCGGAAAAGGTTCAGGTACCTGAAATAATGAAAAATGAAGAGATCTCGATAAGTTATGTCNTGTTGGAATCGATATCAAATAACCGTCGACGGTATCTTTGATATGAGGTAGCGCTCAATGATATAAATTGTGACGAGGATCTTGAATTCGAATCTGTCATATAGTGTGGACAGATAAATGGTTGGCCAAGTAAAATGCACAATTCAAGTATATTTTGTTTCACTTAGAAAAGTGACGTTTTGGACTGGTAGTCCATAAATCAAGGTATAATGTCAGTGGGGTACAAATAAATTATTATGCGATAGTATAACCGTAAGATATCAAATACGGTTTGTGCCTTGGGGCATAAAGGTTTATCGCAAAAATCCTGACATTATTGGAGATGTTTTCTCCTNTGGTGGATGCAATGAGGTTTGTTTTGATCTGGCAAC

>rnd-1_family-304#LTR/Gypsy ( RepeatScout Family Size = 174 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCAGCAGATTCAGTGGTGAGTCCTCATTCTCCGAGGACAATAGTCATGAGTTTCATTTCAGTCTTTAGTCATTTAGTTTCAGTTTTTGCTAGATTTAGCTGGGGCTTGTCCCAGCATTTCTAGTCTAGTTTAGAGGCTATTTTCAGACATAGTTAGATTCAGCTTAGTATTGAGT

>rnd-1_family-329#LTR/Gypsy ( RepeatScout Family Size = 158 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATAAACCCCTAAACGACCTTATTCTGCACTTTTCGACTTTTAGAGCTAAGGAACGAACCCTAGGCTATTCTGACAGTTTTTCACCATTCTTGAGGCTAAAGGTAAGNTTTTCACTCCCCGAATCCGTTTTTCGATCCGTAGAACGTAATAGAATGGGTAATTATCGATGGGGAGGGTTTTGATNTAGANTTTATGGTGGAAANAACCCTAATTATTGGGGATCATGGGTTTGATCTAGGGTTNATAGAATTGTTAGTAATTCGGGTAATTAGTGATTGTTTATTGATTCTCGTATTATATTGATTGTTTGTAGACCAAGAACAAGCGGAACGAATCCGGAAAGGGAAGGATCAAGTTTCTTAGGTTTCAAGCTTGTTTCGAGGTAGGTGATGGTTGTGATTCTATGATTGTGTGATATATGTTTGTTNTTGCTTCATTATGATGCATGTATGTATGCGAATGTTGCATTATTGATCACACTTGTTGTAAATGAGATAGATGAATGATNNATGCCATGAATCACGACTTGATTGTATGATCTTGANAATGTACTTGTGATTGTGATTGTGGTGTGTTGA

>rnd-1_family-291#Retroposon ( RepeatScout Family Size = 187 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAACATAAACAACAAAGTTTAAAACATGTACTCAAAAACAACAATTAATATCATAAGCATAAATTAATGATGTAAAAAACGTACCAGGATCTGNAAAAATNNNTNTAATAGGAAAAAGATCGAGTCCACTGAATNCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTATCCGAGGTTTGATTTGGAATATGACCTCCCAGGGTAAAACGATCTTAATCACCAGNGTATNGATACCAAAAACNCTGGTGTCAGCGAGCCACTCAACGGCAGNAAAGTACACTTAGAATACTAGATTT

>rnd-1_family-247#Unknown ( RepeatScout Family Size = 261 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGGGACCACCCTAACCGAATTCGGTTAGGGCGGTTAGGGGGAAGGCGCGCGCAAGGGTCCAGCCACGTGGGGCCTAGCTTCCTAACNAACTCTAGACTCTAACTAACTNACCTAACTAGCTAACTAACCTAGGACTAACCGAAATNAACTAACTAGTGCACCCGACAACCTAAGACCTAACCGGGTGACACTAACCTAGTAACTAGCTAAAGAGACANCCTAGTACCTAACCTAGGATGGTCCAAAGGGTTAGTTATGGTCCTAACGACTTAGGGGTACTTTAGTAATTACCCTAGGTCACTTAATTAATTAAATTAGCAACTTAATTAATTAATTTAAATGGTCAAACCGAAACCCTTAGACTAANCNAGTAACTAACTAAAGGGACATCCTAGTACCTAACCTAGGATGGTCCAAAGGGTTAGTTATGGTCCTAACGACTTAGGGGTACTTTAGTAATTACCCTAGGTTACTTAATTAATTAAATTANNAANTTAATTAATTAAGAAAA

>rnd-1_family-89#LTR/Gypsy ( RepeatScout Family Size = 747 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAACGAGGTAAAACCTAGCTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTGATAATTCTTTCGTTTAGAAGTCTTTTTAACGGGTGCACGCGTTAGAACTCGCCTTATTGCTACTTGCCGGACCAAGGAGGTAGNTAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTNTCGATTGGTGCGAAGTAATAACTNAGTCAAACATCGAATACGATGCTTAATATGAGGTAAAGGTAAGGGTTAGTAAAGTAACACACGTAGCCGGACCAAGGTGCGGAGTGAAATTCTCTAGATGCCGGACCAAGGATTTAGAGATACATAACTTATCACTTTGCATGCAAGACACTAGGAAAGAATTGTTATAGCTAGGATTATCGCGTTATGAACCTATGGGGAACACTTACACCCTAGTTACTCTCATNACTTGATTAAAACCCAAAATTCGAACTTGTTACTTGTTTCTTTNAANTTCGTTAATTATTTTCGTTCGTTTAACAAAACCCCCCCTTTTATACTTTTGTTTTCGAAGGAAGTCATTGACTAAATAGAAGTAATCGTAGATTAAAGTTAAGTCTAAACCATTTTCCTCGTGGGATCGACCCCAACCTCACTAGTTGGGTTCTTTACTTGATACGACCGCTTATACTTCTTATTNGGGAAGTATAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAAAGTGGCTTTTAGATTAACTTNAACTTATTACTAAAGTTTAGTCGATATTTTCCTGATTTTACTTTGTTTTATTGTTTTTGATTTCCTTTCAGGNCTANCCTCCTTGTATGCCAAGTACACGGAGAGGAAGAGAACCCTTGTTTCCCTACGATCACGAACTAGAGCGTACACTNCGCAANATGAATCGAAACTTGGGAATAAATGATGAGGATCCGAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGNTGTTACCCGATGCTCCGGGTGAACATCAACAGAGGGGACAAAATCCCGCTCCACGNCCCCAAGAATACTACAGAGGCTATGATAACATNGCAGACTCNGATGGGCCACTTGTCTTGCCCCCTCTACCCACAGGCCACACCTTCGTGGTAACTAGTAGCCTGATGCAAATGCTCACCGCCAGAGGTTTGTTTTCGGGGCTACCTTCT

>rnd-1_family-260#LTR/Gypsy ( RepeatScout Family Size = 237 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGACCAAGTTCTTCACACTTGAAGAACTCACACGAAAATATAAGAAAACAAACGCTAATCAAACACGTTAGGCAAAGAGAGGGTTTGTCCGTCGAGTTGGTGTTGACGTTGAGGGGATTTGGACGTGATNTTTGGAGAAGNTTTTGGGCAGCAAGTCGAGGTTTGAACGTCAAAAAGGTATGGGTTCTCTTCTCTCTTGGTCCCTTTCCCAAGAGACCCCTAAGGTTCAGANNANTCTATTCCGAAAACTAGGGTTGTTCCC

>rnd-1_family-317#DNA/hAT-Tip100 ( RepeatScout Family Size = 164 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATATAGAAAAGGCATAATACATAAATGTGCCCTTTAACTTGGCTTCGAATCACATTTATGCCCTTCAACTTTGGGTGTGCACAAGTAGACACTTAAACTTGTATAAAGTTGAACAAATAGACACACATGTCCTACATGTCATTTTTTGTCCTACGTGGTGTCCTACGTGTATTGTGTCATGTAGGACTCATGTGTTTATTTATTTAAAAGTTGGATAGTTAAAGTGTCTGTTTGTGCATTATGAAAGTTGGAGGTCAAAGTTAAAATTTGAAGCCAAGTTTAGGGTCCAATATATGTATTATGCCT

>rnd-1_family-8#LTR/Gypsy ( RepeatScout Family Size = 1853 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTNGTACTGAGCTAGAACTTGCCTGGTTAGTCCTGCTAAAAGTAAGCTGTAATAGACAATTAGGAAAGGATCATAGGCCCTTATTCAATATAGCCCATTTCTAGCCTAAATAAAAGAAACCAAATGAAATTTATCCTTCTTTGATCCAAATGATCTGAGCTTAAAATTAGACCTTTCTTTTTCACCCCAACTGATCTTTTCTGGGAACAATGTGTTGGCCCTGGTCCCTCCTTGGACATGTGCACCTCAGCTTATGCCAAAAGCATAAGTTGAGGGTGGCTAATGCAGTAAACAACCTTCGTTATGGCCCTGACCCAACTTTGGGTATTGTGTACCTTGACTCATGGCAAAGCCATGAGTTGAGGGTGGCTATTATGAGGAATGCTCTGGAAAGTGGGGTTGAAAGAACAAAGAGAGAGAAAGAACAAAAGTAAAGTGACTCAAGAATTAGTTGAAAGAAAAGTAAAGAAAAAGAAAAATATACAAGAAATACAAGCAAGAAAAGAAGAGAGTCACTTACACAAATGAAGAAAGAAGAGAAAATAGCAAGGTGAAAGAATATGAGAAACTGGGCGAGATAAAATGATAGAAAGTGGAAGGTTTAGCCGATATGTCAAGGAGGGCAAAAAGTCACTAAAGTATACCTAAATATACCCTACCTGACCCTGAGCCTATGTTACAAGCTAAGAAAGTCCTATCGTGATCCTAAGGGTTGTATAGCGAACTTAAGGCAGTGAAAATAAGGGCAAGCTTATGGCAATAGGTATGAATGAGTGTGACTTTGTTCTGAGAGCGAGTGTTGAAAAGTAATCCTTATACTCAAACTGAAATCATTGTGTGAAAAATGAGGATTTTGTTTTAAAGTGAGGACACTAGTTGCAATACCGGAATTGTTAGCACCTCGGTGAGAAATTGAAGAGGATAGGTGTTAGTGCGTGGTGAGTCTGTGTCATGTTCTGATCCCACATAATTCAAGCCTAATAGTGATAGCATGCATAGATNTGATGAGATTAATCGGGATTGATAGCCAAATGATTGCAAAGGATAAAACATGGATACTATTGTACAAAGATTTTGTANTGAGTCATAGTGCGTCGCTTGAGGACAAACAACGAATTTAAGTTGAGGGTGTTGATATACCGTGGTTTCACGGTATTATTAATACTTTTTCCTTAAGTTTAGTGTGTCCAAAAGCCTTTTTGTGCTAATTTTTATATAAGTTTCTCTTTGTTTTGCAGGAAATCTGTCCAAAGCTGAATGCGGAGATTTTGAGCGAAGAAATGCAGAAGAGACCACCTACGGAGCTTATGACGGTCCGTCGTGCTTGTGACGGTCCGTAGGTGGCAGCGTAGTGCAGCTGCTGAAGGAAGATGGGGAAGTCTGACCAAGTGTGGGGTTACGAAGCTCGTGACGGTCCGTCGTGNCTATGACGGTCCGTCCTGCAGGTTCGTCGTGAAGTTCAGAGAAGTGATCCCAGTACCCANATTCCAAGAGTTGAAGTGTTTTGGAACGAAGACCCTCGACGGACCGTTGTGCCTATGACGGTCCGTCATACTTGCCGTCGAGGGNAATGAAGAGAGCAGCAGAAGAAATTGCACCAAGTATGGGACGACGGAGTCCACGACGGTCCGTCGTGACCACGACGGTCCGTCGCGAGGTCCGTCGACCCAGCCGCGTTTTGGCAGATTTCCAGCAANTAGAGTCCTTGTTTAATTAGGTTTTTATTTTTTATAAATAGTTCGAAAAACCTCGTTTTTGAGGTTAGACTCTGTTAGATTAGACATCGTATTATTAGACTTTGTGTATTAGTGTTTGATTTTTCGAGATTCTTGCAAGTGATTTTTGGTGATTAATCAAGCGAACTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTACATGAATTCTTATTTAATATATTTGAATATTGTGNTTATGGCTATGAGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCAAATAATGAGATAAANCCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTAATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATTAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGGATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAGATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTGATTAATTGATTAAAATCCAACATTCGAAGCTGTTAAGTGTCTCTTTCAATTTCGTTAGTTATTTTCACTCATTTAGAAATAGAAACCCCCCTTTTATCGTTTTTACTTTCCAAGGAAGTCATCGACCGAACAATAGTAATAACAGGTTGAAGTTAAGTCTAGACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTATTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAATNTAGCTTTTAGATTAACTTGAACTTATTACTATAGTTTAGTTGATATTTTCTTGATTTTACTTTGTTTTATTGTTTTTGATTTCCTTTCAGAACTATCCTCCTTGTATGCCAAATACACGGAGAGGAAGAGAACCCTTGTTTCCCTACGATCACGAGTTAGAGCGTACACTGCGCAATATGAATCGAAACTTGGGAATAAATGATGATGATCCGAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGNTGTTACCCGATGCTCCGGGTGAACACCAACAGAGGGGACAAAATCCCGCTCCACGGCCCCAAGCATACTACAGAGGCTATGATAACATAGCAGACTCNGATGGGCCACTTGTCTTGCCCCCTCTACCCACAGGCCACACTTTTGTGGTAACTAGTAGCCTGATGCAAATGCTCACTGCCAGAGGTTTGTTTTCAGGGCTACCTTCTGAGGATCCACATGCCCATATAGCTAAGGTAAGGGCAGTGTGTAAAAGTTGTGTAGGGAGGCCTGATTTGGATCTAGATGTAATAGGNCTCAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATGTGGTTCACTGAGCTCCCATACAACTCAATCTTCACTTGGAACCAACTAAGGGATGTCTTCTTAGCACGCTACTATCCGGTCTCCAAGAAACTAAACCACAAAGACAGAGTGAACAACTTTGTGGCACTACCAGGAGAGTCAGTTAGTAGTTCTTGGGATAGATTCACCTCGTTCTTGAGAAGTGTCCCAAATCACCGTATAGATGATGAGTCACTGAAGGAATACTTCTATCGGGGACAGGATGATAACAATAAAGCGGTGTTGGACACTATAGCAGGTGGATCTTATGGGGAATGCCCTTATGCTGAGATTGCTGAAAAATTAGAGAAAATCTCCCGGAATAACAAAGCTTGGAGTACTAGGAAGTCCGATACAGGGAGAAACACCTTCGCAGTGCAGTCCACTCACAACCCAGCCACAGATGAGATTCGTGAAGAAATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTAAAACATGTCACTGGGGGTGCAGAAAAGATAAATGCAGTCAACTACTTGGCTAAACCACCGCCNCCNAATGATGAGTGCTATTATGCGGAGGACNCCTATGCGGTAAATGAGCAGACGGGGGGTTTCCGACCGAGCGCCCAAGGCTCAAATCAGGATAATTGGCGCCAAGGTCAAGGGAACCAAGGTCGGAACTATGGTAACTACAACCGTGAGGGTCATTATGTCCGAGATGGAAACTACAACCGCGACAACAACTTCAACAGGGGTAACTATGGTAATAGAAACGACAGGAATGGGCCCTATGTCCCTCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGATAGTATGGCGCGAGTTGAGGATATGTTGCACAAAATGATGAGGAGGTTCGACGCTAGTGATGAGCACATTAAAGAGTTGAGGNGTGATTTAGCNGGTATTGGGCAAAAAGTCGATACACATGCAATNTCGATTAAGCAGATCGAGTTGCAAATGGCCCAATTATCTGCGACAGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAAAATGATGCGCACTGTATGGCAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGGAAAANGTGAGAAAGGATAATGATAAGTGGTAAAGGGTAGTGGTGAAGCAGACGCAGAA

>rnd-1_family-314#LTR/Copia ( RepeatScout Family Size = 168 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAATATTTTACTTATGTATTTTTAATTATTATGTTATTCATGTTGAAGTATTTAAATTTCCGTTGTTAATTTTGTTTCTTACTTCTTTTAATGTATTTTATTTTAATGAAAATTAATAGAAATCCCCAGTTGTCAGTTGGATTCAAGATCAGTCATGGAGATGTNTGTNTNATTGATAGTGGNACAACGCATACNATATTNAAAGACGAGAAATACTTTTCTNATTTGNTTATGAAAATGGCATATGTTACTACAATNTCTGGTAGTACAAAATTAATTGAGGGCTCCGGAAGAGCTACTTTATTNCTACCCGGAGGGACGAAATTNGTCATTGATAATGCATTATATTGTAGTAAGTCTCAAAGAAACTTNTTAAGTTTCGAAGGTATTCGCCAAAACGGATATCATATTGAGACNATAAATNANGGAAAGGTTGAATATCTTCGNATTACTACAATCAANGCGGGTNANAAATATTGTGTATGAAAAATTACCCGCTTTNTCTTCTGGCTTGTATTATACAAAAATNAGTACGATTGAANCACATNCTATAGTAAACNAGAAGTTTACTAATTTCAATAATTTTATCATTTGGCATGATCGGTTGGGCCATCCCGGATTNAATGTGATGCGAAAGTNATTGAGAATTCANGTGGACATACGTTGAAGAACCTAAAGATTCTTCAAACGGTGAATTCTCTTGTGTTGCTTGTTCTCAAGACAAGNTGATCGTCGNACCATCACCAGCTAAGGTTGGGATTGAATCCCCTGAATTTTTGGAACGTATAAAAGGGTGATATATGTGGGCCCGTTCACCCGCCATGTGGATCGTTTGNATACTATATGGTCCTAATAGATGCNTCTNCGAGATGGTCNCATGTGTGTCTGTTATCANCTCGCAACTTGGTTTTTGTAAGGTT

>rnd-1_family-296#LTR/Copia ( RepeatScout Family Size = 180 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATCAATCATGAAGATATTTGTNTNATTGATAGTGGTACAACGCACGCNATATTCAAAGACGAGAAATACTTTTCTNACTTGCTTAGATGAAAACGGCANATGTTACTACAATNTCTGGTAGTACGAANTTAATNGAGGGCTCCGGAAGAGCNACTNTATTNCTGCCTAGGGGGACAAAACTCGTCATNGATAATGCATTGTTTTCTNCTAAGTCTCAAAGAAACTTGTTAAGTTTCAAAGATATTCGCCAAAATGGATATCATGTCGAGACGATNAATGAAATGAATGTTGAATACCTTGGTATCACCAAGAATGTCTCTGAGAAGACATGTGTTATAGAAAAGTTNCGCGCTTTATCTTCTGGCTTGTATTANACAAGAATNAGTGCGATTGAGGCACATTCTATAGTAAACAAGAAGTTTACTAATTTCAATACTTTCGTAATTTGGCATGACCGNNTGGGNCATCCCGAATCAATAATGATGAGACGAATNATTGAGAATTCAAATGGACATCCATTGAAGAACCTAAAGATTCTTTCAAATGGTGAATTTTCTTGTGCTGCTTGTTNTCAAGGCAAGTTGATCGTTAGACCATCACCAACGAAGGTTGGGATTGAATCCCCTGNATTTTTGGAACGTATACAAGGGGATATNTGTGGACCTATTCACCCGCCATGTGGATCGTTTAGATATTTTATGGTCCTAATAGATGCATCTNCGAGATGGTCACATGTGTGCCTNTTGTCANCTCGCAACTTGGCGTTTGCAAAATTGTTNGCNCGAATAATANAATTAAGAGCACAATTTTCAGATTATNCNATTAAGACAATTCGTCTTGATAATGCTGGNGAATTCACATCCCAAGCNTTTAATGATTATTGCNTATCGATNGGGATAAAAGTTGAACATCCTGTAGCTCATGTTCATACTCAAAATGGTCTNGCNGAGTCATTNATTAAGCGCTTACAATTGATAGCAAGACCNCTACTNATGAAAACTAAGTTGCCCGCTACTGTNTGGGGTCATGCTATCTTACATGCAGCATCACTTGTTCGTCTCAGACCGACCGATTATNATAAATNCTCCCCGTCACAATTGGTNTTTGGTCANGAACCAAATATTNCTCATCTTCGAATTTTTGGATGTGCGGTATATGTGCCNGTAGCACCACCACAACGCACNAAGATGGGCCCCCAAAGAAGGTTAGGNATATATGTTGGGTTTGANTCACCCTCAATNATTCGCTACCTTGAGCCATTGACTGGAGATTTATTTANNGCAAGATTTGCAGATTGTCGNTTTGATGAAACAGATTTTNCCCAATTAGGGGGAGAGAAAAATAAACCGTTNNAAAAGTGAAATTGCATGGAAAGTTTCATCATTATCTCATCTTGATCCTCGCTCCCCNATGTGTGAGCAAGAGGTCCAGAAGATCATCCATTTGCAAAACATNGCAAATCAAATGCCAGACGCATTTACTGANTTCGAAAAGGATNACNAAGTCGCATATTCCTGCAGTNAATGCGCCNATCCGAGTCGACGTCCCGAAAGGACCATCTACAAGTGTCATGGCTNNTGAGTCACGAACACGCCTGAAGCGTGGTAGACCATTCGGTTCCAAGGATAAAAATCCTNGAAAAAGAAGNANAAAAAATGATCACTACGAAAGAATCTCACGAAGAAATTCAAGATNTGANTAATCATGATATTCCTGAAGAGATCAGTGAACTCGAGACTCAAGTAAATGAAGAACTCTCAATAAGTTATTCTACGGTGACGGGATAAGTTTGGATCGATCGAAAATCGTGGTCGATAACGTNTTCGCATATAATGTTGCGCTTAACATTATGCAACGAGATGAGGATCTTGAACCTNAATCTGTCGAAGAATGTCGACGGAGAAATGATTGGCCAAAATGGNAAGANGCAATTCAATCAGAATTGAATTCACTTGCTAAACGTGAGGTTTTTGGACCGGTAGTCCGAACGCCTAANGGTGTNAAACCAGTTGGCTACAAATGGGTTTTTGTACGAAAAAGAAATGAGAAA

>rnd-1_family-374#Unknown ( RepeatScout Family Size = 122 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTAAGTAAAAATTTAAGGAATCCCATAGTGTAATTCAATAATTACATTCTGTCCCGACAAATTTAGTATTTACNAAAAATCCCTTAAAATTGTTGTGCCGTGATACTTTAGACTNTAGTGATACATGGTAAATGATACACGGTAANTTAAAACTGTTAAGAAAAAAAGGGGGAAAAACGGTACATTTAANNTTGTTACTAAAACAGCTTAATTTACGGTAACAGATCATTAATCAGCATTAANTCAGCACGTAATTGGATATTAATTTCAAATTTTGAAAATCAAAGATTATATCATCTANTTTGAAGACATTTTTATGAACATCCANCTATTAAACTTATTGACTGATACATGATAACAATTTTCAAAAACTCGTGATACATAGAAAATCATGTGATACACATCTAATTCATGTATCAATGCATCGACTAAACACTATACACACTGATTCGATATGTATCAGCAAGCACACTTGATGACGCAGTTATTAAACTTANTGACTGATACATGATAACAATTTTCAAAAACTCNTGATACATAGGAAATCATATGATACACATCTAATTCATGTATCAATGCATCGACTAAACACTATAACACACTGAGTACTTATGTATTAAACTTATTGTCTGATACATGATAACAATTTTCAAAAATTCGTGATACATATGGGATTCCTTTACTAAAATTTTTACTAATTTCAACAAC

>rnd-1_family-393#Unknown ( RepeatScout Family Size = 112 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATACAATTGGTANAGTTGTCATAACATGNATGGGTTGCTTAGCGAATGATGTTGCGCCAATTGAGGTCAGAATCTCTACTGCGGTTTCATAGATTGAGTGTATATCAAAGAGGGTCATGATACGACTACTACAATGGTACCGATGCTTACTTGGTTAGAGTTATGGAGTGTGTTACTTTTGTTATTGACCTGATCTACGAAGGAATGCATATCGCTTGGGCTAGAGACGGAACGAATTTGATAATGTTTTGCAGTTATTCGATGGGTAGAAATGTGTGGGCTATTTGGGTACGATCTTCTCGATAGGTATGATGTGTTCTAGTGGTGGATNTAACGGACTTTCACGATGTGGTACTAGTGGTATATGAAAACGGATACGTCGATTGTCAAGTGCGAATACTAACTACTTAAGGAGTTATCAGTTGTATCACATGCTCGTATAATGAGATTCGGTGTTGCATTCACATTTGAGAAACCAACTAGCTTGTTACTACGGGCGNTTGGGTTAAGCATTATTTATAAGGAAGATTTTAGTGGTGGATCTTTGGTACGATATTAATGCGTTTAGGTTGTGAAGTGTATCTCGAGGGTTCTAAATGAGGACCGGTGATTTCATCTTAAGCTCCAAGGGAGTGGATCGATACTAGAATGACAAGCTTATGGGTAAAGAAAGTCCCAANGAGTATACTTGTGTGAAGGNAATTGAGAATTTTAGTAAGAAAGTGCGTATAAA

>rnd-1_family-133#LTR/Gypsy ( RepeatScout Family Size = 541 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAAGCTATAAGGGAACTAAGTATTCCCTAAGAGTTAAGTTTCAAGTTAAGTAAAGAGTAAGAGTTGAGTTCATTTCTCAAAAGTTATAAGGGAACTAAGTATTCCCTAAAAGTTTATAAATGTTTTCACATTTAAGTTAAGAGGAAACTAAGANTTCCAAAAGAGTTTTGAACNAAAAAAGGGAACATTGATTCCAAGAGGAGCTTTTAAAGCTAAANGGTTGAGCAAATTATCTCAACCCAAAGGAAGGAAGTTNTTTTAAAAGCATGAGCTAAAGTATATTTTGGGAGTAGTATTGAGCACCGATGTGGGGATGAGAGTTCATATTAACTCAAGTCTCCATGTAAACCATGTAGCCATCATGGGTATTAACGGGTCATACTTTTTAGATGATCACGTAAGTTAAGCTAGTGGATCCACTAAGTTGAGGATGTT

>rnd-1_family-183#LTR/Copia ( RepeatScout Family Size = 392 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATCCTACAACTTCTATACAGCCTCAGACTTCTTCTAATACTACAGCACCATTAGTTCCTCTAAGAAGATCTTCTAGACNATCTAAGCCNCCTATTTGGTTGGACTCATATGTGACTCAAAATGCACAAAATGCATGTCTATATCCTATGTCACAATATGTTACTTATTNCAAACTTGCTCCTACATATAGAGCATCACTTGCTGCTTTTTCTACTATNTCTGAACCTNATNCNTATGAAGAAGCATGTCAAGATCCNAGNTGGGTNGANGCCATGAAGCANGAGATTAANGCTCTNGANGATAATAATACTTGGGANNTNGTTNNNTTACCTCCGANAAAAGTCCTATTGGNTGTAAGTGGGTNTATAAGGTCAAGTATAAAGCCGATGGNGANGTNGANAGGTNCAAAGCNAGACTGGTNGCNAAAGGNTACAATCAACAGGAAGGNNTNGATTATCATGAGACNTTCTCNCCTGTNGCGAAGATGGTNACNGTNAGANCCGTNNTNGCTTTGGCTGCTNCANANGGTTGGNNTATNTATCAAATGGATGTNTACAATGCNTTTCTNCAAGGTGATTTNNNTGAAGAAGTNTATATGGAANTNCCTCAAGGTTTTGCAAGCCAGGGGGAGAAAAGCATGGTNTGCAAGCTNNNNAAGTCCTTGTATGGNCTNAAACAGGCNNCTAGACAATGGAATNTNAAGCTNACTGAGGCNTTAGTTGATACGGGATTTTCAAAGTCATCATGATTACTCNCTGTTCACTAAGAAGANAGGTAAAGAACTTGTNGTTATCTTGGTNTATGTNGATGATCTNCTGATNACTGGAAGCGGTTCGCATTATATACAAGAGACAAAAGANGANTTACAACAAAGNTTCAAGATGAAGGATCTAGGNGAGCTNAAATATTTTCTNGGNATTGAATTTNCCAGATCCGAAGAAGGTATNNTNATGAATCAAAGGAAGTATGCTTTGGAACTNATTTCTGAGNTGGGATTAGCAGGTGCTAAACCNGCTTCTACACCNNTGGAGTTCAATNTNAAGTTAACTTCTACTGAGTTTGATGAATTCATTGGAAAAATGCTAATGCAGAAGACTCACTTCTTGATGACCTTGGAAAATATCAAAGACTGATNGGNAAGTTATTATACTTGACTATNACNAGGCCNGACATAGCNTTTGCAGTACAAGCTCTNAGTCAATTTATGCANNNACCAAAGNAATCTCATATGGAAGCAGCACTNAGAGTGGTNAGATACATAAAAGGAACTGCAGGTCTNGGANTGTTNATGCCAAGTAACAAAGACAATNAACTGGTAGCNTACTGTGACGCAGATTGGGGCAGCTTGTCCANANACAAGAAGATCAGTNACNGGNTATNTGGTNAAGCTTGGAGANTCNCTGATNTCNTGGAAGTCAAAGAAACAAANNACAGTNTCNAGAAGTTCNGCTGAAGCNGAATACAGAAGTATGGCTACTACAGTTGCNGAAATNGTNTGGNTNANNGGNTTGTTCAAAGAATTAGGAGTGGAAATCGAGCTGCCAGTNAANGTATTTGTGATAGCAAAGCNGCNATNCAAATTGCNGCNAATCCNGTNTTTCATGAAAGAACNAAACACATTGAGATNGATTGTCATTTCGTNAGAGAGAAGATNCAAGAAGGATTGATTCAGACACAACACGTNCGNACAAAAGANCAACNNGCAGATATACTNACNAAAGGGCTGTGCAAANCTCAACATGAACATCTNGTTNCCAAGCTNGGAGTGNTGAACGTATTTTCCAACTCCCAGCTTGAGGGGGAGT

>rnd-1_family-178#LTR/Copia ( RepeatScout Family Size = 396 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATTCACCTTCATTACACTATCTATTGCTGACTGACGAGGGGGAACCAGAGTCTTTTGATGAGGCCCTACAGGTGGAGGATTCGATCAAGTGGGAGCAAGCCATGGANGATGAGATGAAGTCNCTNCANAAGAACGACACATGGGTGTTGACTGAGTTACCTGCAGGGAAGAGAGCTTTGCTGAACAAGTGGGTGTTCAGAATCAAGACTGAACCAGATGGCAAAAGAAGGTACAAGGCTAGNTTAGTTGTTAAAGGATATTCACAAAGGAAAGGTATTGACTACGATGAAATATTCTCTCCTGTTGTGAAGATANCCTCTATTCGAATTCTGTTGAGCATTGTTGCAGTCAGAATTTGGAGCTNGAGCAAATGGATGTGAAAACGGCGTTTCTACATGGAGATCTGGACGAAGAGATCTATATGNAGCAACCGGAAGGNTTCGNAGTTCCAGGNAAGGAACACATGGTGTGCAAGCTNANCAGGAGCTTGTATGGACTAAAGCAAGCNCCAAGGCAGTGGTACAAGAAGTTTGACTCCTTCATGANCAAGAGTGGATTCTGCGAAGCTGAAAAGGATCCTTGTTGTTACTTCAAGAAATACACTGATTCATACGTCTTTCTGCTCTTGTATGTGGATGATATGTTGATTGCAGGANNTAGTATGAGAGAGATTNANAAGCTGAAGACAAGGTTGTCTGCAGCGTTTGAGATGAAAGATTTGGGNCCNGCNAAGCAGATTCTGGGGATGAAGATTNCTCGAGATAGAGAGGGAACTTTAATCTATCNCAGGAGAAGTACATTGAGAAGGTNCTGAGCAGGTTCGGCGTNAACGATGCTAAGCCCGTTAGTACNCCNCTGGCAAATCATCTCAAGTTGNCAAAGGAGCGGTCGCCCAAGACNGANGAGGAGAAGGAGNATATGNCACGAGTTCCNTATGCTTCAGCCGTNGGNAGTTTGATGTATGCTATGGTCTGCACNAGACCNGATATNGCACATGCAGTCGGNGTNGTTAGCAGATTCATGGCGAANCCGGGGAAAGAGCATTGGGAGGCTGTGAAGTGGATTCTNAGGTATCTNAGAGGTACATCCGATGCTTCGCTTCGTTTTGGCAAAGGCAAGGTGACTCTACAGGGCTTTGCGGATNCTGATCTTGGCGGGGACGTTGACACNAGAAAGTCNACGNCCGGGTACGTTTACACCNTAGGNGGAGCTGTAGTCAGTTGGAAGTCNAGGCTTCGGAAGCGTGTTGCTCTNTCTACTACNGAAGCTGAGTATATGGCNNTNACTGAAGCTGGNAAAGAGATGATNTGGCTGGCAGATTATCTTGAGGAATTGGGCGTGNATCAGANCGAGNATATTGTNTATTGTGACAGCCAGAGCGCNATACGTTTGGCGAAGAATCCAGTCTATCATGCGAGGACAAAGCACATCGACGTGAGATATCATTNGATTCGCGGGGAAGTGGAGGATGGTGATATGCGCTTGGAGAAGATAGAAAGTGCAAANAACCCTGCAGATATGTTGACGAAAGTGNCGATGTCGAGAGACAAGTTCGGGTTATGCAAA

>rnd-1_family-384#LTR/Gypsy ( RepeatScout Family Size = 117 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCTGCTTAGTATGGGTGGGGGTATGAGACTTCACTCATGCATTGCACAAGT

>rnd-1_family-161#LTR/Gypsy ( RepeatScout Family Size = 459 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTCGGAGAGTGGCAAGTGTCATTCGAGGACGAATGTTGTCCAAGTGGGGGAGAATGTAACACCCCGAAAATGACTTAGGTGAAACTAGAGCCTAACATGGTTGTCATGATGGTNTAAGGTCCTAAAATGGTTTATAA

>rnd-1_family-0#LTR/Gypsy ( RepeatScout Family Size = 2379 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTGGTTTTTATTAATGAGTTTAAGTCTTCCGCATTACTTTCTGTTGATATTATATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGATTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTAAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCTTTCGTGCTATTACTTGGGTCCAATTGGTATCTAGGTGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACGACCGCGCCAACACCAACACCGGCAAGACAAGANGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAGGAAGAGCAGCGGCAAGAGGCCGTGGTAGAGGTCGTGGGAGGACGTCCTCTAGAGGAAGAGGACGAGCACCTAGCCCATCTGATACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGNGAGGANGGGGAGAATGAACAAGTGCAGAATGAGGAATTGCCACCCCAACCTACCCCAGAGATGATCAATCAGGTTCTCGCTTATCTTAGCGGGTTATCTGATCAGGGCCAGGCGCCTCCAGTGTTTTCTGCACCAGCACCTCAGGCTCCGGAGGTACAACATGCGGCTACTGTGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCNCGTCTGACTACNGGGCCTATAATGACAAATGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCCTACGATTTTCTGGTTGACTGTCACGAGCTACTACACAAGATGGGTATAGTAGAACGGTTTGGTGTTGAGTTCGTGACTTATCAGTTTCAAGGGAACGCCAAAATGTGGTGGCGGTCACATGTTGAGTGTCAACCAACAGAGGCACCACCTATGACTTGGGCNTCATTCTCTAGCTTGTTTATGGAGAAGTATATCCCCCGGACTTTGAGGGATAGGAAAAGGGATGAGTTCTTGAGCCTAGAGCAAGGTAGGATGTCGGTTANTGCATATGAGGCTAAGTTTCGTGCACTATCCAGGTATGCCACCCAACTTTGTTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGAGTTGCGGATTTCAGCCTTACAGGTAGCGGCTACGGCGAAATCCTTCCAAGAAGTGGTAGACTTCGTGATAGAGGTGGAAGGAGTGAAGCCAGATGACTTCACCACGGCATCGACATCAAAAAGGTTTCGAAAGGGAGGTGAGTTTAATGGTTCTTACTCTAGAGGACAGGGTTCGGGAGGTTACTCAGTCCGACCAATTCAGTCTTCACTACAGACTGTAGTTGGGGGTCCACCTCAGACCGGTCAACACTTCTCTGAGAGACCTATGCTTGACTCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGGNATTGTCCAAAACAGAGTTACAGACCCCCAATAGTTAGAGGTAGAGGTGGTCATGGNAGAGGCCGTTATTCTGGAGGACGTGGTGGTCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAGCCACTACANCGCAACATGGTAGGGGCAACGGACAGACAGGCGATAGGGCCCATTGTTACGCTTTCCCTGGGCGGTCTGAAGCGGAGACATCTGATGCTGTCATCACAGGTAATCTTTTGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCTTATGTATCTTCCTCATTTGCTAATGGTCTTAATTTACATTGTGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGATAGTTGAAAAGGTGTATAGGTCTTGTCTGGTGACTTTTGTGGGGAGCAACACTTATGTAGACTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCGAATTTTGCGATCTTGGATTGTAATGCTAAAACNGTGACGTTAGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGAAAATGGTTAGTAAAGGGTGTTTAGCTTTCTTGGCACATCTCAGGGATGACACTACCCAAGTACCTTCGATTGAGTCGGTTTCGGTAGTCCGTGAGTTTCTGGATGTGTTCCCTGCAGATCTTCCTGGTATGCCACCGGATAGGGATATTGACTTCTGTATCGATCTTGAACCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAATGGCTCCCGCGGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTGAGCAAAGGCTTCATTAGACCAAGTGCATCTCCTTGGGGTGCTCCGGTTTTGTTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACAGGCAACTGAACAAGGTAACCATTAAGAACAAGTATCCTCTTCCTCGCATTGATGACTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCTAAGATCGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACCAGGTATGGGCATTACGAATTCGTAGTGATGTCTTTTGGTCTTACGAATGCCCCTGCTGCNTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTCGTGATCGTATTTATTGATGATATACTGGTATACTCAAAGAGCAAGAAGGAACATGAGGAGCATTTGAGAATGGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAATTCTCCAAGTGTGAGTTTTGGCTAGATGCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAGACAGTGAAGAATTGGGTAAGACCTACTAATGTGTCAGAAATAAGGAGCTTTGTTGGTTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTCTCTTCTATTGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAGGAAAGCTTTCAGAAGCTCAAGACTTTGTTGACTACCGCACCAATCCTTACCTTGCCAGTGGAAGGTAAGAATTTCATTGTTTATTGTGATGCATCCTATTCNGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTGATTGCTTATGCTTCGAGGCAATTAAAGGTGCACGAACGTAACTATCCGACCCATGATTTGGAATTGGCCGCGGTAGTGTTTGCATTAAAGCAATGGAGACACTATCTATATGGGGTTAAGTGTGAGGTCTACACGGATCATCGTAGCCTACAGTATGTCTTTACTCAGAAAGATTTGAACTTGAGACAGAGGAGATGGATGGAACTACTGAAGGACTACGATATCACTATCTTGTATCATCCGGGAAAGGCTAATGTTGTGGCGGACGCTTTAAGTAGAAAGGCGGGGAGCATGGGAAGTCTAGCTCACTTGCAAGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACTTTATGAGGTTAGAAGTAAATGAGAAGGGAGGATTGTTGGCTTGTGTGGAGGCAAGATCTTCCTTTCTTGACAAGATTAAGGGAAAACAGTTTGATGATGAGAAACTGAGCCGAATCCGAGATAAGGTATTGCGAGGAGAGGCTAAGGAAGCANAAATCGATGAGGAAGGTGTTTTGAGAATCAAGGGAAGGGTATGTGTACCCCGCGTCGATGATTTGATCAACACTATTCTGACAGAGGCTCATAGTTCAAGGTATTCTATACATCCTGGTGCAACCAAGATGTATCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGTGACATTGTTGATTTTATTGCCAAATGTCCGAACTGTCAGCAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACANTGGGTAAGTATGACTCTATTTGGGTAATTGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTCTACATCTCGGAAATCGTTCGATTGCATGGGGTTCCACTCTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCGGAATTGGGTACTAGGTTGGACCTTAGTACTGCGTTCCATCCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAAGTGTTGGAGGATATGCTTCGTGCATGTGTGATAGAATTTGGTGGTCATTGGGATAGCTTCTTACCCTTAGCGGAGTTCTCATACAACAATAGCTATCACTCAAGCATTGATATGGCCCCATTTGAGGCACTGTATGGGAGGAGATGTAGGTCTCCCATTGGTTGGTTTGATGCATTCGAGGTTAGACCTTGGGGTACTGACCTTTTGAGGGANTCGTTAGANAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCGCAAAGTAGGCAGAAGGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTCATGGAGGGTGAACAAGTCTTGCTGAAGGTTTCGCCCATGAAAGGGGTGATGCGGTTTGGTAAGNGAGGTAAGCTNAGCCCGAGGTATATTGGTCCATTTGAAGTACTTAAGCGAGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTTCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATCCGTTGGGATTCAGTTCTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCTATTTTAGATAGAGAAGTTCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAAGTTCAATGGAAGAATCGACCNGTTGAAGAAGCCACTTGGGAGAAGGAGGCNGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTCTTGTGATCGTTCGGGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAAACTGGCTGAGNCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGAGGGGTCTCGTTCCAAAACACTTAGAAATTCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTGACGGAATGGCAGGACGGACCGTCGCAGGCGCGACGGACCGTCACAGACCC

>rnd-1_family-319#LTR/Copia ( RepeatScout Family Size = 163 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTAACTAACCGTTGGATCGGGCTGAAATTTGGACTGAGTGTTCCTGACATCTTGGTGGTTGATTTGAACGGTGGAGATCGGATTCGGAGGTCAGCAAGATCCTGTTTTAGGTCCCGAACAGAAGCTGGGTTTGGGTGGTGTTTCTTTCTATTTATCTTTTGTTGGTGTAGCTATTGTTTGTTCTCTTTTGGCACTTGTTGTGTAGCCATTAGAAGAATATTTGTAACCCTCTTATTGGTATAGTGAAGCAATTCGGATCTTGTCGATCCCGTGGTGGTTACCTTCGGTTTGAAGGGTTTTTCCACGTTAAACTTGGTGTTCTTTATTGTTAGATTTTCGGTTTCATCTTTTCGTCACAACAACTGGTATCAGAGCTAAGGTTATCTATATGGAGGCGAATACGAGCAAGATGGTACGTCTAAACGGTAGTAACTACGACATTTGGAAAGGCAAGATGAAAGATCTACTGTTCGTNAAGAAGATGCATCTTCCGGTNTTTNCCGCTCGTAAACCCGAGAATGTGACCGATGAAGANTGGGAATTTGNAGCACCGACAAGTTTGTGGATATATTAGACAATGGGTCGANGATAATGTTCGGAACCATATTGTGAATGAGACACATGCTAGAACNTTGTGGGAGAAGCTTGAGACGCTTTACGCTCGGAAGACTGGCAACAACAAGTTGTTCTTGTTAAAGCAATTGATGANTTTNAAGTACAAGGANGGTNCTCCTATTNCNGACCATNTGAATGATTTTCAGGGTATTCTCGACCAGCTATCNGGNATGGGCGTCAANTTTGATGANGAAATNCAAGGACTTTGGCTTCTACTTAATNCTCTACCGGACTCTTGGGAAACTCTTCGCGTTTCTTTGACAAATTCTGCTCCCGGTGGAAAGGTGACTATGGAATACGCNAAGAGTGGTGTCTTGAACGAAGAGGTGAGAAGAAAATCTCAAGACNCATCTTCGCATTCGGATGTTCTATATACNGAAGATCGAGGGAGAAATAAGACNAGAGGTCCNAGGNATAGAGGTAAAAGTAGAAGCAAGTCAAAATNCAAGAATCCAAATATTANATGTTATCATTGTGGCAAGAAAGGGCACATTAAAANATTTTGCAGACAGTTGAAGCGAGATCTNAAAGAAGGGAAGAAGGAAGACGACAATGAAAATCGCGTCGCCGTCGTCGTCCAAGATGATCTTCTCNTCGCTCGTGATGCAGACGTCATNAATNTTGTTTGTGATGAGTCAAGCTGGGTNGTGGACTCTGGTGCCGCATCTCATGTCACGCCAAGGAAGGACTTCTTTTCATCTTATACTCCTGGTGATTCTGGGACGTTGAANATGGGTAATGCTGGTGAGGTTAAGGTGNTTGGTATTGGCACNGTTTGTTTGGAAACCAATACTGGTTCAACGTTAGTCCTNAANAATGTCAAGCATGCTCCAGACGTTCGCTTGAACTTGATCTCTGTNGGANNNCTAGATGATGANGGNTATGNTAATGACTTGTGCGATGGANAATGGAAGCTCACCAAAGGCTCGTTGGTTGTGGCTCGCGGAAGAAAACGTTCNAATTTATACGTGACACAAGGATCNATNCTCGGTGACTCTGTAAATTCGGTGGAGAGCGAGACTTTATCAGAATTATGGCACAAGAGGCTTAGTCATATGAGCGAGAAGGGGATCAANTGTTTGGCCAAGAAGAATTTGCTTGCCGGANTGAAACGCGCAAAGTTGAAAAGATGTGNNCATTGCTTAGCCGGTAAACAGAANAGAGTTTCTTTTCAGAGTCATCCTCCTTCGAGAAAGNCNGAGTTACTNGAGTTGGTACACTCTGATTTGTGTGGTCCNNTNAAGGCGAAGTCGNNNGGTGGTGCACTTTACTTTGTNACTTTCATTGATGATCGTTCTCGCGAGATTTGGGTNTATNTCTTGAAGNCCAAAGATCAAGTGCTTGATGTGTTCAAGNAGTTTCAGGCCTCGGTTGAAAGACAAACGGGAAAGAAATTGAAATGTATTCGNACTGATAATGGTGGTGAGTATATTGGTCCNTTTGATGAATACTGCAAACGGCAAGGNATTAGACATCAGAAGACTCCTCCAAAGACTCCTCAGCTAAATGGTTTGGCNGAGAGGATGAACAGAACCTTNGTTGAGAGGGTTAGATGTATGCTTTCAGAGGCTAAGCTGCCAAATTCATTTTGGGCTGAAGCANTTAACACCGCTGCTTATGTTATCAATTTATCTCCCGTCGTTGCTTTGGANGGTGATGTTCCGGANAGAGTTTGGNCCGGNAAGGATGTTTCTTATGATCACTTGAGAGTNTTTGGNTGCAAAGCTTTTGTACATGTNCCGAAAGATGAGAGGTCGAAGTTGGATGTTAAAACTAGGCAGTGCATCTTCATTGGNTATGGTCAAGATGAGTTCGGNTACCGNCTNTATGATCCAATTGANAAGAAACTCGTTAGAAGCCGTGATGTTGTGTTCTTTGAAGATCAAACNATTGAAGATATTGACAAGGCTGAGAAGCTAGATTCTCGTNCTGATGAGAGCTTAGTTGATGTTGATCCAGTTCCTATTATTGATACATCTTNTGCACATGAGGGAACCCAAGGTGATGATCAAGATGATGATCAGAGTGTAGAACATATAATTGTTCCTACCGATGATGTTGTGGTTGATGATCAACCAGCTCATGTTGGGATGACCACTTCAGATGCTCCAGAAACCTCTCGTAGAAGATCTACTAGAGAGAAGCGAAGCTCANCNCGTTATTCTCCCGATGAGTATGTNCTATTGACTGACGNGGGAGAACCTGAAGGTTATGATGAGGCCATGTTAGATACTCATAGAGA

>rnd-1_family-143#LTR/Gypsy ( RepeatScout Family Size = 522 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATATATATATATATACTTGTATAATTTAAGAATTTATTTTCTTATATAAACTCCCGTCACTACTTCTTCGTTGTCGGTCAATGAGACATACTGGGTACACGTGGTTTCGTACTCATACTACACTTGTTGCACTCTTTGTGGTGCAGATTCGATTCCGAGTAGGAGCACGTCTCGTGGAGCAGATTGAGTCCGAGCTTGGAGTGTCTTGGAGTTGTGGTGAGCTGCTTGGCTGTTCCGCGGCCCACACCTCCCTCTATCTTTTATTATTCTGTTATTAGTATTCAGACAGGATATCCCTTATGTTTAGATTTGTCATTTAGTTTCGGACTTGCATCGTATTTTAGAAGCTCTTGTACTTATGACACCAATTCTTGGGGTGGTATTTTTTAGCTTCCGCATTTCGTACTTATAAGGAACTCAATGTTGGAGATTTTTGNTAACGTTAGTCTTTTTACTCATTTGTTGGTTTAGTTGGGTTAATATGTTGGGTTCGCTCACCTATTGGNGGGTAAGCGTGGGTGCCATCGCGACTCGNTTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTCGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTGAGGAACGGTAGGGGGACGCCTTTACTTTTCTTCGAGAGGCTATAGGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCGTGCTACTACTTGATCCGGTTGGTATCTAATGCAATTGGTATCTCATTCTCTCTCAGATGGCGAGGAATCGTACATCGGCAAGTGGTGGTCGGGATCCTATTCCCGCGCCTGCTTCTGGGAACACTATCCGAGGTAGAGGTAGGGGACGAGCTCGAGGTCGGGGTAGGGGCCGTATTGCAGCACCTGTGGATGGTCAAGTACCAATAGCTACCCAGGGTCGTGATAGGACCGTACCTCCTGATGCAGAGGTTATTCATGGGGATGTGCAAGATCGTGTCGAGGGGGATGGGCCAGCTCAGGCTCCACCCAGTACTATTGTCCCCCCAGTGCTTCAAGATACCTTGGCTCGTACGTTAGGAATCCTAGAGGGGATGGCCCAGGCAGGAGCTTTGCCTGTCACTTCTGATGGCTCACAGACCCGTGTTGGAGGTCAAACTCCAGATCCGATAGTTGCTCCAGATTCTCAGACTCCCAGGACTCAGCCAGCTGCCGCTGTAGCTCCTCGTTTGGATAGTATGGAGTTTCCAGATATGACATCACATTTGGTGAACAGGCCTTCTATGACTATTGATGAGCAAAAGATGTTTGGGAGGTTCAGACTAATGAATCCTCCTACTTATACTGGTGACTTAGCTGAGGATGCATACGAATTTATAGTTAGTTGTCATGAGAGGTTGCATAATCTTGGATTAGTGGAGTCTCATGGAGTTGACTACACAGCGTTTCAGATGACTGGCTCTGCTAAGCAGTGGTGGAGGGATTATATTAGTAGTAGGCCAGCTGGATCCCATCCACTATCCTGGACTCAGTTTACTCAGGT

>rnd-1_family-311#Unknown ( RepeatScout Family Size = 170 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GAGGTCGTGGGTTCGANTCCCACGCCTCCCATTTTATTTATTTAATTTTTTCATTCTCCTTNCTCGCANGTACACCCCATTTCGAATCCCCCTCGCCCCATTTCTTTCTTCTTTGCGAATTAAGGTTTTACACGGGTGAGGTCGCGGGTTCGAATCCTAGTGACCTCACCTNTTTAAATTCATTTAATTTTCCAGATTTCCCTTCTATATTTTAGCCGAAACTAAACTTGTAATTTGCTGGAAATTTAGTCATTTTTTTAGCTTATTTTCATCAACATTTNCACTTGAATTCTTAGGGNAATTCGTGGATCATTTAACACGTTTTGGGGTGCGTTTTCATGGATTCGTTTA

>rnd-1_family-114#LTR/Gypsy ( RepeatScout Family Size = 614 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCTTGTTGGTTGAGTTGTNGTATGCCTTTAGTTGATTTGATTCGTGTTTCCGGGCTGTTTTTCGGGTCTAANCTATTGGGTATTGAGGTTATTAGTGATCCTAAGTGTTTGGGGNGAGATCCATGGAAGTTTGGAAGGTTTAGAGATGAAAAACGGAGAAGAAAAGTCGGAAAACCCGTCTGANAGGCCCTGGGGCGCCGCGCCTNCCAGAGCCCCTCAGGACAGACTCTGTCCGTCAGGCCCTGGCGCGCCGCGCCAGCCAGAGCGCCTCAGGACAGCCTCTGTCCGTCAGGCTCTGGCGCCCCGCGCCTCTCAGAGCGCCAAGGNCGCCTGGAGACCCCGTTCTTTCCCTATCTTTTCGTACTAGTTCCTAAGTGATGTACCCATNNTTCCTAGTTGATTCCAACACTCTAAGGTACATCTAAACATCATGAAATCATCCATAAACATGAGATCATGANCCTTGAATCCATAATCCAATTCAAGGAAAGTTAAGATCAAAGTCAAAGAAGTTAAGAGTCAAGTCTAAAAGTTAAGAAGCAAGTCAAAGTAAGTTCTTAAAGGTTTTCAAGAGTCTTNAACAAACGTTTTAACTTTGTTTTAAGGCTCAAGTTNCAAGTTAAGTAAAGAGTAAAGAGTTGAGTTCATTTCTCAAAAGTTATAAGGGAACTAAGTATTCCCTAAGAGTTAAGTTTCAAGTTAAGTAAAGAGTAAAGAGTTGAGTTCATTTCTCAAAAG

>rnd-1_family-76#LTR/Gypsy ( RepeatScout Family Size = 842 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACGCCCAAAACGAACTAAGGTGAACTAGAGCCTCGTGANTGTTTCTTGAGTTAATTTTANGTTAAAATGAGTTATNTTAGTGTTCTTAGGCAGTGTGTGAAGTTTGGTTAAGTTTGGAGGTCAAACGTCCAAGAACGTCCATGACGTTCGGAAGGTGTGCCTTAGANAGCGCTTGTGTGTCTTGATGTGTTTGAGCGAGTTTTACGTGTTCGTTTTGNTTGAAATTGACGTGGGATGTTCCTAAGACCTAGACGAATTATTTTAGGGGTTTAACGTCCGGGTACGACCCCACCTAGGACCCACGAGGGGCCCTAGATGAAGGGCCCAAGACTTGGGCAAAACTGCCAAAGCAGTGNCCANCGACGACCCNAAGGACGGTCCGTTGGTCCACCGACGGCCCGTCGACCTAGG

>rnd-1_family-334#LTR/Gypsy ( RepeatScout Family Size = 151 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACTGCCTCAACCCGAATTTCAAAAATAAAATGTGGAATTGGCCCCGCGACGCGCAGCCACTTCCCAGATTCGTTAAAGTCGTATTTTTAGCANTTTGACTTCACAAAAAGACCCATTTAAGTGAGGGGTNTTTTGGGTAATTTAGGGGGCGACTATATATTGATTTNGGGTCAGTTTTAGGTCATTTTTCAC

>rnd-1_family-381#LTR/Gypsy ( RepeatScout Family Size = 120 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGACTTATTTATGTTGCACTTAGTGGGATAGCCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTGCACTTGCTCTTTTTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGACAGACCTCGTTTAGAAGATCAGTGATCGTCGATCGAATTCAAGGGTGAGCCAGTTCTTCCGGGCTGCCATGAGTTCTCTTT

>rnd-1_family-273#Unknown ( RepeatScout Family Size = 219 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCATCCGGACTTGGTAGGCCCTCATGCTTTCGAGGATGCTACCGTTTTATATTCTAGCTTAGTTNTAGGNTTGAGCTAGTGGAGCATGTTCCACTAGCGTTTCTTTCCCGTTTT

>rnd-1_family-107#LTR/Copia ( RepeatScout Family Size = 664 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTCAATTATTTTTTACAAATAAATTTCTGTTCATCTTATTTACTGGTTCTAAAAATCTCAGTTACTTCGTGTTTCTGAATGATTTATTACAACCAGTAATTTCTGATTTTCATAACACAGATTGGCAACAATCTTAAGGAAATTATTAAATCTGTGTTTCTGGTGGAGACAAAAATCTTTGTGATTTTATACTCCTTTAAGTCTGCAATTATAATTTATTGCTTACTTATATTGTATCGATTTTGTTTATCAGAAATGGAAAACACTGGTGTTACAGTGGCTGTTGCTGCACCAACCCGAACTCTTGTACCACAAGCAGAGAAACCGGGTAAATTCACAGGTGTGAATTTCAAAGGATGGCAGCAACGAGTATTTTTCTGGCTTACCACTCTTGGTCTGCAGAAATTTACAAGTGAAGANACTCCAGTNCCTGCTGATGATATGCCAGACAGGGAAAAATTCATGATTGTTGAAGCATGGAAACAGTCAGACTTCCTATGTAAAGGTTACATTTTGAGTGCTTTAGAGGATGACTTATATAATGTCTATAGTGCAATAACAACTTCAAAAGAGTTGTGGAATGCACTTGAGAAGAAATATAAGACAGAAGATGCATGCTTGAAAAAGTTTGTGGTCGCAAAGTTTTTAGACTATAAAATGGTAGATAGTAAAACTGTTGGATCACAAGTGCAGGAACTTCAACTTATTCTCCATGATCTGATTGCTGAAGATATGGTAGTAAATGAAGCTTTTCAAGTGGCTGCAATGATCGAGAAGTTGCCTCCTTCGTGGAACGATTTCAAGAATTATCTAAAGCACAAGCGTAAAGAAATGAAGCTTGAAGATCTTGTGATTCGGCTCAAGATTGAGGAAGATAACAGAAACGCCGAAAAGAAGTCNCGTAAGAGTTCAACAATCATTGGAGTTAATATTGTTGAAGAAGCTCCTACCAAAGACAAAAAGAGAAAGAAGTCCAACGGGCAGAAGTCAGAACAGGCCAAGAAGAAATTCAAAGGCAACTGTTACAATTGTGGCAAGGCTGGTCATAGGTCTTCTGATTGTCGTGCTCCAAGAAAGGACAAAAACAAAGGCAAAGGCAAAAGTCAAGCAAACATCGTGGAAAAGATGGAAGATGCAGACGACTTGTGTGCAATGATNTCGGAGTGTAACTTAGTTGGAAATCCCAAGGAGTGGTTTCTCGACTCAGGTGCCACTCGACATATTTGCTCCGCGAAAGAAGCNTTTGCAACGTACACTCCTGCTGAGTACGATGAAGATTTGTTCATGGGAAACACAGCAACAACAAGGATTGCAGGAACTGGGAAAGTAATGTTGAAAATGACATCCGGCAAGGTGTTGACTTTGAACAGTGTTCCGCATGTCCCTACTATTAGGAAGAATTTAGTTTCTGTTGCACTACTCGTTAAGAACGGGTTTAAGTGTGTCCTAGTTAGTGATAAAGTTGTAATAAGTAAGAATGANATGTTCGTAGGAAAGGGCTACCTCAATGAGGGCCTTTTCAAACTNAATGTAATGGTTGTTGACAGTATTAATAAAAATTCTGCTTCTGTTTACTTATTGGAGTCAAATGATTTATGGCATGCCCGTTTGGGACACGTAAATTACAAAGCCTTGCGAAAATTGGTTAATCTAGANGTATTGCCTGATTTTAAATGCGATAAATCGAAATGCGAAATTTGTGTGGAAAGTAAGTTTGTTAAACATCCTTATAAGTCTGTTGAAAGAAATTCNAAANCTTTAGACTTAATTCACACAGATATATGCGATATGAAGTCAACACCATCTCGTGGTGGGAAAAAGTATTTTATAACTTTTATTGACGACTGCACTCGATTTTGTTATGTATATTTGCTTAATAGTAAGGATGAAGCAATTGATGCATTTAAGCAATACAAAAATGAAGTGGAAAACCAATTGAATCTAAAGATAAAAATGATTCGGAGTGATAGGGGTGGAGAATATGAATCTCCTTTTGCAGAGATATGTTTGGAATATGGTATTATTCATCAAACTACTGCACCTTATACNCCACAGTCAAATGGNTTGGCAGAANGGAAGAACAGAACNTTAAAGGAAATGATGAATGCCTTAATNATCAGTTCTGGTTCACCGCGAAACCTTTGGGGGGAAGCCATCCTTACGGCNAATAAGATACTCAATAGAGTGCCCCACCGAAAAACACAATCAATTCCATATGAGNNGTGGAAAGGNAGAAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAGGTAGAGGTTCCTNTACCTAAGAGGGTNAAAATNGGACCCAAGACNGTGGATTGTGTATTCATTGGATATGCCGCGAACAGTAAGGCNTGTCGATTTTTGGTTCACAAGTCCGANNATCCGGANATTCATGNTAATACGATAATNGAATCAGATAATGCNGAGTTTTTTGAAAACATCTATCCGTATAAAACTGAACGTGAGTCANCNAGTGGGGGACCTAAACGACCACGAGAAGAACCAANGGAGAATGNACTAACTAGTGAGGAATCCNAGGCGCAGTAANCGNCAACGGAAATCTGCTTCNTTCGGACCAGATTTTGTAGCACTNCTNCTTGAAAGTGAGCCTCAAACATTTAAGGNAGCNATGTCTTCGTCTAGCGACTCAACTTATTGGAAAGAGGCNGTCAATAGTGAGATTGAATCAATCTTAAGCAATCACACTTGGGAGTTGGTTGATCTTCCTCCAGGAAATAAACCTTTGGGNTCAAAATGGATCTTTAAAAGGAAAATGAAAGNCGATGGGACTATTGACAAATATAAGGCNAGACTTGTNGTCAAAGGNTNCAGACAAAAGGAAGGTCTNGACTACTTTGACACATACTCNCCAGTGACNAGGATNACATCAATTAGGATGTTAATNGCACTAGCNGCAGTGCACGATCTTGAAATCCACCAAATGGATGTGAAGACAGCCTTCTTAAATGGAGAGTTNGAGGAAGAAATTTACATGGAACAACCTGAGGGNTTTGTAGTTCCTGGTAAAGAAAAGAAAGTGTGCAGACTTGTNAAGTCACTTTATGGACTAAAGCAAGCACCNAAACAATGGCATGCNAAGTTTGATCAAACNATGTTGNCAAATGGATTCAAGATCAACGAATGTGATAAATGTGTTTACATTAAAGACGCTCCGAATCANGAAGTCATTGTNTGTTTGTATGTTGATGACATGTTNATAATGAGCAAAGACATTGACGATATAAATGCTACTAAGCGTATGTTGTCCAGCAAGTTCGATATGAAAGACTTAGGAGTTGCTGATNTGATCTTAGGGATCAGGATTCTCAAAACTCCCNANGGTCTAGCATTGTCTCAATCTCATTATATTGAAAAGGTACTTGANAAGTTCAAATACTTGAATTTCAANANNGTCAAGACTCCAATTGATGTAAGTTTTACATTTNAAAAGAATGAAGGCGAAAGTGANTCTCAATTGGANTATGCTAGAGTATTGGGAAGCTTGATGTATGTCATGAATTGTACGCGACCAGACATAGCNTGCGCTATTAGTAAACTGAGTCGGTACACAAGTAATCCNAATCAAANTCATTGGNTGGCAATGAAGAGAGTTTTGGGATACTTAGATGACACTCAAAACTATGCTTTGCATTACAACAAATATCCAGCCGTTNTTGAAGGATATAGTGATGCAAATTGGATCACCGGGTCAANTGAAGTAAAATCCACGAGTGGATACGTNTTTACTACTTGGTGGAGGAGCAGTCTCTTGGAAATCNTCCAAACAGACATGTATNGCTCGCTCTACAATGGAGTCTGAATTCATCGCTTTAGACAAGGCNGGTGAAGAAGCTGAATGGCTCCGGAATTTCTTAGAAGATATTCCATTTTGGCCCAAACCNATTGGACCNATATGCATACATTGCGATAGTCAAGCTGCAATAGGNAGGGCNGGGAGCGTTATGTATAACGGNAAGTCTCGTCATATACGACGNAGACATAACACCGTNAGACAACTACTCTCTAGTGGAATTATCACAATTGACTATGTAAAGTCAAANGATAATGTGTCGGATCCACTTACGAAAGGCCTAACTAGAGAGGGAGTTGAGAGATCATCNAAGGGAATGGGNCTACGGCCGAGGACAAGTCATCGTGGCGGTAACTCTATCTAGCAGACTGGAGATCCCAAGANCTAGGTTCAAGGAGAAAAACAAAGTCGTGGATGACGGTTCGACATTGTCAA

>rnd-1_family-299#Unknown ( RepeatScout Family Size = 178 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTCACGNNTTCTAACACCCTCNTACGTGAGTATCCTTTTAACATAGTNGCTTAGGTGTAAGTGAGACTTGTCTCACTTCCTTTAACACCCCATTCTGGTCACTTNCNTAATTTANANCCCTTTAATTATGTTATNACTCACGTTACTTACTTACTTTAGTGTGGTAGCTTCATATCATCGTTTATGGACGATGAGCACTTCATTCAATGAGTTACATATGTTCATAGGTCATTCNTTTAGAGCATGTTGGGANTTGTCCCAATGANTGGCATGCCCTTGGTTATGGATTCATTGAGTTACTTTAGAAGTGCTTATATTATCATTTGATACTCTAACTACACAAGATTGGCATACGATTAGTATTGGCCTCAACATTTGGATATTAGACTACATAACCATTTTTGTTGGCATANGCCAATTTTACGTATGTTCATATTTAAATTTAATATGTATGAACCATTAGCCAATCTTTTAATTATTTAACATAATATTATAGCCATTTACATGCATCACTTTTAGACAATGTATCGTTAGCCATTTTATTGGCATACGATTAGTATTGGCATAAACAATTGGGCATAGATTTCATAACCGTATTTGTTGGCATAAGCCAATTTTCATGTGCAACATGCTTAAGTTTTTATACATTATACATTAGCCAATCTTTTANTTATTTAACATAATATTATA

>rnd-1_family-331#LTR/Gypsy ( RepeatScout Family Size = 153 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAGGAGAGNAGAATCAAGGGAGGAACAGAATTGTACTCGCAATCTTNATCAATAAAATCACGTTTCTTCATATTTTATTTGTATGGTTTGTTTATTTTCCGTACGTTTAAAATTTGTTGCAAACAAATTGGCACGCCCAGTGGGACCAAATCTGCCCTTCATCTCTTCTCTCTTAAATCAAATCTGNAAATCTGAAGCCGCAAAGGTGGAAGAATGAGTACTTCAAGCCTCGTCTTTGAGTTTCATCAAGTCTACACTCCGNCAAGCCTTGAAGCAGGGGGCATTTGTAGACATTGAAATTTTGTGGGACTCTACAAGATGCGTTCAATTCGAGTTGGGACTCTACAAATTGTGTTCAACTCAAATTAGGATTCTTGGAGGCTACTCAACCCTAAACCCTAGTTTATGCCTATATAAAGGGTACTAAATTCCCTTAAAAGGCATCTCGAAAATTCCATAAAGAGATCAAGATCTCGAATACTCCGCAAATTGATGGATTATTCATATAGAGAGGTCAAATCTAAATCATCCTAGTTCGAGAAATACGCCA

>rnd-1_family-162#LTR/Gypsy ( RepeatScout Family Size = 458 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTCGAACTAAGACTCGAACCGTTCATCGTAGTGAGTGAGATTTTACCAAGGAATTAAAAATTTCTTAAGTATTAAGGTCAGNTCACTAGATGTAGCACCTTGAGTTCCAAAAAGAACTAAATTGGAAATAGCAAAATCTGAAATTTTGCAAGTTAAGCTAAGTATGAGTTTTGGGTCAACTTCAAACGACCATAACTCCTAGNACAGGATGAGTTAGGTGTGCTACAAGATACCGTAGGAAATATCTTTGAATTATCTTTCCAACGCCGCCGAGTTTGCTAAATTTCGAGTTCGNATGAGTGAGATATGCCCNTTTGAAGTTAGGTTGTCCAGTTAAGGAAAGTTANCCGAAAATATTGAGGGGTATTTTGGTCTTTTCCTTACCCAATCAGATTTAATTCGTTTTTAGTAATATTTTAGGGGTCTAATCCTTTTAGGTTCAGTTTTATAATCCTAATATACGCCTAGGGTTTTAGTTGAGAGTTCAAGAAGAGAAAAGAAGAGAAAAGAG

>rnd-1_family-66#LTR/Gypsy ( RepeatScout Family Size = 920 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTTTTCATGCATGTCCTTATGTTTTATGTGCATATACCCATACTTAGTACATGTGGCGTACTAACCCCATTACTTTATATTACTACAAATGTAGGTTCCGGCCATTGAAGTTTAAGGAGGTCGATTTGAAGAAGCTTGGAACTCTTTCTCCAAGTNTTGGTAGGTCCTCATGTTCGGGGATGCTATCTTTCATATTCTAGCTTACGAAGACTTTAGTAGTTTTAAGAATACNCTATTTCCATTATGTTCTTTGGATTCTTTTGTATTAAGGCCTATATGGCATATTGACTATGTATTGGCTANGTCCAGATTTGTACTCTTTAGATGGTTTTATATATGTGAGACAATTTTTAGAATATCGTATGCTTCATATATGATAAGTGAGAAGTCTAAGTATACTTCACTATGTAAAAGTTTTAATTTTTCCGCANTTTTNACCTATGATATGTTATGACGAATGCTAAGGGCTTGTCTGAGTCCTCTNCGAGGACGACGACGCCGGTTACGTCTAGGGGGTGCTCCCCGGTCGTGACA

>rnd-1_family-71#LTR/Gypsy ( RepeatScout Family Size = 888 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TACTTAGTAGCAATCTCCTTATCCCTTAACTATGCGCCCGCATAGGTGTAGCTATTGGGAAAGCCATGTAAAAGCTAAAGAGAATGACCTCACTCTAGGCAAGTGAGGATCCCTCATCCGATAGGGGTTAATATCGGGATTCCATGTCTAGCTCTCATGGTCTATGTCGGTTAAGCTAACCCTCCACAAAAGAATTGAATGAACTAAGTCTTCTAAAAGAACGTACTACTTAGGGTAGGTGGTGGTATGGGACGCTATCTATCCATTGCACTAGGTAGGACCTTCCGAAAGGGGAGNCTTGGTGCCAAACCTTCTAAAAGAATGTACTACTTAGGGTAGGTGGTGGTATGGGACGCCATCTACTCATTGCACTAAGTAGGCATTCCGAAAGGGAAGACTTTGGTGGTTTGTTGGGTGTCTTCTAATGTCTTGCCATTGATTGAGGGGCTTGTTTCTCCCGAGNTGAGTAAGCCGAAAGGGGTAGTCTTGAGGATCGCTTTGGTGTGTATTGAAGGAGGCATATGCGTACTTCCTTCATGTCTTACCTTAGTGAGTCTTAGGATAATCCCGAGGTAGGGAAACTCTTACGGAAAATGAGTTCACTTTCTCTTTCGCTTGGCCTTGGAAGTTCACTCATTTAGAATAGGATAGTTCATTGTAATTGCTCAAGTTGAATTCATTGTAAATGCTTTAAATGATTCA

>rnd-1_family-155#LTR/Gypsy ( RepeatScout Family Size = 469 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CAATAGTTACCATTCGAGCATCCAAATGGCTCCNTATGAAGCTCTTTATGGGAGAAGATGCAGATCTCCTATTGGGTGGTTCGAAGTTGGTGAAGCAGGGTTGATAGGACCAGATTTAGTTCACCAAGCTATGGAGAAGGTGAAAGTGATTCAAGAGAGGTTGAAAACGGCGCAGAGTCGTCAAAAGTCCTACGCAGATGTTAGGAGAAGGNCGTTAGAGTTCGAGGTNGATGATTGGGTNTATCTGAAAGTTTCACCCATGAAGGGTGTTATGAGGTTTGGTAAGAAGGGGAAACTTAGTCCCCGGTATATTGGNCCTTATAGAATNTCCAAGAGGATTGGCAATGTAGCTTATGAGTTGGAGCTACCACAAGAGTTAGCAGCGGTTCATCCGGTATTCCATATCTCNATGTTGAAGAAGTGCGTGGGTGATCCTTCATTGATCGTACCAACTGA

>rnd-1_family-257#SINE ( RepeatScout Family Size = 248 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAAGGTCTGCGTACACTCTACCCTCCCAGACCCCACTTGTGGGATTACACTGGGTATGTTGTTGT

>rnd-1_family-125#Unknown ( RepeatScout Family Size = 579 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCATCATTTCATTGTTCATTTCATCATTTCATTGTTCATTTCATCATATGCCAATGCACTTGGCCATTTAGTGTGTTTCACACTCTTACTTAACCCTTCTAGGGTTACATCATTTCATTACATACATCTTAGGTTCACTTACTTTTAAACGTATGCTAGACTTATGGGTCTATACATACAAGCCATGAGGCTTCATTCATAGTTCGTCTAAGTGATTCATATTTNCCCAAGATTATGTGGTACAAGACTTATGCATCTTGTANGTATGCCAAGATCTCGATTTCGATCTNTAGAGGCAGCATTCATTGAATATTTANTTACGTATGACTTATGTATCAATACGGAATTGGGCAAGGGAACCCGATTTCGAATCCCTTGGACAACACTTAATCTTATTTTTAACTTGATAATCGCATTTTTCAGATTTGGGGGACCCTAGNTCGANCCCCAACGCCCCCATAATATTTCCTTTCTTTTTCTCCTCTCTTTTTTCGTTTAAGNCGAGGAGGTTGTGGGATCGANCCCCCACAACCTCATTATTTTTCTTTTATTTTATCTCTTAACTTTCTCACCTATCCGAGAGGTTGTGGGTCGAACCCCCACTCTCCACATTTATTTTCTCCTTTATTTTTCTCCTAACTCTCTCATCCATTCAAGAGGTCGTGGGTTCGATCCCCACTCGCCACAT

>rnd-1_family-376#DNA ( RepeatScout Family Size = 121 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCGCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTTGCCATATATACAAATGCATATGTAT

>rnd-1_family-131#LTR/Gypsy ( RepeatScout Family Size = 547 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTATTGATTTTATTAATGAGTTTAAGTCTTCCGCATTACTTTCTGTTGATATTATATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGGATTTGGGTCGTGACA

>rnd-1_family-39#LTR/Gypsy ( RepeatScout Family Size = 1152 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAATTAATTTAGTTAGTTAGGGGTTTAATTAAGGGTTAAGGGGTGTTTAATTAAGTTAGTTAAGNGACTATATAAGACCTAANCCTCATTAAACTAACCTAACACCTCACAATTCCCAAACCCAAATCCTCTTCCTTCTCTCTACTTTCTCTCTCCCCAAAGAAGACTCCATTGAAGACCAAGTTCAAGGGTCATTAGGGCTNCAAGANTCAANTTTTCTCCATCAATCTTCAAGATAAACTAAGGTATGGAAGCTNTTCACTTTTGGGATCCTTTCCCCAAGGGGTTCTTCAAATTGATTTCCAAAAGATGACGAAAACATGGGTTTCATTCCTAATNCGAAATTGATCTTTCAAATTGTATTGTTNTTGATTTATTTTGATTATTATNGATATATTATGATTTATTATTGGTTAATTATGGTAGTTCTTGATGTTTGACCTAGTTCTATGGAAGAGATCATGAATTGACCCNATTTCCCTAACCCTAGGTTATGAATTGATGTTGAATTGATTAGTGATGATGCAATTGACTTAGTTCTTGTGTTAATTACTATTATATGATGTTATTAAGTCTATTAATGGATGAATATGGTTGGTTGATGGTAAGACCATTGANGAAGGCTTNTGAAGGNGAATTGGTAAGACTTATGATCTTGAATCTTTACTTCAATTGTGATGGCTTGTACTTGATGATGATGTTCAATTGAAGTATTANTTGTGATTAGATTAGGTAGGTGATGGTATGATGAATGTAATTGAAATGTCTTGACTATGTGAATTGTGAGATTATGATTAAGGTATGATGATATAAGGTTGATTGTGAATCACTTATGTGCCTTACTATGATATGATGATGATAATGTGTTAATCTCACATATGAGGGTTGTANTGAAAGGAAGTTCTCATGCAATTCCTAATGAGCTAATGATTATGATATACAAGGGGTTAGTCTCCTATGACCTATACTAAGCTATGATGATTAATAAAGGCTTAAAGACATTTCAAAAAGGGACTTTAGCTTAGCACCGAGTGAACTAGTNATGAGGGGTGTCCCTTCCCAACGTGGGAAGGTAGGTTCACAATGGTTCTCATGAGATGGAGACTACAATGCAATTGTGCATAAAGAGGGTCTCAAGTATATCTCCTAGTTCTTGAACTATGTTGCCCCCATAGGAATACTAGCTAGTGGATCCACCTAGAATGCTATGTTCATGTTTTGGTACTACCTTGGCAAGTAGNCCACCTTCTTTCGGTGTAGGGTTTCATGACACCGGATTCCACGTTTAGCTCACGTGGTCTATGTCGGTTAAGGCAATTGTTCCCGAAAGTAAAATGAAGTAATAAAGTG

>rnd-1_family-213#DNA/MULE-MuDR ( RepeatScout Family Size = 332 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGGAAAAGGGTCTGATATACCCCTCAACTTTGTCATTTGGAGCTGATATACCCCTCGTTATGAAAGTGGCTCATATATGCCCTTACCGTTATACAAACGGCTCACATATACCCCTGCCGTTACAAAATGGCTCACATATACCCTTCATTTAACGGAAGTTAAAAAATTAGTTTTAAATTTATATTTATTACTTCTAATTTTTNAAAAAAATTATTTAGGGGTATATATGATTCTTCTATCAAAGTTCAAGGTATATTTTAATTTTTTTCATACATAAATTATTTTTTGACTTCTTTTATTATAATTATTTGAGTTTCTTATTCTTATTTTGTTTTTTTCTTTCATTCCTTAGTTTAAAGAAAAAAATTTAAACTATTTTTTTGTGTATTGTAATTTAATTTCGTATTCGAAGAAAAAATTTGGTCATCTACAATAAGTTTTACAAGAATATTAGTGAAACATAAATAAATTTGATTATCAAAATAATAATTATAAATTAGTCATTGAAACAAAAAAAAGTCAAAAAAAATATGTTTGACGAGGATTAAATTTACTCATATGGGATTATATTTTTTAGAAAAAAATAATAAAAATTTAGATTAAAATTATTTTTTTTCATTTCCGTTAGAGGAAAAGGGTATATGTGAGCCATTTGTTTACAAGTAGGGGTATATATGAGCCACTTTCATAACGAGGGGTATATCAGCTCTAAATGACAAAGTTGAGGGGTATATCAGACCCTTTTCCCT

>rnd-1_family-261#LTR/Gypsy ( RepeatScout Family Size = 235 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GAGAAAAGAGAGAAGGAAAAGGGTTNTTTTGCTGCAGTCTTTTTCTCCGACCAGCAACNTTCAGATCGTGTTTCCCGATTAACTAACCGTTGGATCGGGCTGAAATTTGGACTGAGTGTTCCTGACATCTTGGTGGTTGATTTGAACGGTGGAGATCGGATTCGGAGGTCAGCAAGATCCTGTTTTAGGCCCGAACAGAAGCTGGGTTTGGGTGGTGTTTCTTTCTATTTATCTTTTGGTTGGTGTATTAATGCAGAGAGGAANGTGATNGCTTATGCTTCGAGACAGTTGAAGGTTCATGAGAAGAACTATCCNACTCATGATTTGGAGTTGGCNGCGGTGGTGTTTGCATTAAAGCTATGGAGGCATTATTTATATGGNGTGCATTGTGAGGTGTTCAGTATAATATTCAATNAGAGGGATCTNAATTTGAGACAGCGGAGATGGTTGGAGTTNCTCAAGGACTACGANATGACTATTCTTTATCGTCCGGGCAAGGCAAATGTNGTAGCAGATGCCTTGAGTCGAAAGGCGGTGAGTATGGGTAGTCTAGCCTTGTTACAT

>rnd-1_family-377#LINE/RTE-BovB ( RepeatScout Family Size = 121 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGAAGTATTGGGGAGAGGTGATTAGACANGACATGACGCANCTTCAGCTTACCGAGGACATGACCCTAGATAGGAGGGTGTGGAGGTCGCGGATTAGGGTAGAAGGTTAGTAGGTAGTCGAGTGTTGTCTTGTT

>rnd-1_family-413#Unknown ( RepeatScout Family Size = 100 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTAGATGGTTTAATGTGAGACGATATTATTAGACTAAATTCTTATGTATTGGTTATGTTGNCTAAACGAGAAGCCTATGTAAGCTTCNTATG

>rnd-1_family-111#LTR/Gypsy ( RepeatScout Family Size = 625 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTAAGTAAGCCAGGCCAAGGGTTCGCTCGAGGCCAGCAATGGTCNTCGAGTGCCGGCCACGCCCAGGGTGTAGGCTCGGGGCGTGACAAACTTGGTATCAGAGCACAGAGTTCAAGAGTCCTAGGGAGTCTATGAAGCCGTGTCTGTAGAGTCCTAGTCATCGGTGTGAAGCGCGCCACATCTATGATTAGGAGGCTACAACATTTAGGAATTTCTCACTTCTTTCATACTCNTTTCGTGCGTTAGAGTTTATCTCTAAAAGTTTCTCTCTAATTCGTGCTTGCGCGTGTTTTAGATNATCATGCCTCCACGAAGAGCAGTCAGAGGTCGTCCAGCTAGGAGGAATGTTGAGGAACAAGAGGTACCTAATGCACCNGAAGTGCAACCCCAAGGAGAGGTTACCAATGCTGAGTTCCGNGAGGCTATCCGGATGTTAAGTCAAGTTGTGACTAACCAAGTCGGGCAACAAAGAGGAGCTCGACAAGAAGGGGCTGACACTTCGAGGATTCGTGAGTTCTTGAGGATGAATCCTCCAAGTTTCACCGGTTCGAGCACTACTGAGGATCCGGAGAACTTCGTNGAGGAACTGAAGAAGGTNTTTGANGTGATGCATGTTGTTGATGCTGAGAGGGTTGAGCTAGCTGCATATCAACTGAAGAGTGTNGCTAGGACTTGGTTCGATCAGTGGAAGGAGGGTAGAGNTGAGGATGCACCACATCCGAGTTGG

>rnd-1_family-308#Unknown ( RepeatScout Family Size = 173 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGGAAAAAGGTCTGAAATATATTCGAACTTTGATCGAAATTGTTGTTACGATATCAAACTTTGNGAAGGACCTTTTACCCCTGCACTATTTAATAGTGTATTTTAAAGGTATATATGTGCCCACGTGGACATAATAAATATTGCATAATTATAAATATTNATGTGTCCACGTGGGCACATATATACCTTTAAAATACACTATTAAATAGTGCAGGGGTAAAAGGTCCTCCNCAAAGTTTGATATCGTAACAACAATTTCGATCAAAGTTCGAATATATTTCAGACCCTTTTCCCTA

>rnd-1_family-300#Unknown ( RepeatScout Family Size = 177 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTTCATCAATACATCATAAGACCTTACTCATAACCCCAATCTAAGTCTACTAGTGCAATGTACATGTGAAGCCCCATAA

>rnd-1_family-253#LTR/Gypsy ( RepeatScout Family Size = 252 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCTCTCTCTCTCACGGTCTTCTCACTCTCTCTCACGTTCTCTCTGCCAAATAACTNCAAGAACAGAAAATAAACCAAAGTTCTTCACACTTGAAGAACTCACACGAAAATNTAAGAAAACAAAGCTAATCAAANACGTTAGGCAAAGAGAGGGTTTGTCCGTCGAGTTGGTGTTGACGTTGAGGNGANTTGGACGTGATTTTGGAGAGGGTTTTGGCAGCAANTCGAGGTTTGAACGTCAAAAAGGTATGGGTTTTCTTCTCTCTTGGTCCCTTTCCCAAGAGACCCCTTAAGGTTCAGACGTATTCATTCCGAAAACTAGGGTTGTTCCCCGTTGCATGTCCCTGTCACTAGCTCCCANCGAATCGTAGGTTGGGTATGTTTGCTGGTAG

>rnd-1_family-349#Unknown ( RepeatScout Family Size = 140 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAATCGCTGCCTAGGCAGCGATTTCATTTTTTTATTAAAAAAAATCAATTTTGCAAAATCGCTGCNANAGCAGCGATTTTGCTTTTTCCGGCGGAGTAAATCGCTGCGTCGGCAGCGATTTTACCGTTTTGGTTAATATAAAATTTTATATACCGTTTTGAAATTTTTGTTAATATTTTNTACCCTTTAGGCTCCGGACTC

>rnd-1_family-158#Unknown ( RepeatScout Family Size = 466 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTGCGAATGTTTGTGTAAATCATGAGGTGTAAAAGTGGTGTAATGTTGCTGGATGNAATGGTAATTCTTGGCTGAATATAATCATAAAAANATTACACTTAAAGATGCACCAAATGATCCACGAAATGCCTTAAGAATTAACGTATGAATGATGATAAAAAGAAGCTGAAAATAGTGAACAAATTTCCAGCATTTGGTAGGTTGGGTTCGGCCAAACAAAGTGGTACAAAATGCAATGAAAAATGAATGTAAAATAAGTGAGATCACTAAGGATTGAACCCAAGACATCATTACATGAAAGCTACAAAAAAAATCAACAAAAGATTAAGANAAAAATGGATTGGAAGAGACTAAATTTCNAGCCTGCTGGAAATTGTAGTCTCGGCCAACTTTTAAAAAAATGAGCTTCGTTTAAAAAAAATTTTNAAATGTGAGGTCATTGGGGATTGAACCCACGACCTCACTAAATGAAAATTTCATAAAAANTTCGTGAGAAAAATGAAGGAAAAATAAATGTGGCGNGTGGGGATCGAACCCACGACCTCTTGAATGGATGAGAGAGTTAGGAGAAAAATAAAGGAGAAAATAAATGTGGAGAGTGGGGGTTCGACCCACAACCTCTCGGATAGGTGAGAAAGTTAAGAGATAAAATAAAAGAAAAATAATGAGGTTGTGGGGGATCGATCCCACAACCTCCTCGNCTTAAACGAAAAAAGAGAGGAGAAAAAGAAAGGAAATATTATGGGGTTGATGGGGNTCGANCTAGGGTCCCCAAGTCTGAAAAATGCGATTATCAAGTTAAAAATAAGATTAAGTGTTGTCCAAGGGATTCGAAATCGGGTTCCCTTGCCCAATTCCGTATTGATACATAAGTCATACGTGAATAAATATTCAATGAATGCTGCCTCTANAGATCGAAATCGAGATCTTGGCATACNTACAAGATGCATAAGTCTTGTACCACATAATCTTGGGNAAATATGAATCACTTAGACGAACTATGAATGAAGCCTCATGGCTTGTATGTATAGACCCATAAGTCTAGCATACGTTTAAAAGTAAGTGAACCTAAGATGTATGTAATGAAATGATGTAACCCTAGAAGGGTTAAGTA

>rnd-1_family-207#LTR/Gypsy ( RepeatScout Family Size = 342 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACACTGTTTTAAGGCCTAAAATAATGTATATAAGTCATTTAGGAAGTTTTAGAGTCAAAACGTCAAGGAACGTCCATGACGTCCGGAGACTAGTGAAATAGGTGCTAGTGTGCCTTGGCNTGTTTCACGGGGTTTTAAGAGTCGGAATTTAATGAAATTTGGTGGAAAGGTGTTAAACACGTATTAGAGTGTGTTTAGGGTCGAAA

>rnd-1_family-325#LTR/Gypsy ( RepeatScout Family Size = 160 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGTGGAATTCGTCGGGGGTGATCCCTATCAAGGTATGTGAGATCTTTTCGTGTTGGGTTAGTTCACCCACACACCAA

>rnd-1_family-369#DNA/Harbinger ( RepeatScout Family Size = 126 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTAGGGCCCGTTTGGCCATAGATTTTCCAAATAATATTTGGGAAAAATTTGGCAAATAATGTTTGTCCATACAATTTGTCATTATTTGGCAAATATTTTTGGCAAATATCCCAAATTTCCAAATACTAGTTTTTTCTAGTATTTGGGCCAAATCTCATTATTTGGGATNTTTTAAAAATTAAAATTTTACCCCAAACTTTTATCTTTTACAAAAACACCCTCTATAGTAGTTGCTTGCGTTGTATTACATAATTTTTTACGTGAACACCAAAATAGTGATGAAATATTTAGTGAATATTAAATGATGATATGATTGTTGATGAAAATGATGAANAATCGGCTCAAGGTAACAAAGTCATGTGCTTCGTCTACTTCACGATGTATGGAATGATGCTTGTTGCACTCACTCCAAATTACCACATTGCTCTAGTGTCATGGACACTATTTGTTATTGTTGTAACGAACATCCAATTGACTTGTAATACAAACTTATAGTTAGTTTTGATAGTTTTTAAAACTTATGGGTATAAATCATATTTTTCTAAAAAGGTGAAATATATTTCCCAAATNCTATGGCCAAACACATGGTGAAATTTCACCCAAATTTTCACTCAAATAATATTTGCCAAGAATATTTGAAAATCTATGGCCAAACGCTAGCT

>rnd-1_family-29#LTR/Gypsy ( RepeatScout Family Size = 1279 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TANGTATCTTGTCTTAAGCTATGANCTAGTGTTGAATTGTGATATAGTGATTATTCTGGCCTTGTTATCGTGTTGGTTATCGATGTATGATGATGTATACCCAAATTGGGTTGAATTGAGGGTTGATGGTAAGACCTTGATGATGAACTATGAAGGAGACTTGGTAAGTCTTGTGATCCCTATCCTTTACTTCAATTGTGATTAATTGTGATTAAGTCATGATGTTGTATTGGAGTATGCCTTGTATTAGGATTGATAGGGTGGTATGATGTTGAATTGAAATGTCTTGACTATGGTTGTGAGGTTGATTAAGATGTAAATGTTATAAGGATGGTGAATGATTTACCAATGTGCCTTATTATGATATGANATGTTAATGTGCTAACCTCACTTATATGAATTGTGATGAAAGGACTATACTCATGCAATTCTTATTGAGCTATGATGATGATGATTATACAAGGGNTAGACCCTATGACCTAAACTAAGCTATGATCGTTAATAAAGGCATTAAAGACATTTCAAAAAGGGACTTAGCTTAGCACCGAGTGAACTTGACAATGGGAGGTGATGACTTCCCATAGAGGAAGATTCACCCTATAGTTCCACATGNGGTGTTGACTCCCCAATGAGGGATACTCATCCAATGGATTCCCATGAGAGGAGGCCCCAATTGCCAAGTGGTATGNAGAGGGATTATACCTATCTCCTAGTTCTTGAACTATGTTGCCCCCATAGGAANACTAGCTAGTGGATCCACCTAGAAAGCTACGTTTATGTTTGGTTCTACTTTGGCCGGTAGACCGCCTTCCNTCGGTGTAGGGTTTTACGACACCGGATTCCACACTTAGCTCNTGTGGTCTATGTCGGTTAAGGCAAGTGTTTCCCTAAAGTAAAATGAAGTAATGAAGTATGAACTAACTAGGGTGACCTGAGGGGTTGACTTAGCCTAGGTAGGGGTATGGGACTCTACCTATGCATTGCACTAGTTNGCCTTGAGGGAAGCCTTAGGAGGNTGTTCTTATGTATGTATATGCTTATAATGGTACATGATATGTATATGATGANCTTGCACGTTGNTGATACTATATGATGATTGGTTTCACTTATGAATATGTGTTGGTCTATATTGTTAAAGTATGATGATATGTACTCTTAAATGNTATGCTATGTGAAGTNGGACGTTGGTCATGATTCTTGTTGGGTTACTTGATTGAGTAAGGTTATGGGGCTTTGCTTGGTCATTGCACTTGTTGACTTGATAGGGGTCATGGGTAATTGTCTTGCTTTGGTTATGTTGTAATGAACTCTTATTCATGCTTGTTGNTATTATGACTTGATGATAGAGTTGNCTTGACTATGTGTTCAATTATATGATATGCATGTTGACTTGACTAGACTT

>rnd-1_family-15#LTR/Gypsy ( RepeatScout Family Size = 1550 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGCTTGCTTGATCGCNANTCTTCGGTGGAGGTAGGTTATGGTTTTCATGCNTTCGTAGTAAACTCTTAATAGNGAATGATATGTATTGGTAGTATTGTAAACCCTGCTATGTGCTTAATTGTATGCTTGCATGAATGTGATTATATAATTGTGATNANATAAGCATGATGAAGNTATTGAATCCCAAATCTTGANAAAACCCTAATCTCTTGTTAATGATGATGCCTTGGTATAGAAGAAGGCTTGATGAACTAAAGTAATGGGATTGATGATGCCTTGGTAAGAGAGAAGGCTTGATGAATTGATAGAATGAGATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGANTTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACACGTAGANTTAGGGGATCGGAGTGTCACGAACCGACAC

>rnd-1_family-139#LTR/Gypsy ( RepeatScout Family Size = 526 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTAAGAACAAGCAAGGTGGTGGAAATNNGGGCAATAGAGCCCAATCTTCATCAGTTGCTCCACCAGACAGGGCTGCACCTAGAGGAGCTACTTCTGGTACTGGCGGAGGGGCAAACCGCCTNTATGCNATCACTAGTCGCCAAGAGCAAGAGAACTCNCCAGATGTTGTCACTGGTATGATCGAAGTCTTTAACTTTGATGTTTATGCTTTGCTAGACCCAGGAGCGAGTTTATCTTTTGTAACTCCTTATGTTGCAAATNAGTTTGANATTCTTCCTGAGAAACTTTGTGAACCNTTCTGTGTTTCTACACCTGTTGGTGAGTCTATTCTAGCGGAAAGAGTCTATCGTGATTGTCCCGTTTCCGTCAATCACAAGAGCACCATGGCTGATTTAGTNGAGTTAGACATGGTAGATTTTGATGTCATTCTAGGTATGGACTGGCTTCATGCCTGTTATGCNTCAATNGATTGTAGAACTCGAGTTGTCAAGTTTCAGNTTCCTAATGAGCCAGTCATAGAGTGGAGTAGTAGTTCAGCAGTGCCTAAGGGTCGTTTCATTTCGTACCTTAAGGCGAGAAAGTTAGTTTCTAAGGGGTGTATCTATCACTTAGTCCGAGTTAATGACTCNAGTGTTGAGGTACCTTCCNTTCAGTCAGTTCCNATAGTNAANGAGTTTCCAGAAGTCTTTCCNGATGATCTACCCGGAGTCCCTCCCGAGAGAGAGATAGACTTCGGCATAGACGTCATTCCAGATACTCGTCCTATCTCTATTCCGCCATACAGAATGGCACCAGCAGAGTTAAAAGA

>rnd-1_family-407#DNA/CMC-EnSpm ( RepeatScout Family Size = 105 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAGGCTCAAATATGCCATCGAACTTTNAGAAAAGGCTCATTTATGTCATCCGTTAAAAGTTTGGCTCATTTATGTCATTACCGTTAAAGAAAAGGCTCATTCATGCCATTATTTTTTAACGGTGATTTTGCAAAATCATTTTTGACACGTGGCCAATTATAATTCGGCCACGTCATCAATTTTTTTAATAAAAAAA

>rnd-1_family-72#LTR/Gypsy ( RepeatScout Family Size = 886 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTGATGATGATATGGTAGTGTATAGGATGACTTAAAGATGATAATGGTTATTCCTATGTGCTTCTAGAATGACATGTAATATGTGTTAAAGTGAAGTATGTTGTGTCTTGTCTTGGTTGACTTGTGTCCCTTACTTGATGCATGTATGAATGTGAATATGNGATGTCTTGACTTAGGATGCTAAAGCCTCTTAGTCTTGNATGTATGAATGACATGTGACCTTGAATGATGTTAAGAGGGTCCTTTATGTGAAACCTTGAACCTAGTGGTAAGGTTATGAATGTTGAAGTCGAAAGCCGTAATGGTATCCTTCAAGTAAAGGAATGATGGACTTAAGGTTGATTGGCTGGAACGACATCATATCAATCCTTAGGAAAGTCATNATGAGCTTCTTGTCGCCATTGTAAGGTAGCCCTAGTGGACCTCTTTGGTAGGGTAAATGTGATTGGGTTATGAACTTGATATGGAACCCCTTTATATGAACCTTTAATGTGAATTACTCTATGAGAACGAAGGCTAGCACCGAGTGAGTATGGTAAGGGAAGTAGTTCTAGTTAAAGAATGAGACTAGANTACAAAGCACGCCCTTCATATTCCTTAACCATGTGCCTACATGGGATGTGTCCAAGTTCTACCATTGGCAAGTAGAACACCCTCATCGGAGTAGGTTAGAACTCCGGATTCCATGTCTTGCTATCATGGTCTATGTCGGTTATTGCCTATTCTCATCATATGGGATACCTACTAGCATTAGAGAAGTTCTATGAAGTTTAGGTGGTGGTATGGGACGCTATCTAGACATTGCACAATAGGCTTTGAAGGTGTTAGTGAGAGTCCCTAGGTCTTGTCCAAGACCATTACTTGAATGTCCTTTATGTGATGAATGAGTCTTAAATGAACTAATGAATGTAATGACTTAAGTTAAGAAAGTATGTTAAATGAATAAGTACTTATCTAGAGTAGTTAAGGGTTGTCTAGTTAAGGTGTGAAGGGGCATAGGAATGGTCACTTCGTATCTTACCTAGATAAGTCTTAAGAATGACTCTAGTTAGGGAAGATGGTTGATTATGTGGACATGATCTAAGCCTTAGGTAGTCTTAAGGATTATTTAGGTAATCTTGAAGAGGTCAATCATGGACGTTATCTTCTTGATTTACTTAAGTAAGTCTTTTGATAGCCTTTGGAAGGAGAATGTCATAT

>rnd-1_family-53#LTR/Gypsy ( RepeatScout Family Size = 993 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGGGTGAANTTGTAAATTCACCCCACGTCCAAATAAGAGNATNGGNGGTTNNTTAAGGGTNTTTTGGGTATTTTAAATATGTTTATAAGCCTAAAACACTTAGAAGATTTCATTCTTCAAAATCAAAACCCAAANTCCCTTAGAAATTCTCTAGAACTCCATTGGAGCCAAAACTCAAGGAAGGGCTTGGATTGGAGANTTGAGTGGAGATTCTTCATCAAATTGGAGGATTAGATTCATTGAGGTATGGTTTTTNATCCTTGAAACTCTATTCATCAAGGAGCCCAACTTTCAAAGATGTTTTCTAAAGTTTTCAAAGATGAATTGTCCAATTTCATGATCTATCCATGGGTTCTTGCATTAAAGGTTTTNAAGCATTGAATATTGATTGAATTGTTATTAATTNGATGATTTTAACTCAATTAACCTATGAACCCATGTAATTGATGAACCCTAGTTTTTGACTACTTTATGGGTTAANTGATATTGACTTAATGCTTATGAATTCTAGTGTAGTTTTCTATGGGCTATTGANTGATGTAATAATTGTATTNAATTGATATNTAGGTTGTNTTAGATTGATGAATNTATATTGAATTGACCTAGTTTCATTGAGTATTATAATTTTTGTATTGAATTGNTGTTCATGGCCATGGGTAAGGGCCTTATGGTATTGAATTGGATGATTTAGCATTGGATTGAAGTGTTGAGGATGGAGTGGTGGTACGCTGCCCTAATTCCCTTTATTTTATGTTAATTAGACTTCAATTATGTTGTGATTGGTATGGTCCACTTATGGTGGCGGTGTTATGTGCTTTACTTGCAATTGATGTGGCCTTGTCGGCGTTACTTTATGTANTATGATGATCATGGCCTTGTCGGCAACTACTTGAAGTANTATGATNATTTGTGTAGTTGATTATGTGAAGTATGATNATATCTATCTACATGTTAAGTAATGTGAAAGTATATGTGTTCTTCTATTGATGTTATTTAGGTGATCATGTTAGACTATGACTATGTCTTTATGTGTGTAGTCTTAGGGTTGATGCATGGTTGTTCCTACTTGACTATATGAGTCTATGATGGTTATATTGATGATGATATGGTAGTGTATAGGATGACTTAAAGATGATAATGGTTATTCCTATGTGCTTCTAGAATGACATGTAATATGTGTTAAAGTGAAGTATGTTGTGTCTTGTCTTGGTTGACTTGTGTCCCTTACTTGATGCATGTATGAATGTGAATATGAGATGTCTTGACTTAGGATGCTAAAGCCTCTTAGTCTTGNATGTATGAATGACATGNGACCTTGAATGATGTTAAGAGGGTCNTTTATGTGAAACCTTGAACCTAGTGGTAAGGTTATGAATGTTGAAGTCGAAAGCCGTAATGGTATCCTTCAAGTAAAGGAATGATGGACTTAAGGTTGATTGGCTGGAACGACATCATATCAATCCTTAGGAAAGTCATNATGAGCTTCTTGTCGCCATTGTAAGGTAGCCCTAGTGGACCTCTTTGGTAGGGTAAATGTGATTGGGTTATGAACTTGATATGGAACCCCTTTATATGAACCTTTAATGTGAATTACTCTATGAGAACGAAGGCTAGCACCGAGTGAGTATGGTAAGGGAAGTAGTTCTAGTTAAAGNATGAGACTAGANTACAAAGCACGCCCTTCATATTCCTTAACCATGTGCCTACATGGGATGTGTCCAAGTTCTACCATTGGCAAGTAGAACACCCTCATCGGAGTAGGTTAGAACTCCGGATTCCATGTCTTGCTATCATGGTCTATGTCGGTTATTGCCTATTCTCATCATATGGGATACCTACTAGCATTAGAGAAGTTCTATGAAGTTTAGGTGGTGGTATGGGACGCTATCTAGACATTGCACAATAGGCTTTGAAGGTGTTAGTTGGAGTCCCTAGGTCTTGTCCAAGACCATTACTTGAATGT

>rnd-1_family-373#DNA ( RepeatScout Family Size = 123 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCTTTGTCCAATTTAATCTTTTTCACTATGTAGTTTATAAATTGGCTTAAGTCATNCGCGGCCCCTTAAAGTTGTCCGCATAATTCACTTAGACACCTCAACTAAGACTTGTACCTATTGAACACTTCTANAACTTCGAATTGATACCTATTGAACCATTTTTTGCCGACGTGGCAAAANAAGTGTGNTTCACGCTTGATGAGCGCGTGAAAGCTCTAATTAGTAACTTTTTTTAAAAAAATAAATAATCCTCTTTCTTCTTCCTTGTGTTTGTCACGTCACTTTTCCGGCGACCACAATTGTTAATCATACTCTCTCCTTCTTTCATTCTTTTTTTCTAGTCACTTATCTCCTATACATTAATGATCATTTTATTTTTCCAAATTTGTCATTATTGTTGCCATCACATTCATTCCTTTCTCCTCTTTTGAGCAACCACCACCACTTTTACCACTAAGGCTGCCGCTTGGTTGTTATTTTTCCAGACTAAAATTGCTTGAATCTAAACTTGTCATTGTTGATTTATAGTTAA

>rnd-1_family-7#LTR/Gypsy ( RepeatScout Family Size = 1914 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGGAGCCAACTCATTGGCCTCGTCTCTGATGAGGCCGACGTCAACAGTGCCCNGCGGGGTCTTGAGCTGATCNACGTGCCATATGGGCACACCTGCGGACCTGCANAGGGAAAAGATCATGCACGGGAAAGGGTAGGTAGTNGTGACCTTGAANGCCCTCTCGTGCATGACCGCCTGTAGAAGCCACGCGAAGTCCACCTCGAACCCGGCTATCATCGCCGCCATCAGCACTGCTCGATCCCATGTGACGATATTATCAGCGGCTGTGGGGGAAAGGCAGTGGCGGACGATCAGCCACAAGAACTTCGCCGCGAANGTGAGGTTGGCCTTCTTGATGGCCCCCTTCGGCTCGGTCACCCAGTCGGCACCCTCTCCATCGACTGACAGGTGCAGGGCCATCCACCTCTTGGTGGTCTCTCTCAGCGATGGCTCGCGCAGGAACTGGCCATCTTTNACNATCTGCCANCGGTAGTCAAACTCGGCAGTGAGGGGGGTCCGAGTAGCATCAACACCCTCGCCGTATAGAAACCGGCGGATGGCNGGCAGGGAAATGTCGACCTGNACGCCCCGTACTCGGACCTGCTCCAGTGGGGCCTGTTTGGCGGGGGCAGCCCGCCTATCGATCTGTGATCGGAGAGTCGCTACGTAGGATGCGTAGAACTCTCGGACCANCTCCTCGCTGTANCGTCCCAACGGACGCGCTGTCCACTCCAGGCGATGCCTGGTGAAGAGATTGTGGATCTCCGGCATCGTCGGGAGACTCCCCGTAAGGACCCGCCGCTCCAANGTGAGTGTCCGAGTCATNACTCCTTTATCAGTCAGGAACTTGGCGTCGGAGTAGACTTGAAACTGCCCGTCGACACACCACCGGTTGGGCTGGTCGGCGGCCGGGGTGGGGGCCCGAGCTGGTGAGCCGGGTGTGGANTCCGAACTGTCAGCCTCATCAGACGAGGCCGACGCTGCAGCGGTGGCGGGTGCGGGAACCTCAGCAGANCCGGAGGCTTCCTCGGACCACGANACTCCTAAGGAGCCAGACGCTCCTTCTTCATTTGTGGCTGACCCAGAGGGTGTGCCGGTCAGTGTGCGCTCCTCATCAGACTGGGAGGCAGTGACTACGCCGGACGCCACCTTTTTGGGTGTGGCTCTGGGAGCACGTGCAGCACGGGAAGGGGCGGAAGTGCCTGGGGGCACGTACTCGGGGTCACGCTCATCATCAGAGCCGATGACCANGCGGGCAGACGGGGCGACAGACTTCGATCGCCCGCGTGCGTAGACTCGGTCTTGCTTGGGTGCCATAGTAGATAGTACCTGTAAAGGATCAATATTAGTACGAGNAGTGGCAAACAAGACAAGCAAAACCACACGAAATAAATAAAANAGTTAAAATANNATGACATTTCTATAGTAACAGTGAAACACGACGGGCCAGGTGACGGCTCGTCGTGANTACGACGGACCGTCATGGGGTCCGTCGTGTCTTACTTAGACTATGTATATATGGAGAACCCTGAAGGAGAGTCTCTGACNAGTATGACGGTACGNGCAGGACGGACCGTCGCGGGTACGACGGTCCGTCGTAGGTGTCCGTCGTAGGACACTTGGAAAAAAATATGGAGACCCTTAGGAGAGGGGTCTCTGACCGTCATGACGGTCGTGCAGGACGGACCGTCGTGGGTACGACGGTCCGTC

>rnd-1_family-235#LTR/Gypsy ( RepeatScout Family Size = 288 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCAAGGTTTCGTTCAAGGTGGTCTTCGTAGATTAAGTTCTACATAAGGTATGGGTTTCTCTCCTGGACTTCTTTCTCCAAGAGAACTTTCTTTCGAACGATTCAAAGATCTCGAAAACTAGGGTTGTTTCCCGTCGTTCTCGTCGAACTCCTTTCCCTAGTATCCTTGTTCGATTTCAATGTTGAATAGGTTAGAGATCATGTTGTTGGTATGTGGTGCTGGCTGATCTTAATGTGTATGGTTCTTGATTAAATAATGATCGAATGAACCTATNAATTGGACTCGTNTGATGCTAAGTGTTATTACGTGAATTAAAAGAATGATACTATGTTAAAGATATGTCCGAAAATGTTATGTATGAAGATGTTACGGTCTGTTGTGCATACTTGCTGTTAATGTGACGTTATGAAGATGNTATATTCATCAAATGTTAATATGATGCTGTCCAANATGCTTAAAAACGTTATGCCTAAAGTCATGNTATAAGGTTGGCTAAAAAGATCTCCATGAAATCATANTTTGAATGAATGTTTGGCTTATGCCAATAAAATGGCTAACAATACNTTGTCCAAAAGTTGAATGGAATTGGCTATAATNTTATCTCTAAATAATGATGGAAAA

>rnd-1_family-378#LTR/Copia ( RepeatScout Family Size = 121 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATATCAAAGGCTGATNGGNAAGTTATTATACTTAACTATNACNAGACCGGATATAGCNTTTGCAGTACAAGCTCTNAGTCAATTTATGCANNNACCAAAGNAATCTCACATGGAAGCAGCACTNAGAGTGGTNAGATACGTNAAAGGAACNCCAGGTCTAGGATTGTTTATGCCAAGTAACAAAGACAATNAAATGGTAGCNTATTGTGATTCAGATTGGGCGGCNTGTCCNGANACAAGAAGATCAGTNACNGGTTATNTGGTNAAGCTTGGAGANTCNCTGATNTCNTGGAAGTCNAAGAAACAAANNACAGTNTCNAGGAGCTCNGCNGAAGCNGAATACAGAAGCATGGCTACTACAGTTGCNGAANTNGTNTGGNTNANAGGNTTGTTCAAAGAATTAGGAGTGGAAATNAAGNTGCCAGTNAANGTATTCTGTGATAGCAAAGCNGCNATNCANATTGCNGCNAATCCNGTNTTTCATGAAAGAACNAAACACATCGAGATNGATTGTCATTTCGTNAGAGANAAGATNCANGAAGGACTGATTCAGACACAACATNTACGNACAAGAGATCAACTNGCAGATATNCTNACNAAAGGNCTGNGCAAANCTCAACATGAATATCTTGTTANCAAGCTNGGAGTGNCGAACTATTTTCCAACNCCCAGCTTGAGGGGGAGTGTTGAGA

>rnd-1_family-13#LTR/Gypsy ( RepeatScout Family Size = 1617 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAGAATTAGGGGATCGGAGTGTCACGTTCCGACACCAGGATAGTATATGGGGANCGGAGTGTCACGTNCCGACACGAGAGGAATAAAGATAATGAATCTTGAAANATGTTAATATACTCAATTTAATGAACCTAATTCCCAAATGAGTATGATATGGAGGCTTGAGTCCTCATGGGTGTACTTGGCGTTATTTATCAANGATTCTNGTACTTGTTGTTGCTACATGTTGAGTATTGTAGTTGATTTTATGATATTATCTGATATATACTGTTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTGTATGTTTTCTTTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCAACTCAACCGCAACTCTAGCCAGTCTTCATTACACCGGATTTCAGGGTGAGCTAACGCTTCTAGCTTGGACTGGATCTTCTTCTTCATGTCTTGATGCCTTGAAGTTCCGGCATGGACTAGCTTTTTATTTATTTTAGCTTCTTAGATACTCTTAGATTTAGTAATTTGAGGATAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAAGTGTTTGAGTTTTTAGAAGTTATTTAATTGATTTTATTAATGAGTTT

>rnd-1_family-201#LTR/Gypsy ( RepeatScout Family Size = 352 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGGGTCAACTTCAAACGATCATATCTCTTAGNACANAATGAGTTAGGTGGCCCATGACCTATCAAATTAAAGGTCTTTGAATCCTCTTTCCAACGCCACCGAGTTTGCTAAA

>rnd-1_family-193#LTR/Gypsy ( RepeatScout Family Size = 371 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATAGACAGTTAGTAGTTCANTAGTCTTTNCATTATCATTCTTTATGTTAAAGACTTGGGTTGCCATTTTGGCCAAGTTGAATGTTTAAATCTTTAAAACATTCCNAGTTATCTTATTATTCANTTAGTTNAGTTATTTGATCATTAAGTTATTGATTGTTGTCTTCCGCTGAGTTAAGTAAGCCAGGCCAAGGGTTCGCTCGAGGCCAACAATGGTCNTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGGCGTGACAA

>rnd-1_family-211#Unknown ( RepeatScout Family Size = 333 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTGTTCATTTCATCATATGCCAATGCACTTGGCCATTTAGTGTGTTTTACACTCNTACTTAACCCTTCTAGGGTTACATCATTTCATTACATACATCTTAGGTTCACTTACTTTTAAACGTATGCTAGACTTATGGGTCTATACATACAAGCCATGAGGCTTCATTCATAGTTCGTTTAAGTGATTCATATCTTCCTAAGATTATGTGGTACAAGACTTATGCATCTTGTATGTATGCCAAGATCTCGATTTCGATCTAAGTAGGCGGCATTATTCTTGAATATTTNATTCACGTATGACTTATGTATCAATACGGAAGTTTGGGCAAGGGAACCCGATTTCGAATCCCTTGGACAACACTTACATTTTTCATTGATTTTATTTTTAATCTNCATGACATTGGGACCCTAGATCGAGCCCCAACATCAACATTTCATCTTTANTTTTCTCCTTNATTTTCCTCTTATTGGCCGAGGGGTTGTGGGNTCGAACCCCCACAACCCCTTTTTATTTTTCATTTATCTCTTNTTGACCATTTCGCCTAGACCAAGAGGTTGTGGGATCGAACCCCCACAACCTCTTTTATTTTTCTTAATTTT

>rnd-1_family-61#LTR/Gypsy ( RepeatScout Family Size = 945 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTTATATATTGTGTGTCATGAGNTTATGAAGTCTTTAAATGANTTATAATGATGTTTAAATATGGTATATGGAGTTTCGTGAAGTTTGGAGGTCAAACGTCCAAGAACGTCCAAGACGTTCGAAAGNTAGCCCTTAAGACGTTCAACGTGTGTCTTGATGGGGCCTAGCNTGTTTGGACGTGTTGCGNGTGTTTGTTTTGGGTGAAACTTATGTGGAAGGTCTANAACTTGTTAAGGTTCGTATTTACGTTGGAAACGTCCGGGTACGACTTCTAAAGGGCCCCGCAAAAGGNCCCACAAGAAGGACCCAAGGCTGGTCGAGACACTGCCTTGGCAGTGTCAATCGACGGACCAAACGACGGCCCGTTGGTCGACCGACGGCCCGTCGGTGAGGTNTCGTCGATGGANACTTATCCTGGGAAGGTATCAACCCAAAATTTGGCCAAGNNCCAATCGACGGAAGCCANAGACGGCCCGTCGACGGACCNACGGCCCGTCGATTGGTCCGTCGATGGTGGCCTGTCAACTGCTGCCTGCGNCTGTTTTANTTAAGGGGTGAATGGGAAATTCACCCCACGTCCTAACCTGACCCTAATNGGTTTATTTAGNTATTTTTGGGTGTATATAAGTNATCAAAAACGTGATCAACCCATTCCCAATCCNTTCACACGAATTAAACCTTTCCCTCCAAAAATATTCTCTCTAGAAACCTCCATTGNTGGTGAAGCTCAAGAACAGCTTGGAGCTTGGATTTCCATGGATTATTCATCAAGTTTTAGAGGTTTTCATCTANATAAAGGTATGGTGATCCTTCATCTCTAGTTANCCTTTCATCTAGAGAGTTNNTCTCAANGTTTTCAAAGAGAANTTCATGATCAAATCTCTTCTTCTTCAATCTAGCCATGGGTTCTTTCTCAAA

>rnd-1_family-187#LTR/Gypsy ( RepeatScout Family Size = 384 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTGATTAAGTTGCTTAGTTGGGTTGTAGTAGTGGTTCTCCCACCGGAGGGTTAGTGTGGGTGCCAATCACGACGGTTTGGGTCGTGACA

>rnd-1_family-196#LTR/Gypsy ( RepeatScout Family Size = 368 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTAGGCGATTTCAAGGCAATTCTTCAAGGTTTTCGTGCAAAGTNCAAGGTGATCTTCGTAGATTCAATTCTACATAAGGTATGGGTTTTCTCTCCTGGATTCCTTTCCCCAAGAGGCTTTTCAAACGTTTCGAATTCAAGAANATCGAAACTAGGGTTGTTCCCAATGANATTGTCGAACGTCCATCTCCCTAGTTATCCTTGTTTTCGATTCTAGTAGTATGTATAATGTAAATCTCGAACATGTTGTTGGTATGTGGTGCTAACTGATCATTATGTGTAGGTTTCTATGATTTGNTAATGTCGAATGAGACCTATAGGTTAGATCCGTATGATTA

>rnd-1_family-361#LTR/Copia ( RepeatScout Family Size = 131 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTAAAGAATGACAAAAGTCCCACATCGGTGGTTAATGAGATGGGTGGACTCCTTATAAGGCTTGGGCAATCCTCCTCCCTTTGAGCTAGCTTTTGGGGTGTGAGTTAGGCCTAAGACCTAATTTCACATGGTATCAGA

>rnd-1_family-44#LTR/Gypsy ( RepeatScout Family Size = 1103 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTANTTCTGGAAAAACAGGCTGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAAATCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTAACGGAATGGCAGGACGGACCGTCACAGGCGTGACGGACCGTCACAGACTCTTCGGTGGAAATTGAGTCTCTGAACTCTGCGACGACCNGCAGGACGGACCGTCGCAGGCGCGACGGCCCGTCACAGGCTGCGCAATCCCAGTCNGGGTCGGATTTCTTTANACGTTTTAAGGGACGTTTTTGACTATTCCTGCCTTAATTATAAAGTTAGTGGGTTAATGTTAATAAGTCTAATTACTTGGGGGTTAAAAGAGGTAACCTTAAGTTAATTAGTGGGTTATTATTGCCATCTTTTATTCTTAATTATATGCTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAAGAAAATAGAAAGAACAAGAGAAAGAGAGAGAGAGA

>rnd-1_family-140#LTR/Gypsy ( RepeatScout Family Size = 526 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTTAGACTCTGGATTATTGTTAGACTCTTATTATTGTTAGACTCTTGATTATCGTTAGACTTTTTGTGAGATTCTTGATTACTTTGAGATTCTTGTAATTGATTGTTGGTGATTTTTGNTGATTAATCAAGCGAACTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTACATGAATTCTTATATNATATATTTGAATATTGTGATTATGACTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCGAATAATGAGGTAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTGATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGGATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAAATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTGATTAATTGATTAAACTCCAACATTCGAAGCTGTTAGNTGTCTCCTTCAATTTCGCTAGTTATTTTCATT

>rnd-1_family-236#SINE/tRNA ( RepeatScout Family Size = 285 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACTTGAGCCGAGGGTCTNTCGGAAACAACCTCTCTACCTCCACGAGGTAGGGGTAAGGTCTGCGTACACTCTACCCTCC

>rnd-1_family-180#Unknown ( RepeatScout Family Size = 395 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACAGGACGGTCCGTTGGTCGAGGGACGGNCCGTCGATNGNCAACCGTCGGTGGACTGTCTCCCTGCGCAGTTCACTGTTAAGTTGAGGGGTGAANTTGTAAATTCACCCCACGTCCAAATAAGAGTATTGGNGGTTNCTTAAGGGTATTTTGGGTATTTTAAACGTGTTTATAAGCCTTNAACACTTAGAAGANTTCATTCTTCAAAATCAAAACCCAAAATCCCTTAGAAATTCTCTAGAACTCCATTGGAGCCAAAACTCAAGGAAGGGCTTGGATTGGAGANTTGAGTGGAGATTCTTCATCAAATTGGAGGATTAGNTTCATTGAGGTATGGTTTTTGATCCTTGAAACTCTATTCATCAAGGAGCCCAACTTTCAAA

>rnd-1_family-238#Unknown ( RepeatScout Family Size = 281 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACATCATCATAATTCAATAATCAACATGATAACAAGGCTAGAAGAATCACTACATCACAATTCAATACTAGATCATAGCTTAAGACAAGATACTTAGGTCAATTCACAATACTTCATAACCTAGATCACTTCTCAAGAACTAGCATGAAAGACTACAATTCACCCTAATTTATTCATGATTAGTGTAACAACATCATCTAATAGTAATTCAACCAATAACCAAGTCAATTGAACCAATCACAACCTAATTCATATCAAGATCAAACCTAGGGTTAAGGGTTAAGGGTCATCTTCTACAAACTAGACCAAACCATCAAGATATATCATAATTAAGTTAGAATACATGTTAATATATTCATNATATCCNAAATAAATCATAAACAANTCAATTCATAACATCAATTTCGTAATTGGATGAAACCCACNTGAAAACTCAACTTTTGAAA

>rnd-1_family-390#LTR/Gypsy ( RepeatScout Family Size = 116 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTATAATGTTGTAATGACTTGTNTATGTTGCACTTAGTGGGATAGCCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTGCACTTGCTCTTTTTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGACAGACCTCGTTTAGAAGATCAGTGATCGTCATCGAATTCAAGGGTGAGCCAGTTCTTCCGGGCTGCCATGAGTTCTCTT

>rnd-1_family-91#LTR/Gypsy ( RepeatScout Family Size = 740 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGAGTTTATATGGTNTTATACTTCATATGATCATGTCATCTTGATGAATTNCTCAAAGAATGAATTTTTGAAAAAATTTTGCATGCTTGGCAGTGAACACAGTGAAGTTCACTGTGAAATTTTTGAATTTTGAAAATTGTTTTGTCTTTAATTGAAGTTTCAATGTGTGCAAAAGTGTTGTATATGAGCATGTTTAATGTTGGAGAAGGTAGTTCCTCCATAAAAGAAGGTTAAGAGTGAGTTTTGAAAATTTTGAAGTTTGCAAGAGTTGCTTGTGTTGCTAAGTGTTTGAAAGTGTGAAATGATGCTCCTTGTTAGTTGATGCTTTGATTTTGAGTGTTTGAGNCNTGATTGTAATGTGTTATGTGATNCTAAGTGAGTCCTTGTTGTTCTTAAAGTTTTAGTGTCATTCGAGGACGAATGTTATTCCAAGTGGGGGAGAATGTAACGCCCCAAAACGAACTAAGGTGAACTAGAGCCTCGTGAGTGTTTCTTGAGTTAATTTTANGTTAAAATGAGTTATATTAGTGTTCTTAGGCAGTGTGTGAAGTTTGGTTAAGTTTGGAGGTCAAACGTCCAAGAACGTCCATGACGTTCGGAAGGTGTGCCTTAGANAGCGCTTGTGTGTCTTGATGTGTTTGAGCGAGTTTTACGTGTTCGTTTTGNTTGAAATTGATGTGGGATGTTCCTAAGACCTANACGACTTAGTTTAGGGGTTTAACGTCCGGGCACGACCCCACCTAGGACCCACGAGGGGCCCTAGATGAAGGGCCCAAGACTTGGCAACAAGCTGCCAA

>rnd-1_family-100#LTR/Gypsy ( RepeatScout Family Size = 690 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCCAAGACCATTATGTGAAGTCCTCTAATTGTTTAATTGTCTCTTAAATGGACTTAATGAATAATGNTGACTTAGTTAAAGTATGTTGAATAGAAAGGTNCTTATCTAGGGTAGCTTTGAGGATCGCTTAGGTANGCTTGAAGAGGGTGTATGGGCGGTCTCTTCATGTCTTACTTAGGTGAGTCTTAGAGTAACCTTAGGTAGGGAGTCTAAATGATGAAA

>rnd-1_family-63#LTR/Gypsy ( RepeatScout Family Size = 935 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTTTGTTTTCAGGGCTACCTTCTGAGGATCCACATGCCCATATAGCTAAGGTAAGGGCAGTGTGTAAAAGTTGTGTAGGGAGGCCTGACTTGGATTTGGATGTAATAGGGCTCAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATNTGGTTCACTGAGCTCCCNTACAACTCAATCTTCACTTGGAACCAACTAAGGGATGTCTTCTTAGCACGCTACTATCCGGTCTCCAAGAAACTAAACCACAAAGACAGAGTGAACAACTTTGTGGCACTACCAGGAGAGTCAGTTAGTAGTTCTTGGGATAGATTCACCTCGTTCTTGAGAAGTGTCCCAAATCACCGTATAGATGATGAGTCACTGAAGGAATACTTCTATCGGGGACAGGATGATAATAATAAAGCGGTGTTGGACACTATAGCGGGTGGATCTTATGGGGAGTGTCCTTATGCTGAGATCGCTGAAAAATTAGAGAAAATCTCCCGGAATAATAAAGCTTGGAGTACTAGGAAGTCNGATACNGGGAGAAACACCTTCGCAGTGCAGTCCACTCACAACCCAGCCACAGATGAGATTCGTGAAGAAATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTAAAACATGTCACTGGGGTGCAGAAAAGATAAATGCAGTCAACTACTTGNCTAAACCACCACCNCCNAATGATGAGTGCTATTATGAGGAGGATTCCTATGCGGTAAATGAGCAGACGGGGGGTTTCCGACCGAGCGCCCAAGGCTCNAATCAGGANAATTGGCGCCAAGGTCAAGGGAACCAAGGTCGGAACTATGGTAACTACAACCGTGAGGGTCATTATGTCCGAGATGGAAACTACAACCGCGACAACAACTTCAACAGGGGTAACTATGGTAACAGAAACGATAGGAATGGGCCCTATGTTCCTCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGGTAGTATGGCGCGAGTTGAGGATATGTTGCACAAAATGATGAGGAGGTTCGATGCTAGTGATGAGCACATTAAAGAGTTGAGGAGTGATTTAGCGGGTATTGGGCAAAAAGTCGATACACATGCAATATCGATTAAGCAGNTCGAGTTGCAAATGGCCCAATTATCTGCGACTGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAAAATGATGGACACTGTATGGCAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGGAAAAGGTGAGAAAAGATAATGATAAGGTGGTAGAGGTTAGTGGTGAAGTAGAAGATAGCACTGGAAAAGATGCNGAAGTNCCTANAAAGGTAACTCCCATGCCTAGGCCACCACCNCCNTTCCCTCAGAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGTTGAAGCAGCTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTACGCCAAGTTTATGAAAGATCTGGTCACAAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGAATGCAGCATTGTAGTGCTATTGCTACAAGATCTCTNGTACAAAAGAAAGAAGATCCGGGTGCGTTCACTATTCCTTGTACAGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGTGACCCAAAGCCCACTGCGATGCGGCTACTGATGGCCGATCGAACGGTGAAAAGGCCTATAGGGATACTCCACGATGTGCTAGTAAAAGTGGAGTCGTTCATATTTCCGGCNGATTTTGTTATTCTTGATTGTGAAGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTGATATGGAAAAGGGGCAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGTCCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCTGCCATATCCTACAACGTGGGTGAGACGTCTGAGGCACAAATAGAAGAGCGTCTNGGTGTAGAAGCATTAGCGGCAGTGATNATGAATTTTGATAGCGATTGCATTGAAGAGTATGAGTCATTGGTCGCGGCNCTTGATCGAGGTGATGTTCGGTTTAAACCGAAGAAATTTGAGTTAGATATGAAGCATCGCGAGTCTCCACCCGCGAAACCATCTATAGAGGAGGCTCCAAAATTAGAACTNAAGGCTCTNCCACCTCATCTNAGGTATGNATTCTTGGGAAANGGTGACACTTTGCCGGTAATCATTGCATCAGACTTGAATGNGCAACAAGTTGAGAGTTTGGTGAAGGTGCTAAAAAGGTTCAAAAGAGCTATTGGGTGGACTATTGCGGACATTATTGGGATCCCTCCCGGTATTTGTTCNCATAAAATCCAACTCATGCCCGATCATAAGCCAAGTATTGAGCACCAGAGACGCTTAAATCCACCTATGCAAGAGGTNGTGAAGAAGGAAATCATTAAGTGGTTGGATGCCGGAGTNATATATCCGATCGCCGATAGTAGTTGGGTATGCCCTGTTCAGTGTGTACCTAAGAAAGGGGGAATGACTGTGGTCCCCAACGAGAAAAATGAGCTTGTTCCAATGAGACCGGTGACCGGATGGAGGGTGTGTATGGATTACCGNAAATTAAATGCATGGACCGAAAAAGACCATTTTCCTATGCCCTTCATGGATCAGATGTTGGATAGACTTGCCGGAAAAGGGTGGTACTGTTTTCTTGATGGNTATTCGGGGTATAATCAGATTTCTATTGCACCGGAAGATCAAGAGAAAACCACTTTTACTTGTCCATATGGGACCTTCGCGTTCAAGAGAATGCCGTTTGGGTTGTGCAATGCACCCGCCACNTTTCAGAGATGTATGATGTCGATATTCTCCGACATGGTGGAGGACACTATTGAGGTNTTTATGGATGATTTTTCTGTGGTTGGTGACTCGTTCGAGCGGTGTTTGAGCCATTTGTCCGAGGTTCTTAAGAGATGTGAAGACTGCAATCTNGTGCTAAATTGGGAAAAATGTCACTTCATGGTGAAAGAGGGTATTGTATTGGGTCATCGCATTTCAGAAAAGGGCATAGAGGTTGATCGAGCTAAAGTCGAGGTAATAGAGAGACTTCCCCCACCNATCTCTGTAAAAGGTGTGAGAAGCTTTCTTGGGCATGCAGGTTTTTACCGGAGGTTCATCAAGGATTTTTCAAAGATTGCACATCCNTTGTGCAAGTTGCTNGAGAAAGANTGTAAATTTTATTTTGATGAATCCTGTCTTAAAGCATTCGGTGAGCTGAAAGAAAAGTTGGTGTCTGCGCCTATCATTATTTCTCCGGATTGGAGCAANCCATTTGAGGTGATGTGCGATGCTAGTGGGGTTGCTCTTGGTGTAGTATTGGGACAAAGAAGGGACAAAATCCTTCACCCCATTTACTATGCTAGTAAAGCCCTAAATGAAGCCCAGAAGAACTACACNGTGACTGAGCAAGAGCTCCTTGCAGTAGTCTTTGCTTTCGAGAAATTTCGCTCCTATTTGCTNGGCACTAGAGTTATAGTGCATACTGACCATTCNGCNTTGAGATATTTGATGGCAAAGAAGGATGCGAAACCGAGGTTGATTCGTTGGGTATTACTGCTGCAAGAATTTGACTTTGAAGTGANGGATAGAAAAGGGACCGAAAATCAAGTTGCTGATCACTTGTCCCGTCTAGAGGATGAAGCTATGAGAGAGTTAGGGGATAAGACTGANATTGATGATACTTTCCCCGATGAGCATGTATTGGCTGCTTCNCAAGACTTGATTCCATGGTTCGCAGATTTTGCGAACTATCTGGCTAGTGATATCGTTCCATCGGACTTGTCCTTTCATCAAAGGAAAAAGTTCATGTACGATGTGAAGAAGTTCTTTTGGGATGAACCATACTTATATAGGAGTTGTGCCGACGGGCTTATTCGGCGTTGTGTGCCGGAAGNTGAGATGTTGAGTGTTTTGGAGGCATGCCATTCCTCGCCCGTNGGTGGACATCATAGTGGTATCCGAACCGCTCATAAGATNTTGCAATGTGGTTACTATTGGCCAACTCTTCATCAAGATGCTCATGAGTTCGCCAAGGCATGTGATAGATGCCAAAGAGATGGCGGCATTTCGAGAAAGCAAGAGCTCCCTCTAAACCCCATTCTTGTGATTGAGTTATTTGATGTGTGGGGTATTGACTTTATGGGCCCTTTTGTGAGTTCTCATGGGATGAAGTACATTCTNGTAGCGGTCGATTATGTGTCTAAATGGGTGGAAGCCATCGCNCTCGCAAACAATGAAGGGAAGAGTGTCACCGCGTTCTTGAAAAAGAATATATTCTCCCGNTTTGGCACCCCAAGGGCCATTATTAGTGATGGGGGATCCCACTTCTGCAACAAATTGTTCAAGGGGTTATTGGAGAAATATGGGGTTCGCCATAATGTGGCCACTCCTTACCACCCTCAAACTAGTGGGCAAGTTGAGGTGTCGAATAGGGAGATCAAGCAGATNTTGTCAAAAACGGTGAACGCTAGTAGAACGGATTGGTCAAGGAGGCTTGATGATGCTCTTTGGGCCTACCGGACAGCGTATAAGACTCCCATAGGTATGTCTCCATACCAACTTGTATATGGGAAGGCTTGTCACCTNCCGGTTGAGTTAGAGCATAAAGCCATGTGGGCNATGAAGAAGTTGAAAATGGATTGGAGCGAAGCTGCGGAACAACGGTTAAATGGGTTGAATGAACTCGATGAATTTCGCCTGAAAGCCTATGAAAGCTCAGCCCTNTACAAAGAAAAGATGAAGAAGTACCATGACAACAAAATTGAAAAACGAGAGTTTATGGTCGGGGATTTGGTGCTTTTATTCAATTCTAGGTTGCGCTTGTTTCCGGGCAAACTCAAGTCCAAATGGACTGGTCCTTACTTGGTTACCCAACTATTCCCTCATGGAGCGGTTGAGTTGGAAANTAAGGAGGGTGCGCGGTTCAAGGTGAACGGACAACGNATAAAAATCTATCTCGGGCATGCTGAANCGGCGAATGAAGTGATCGAGGCATACCATCTTGATGAAGTCTGAGTAATCAAGTGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACGTATCNTCTTTTTAGTAATGGTAGCATTTTTCTACTAATGGGTTTTAAATTTGCAGGCACATCACCAGGAAATTCTGCAGAAAATTACTCCGCAGCAGTCACTGACGGATACANCGACGGACCGTCGCGCCTGCGACGGACCGTCGCATGCATCCGTCGTACCAGGTACGTCTTTCTGTTATTTTNAAACTAGGGCACACGCGACGGAACCNACGACGGGTCGTCGCANCTGCGACGGACCGTCGTCGGGGAACCGTCGCGTGATTAATGAGGCATACCCGACCCGACCCGGCTGGACCCTTTTTCAAAATCTGACCGTTTAAACCCCCCCCCCCNTATTTCACCCCATTACTTCCTTNTTCCTCTCATCTCCCCTCTCTTTTCAACTTCCACATTCTCCCCCTCACTGATCAT

>rnd-1_family-328#LTR/Copia ( RepeatScout Family Size = 159 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACACTACAACAAAAATAACTTTTAGCGGCAATAAATATNNACATTAATAAAGAGTGCTAAAGTCTTTACCGGCATTAGTTAAGTGTCATTAGANCCAATGTCGCTAAAGGCTTTAGGGACATATACAAAGAGTGNTAATTGCCGCTAAAAATACATATTTAGCGGCAATTAAGAATTAATTGTCGCTAATGATCATTTTTGTTGTAGT

>rnd-1_family-217#LTR/Copia ( RepeatScout Family Size = 327 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTATAAATCCATTGAATGAGTGGATAGTCCATAAAGTTGGTACATGAACAACCATTCATATTCACTAGGTTNCATGAACCTTTTTGGATAAGAATGTATCTATTTATTATGATACTTAATATGGTGACTTTTGGAGTGATTTCTCACTCTATAAATAGGGTTGTTCATTCACTATTGTAANATATACANATGAGACTTACATACACTTGAATAAGAAGAAAATTCCTCTTCTTCTATCTACTTCTCTTGTCTTCTTCTCTTTATGATTATATTCTTATGAGCTTGATTTTATAACACGTTATCAGCACGAGTCTCTANCCAATTGAGAGTGAGTTCTAGTTTTTCTTTAGCTCATGTTTTGGTTGATCTCGTTATGAGGATCAAAGTATTATATGCATAAAATCAGGTATGTATTTTCTAAAATATTTTATGATTTAGAATAAAATAGTATTCAGTCACTAACAATTATCAGGAACCGAAGACATATACTACTATTGGTTGAATATGACATGCTATACAAAACTTCTTAAATGGAAGAAGGTATAAAATTTTAATAGCATGAGTTTGAATATTATTTTGATTGTTTTGAAAGACTCAAAGGGTGAGTCATGTTGTACTTCGGTTTATTATACCGTTGGTTAAGGGTAAGACGATGGATTCAAGTTCCATCGCACCAAAAGGGTAAGACATCAGGTTAAAGTCCGGATGCACCATAATGAAAAATATTTGAGGATAAGACGATAGATTCAAGTTCTATCGCACCAAGAGGGTAAGACATCAATTTGAGTTTTGATGCACCGTGATGATAAGATTGGGTTCAAGTCCCATAGAATTATGGCCTAACACGCCTTATATGGATAAGACATTGAGTTTGAGTCAATGCACCATAGTGATGATANAATGATGACTAAGGAAAATAATATATTTTTGATGAAAAGTCTTGAAATTCGTCNTATTGAATTTGCTCCATTCCTTGAAAAGAATGTGGTAGCAACATATGATAACTTTGAAATCCGCCTGTTGACTTGCTCCATTCTATCGTATGAATGTGGTAGCAGTGAATAATTAGTCTGAAAGATGACAAATGATTAACGATATGAANAAGGGCGTGAAGGGACGGAATTATAATAGTCATCATTGTGGTAATTATAAAAGGAAGAACACTATGGGTTCTCCAAATAGTCCTTCGAAATGTGAAGGCAATTTTTATTATCAAAATGGTATGAAAGGTCATTGGACTTGTGAATGTTGTCGACCCAATAATTTGACAAGTTTATAAATCCTCCATCAAAANACAAGAAGATAAAGTGATGGTACACTTGATCTTTCAAAGTGATGTTGAGGTGTGTCATGGAAATATGATGAATTTTAAAGCCATGACAATGTGCTTATAATGCAAATTTATGAAGTACATATAAATGATTAGTCCATTCCTTGAAGAGAATGTGACTTGTGATGAGTATCGTGAATGCTCGACCATTCTATAAGAGAATGGGTCAAGATGTGATAAAATCATTATGGGTTGGATATATGCCACAACTCACCTCTATGGAAGGTTTGAGAAAAAAATGATATATGTCACANCTCATCTCTACGGGAGGTTTGAGAGGAAATAAATTTTATTTGGCAGAAATGGCTAATNGTATTGTACGTTT

>rnd-1_family-379#LTR/Copia ( RepeatScout Family Size = 121 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGTATAGCTCAATTGAAGGGAGGATNCATAAAAGGAGATNGAACGAAACATATTTCGCCAAAGTTCTTCTTCACNCATGATCTCCAAAGAATGGTGATATCGACGTNCAACAGATTCGTTCAAGTGATAATCTNGTNGATTTATTCACCAAGNCNTTGCCAACNNCAACNTTCGAGAAGNTGGTGTACAAGATTGGAATGCGTCGTCTCCGAGATATCAAGTGATGTTTTNATCAGGGGGAGTAAAATACGCGTTGTACTCTTTTTTCCTTAACCGAGGTTTTGTCCCACTGGGTTTTCCTGGTAAGGTTTTTAATGAGGCAACANATAATGCGTATTAAAAGATATGTGTACTCTTTTTCCTTCACTAGAATTTTTTCCCACNGGGTTTTTCCTAGTAAGGTTTTAACGAGGCACATTATCTATGGACATCCAAGGGGGAGTGTTATAAA

>rnd-1_family-265#Unknown ( RepeatScout Family Size = 231 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACACATATATAATGACAATAAAGTAAACACCGCCACCATAAGTGGACCATACCACACAATGCCATACAAGGCTTCATCAACATTACTATAAAGAAATAGAGAAGTAGAAGAGTAGAGGAAATAAGCATTCTTACCAATTCCTCANCCTTTGATCATCATTGATCAATACACCTTTTTCATCAACAATTCANGTATAGGGNAGTAGCTAAATGTACTTTAATCATAAAAGAAACCATGTACAAGTCGCTACAAGATCATACTATAACATAATACAACACATCAACATACTAGAAAGTAGAGGGACATAGATCATTAACCAATTTCCCTTGCATTGATCATAAATCATATTTCATCAATAATATAAATCTAGGGCAGTATCTAAACATACATTTAACCANANCGAAATCATGCTTACATACCCTCAAGATTAAGATCACAACATAGGCATTAGACTTATCAATTCGCTATAGGNTAGAAGAACTTACCAATACTATNAATTCTCTAAGGCTTTGATCATCAATCATATTTTATCAATAATACACNCGTTAGGCAGTAGCTAATNAGATAANAATCAAGAACGAAATCATGCTTCATCTAACCACAACTCGAGATCACATCACACACNTAGCNTTTCGACTTCATAGACTAGAAGAATCTAGATCAATTCATGCAAGCCTTTCTTA

>rnd-1_family-57#LTR/Gypsy ( RepeatScout Family Size = 967 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGAAGGTGATTCTCTTGTGCGCCTTATTACGATATGATTATGATGTGNTGATCTCACANATGATGGGTTGTGATGAAAGGAAGTTCTCATCCTAAACCTAATGAGCTAATGANCATGATTATACGAGGGGTTAGTCTCCTATGACCTATATTAAGATNTGATGATTAANAAAGGCTTAAAGACATTTCAAAAAGGGACTTTAGCTTAGCACCGAGCGAACTAGATATGAGAGGTGTCCTTCCCAATGAGGGAAGGTAGGTTCACTAATGTTCTCATGAGATGGAGACTACAATGCNANTNNGCATAAAGAGGGTTTCNAGTATATCTCCTAGTTCCTTAACTATGTTGCCCCCATAGGAATACTAGCTAGTGGATCCACCTAGAATGCTATGTTCATGTTTTGGTNCTACCTTGGCAAGTAGNNCGCCTTCTTTCGGTGTAGGGTTTCATGACACCGGATTCCACGTTTAGCTCACGTGGTCTATGTCGGTTAAGGCGATTGTTCCCGAAAGTAAAATGAATGAAT

>rnd-1_family-35#LTR/Gypsy ( RepeatScout Family Size = 1186 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCGAGGACGAATGTTGTCCAAGTGGGGGAGANTGTAAGACCCCGAAAATGACTTAGGTGAANTAGAGCCTAACATGGTTGTCATGATGGTCTAAGGTCCTAAAATGGTCTATAATGTGGTATTGAGGCAGTGTCTAAGAGTTTAGGTGCATTGGAAGTCAAACGTCAAGGGACGACCAAGACGTTCGACGACTAAGTCACCTATGTGCCTCATATGTGGTTTTATGTGTTTATGTGTGATTCATGAGGTTATAAGGTCCTTAAATGAGTTATTATAGTGTATATAGGCAGTGTGTCAAGTTTCGTGAAGTTTGGAGGTCAAACGTCCAAGAACGTCCATGACGTTCGAAAGGTTTGCCTTGAAACGACCTTGTGTGTCTANGCATGTTTCGTCGAGTTTTACGTGTTCGTTTTGGATGAAATTCATGTGGGAGGTCCTAAACTCGTATACGANCATATTTGGGTTGGAAACGTCCGGGAAAACATCCCCAAGGACCATCCAAGGGTCCTTGAGGAAGGACCCAA

>rnd-1_family-87#LTR/Gypsy ( RepeatScout Family Size = 772 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCTGTTAAGACTTGAGGGGTGAATTTGGAAATTCACCCCAAGTCTTATAAAATATGAGGACGGTTGTTTTGAGTGTTTATGGGTATTTTAAGAGTATATAAGTCATTAAACTCTCATTATAACCCTAACACCTAAATCAAAACACATTCCCTCCCAAAGTTTCTCCAAAAACCTCCATGAGAGCTCAAGGTGAAGATGGAGCTTGAAGATGGNTCTTCAATGGAGTTTNTTCTTCAATTATCATTGGGTTCTTCTAATAAGGTATGGGAGTTCTTCATCTAAGGCTTTCTATCACCTTAGAGCCAATTTCAAAGATGATTTTCAAAGATTTCAAAAAGATGAAAAAGTCCAATTTCTACTCTAAGTCTTGGGTTCTTGCATGAAANGTTTTCAAACGTTAAGATATGATATTATTGATGTATAATTGATGTTTTCCAATGAAATTCTCCATGAACCCTTGACCTTCACAAATCTCTCAATTTGACTAAAATATGGGTTATGTGATCATGCTTTGATATTGATGAATTCATGTGTAGATTGTTATGGGCTTTTGATTCATGTATAGATTATGATTAATTGGTTTATAGGCTGTTTCAATTTGATCAATTGAGTATTGNATATTCTTAGATCTATTGAATATTAGGCTTATTGAATTGATATTGACTTAANGCTTATGAATTCTAGTGTAGTTTTCTATGGGCTATCGAATGATGTAATAATTGTATTNAATTGATATCTAGGTTGTATTAGATTGATAAATATATATTGAATTGACCTAGTTTCATTGAGTATTGTNATNNTTGTATTGAATTGATGTTCATGGCCATGGGTAAGGGCCTTATGGTATCGAATTGGATGATTTAGCNTTGGAATCGAAGTGGTGAGATGGAGTGGGGTACGCTGCCCTAATTCCTTTTATTTTATGTTAATTAGACTTCAATTATGTTGTGATTGGTATGGTCCACTTATGGTGGCGGTGCTATGTGAATTGATGTGGCCTTGTCGGCGTTACTTTATGCAATATGATGATCATGGCCTTGTCGGCACTACTTGAAGTATTATGATGATTTGTGTAGTTGATTTATGTGAAGTATGANCATATCTATCTACATGTGAAGTAATGTGAAAGTATATGTGTTCTATCGATGTATGTTAGGNGATCATGTTAGACTATGACTATGTGCTTATATGTGTAGTCTTAGAGTTGATGCATGGTTGTTCCTACTTGACTATATGAGTCTATGATGGTTATATTGATGATGATATGGTAGTGTATAGGATGACATAAAGATGATAAGGGTCATTCCTAAGTGCTTTAAAGAATGATATGCNATATGTGATAAAGTGAAAGTATGTTGTGTCTTGTCTTGGTAGACTTGTGTCCCTTACTTGATGCATGTATGAA

>rnd-1_family-185#LTR/Gypsy ( RepeatScout Family Size = 388 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCCAAACTCCATTGAAGAACAAGAAGAGCTTGAGGAAGAAGACGAAGNCTTCAAGNTTTTCANTCGAATTTCGTGGATTATTCATCTATAAGGTATGGGTTTTTCACTCTTGGGATTCCTTTCCCCAAGAGGTCCTTTCAAAGATGATTTTCAAGAACTTCAAATNCTAGGGTTTTTACTCTACAAAACGGGTTTTCTTCCTAACCCTAGATTTATGATTTTCGATGAAAAAGTAANTGTTTTCTATGGTTAATTNCGTATGNATTGTTGAGTAATTGTTATTTATGTTTGAATTTCGTGTGAAGCATGTTCTTCTCTANATGATGGTTTCGAATGGGTTGTNTCTACTACTTGATAACATGNAAACGTTGGGATTGGAACTAAGGCTTGAATGAACTCTTNAATGACCCTTATCCTTTACCCTACGCTACGNATTGATCTTGTATATGATTTAAGAGTTGTTNTTGATTATGTTATTGAGTATTTCACTATGTTATGATTATGANTGTTGTAAGTTGAACGTAAGTTCTTGA

>rnd-1_family-60#LTR/Gypsy ( RepeatScout Family Size = 947 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACACTTCGAAAATCCAAGACGTGTTCTAGAGCCTAACATAAGTNTCATAAGGTCTAGACACTGTTTTAAGGTCTATTTTAATGAATATAAGTCATTTAGGAAGTCTAGGAACCAAAACGTCCAAGAACGTCCATGACGTCCGGAAACTAGTTCAAGGAGGTACTAGCGTGCCTTAGCCTATTTGACTAGCTTTTAGGAGTCGGAAATTNATGAAAATTGGTGGAAGGGTGTNTAACACGTGTTTAAGTTGATTCATGGTCGAAACGTCCGGGTACGACTCCCCAAGGACCAACCAAGGGCCCTTGAGGAGGACCCTTGCACGTTGGAGTCAACACTGCCTGGGCAGTGTGCACCNACGAGACGCAANCGACGGNNCGTGTGTGGATCGACGGGGCGTCGATGCCAACCGTCGACCAACACTTAGACAAATTGTTAGAGCCATCGCTTGCACAGTCTCTGAACTNANCGACGGATGTGCAGCACGGAAGGGGCGGTGNCCGTCGACTGACANACGGNCCGTCGATCGGGGTCTCGTCTGTGAGGGTCCGATTTTCTGCACGTTTTAAGTTAGTTTCATTTAATTAATTAAGGGGTTAGGTGGTTANTTAGGGGTTNAGGGAAGTCTAATTAAGTTAATTAACNCCCCATATAAAGACCCCAACCCCATTAGACTAANCACAACTCNCAAAACNAAACTCTCTTCCTTCTCTCTTCTTTCTCTCTCTANTGGAAGACACCATTGAAGACNAGCTAGGGGAGGGTTTGGGGGATGTAAAGGGACGATTTCACCATCAAATCTTCATCAAACGTTAAGGTATGGGATCTAATTCACCTTTGAGACCTCTTTCCTCAAAGGGTTCCNTCAAANTGATTTCAAA

>rnd-1_family-294#LTR/Copia ( RepeatScout Family Size = 183 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TACAGAAAGTTGATTGGNAAGCTGAACTTCCTNACTANCACNAGACCGGACATAGCNTNTGCNGTNCAACATCTGAGTCAGTTCATGCANNNACCNAAGGAATCNCATNTGGANGCAGCNTTTCGNGTNNTNAGATACNTNAAAGGAGATCCGGCNTTGGGTATTTTNATTTCAAACAAGGCTGATCTTACTGTNAGTGCNTATTGTGATTCNGATTGGGCGNCNTGTCCTGATACAAGAAGATCNGTNACTGGTTATNTGGTTCTTATGGGAGATAGTCCTATCACTGGAAGTCAAAGAAACAAGNNACNGTNTCNAGAAGTTCNGCTGAAGCNGAGTACAGGGCANTNAGACAGGTTGCGGGAGAANTGGTNTGGCTTGAAAGGTTGTTNAANGAATTGAATGTGCAATGTTCTCTGCCAATACATGTTCATTGTGACAGCAAANCAGCNATNCGNATNGCCGAGAATCCNGTCTTTCACGAGAGAACGAAGCATATTGANATCGATTGTCATTTCGTNAGNGANAAGATTCAAGAAGGGCTNATCACACTGCATCACGTANCCACAGAACAACCGGCNGATATNCTCACCAAAGCTCTNACCGGAGTCGAACACGATTNCTCTGTTACCAAGCTGTCCGTGTTTGCATCACCTCCAGCTTGAGGGGGG

>rnd-1_family-266#LTR/Gypsy ( RepeatScout Family Size = 231 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCGTCGTTTAGCCCGTTTAAGTCCTTCTAAAGTGTATTAACACTTCCTANTGATTCTAACTACTCTAAATGACTTCTAAACACCTAGAAATCATCCANAAACACGAATCATAACCTTGAATCCATAAATTCAAATTCAAGGAAAGTTAAGAGTCAAGTCTAGAAAGTTCTTAGAGTCTTTTCAAGAAGTCTTTTGCAAATGCTTTNAACTTTGTTTTAAGACTTAAAGNTCGAGTTGAGTAAA

>rnd-1_family-154#LTR/Gypsy ( RepeatScout Family Size = 475 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATTCATATACATGAGTTACATGTTACCCATGAAGTCCTTGAGTTGAGTTGTTCATGCCCATAATTCCGCATGAACCCTATAAGTCGAACAATCTTGAGATGAGAAGTATCTTTGAGTCCTCGAGTTGAGTAGTTCATGCTCATAATTCCGCATGAACCCTCCGAGTTGAANATCATGAAATCATCCATAAACATGAGATCATGAACCTTGAATCCATANTTCAATTCAAGGAAAGTTAAGAGTCAAGTCTAGAAGTTAAGAAGCAAGTCAAAGTAAAGTTCNTAAAGTTTTCAAAAGTCTTTCACAAACGTTTTAACTTTGTTTTAAAGACTTAAGNTTCGAGTTAAGTAAAGAGTAAAGAGTTGAGTTCATTTCTCAAAAGNTATAAGGGAACTAAGTATTCCCTAAGA

>rnd-1_family-93#LTR/Gypsy ( RepeatScout Family Size = 734 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAGGAACTTNATTATAAATTTGGGTGAGTTTTTGGGTCTAGGCTAGACATATAGTAATATGAGTGTTGTTAGTTTCGAAATCTTATCGTGGTTATTTATTTGAATAGATTGCATTGATTTGGAAGTTCAACGAAAAGAGGAAGGCTCAAGTCCCGGAGTGATTGTTCGACTATTTGAGGCAAGTGGATTTCTAAACTCTTGTTAAGTGTATGAAATGCGTGTATTTCCTTGTGGTATATGTTTGGGAGTAACGGGATTGGTGATGGGTTGACTTGTCCACATTGATTAATTCTAATGATGAAAAAAATGGGGATAACAAAAGGCAATGTGATTAATTGTTTATGTGTGATGTGTTGAGAAAGGGTTGAAGGCTTGTTGAATCATTGTTGATGTGACTTCATGTTTGTGTGGTTGTGAACTGTGCGATGTTATGAAAATGGTCATCTCCTCATTATTTGTGTGAACTTGTCATCTGCATTATTCTGAGGCATTGGTTGTGACAAGTGTTATGTGCATTGAGAAAGAATGAGTACTTAAGAGGATGTACCATTTCGAGGGACGTATCGCGCGCCGCGATGGATACTATATTTCGAGGGACGTATCGCGCGCCGCGATGGTTACTATTATCGAGGGTCGTGTCGCGCGCCGCGACGGATGCATGGACAGATATGTCCCCCATGGGTCCCGGACTGAGAGACAGCGGGTGTGTATCACTAGGTCAGACATGCATCATTATACTTGACATTGCATTCCATTGCATTGCACATACTTATCATTAGTGAACTTGATATCGTGTTTTGCTGATCTTGTGATTGCCTTTCTGCGGAACTTGTGATTGATCAATACTGAGCTTGTTATTGAGGATATGTAATTTGTTGAAGTGTTGTTGTTGAGGATATGTAATTTGTTAAAGTGTTGTTGTTGAGGATATGTAATTTGTCTAAGTGTTGTTGTTGAGCTACGTGCTATGTAAACTGTGAGCTGTTAGGTTGGGTTGATTTTAATGCAGGTTGTAGTTGTGGAGGTTCGGTTGGGGGTGGTAGGAGTACCCGTATTTCATCCCCTTAGCTTGTGTTTAGAGGTTTACTTGCTGAGTACCGTGTGGTTTGGTACTCACCCCTTGCTTCTACAAATTTTTTTGTAGGTTACGAGCCCGGATTTTTGTNGTACTTGTCATTCTCTTCTTTTCCGAGGCTTCTTGGAGATTTGTGAGGTAGCTGTTTGCCATCTCAGCAGACTTTCTTCTCCTTAATTATGATCTTGTTCTATTCTAGAAACAAGTTCATTTGAGACTTGAGTTTTCTTTTGAATCAATTGTAATACTTTAGAGGCTTGTACACGTGACNACCAGGTTTTGGGGGTNTTATTAAGTTGCTTATATTTTATTTCCGCACTTTATTGTAATGGTTGAGTTTTAGGCTGACTTGTCTTGGTGGGATAAGACGAGTGCCATCACGTCCATTTTTGGGTCGTGACAAAATGGTATCAGAGCCCCAGGTTCATAGGTCTCACGTGTGTACAAGTCGAGTCTAAGTAGAGTCTCGAGGATCGGTACGGAGACGTCTGTACTTATCTTCGAGAGGCTATAGTGACTTTTAGGAAAAATCTTCACTTCTTGGATCTCTATCGTGCGTACTTGGTCCCGTTTTGATTCTTATCGCTTCACTCCATTCGCTCTCATTTATGTGATGACTCGTGCGTAGTTCCTCATGTGAGTAGTTGGCGTGTCGTGTATTGGTTTGATGTTAGATCTGGTATTAAGGTGGAAGTGATATACTTATGAAAAGGATGCGTGATCATATTTGAAAGAGTTGAGTAAGGTTAGTTATCATNGTAAAATAATAATAATAAATAATA

>rnd-1_family-258#LTR/Copia ( RepeatScout Family Size = 248 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGAGGAAAAAGCTACCTCGCGAAGAGCTTTTCAAACTCAATGTTTTTATTTGTTCTTACTTGCTTGAGTCAAATGTTTATGGCATGAACGTTTGGGACACGTCAATTACAAAACCTTGCGAAAACTGATTAACTTAGAAGTTTTGCCTAANTTTGAGTGCGATAAATCGAAATGTCAAGTTTGTGTGGAATCTAAGTATGTTAAGCATTCTTATAAATCTGTTGAAAGGAATTCNAATCCCTTAGAATTGATTCACACTGATATTTGTGATATGAAGTCAACACCATCTCGTGGTGGGAAAAAGTATTTATAACTTTTATTGACGATTGCACTAGATATTGTTATGTCTATTTGCTNAATAGTAAGGATGAAGCAATAGACGCGTTTAGGCAATATAAAANTGAAGTTGAAAATCAGTTGGATANAAAGATAAAAATGATNAGAAGTGATAGGGGTGGAGAATATGAATCTCCTTTTGCAGAAATATGTTTGGAAAATGGAATTATCCATCAAACTACTGCCCCTATNCACCTCAGTCTAATGAAAAACCGAACGTTGAAAGAAATGATGAATGCATTACTTATAAGTTCGGGTTTACCACGAAACTTGTGTGGGGGAACTATCCTTACNGCAAAATGGGAACAACAAAAAGTTGTCCTTTCAAAAGAAAGCGATTTTGTTCGNTCAAAACACAATCTATTCCATATGAGAAATGGAAAGGAAGGAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAAGTCCAAGTTCCTATNCCTAAGAGGGTTAAAATAGGACCTAAGACTGTGGACTGTAAAATTAGACTTGAGTAGTCTAGNGAAGGGTCTAAAAGGCCTNGGAAAGAAAAAGGANAATGTACTTAATAAAGAGATTCAGAGGCGTAGTAAATGTCAAAGGACATTTACTTCCTTCGAATATGATTTTGTAACATTTCTTGTGTCTTCTGTAGACTCATCCTTTGGAAAGATGGTGTCAATAAACGATATTGGAAGTTAATTGATCTTCTTCAAGAAAATAAACCTTTGGGTTCAAAGTGAATCTTTAGAAGGAAAAATAACAGTTGATGGAACTGTTGAAAAATATAAAGCAAGACTTTG

>rnd-1_family-248#LTR/Gypsy ( RepeatScout Family Size = 257 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGTTGAGGAGCTGCAGGAGCAACCAACGAGACCCCATCGACGGGGCGTGGNCTCGCCCACGGACCGTCGATGNTAGGGCGTCGATGGTGCTGCGANTTCTGCCAGCTTTCTGTTAAGCTTGGGGGGTTTTGGTAAATTCACCCCAAGTCTTATAAAATNNGAGGACGGTTGTTTTAGGTGTTTATGGGTATTTTAAGAGTATATAAGTCATTAAACTCTCATTTAAACCCTAACACCTAAATCAAAACNCATTCCCTCCCAAAGTTTCTCCAAAAACCTCCATGAGAGCTCAAGGTGAAGATGGAGCTTGAAGATGGATCTTCAATGGAGTTTCTTCTTCAATT

>rnd-1_family-336#DNA/CMC-EnSpm ( RepeatScout Family Size = 148 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGAAAAGGGCCTAAAATACCCTCGAAGTATTGGAAATGGTACAAAATTACCCTCCATCCACCTATTGGCTCCAAAATACCCTTCTCATCCACCTNTTGGGTCCAAAATACCCTT

>rnd-1_family-250#LTR/Gypsy ( RepeatScout Family Size = 253 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACTAACTTGGATCGGTTGCCACGTTCCGGCATAAATATGGGATCGGTTGCCACGTTCCGGCATAANNATTGGATCGGGTACCACGTTCCGGTACGCTAACAGTTTGGGTTTGGGTTCCATGAGAGGACCAATGACTTGNCATAATT

>rnd-1_family-3#LTR/Gypsy ( RepeatScout Family Size = 2130 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACGACGGGCCGTCACGAGCTGCGTAACCCCGACTGGGTCGGATTTCTGCTAAAAGTTTTAAAGGGGCGTTTTGGACTATTCATGNTTATAATTATGAAATTAGTGGGTAAGTTTAATAATTTATTTACTTGGGGGTTAAAGGAGATAACCTTGAAATAAATAGTGGGTTACTTTTATCATCTTTTATACTTAATTATATGATAATTAGGGTAAAAGAAAAAGAGTTTGAANAAGAAAAATAAAAAGAACAGAGAGAGGGAGAACGAGCGAGAAAAGAGAGAAGCGAAGAGGAAAGCAAAGGCATTGGGAAGTAGCTTGCTTGATCACGATTCTTCGGTGGAGGTAGGTTATGGTTTATGCTATTTCATAGTAAACTCTNAATAGCGATTGATATGTATTGGGTAGTATTGTAAAGTCTTCTATATGCTTAATTGTGTGCTTGCATGNTGTGATTATGTAATTGTGATGGATTAGAATGATGAGGCTGTTGAATCTTAAACCTTAAATCCTCTCTGTTAATGATGACGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAAGAATGAGGTTAGTGGATCGGGTGTCACGNNCCGACACGTAGTATTAGGGGATCGGGTGTCACGTTCCGACACGTAGTATTAGGGGATCGGGTGTCACGTNCCGACACGTAGTATTAGGGGATCGGGTGTCACGTTCCGACA

>rnd-1_family-78#DNA ( RepeatScout Family Size = 831 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGGAAAATTGTATATAATAGCAAACTAATAACCTAAAATAAATGGAGTAGCTAGGGTTTGATTTAATTGTGCTCCATAGCAAACGTTTGCAAAAAATTGTCAGGCGCCTCTCTCCCAAATATCTCGCTCGCCACTCTCCTCCAATCTCTCGCTCGCTTCCTCACTTTTTATACAAACACAAGTGTATAAAAATTGTTTCTAATTGTATAAAGCAGAGAAAATTGTATAAATACATATATTTTCGTTCCCCTCTCTCCCCTCTTCCAGATCTCGCTCGCCACTCTCCCAAATCTCGCTCGCCACCCTCGCCTCTCTCGCTTATACAAACAGAAGCGAAATGTATAAATTGCGTTTCTGTTTGTATAAAGCGNGAGAAAATTGTATATACACATGCAAGTACATATATTTTCGTCCTATACACTTATAATTATACAATAAAAATACTCCCCTGCCCAGTTTCTTTTGCCTTTCTCTCTTTCTCGTTTTATACAATTTTCAAATTGTATCTAATTTCTCTCTTTCTCGTTTTATACAATTCGATTCAATTGTATATTCCTTGTCAAGTCTCTTTTGTCTTTCTCTCTTTCTCATTTTATACAAATTCAAATTGTATATAATCGTTCTATACACTTATAATAATACAATTCGTTTTATACACTTCGTTTTTATACAGTTCTCTGCCCAAGTGTCTTTCTCTTTCTCGTTTTATACACTTCGTTTTATACAATTTGCTTCAACTGTATATGTATAGCGAATTATACAGTTTCTATGTTTGCTATGGAGCGCAATTATGCAAACTTTGCTATAGCATACAAATATGAATTTTTTATTTGCTATATGTGAAAGTTGCCCT

>rnd-1_family-214#DNA/TcMar-Stowaway ( RepeatScout Family Size = 331 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TACTCCCTCCGTTTCAAAAAGAATGACCTAGTTTGACTTGGAACGGAGTTTAAGAAAAGAAAGAAGACTTTTTAATCTTGTGGTTCTAAATTAAAGTTATGTCAAATGTACCAAAATGTCCTTTAATCTTGTGGTCTTAAACATGTCACGTGGAAAGTTAAAGTTAAAGTGTTGCCAAAAAAGAAAGGGGTCATTCTTTTTNAAACAAACTAAAAAGGAAATAGGGTCATTCTTTTTTAAACGGAGGGAGTA

>rnd-1_family-264#DNA/CMC-EnSpm ( RepeatScout Family Size = 232 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGGATGCCACGTGGATGCCACATTGCACGCCAATAGGNTTCCACTGCCACGTAGACTAAATAAAAAGGGTCAAAAATACCCTTAAACTATCCGAAATAGCTCATATATACCCTTAAACTATATTTCGGCTCAAAACTACCCTTCCCGTCAAACTATTGGGTCAAAAGTACCCTTCTTATTAACGGAAGTTGTTAAATGCCACGTGGATGCCACATTGCACGCCAATAGGGTTCCACTGCCACATAGACTAAATCCCTAAATCCTAATTACTTCTCCCCTCATTTCATTATTTCAGAAACGATTTCACCCGTTCTCCCTCATTTCGCGGCTAGGGTTTCATANTTTTCTTCGTGGCTGGGTTTCAAAGTGGATATTCGTGGTTGTAGGTTAGTAAATATTTTTTCTTATTTTATTATGTTTACGATTTCAAAGCATGATAGTTAGGATTTCACAACTTTCCCCTCATTTCGCGGCTAAGGTTTCGTAGTTTTCTTCGNGGCTGGGTTTCAAAGTGGATATTCGTGGTTGTAGGTTAGTAAATATTTTTTCTTATTTTATTGCGTTTACGACCGCGAAGTATGATAGTTAGAATTTCGCAACTTTCCCGTCATTTCGCGGCGAAGGTTTCGTAAATTTTTCGGGCTAACTATCATACTTTGAAATCGTAAACGTAATAAAATAAGAAAAAATATTTACTAACCTACAACCACGAATATCCACTTTGAAACCCAGCCACGAAGAAAACTACGAAACCCTAGCCGCGAAATGAGGGAGAAGGNGTGAAATCGTTTCTGGAAAATAATGAAATGAGGGGAAAATGAGTAATTAGGATTTAGGGATTTAGTCTATGTGGCA

>rnd-1_family-169#LTR/Gypsy ( RepeatScout Family Size = 427 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATAAGTGGTTTCAGCAGATAGTTTTGTAGTCCGCCATTGATGTGTTGGGCAGTTAGTTTCGGCTTTAATTATTTTCATTTGATTATCATATTATGATTCAAGTTTTGATATATTGAGATACGTAATTAAATATTGGGTGTATTATATTATATGAATATCATTAGAATTATGNTATTCGGAGAATTAAGACTTAACCCTAGACTTGAAATTCGGAAAATATGAGATTTGATCAATTGATTGGCATCAAGATTTAGGAACTTNATTATAAATTTGGGTGAGTTTTGGGTCTAGGCTAGACATATAGTAATATGAGTGTTGTTAGTTTCGAAATCTTATCGTGGTTATTTATTTGAATAGATTGCATTGATTTGGAAGTCAACGAAAAGGAGGAAGGCTCAAGTCCCGGAGTGATTGTTCGACTATTTGAGGCAAGTGGATTTCTAAACTCTTGTTAAGTGTATGAAATGCGTGTATTTCCTTGTGGTATATGTTTGGGAGTAACGGGATTGGTGATGGGTTGACTTGTCCACATTGATTAATTCTAATGATGAAAAAAAGGGGATAACAAAAGGCAATGTGATTAATTGTTTATGTGTGATGTGTTGAGAAAGGGTTGAAGGCTTGTTGAATCATTGTTGATGTGACTTCATGTTTGTGTGGTTGTGAACTGTGCGATGTTATGAAAATGGTCATCTCCTCATTATTTGTGTGAACNTGTCATCTGCATTATTCTGAGGCATTGGTTGTGACAAGTGTTATGTGCATTGAGAAAGAATGGGTACTTAAGAGGATGTACCATTTCGAGGGACGTATCGCGCGCCGCGATGGATACTATATTTCGAGGGACGTATCGCGCGCCGCGATGGNTACTATATTTCGAGGGNCGTATCGCGCGCCGCGACGGTTACTATTATCGAGGGTCGTGTCGTGCGCCGCGACAGATGCATGGACGGATATGTCCCCCATGGGTCCCGGACTGAGAGACAGCGGGTGTGTATCACTAGGTCGGACATGCATCATTATACTTGACATTGCGTTCCATTGCATTGCACATACTTATCATTGGTGAACTTGATATCGTGTTTTGCTGATCTTGTGATTGCCTTTCTGCGGAACTTGTGATTGTTGAATATTGAGCTTGTTATTGAGGATATGTAATTTGTTGAAGTGTTGTTGTTGAGGATATGTAATTTGTTAAA

>rnd-1_family-30#LTR/Gypsy ( RepeatScout Family Size = 1278 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATGTGTTATAAAGTGAAGTATGTTGTGTCTTGTCTTGGTTGACTTGTGTCCCTTACTTGATGCATGTATGAATGTGAATATGNGATGTCTTGACTTAGGATGCTAAAGCCTCTTAGTCTTGTATGTATGAATGACATGTGACCTTGAATGATGTTAAGAGGGTCCTTTATGTGAAACCTTGAACCTAGTGGTAAGGTTATGAATGTTGAAGTCGAAAGCCGTAATGGTATCCTTCAAGTAAAGGAATGATGGACTTAAGGTTGATTGGCTGGAACGACATCATATCAATCCTTAGGAAAGTCATNATGAGCTTCTTGTCGCCATTGTAAGGTAGCCCTAGNGGACCTTTCTTTGGTAGGGTAAATGTGATTGGGTTATGAACTTGATATGGAACCCCTTTATATGAACCTTTAATGTGAATTACTCTATGAGAACGAAGGCTAGCACCGAGTGAGTATGGTAAGGGAAGTAGTTCTAGTTAAAGAATGAGACTAGANTACAAAGCACGCCCTTCATATTCCTTAACCATGTGCCTACATGGGATGTGTCCAAGTTCTACCATTGGCAAGTAGAACACCCTCATCGGAGTAGGTTAGAACTCCGGATTCCATGTCTTGCTACCATGGTCTATGTCGGTTATTGCCTATTCTCATCATATGGGATACCTACTAGCATTAGAGAAGTTCTATGAAGTTTAGGTGGTGGTATGGGACGCTATCTAGACATTGCACAATAGGCTTTGAAGGTGTTAGTTAGAGTCCCTAGGTCTTGTCCAAGACCATTACTTGAATGTCCTTATGTGATGAATGNNTCTTAAATGAACTAATGAATGTAATGACTTAAGTTAAGAAAGTATGTTAAATGAATAAGTACTTATCTAGAGTAGTTAAGGGTTGTCTAGTTAAGGTGTGAAGGGGGCATAGGAATGGTCACTTCGTATCTTACCTAGATAAGTCTTAAGAATGACTCTAGTTAGGGAAGNTGGTTGATTATGTGGACATGATCTAAGCCTTAGGTAGTCTTAAGGATTATTTAGGTAATCTTGAAGAGGTCAATCATGGACGTTATCTTCTTGATTTACTTAAGTAAGTCTTTTGATAGCCTTTGGAAGGAGAATGTCATATTATCTATATGTTGNTGTATTAAGTGAGAATGATTCTATCNTAGGTAGTCTATAGGATCTCTTAAGTGTGTGTGTAAGGGATTGTATGGGCGGTCGCTTCACAACTCACTCAAGTGAGNCTTAGAATCACCTTTGGTAGGAGAATCTCATGTTCATGTGTTTGATGTNTTGTAAGTGTATGTCTCATTATAGGTGGTCTTAAGGATCATTTAGGCGCGCCTAGAGAGGGTGTATGGGCGGTCTCTCTTTGTNTTACTTAAGTGAGTCTTAGGATAGCTTTTAGTGAGAGGATTACATGCTAGAAGGTGTTTAAAGTGAAGTNAAGGAACTTCACTGTAACAGTGAANNAATTCACTGTACAGTGAANCGAGTTCACTGTAANGTTTCCTAAAAAATGTGATAATTTGCTTAAATGATTTCTTATGTGTTTCTAAGTTGTTAAATGTTGTTCTTATGATTATANTATGATGTTTTAAATNAAAAGATGCATATTTCTAATAAATGTCCGTTTTCATGATTTTATGCATGATGCCATACTTAGTACATGTGNTTGTACTAATTCCATNCTTTTATCTATCTCTANAGTTGTTGGTAGGTGAGGAGCATTTGGGAAGCGAGACTTGGATCGTAGNATCGTTCAAGCGAAGTTGAAGTATGTCCTCANTTGACTCGAGGGCATATATGGATGTCTTTTAT

>rnd-1_family-10#LTR/Gypsy ( RepeatScout Family Size = 1772 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GAAGAGGAAAGCAAAGGCNTTGGGGAATAGCTTGCTTGATCACGAATTCTTCGGTGGAGGTAGGTTATGGTTTATGCTATTTCATAGTAAACTCTNAATAGCGANTGATATGTATTGGGTAGTATTGTAAAGTCTTCTATATGCTTAATTGTGTGCTTGCATGATGTGATTATGTAATTGTGATGGATTAGNATGATGAGGCTGTTGAATCTTAAACCTTAAANCCTCTCTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAAGAATGAGGTTAGTGGATCGGGTGTCACGAACCGACACGTAGTATTAGGGG

>rnd-1_family-353#DNA ( RepeatScout Family Size = 137 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAATGGTTACCATTTGAGAAATCAACTCATCANTACTTCCCTAAAGAATTTATAAGGCTTAAGTCATNCGCGGCCCCTTAAAGTTGTCCGCATAATTCACTTAGACACCTCAACTAAGACTTGTACCTATTGAACACTTATTCCAACTTGAATTNGAACCATTTGAACATTTTTTTGACAATCAGCNAAAAATATAAAGTGCGTGTAATACACTCGCGATGACGTGNCAAANTGACNAATTAAATAACGACACGTGGCATTTTGAATCAAANTANCAACAAAATATTATGAAAAGTAAAGGAAAAATTGTTTTTAAGTTATTTTCCACCCCTACCATCAGCGCTCTTCAATTTTCTTTTTTCAAAACGCCATCGTACAACCACCANTGTTGTCGCCACCATCACCTTCTTGCAAACCGATCCTTCTTCAATTTCTTCATTTATGTCCTCTTTGTTTCAGGTTTAAATTTTTTTTAAGTGAAGTCAACAATTAATGGTGTAATTGAGTTAATTCAATGTAAATAATTTCAATTCTGAAAAAGGGAGGTCAACAATTAATCTTTTTTTCTTGTACTTCTTTTGTATGAATGGTTGATCATTAAATTGAAAAAAAAA

>rnd-1_family-92#LTR/Gypsy ( RepeatScout Family Size = 737 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGAAGATATCACCTATGAAAGGGGTGATGAGGTTTGGTAAGAAAGGGAAGTTGAGTCCGAGGTATGTNGGTCCNTATGAGATCTTACAGCGNGTNGGNAAGGTTGCCTATGAGTTGAAATTACCTANTGANCTGGCTTCTGTTCATCCGGTGTTTCATGTTTCNATGCTNAAGAAGTGTCTAGGCGATCCAGCGTCCATTCTNCCTGTTGAGGGTTTAGGGGTCGATGAGAACCTTTCTTATGAAGAGGTTCCGGTTGAAATTTTAGATCGCCAAGTNAAGCGGCTGAGGAACAAGGAGGTTGCCACCGTAAAGGTGTTATGGAGGAACCACCTTGTTGAGGGNGCAACATGGGAGGCCGAGGCCGACATGAGATCCCGCTACCCTCATCTNTTCAGTTCTTGAGGTTAGATATACTCTTCCTAAGTCTGATTTTGTTTATGAAACTCTAAATTTTAGTGCATTAGTCGGTTTTGGTGTTNTAAGTCCATAATCGTGTGTTTTATACTTGCACTATATGAGTTAANATGAGTTCATGCTTGCATTCATGTTGCTGTTTTTGTATAGCGTTGACATGATTTTTGTGTTGCATGAGTTGTGATGTGCATTAAGTTAAGTGNGATTGAGAAGGAAGTTCCTCAATCTCAAATATGAAGCTTCAGATAAGCCTTGAGTGATGTGCATCATCCAGAGTAAGTTGTGAATCAGATATTCACAAAGAGTAAAGTTTCAAGTATGTTGATGTGNTTTTCGAAAATACCCTCTTTGNTTCAAAATGATGTGTAGTGTCATTCGGGGACGAATGTTCCTAAGGGGGGGGATAATGTAACATTCCAGAAAATGTACTCGTCTAGTGAAGAGCCTATTAGGTTTTAAGAATACGTATTGGGGTACATAGGCATCCCAATGCCCAATATTGAGNAATATTGGGCATGTTAGAGAATATTGGCTTAAGGGTGTTAGCCAATT

>rnd-1_family-25#LTR/Gypsy ( RepeatScout Family Size = 1334 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTATATTGAATAGATTAACATGTANTTTAACTTGNTTATGGTAATTNTTGATGGTTTGGTCTAAATTGAAGAANATGATCCTCNACCCCTAACCCTAGGTTGTGATCTTGACNTANATTGTATTGTGATCGTTCAATTGACTTGGTTATTGATTGGATTACTATCNTATGGTGTTATTATGATTAAATTAAGATGAATTATAGTCCTATCATGCTAGTTCTTGAGATGTGATTTAGGTTATGAATTATANTGTGAAATTGACCTANGTATCTTGTCTTAAGCTATGATCTAGTGTTGAATTGTGNTATAGTGATTCAATTGGCCTTGTTATCATGTTGGTTATCATTGTGTGATGATGTTACTCCCCAAATTGGGTTGAGTTANGGGTTGATGGTAAGACCTTGATGATGAACTATGAGGAAGACTTGGTAAGTCTTACGATCTCTATCTTTACTTCCAATTGTGGTTAATTGTGGTTAAGTCATGATGTTATATTGGAGTATGCCTTGTATTAGGATTATAGGGTGGTATGATGTTGAATTGAAATGTCTTGACTATGTTGTGAGGTTGATTAAGGTGTANGTGTTATAAGGATGGTGANAACTACCAATGTGCCTTANTATGATATGAAATGCTAATGTGTTAACCTCACTTATATGAATTGTGATGAAAGGACTTATACTCATGCAATTCTTATTGAGCTATTGATGATGATGATTATACAAGGGGTAGACCCTATGACCTAAACTAAGCTATGATTGATAATTAAAGGCTTAAAGACATTTCAAAAAGGGACTCTAGCTTAGCACCGAGTGAACTAGATTGAGGAGTGTCCCTTCCCACATAGGGAAGGTAGGANCACTACATTACTCTTGAGATTGGAGACTATAATGCATGNAGCATAAAGAGGGTCCCAACTATATCTCCTAGTTCTTGAACTATGTTGCCCCCATAGGAATACTAGCTAGTGGATCCACGTAGTTGCTATGTTTCATGTTTTGGTACTACCTTGGCAAGTAGTCCGCCTTCTTTCGGTGTAGGGTTTTATGACACCGGATTCCACACTAGCTCATGTGGTCTATGTCGGTTAGGGCAAGATGTTCCCAAAAGGTAAAATGAATTAAAGGACTTGAACTCTAACTNGGATAACCTAAGGGGTCTAGCTTAGTCTAGGTAGGGGTATGGGACTCTACCTAAACATTGCACTAGTTAGCCTTGAGGGGAGTCTTAGGAGGATGTTCTTATGTATGTTTATGTTATGATGATATATGATATGTATATGATGANCNTGGCACATTGTTGATACTATATGTTGATTAGTTCACTTATGAATATGCGTTGGNTTATANTGTTAANATANGATGAAATGTANACCTAAATGCCATGNTATGTGAAGTTGGACGTTGGTCATGTNTTCTTGTTGAGGNTACTTGATTGAGTAAGGTTATGGGGCTTTGCTTGGTCATTGCACTTGTTGACTTGATAAGGGTTCGTGAGTAGTTGTCTTGCTTATTATGATATGTTTAACTCTTATTCATNCTTGTGATATTATTNCTTGATGATAGGGTTGTAGTAAATCATGGTTTCAAGTATGTTGGGATANGTATTACTTGTTGAGATAGTAAGCATGTTTGGTTGATTGATATGACTTACTTGACTTTGCATTAAGCCCCTAAAGGGGTAAAATGGCATGTTTTGACTAAAAAGTCCCTTTTAGCATGTTTTGCTTGTGTATGTGCATAAGATCTCATACTTAGTACATGTGGAGTACTAACCCCATTTTCTTCCCTTTTCCCAAACATTTTAGGTTCCGGTCGTTGAAGAGTTTGGAAGGCGACATTGTTGAAGGCTTGGATTCTTCCTTTCATCCAAGTGGGGTAGGTCCTCAACTTTCGAGGGCAATGCCATCNTCTAGCTTACGGATTTTGTTATGAGCTTATTGACTCTNTCATTTCTTTCCTTTTTAATTGAGTATTGTACTTTTTGT

>rnd-1_family-398#LTR/Gypsy ( RepeatScout Family Size = 109 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGGGTCATACTTTTTAGATGATTCCTTAGTGCTTTTTAGCATAGACTAGTGGATCCACTTAGT

>rnd-1_family-399#Unknown ( RepeatScout Family Size = 109 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GCGCCAGGGTCGCCTGCCCCCACTCCTTTTCCGTCGTTTGTCCCGTTTGAGTTCNTTTAAAGTGTACCTTCACTCCTTTCGATTCTAACTACTCTAAANTACTTCTAAACACCTAGAAATCATCCATAAACATGAATCATAACCTTGAA

>rnd-1_family-400#LTR/Copia ( RepeatScout Family Size = 109 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAAAGGTACCAGGTTTCTTACTTGAGTNTTGAAGATGNAACAAACTCAGGGACCTNGTAGAGGTACCAGGCTCTCATGATGACGAGCCAGTCGACTGCCAGCTGGAGACGGTACAGAAAGTAGGTGCACACTTCCCGACGGCGTCAGAAAGTGAGACCTCTCCAACCAATGGCAAAGAGTTTAAGGAAAGTGACTTGTCCATATAAAAGGCACTTTCCTAAACATCTTTGTTAGTTTTTGCAACTTGATAAAAACTTTTCAAGAACTCTTGCAAAGGCTACTACAAANCAAAGGCAGAATCATTCCAAGAACAACAGNAATCTCTGGAGCTTTTNGTGTAGTTGTTTAGGAATATATTCTCTTGTTCTTACATTGTAAACTATTCCTGAATCTATAAAGGAATCGGTGTGTNGTGTTAAAAGTCTAGGTTGTCCAGGTGGGATAGCTTAGTGGGTAGATTGTTTTCTACTTAGGCTCGTTAAGCAATAGGGACTATTGCTTAANCGTGAGATTAANAACTTTTTCTCACGTTTGTTGTAATCGTGTTTTACTTTTGCTTTTGAAGATTAGTGAAAACGGTTGAAAATCCTGTGAGACAGGTCGTGGTTTTACTCCCTTGAGCAAGGAGGTTTCCACGTAAAATCGTTGTGTTGATTTTACTGCATTTAACTTTCTGNTTTTATTCGTTAGTGTAGTAAGGGACCTGGTCCATTANCTGNTAAGTGAAGGCATATATTCTATCAA

>rnd-1_family-11#LTR/Gypsy ( RepeatScout Family Size = 1735 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACACCAGGATAGTATTAGNGGATCGGAGTGTCACGTTCCGACACCAGGATAGTATTAGGGGATCGGAGTGTCACGTTCCGACACCAGGATAGTANTAGGGGATCGGAGTGTCACGTTCCGACACCAGGGGATTAATGAGTATGAGGGGATCGGAGTGTCACGTTCCGACACNAGGGNAGTAAAGAGAATGAATCTTGAANTATGTTAATATACTCAATTTAATGAACCTANTTCCCAAATGAGTATGGTGTGGAGGCTTGAGTCCTCATGGGTGTGCTTGGCGTTGTTGTCAATGGTTATNGTACTTGTTGTTGCTACCTGTTGAGTATCGTAGTTGATTTTATGATATTATCTGATATATATTGCTTTCTATTTTGAGTTGGCCGATGATACCTACTCAGTACTCGTGTTTTGTACTGACCCCTACTTGTATGTTTTCTCTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACCGCAACTCTAGCCAGTCTTCATCACGTCGGATTTCAGGGTGAGCTANTGCTTCTAGCTCGGACTGGATCTTCTTCTTCACGTCTTGATGCCTTGAAGTTCCGGCATGGACTA

>rnd-1_family-33#LTR/Gypsy ( RepeatScout Family Size = 1208 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCACTCGCGGCTCGTTTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTGAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCGTGCTATTACTTGGATCCAATTGGTATCTAGGTGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACAACCGCGCCAACACCAACACCGGCAAGACAAGATGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAAGAGGAGCAGTGGCAAGAGGCCGTGGTAGAGGTCGCGGGAGGACGTCCTCTAGAGGAAGAGGACAAGCACCTGGCCCATCTAGTACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGTGAGGAAGGGGAGAATGAGCAAGTGCAGAATGAGGAATTACCACCCCAACCTACCCCAGAGATGATTAATCAGGTTCTTGCTTATCTTAGCGGGTTATCTGATCAGGGCCAGACACCTCCAGTGTTTTCTGCACCAGCACCTCAGGTTCCGGGGGTACAACATGCGGCTGCTGTGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCTCGNTTGACTACAGGGCCTATAATGACAAGTGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCCTACGATTTTCTGGTTGATTGTCATGAGCTACTACACAAGATGGGCATAGTAGAACGATTCGGCGTTGAGTTTGTGACCTATCAGTTTCAGGGGAACGCCAAAATGTGGTGGCGGTCGCATGTTGAGTGTCAACCAGCACAGGCACCACCTATGACTTGGGCATCATTCTCTAGCTTGTTTATGGAGAAGTATATACCCCGGACTTTGAGGGATAGGAGGAGAGATGAGTTCCTGAGCCTAGAGCAAGGNAGGATGTCGGTTACTGCNTATGAGGCTAAGTTTCGTGCATTATCCAGGTATGCCACCCAGCTTTGCTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGATTTGCGGATTTCAGCCTTACAGGTAGCTGCTGCAGCAAAATCCTTTCAGGAAGTGGTAGACTTCGTGATAGAGGTGGAGGGAGTGAAGCCAGACGACTTCACCATGGCATCGACATCTAAGAGGTTTCGTAAGGGAGGTGAGTTTAATGGTTCTTACTCCAGAGGGCAGGGTTCAGGAGGTTACCCAGCCCGACCTATTCAGTCTTCACTACAGGCTGTAGCTGGGGGTCCACCGCAGACCGGTCAACATTTCTCTGAGTTTGGAGGTTATCCCCAGACTTCGTCGTTCTCACAGAGACCTATGCTTGAATCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGGTATTGTCCAAAACAGAGTTACAGACCCCCAATAGTCAGAGGTAGAGGTGGTCATGGAAGAGGCCGCCATTCTGGAGGACGTGGTGGCCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAACTACTGCAGCGCAACATGGTAGGGGCAACGGGCAGACAGGTGATAGGGCCCATTGTTATGCTTTCCCCGGGAGGTCTGAAGCGGAGACATCTGATGCTGTTATCACAGGTAATCTTTTGGTTTGTGATTGCATGGCTTCTGTATTATTTGATCCTGGATCCACATTTTCATATGTATCTTCCTCATTTGCTACTGGTCTTAATTTACATTGTGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGATAGTTGAAAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGGGGAGCAATACTCATGTAGACTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCAAATTTTGCAATCTTAGATTGTAATGCTAAAACTGTGACGTTGGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCACTCCAGTTCGTATCATCTCCTTTCTTCGTGCTAAGAGAATGGTTAGTAAGGGTTGTTTAGCTTTCTTGGCACACCTCAGGGATGATACTACCCAAGTACCTTCGATTGAGTCGGTTTCGATAGTCCGTGAGTTTCTGGATGTGTTTCCTGCAGACCTTCCTGGTATGCCACCGGATAGGGATATTGACTTTTGCATTGATCTGGAGCCGGGTACTCGCCCCATTTCCATACCCCCTTATAGAATGGCTCCCGCTGAGTTAAGGGAGTTAAAGGCCCAACTTCAAGAGTTGTTAGGCAAAGGCTTCATTAGACCAAGTGCATCCCCTTGGGGTGCTCCTGTTTTGTTTGTGAAGAAGAAGGATGGAAGTTTTCGGATGTGCATAGACTACAGACAACTGAATAAGGTAACTATTAAGAACAAGTATCCTCTTCCTCGCATCGATGATTTGTTCGATCAGTTACAAGGTGCTTGTACCTTCTCAAAAATCGATTTGAGATCTGGTTATCATCAAT

>rnd-1_family-245#Retroposon ( RepeatScout Family Size = 263 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTGGGTTTTAGCAAGTGTGAATGGGAAAAGAAAAGAGAGAATATGAAAAGTGAGGGAACTACTTTGGAGGGAAAATGAAAAGTCATTTGCAAAGTGCAAATGAAAAGTCATTTCTTATAAATTTGCGGGTAACGGTAACATTCCGAAAAGTTGTTACTCTTTCCGAAAAGTCGTTACTTTTCGAAAAGTCGTTACTTTCCGAAAAGTCGTTATTTTCCTAACAGACACAATTTTCCGAAAAGTTGTTATTTTTTCCAAAAGACACAACTTTCTGGATAAAATGGGTCTGAACAGATTTCACTGAACAGACACGTTCCTTGCTGAAAATGGCTATAAAAGGAAGTCAATTTTCGATTTTTCAAACACTGAAAATTTTTCCTTTCTCTGCATNTATTTTTCTCTCAAATAAAATCAAAGTGTCGATCGACTGAGTCTGTGTGACTTGTTGCTGTTCTTAAGTTCGTTGAAGTTAAAGAAGTTTGAGGTACCGCTACTTCTTTAACAGGTTTAATCCGTTTTATCTTGGGAGAAATTAATCCGTAACCTCGGGTACAGTGAGGGGATTAAATTTCTTAAGGACACACAGTAGTTTCTGTGGACTCGGATTAATTCTTGTATTTT

>rnd-1_family-99#LTR/Gypsy ( RepeatScout Family Size = 695 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTTAGACTCCGNATTGTTAGACTCCGTATTGTTAGACNCCGTATTGTTAGACNTCGTATTATTAGACTTTGTGTATTAGTGTTTGATTTTGAGATTCTTGCAAGTGATTTTTGGTGATTAATCAAGCAAACTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTACATGAATTCTTATTTAATATATTTGAATATTGTGTTTATGGCTATGAGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCAAATAATGAGATAAACCCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTAATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATTAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAGGATAAGGGTTAGGATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAGATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTGATTAATTGATTAAAATCCAACATTCAAAGCTGTTAAGTGTCTCTTTCAAGTTCGTTAGTTATTTTCACTCATTTAGAAATAGAAACCCCCCTTTTTATGTTTTTACTTTCCAAGGAAGTCATCGACCGAACAATAGTAATAACAGGTTGAAGTTAAGTCTAGACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTATTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTAT

>rnd-1_family-54#LTR/Gypsy ( RepeatScout Family Size = 984 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGAAAAGTTTTAAATTTTCCGCTAAATTTACCTATGACAATGCGATGAATGATAACTATGGGCTTGTATAAGACCTCCGAGAGGTCAAGTACGCCATGTTACTTCTAGGGGGTGCTCCCCGGTCGTGACAAACGTGGTATCAGAGCATGAGGTTTATGAAAGTGGTTTTAGGTTCCAAAAGTCTCATATTGCCACGTCTAGTAGAGTCTCGTTCATCGGTGGTGAGTCGCGACACATCNATGAGCGAGAGGCTATAGGACGATAGAGTTTCACCTTCTTCATCATTCTCGTGTCGTGCCATAGAACTTAACTCTATAAGATCTCTCTCTTATGTTTTCTTGTCCGGTGGTCTTTTAGATGTGATTGCTTGGATGAGATGGTATCTCTATGCTTGAGGGAGAAAAGGTGAGTTTTGATGCTTATCTTGGTTTTATGGTTTGATGAGTATGTGTGAAGGTGAATTTGGNATGTTTTGATGATGTGATGCCATTTATGGCTATATATGAGATTTATGTGAAATGGCATGTTATGTTGAGAAATGTATGTCGTGATATAGTTNAAGCATGTTAGAAGTTGTTATGGTTGAAATGAGTTTCCTTTGGAATGATGTGTTGCTATATGGTTTTGCATGATGGTAGCCTAATGTTATGGTTTGAACTTGAAATGCTTAGTGA

>rnd-1_family-350#LTR/Gypsy ( RepeatScout Family Size = 139 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTGCCCGAAGAAATGCATCATTGCATGTGCTCGATATTGCATGTGCCCGAAGAAATGCATCATCGCATTGTGCCCGANACTGCATTGTGCCCGAAGTTTGCATGNGCCCGAGATTGCATCGTGCCCGAAGTTTACATGCGCCCGAATCGAATCAAGTCATAAGAGTATCAACAGACGCCAAAAACAGATACGCTCTCTTTACTCATTACTTATATTCCAAAGGCGTCATCCTCCAAAGGCGTCATCTTTCATGGCCTGCGGACTTCATGTCATGGCCTGAGGACTTATTTTATGCNTATCATGTTCCTAAGGCATCATAGTCTAAAGGCATCATCCTTCATGGCCTGCGGACATCATATCATGGCCTAAGGGTTTAATTTCTGTCTATCATGATCCGAAGGTGTCATAGTCTAAAGGCGTCATTTTCATGGCCTACAGACAACATTTTCATGACCTGAGGATACATTTTGCGTATCGTGGCCCTAGACATCATAGCCTAAGACGTCATTTTTCATGGTCTTAAGGCAAACATTCATGGTCAACATGGGAAATTGCATCATGTTTACATTTACCGCTTATTTTGATATATATGTTCTAATTACTCTATTTAGGCTATATTACAAGTTACAGATGTGCAGATTACAGACAAAGTCGCCTTNTGAACGGCCGTTCACTCGCTTACAAACAAAGGCTCCGACAAATTCTTGGCTACTCGCACTATCGTTTCGCTACTCATCTATCGTTCAGGCTACCGTGAAGATATCTTCGGATTCAACTCGCCACTGTGACCTACCGTCTCTTCATTTAGGCTCGTCCGCCTTACAATACGACGTTTAGGCTCGTCCGCCTTACAATACGACGTTTAGGCTCGTCCGCCTTACAATACGACGTTTAGGCTCGTCCGCCTTACAATACGACGTTTAGGCTCGTCCGCCT

>rnd-1_family-148#LTR/Gypsy ( RepeatScout Family Size = 499 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATTAGTAAAGGATAAGATCGGTAAGCGAGCTAGAGAAACAAGAGTTTGGTGTATTGAAGAGTTCAAGATATTTAGAATTTCGCGTCATGGAAAGAATTTAAGAAAAGCGAAGGAATAAGACCTCTCGTATAAACCCTTGGNTTGTAGTTGAAGGNTGTATTGATTTTTGCCTATGAGTTTAGATATGACTGTGAGATGTGAACTAGTTCGGTACAGACTTACTAGGAGTTTATCATCGACTTTTNTAAAGATTGAGTTTTGGTTTGGGTGACAAANAATGAGGTGTGAAAATTNTAGTGTTTTACGTGGAGCTAGATTGTTCAAATTATGATAGGTGACTTATGAATGATGTAAAATGTGAGACCTACAATTCTACATGGTTANTGAGGATTTGAGGGGATTGAAACTACTTTGTTGATGGGACGACATAGANTGTTATGATGTGTTACATAGGCATTTGATGGTGAGTAGAGGTTATGAGCTTATAGTATACANAATTATTGGAGTGACCAAGAATTTCTTTAAGTNTTGGCATGAGGTATATGATGGTTTGGAATGGTAGTTGAAACATGGTATGTGAAAGTTGCGTGAAGTTGACATTGGGTGTGATTCAATNGTTTTATCTCGATGGAAAGGTACTATCAGATTTGAAATTAGTGTTATCAGTCTTGNGTGNGACTCGTATCTGTCATGAAATGCTTAAATGGAAAGAGAGGNAGCCATAGTTCGAACATGTATTTGATAAGAATACTTTGATACTAATGACGGTTTGAGAGTAAGGTAGATGATCGATGTGGTTATGATGTTTTGTTANTATTAAGAGTGTTGACTTCAGTGGATGTGGAGTTCGATAAACCAAGTATGTGTGCAATTATATTAGAGACATTGTATGGGAGGAGGTGTAGATCTCCAATTGGTTGGTTTGATACTTTTGAGATGAGACCNTGGGTACTAATATTTTGGAATAATCGTTGAGACAACTACCCTTTCTTGCCTTGCCTTCCTTTGATCGTTCGAGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCCNTTTGGTCGTTTTGAGCACTAGAACTTTTTATTTCATAAAATACTTTCCGATAGATTTAAATGGGTGTTTTGGACTATTCGTAATTATAATTATGAAATTAGTGGGGTAGTTTTAATAATTTATTTAGTTGGTGGTTAAAGAAAATAACATTAAAATTAATAGTGGGTCACTTTTACCACTNTTATAATTA

>rnd-1_family-406#Unknown ( RepeatScout Family Size = 107 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCTTTCAATGTAAAGGGTCGTGTCCCTAAGATATTATGTCGTGTCTTTAAGTTGGCTTGTGACGATGAGATTT

>rnd-1_family-81#LTR/Gypsy ( RepeatScout Family Size = 796 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTGTGAAAAGTTTTAATTCCGCACTACTTTTCATACGTATATGCGATGAATGATACGAAAGGGCTTGTACAAGACCTCCGAGAGGTCAAGTACGCCGGTCGCGATCCGAGAGTGCCCTANCTTCTAGGGTGTGGTCTCGGGNCGTGACAAGCTTGGTATCAGAGCATAGGTTATGAAAGTAGTCTTAGGAATCAAAAAGTCTCATCAAGTCACGTCTAGTAGAGTCTTGACCATCGGTGTGAGTCGCGACACATCTATGGGCGAGAGGCTATAGGACGATAGAGTTTCCCTTCTTTTCTACTCCTATGTCGTGCCGTAGAGTAAAAGTTATGAGTANTCTTTTCTTATGGTTTTCCTTGTGTTTCTAGGAAGATGAATACGAGGAGGACGCCGGCTAGGAGGGTTGAGGAGAATGATGTGAATGAGGAGATTCCTCCTCAAGTTGAGCAAGTTGAGCAAGTTCCTCAAGGTGCTCAA

>rnd-1_family-394#Unknown ( RepeatScout Family Size = 112 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGAAAAGACATAAAGTCACCATTGAAGTTGTCCCGAATTTTCAAAAAGACACCTTAACTTTGCAAGCGTCCTATTACCCCACTAAACAATTTTGAACANATATTATTACATCATTTTTCGATCANCCCCAAATTTTAAGAAGCAAGTGTGTTCACACACCAATCATTACGTGACACGTGTTAATTTAATTTAAAATATAATATTTTTTTCATTTTAAGTTTTTCCTTTATCTTTTTCTTT

>rnd-1_family-122#LTR/Gypsy ( RepeatScout Family Size = 588 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCGTCGTGATGATCAGAGAAGTAGTCCCAGTACCCAAATTCCAAGAGTTTAAGTGTTNTGGAACGGAGACCCTCGACGGACCGTCGTGCTTGCGACGGTCCGTCATACCTGTCCGTCGAGGGTAATGAAGAGAGCAGCAGAAGAAATTGCGCAAGTATGGGACGACGGAGNCCACGACGGTCCGTCGTGACCACGACGATCCGT

>rnd-1_family-345#LTR/Copia ( RepeatScout Family Size = 142 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTATATGGATAAATCGCATTCATTGAGTACCCCAATGATTATGAGATCGCTTGACATAAATGATGATTCANTTCGATCTCAAGAGAAGGATGAAGAGCTTCTTGGTGATGAAACTCCTATCTTGGTGCAATCGGGGCACTAGTGCATCTTGCTAACAATACTCGACCAGATATTTGTTTTGCAGTAAATTTACTGGCAAGATTCAGTTCCTCCCCGACAAAAGGACATTGAAATGGTGTTGAGCACATGNTTGAATATCCTCGAAGGACCATAGNTATGGGTTTATTCTATTCCGAGGAATCCAAGACAGAATTGATTGGTTACGCAGATGCAGAATATTTATCTGATCCGCATAAAGCTCGATCTCAAACGCGCTATTTGTTTGCATGTGGAGGCACAACAATATCCTGGCGATCAATGAAGCAAACGTTGGTAACCACTTCTTCAAATCATGCAGAAATAATAGTCATCCATGAAGCAAGTCGAGAGTGCGTNTGGTTGAGATCAATGACNCATCATATTCAGGAAATATGTGGTTTTTCTTTGAAAAAGAATATACCAACCACAATGTACGAAGATAATGTTGCATGTATAGCTCAATTGAAGGGAGGATNCATNAAAGGAGATCGAACGAAGCATATTTCGCCAAAGTTNTTTTTCACGCATGATCTTCAANAGAATGGTGATATCGACGTNCAACAGATTCGTTCAAGTGATAATCTNGCNGATTTATTCACTAAGNCNTTGCCAACNTCAACNTTCGAGAAGNTGNCGCACAAGATTGGAATGC

>rnd-1_family-106#LTR/Gypsy ( RepeatScout Family Size = 667 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTGTTGGCTTCCCTTGGAGGAAGATTCACCATTGGTTTCTCATAAGGTGTTGACTTCCCNTAGAGGAAGATTCACCTATGGTTCCACATGAGGTGTTGACTTCCCTNTGAGGGAGATTCACCCATGGTTTCTCATGAGATGAGGCTCCAATGCCAATNGGCATGNAGAGGGTTTCCATATATATCTCCTAGTTCCATAAACTATGCTTGCCACATAGGATCTAGCAAGTGAATTCACCTAGTATGCTAGCATGATGTTAATGTTCTACCTTGGCTAGGTAAGAACACCTTCCATTGGTGTAAGGCTCTACAACACCGAATTCCATGTTTAGCACCCATGGTCTTAGTGTCGGTTAAGGCTATAGTTTCCCTAAAGTAAAATGGACAATGGAAGTAAAGTAA

>rnd-1_family-321#DNA ( RepeatScout Family Size = 162 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTTAAAAGCTGGTCAAACTGACTTAAAAGCTGGTTTTTGACTTATTTAGCTGTTTGGCAATACTCAAAATAACTTATTTTAAGTTAAAAAAAACTTATTTTAAGCCAAAAGTTAAAAGCTGGGGTAGGGGTGCTTTTTTTTTTTAGCTTATAAGCTGTTTTAAGTTGACCACATTTTTATCTTTTTGCCCTTAATATTTTTATACAATCTCCAAATTACCCACATAACCCTAACATCTCTTTCTTCCATTTTTCCCTTTTCACGTTTGGATGATAGACAATTACTATTACTAATGAATGAAAATAAAATAAATCTTAAATCTTTCAAGTGATCTATTCAAATTATATATTATTAAAATGTAAAATAAGTTGCACATATAACTTAAATAAAAATTTATATTCCTCTTATAAATAATTTGTGATAATAAAGAAATATGTGAATGATAGACAATTATTATTACCTATGGATGAAACTAAAATAAAATCTTAAATCGTTCTTTGATCTATTCAAATTATATATCTTTAAAATCTATAATAAGTTTATATTCCTCTTATAAATAATTTGTGATGAGAAAGAAATATGTGAATGATAGCAAAATATAATTATTTATGGCTGTAAAATATAAATTAATTAACTTTTATTATGTTAACAACTTTTAAGGGTATTTCAGACATTTTGATTTAAAAAGCTGTTTATCAGCACTTATTTGCCAAACACATCAACAACTTTTTTTTTAACTTCAGCACTTTTATCCAAACGCATAACTGCTTATTTTAAAAATAAGTTTCAGCACTTTCAAAAGTACTTTTTTAAAGCTGCTTTTATTAAGCCCATCCAAACGGGCCCTA

>rnd-1_family-28#LTR/Gypsy ( RepeatScout Family Size = 1282 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACCATAAGAGTCTCCAATATGTGTTTACCCAAAAGGAGTTGAATCTCCGACAAAGAAGGTGGTTAGAATTGTTGAAAGATTACGACATGAGTGTCCTCTATCACCCCGGCAAGGCCAATGTGGTTGCGGATGCTCTAAGTCGTATGACTATGGGTAGTGTGTCCCACGTNGACGAAGCCAAGAAAGACCTAGCGAAGGATGTTCATAGGTTGGCTAGGTTGGGNGTGAGGTTGGAAGATTCTCCGAATGGTGGTTTTATGGTCCATCATAACTCCGAGTCATCTTTGGTGGTTGAGGTGAAGTCCAAACAACACCTTGATCNANCATTGATGGAGTTGAAGGAATCGGTTCTTGGCAAGCTNAATGAGTCATTCTCCTTAGGGGGGATGGTGTNTTNAGGTACCAAGGGAGATTGTGTGTTCCCGATGTAGATGGNTTGAGGAATCGGATCCTNGAGGAAGCCCATGGGTCCCGCTACTCCATTCATCCGGGTTCGACAAAAATGTACCATGACCTTAGGGAGGTATATTGGTGGGAAGGTTTGAAAAGGGACATAGCGGAGTTTGTCGCTAAGTGTCCGAATTGCCAACAAGTGAAGGCCGAACACCAAAAGCCGGGTGGCTTACTACAAGAGATCCAAGTTCCTACTTGGAAGTGGGAAGACATCAATATGGACTTTGTAGTAGGTTTGCCTCGGACNCAAAAGCAATATGACTCTATATGGGTGGTTGTGGATAGGTTGACCAAATCCGCTCACTTTATTCCCGTCAAGTCTACTTATTCGGCGGAGGATTATGCAAGGATCTTCATAGATGAGATTGTGTGTCGCCATGGTATTCCGTTATCCATCATATCGGATNGGGGTGCACAATTCACATCTAGGTTTTGGAGGTCGTTCCAAAAAGGGTTGGGTACTAAGGTGAAGTTAAGCACCGCTTTTCATCCCCAAACGGATGGTCAAGCGGAGCGTACTATTCAAACCCTTGAGGATATGCTTAGAGCTTGTATTATTGATTTCAAGGGGAATTGGGATAAGCATTTGCCTTTGGTGGAGTTCGCTTACAATAATAGTTTTCATTCATCCATNTCCATGGCTCCCTATGAAGCCTTGTATGGTAGGAGGTGTAGGTCTCCNATTGGATGGTTTGAAGTGGGTGAGCCTTCGCTTCTTGGTCCCGANTTGATTTATAAGACTTTGGAGAAGGTTCATATCATAAGGAACCGGTTGCAAACGGCCTATAGTCGGCAAAAGTCTTATGCCGATCATAGGAGAAGGGATTTGGAGTTTGAAGAAGGTGATAAGGTGTATTTGAAAATTTCGCCNATGAAAGGGGTGGTTAGATTTGGCAAGAAAGGGAAGTTGAGTCCTCGTTATGTGGGTCCCTATGAAATCTTGCAAAGGGTTGGTAAGGTTGCCTATGAATTGAAACTNCCTAGTGAATTGGCTTCGGTTCATCCGGTTTTCCATGTTTCTATGCTTAAGAAGTGTATCGGTGATCCCGAGTCCATTCTTCCTATTGAGGGTCTTGGTGTNAAGGATAACCTCTCTTATGAGGAGGTTCCGGTTCAAATCCTTGATAGGCAAGTNAAGAAGTTGAGGAACAAAGAGGTGGCTTCCGTAAAGGTGTTATGGAAGAATCACCTAGTTGAGGGTGCAACATGGGAGGCCGAGGCCGACATGAAGTCCCGTTACCCTCATCTNTTTGATAATTAAGGTTAGTCGTTCTTNTTAATAATGAAAATAATGACTAAAANTTGAAGTTTCTTTATTTTTGGTGAAGTTTTGCAAAATGTGCATTTTTTGAANGCTTTACAGTGAAGTTACTGTAATATTTCTTTGAAAACTTGAAATTTTGCTTTTTGCTTGTTTTGAGTTATGTTGTGCATTTTGATATGGTGAGTCTTTATGAAATGATATGTAGCATGTTGNTAAGTTGAACTTTGTGCTAATTGACTCATGTAATGTATGTTGAGCTCATGTGTGTTGTGAGAAGGAAATNCCTCATGATGCGGATTTGAGCCTTATGTGTGGTAATATGAGTTTTGAATTGCCTTGTNNAAATGACATGATTTATGTTGATTTGATATTGTTGATTGGTTGGGCTGCTAGTCTTGAGTCTATTCCTTCCTTCAAAAGANTTTTAGTGTCATTCGGGGACGAATGTTCCTAAGGGGGGGATAATGTAACACTTCGAAAATCCAAGACGTGTCGTAGAGCCTAACATAGGTGTCATAAGGTCTAAACACTGTTTTTAAGTCCATTTTAATGAATATAAGTCATTTAGGAAGTTTAAGAACCAAAACGTCCAAGAACGTCCATGACGTCCGGGAAGTTGGTTCAAAGAGGTGCTAGCGTGCCTTAGCCTATTTGACTAGCTTTTAGGAGTCGGAAATNTATAAAATTGGTGGAAGGGTGTNTAACATGTGTTTAAGTTGTTTCATGGTCGAAACGTCCGGGTACGACTCCCCAAGGACCAACCAAGGGCCCTTGAGGAGGACCCT

>rnd-1_family-12#LTR/Gypsy ( RepeatScout Family Size = 1727 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACGACCTGTTTAGTCGTTTTGAGCAGTAGAGTTTATTTCTGGTAATAACTGTCTGAGTCGACGGATCCCACGACGGACCGTCATGGGCACGACGGACCGTCGAGGGGGTCTCGTTCCAAAACACTTAGAATTCTGGAAATTTGGGTACTGAGATCGACTCTCTGAACTTCGCGACGGAATGGCAGGACGGACCGTCGCGGGCACGACGGACCGTCACAGACCCTTTAGTGAAATTGAGTCTCTGAACTTTGTGACGGAAGCAGCAGGACGGACCGTCGCAGGCACGACGGGCCGTCACAGGCTGCGTAACCCCGACTGGGTCGGATTTCTGTTAAATGTTTTAAGGGGCGTTTTGGACTATTCCTGCTTATAATTATAAAGTTAGTGGTTTAATGTTAATAATTCAATTACTTGGGGGTTAAAGGAGATAACCTTGAATTAATTAGTGGGTTACTTTTGTCATCTTTTATACTTAATTATATGNTAATTAGGGTAAAAGAAAAAGGGTTTGAATAAGGAAAAAAANAGAAAGAACAGAAAGAGAGGGAGAACGANCGAGAGAAGAGAGAAACGAAGAGGAAAGCAAAGGCTTTGGGGAATAGCTTGCTTGATCACGAATTCTTCGGTGGAGGTAGGTTATGGTTTTATGCTATTTCGTAGTAAACTCTTAATAGCGAATGATATGTATTGGGTAGTATTGTAAAGCCTTCTATATGCTTAATTGTGTGCTTGCATGATGTGATTATATAATTGTGATGAATAAGCATGATGAGGCTGTTGAATCCTAAACCTTGAAAACCTCTTTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAAGAATGAGGTTAGNGGATCGGGTGTCACGAACCGACACGGGTAGTATTAGGGGATCGGGTGTCACGNNCCGACACGTAGTATTAGGGGATCGGGTGTCACGAACCGACACGTAGNATTAGGGGATCGGGTGTCACGAACCGACACGTAGNATTAGGGGATCGGGTGTCACGAACCGACACGTAGNATTAGGGGATCGGGTGTCACGAACCGACACGTAGNATTAGGGGATCGGGTGTCACGAACCGACACGTAGAATTAGGGGATCGGGTGTCACGAACCGACAC

>rnd-1_family-315#LTR/Gypsy ( RepeatScout Family Size = 167 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATCCAATTGCATGATGAACCCATGTTCCTTCCCAAAATCGATTTAGCCCTTGCATGGGCTTTGTGATCNTGACTTGTTATCGATTGAATTGTGATTCTATTACGTTGAATTGCTTATATCTACTGTTATTTACGTGAATTGATGATGAATTGATGATGAAGGATCCATGTGGATCAATGTATGAAGATTTGAACATGNCTAGCCTAGNTTTCTACGTGTTCACTGTAACGTCGGTTCTTAATTGTATAAAGTGGAATTCGATTATGTTGAGATGNTTGTAGCTACTGTCTTAGGTTGATATTATGGNTGAATTGTGGGTATAAATCCTTNATGATCAAANTAAAGAAGGCTTGCATGAATTGATCTAGATTCTTCTAGTCTATGAAGTCGTAACTTGTGATCTCGACGTTAGGTTAGTTGTTATATGAA

>rnd-1_family-14#LTR/Gypsy ( RepeatScout Family Size = 1565 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTATTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAAACTGGCTGAGACGACGGANCCCACGACGGACCGTCATGGGCACGACGGACCGTCGAGGGGGTCTCGTTCCAAAACACTTAGAAATTCTGAAAATTGGGTACTGAAATCGACTCTCTGAACTTCGTGACGGAATGGCAGGACGGACCGTCGCGGGCGCGACGGACCGTCACAGACTCTTCAGAGAATCGAGTCTCTGAACTCTGTGACGGAGCAGCAGGACGGACCGTCGCAGGCACGACGGNCCGTCACAGGCTGCGTAATCCCAGGCTGGGTCGGATTTCTTTAAATGTTTTAAGGGGCGTTTTGGACTATTCCTGCTTATAATTATAAAGTTAGTGGGTTAATGTTAATAANTCAATTACTTGGGGGTTAAAAGAGGTAACCTTGAGTTAATTAGTGGGTTATTATTGCCATCTTTTATACTTAATTATATGCTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAGAAAAATAGAAAGAACAGAAAGAGAGAGAGAGAGGATCGANCGAGAAAGAGGAGAAACGAGAAGAAGAACAAAGCTTTGGGAANTTGCTTGCTTGATCACGAATCTTCGGTGGAGGTAGGTTATGGTTTTTATGCTATTCGTAGTAAACTCTTAATAGCGAATGATATGTATTGGGTAGTATTGTAAACCCTTCTATATGCTTAATTGTATGCTTGCATGAATGTGATTATATAATTGTGATGAAATAAGCATGATGAAGCTATTGAATCCTAAATCTTGAAAACCCTAATCTACTTTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACNAAAGTAGTGAGATTAGATGATGCCTTGGTATAAAAGAAGGCTTGATGAATTGATAGAATGAGATTGATGATGC

>rnd-1_family-202#LTR/Gypsy ( RepeatScout Family Size = 352 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGTTGCTGCCAAGGCTTGGGGTGTTTNGTAAATTCACCCCAAGTNTTTTATGANCCTAGGACGTTATTTTTAGGTTTTATTAGGTATATTAAAGTGTTTTAAACCCTAAGACCTCATTTTAGACCCCTCTTCCTAAAACCCAAACCCCTCTCTCTTAGAAGACTCTCTCAAGTCTCCATGGAAGCTAGAAGTCAAGAAGNGCTAGGAGGGCTGTTGGTGGTCGTTTCTTCATCAAAAATCATTGGTGTTTCTTCAATNTGAGGTATGGTATCCATCCTTGAACTCTCTTCCATTCAAGGAGTCCCTTCTAACGAGATTTCAAAAAGGGTTTTCAACCCTAGCTTCTTCTATCTTCGACTCTAAGTATGGGTCTTGCATGAAAACGTTTTTAATGATTTAATAATGATGTTTCTAATGTTAGTTGATGATTTTAATGTTAAAACTTCAATGAAATCATGTTAAANNTTTTCATCAAATTTTGGCTTAAGAAATGGGTTAAATGAGCATGATTTGGTAGTNTTTGAGCTTTGGTTTCTTATGGTTGTTATTGTTGTTTAGCTACTGCCCTAAGGGCTATATTATGATGAANTATTGAGTAAAATGTTATAGGTGATGAAAGCTTGGATTAAAGGGTAAGTTGGTTATGTTGTTTAGCTTTNATTNCGAAATGCTCTTGAGTGGTATGGTCCACCTTCTTGGTGGCGGTGTTTACTTGAATTGTATGAATGTGAAGTTACTTGTNTATTGTGAATGAGGCCATGAAGGCTTGTTATGTGAAGTAAGATGATAATGATGTTATTCTTGTTAAATGTGCCTTATGAA

>rnd-1_family-115#LTR/Gypsy ( RepeatScout Family Size = 614 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CATGTTAAAGTGACTTTGCTATGTCAAGACATGAATTATGATTATGCATGTGAATTACACTTATGGCTTCTAAATGGGTTTACTTAGTATATGTGGGGGTATGGGACTCCATGTGTACATTGCACAAGTAAGCTTGTGAAGGGGTTGTGAGGGTGGTTTACCTATGATATGAACTAAATGAGTTATGACTAAGGTGTAGTGAATGAATGAGTTCTTATATGATGTTATGAAGTATGTTGGTCTTATGTCTAGTTATAAATGAAGGTGTTATGACTTGTTGAATGTGATGTGCCTAGTCTAGGGTGACTTCTTAGGAACACTTGGTGGGAGTAGTATTATGGGATGCTACTTNCACATTGCACTAGTGTGACTTGGGGGTTGTCTTAGGTGATGGTTCTTATGTGAAGTTTATGTCTTATGATGTGCTTATGTCCTTATGAATATATGTGGTTGNGTTGATGAAGCATATTTATGAAAGNCCATCTTAGGTGACCTTAAGGTGATACATTGTACTAAGTATCACTTGAGGGTTACTTAAGGAAAGAAGTTAAGGTAAAGAGAGGTAATGTATTGTATGTATTGAATATGCCTCAAATGTGATAAATGGCTTTATGTGTTATTATGAGTAGTATCCATGTCTATATGATGTAT

>rnd-1_family-352#LTR/Gypsy ( RepeatScout Family Size = 138 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGAAGTGAAGAAGAAGACAAGTTTTTTCATTTTTTTTNATTTAATTTTAAAAAATTAAGTGTATAAGTTGGAAAANAAAAAGAAAAAAAGAAAAAAAATTTAAATTTTTAATACTTTACGCGCTCAAGGAGAGTGAAACACACTTTTTTTGCCATGTCAGCATTTTGTGTCTAATAGGTACGATTTTTGAATAATTAAAGTGTTCAATAGGTACAAGTCTTAGTTGAGGTGTCTAAGTGAATTATGCGGACAACTTTAAGGGGCCGCGNATGACTTAAGCCTTNATTTTACTTTTGANCTTGAAGGTTCAAGATGTTGAAGAATCGCTTAGAAGAAATTTTCAGACGAGTTTATTATTGAAGTTTATGTTATATATTNCGTNNATTTATTTCGTANNCGACTTGTAATATTTTGTGTTACGCTAACTCTAAAACACTCTCATAAANAAAATANNTTTGAGGGATCGCCTAAGGAGGAGAGGGATTTACATGCTACGTGTTACTTTTAGCGCATCTATTTGTGTTGTCACACCATAATTTTAGATCTATTAACTTTTAATAAATTAAGGTAAAAGCAAAA

>rnd-1_family-138#LTR/Gypsy ( RepeatScout Family Size = 529 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACTGAAAGAGGCNAAGGTACGAGAGTTCCTTACNCTGAAACAGGACTCCNTGAGTGTTCATGAGTACGGGTTGAAGTTCACCCAACTGTCTCGCTATGCTCCGGAGATGGTTAAGGACATGAGGAGCAGAATGAGTTTGTTTGTCGCTGGNTTGGGTCGTNCNTCAAGCAAAGAGGGCAGGGCTGCGATGTTGATNGGTGACATGGACATATCGAGGTTGATGGTCTATGTGCAGCAAGTTGAAGAGGAGAAGCTGAGGGACAGAGAAGAGTATAGAAACAAGAAAGCTAAGACNGGGAATGAGTCCGGGCAGCAGAAGGGTGGTTCGAATCGGCCACAATTTCAGAAACAAAAGGGGCNTGCACCATCATCTGCTAGTGCACCTGCACCCAGAAACAAAGGTGAGTATAATGGCCAGAATTCGCAGAACTTCAGAGCTAGACCNGCNCAGTCTCAAGGTAGTGTGGCACAAGGAGGTAGTNGGGCTCCTGCATGCGCTAAGTGTGGTAGAAACCACCCNGGTAANTGTCGTGATGGCCAGACGGGTTGTTTCAAGTGTGGTCAAGAGGGTCACTTCATGAGAGAGTGCCCNAAGAACAAGCAAGGTAGTGGAAATNNGGGCAATAGAGCCCAATCTTCATCAGTTGCTCCACCAGACAGGGCTGCACCTAGAGGAGCTACTTCTGGTACTGGCGGAGGAGCAAACCGCCTNTATGCNATCACTAGTCGCCAAGAGCAAGAGAACTCNCCAGATGTTGTCACTGGTATGATCGAAGTCTTTANTTTTGATGTTTATGCTTTGCTAGACCCAGGAGCGAGTTTATCTTTTGTAACTCCTTATGTTGCAAATNAGTTTGANATTCTTCCTGAGAAACTTNGTGAACCNTTCNGTGTTTCTACACCTGTTGGNGAGTCTATTCTAGCGGAAAGAGTCTATCGTGATTGTCCTATTTCCGTCAATCACAAGAGCACCATGGCTGATTTAGTNGAGTTAGACATGGTAGATTTTGATGTCATTCTAGGTATGGACTGGCTTCATGCCTGTTATGCGTCAATAGATTGTAGAACTCGAGTTGTCAAGTTTCAGATTCCTAATGAGCCAGTCATAGAGTGGAGTAGTAGTTCAGCAGTGCCTAAGGGTCGTTTCATTTCGTACCTTAAGGCGAGAAAGTTAGTTTCNAAGGGGTGTATCTATCACTTAGTCCGAGTTAATGACTCAAGT

>rnd-1_family-170#Unknown ( RepeatScout Family Size = 426 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACACTCTATGAGGAACAAATGGTGAACCTTCCTCCAAGGGAAGNCGACACCTCTCATTNTCAAGTTCACTCGGTGCTAAGCTAAGTTCCCTTTATTGAAAAGCCTTTATTACATTACTTTATAAAACATAGGCTTAGGAGATTCATCCCTCATATGCTTATAGCATATTCAAGCACCTATCTAGTTTTAGGGTACNCTTGAGCACACCTTTCAAGGCCCCTCTATTGACTAGATCATCATNCATGTGTGT

>rnd-1_family-43#LTR/Gypsy ( RepeatScout Family Size = 1122 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAAGACCCCGAAAATGACTTAGGTGAACTAGAGCCTAACATGGTTGTCATGATGGTNTAAGGTCCTAAAATGGTCTATAATGTGGTATTGAGGCAGTGTCTAAGAGTTTAGGTGCATTGGAAGTCAAACGTCAAGGGACGACCAAGACGTTCGACGACTAAGTCACCTATGTGCCTCATATGTGGTTTTATGTGTTTATGTGTGATTCATGAGGTTATAAGGTCCTTAAATGAGTTATTATAGTGTATATAGGCAGTGTGTCAAGTTTCGTGAAGTTTGGAGGTCAAACGTCCAAGAACGTCCATGACGTTCGAAAGGTTTGCCTTGAAACGACCTTGTGTGTCTANGCATGTTTCGTCGAGTTTTACGTGTTCGTTTTGGATGAAATTCATGTGGGAGGTCCTAAACTCGTATACGANCATATTTGGGTTGGAAACGTCCGGGAAAACATCCCCAAGGACCATCCAAGGGTCCTTGAGGAAGGACCCAAGACTG

>rnd-1_family-383#DNA/CMC-EnSpm ( RepeatScout Family Size = 119 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATATACCCTTAAACTATATTTCGGCTCAAAACTACCCTTCCCGTCAAACTATTGGGTCAAAAGTACCCTTCTTATTAACGGAAGTTGTTAAATGCCACGTGGATGCCACATGGATGCCACATGGTTCACTGCCACATAGGCCAATAGGGTTCCACTGCCACGTAGACTAATAAACTTACCCC

>rnd-1_family-27#LTR/Gypsy ( RepeatScout Family Size = 1306 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCATAAAGAATGGTATAAAGCTACCAAATGACATTGAACAAGATAAGGTGAGTAATGACATAACTAAAAGCTTANGAGTTATGAAANTGACCAGAATGGGGTGTTAAAGGAAGTGAGACAAGTCTCACTTACACCTAAACAATTATGTTAAAGATACTCACATAAGAGGGTGTTAGAAATCGTGAGACAAGTCTCATTNACACCANGATGATAATGTAAGGTTAAGTTCACATTTCATCAAGTAAAGAAAGGGATGACAAGTCATCCANAGAGTTAAGTAAACCTCATAACTAGAAGCAAGCTTCCATAATGTTTGAGTCAACTCTAAAAGNTGTAAAGAAAAAGAAATTGAGCAAAGCACCGATAGACTAGCAATGAGCTTGTGCNAGCACATGTAAGCCTCATGAGACGAGGCTACCACCAAGGTGGATAAGTAGTCTCCGNANGTCTCCTAGTCTTCGAACTATGTCGCCAGCATAGGAACTAGCCAGTGGATTCCACCTAAGAGAGCTAGGTATGATTCGGTTTCACTTTGGCCGGTGANNCCACCTCTTTTCGGTGTGGGGAAGACACTGGATTTCATGTTTAGCTCACATGATCTATGTCGGTTAAATGCTCAAAGAAAGTATTCGGTTCACTTTAGCCGTGAACCACCTCTTTTCGGTGTGGGGAAGACACTGGACTTGGTTTCACTTTAGCCGGTGAACCACCCCTTTTCGGTGTGGGGCAGACACTGGATTTCATGTTTAGCTCACATGATCTAGGTTCACTTTGATCGGTGAACCACCCCTTTTCGGTGTGGGGNAGACACTGGATTTCATGTTAGCTCGCATGATCTTAATGCTAAAGATTTCTTTAAGAAAGTAAGAAAGAAAGAAGAAGAAACGTANGTTCAAAGTGAGCTAAGAAAGCAAGAGCTTAA

>rnd-1_family-221#LTR/Copia ( RepeatScout Family Size = 319 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTGGGTTTTATTTGCCCTAAATTTCTTACCATAAATAGGTTTTCCTTTTAGGAAAAGGTTTTGGATTGACTAATCCTTTTTCTNGTAGGAAAAGGTTTAGGACTCTATAAATAGAGGCATGTTCCTTCTAACTTAATCAGCATTCACAATGTAGTCTTAAGGGCTTTGAGAGTTTTGGTTAGGGGGAGAATTTGTGGGTCACAAGCTTGATACGTTATCACTTGTGTGAACCTCCCATGTATTCCGAGTGAATTGGTTGAGGTTGTTTCCCTCTGTATTTTGTACTCTCATATTTATAGTGGATTGCTCATCTCCTTTGTGGACGTAGGTCGATTGACCGAACCACGTTAAATCTTTGTGTCTTTTGGTATATTTCTCGTTGTCTTCTTACTCGTGGTCTTTCGAGGTTTGCTTTGCTAGCTTCCGCGTTTACACCTGCTTATTTTCGGTCCTAACAAGTGGTATCAGAGCCAGATTCAATGACGGAGTCAGGTTCAGTGGTTCGATAATCGATGATTGAACCAGGTTAGAAAGAGGTGTTCATCTTGACGGGTGTAGTTCTAGCCGCAACCTTTTTGACAGTAATGAAGATTTTGTTGGAGAAATTGTTTCAGAGAGGTTCTCTGTGTTGAGACATAAATTTTGCAAAGGAGATTATGGAGAGGAGAAGCAAGTTGTTGAAGATTAAGTGAAGAAGGTGGACAAATTTATTTTGTCAGAAATTCAGGCCAAGGGGGAGATTTGTTGGGTTTTATTTGCCCTGAATTTCTTACCATAAATAGGTTTTCCTTTTAGGAAAAGGTTTTGGATTGACTAATCCTTTTTCTNGTAGGAAAAGGTTTAGGACTCTATAAATAGAGGCATGTTCCTTCTAACTTAATCAGCATTCACAATGTAGTCTTAAGGGCTTTGAGAGTTTTGGTTAGGGGGAGAATTTGTGGGTCACAAGCTTGATACGTTATCACTTGTGTGAACCTCCCATGTATTCCGAGTGAATTGGTTGAGGTTGTTTCCCTCTGTATTTTGTACTCTCATATTTATAGTGGATTGCTCATCTCCTTTGTGGACGTAGGTCGATTGACCGAACCACGTTAAATCTTTGTGTCTTTTGGTATATTTCTCGTTGTCTTCTTACTCGTGGTCTTTCGAGGTTTGCTTTGCTAGCTTCCGCGTTTACACCTGCTTATTTCCGGTCCTAACAAGTGGTATCAGAGCCAGATTCAATGATGGAGTCAGGTTCAGTGGTTCGATAATCGATGATTGAACCAGGTTAGAAAGAGGTGTTCATCTTGACGGGTGTAGTTCTAGCCGCAACCTTTTTGACAGTAATGAAGATTTTGTTGGAGAAATTGTTTCAGAGAGGTTCTCTGTGTTGAGACATAAATTTTGCAAAGGAGATTATGGAGAGGAGAAGCAAGTTGTTGAAGATTAAGTGAAGAAGGTGGACAAATTTATTTTGTCAGAAATTCAGGCCAAGGGGGAGATTTGTTGGGTTTTATTTGCCCTGATTTCTTACCATAAATAGGTTTTCCTTTTAGGAAAAGGTTTTGGATTGACTAATCCTTTTTTTGGTAGGAAAAGGTTTAGGACTCTATAAATAGAGGCATGTTCCTTCTAACTTAATCAGCATTCACAATGTAGTCTTAAGGGCTTTGAGAGTTTTGGTTAGGGGGAGAATTTGTGGGTCACAAGCTTGATACGTTATCACTTGTGTGAACCTCCCATGTATTCCGAGTGAATTGGTTGAGGTTGTTTCCCTCTGTATTTTGTACTCTCATATTTATAGTGGATTGCTCATCTCCTTTGTGGACGTAGGTCGATTGACCGAACCACGTTAAATCTTTGTGTCTTTTGGTATATTTCTCGTTGTCTTCTTACTCGTGGTCTTTCGAGGTTTGCTTTGCTAGCTTCCGCGTTTACACCTGCTTATTTTCGGTCCTAACA

>rnd-1_family-363#LTR/Copia ( RepeatScout Family Size = 130 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGAGGGTAAGACGATGGATTCAAGTTCCATCGCACCAAGAGGGTAAGACATCGGGTTAAAGTCCTGATGCACCATGATGATAAGATATTGGGTTCAAGTCCCATAGATTTATGGCCTAACGCGCCTTATATGGGTAAGACATCGAGTTTGAGTCTCGATGCACCATAGTGATGATATAATGATGACTAAGGCAAAATAATATATTTTTGATGAAAAGTCATGAAATTCGTCNTATTGAATTTGCTCCATTCCTTGAAGTGAATGTGGTAGCA

>rnd-1_family-23#LTR/Gypsy ( RepeatScout Family Size = 1403 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGTTTTAAATTTTCCGCTATNTTTGACCTATGAATGTAATGACGTAAGCTAAGAGGCTAGTCTTAGTCCTCGAAGAGGACGACGACGCCGGTTACGTCTAGGGGGTANNCCCGGATGTGACAAACTTGGTATCAGAGCATGAGGTTGAATATCTTTGAGTCAATGTCTCTCTCAACCACGTCTATGTAGGTTCGTATTCATAATTGTGAAGCGCGCCACACTTATGAATAGGAACCTATATGATGCTTAGGAAACTCTCGCTTTCTTGGAAATCCTATATCGTGCCNNTAGAGTATTAACTCTATGTGCTTTTGCATCTAATCCTNTTGTTGTGNTTATAGGAAATGAATACTCGAAGGAATGCGGCNCGAAGACTTGAAGAGGAGATTGCCAATGCGGGAGCTCCTCCCCGTGGCGATCAAGTTCCTCCNCTTGAGGAAGATGCTAATGATGACCAAGCTCCGGTCAATCCTCCTCCTNTGACGGATGAGAACATAAGGGCCGCTCTTNTCCAAATGGCCCAAGCCATNACTACTCAAGCACAAGCCGCCACNACTCAAGCCCAAGCCATGACGGCCCAAGCNAATCGGGAGGTTGTACCCCGTNCNCACCAACAAGTCGCTACCATGGCTTCCCGTCTAAGGGACTTCACTNGGATGAACCCTCCTACTTTCTACGGGTCTAAGGTTGANGAAGACCCCCAAGAGTTCATCGATGAAGTCTACAAGATNCTNTATGCTATGGGGTTGTCTACNAGTGAGAAGGCCGAGTTGGCCGCNTATCAACTCAAGGATGTGGCCCAAACNTGGTACGTNCAATGGAGGGATAATAGGCCGTTGAGAGGTGGTCCGGTGACTTGGGAGATCTTCAAGAAGGCTTTTCTTGATCGGTTCTTTCCTAGGGAGANGAGGGAAGCNAAAGTGGCGGAGTTCATCAACCTTCGCCAAGGAGGTATGAGTGTNCATGAATACTCTTTGAAATTCACTAAATTGTCNAAATATGCTCCTTCTTTGGTTTCCGATCCTAGAGACGAAATGAGCCGTTTTGTGACGGGGGTGTCGGATGACTTGCAAGAGGAGTGTCATTCGGCTATGCTACATGACAACATGAACATTTCTCGTCTTATGGTTCATGCTCAACAAGTGGAAGAGGCAAGGGCTAAGAGGAAGAGTAGAGATGCTAAGAGGGCAAGATCTTTTGATGGNGGTTCTTCAAAGGATAGGCTTGAGATNCAAGACAAGCCTAGGTTTAAGAAGNGGGTTTCTAATCAAGTTCCTTCCAAGTTCCCNAAGGCTAGTGATGATAGGGTGTCTAACCCTAAGTCTAAGAAGGGAAAAGGTACTAATTCACCAANCGAGAAGCCAACTTGTGGAAAGTGTGGCAAGAAGCACTATGGTGANTGCTTAGNTGGGACGGATAATTGCTTTGGTTGTGGNAAGAGTGGNCACAAGGTTAGGGATTGCCCNAACGTGAAGGGTCAAGACAAGGGTAGTGGTCAAGCTCAAGCAAGTGGTTCTAATGATGCTCCAAAGAAGAACCGCTTCTATGCTCTCCGCTCTAGGGGTGAGCAAGAGACTTCTCCCGACGTGGTGACCGGTATGTTGAAAGTCTTCTCTATTGATGTATATGCCTTACTTGATCCCGGTGCTACTTTATCATTTGTTACTCCTCTAGTAGCTAAAAAGTTTGATATTTTACCCGATATTTTGCATGAACCTTTTATAGTGTCTACCCCGGTGGGTGAGTCGGTTGTTGCAAAAAGGGTGTATAGAAATTGTCCTATAATGTTGCCCAATAGAGTTTCTTATGTTGANCTAGTAGAACTCGATATGCTTGATTTTGATGTCATNTTGGGTATGGATTGGTTGCATGCTTGTTTTGCCTCCATTGATTGTAGGACAAGGGTGGTGAAGTTTAACTTTCCAAATGAACCCGTTTTAGAGTGGAAGGGGGGAAATTCTATTCCTAGAGGTCGTATCATTTCTTGTCTAAAAGCATGCAAAATGATCTCNAAAGGGTGTCTATACCATATNGTAAGAGTCCAAGATTTAGACTCCGAAATTCCTCCCATTGAGTCGGTCCCCGTAGTGAGNGAATTTCCGGAGGTCTTTCCTAATGACCTTCCCGGTATTCCTCCCGAACGGGAAATTGATTTTGGTATCGACTTGCTACCGGATACAAATCCCATTTCAATTCCTCCTTATCGGATGGCTCCGGCCGAATTGAAAGAGTTGAAGGCTCAACTCAAGGATTTACTAGACAAGGGTTTCATNAGACCTAGTATTTCTCCATGGGGTGCTCCGGTNTTGTTTGTGAAGAAGAAGGATGGGTCCCTTAGAATGTGTATTGATTACCGCCAACTCAATAAGGTCACCATTAAGAATAAGTATCCTCTCCCTCGGATTGACGACTTGTTTGATCAACTCCAAGGGGCGAGCTACTTTTCNAAGATTGACTTGAGGTCGGGGTATCACCAACTTAGGGTGAGAGGTGAGGATATACCAAAGACGGCNTTTCGGACTAGATATGGTCACTATGAGTTCTTAGTNATGTCTTTTGGTCTCACTAATGCCCCGGCGGCGTTTATGGACCTNATGAATAGGGTGTTTCGAAATTACCTAGATTCATTTGTCATTGTCTTCATTGACGACATCTTGGTATATTCGAAGAATGAGGGTGATCACATGGGCCATTTGAGGGTGGTGTTGCAAGTCCTTAAGGAACATCAATTGTTTGCCAAGTATAGCAAGTGTGAGTTTTGGTTGAGGTCGGTGGCGTTTCTTGGTCATATCATCTCTAGTGAGGGAGTTGAGGTCGATCCAAGGAAAACCGAGGCGGTGAAAAATTGGCCTAGACCATTGACTCCAACCGACATTAGGAGTTTCTTGGGTCTAGCGGGTTATTATCGGAGGTTCGTGGATGGTTTTGCGTCCATTGCATCTCCCTTGACTACTTTGACCCAAAAGAGTAAGAAATTTGAGTGGTCGGAGGCATGTGAGAGAAGCTTCCAAATGTTGAAAGATAGGCTTACTTCCGCTCCGGTGTTGACCTTACCGGAGGGTACAAAGGGTTTCGTNGTGTATTGTGACGCATCCCGAGTGGGTTTGGGGTGTGTGCTTATGCAACACGGGAAGGTGATAGCCTATGCCTCTAGGCAACTTAAGGTGCATGAGAGAAACTATCCAACTCATGACCTTGAGTTAGCGGCCGTGGTGTTTGCCTTGAAAATATGGAGGCATTACTTGTATGGTGTTCATGTTGATGTGTNTACCGACCATAAGAGTCTCCAATATGTGTTTACCCAAAAGGAGTTGAATCTCCGACAAAGAAGGTGGTTGGAATTGTTGAAAGATTACGACATGAGTGTCCTCTATCACCCCGGCAAGGCCAATGTGGTTGCGGATGCTCTAAGTCGTATGACCATGGGTAGTGTGTCTCACGTNGACGAAGCCAAGAAAGACCTAGCGAAAGATGTTCATAGGTTGGCTAGGTTGGGTGTNAGGTTGGAAGATTCTCCGAATGGTGGTTTTATGGTTCATCATAACTCCGAGTCATCTTTGGTGGTTGAGGTGAAGTCCAAACAACACCTTGATCNACCATTGATGGAGTTGAAGGAATCGGTTCTTGGCAAGCTNAATGAGTCATTCTCCTTAGGGGGGA

>rnd-1_family-17#LTR/Gypsy ( RepeatScout Family Size = 1487 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GAGGCATTGAGGAAAGGAAAGGCATTGGAGAAGTAGCTTGCTTGACTTCGGTTCTTCGGTGGAGGTAGGTTATGGTTTATTTCTATTTGATAGATAAACTCTNAATAGCGATTGATATGCATTGAGTGATATTGTGAAGTCTTCTATGTACTTGATTGTGTGGTTGTGTGNTTTGGTTGTGTGGTTTGTGATTGGTCTGAAATCNTGAGACCGTCGAATTTATAATCTTGAACCCTCTCTATCGAAGTGACGCCTTGAATAAAGAAGGCTTGATGAAATAAAATAATGAGATAATTGGATCGGAGTGTCACGTTCCGACACGGTATTATTGGATCGGAGTGTCACGTTCCGACACGGTATTATTGGATCGGAGTGTCACGTTCCGACACGGTAGTATT

>rnd-1_family-198#Unknown ( RepeatScout Family Size = 366 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTTTACCTGCTTTGGGGCTCGTTTGANCTTGAAAATGGGTCGNTTTGCCCGTCGGGACCAACTGGCTCCATNACTAAGGTCTTAACGGACGTCCACGAAAAATTT

>rnd-1_family-191#LTR/Gypsy ( RepeatScout Family Size = 374 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTGTCATTCGAGGACGAATGTTGTCCAAGTGGGGGAGAATGTAANACCCCGAAAATGACTTAGGTGAACTAGAGCCTA

>rnd-1_family-233#Unknown ( RepeatScout Family Size = 293 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGTGTGTGTGCATACATATGTGAGATATACCTTCACATAAACACCTCTAGNCACACATGTTCATAACTTCATNAATCATATACTTTACATGCATAGTAGTAGACAATGGTGCATATGAGAACTACCCTTTCATTAGACACCATGAACCTATNCTACTCGTAGACATGCATGAGTGTGTGTGTGTACATTGGTCAACATGATCACATAATGGCTATAACATAATATTGAGGAAGCCACCCTCTAAAGACCACAACACATGTACAACATTCCTCAAGTCNCGAGTCACTCACATATAGAGTATTAAGGACTATAGACTACACACACTCACATTACATCATAGGAGACAAGAACATATTCAACATTAGAATAGAAGACTCCTAACATGCNTNAGATCACACATTCATATAGGGTTCATATAGGTAGGGGTCATNCTACAAGAGTATTCATCATCATTAGCCATATAGACCACACCTAACCCTAACATNATCATCCACATATATACAACATCATCCACACACCTAGATCATGCAACTAGCGTNGAAGACTATACACATA

>rnd-1_family-339#LTR/Gypsy ( RepeatScout Family Size = 146 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GAAGAAAAGAGGGAGTTAGCGAAAGATGTGCACAGACTTGCACGCTTGGGAGTCNGACTTATGGATTCCACAGAAGGAGGAATAGTGGTGACGAATGGGGCTGAATCATCATTAGTGTCAGAGGTGAAAGAGAAGCAAGACCAAGACCCCATTTTGCTTGANTTGAAGGCAAATGTTCATAAGCAAAGAGTATTGGCTTTTGAACAAGGG

>rnd-1_family-218#LTR/Copia ( RepeatScout Family Size = 322 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGTCCTATTAGGATTAGTACTCCTTAATCCTAGTCCTATTAGGATTAGTACTCCTTCCTATATCTCCTATATATATCTCCCATGTATTCCCTTATTAGGTTAACACTTCAATACAATCAATATTCCTTCATGGTATCAAGAGCCAGAAAACCTAGATCTTCTTTTCTCTAGGTTTTTTTTCTCTCTTTAGGGCACCGATCGTTCCCTCTCTTCTCTTGGGCGGCGGCAGCCATGACAACCGAGGTGGATCCTCTCGATTCACTTCCTTCTGGCGTTAAACTCCTTCTCAGGCATCTTCATGCCCTGATTCCCGAAAAATTATCAGACATAAATTACCCTACATGGAAAATCACCGTTCTTACAGCCCTTGAGGCCAATTACCTTCTCAAATACGTCGATGGAAGCACAGAACCGCCGCCGGCAGTCATCACCGCCACGGACAAATCAGAAAAAACCAATCCGGCCCATGCCGCCTGGAAAGCCGTGGATGGCCAGATCCGATCATGTTTGATTGCGGTCATCTCTCCCACGGTTCAGAAACACGTCCGATCCTACACAACTGCTTCAGCCCTGTGGACGGCCCTCGCAACACGCTATGCATCAATTTCCCACTCTCATATTTTTCAATTGCGTGATCGTCTCCACACAATTACCAAAGGCACGAAAACTATGGCGGAGTATTTAGACGAGGTCTCCACCATCATCACAGCCCTCGACACCGTGAACGAAATCATTCCCGAAAAAGATCTCGTCATGTGCGTCGTTCGGGGGCTCCCATCAGCTTACTCCTCCATTAAACAGGCGGTTCGCATCAGTCCAACGCCCGTTGACCTGGCTACTCTCTCCTCGTGGCTAAAAAGTGAAGAAATCAACGTGGATCTGGAGAGCAAACTTCTTCTCCGAGAAGCCGCTGTTATGGAGCCGGCCACCGCCCTCACCGCAAGCCAGAACTATCGCGGGGGGCGTGGTGGCGGCCGGCAGGGGAGCCGCGGCGGCTACGGCAGAAACAGCGGAGGCCGCGGGCGCGGCGGTCGGCAGGGCAGTCGTCCGCCGTACGACGGTCAGCAGCACGGCAGCAACAACAGCCTGCACTCCTTCGGCAGCGGCGGGCAGTCATCTTCCAGCGGCGGGCAGGGCACTTACGAGCGGGATCGTCCAACTTGTCAAATCTGTCAGAAAACAGGACACACCGCTGTTCGTTGCTGGTTTCGGTATGAGGAGAGCCGAAATAGTGATAACCGTGCCAATTATGCATCTCAAGCCGGCCCTTCCTCTGAATGGCTGTTGGATACTGGGGCCAACATGCACGTTACTTCTGATCTATCCAAGCTTAACGCTCCAAATCCATATCATGGCTCCAATGGTATTACTGTTGGCAACGGTGAGTCCCTTAATATTTCTCACACTGGCACGGGTACCATTAAAACCCCCACCGCTATCTTTCACCTAGGTAACCTTACCCACGTCCCTTCTATTAAAACCAATCTCCTTTCAGTTCACCAATTCACAAAAGACAATAATTGCTCACTCTTGTTCACCTCTAATGATTTTCAGATCCTAGACAATACTACCAAGAGGGTGATTTTTCAGGGCCCCTGTGAGCATGGTCTGTACGTTCTTCCTGGCACAAGTTCGTCTGCCCACCCAGTTTCAGAAAGCGTTCCTGTGGCTCCGGTGGCTCTTTCGGCTGATGGCCACAGTCTGTTGTGGCACAGTCGTCTGGGTCACCCGTCTACTCAAATAATAAATTCTTTAATGTCTCAATTAGGTTTTTCTTCCATTCATGTAAACAATTGTGACTCCTGTTCAATTGCTAAATCTCATAAATTACCTTTTACTTTATCTGAGAAGCGTACAACTGCACCTTTTCAACTTATTCATTCTGACCTATGGGGTCCTACTGCTGTTCCTTCATTTGCTGGTTTTCGCTATTATATTTGTTTTGTGGATGATTTTACAAAATACACTTGGTTGTACCCACTAAAACACAAATCACAGGCATACACCACCTTTGTCACTTTTGAAAAAATGGTCAAAACACAATTCAATTCTCATGTTAAACTTTTTCGAAGTGACAATGGAAAGGAATATGTAAATAACATCTTTGGCCAGTTTCTGCAATCCCTGGGAATTATACATCAAACCTCCTGTCCATACACTCCCGAACAGAATGGGGTGGCTGAGCGTAAGCATCGCCATCTCATTGAAACGGTGGTTACTCTTCTACATCAATCTCATCTCCCTGTCTCCTTTTGGGTAGAAGCTCTAGCCACCGCAAACTACCTCATTAACAGAATGCCCAGTCACACCCTCTCCAACAAATCACCCTATCAACTCCTTTACCAAGAACTTCCCAATTATACCAACCTCCGCGTCTTTGGGTGTCTTGCCTACCCTTGGCTACGCCCTCATATTACTCACAAATTACAACCCCGATCCCGTCCTTGTATTTTTTTGGGCTATCATCCTACCTCCAAGGGTTATCGCTGTCTTGACCCACAAACTCATAAAGTCTACATATCTCGTCATGTCAAATTTGTCGAAAATGAGTTTCCCTACGAGTCTATTTCCTCCTCCACAAATACATCATTCATTGGCGTCCTTCCCCTTTTTCCAACATACTCACAGGGTCCCTCACCACCTTCCCCCACACCTCCACCCACTACCCAACCACCCCTCATCACCCCTTCGACCGTCACCCACAATACACCCGCAACCACCACCCACACTCACAACCAACCCGAACCACCCCATACCCACAACATCTCCAGCCCGATCCGTTTTGGGTCCTTCCCGGCCACCCCCGAATCACCACCGCCCGTGCCACCCCCCAATACTCATCCCATGTTAACCCGTGGCAAAGCCGGTATCTTTAAACCCAAAACCTTTCAGGCTACCATACTACCAAATACACCCCTTCCCGATAGTGAACCAACAACCTACTCTGTTGCCTCAAAAAATGCTTATTGGCGTCATGCTATGGATGACGAGTTTAAGGCTTTGACTGATCAGAAAACTTGGGTTCTTGTACCTAAGCCCCATGGGCGGCACCCAGTGGGCTGTAAATGGGTGTACAAAATTAAACACAATGCAGATGGCAGTATTTCCAGGTACAAGGCTCGTTTGGTTGCTAAAGGCTACAATCAGGAGTATGGGCTTGATTACTCCGAGACATTCAGTCCTGTTATTCGGCAGGAAACCATTCGCCTGGTACTGTCACTCGCCGTGCGCAACAATTGGCTCATCAATCAGTTGGATGTTTCCAATGCTTTTCTTCATGGCATGCTTGATGAAACTATCTACATGACGCAACCACCGGGCTATGTTGATCCCCGCTTCCCTCAACATGTTTGCAAACTCCAGAAGTCTCTGTATGGGCTCAAGCAAGCCCCCCGTGCTTGGTACACACGTCTGAAAACGTTCCTCCAGGGACTCGGCTTCACGTGTTGCGTACACGACACGAGTCTGTTTACTCGACATTCAGCACACGGTACAGTCATTCTTCTTGTCTATGTAGATGATATCATTATTACAGGCTCTA

>rnd-1_family-239#Unknown ( RepeatScout Family Size = 280 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATGCAATGGAATGCAATGTCAAGTATAATGATGCATGTCTGACCTAGCGATACACACCCGCTGTCTCTCAGTCCGGGACCCATGGGGGACATATCTGTCCATGCATCTGTCGCGGCGCGCGACACGACCCTCGATAATAGTAACCATCGCGGCGCGCGATACGTCCCTCGAAATATAGTATCCATCGCGGCGCGCGATACGTCCCTCGAAATGGTACATCCTCTTAAGTNCTCATTCTTTCTCAATGCACATAACACTTGTCACAACCAATGCCTCAGAATAATGCAGATGACANGTTCACACAAATAATGAGGAGATGACCATTTTCATAACATCGCACAGTTCACAACCACACAAACATGAAGTCACATCAACAATGATTCAACAAGCCTTCAACCCTTTCTCAACACATCACACATAAACAATTAATCACATTGCCTTTTGTTATCCCCTTTTTTTCATCATTAGAATTAATCAATGTGGACAAGTCAACCCATCACCAATCCCGTTACTCCCAAACATATACCACAAGGAAATACACGCATTTCATACACTTAACAAGAGTTTAGAAATCCACTTGCCTCAAATAGTCGAACAATCACTCCGGGACTTGAGCCTTCCTCTTTTGGTTGACTTCCAAATCAATGCAATCTATTCAAATAAATAACCACGATAAGATTTCGAAACTAACAACACCCATATTACTATATGTCTAGCCT

>rnd-1_family-95#LTR/Gypsy ( RepeatScout Family Size = 727 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAATTTGACTAATTNATTCTTTGGTCTAAAATTGTTGTAATGTGGTTAGAACTGATGTATATGAGCATGATATTGAATATAAAATGAGTTTTGCTATTTGGAATGAAGCATGTGAGTTTTGTAGCATAATGAGTTATAGAATTGTNTTCTAGTTTCTTGTTGTGTTGTGAATCTCTTGACTATGTGAAATTGATGTTTTNTTNTTGATTATGTGTTATATGGTATGGTCATGAGCTTCTAGTTGAATCTCTATTCTTGGAAGTGTTCGGAGAGTGGCAAGTGTCATTCGAGGACGAATGTTGTCCAAGTGGGGGAGATTGTAAGACCCCGAAAATGACTTAGGTGAAGCTAGAGCCTAACATGGTTNTCATGATGGTNTAAGGTCCTAAAATGGTCTATAATGTGGTATTGAGGCAGTGTCTAAGAGTTTAGGTGCATTGGAAGTCAAACGTCAAGGGACGACCAAGACGTTCGACGACTAAGTCACCTATGTGCCTCATATGTGGTTTTATGTGTTTATGTGTGATTCATGAGGTTATAAGGTCCTTAAATGAGTTATTATAGTGTATATAGGCAGTGTGTCAAGTTTCGTGAAGTTTGGAGGTCAAACGTCCAAGA

>rnd-1_family-124#LTR/Gypsy ( RepeatScout Family Size = 581 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAAATATGATAGTTGAAATGTTAATTGGCATCAAGAATTACGAACTTGATTATAAATTTGGGTGAATTTTTAGGTCAAGGTTAAACACATAAAAGTGTGGGTGTTGTTAGTTCCGAAACCTTATTGTGAATATATATACTTGAATAGATTNCATTGATTCGGAAGCTCAACGGAAAGGGAAGGCTCAAGTCCCGGAGTGATTATTCGATTGGCTAAGGCAAGTGGATTTCTAAACTCTTGTTAAGCGTATGAAATTCGTGTATTTCCTTGTGTGGTGTTGAGAATGATTTGGAGACTTGTTGCTTATTTGTTGGTGTTGTATTCCTTGTTGTAAATTGCGCTTTGTTATCAAAATGGTTATCTCCTCATTTTCATTTGAGCATGTCATTTGCATTGTATCTGAGACATGGTTGTGGTAAGAGGATGTACCATTTCGAGGGACGTATCGCGCGCCGCGATGGATACTATATTTCGAGGGACGTATCGCGCGCCGCGATGGTTACTATTATCGAGGGTCGTGTCGTGCGCCGCGACAGATGCATGGACAGATATGTCCCCCATGGGTCCCGGACTGAGAGACAGCGGGTGTGTATCGCTAGGTCAGACATGCATCATTATACTTGACATTGCATTCCATTGCATTGCACATACTTATCATTAGTGAACTTGATATCGTGTTTTGCTGATCTTGTGATTGCCTTTCTGCGGAACTTGTGATTGNTGAATATTGAGCTTGTTATTGAGGATATGTAANTTGNTAGAGTGTTGTTGTTGAGTGGTGTGTTTGGTAAACTGTTAGGCTGTAGCGTGGAGGTTTAGATAGGGTGTAAGGAGTACCCGTATTTTGTTCACTTAACTTGTGTTTAGAGGTTTGCTTGTTGGGTACCGCGTGGTTTGGTACTCACCCCTTGCTTCTACAAATTTTTGTAGGTTACGAGCCCGGATCTTCGTGATACCTNCCATTCTCTTCGTTTCCGAGGCATCTTGTGGAGGGTTGTGAGGTAGCTGCTTGTCATCTCAGCGAACTTTCCTACTCCAGTTTATGACTTTGTTTTTACTTGAAAGACAACTTCATTTTAGACTTCTATTTTATTTCAATTCTAATATTTACATTAGAGGCTTGTGCACGTGACAACCTGGTTTTGGGGATTGAATTAATATGACTTGGTTTCATANTAGAAATTGTTGTTGGATTGTCATTTACTTCCGCACTTTGTTAGATATTGGGTTTTAGGCTGACTTGTCTTGGTGGGATAAGACGAGTGCCATCACGCCCATTTTTGGGTCGTGACA

>rnd-1_family-166#LTR/Gypsy ( RepeatScout Family Size = 438 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CAAGGTGATCAAGTCCCTATTGTGGGTGGAGGTAATGAGGTTCCGGTGGTTCCCCCGGANATGACTAATGGGGAGATTAGAGAGGCTTTGCTTGCTTTAGCCCGAGCCGTGACTACTCAAGCGAATNNGGGTATNGNGCCTAGGGTGAATGTTGTGGAGAGCACTATGACNTCTAGGTTGAGAGACTTTGTGAGGATGAATCCTCCTATCTTTCTTGGCTCTAAGGTGGGAGAGGATCCCCAAGAGTTCCTNGATGGNGTGTACAAGGTGTTGAGTGCTATGGGGGTGACTTCTAGGGAGAAGGCGGAGTTGGCTTCGTACCAATTGAGGGANGTTNCTCAAGTGTGGTACACTCAATGGAAGGATAATAGGCCGGTTGAGTCGGGTCCTATNGAGTGGGAAGAGTTTAAGGAAGCTTTTCTTGGNAAGTACTTTCCCCGTGAGAGGAGGGAGGTNAAGGTAGAGAGTT

>rnd-1_family-73#LTR/Gypsy ( RepeatScout Family Size = 881 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATGACATATGAACTCATGAAACTCATTGAATGAAGTGCTCATCGTCCATAAACGATGATATGAATCTACTACACTAAAGTAAGTAAGTAACGTGAGTTATAACATAATTAAAGGGGTCTAAAGTAAGTAAGTGACCAGAATGGGGTGTTAAAGGAAGTGAGACAAGTCTCACTTACACCTAAGCTACTACGTTAAAAGAATACTCACGTATGAAGGTGTGAGCCAGTCTCATTAACGCCAAAGGATGATATGTAAGGAAAATTCACATTTCATCAATGTAAAGTAAGGATGACCAGTCATCAATAGAGTAAGTAAATCTCAATCTAGAAGCAAGCCTCCATAATGCTTGAGTCAACACTAGAAGATAANGATGAAATGAACATTCACGTAAAAAGGGGTGAGTAATTATGAAGAGCAAATGTGCTAATGTTAATGAATGTGGTGACAACATGATANGAGGCTAATGTAAAAGATGAGAGCAATCTCAAATGAGCCTAAGTAAATGTTACCAAAACGTACTCACCTATGAGAGTGTAAAGTTAATGAAGAGACCAGTCTCTATGAACACTCTAATGAAAGTATTGAGATTAACACACTTAATACTAATGATGAGATGAGAAATCATCTATTGAGCTATGATGTCCTCATACTAGAAGCCAGCTTCCATGACGTATGAGTTGAATGTAATGGAACTTTATACTGAGCACCGATAGGCTAGCTATGAGCGGTGATGCCTTCTTTCGGGAAGGGCGGAGGTTCACGTAACTCTCATGAGATGAGACTGTCCGGCATGCCGGGTATGGGTCTCCTTATATCTCCTAGTCTTCGAACCTATACTGCCAATATAGGGATCTGGCGGGGTTCAATTCCCATGTACGCTAGCATGTTTTGGGTCACTTTGGCCGGTGATTCCACCTCTTTTCGGTGTGGGGNAGACACTGGATTTCATGATGCTCACATGATCTATGTCGGTTAAAGTTAAAGTTCC

>rnd-1_family-286#LTR/Copia ( RepeatScout Family Size = 198 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAAAGGTACCAGGTTTCTTGCTTGAGTNTTGNAGATGAAACAAACTCAGGGACCTNGTAGAGGTACCAGGCTCTCATGATGACGAGCCAGTCGACTGCCAGCTGGAGACGGTACAGAAAGTAGGTGCACACTTCCCGACGGCGTCAGAAAGTGAGACCTCTCCAACCAATGGCAAAGAGTTTAAGGAAAGTGACTTGTCCATATAAAAGGCACTTTCCTAAACATCTTTGTTAGTTTTTGCAACTTGATAAAAACTTTTCAAGAACTCTTGCAAAGGCTACTACAAAGCAAAAGGCAGAATTATTCCAAGAACAACAGNAATCTCTGGAGCTTTTCGTGTAGTTGTTTAGGAATATATTCTCTTGTTCTTACATTGTAAACTATTCCTGAATCTATAAAGGAATCGGTGNGTNGTGTTAAAAGTCTAGGTTGTCCAGGTGGGATAGCTTAGTGGGTAGATTGTTTTCTACTTAGGCTCGTTAAGCAATAGAGACTATTGCTTGANCGTGAGATTAANAACTTTTTCTCACGTTTGTTGTAATCGTGTTTTACTTTTGCTTTCGAAGATTAGTGAAAACGGTTGAAAATCCTGTGAGACAGGTCGTGGTTTTACTCCCTTAAGCAAGGAGGTTTCCACGTAAAATCGTTGTGTTGATTTTACTGCATTTAACTTTCTGGTNATATTCGTTAGTGTAGTAAGGGACCTGGTCCATTGACTGGTTAAGTGAACGCATATATTCTATCAAGTGGTATCAGAGCAGGCACTNTCTATTTGGTTAACACCAAGGAAGTGATATTTGTTCTAGAATGGCTGCTCCACTTAACCTNGAAGAAGGTCAGTCNTCAACAAGACCTCCTCGTTTCAATGGACANTTCTACGGTTGGTGGAAAGTTAGAATGCACGACTACCTCATGGCTGAAGACAGCGAGTTATGGGATATTGTACTTGATGGACCGTTTATTCCGACGATGGAAGNGAAGGATGGAGAGAAAACTAGTCTTGTTCCAAAGCCTAGACAGAAATACGACGAAGCTGATAGAAAAAAGATTGAAAAAGGCTACAAAGCNAAAANTCTTCTNGTNTGTGGGATAGGACCTGATGAGTNCAACNGNGTCTCAGCTTGTGAGTCTGCNAAGGAAATNTGGGACTGCTTGAAGACTGCTCATGAAGGAACTGAACAAGTCAAAGAATCNAAGATTGACATGCTTACCTCTCGGTATGAGAACTTCAAAATGAAGGAAGGAGAAACNATTCATGACATGTTCACCAAATTNTCCTCCATTACNAACGAGCTGCGAAGTCTTGGNGAACCTATAAGCATGAGCAAACAAGTCAGAAAAGTGCTTCGAATTCTTCCNAAATCTTGGGAAAGCAAGGTCGATGCCATTACTGAAGCCAAGGATCTGAAGGTGCTGACTATGGATGCTCTNATTGGAAATCTNAAGACNCATGAGATGAATCGAAATCANGATTCGTCAAAGAAGGAAGCCAAGAAGGACAAGTCATTGATGCTGAAGTACAAATCAGATGAAGATTCNAGTGATGATGATATGGCGTATCTCATCAANAGATTTCAAAAAATTGTGAGAAAAAACAAAGNTTTTAAAAGAGGAACAAATGGTCCTCGAAATGCNACTCAAGGTGATACATGTTACAAGTGTGGAAAAGCTGGGCACTTTATNAGAGAGTGTCCTNTGCTCAAGANTGAAAACAAGGAACATCAAAAACCNAGAGGTGACAAAGAGAAGAGAAGGGACCCGGTACTCGGTAAGAGAGATCGAAAAGCTGCTGCTGACTTGGTGGTCAAAAAGGCTCTTGCTGCATGGGGNGACTCTTCAAGTGACTCAGAAGATCCTGATGAACCAAANGATGCGTCNATGGTGGTTGTNCATGAGGAGGAAACCGTNTTCAATGAAATGTTTGCTCTCATGGCTCATNCAGAAAATGAAGAAGAGGACGACNAGGTAACTCTTCTTGATATGAAAAATGACTTGGATAATTATTCTCTTAAAAAATTGAGAACATTGGCAAANGTCATGATTGATTCTGTGATNGAGTTAACATCTGAAAGAGACACCATGAATGCTGAACTTGACAGTTTAACTGAAAACAAAGTTAAACTTGAAGAGAAAATGTCGAGAATGGTGTCTCTAGAGTCTGANAANNCTGAACTTAAGAACCAGTTGNATCAGATAACTGAAGAAGCTGAAAAGCTAAATGGAANGTCAAATGGTTTACAAGCTGAAATTCAAGAAAAATTGAAAAACTCTGAGAAAAATCTTGGTTTGNCNTTGGAAAAGAGCAACAANTTAGAAAAGGATATTGTCAAACTTAAGGAAGAACTTGAAAAATCTCTTAAGTGGACAAAATCCTCNAAGTTGCTGTCAAATGCGACAAATCAGAGTAATTTCAATAAGAAAGGNCTAGGAAGTTTGAACATCACTCCTCCTTNTAATCCTCACAGTAAGTATGTGTTTGTGTCTGACAATCTGCTNTGTCTTCATTGTGGTAAGAATGGGCATTTAAAGGGAGAGTGTGCTGGCTGGAGAAACTCNCGTGAAAGACTCTCTAATTATGCTGAAAGGCAAAATGTACCAAAAGAGAGACCTGGTCCTCCAAAGCATGTTTCAACTCACAGATTTTCAAAGAAAAAATCTGTTCCTGCTCCAANGTCCTTTGTTAGAAAGATTCAAAATCTACCCTATTGGACTAGANACAATCTGATCACTCCTTTGTCTGCCTNCTGGGAACTCAAATTGAAATGGGTTCCCAAGCCTAACAAGTGATTCTTGTTGCAGGTGAGTGAGAGGAGCAGCAGTCAATGTTGGTATATGGACAGTGGATGCTCNAAGCATATGACTGGTGACGTNAAAAACTTCCTCTCACTCAAGACACTTCAAGGNGGAGGTGTCTCTTTTGGTGATGGAAAGAAGGGGTACATTTTGGGAGT

>rnd-1_family-186#LTR/Gypsy ( RepeatScout Family Size = 387 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CCCTTAGAGTTGAGGGAGGNNAAGGTGGAGGAATTCATNAACCTTCGTCAAGGGGGNATGAGTGTGAAGGAGTATTCCCTNAAGTTCACTCAACTGTCTAAGTATGCTCCANCCNTGGTGGCNAACCCTAGGGNTAAGATGAATAAGTTCGTGACGGGNGTGTCCGACTTGGTGGAAAAAAGTGTCGTACGGCGATGCTCCNTGACGATATGGATATCTCTAGNCTCATGGTGCATGCTCAACAAATTGAGGAGTCNAAGCTTAGGAGGANAAATAGGGATGNNAAGAGGNCTAGGNCGGATGANCNAAGTCAACCTAAGTCTAAGAAGAGGTTCTATCATCAAGATTCTTCCATGGGGAACAAGGATAGGGCTCCNAACCAAAATTCCCAAGGNGGTGGCCATNCTTTTGAGAGGNCTAGGTGCGCTACTTGTGGAAAGCAACACTTGGGT

>rnd-1_family-68#LTR/Gypsy ( RepeatScout Family Size = 911 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGGTATGGTTTCTTTCACTCTTGGGATTCCTTTCCCCAAGAGGTCCCTCCAAAGACGATTTTCAAANTTCCCCAAAACTAGGGTTTTTNTCTACACATGGGTCTTCTTTGAAAAACGAAATTATGAATCAATTGTGATGAATTATGATCAATTAATGTTGTTTAAGTATATATTGATGGTTAATTGTTGTTATTCACTCGAGATTTCCCTGGACCCATGTCCTTCCCCAATTTCATGAAAACCTTGAATTGATATGGTGAATTGTGAAGATGATGAATATGTAGATTGACTACATTGATGTTAATTATGTAATTACTTCTTGAATTTACCTTGTTTATGTATTGGTTATGTATTCTTGGGTAATTGAAGTATGAAGTCCCATGAAAGGGCAANAAGGTATGAATGTTGGTTCTTCTTGAATTCAATTATGAAGTATGAGTTACTTAGATAGTAATGCTNCTATGTCTAATGTGTGGTTGTGATGTTGATGNCAAGTATTCCTCATCCTTAACCCTAGACNATTGAATTAGCTATGAANTATGTATGTATGTTATGATATGATTATTATATGATTGAAAGGTAGTTCTCATGATTATAATAAAGTGTTAAGTGAAAGGTTTACTCACTTGTTAGTGGTTCTAAAGTGAAAGGATNGTTCTCACTTATGATCACCTATGAGCTATTATGATAAGATGTTTACATAGGGGTCTAGAAGAGACTAATGTGAACTTGTATGATGANATAAGATGATTACTAAAGGGAATAAATGCTTAGCACCGAAAGGGCATGTAAATGAGATGGAGGTCTCACGTTTAGTAAGTCCGGCCTCCCACATGGGTTTCCTCACGTTTAGTAAGTCCGGATTCCCAANATATGTGTTGTCTCATGAGATGGAAACCTCCACGTTTAGTAAGTCAAGGTTTCTAGNAACAATCTCCTTGACCCTTAACTATGTGCCCACATAGGACTCTAGCTTAGTGGATCCACCTAGATAGCTACGTACGAATGGTTACACCTTAGGCAAGTGTTAACCCTCTCTTTTCGGTGTGGGAGTAGAACACCGGATTCCATGTAGCTCACATGGTCTCATGTCGGTTATTGCAACTTTTTCCCTAATGTAAAAGTAAATGAACAAGTTAAGTATGTGAACTCTTATTAGGGCTTGTCTTGAAGGNTACTACATAGTGTGAGGGAGGGTATGGGACTTCTCTTACACATTGCACATGTGGGATCCTAAGGGATGGTTCTAGTAGTGTTCTTTTATGATTATGTTGATTAT

>rnd-1_family-197#LTR/Gypsy ( RepeatScout Family Size = 367 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCTTATATTGAGTTAAGTCTTCCGCTGAGTTAAGTAAGCCAGGCCAAGGGTTCGCTCGAGGCCAACAATGGTCNTCGAGTGTCGGCCACGTCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-306#Unknown ( RepeatScout Family Size = 174 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAATAATGTATATAAGTCATTTAGGAAGTTTTAGAGTCAAAACGTCAAGGAACGTCCATGACGTCCGGAGA

>rnd-1_family-357#LTR/Copia ( RepeatScout Family Size = 135 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTTGGGTTTTAGCAAGTGTGAATGGGAAAAGAAAAGAGAGAATATGAAAAGTGAGGGAACTACTTTGGAGGGAAAATGAAAAGTCATTTGCAAAGTGCAAATGAAAAGTCATTTCTCCCATATCGGTAAAAGAAANGGAAATTGTTGTCCTTATATAAGGAAACACTTCCATTACTTCTTAAAAGGGTTGAGAAGAAGGTGCCCCCTCGCGCCGTCGTCGTCGCTCGCTCGGCTTCGGCTTCGGCTTCGGATTTGGCAAATGATCGATTGATAAATTTTTTGGACAAAATTTATTTTAATTANTTTT

>rnd-1_family-375#DNA ( RepeatScout Family Size = 122 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAAGAGCCTGTTTGGCTCAGCTTAAAAGCTGGTCAAACTGACTTAAAAGCTGGTTTTTGACTTATTTAGCTGTTTGGCAATACTCAAAATAACTTATTTTAAGTTAAAAAAAACTTATTTTAAGCCAAAAGTTAAAAGCTGGGGTAGGGGTGCTTTTTTTTTTTAGCTTATAAGCTGTTTTAAGTTGACCACATTTTTATCTTTTTGCCCTTAATATTTTTATACAATCTCCAAATTACCCACATAACCCTAACATCTCTTTCTTCCATTTTTCCCTTTTCACGTTTGGCATAACAACTTCAGCACTTTTATCCAAACGCATAACTGCTTATTTTAAAAATAAGTTTCAGCACTTTCAAAAGTACTTTTTTAAAGCTGCTTTTATTAAGCCCATCCAAACGGGCCCTAA

>rnd-1_family-101#LTR/Gypsy ( RepeatScout Family Size = 687 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGTATGCTACTTCCCTTGTNTCTAACAGCAGGGATGAGATGAGCAGGTTCCTCACAGGAATCAACGGAGACCTGGAGGAGGAGTGTCGGTCTGCGATGCTCCACGATAACATGGACCTCTCCAGGTTGATGGTGCATGTCCAGCAGGTAGAGGACAGCCGNAAGAAGAGGGGCGTTCGTGATGCTAGGAGGCCTAGGCCTCAAGATCAGGCAGGTCCCAGCCATGGAGGCCACAGAAACAACTTTGGCGTCCGTGAGCAGCCCAGGTTCAAAAAGGGGCAACAGAGTTCNGGGAACTCTAACTCTCAGAGGAGTACAACGCCTAGAGGAGGCAGACCCGAGCCCAAGAAGGGCAATGGAGGTGAGATGCAGCGTCCTAGAAAGAATTGTGCTAAGTGTGGCCGTGCTCACAGTGGAGAGTGCAGACAGGGCACTAATGCCTGCTTCGGTTGCGGTAAGAGTGGGCACATGGTCAGAGACTGCCCACAGAACAGAGGTCAGGCCGGAGGTAATGCTCAGCCTAGGCCTAATCCACAGGGTGCAGCAGCAGCCGAGCCTCCNAAGAGGAACAGNTTCTATGCCCTGAAGGGTAGGGAGGAGCAGGAGAAGTCCGCCGATGTGGTCACAGGTATGTTGCAAGTATTCTCGACTTCTGTNTATGCTTTACTTGATCCAGGGTCTACGCTTTCNTTTGTNACTCCTTTANTNGCTANNAANTTTGANATATTNCCCGANGTTCTGCATGATCCTATAGTGGTTAGTACNCCNGTGGGNGAGNNCGTNAGAGCTGAAAGGGTATATAGAGATTGCCCGATAGTCGTNCGCGGTAGAGTTACTTATGTNGACTTGGTNGAGTTAGNNATGCTTGATTTTGATGTTATTCTGGGTATGGATTGGCTTCACGNTTGTTNTGCTTCCATNGATTGTAGNACNAGGGTGGTGAGGTTTCGCTTCCCNAATGAANCAGAGTTAGAGTGGGAGGGGTACAATTCGANTCGTCCTAATCCCTTGATTTCNNATCTTAAGGCCAATAAAATGATNTCCAAGGGGTGTTTATATCATNTNGTGAGNGTCAANGATTTAGATCACGACGTTCCTTCCATNGAGTCGGTNCCCGTAGTGAGTGAGTTTCTAGATGTNTTTCCTGATGATCTTCCCGGAGTTCCTCCCGANCGGGAGATTGACTTTGGTATCGACTTAGAACCCGATACNAANCCNATTTCAATTCCTCCTTATAGAATGGCTCCGGCCGAACTNAAAGAGTTGAAGCTGCAGTTAAAAGATCTCACTGATAAGGGTTTCATTCGGCCGAGCATATCCCCNTGGGGCGCTCCGGTGTTGTTTGTGAAGAAGAAGGATGGGACCCTTAGAATGTGTATCGATTATCGGCAACTCAACAAAGTCACTATNAAGAATAAGTATCCTCTTCCCAGAATTGATGACTTGTTCGATCAACTCCAAGGGTCTAGTTTCTTCTCNAAGATTGACCTNNGNTCGGGGTATCATCAGCTTAGGGTNAGGGATGAGGATATNCCAAAGACGGCCTTTCGNACCNGNTATGGTCACTATGAGTTCCTAGTNATGTCNTTTGGTCTCACGAATGCNCCTGCCGCGTTTATGGACCTCATGAATAGGGTNTTCCGTGAATACCTTGACTCNTTCGTCATNGTATTCATTGATGACATCCTCGTNTACTCTAAGANCGAGGAAGAGCATGAACAGCATTTGAGANTAGCNTTGCAGGTACTTAGAGAACATCAGTTGTATGCCAAATTCAGCAAGTGTGAGTTTTGGCTGAGATCGGTGACCTTCCTNGGTCACGTCGTGTCCGACGAGGGTGTNGAGGTNGATCCNAGGAAGACTGAGGCGGTNAAGAACTGGCCNAGACCTCTTACTCCNACNGACATTNGGAGCTTCTTGGGNTTGGCTGGTTACTATCGNAGGTTCGTGGAGGGNTTTTCTTCCATTGCTTCCCCATTGACAACTTTGACNAAGAAGAANGCCAAGTTTGAGTGGTCGGAGGCNTGTGAGAAGAGTTTCCAGGAGCTCAAGGACAGACTCACTTCAGC

>rnd-1_family-364#LTR/Gypsy ( RepeatScout Family Size = 129 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATCATGTGATGTAAATGAAGTTAGNTGACTTAATGTCTAATGTTAANGAAGCATGTTAANGTTATGTCTTATATGATGAAGTTATGAATGACGAATGTGATGTGCCTAGTCTAAGGGAATCCTCAAGGAGCACTAAGTGGGAGTAGTAGTATGGGATGCTACTCTCACATTGCACTTAGTGTAACTTACGAGTCGCCTTGGAGAAGGGTNCTTACGTGAAGTCCTTAATGCATGTATGTTCCTCTAGTGTCTTTAGTATTGAGTGTNGACTTGTTNCCCGTGCGAAGTAAGCCTATNNTTGGTAGTCTTAAGGATC

>rnd-1_family-130#Unknown ( RepeatScout Family Size = 554 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATAGCAAACTAATAACCTAAATTAAATGGAATAGCTAGGGTTTGATTTAATTGTGCTCCATAGCAAACGTTAGCTAAAATTTGCCGGCGTCTCTCTCCCAAAAATCTCGCTCGCCACTCTCCATTCTCGCTCGCCTCTCTCGCTTTATACACAGAAGTGTATAATTCTGTTTCTGTTTTGTATAAAGCGAGAGAAAATTGTATATACACATGCAAAAATGTATATCTTCGTGTTATACACTTAATTATACAATTTACAAACATTTTACTTCAAATATTGCAGAGAAAAAGGCCAACGAATTATACAATTGCAGTGAAATACAATTTTCTCTAGCTTTATACAACAGAAGTGTATATATTGTGTTTCTGTTTTTGTATAAAGCGAGAAAAACATATATCTTCTTGCTATACACTTATAATTATGCAATATACATACATTTTAATTCGATTCAACTGTATGCAAAGCAAATTATACAATTGCAGCGAAATAGGCCAGCGAATTATACAATTTAGGCCAGCGAATTATACAATTTAGGCCAGCGAATTATACAATTGTATATGTATAGCGAATTATACAGTTTTATGTTTGCTATGGAGCGCAATTATGCAAAGTTTGCTATAGCATACAAATATGAATTTTTTGTTTGCTATATGTGAAAGTTGCCCT

>rnd-1_family-83#DNA ( RepeatScout Family Size = 790 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATATTATAGGGATAATGCCCAAGTACCCCCTCAACCTATGCCCGAAATCTCAGAGACACACTTATACTATACTAAGGTCCTATTACCCCCCTGAACTTATTTTATTAATAATTTTTTACCCCTTTTTAGCCTACGTGGCACTATCTTGTGGGCCCAACGATGGTTGACCTTTTTTTTCGAACTAGTGCCACGTAGGCTAAAAAGGGGTAGAAAATTACTTATAAAATAAGTTCAGGGGGGTAATAGGACCTTAGTATAGTATAAGTGTGTCTCTGGGATTTCGGGCATAGGTTGAGGGGGTACTTGNGCATTNTCCCTATATTATAT

>rnd-1_family-242#LTR/Gypsy ( RepeatScout Family Size = 272 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTANTTAATTAATAAGGTGGAGGGGCAATTCGGGGAGAGANGGCCGAAATTGGGCTCTTGAAGCGAAGTCTTGCTCCACCCGGGTTCGAACCTNGGTGGAAGCAATGAATTAAATTGGTTTTAATTTAAGTTGGTAAATTAATGTAATTAATTAATATTTATTATTTATTAGCTGATTTAAAATAAAAGNAAATCAGATTTTAATAATTAAATAAAACCTTATTTGACTAAGTCCTAAACTAGACTCCTAAGCCTAAGAAACTCTTCTCTCCACGCTCACTCTCTCTCTCACGTCTCTATCACTCTCATTCACGTTTTCTCTGCCAAAATAACTNCAAGAACAGAAAATAAACCAAAGTTCTTCACACTTGAAGAACTCACACGAAAATATAAGAAAAACAAACGTTAATCAAANACGTAGGCAAAGAGAAGGTTTTCCGTCGAGTTTGCGTTGAACTTTTGTTGTTGGACGTGTGTTTGGAGGAGTTTTTGGGCAGCAAGTCGAGGTTTGAACGTCAAAAAGGTATGGGTTCTCTTCTCTCTTGGTCCCTTTCCCAAGAGACCCCTTAAGGTTCAGACGAATCTANTCCGAAAACTAGGGTTGTTCCCCGTTGCATGTCCCTGTCACTAGCTCCCATCGANTCGTAGGTTGGGTATGTTTGCTGGTAGAAATTAGGGATGTAACGTGTTTTCGTGATGATTATGTTCATGTATGTATGTTCGGAATTATGT

>rnd-1_family-50#LTR/Gypsy ( RepeatScout Family Size = 1007 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAGGGGTGAGTAATTATGAAGAGCAAATGTGCTAATGTTAATGAATGTGGTGACAACATGATATGAGGCTAATGTAAAAGATGAGAGCAATCTCAAATGAGCCTAAGTAAATGTTACCAAAACGTACTCACCTATGAGAGTGTAAAGTTAATGAAGAGACCAGTCTCTATGAACACTCTAATGAAAGTATTGAGATTAACACACTTAATACTAATGATGAGATGAGAAATCATCTATTGAGCTATGATGTCCTCATACTAGAAGCCAGCTTCCATGACGTATGAGTTGAATGTAATGGAACTTTATACTGAGCACCGATAGACTAGCTATGAGCGGTGATGCCTTCTTTCGGGAAGGGCGGAGGTTCACGTAACTCTCATGAGATGAGACTGTCCGGCATGCCGGGTATGGGTCTCCTTATATCTCCTAGTCTTCGAACCTATACTGCCAATATAGGGATCTGGCGGGGTTCAATTCCCATGTACGCTAGCATGTTTTGGGTCACTTTGGCCGGTGATTCCACCTCTTTTCGGTGTGGGGGAGACACTGGATTTCATGATGCTCACATGATCTATGTCGGTTAAAGTTAAAGTTCCCAATGAATGAATGAGGCCAGCCTCAAATGATGCACATAATGAAATGAATGATACCAAAGGTGTTAGGATAGGATAATCAAGAGGTGAGCTAGACTCAAGTAATGACACTAGGTCATTCTTGGTCATTGCACAGCGAACCCGATGAAAGTCTTAAACTACATCCTAGGTATAGCTGGTGTTTACACTGGCCTATGAATGAAATGAAGTACGTATGAATGAACGAAGCAGACTCTGTGTTTGCTAAAGAAGGCTCCCTAGTTGAGGTCCCATATGTTGAGCCCTCATTTTGGGAAGTCTTAATGTCAAGTCCATGATTCCAAGGTCTCATGGCATATGAATGAATGATATGAAAGACGTTATGTGCTATATGCAATATGNTATGTGCTATGTGTAAGATGTTATGTGTTGTGTGCAATATGATAAGTATGATGATGCA

>rnd-1_family-108#LTR/Gypsy ( RepeatScout Family Size = 651 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGAGTTGAGTGAGTTTGAGAAGAGGTAAGTATGTTTCCTTTTTATTCAAGTTTCAAGCTTATGTTATGCTTTAGAATTCCCCTTACATGCTCGTACATTCCACGTACTGAGCCATTTGGCCTGCATCTTTTCATGATGCAGACACANGTATTCAGGATCATCAACAGGAGCTTCGTTGATACATCCGAGAGTTCGAGTTAGCTATGGTGAGCCTCCTTGCTTCCGGAGGATTTCATTTACTTTTCAGTTTAGTTAGGATGTCGTGGGTCTTGTCCCGACTTCCATCTTTGTCAGTTAGAGGCTTCATAGATAGTCAGTATAGTTGAGGAGTCTGTATTAATCATTTATTTTATTAAATGTTTTAAAGACTNAAGTTGCCTATTTTATGGCGAGTTGAATATATTNATTTTATTCAGAGTTTTCATTTGAGTTAAAGCTTTGTATTTGAGTTTCATGAATTTTATTTAGTTTTTAAGCTTTTGTATGCTTAAGTTAGTCTTCCGCTTGTAGTCAGCCAGGATGAGGGTTCGCTTGGGGACCAGCAATGGTCCTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGTCGTGACA

>rnd-1_family-232#LTR/Gypsy ( RepeatScout Family Size = 297 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTACAAACGTTTTAACTTTGTTTTAAGACTTAAGTTTCAAGTGAGTTAAGTAAAGAGTAAAGAGTAAAGTTGAAGTTCATTTCTTCAAAGAGTATATGGGGACTANGTATTCCCAAGAGATTTAAAATGTTTTCACATTTAAACAAGAANGGAAACTGAGATTTCCAAAGAGCCTTCGGGCTAGTTTTCAGAAAAGAGTAATNGCTTTCTAAAATGAAGCAAGAGGGGAAACTNNGATTTCCAAGATAGCCTTTGAG

>rnd-1_family-22#LTR/Gypsy ( RepeatScout Family Size = 1425 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACAAAGCTTTGGGAAATTGCTTGCTTGATCACGAATCTTCGGTGGAGGTAGGTTATGGTTTTTATGCTATTCGTAGTAAACTCTTAATAGCGAATGATATGTATTGGGTAGTATTGTAAACCCTTCTATATGCTTAATTGTATGCTTGCATGAATGTGATTATGTAATTGTGATNAAATAAGCATGATGAAGCTATTGAATCCCAAATCTTGAAAGGAACCCTAATCTACTTTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACGAAAGTAGTGAGATTAGGGGATCGGGTGCCACGTTCCGGTACCAGGATAGTATATGAGGATCGGAGTGTCACGTTCCGACACCAGGATAGNATATGGATCGGGTGCCACGTTCCGGTACCAGGATAGTATATGAGGATCGGAGTGTCACGTTCCGACACCAGGATAGNATATGGATCGGGTGCCACGTTCCGGTACCAGGATAGTATATGAGGATCGGAGTGTCACGTTCCGACACCAGGATAGAATATGGATCGG

>rnd-1_family-67#LTR/Gypsy ( RepeatScout Family Size = 913 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TAATGTGAACTTGTATGATGANTAAATATGATTACTAAAGGGAATAAATGCTTAGCACCGAAAGGGCATGTAAATGAGATGGAGGTCTCACGTTTAGTAAGTCCGGCCTCCCACATGGGTTTCCTCACGTTTAGTAAGTCCGGATTCCCAANATATGTGTTGTCTCATGAGATGGAAACCTCCACGTTTAGCAAGTCAAGGTTTCTAGNAGCAATCTCCTTGNCCCTTAACTACGTGCCCACGTAGGACTCTAGCTTAGTGGATCCACCTAGATAGCTATGTACGAATGGTTACACCTTAGGCAAGTGTTAACCCTCTCTTTTCGGTGTGGGAGTAGAACACCGGATTCCATGTAGCTCACATGGTCTCATGTCGGTTATTGCAAACTTTTCCCTAATGTAAAAGTAAATGAACAAGNTAAGTATGTGAACTCTTATTAGGGCTTTTCTTGAGGGGTGTCTACNTAGTGTGAGGGAGGGTATGGGACTTCTCTTACGCATTGCACATGTGGGATCCTAAGGGATGGTTCTAGTAGTGTTCTTTTATGATTATGTTGATTATGATTATGTATGTNAAGTTATGTGTGATCTTTATGAATATAGCATGTTATGATGAAATATGAGATTATGAAT

>rnd-1_family-52#LTR/Gypsy ( RepeatScout Family Size = 994 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCTTGTAAGTGTATGTCTCATTATAAGTAGTCTTGAGGGTCGTTTAGGCGCGCCTAGAGAGGGTGTATGGGCGGTCTCTCTTTGTGTTACTTAAGTGAGTCTTAGGATAGCTTTTAGTGAGAAGATTACATGCTAGAAGGTGTCTAAAGTGAAGAGGAAGCACTTCACTGTAACAGTGAAGNAATTCACTGTACAGTGAATCGAGCTCACTGTAANGTTGCCTAAAAATGTGNTAAATTGNTTAAATGTTATCTTATGTGTTTCTAAGTTGTTAAATGTTGTTCTTATGATTATANTATGATNTTTAAATGAAAAGATGCATATTTCCAATAAATGTCCGTTTTCATGATTTTTATGCATTATGCCATACTTAGTACATGTGGTTGTACTAATTCCATGCTTTTATCTATCTCTATAGTTGTTGGTAGGTGAGGAGCATTTGGGAAGCGAGACTTGGATCGTAGNATCGTTCAAGNGAAGTTGAAGTATGTCCTCATTTGACTCGAGGGCATANATGTCTTTTATGTCTTTTATTCGAAGTATTGTAATAGACTAAGTATTTCTATATTTTGAAGTATGGGCCGTGTCCCAAGTATTCTCGTGTCTTAAGTTTGATGAGATTGAGACTTAGTATTTCCTATGATTTTATATGAAAGAGNTTTTAAAGACTATGNAATGTTTTGTGAAAAGTTTTAATTCCGCACTACTTTTCACTATGTATATGCGATGAACGATACGAAAGGGCTTGTACAAGACCTCCGAGAGGTCGAGTACGCCGGTTGCAATCCGAGATTGCCCTAACTTCTAGGGTGTGGTTTCGGGATGTGACA

>rnd-1_family-255#Unknown ( RepeatScout Family Size = 251 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTATGTTGCTCGGACTCTTCAAAAATGTCGACGGGTGCGTGTCGGATCCTCCAAAAGTAGTGTATTTTTGGAGGATCCGACACGGGCGCGGCGACATTTTTGGAGAGTCCGAGCAACATAG

>rnd-1_family-40#LTR/Gypsy ( RepeatScout Family Size = 1150 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CTACCATGGTCTATGTCGGTTATTGCCTATTCTCATCATATGGGATACCTACTAGCATTAGAGAAGTTCTATGAAGTTTAGGTGGTGGTATGGGACGCTATCTAGACATTGCACAATAGGCTTTGAAGGTGTTAGTTAGAGTCCCTAGGTCTTGTCCAAGACCATTACTTGAATGTCCTTTATGTGATGAATGAGTCTTAAATGAACTAATGAATGTAATGACTTAAGTTAAGAAAGTATGTTAAATGAATAAGTACTTATCTAGAGTAGTTAAGGGTTGTCTAGTTAAGGTGTGAAGGGGGCATAGGAATGGTCACTTCGTATCTTACCTAGATAAGTCTTAAGAATGACTCTAGTTAGGGAAGNTGGTTGATTATGTGGACATGATCTAAGCCTTAGGTAGTCTTAAGGATTATTTAGGTAATCTTGAAGAGGTCAATCATGGACGTTATCTTCTTGATTTACTTAAGTAAGTCTTTTGATAGCCTTTGGAAGGAGAATGTCATATCATCTATATGTTGNTGTATTAAGTGAGAATGATTCTATCTTAGGTAGTCTATAGGATCTCTTAAGTGTGTGTGTAAGGGATTGTATGGGCGGTCGCTTCACAACTCACTCAAGTGAGACTTAGAATCACCTTTGGTAGGAGAATCTCATGTTCATGTGTTGATGTCTTGTAAGTGTGTATGTGACTCATTATAGGTGGTCTTAAGGATCATTTAGGCGCGCCTAGAGAGGGTGTATGGGCGGTCTCTCTTTGTNTTACTTAAGTGAGTCTTAGGATAGCTTTTAGTGAGAGGATTACATGCTAGAAGGTGTCTAAAGTGAAGTNAAGGAACTTCACTGTAACAGTGAATTGAGTTCACTGTACAGTGAAGTGAGTTCACTGTAANGTTTTCTTAAAATGTGACTANTTGCTTAAATGATTTCTTATGTGTTTCTAAGTTGTTAAATGTTGTTCTTATGATTATAGTATGATGTTTTAATCGAAATTCATGAAAAGCATGTTATTTACTAAATGTCCCTTTTTCATGGTTTTTGCATGGCTTCCATACTTAGTACATCTAATGTGCTAACCCCTTCTTTTCCCTTTTTGACTAAAGTGTAGGGAATTGGAAGTCTTGATGTGCCATGGAGGATGGATAGGTTTCTAAGGNTTGAAGATGAAGTATTGGTGAGTCCTCATCGATTCGAGGACAATATCCACATGTCCCTTATGTCTTAGTCTTTATTTTATTGTCTTGTATGGGNTTAGTCCCAAGTGTTGTATACTCTAAAGTTTAGATGGTTCAAGGAGATGTTGTAAAGGTTTAATGTTTTAAATGAAAGTCTTCCGCTTGCGTAATGTTTATGAAAGAGTTCTTCGTGTGTGAAGAAAGTTTTAAATTCTTACTCATTTTAGTATGTTTATTATGCAATGAATGATACGAGNGGCTTAGATGAGACTTCTTGAAGTCTCATTTGCCGTGTGGCGACACAAGGATGCTCTAACTTCTAGGGTGTACTTGCGGGTCGTGACA

>rnd-1_family-203#LTR/Gypsy ( RepeatScout Family Size = 352 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGCTTTATGAATGAAGCATGTTACGATGAAATATGAGGNAAACTTGTATGTACGAGGTGGGATACTTAGCTTTGGATAGGGTTATGGGGTTCTATTCTTGGCATTGCACAAGTATTGCTTGGGTTGCTTATATGTTGGGTTGACTTATGATGTTTCATTATATGTGCATGTTGAGTTATTTGATANTAAGCATGGTTTTGACTAAANTGTCCTTTTNTNCATGCATTGATGATTTTTATGCATAGGANCCATACTTAGTACATGTGGTTTGTACTAACCCATATTTTCTTCCTTTTTCCCAAACANTGTAGGTTCGGGCCATTGAGGAGTCGAGGCCGCTTTTCAAGGANACTTGGACTTGCTTCTCCAAGTTGGTGAGTCCTCAAGTCCGAGGACGANGCCACATATTCTAGCATTCTGTTATGTTGTAAAGACATTGTTGTATTTCCTATTTCTAGACGTCTTATTGATGTAAGGGCTAAGTCCCAANTTTCTATACTCCTATGTTTAGATGGTATGAAGTGACGAGTTTAGATTCTATTTTCATATATGAAGCGAAGTTGAACTTCCAAAGTAAAAGTTTTAAATTTTCTGCATTTTTTATTCTATGATAC

>rnd-1_family-342#Unknown ( RepeatScout Family Size = 143 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACATCAATTTCACATAATCAAGAGACTCACAACACAACAAGAAACTAGAAANNANTCTACAACTCATCATGCNATAAGACTCACATNCTTCATTCCAAATAGNAAAAACTCATTTTATATTCANTATCATGCTCATATACATCAGTTCTAACCACATTACAACAATTTTNAACCAAAGAACGAATTAGTCAATTTTTCAAAAATTTTACAGTGAGCTGNCAGTCTTACAGTGAACTATGCANCAAATTTCAAAAATGCAACTTTAGGCAATTNATGATGGAAACATGNTAATATGAAAGATAAAACCATATAAACACATCTTACAACATAATCATAACTTCATAAAATGCACAATGCAAGGAATCAATGAAATTCAATTTCAACAAGACTCCTAAACACNATGCAACATGCAACATGCTTC

>rnd-1_family-226#LTR/Gypsy ( RepeatScout Family Size = 310 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACTCTCTCAAGTCTCCATGGAAGCTAGAAGTCAAGGAAGAGCTAGGAGGGCTGTTGGTGGNCGTTTCTTCATCAAAATTAGTGGGTTTCCTCAATNTGAGGTATGGTATCCATCCTTGAACTCTCTTCCATTCAAGGAGCCACTTCTAANAGATTTCAAAAAGGGTTTTCAACCCTAACTTCTTCTATCTTCGACTCTAAGTATGGGTCTTGCATGAAAACGTTTTTAATGATTCAAATATGNTGTTTCTAATGTTAGTTGATGATTTTAATGTTAAAACTTCAATGAAATCATGTTNANGCTTTTTATCAAATTTTGGCTTAAGAAATGGGTTAAATGAGCATGAT

>rnd-1_family-275#Unknown ( RepeatScout Family Size = 217 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTNCATCATTTCATTACATACATCTTAGGTTCACTTACTTTTAAACGTATGCTAGACTTATGGGTCTATACATACAAGCCATGAGGCTTCATTCATAGTTCGTTTAAGTGATTCATATCTTCCTAAGATTATGTGGTACAAGACTTATGCATCTTGTATGTATGCCAAGATCTCGATTTCGATCTAAGTAGGCGGCATTATTCTTGAACATTTAATTCACGTATGACTTATGTATCAATACGGAATTTGGGCAAGGGAACCCGATTTCGAATCCCTTGGACAACACTTACATTTTTCATTTATTTTATTTTGATCCACACGACATTGGGACCCTAGATCGAGCCCCAACGCCANCATTTCCTTTTAATTTCTCTCCTTTAATTTTCTCTTANTTGGCCGAGGGGTTGTGGGATCGAACCCCCACAACCCCTTTTTATTTTAATTTCTTTTTCCTTGAATTTTTCGANTTGACCGNGAGGTTGTGGGATCGAACCCCCACAACCTCNCTTTATTTTTCTTTTA

>rnd-1_family-127#LTR/Copia ( RepeatScout Family Size = 573 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTCTCTATTTTAGGTTTTCCTATTTATTCTCTGTAACCAAAAATACTCTGATTTATTAATATAAATATACCTCACCGCCGTGGAAGTTTACTCACGGGGTGTTACCACGAAATATTGGGTTTTCTCTTTCTCTCTCTAGATCTCTCATCTCTTTCTCTTGAAAGTTCTTGTGTTCTTCATTCATCTAGTGTGTGTGCGTGAATTCGATCCTAACAACTGGTATCAGAGCTAAGGAGATTCAACACGATCACTGAAGATGGATAGTTCGAAGCTTGGAATCGAGAAGTTTGATGGATCCGATTTCAGTTTCTGGAAGATGCAGATCGAAGATTATCTGTACCAGAAAGATCTTCACGAACCGTTGACCGGGGTGAAGCCGGAATCCATGACGGAGGAGAAGTGGAAACTCAAGGATCGCCAGGCTCTAGGGTTGATCCGGTTGACTTTGTCAAGAAACGTGGCGTTCAACATCGTGAAGGAGAAGACTACGTCCGGTCTGTTGAAGGCACTGTCAAACATGTATGAAAAACCATCGGCTATGAACAAGGTATATTTGATGCGTAGATTGTTCAATTTACAGATGTCTGAGAATGGATCCGTTTCTGATCATATAAACGAGTTCAATATGATTGTGAGTCAACTCAATTCTGTGGATATTAATTTCGAAGATGAAATTAAGGCGTTGATTTTGATGTCATCTCTGCCCGAGTCTTGGGATACTGTTGTTGCTGCGATTAGCAGTTCCCGTGGATCTGAGAAACTGAAGTTTGATGAAATCCGTGATGTTGTTCTTAGCGAAAGTATTCGCAAACGAGAAGTGGGAGATTCATCGGGCAGTGCTCTCAGCGTTGATCGAAGGGGGAGAAGTAAGACGAAAGGCCAAAATCAACATGGTCGATCAAAATCAAAGAATCGAGGAAAATCCCTGAACAGATCAAACGTGACTTGTTGGAACTGTGGAGAAAAAGGGCACTTTCGGACGAACTGTACAAAGCCAAAGAAGAAACAGAATCAGAAATTTGGAGATGACAATGATTCTGTAAATTCAGCAGAGGACATTGGGGATGCTCTAATCCTTAGTGTGAACAGCCCGGTTGAATCATGGATTTTGGATTCTGGTGCATCTTTCCATTCGTCTCCAAGCAAGGAGTTGTTCCAAAATTTCAAATCTGGAAATTTTGGAAAGGTATATCTTGCTGACAATAAAGCCTTAGAGATTGAAGGAAAGGGGGATGTTTGCATAAAGACCACCTCGGGAAACCAGTGGACATTGGAGGATGTCAGATATATTCCTGGGATCAAGAAAAATCTGATCTCTGTTGGTCAGTTGGATAGCACGGGATATGCAGCAGAGTTTGGGAAAGGTTCGTGGAAGATCGTGAAAGGTGCTATGGTAGTAGCTCGTGGCACCAAATCTGGAACCTTGTACACCACTGCAGGGTGTATAAACATGGCCGCTGTTGCTGAAGGTGCTTCCGGTTCATGTCTGTGGCACAACAGACTTGGACACATGAGTACTAAAGGAATGAAGATGCTGGTTGCAAAAGGAGCATTAGAGGGTCTGAAGTCTGTTGATATGGGTCTTTGCGAGAGCTGTGTTATGGGCAAACAGAAAAGAGTAAGCTTCACAAAGACTCCTAGAGAGCCAAAGAAAGTGCGGTTGGAAATGGTCCATACAGATGTTTGGGGACCATCTCCAGTATCATCACTTGGAGGATCCAGATTCTATGTTACCTTCATTGATGATTTCAGCAGGAAGGTATGGGTTTACTTCTTGAAGCATAAGTCAGATGTGTTTGCAACTTTCAAGAAGTGGAAAGCTGAAGTTGAGAATCAGACCGGTTTGAAAGTCAAATGCCTAAGGTCTGACAATGGAGGAGAGTATGACAAATCAGAGTTCAAGGCATTCTGTGCAGCTGAGGGAATCAGATTGATGAGAACAGTTCCTGGTAAGGCAAGGCAGAATGGAATTGCTGAGAGGATGAACAGAACATTGAATGAGCGTGCAAGGAGTATGAGGATACACTGTGGGCTGCCCAAAACACTTTGGGCGGATGCTGTGAGCACAGCTGCATACTTGATCAACAGGGGACCATCAGTTCCTTTAGGGTTCAAGATTCCAGAGGAGGTGTGGACAGGAAAAGAACTCAAGTACTCACACTTGAGGACTTTTGGTTGCACTGCTTATGTTCATGTTGATCCAGAAAAGAGAGACAAGCTTGATGCCAAGGCTGTGAAGTGTTACTTCATAGGCTATGGTTCTGATTTGTTTGGTTACAGGTTTTGGGATGACAAGAACAGAAAGATCCTGAGACATTGTGACGTGACATTTGATGAGTCTGTCCTGTACAAGGACAGAGAGCAGAAGGTTCTAGAGATTACAAAGCAAGTGGGAGTTGAGGTTGAGTTGGAGAAGAGTAACCCCAGAGATGTCGAAGCAGATACTCAACCAACTCCTACTGAAGAATCTGAAGTGGAGCAAGTTACACCTGAGCAGGTGTTAAGGAGATCATCCAGATCCATCAGGGCACCAGATAGGTATTCACCTTCATTACACTATCTATTGCTGACTGACGAGGGGGAACCAGAGTCTTTTGATGAGGCCCTACAGGTGGAGGATTCGATCAAGTGGGAGCAAGCCATGGANGATGAGATGAGGTCACTTGAGAAGAACGACACATGGGTGTTGACTGAGTTACCTGCAGGGAAGAGAGCTTTGCTGAACAAGTGGGTGTTCAGAATCAAGACTGAACCAGATGGCAAAAGAAGGTNCAAGGCTNGNTTAGTNGTTAAAGGATATTCACAAAGGAAAGGTATTGACTACGATGAAATATTCTCTCCTGTTGTGAAGNTANCCTCTATTCGAATTCTGTTGAGTATTGTTGCATCGGAGAATTTGGANCTNGAGCAAATGGATGTAAAAACAGCGTTTCTACATGGAGATCTGGACGAAGAGATCTATATGNAGCAACCGGAAGGNTTCGTGGTTCCAGGNAAGGAACACATGGTGTGCAAGCTCACCAGGAGCTTGTATGGACTAAAGCAAGCNCCAAGGCAGTGGTACAAGAAGTTTGACTCCTTCATGACCAAGAGTGGATTCTGCAAAGCTGAAAAGGATCCTTGTTGTTACTTCAAGAAATACACTGATTCATACGTCTTTCTGCTCTTGTATGTGGATGATATGTTGATTGCAGGATCTAGTATGAGGGAGATTNACAANCTGAAGANAAGGTTGTCTGCAGCGTTTGAGATGAAAGATTTGGGTCCAGCGAAGCAGATTTTGGGGATGAAGATTNCTCGGGATAGANNTGNNGGNACTTTAAATCTATCNCAGGAGAAGTACATTGAGAAGGTGCTGAGCAGATTCGGCGTNAACGATGCTAAGCCCGTGACTACNCCGCTGGCAAATCACTTCAAATTGTCAAAGGAGCGGTCGCCCAAGACTGNNGAGGAGAANGAGCACATGGCACTTGTTCCNTATGCTTCAGCNGTTGGNAGTTTGATGTATGCTATGGTCTGCACNAGACCTGATATAGCACATGCAGTCGGNGTTGTTAGCAGGTNCATGGCGAACCCGGGGAAAGAGCATTGGGAAGCTGTGAAGTGGNTTCTGAGATATCTNAGAGGTACATCCGGTACTTCGCTTCGTTTTGGCAAAGGCAAGGTGACTCTACAGGGTTTTGTGGATGCTGATCTTGGTGGGGATGTTGACTCGAGCAAGAGTACATCCGGGTACGTTTACACCGTAGGNGGANCNGTAGTGAGTTGGANGTCCAGGCTTCGGAAGTGTGTTTCTCTTTCATCTACTGAAGCTGAGTACGTGGCAATAGCTGAAGCTGGGAAAGAGATGATATGGCTGGCAGATTATCTTGAGGAATTGGGCAAGAAGCAGAGCGAGAAGATTCTTTACTCAGATAGCCAGAGTGCCATACAGTTGGCGAAAAATCCAGTCTATCATTCGAAGACAAAGCACATCAGAAGGCGATACCATTTCACTCGCAGGGCAGTGGAGGATGGTGATATGTGCTTGGAGAAGATAGAGGGTGCAAAGAACCCGGCAGACATGTTGACGAAATGTGTTGATGTTGGGAAACTGAGGTTATGCAAAACCTCGGTTGGTCTTCTGTAGTTGTTGCTACAGATGTTGCGGTGCGGTAAAGATGTTGATGATGAAGAGATTTTTTTTGAGAATGTATTTTTTGGATGACTGAGTCAGTCTCCAAGTGGGAGAATTGTTAGGTAGTGGAGCCTGATTAATTTTAGGTTTTCCTATTTATTCTCTATTTTAGGCTTTCCTATTTATTCTCTATTTTAGGTTTTCCTATTTATTCTCTGTAACCAAAAATACTCTGATTTATTAATATAAATATACCTCACCGCCGTGGAAGTTTACTCACGGGGTGTTACCACGAAATATTGGGTTTTCTCTTTCTCTCTCTAGATCTCTCATCTCTTTCTCTTGAAAGTTCTTGTGTTCTTCATTCATCTAGTGTGTGTGCGTGAATTCGATCCTAACA

>rnd-1_family-9#LTR/Gypsy ( RepeatScout Family Size = 1782 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGTATATTGAGATAGGTAATTAAATATTAGGTGTATTANATTATTTAAATTTCATTAAAGTTATGCTAATTGGAGGAATTAAGACTTACCCTTAGGTTTGAACTTTAGGAAATTGATTATAGAATTAGGTGAGTTTTTGGGTCTAGGCTAGACATAGAATAATNTGAGTGTTTATAGACTCGTTAACTTACAAATTATGCATATATATACTTGATAGATTGGAAAGGTTCGGAGGCATTGAGGAAAGGAAAGGCATTGGAGAAGTAGTTGCTTGACTTCGGTTCTTCGGTGGAGGTAGGTTATGGTTTATGCTATTTGATAGTAAACTCTTAATAGCGATTGATATGCATTGAGTGATATTGTGAAGTTTTCTATGTACTTGATTGTGTGATTGCGTGNTTTGGTTGTGTGGTTTGTGATTGGTCTGAAATCCTGAGACCGTNGAATTTATAATCTTGAACCCTCTCTATCGAAGTGATGCCTTGAATAAAGAAGGCTCGATGAAATAATATAACAATGAATTGAAAGCGGTGATANTAAACGATAAATTAATGGTATTATTGGATCGGAGTGTCACGTTCCGACACGGTATTATTGGATCGGAGTGTCACGTTCCGACACGGTATTNTTGGATCGGAGTGTCACGTTCCGACACGGTATTATTGGATCGGAGTGTCACGTTCCGACACGGTATTATNGGATCGGAGTGTCACGTTCCGACACGATAATATTAAAGGAAAGGNATGTCGAATTAACGNAAGATACTCAATCTCAAAGAACTCAATTCCCAAAATGGTNTGGTTTGGAGGCATGAGTCCTCATGTGTGATCTTGATGCCGTTGACTTAATACGTGCTTACTTTATTGTTGTTGNCANTGGTTCATGTTGTTTGTTGCTTGTCACCTGTTAAGTATTGTAGTTGATTTTATACTATTATTCANTGTATATTGGTTTCTATTTTGAGTTGGCCGATGATACCTACTCAGTACGTGTTGCCTCGTACTGACCCCTACTTGTATTTTCTTCTTTGTTNTTTTGTGGAGTGCAGCGAGCGTACCATCGACTTCGACTCGCCCTCAGCTCTAGCCAGTCTCCAGCACATCAGAGTTCAGGGTGAGCTATTANTTCTAGCTCGTGCTGGATTCTCTCGTTCACGTCTTGATGTCCTTGAATTTCGGACACGGACCATCTTTTTNCTTATTTTGGTTTCTTAAATACTCTTAGACTTAGTAATTTGAGGATAGATGTCCTTGATGTGATGACTTCCAGATTTTGGGAATGATAAGTATTAAACTTTAGAAGCTTATTTAAATTGGTTACGTTAATAAGTTTTGGATCTTCCGCATTATTTNTATTATTTATAGTTGAACTATTGGTANATGTTGGGGTTTAGATTTGTTGGTTCGCCCACCTAAGGAGGTAAGTGTGGGTGCCACTCGCGACTCGTTTTGGGTCGTGACA

>rnd-1_family-333#LTR/Gypsy ( RepeatScout Family Size = 152 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATCAGTGGTCTAGCTGATTATATAACAATTGAGGTTGAGTTGCATAATCATCCAGATTTGGCTACGGCGATGAGTTTATCTCGACTTTATGAACGCAAGGAACAACCCGTTTGTTCGCAATCGTTAGATGATTGCCAAATCCAAAACAACAAGTTTCTCGCCTCAACAACATGTCAGATTTGTGAAGAAACTGAACAGTTCTGAAATGGAGGAGAGGCGACTTAAGGGACTTTGTTTCAATTGTGATGAAACCATTCACCTGAGGTCATCGATGCAAGAAATTATTCTGGATTGACTTTATAGACGAAGTCAATCCAAGACACCAGATTTCTCACCGCATTTAGCGCTTGAGGACAAGCGCGATTTGAAGAAAGAGAGTAATTTTATCACTCCTTAGTCATCCAATAGTTACAACATTAGTTATTTCTTTTTAGCAGTAGTCATTTCCTTTTAGTAGTAGTTATTTTCCTNTAATAGTGCAGTTTTTCATTCCAGTNATGTTAGGAAGTCATGTCCTAGTTTCTAGGGGTAGTTATTTTATAAGTATTGTATTTAAACTATCTGTTTGTCTCAGNAAATNTAAGCAGAAAAGTTATTCAAGTTTTTGAGTACTTCAAACTCGAGAGATCGCAGGTTCTCTCTTAACGAACCAACACCATAGGTCGTAGGAAGAAAACATTANNTTTATATTGCAGCGTCCCATAACTAGATCCATANCNGGGGACCATAACATATTATCTCCATCTTTTTGGGTGAAAGCACAGAGAAAAATGACATTGCCGAAAAATTAACAAGGTAAACTTGTGTAGGTAAGATAATTCAAGCAAACTTGCGCATCAATATTTGAGTTAATTTCCGAGATGGTCACTCAACTAATTGTTATTATTCTCATCATCTTGTGCGAAAGCACAGAGAAAAATGACATCGCCAAAAAATTAACAAGGTAAATTTTCCATTTACTATCAAAAGAAACATCCCTTTTGAAGACAAGTCCATGTAAAATAAACCCTGGACTCCCCTTCCACCCAAGTGGTGTATTCTCTCCTTATCGANTCTATGAAAAGAGATATATCCTTAAGCAAGACGGAAGATCAATGTCCTTAAGAATTCTAAAAAGATCAATACTACTTTCTTGTTGAAAAAATTGGAATAAAGAAGAAATGGTTACCATTTGAGAAATCAACTCATCAATACTTCCCTAAAGAATTTATAAGGCTTAAGTCATNCGCGGCCCCTTAAAGTTGTCCGCATAATTCACTTAGACACCTCAACTANGACTTGTACCTATTGAACACTTATTCCAACTTGAATTTGAACCATTTGAACATTTTTTTGACAATCAGCNAAAAATATAAAA

>rnd-1_family-246#DNA/hAT-Tip100 ( RepeatScout Family Size = 262 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATAATACATAAATATGCCCTTTAACTTGGCTTCGAATCACATTTATGCCCTTCAACTTTGGGTGTGCACAAGTAGACACTTAAACTTGTATAAAGTTGAACAAATAGACACA

>rnd-1_family-403#Unknown ( RepeatScout Family Size = 108 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTTTATGACAAGGGAAACCCGCAGCCGCTACCCTTTGGGTGCGCACAGGGTAAAACCCCGCTCCTATGCAATAGCTCGCAAACCACATAGGAGAGGTAACCCGCACTAGGCAAGCCCGGTGCGACGAGCTCGACCCAGAAGGCAAACCCCTTGCTTTCGCTGGCAAGGGGTTTCGAACTTGAGACCTCCAACATGGAAGTCCCAAGCCCAAACCACTGGGCCACCCCGAAGGGT

>rnd-1_family-172#LTR/Gypsy ( RepeatScout Family Size = 421 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGATGTACCGTGGTTTCACGGTACTTTCAATGCTTTTTCCTTAAGTTTAGTGTGTGTCTAGAGCCTTTTTGTAGTAATTTTAATGTATTTTTCTCTGTGTTTGCAGGAAANCTGTCCAAAACGAAAACGCGGAAG

>rnd-1_family-117#LTR/Gypsy ( RepeatScout Family Size = 609 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACACTTTTGGTGGAGTAGAATGAAGCGTGACATTGTTGATTTTGTTGCCAAATGTCCGAACTGTCAGCAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACANTGGGTAAGTATGACTCTATTTGGGTGATTGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTCTACATCTCGGAAATCGTTCGATTGCATGGGGTTCCACTNTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCGGAATTGGGTACTAGGTTGGACCTTAGTACTGCGTTCCACCCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAAGTGTTGGAGGATATGCTTCGTGCGTGTGTGATAGAGTTTGGTGGTCATTGGGATAGCTTCTTACCCTTAGCGGAGTTTTCATACAATAATAGCTATCACTCAAGTATTGATATGGCCCCATTTGAGGCATTGTATGGGAGGAGATGTAGGTCTCCCATTGGTTGGTTTGATGCGTTCGAGGTTAGACCTTGGGGTACTGACCTTCTGAGGGANTCGNTAGANAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCTCAAAGTAGGCAGAAGGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTTATGGAGGGTGAACAAGTCTTGCTGAAGGTTTCGCCCATGAAAGGGGTGATGCGGTTTGGTAAGAGGGGTAAGCTNAGCCCGAGGTATATTGGNCCATTTGAAGTNCTTAAGCGAGTGGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTCCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATCATTCGTTGGGATTCAGTTCTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCTATTTTAGATAGAGAAGTTCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAGGTTCAATGGAAGAATCGACCGGTTGAAGAAGCCACTTGGGAGAAGGAGGCTGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTT

>rnd-1_family-105#LTR/Gypsy ( RepeatScout Family Size = 670 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCGTATTATGATGCAGACGCAGGTAACCAGGATCGACATCCAGCGCATCGTTGATCCAGTTGAGCACTTCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGACATCTTTTTATTGCTTTCTAGTTTAGTTCATTAGGATGTTGTGGGGTCTGTCCCAACATCCATCTCAGTTATTTTAGAGGCTTCATAGACAGTTAGNTAGTTCAGTAGTCTTTACTTTTCATTCTTATGTTAAAGACTTGAGTTGCCATTTTGGCCAAGTTGAATGTTTAAACTTTTAAAACATTCTAAGTTATTTTATTGTTCAGTTNAGTTAAGTTCTATCATTCTTATAANAATGATTTTTGTCTTCCGCTGAGTTAAGTAAGTCAGGCCAAGGGTTCGCTCGGGGCCAACAATGGTCNTCGAGTGCCGGTCCCGCCCAGGGTGTAGGCTCGGGGCGTGACA

>rnd-1_family-165#LTR/Gypsy ( RepeatScout Family Size = 443 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATATTGCATTTGNTTTTAAACTGCTTTATATTGAGTTAAGTTATTCATGAGTTGAGCAGAGCCAAGGTAAGTGTTCATTCTTACTCCTTTCCAAGCTTAAGTGTTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCAGTTGGCCTGCATCGTNTTATGATGCAGACGCAGGTAACCAGGATCGGCATNCAGCGCNTCGTTGATCCAGTTGAGCACTCCAGAGTCAGTTGGTGAGCCTCCTTGCATTCCGGAGGACATCTTTTTATTGCTTTCTAGTTTAGTTCATTAGGATGTTGTGGGGTCTGTCCCAACATCCATCTCAGTCANTTTAGAGGCTTCATAGACAGTTAGTAGTTCAGTTNGTNTTTATTTTCATTNTTAAG

>rnd-1_family-141#Unknown ( RepeatScout Family Size = 525 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTATTAATCATCATAACTTAGTNTAGGTCATAGGAGACTAACCCCTTGTATANTCATAGTCATTAGCTCAATAGGAATTGCATGAGAACGTCCTTTCANTACAACCCTCATATGTGAGATTAGCACATTANCATCATCATATCATAGTAAGGCACATAGGTAATTCATAACCAACCTTATATCATTACATCTTAANCATAATCTCACAATCCACATAATCAAGACATTTCAATTCATCATCATACCAACACCTACTTAATCTAATCACAAGGNATACTTCAATTGAACTTCATCACCAAGTACAAGCCATCATAATTGAAGTAAAGGTTCGAGATCACAAAGNCTTACCNANTCTCCTTCANAAGCCATCATCAATGGTCTTACCATCAACCAACCAATTTCATCCAATAATAGGCGTAATAACATCATACAATAGTAATTAACACAANAACTAAGTCAATTGCATCATCACTATCCCAATTAACATCAATTCATAACCTAGGGTTAGGGGAAATAGGGTTCATCATGAATTCTTCAAGAANTAGATCCAATCCCAACAATACATTACCCTAGTCAATCCATAAATGAATTAGAATAGATAAAACAAGTCTAACAATCAATACATTCTTCAATTCCCATCAATTCATAANCAAGATCCAAGATTTGGGGAAATTGGGGAAAGGGACATGATCNACACGAAATTNCATCAATTAACATCAATTAANCAACAATCTACACTTAATTAGTCATAGGNAATCACAATT

>rnd-1_family-62#LTR/Gypsy ( RepeatScout Family Size = 939 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACGTCAGCGGAGATGGTTGGAGCTGTTGAAGGATTATGACATGAGTGTCCNCTACCACCCNGGTAAGGCTAATGTNGTNGCNGATGCTTTGAGTCGGATGANCATGGGNAGTGTANCCCACGTTGAGGATGAGAAGAAGGAGCTAGCGAAAGATGTNCATAGACTGGCTAGATTGGGTGTGCGGTTGGNNGACTCTNCNAGTGGGGGTGTTNCGGTTCATCNTAGTTCCGAATCATCCTTGGTGGTTGAGGTCAAGAAGGGTCAACATCTTGATCCNGTGTTGATGGAGTTGAAGGANTCGGTGTTGGTAAAGNTGAATGAGTCNTTCTCCTTGGGAGGNGACGGCGTACTTAGGTACCAAGGNAGGTTGTGTGTACCNGATGTGGATGATTTGAGGACCAAGATTNTTGNAGAGGCCCATGGTTCCAGATATTCCATTCATCCGGGTTCCACCAAGATGTATCATGATCTTAAGGAGATCTATTGGTGGGATGGCATGAAGAGGGACATNGCGGAGTTTGTGGCTAAGTGTCCNAATTGCCAACAGGTTAAGGCAGAACATCTNAAGCCTGGCGGTCTNACTCAGATNATCGAGGTTCCGACTTGGAAGTGGGAGGCCATTAATATGGACTTCGTGGTTGGTCTTCCGAGGACTAGGAGGCAACATGACTCCATATGGGTTATTGTGGACAGGNTGACTAAGTCCGCCCACTTTATCCCCGTGAAGTCTACTTACACGGCCGAGGATTATGCGAGACTCTACATTGATGAGATTGTGAGNCGGCATGGGATTCCTTTGTCTATCATTTCGGATAGAGGNGCTCAGTTCACTTCNCATTTTTGGAGATCNTTCCAAAAGGGCTTGGGTACGCAGGTGAAGCTTAGTACCGCCTTTCATCCTCAGACGGATGGNCAGGCGGAGCGCACCATTCAGACCCTNGAGGACATGTTGAGAGCGTGTGTNATTGACTTCAAGGGTAGTTGGGACGACCATCTGCCTTTGATNGAGTTCTCNTATAATAATAGCTATCATTCCAGCATTNGGATGGCACCNTTTGAGGCACTGTATGGTAGGAGGTGTAGGTCTCCGGTTGGGTGGTTCGAGGTTGGAGAGTCATCCATTTTNGGTCCNGAGATCATTCATGAGGCCTTGGAGAAGGTTAGAGTGATNAGGGACAGGTTGGCTACTGCCTACAGTCGGCAAAAGTCTTATGCNGACAATAGAAAANGACCCTTAGAGTTTGANGTNGGTGACCAGGTCTATTTGAAGATNTCACCTATGAAAGGGGTGATGAGGTTTGGCAAGAAGGGGAAGTTGAGTCCGAGGTATGTNGGNCCNTATGAGATCCTGCAACGNGTNGGCGAGGTGGCCTATGAGTTGGAATTGCCTACGGAGCTAGCTTCNGTTCATCCGGTNTTTCATGTCTCTATGTTNAAGAAGTGCCTAGGTGATCCAGCGTCNATTCTNCCTGTTGAAGGTTTGGGGGTCGATGAAGACCTNTCCTATGAGGAGGTNCCNGTTGAGATCTTAGACAGACAGGTCAAGCGGCTGAGGAACAAGGAGGTTGCCNCNGTGAAGGTNTTGTGGAGGAACCATCTTGTTGAGGGTGCNACGTGGGAGGCCGAGGCCGACATGAGATCCCGCTACCCTCATCTTTTCAGCTCTTGAGGTTAGACTTCCTACTCTTAAGTCTAAGTTTCCTTATCTCTCCGTTCTTTGTTGCTATTGCTTGACTGTGCATAGTGATTATGTTATGATCTGACTGGCATTACGCTANATAGTTGGTAGTGTCATTCGGGGACGAATGTTCCTAAGGGGGGGATAATGTAACAACCCTAAAAATGAATANGCTAAGTAATGCTTAATGTGTCTAGAATGCCTACGATTAGACCGGGTTCACACGGATTGATGCGCGTAGAACCAGACCTCNGAACCCTTACTACAGCCAAGCCAACTAACTTGGGGAGTTAGTTGAGCTAGGAAAGGTTGGGTCCAGCCATGTAGGGCTCTCGAATACGAAGATTTACTCGAATGAGTCTTTACCGGACTTAAAAAGGGAAAATCTTAGGTTTGGAGGGTCTAGGGGTAAAATGGTCTTTTTCCAGGCTAAGGGTAGTATCGTAATTACCCTAAATATATAATTAATTATTTAATTAATAAGGTGGAGGGGCATTTTGGGGAGAGAGGGCCGAAATTGCCCNTTGAGCGAAGTCTTGCTCCACCCGGGTTCGAACCTAGGTGGAAGCAATGATTTAANTTGTTTTNATTTAAGTTGGTAAATTAATGTAATTAATTAATATTTA

>rnd-1_family-307#LTR/Gypsy ( RepeatScout Family Size = 174 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTATGAATGACTAATGTGATGTGCCTAGTCTAAGGGAATCCTCAAGGAGCACTAAGTGGGAGTAGTAGTATGGGATGCTACTTTCACATTGCACTTAGTGTAACTTGGGAGTTGTCTTGGAGGATGGTNCTTACGTGAAGTCCTTAATGCATGTATGT

>rnd-1_family-88#LTR/Gypsy ( RepeatScout Family Size = 753 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATAATGTAACACTTCGAAAATCCAAGACGTGTTCTAGAGCCTAACATAAGTGTCATAAGGTTTAGACACTGTTTTAAGGTCCATTTTAATGAATATAAGTCATTTAGGAAGTTTAGAAACCAAAACGTCCAAGAACGTCCATGACGTCCGGAAACTAGTTCAANGAGGTACTAGCGTGCCTTAGCCTATTTGACTAGCTTTTAGGAGTCGGAAAATGATGAAAATTGGTGGAAGGGTGTCTAACACGTGTTNGAGTTGNTTCATGGTCGAAACGTCCGGGTACGACTCCCCAAGGACCAACCAAGGGCCCTTGAGGAGGACCCTTGCATTTTGGGG

>rnd-1_family-77#LTR/Gypsy ( RepeatScout Family Size = 835 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTAATTGAATGAACTAAGTCTTCTAAAAGAACGTACTACTTAGGGTAGGTGGTGGTATGGGACGCTATCTACCCATTGCACTAGGTAGGACCTTCCGAAAGGGAAGACTTGGTGCCAAACCTTCTAAAAGAGTGTACTACTTAGGGTAGGTGGTGGTATGGGACGCCATCTACTCATTGCACTAAGTAGGCATTCCGAAAGGGAAGACTTTGGTGGTTTGTTGGGTGTCTTTTAATGTCTTGCCATTGAGTGAGGGGCTTGTTTCTCCCGAGNTGAGTAAGCCGAAANGGGTAGTCTTGAGGATCGCTTTGGTGTGTATTGAAGGAGGCGTATGCGTACTTCCTTCATGTCTTACCTTAGTGAGTCTTAGGATAATCCTGAGNTAGGGAAACTCTTACGGAAAATGAGTTCACTTT

>rnd-1_family-277#Unknown ( RepeatScout Family Size = 215 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACAACCCTAAAAATGGATATGCTAAGTAATGCTTAATGTGTCTAGAATGCCTACGATTAGACCGGGTTCACACGGATTGATGCGCGTAGAACCAGACCTCTGAACCCTTGCNACAGCCAAGCCAACTAACTTGGGGAGTTAGTTGAGCTAGGAAAGGTTGGGTCCAACCATGTAGGGCTCTCGAATACGAAGATTTACTCGAATGAGTCTTTACCGGACTTAAAAAGGGGAAATCTTAGGTTTGGAGGGTCTAGGGGTAAAATGGTCTTTTTCCAGGCTAAGGGTAGTATCGTAATTACCCTAAATATATAATTAATTATTTAATTAATAAGGTGGAGGGGCATTTTGGGGAGAGAGGGCCGAAATTGGGCTCTTGAAGCGAAGTCTTGCTCCACCCGGGTTCGAACCTAGGTGGAAGCAATGANTTAAATTGTTTTTATTTAAGTTGGTAAATTAATNTAATTAATTAATATTTATTATTTATTAGCTGATTTAAAATAAAAGGAAATCAGATTTTTAATAATTAAATAAAACCTTATTTGACTAAGTCCTAAACTAGACTCCTAAGCCTAAGAAAACTCTTCTCTCTCACGCTCATCTCTCTCTCTCACGTCTCTATCACTCTCATTCACGTTTCTCTGCCAAAATAACTCAAAAAACAGTAGGTAAACCAAAGTTCTTCACACTTGAAGAACTCACAACGAAAATATAAGAAAAACAAA

>rnd-1_family-241#LTR/Gypsy ( RepeatScout Family Size = 275 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AGGTCCCACAACAAAGCNCTACACGTCACCGTCGTATGCCGCGGAAAGGTCGTCAATCGCGTCTTGGTAGACGATGGATCCGGTCTGAACATTTGCCCGTTGTCGACGCTGAGGCAGCTAAGGTTTGACCTNGGAAAGCTGGAGCAAAACCAAGTCAACGTGAGAGCCTTCGACGGGGTGCAGAGAGACACGTTGGGAGCGGTGAACTTGACCATCCAAATGGGCCCCGCAGAGTTCGGCGCGCAGTTCCAGGTGTTGGACATCGACACCAGCTATAACCTTCTTCTGGGAAGGCCGTTCATCCACATGGCTGGAGCCGTNCCCTCTACTCTCCACCAGATGATGAAGCTCGTNTGGAAGAACGAAGAACTGGTTATTCACGGCGAAGGGAGCCACTCCGGCGGGCAGGCGCCGATCATCGACGAAGTGTCGCGAGGTACNGATTTCTACACGGTGGAGNTGGTAAATGCCACCGATGAGGACTTGGCCCCACAGNCTCCCATGCCTNCCGTGTACAAGATGATCGCCACGGTGATGCTGCAGAATGGGTTCGAGCCAGGTTTCGGATTGGGAAGGAATTCCCAAGGGATCATCGAGCCTGTTCCGGTCCTCGCCAAAGGANCAAAGTATGGTTTGGGGTACATCCCCACAGATGATGACGTGAAGATGAAGAAGAAAAATGATCAAGNATTGGCTAAGCCGATCCCGCATCTGTATCAATCCTTTCCAGTCCGGGAGTATGCCGAGCGTGANGACCTTGGGGAAGGAATCTGTGACCTTTTCGAGGAGATCGACGCCGTTATCGAGGAGGAGGTCGAGCTAGCTGGCATTCGCGATGCTGAGCCAGGGGAGATGCTGCAGAATTGGACCTCCACGCCGATCCTGATNCCCCGAACTCTTCGGTAGAAGGGCATTATTTCATGCATATTAAAATCGGTGGTCGTCCGGAAGAGGCCCGAGACCCACCATTTCTGCATTTTCTTGATTTTGAATTTTGTCGTGATGTTTAAAAGGCGACATGGCCCTGTGCCATGGCCAAAGTTTGCATTTTTTTCAATTTAAATGAAAGCCTCCTTATTTTGACTTTGTTTATTTAATTGTTTGTTATATTTTACTTTCCTAACTTTGTCTGTTTATGGTTTCAGTAACGTAAGTTACAAACCTGCCAATGTCATGTCATGTCACGAGCTAAACGAACAAAATGAGGCGGGTGACGACGAGGTTGACGANTACGAAGAAAGTGAGGAACCAGANTATGTCGCCGAAGAATTTCGGCAGTTCGAGAATCAACATAAACCGAATCTGGAGGAGACGGAAACGGTGAATTTGGGAGATCCAGAGTGTGTCAAAGAGGTCAAGATCAGCGTCCACNTGAATGAAACTCAGAGAGAGGACCTGGTTCATTTGCTTACCGAATACANNGATGTGTTCGTTTGGGANGTCGNCGACATGCCAGGGTTGAGTACCGATGTCGTATCTCATAAGCTGCCNATCGATCCGGGGTTCGATCCGGTGAAGCAGAAGACTCGGAAATTCAAGCCCGANTTGAGTTTAAAGATCAAAGAAGAGATCACCAAGCAGATNGAGTCTCGATTGGTGGAAGTGACGCAATACCCGACTTGGTTGGCCAATGTCGTTCCGGTCGCCAAGAAAGACGGAAAGATCAGGATTTGCGTCGATTACAGAGATCTCAACAAAGCTAGTCCAAAGGATAATTTTCCGTTGCCGAACATCCATATTCTGATCGACAACTGTGCTAAGCACGAGATGCAGTCATTTGTGGATTGTTACGCGGGTTATCACCAAATTCTGATGGACGAAGAAGACGCAGAAAAAACGGCTTTCATCACGCCTTGGGGCGTATATCACTACAGGGTGATGCCGTTCGGCCTCAAGAACGCCGGNGCTACCTACATGAGAGCTATGACGACCATNTTTCATGACATGATCCATAAGGAGATCGAAGTGTACGTGGACGACGTCATNATCAAGTCCCGCGAGAGTTCGGACCATTTGACGCACTTGAAGAAATTCTTTGANCGNTTGCGTCGGTACAACTTGAAGCTGAATCCCGCNAAATGTGCTTTTGGAGTNCCAGCCGGAAAGTTGTTGGGNTTCATAGTCAGCAGAAGAGGTATCGAGCTCGACCCTTCCAAGATTAAGGCAATTCAAGAGTTACCTCCNCCGAAGACGAGAAAAGAGGTGATGAGTTTCTTAGGGAGGTTNAACTACATCAGTCGGTTCATAGCTCAATCNACNGTGGTNTGTGAGCCTATCTTCAAGTTGCTGAAGAAAGACGCTCCGACNAAGTGGACCGAGGAGTGTCAGACNGCTTTCGACGCNATCAAGAACTATTTGTCNAATCCACCGGTATTGGTTCCTCCGCGAGAAGGGAGTCCNTTGTTGCTGTATTTNTCCGTCTCGGATAACGCNTTCGGATGCGTACTNGGTCAACACGACGAGACAGGGAAGAAGGAGAGGGCTATCTACTACATGAGCAAGAAGTTCACTCCGTACGAGTCTCGTTACACTCTNTTGGAGAGAACGTGTTGTGCTCTGACTTGGNTTGCCCAGAAGTTGAGACATTATTTGTCNTCNTATACTACATATCTCATTTCCAGAATGGATCCGTTGAAGTATATTTTCCAGAAAGCGATGCCGACCGGAAAGTTGGCNAAATGGCAAATGTTGTTGAGCGAGTTTGACATCGTGTATGTGACTCAGAAGGCGATAAAGGCACAAGCNTTGGCCGATCATCTTGCAGAAAATCCCGTCGACGAAGAGTACGAACCGCTCAAGACNTATTTTCACGATGAAGAAGTGTCGTTTGTGGGTGAAGATATTTCTGAAGCGTATCCNGGTTGGAGATTATTCTTTGATGGAGCGGCGAATCACCAAGGTAAAGGTATCGGAGCGGTCTTAGTGTCAGAATCCGGTCAGCACTATCCCGTGGCGGCTAAGCTCCGATTTNATTGCACGAACAACATGGCTGAGTACGAAGCTTGCATTCTCGGTTTGAAAATGGCCGTCGACATGAATGTCCACGAGTTGCTGGTTATTGGAGATTCAGACCTGTTGATTCATCAGGTTCAAGGAGAATGGGCCGCGAAGAACCCGAAGATCGTACCNTACGTGCAGTATGTGCAAAAGCTGTGCAAAAGGTTTCGCAAGATCGAGTTCAGACATACTCCCAGAATACAGAATGAATTGGCCGACGCTCTTGCCACCATCGCTTCGATGATTNAACATCCGGACACTGATTACATCGACCCTCTGGATATAGANTTGAAGGAACANCCGGTCCATTGTTCACATGTTGAAGCAGAACCAGACGGTTTGCCNTGGTATTTCGACATAAAGAAGTATTTGGAGNCTGGAGCATATCCNGAAGACGCNACATCCAATCAAAAGAAGTCGATACGTCGTATGGCTCTCAATTTCTTTCTAAGTGGAGAAGTCCTNTATAGGAGGACTCCGGATTTGGGTCTTCTAAGATGCGTCGATGCTGNNGAAGCCGCGAGGCTTATCGAACAGATACACGCTGGAGTNTGTGGCACGCACATGAACGGGCTTACTTTGGCAAGAAAGATCCTTCGAGCCGGNTATTTCTGGATGACTATGGAGAACGACTGTTGCAAATTCGTGCAAAAATGTCATAAATGTCAAGTGCACGGCGATTTGATNCGAGTGCCGCCTCACGAACTNAATGCTATGAGTTCACCTTGGCCGTTCGTAGCNTGGGGNATGGATGTCATCGGTCCGATAGAGCCAGCCGCNTCTAACGGACACAGATTCATTTTGGTTGCCATCGATTACTTCACCAAGTGGGTGGAAGCAGCCTCTTACAAGTCGGTGACCAAGAAAGTNGTGGCCGATTTTGTCCGCAACAATCTGATATGCAGATTTGGAGTNCCAGAATCCATCATTACTGATAACGGCGCAAATCTCAACAGTCACTTGATGAGAGAGATATGTGAGCAATTCAAGATTACTCACCGAAACTCAACCGCTTATCGNCCCCAAATGAACGGAGCTGTAGAGGCCGCCAATAAGAACATCAAGAAGATTCTGAGGAAGATGATTGACAANCACCGAGGTTGGCATGAGANGTTGCCNTACGCTTTGCTGGGNTATCGNACGACGGTCAGAACGTCGATTGGGGCNACTCCNTACTTGCTAGTATACGGAACAGAAGCAGTCATACCCGCCGAAGTCGAGATACCGTCNTTGAGGATCATCCAAGAAGCTGAGTTGAGTGATGCTGAATGGGTCAGCAAACGGATTGATCAGTTAGCNTTGATTGATGAGAAGAGAATGGTCGCCGTTTGTCATGGTCAGCTGTATCGACAGAGAATGACTCGCGCTTTTCACAAGAGAGTAAGAGCCAGAAATTTTGAAGTTGGTCAGTTGGTTCTNAAGCGCATTTTTCCTCATCAAGACGAGTACAAAGGAAAATTCGCGCCAAATTGGCAAGGNCCNTACATGGTTCGNAAAGTATTATCCGGAGGTGCTTTGGTCCTGTCGGAGATGGATGGCGCCGTATGGCCGAAACCNATCAACTCAGATGCTGTCAAGAGATACTACGCGTGAAGTTCGATTTGCATTTTCTGTCATTTACTTGTAATCGTTCTGTTTGCTTGTATTTGTTCGTTTGAANTCTTATCCCTCTTGTAACGAACTACGTCTGACCTGAATTCTCGAGAACGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCACCCCATTTATCCCCTTAATTATTTCTTTGTATTTGAACTACGTTCGACCTGAATTCTCAAGAATGAGATACGTAGGCGGCCTATGTCGGCCTCGGTCGGTTTCTTTGTAAATTTTATTNTTGTTAACCTTTAAGGGGAACTACGTTTGACCTGATTCCTGCCTCAACGGGATACGTAGGCGCCACAAGGGCTCGGTCATATCTCCCGTAAGATTTCTATTTCCCTTTACAATAGAAACTGGGACAGAATTTTTGAGAGGGACTCAAAAATTCTCGAGAAGAAGACTCCTCCTCAGCAAGTCAAACTGAAGATATTTCGAGATTTGCAACTGGGACAGAATTTTTGAGAGGATCTCAAAAATTCCGCGATCTGTTCGGTTACAACGGAAAGATGAGCAAGACAGTTAACTGGGACAGAAATTTTGAGGATGGCCTCAAAATTTCGGCATGGGTCTTACCTACAAGTCCGGAGTGACTCTGAAACTCA

>rnd-1_family-45#LTR/Gypsy ( RepeatScout Family Size = 1099 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACGACCCGTTTAGTCGTTTTGAGCAGCAGACTTCAATTCTGGAAAAACNGGCNGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAAATCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTGACGGAATGGCAGGACGGACCGTCACAGGCGTGACGGACCGTCACAGACCCTTCGGTGGAAATCGAGTCTCTGAACTCTGCGACGACCTGCAGGACGGACCGTCGCAGGCACGACGGCCCGTCACAGGTTGCGCAAATCCCA

>rnd-1_family-303#Unknown ( RepeatScout Family Size = 175 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGAAAATTGTATATAATAGCAAACTAATAACCTAAAATAAATGGAGTAGCTACGGTTTGATTTAATTGTGCTCCATAGCAAACGTTNGCCAAAATTTGCCAGCGTCTCTCTCCCAAAAATCTCGCTCGCCACTCTCCATTCTC

>rnd-1_family-149#LTR/Copia ( RepeatScout Family Size = 492 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AACAAATTAGAAAAGGATATTGTCAAACTTAAGGAAGAACTTGAAAAATCTCTTAAGTGGACAAAATCCTCNAAGTTGCTGTCAAATGCGACAAATCAGAGTAATTTCAATAAGAAAGGNCTAGGAAGTTTGAACATCACTCCTCCCTATAATCCTCACAGTAAGTATGTGTTTGTGTCTGACAATCTGCTNTGTCTTCATTGTGGTAAGAATGGGCATTTAAAGGGAGAGTGTGCCGGCTGGAGAAACTCNCGTGAAAGACTCTCTAATTATGCTGAAAGGCAAAANGTACCAAAAGAGAGACCTGGTCCTCCAAAACATGTTTCAACTCACAGATTTTCAAAGAAAAAATCTGTTNCTGCTCCAAAGTCCTTTGTTAGAAAGATTCAAAATCTACCCTATTGGACTAGATACAATCTGATCACTCCTTTGTCTGCCTNCTGGGAACTCAAATTGAAATGGGTTCCCAAGCCTAACAAGTGATTCTTGTTGCAGGTGAGTGAGAGGAGCAGCAGTCAATGTTGGTATATGGATAGTGGATGCTCNAAACATATGACTGGTGACGTAAAAAACTTCCTCTCACTCAAGACACTTCAAGGNGGAGGTGTCTCTTTTGGTGATGGAAAGAAGGGGTACATTTTGGGAGTTGGNAAAGTNGGAAGATCTCTTGAAGANTCAATTGACAATGTGTACCATGTGGATGGGTTGAAGTACAGTCTNCTNAGCGTGTCTCAAATNTGTGACAAAGGAAATGAGGTCAAGTTTACTTCTGAGAAGTGCACTGTGGTGAGTCTAACTACAAAGAAGGTGATTCTCACTGCACACAGAAGTAAAAACATGTATGTGGCNAACTTAGAAACGTCTCATGGAGATGACCTGACATGTCTNAGTGCTCAAAATGAAAATGCTGATCTNTGGCATCGNAGGCTGGGNCATGTGAGCTCATCTTTATTGAACAAACTGATTTCTAAGGACCTGGTCCGAGGTTTGCCAAAGNTGAAGTTCGNTGAAAACAAAATNTGTGAAGCNTGTGTTAAAGGGAAACAAATCAGATCATCCTTCAAGCCNAAGAAGCAGGTAACATCATCAAGAACCTTAGAGCTGCTTCACATGGACTTGTGTGGACCCTTGAAGGTTCAAAGCAGAAGTGGNAAGAAATACATTTTGGTGATNGTTGATGACTACTCAAGGTACACNTGGACGAGATTCCTGAGATCAAAGGNNGANACANCTGANGAGCTGGTGGTGTTTTTCAAAATGATTCAAACNAAATTGAATCAAGTCGTTTGCGGCATTAGATCTGATCATGGNACTGAGTTTGAAAACTCAAAATTNGATAGATTCTGCGCGGAAAATGGTACGAGTCACAACTTTTCTGCTCCAAGAACTCCTCAACAAAATGGAGTGGTGGAAAGAAAAAACAGAACCTTGGTGAACATTGCCAGAACCATGATTATTGAGTCAAATCTTCCTCAAAGTTTCTGGGCTGAAGCNGTCAACACNGCATGTCATGTTACCAACAGGTGTCTGATAAGANCTNTNTTGAANAAGACTCCCTATGAACTGCTNAACGACAGAAAGCCNACGCTGAGCTATCTTAGAGCNTTTGGATGCAAATGTTTTGTGCTGAACAATGGNAAGGACGATCTGGGAAAATTTGATCCCAGAAGTGACGAAGGAGTNTTTGTNGGATATTCTTCATCAAGCAAAGCNTACAGAGTNTTCAACAAAAGAACTCAATGCGTTGAAGAAAGCGTTCATGTTGTNTTTGATGAAAATGGAAGCTTGAAGAATGATGGATCAAATGATGATGATGATGTGNTCAAGCTGTTCAATTCACAGAAGATTGAAGGAANTGAAGCTGATGCAGATCAACAGCTGAANAATGACTGTGATGATCANAATCATAGTCTACCTGAAGAGGCTGATGAGGTTGAAAAGCGTGATGAGGTACCTGGTACTACTCNGAATTCCAGCCAGAGTACATCAGACTCCCCAGAAAATGATGTCACTCCTGATGAAGAAGAACATGCTGATCAGCCGAATCAGTCTGCTNCGAGGTCAGGATGGAAGCATAGTTCATCACATCCTCTTGATAATCTCATTTCTCCCTTGAATTCTGGAATTCANACTAGATCAAAAACAAGAAATCTAGTTGCATTCTCAGCATTCATATCATCCATTGAGCCTAAGAATGTNAAAGAAGCATTAGGTGATGCAGACTGGATNAACTCTATGCAAGAAGAACTTCATCAGTTTGAAAGAAGCAAGGTATGGTACCTGGTTCCTCGACCTGNAGGCAGAACAGTNATAGGAACCAGATGGGTNTTCAGAAACAAGCTCGATGAAAATGGAGTNATTACTAGAAACAAATCCAGGTTGGTGGTTCAAGGATACAATCAAGAAGAAGGNATNGACTATGATGAGACTTTTGCNCCTGTTGCNAGAATGGAGGCTATTAGAATTTTAATNGCTTTTGCTGCNTTCATGGGGTTCAAGCTGTNTCAAATGGATGTNAAAAGTGCNTTTCTGAATGGAGATCTNAAAGAGGAGGTNTATGTNAAGCAACCTCCTGGTTTTGAAGATGCAGAGCTACCAAATCATGTGTTCAAACTGAATAAGGCNCTGTACGGNCTGAAACAAGCTCCAAGAGCNTGGTATGAAAGATTGTCAAAGTTTCTNCTGAAAAATGGTTTCAAAAGAGGNAAAATNGACAATACTTTGTTCTTACTAAAAAGAGAACAAGAATTGCTCATCGTTCAAGTNTATGTGGATGATATNATTTTTGGAGCTACTTCAGAACATCTGTGCGAAGAATTCTCATCATTGATGGGAAGCGAGTTCGAGATGAGCATGATGGGTGAACTGACATTCTTCCTNGGNCTNCAAATCAAGCAATCATCAAATGGAACTTCAATNTGTCAGGAGAAGTACATCAAGGAGCTNCTGAAGAAATTCGATATGNTNGATTCCAAGCCTATTGACACTCCTATGGGAACAAATTCCAAGATGATAGTAGANGAANCTGATCCNCTTGTGAATNAGACAATGTATAGAGGAATCATTGGATCCTTGCTGTATCTNACTGCNAGCAGGCCCGATATTGTTTACAGTGTTGGAATGTGTGCCAGGTTTCAAGCATGTCCTCGNGANTCACATCTGAAGGCTGCAAAACGNATTCTNAGATACTTGAAGAAAACAGGGGACCTGGTTCTNTTCTATCCAGCAGGTGACACTTTTGATCTGGTTGGTTTTGCNGATGCTGATTNTGCAGGTTATCAAGTTGACAGGAAGAGCACTTCTGGAATGGCTCATTTCCTTGGATCATCACTTATCTCTTGGGGAACCAAGAAGCAGAATTCTGTNGCTCTNTCNACTGCCGAAGCNGAATATGTAGCNGCTGCAGCNTGTTGTNCTCAACTNTTGTGGATCAGGCAACACTTGGAAGATTTTGGGATNCACATCAAAGCGATTCCTCTTATGTGTGACAACACTAGTGCCGTTAGTATGGNAAAGAATCCAGTTCANCATAAGAGAACNAAGCACATTGACGTTAGACATCATTTTCTGAGAGATAATGTTGAGAAGGGAAATATTGTGCTTACATATTGTCCGACGGAGGANCAAATTGCAGACATCTTCACCAAGGCTCTCAGCAAGGATCAATTTGAGAGAAATAGGTTGAAGTTGGGNATGTTGATCTCCAAGTGATGCTTTTAGCTTCCAACAGTTGAACTCCCTTGATGGCTAAAATTGCAGTGCAGGTATCCTTTGTGTGAATNTTAAATATCTGAACAAGATCACTTTTTGTACCTTTTGTAGGTATACTCTCAGTAAGGACCTGCTCAGCAAAAGAAGAGGCTAGAACAATTGAGGAATGAAGTTAAACTNTGTTATGGTACCTGGTNCCTGTCCAGGTTAGCATTTNTACATTAANTTTAAACTGAAAAATATGACCGTTGATAATGCCACGTGTCAGTCATCGGTCACTCTGACCGATTAGTCCCATCGCTTCTCCCTCAAGCGACGCATCTAATCAAGGACCTGGCACCNTTTCACTTCTTTTAAAAACCCTTTTCTTCTTGAAACTCTCATCCGTCTCTTAAACTTT

>rnd-1_family-210#LTR/Copia ( RepeatScout Family Size = 334 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTCAGGGCCCCTGTGAGCATGGTCTGTACGTTCTTCCTGGCACAAGTTCGTCTGCCCACCCAGTTTCAGAAAGCGTTCCTGTGGCTCCGGTGGCTCTTTCGGCTGATGGCCACAGTCTGTTGTGGCACAGTCGTCTGGGTCACCCGTCTACTCAAATAATAAATTCTTTAATGTCTCAATTAGGTTTTTCTTCCATTCATGTAAACAATTGTGACTCCTGTTCAATTGCTAAATCTCATAAATTACCTTTTACTTTATCTGAGAAGCGTACAACTGCACCTTTTCAACTTATTCATTCTGACCTATGGGGTCCTACTGCTGTTCCTTCATTTGCTGGTTTTCGCTATTATATTTGTTTTGTGGATGATTTTACAAAATACACTTGGTTGTACCCACTAAAACACAAATCACAGGCATACACCACCTTTGTCACTTTTGAAAAAATGGTCAAAACACAATTCAATTCTCATGTTAAACTTTTTCGAAGTGACAATGGAAAGGAATATGTAAATAACATCTTTGGCCAGTTTCTGCAATCCCTGGGAATTATACATCAAACCTCCTGTCCATACACTCCCGAACAGAATGGGGTGGCTGAGCGTAAGCATCGCCATCTCATTGAAACGGTGGTTACTCTTCTACATCAATCTCATCTCCCTGTCTCCTTTTGGGTAGAAGCTCTAGCCACCGCAAACTACCTCATTAACAGAATGCCCAGTCACACCCTCTCCAACAAATCACCCTATCAACTCCTTTACCAAGAACTTCCCAATTATACCAACCTCCGCGTCTTTGGGTGTCTTGCCTACCCTTGGCTACGCCCTCATATTACTCACAAATTACAACCCCGATCCCGTCCTTGTATTTTTTTGGGCTATCATCCTACCTCCAAGGGTTATCGCTGTCTTGACCCACAAACTCATAAAGTCTACATATCTCGTCATGTCAAATTTGTCGAAAATGAGTTTCCCTACGAGTCTATTTCCTCCTCCACAAATACATCATTCATTGGCGTCCTTCCCCTTTTTCCAACATACTCACAGGGTCCCTCACCACCTTCCCCCACACCTCCACCCACTACCCAACCACCCCTCATCACCCCTTCGACCGTCACCCACAATACACCCGCAACCACCACCCACACTCACAACCAACCCGAACCACCCCATACCCACAACATCTCCAGCCCGATCCGTTTTGGGTCCTTCCCGGCCACCCCCGAATCACCACCGCCCGTGCCACCCCCCAATACTCATCCCATGTTAACCCGTGGCAAAGCCGGTATCTTTAAACCCAAAACCTTTCAGGCTACCATACTACCAAATACACCCCTTCCCGATAGTGAACCAACAACCTACTCTGTTGCCTCAAAAAATGCTTATTGGCGTCATGCTATGGATGACGAGTTTAAGGCTTTGACTGATCAGAAAACTTGGGTTCTTGTACCTAAGCCCCATGGGCGGCACCCAGTGGGCTGTAAATGGGTGTACAAAATTAAACACAATGCAGATGGCAGTATTTCCAGGTACAAGGCTCGTTTGGTTGCTAAAGGCTACAATCAGGAGTATGGGCTTGATTACTCCGAGACATTCAGTCCTGTTATTCGGCAGGAAACCATTCGCCTGGTACTGTCACTCGCCGTGCGCAACAATTGGCTCATCAATCAGTTGGATGTTTCCAATGCTTTTCTTCATGGCATGCTTGATGAAACTATCTACATGACGCAACCACCGGGCTATGTTGATCCCCGCTTCCCTCAACATGTTTGCAAACTCCAGAAGTCTCTGTATGGGCTCAAGCAAGCCCCCCGTGCTTGGTACACACGTCTGAAAACGTTCCTCCAGGGACTCGGCTTCACGTGTTGCGTACACGACACGAGTCTGTTTACTCGACATTCAGCACACGGTACAGTCATTCTTCTTGTCTATGTAGATGATATCATTATTACAGGCTCTACTGCAGCTCTCATTCAGGATGTCACTCGAGCTATGCATACTACCTTCAAAATGAAGGACCTTGGCCCGTTACATTATTTTCTGGGAATGGAGGTTTCTCGGACAGGCAGCGGCTTGTTTCTTCATCAGTCAAAATATGCTCGAGATCTGTTGCAGAAAGCTGGACTGGAAAAATGCACCAGTCAACCAACACCGATGGCAGTCTCTTCGTCTACGAATGGAGCCGACACCCCCTTTGCCGATATCACCCACTTCCGCAGCCTCATTGGGGCTCTACAGTATCTGGCCATTACCCGTCCTGACATCCAGTTTGCTGTCAACCGAGTTGCTCAGCGCATGCATCAACCAAGTGAACATGATTACCATTGTCTAAAACGCATTCTCAGGTACATTTTTGGCACTCTTGGTCGTGGTTTACTCATTCGACCCGGGGACTTGGAGCTTCGGGGTTTCTCAGATTCAGATTGGGCGAATGATAAAAATGACAGAAAATCTACATCGGGGTTTCTCGTTTTTTTGGGGCCGAACCTGATCTCCTGGTGTACAAAAAAACAACCCAAGGTCTCTCGGTCCTCGACTGAAGCTGAATACCGCGCCCTTGCTCTTCTCGCTGCTGAGACCATGTGGGTCACATATATTCTTCGCGAACTCCGCGCCACTCACACTGTTCCTGCTCTCTATTGTGACAACAAATCAACCATCTGTGTGGCCAAGAATTCCGTCCTACACACCAGAATGAAGCATGTTGATACCGATTGTCTCTTTGTTCGCGATGAAGTTCAGGCCGGCACCATGACTGTGCAGTATGTACCCACTGAAGAACAACCGGCTGATATTCTCACCAAGCCTCTCCCGAGCCGACAGCACGATTACCTCAGTTCCAAGCTTCCGTTCGCTTCCGCTCAGCTCAGCTTGAGGGGGGATAATAACAGATAGTATTAAATAAATAGTATTAAATAATATTAGTATTTACTGTGTACTAATCCTAGTCCTATTAGGATTAGTACTCCTTAATCCTAGTCCTATTAGGATTAGTACTCCTTCCTATATCTCCTATATATATCTCCCATGTATTCCCTTATTAGGTTAACACTTCAATACAATCAATATTCCTTCA

>rnd-1_family-208#LTR/Gypsy ( RepeatScout Family Size = 342 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GTGTGGTAAGTGTGGCCGTTCGCATGGAGGTGAGTGCNTGGTAGGNACTAATGCCTGCTNTGGNTGCGGCAAGAGTGGNCACATGGTNAGGGACTGCCCANACGTGAGGAGTCAGGCNAGGGNAGATGCTCAGCCTCGGCCTAATCCTACTGCTGCAGCCGAGCCTCCNAAGAGGAACCGNTTCTATGCTCTNAAAGGTAGGGAGGAGCAAGAGAAGTCCGCCGATGTGGTCACCGGTATGTTGCAAGTNTTCTCTNTTNNTGTNTATGCNTTACTTGATCCAGGNTCTACTTTGTCNTTTGTNACTCCTTTAGTAGCTANNAANTTTGACGTACTTCCCGANATCTTGCATGAACCTTTTNTGGTTAGTACTCCCGTAGGAGACGACGTTAGAGCCGAAAGAGTATATAGAGA

>rnd-1_family-146#LTR/Gypsy ( RepeatScout Family Size = 518 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ATGGACAGGTTGAGTAAGGCATGCTGGTTCNCAAAGATTGATCTNAGGTCGGGNTATCGTCAGNTTAGGATAGCAGAGGGTGACGTNCCAAAGACGGCNTTCGGAACTAGATATGGTCATTATGAGTTCCTNGTGATGTCNTTCGGGCTNACTAATGCCCCNGCGGCGTTTATGCGACTTGATGAATAANGTATTGTTCGACTATCTTGATNNNTTCGTCGTTGTNTTCATNGATGATATTNTCGTNTATAGTCGAACATTGGAGGAACATGTNAATCACTTGAGGATNGTNCTGNANNNGTTGAGAAAATACACGCTTTATGCCAAGTTNNNAAAGTGTGAGTTTTGGCTCAACANGAGATGNNATTCTTGGGGCATGTTGTTAGTAAGGACGGAGTTNGAGTGGATCCTAAGAAAGTGCAGGCNATTGNNGATTGGCAGGCACCTCGTCACGTGAAGGATTTGAGGTCGTTTCTTGGCTTGGCTAGCTATTATCGAAGGTTCGTTGNTGGTTNCTCNANNANNGCAGCGCCNTTGACAGATTTGTCGAAGAAGGATGCGANATGGGTTTGGTCCGANGAGTGTGANGAAGCATTTCAGAATCTNAAGACTGCTATTGCATCTGAACCNATACTCAAATTGCCCGATTTCGAGTTACCATTTGAAGTGCACACTGATGCGTCAGACAAGGCGATTGGTGGCGTGTTAGTGCAGGAAGGNCATCCAGTGGCCTTCGAAAGTAGGAAATTGAATGATGCCGAACGGAGATACTCGACGCATGANAAAGAAATGGTTGCGGTGGTACACTGTTTGCAGGTTTGGAGAGNTTATCTNTTGGGTACTCGATTTGTGGTAAGAACTGATAATGTAGCAAATACATTCTTCAAGACGCAGAAAAAGTTGAGTCCTAAACAAGCACGGTGGCAAGAATTCCTGGCAGAATATGATTTCATGTGGGAACATAAGCCAGGAAAACGCAACCAGGTTGCCGATGCGCTGAGTAGAAAAGAAGTGTTTGTTGCAGTATATTCAATTTCAAAACTTGAAACTGATTTCTATGATAGAATCAGGTTGTGTGCTGCAAATGATTCATTATATGTTAAATGGATGGGTCAAGTGCAAGATGGCACAATGAGACGGTATTGGATCGAGGACGATCTGCTCTATTTTAAAGGGGGGAGAATCGTTGTACCAAATCAGGGCGGATTGCGCAAAGACTTNATGAAAGAGGCGCATGATTCTGCTTGGGCTGGACATCCGGGCGTTGAAAGGATGTTAGCCTTACTGTCTCGTGTTTATTTTTGGCCGAAGATGGAAGACGATATAGAGGCGTACGTNAAGACTTGTCATGTTTGTCAAGTNGACAAGACNGAACGTAAGAAGGAAGCAGGTTTGCTGCAGCCTTTGCCTGTTCCTGAAAGGCCGTGGCTATCGGTAAGCATGGATTTCATTTCTGGATTCCCTAAGGTAGATGGCAAAGCATCTATCATGGTGGTAGTTGACAGGTTTTCGAAATATTCTGTTTTTATTGCTGCACCTGAATTATGCTCATCTGAAGTTGCTGCTGATTTGTTCTATAAACATGTGGTTAAGTACTTTGGTGTTCCGGCTGACATCGTGAGTGATAGAGATACAAGGTTCACNGGTAGGTTTTGGACAGCNTTGTTCAATATGATGGGAACTGAATTAAAATTTTCTACTGCAAATCATCCACAAACAGATGGACAGACGGAAAGAATTAATCACTTGTTGGAAGAATACTTGAGGCACTATGTGACGGCAAGTCAACGGAATTGGGTNGCATTGTTAGACACTGCGCAGTTTTGCTATAATCTGCACAAGTCGTCTGCAACAGAAATGAGCCCTTTTGAAATCGTTTTAGGCAAACAGCCTATGACGCCACTAGATGTTGCCAAATCTAAAAATCAGGGAAAGTGTCCAGCAGCATACAGGGTTGCAAGGGACAGACTTGAAATGTTATCTGAGGCACAGGATAGCTTGCGCAAGGCTCAGCGGCGCATGAAGAAGTATGCTGATCAACATCGTCGCTCAGTTGAGTTCAATGTGGGTGACAAGGTGTTGCTGAAACTTACCCCACAAATCTGGAAACAGATTGTAAGTAAGACCAGACATCGGGGTTTGATTCCTAAGTATGATGGTCCATTCGAAGTGGTGAAACGAGTGGGCGAAGTTGCTTATAGGTTGAAGCTGCCAGAAAGGTTGAAAATTCATCCCACTTTCCATGTGAGTTTCTTGAAACCTTACTTTGCAGACGCAGATGATCCGGACAGGAACAGGTCAAAGAGGGCTCCTCCATCAGTACCTACACAGTATGATGCTGAAATTGAGAAGATCCTTGATCACCGGGTTTTGGGCACGAGTAAGAAGAATACTAAGACAGAATTCTTGGTTCATTGGAAAGGCAAGAGTGCAGCNGATGCAGTTTGGGAGAAGGCGAAAGACTTATGGCAGTTTGATGCTCAAATCGATGACTATCTCAAAACAGTCTCGATGAGGACATCGAGTTCAAGTGGTGCGGGTGGTCTGTTAGACCCGCAAACTACTTGATCTAACTACGTGCAGACATGTCAAGGACTTGGGCATTGGTCTTGGCATGGATGANGGCAAAACAGTGCAACACAGGTTCAAGGTGCTTGGGTGTTGGCAAGGCAGCTTGAACGTGCAAGGCTTACGTGCGGGCTAAGGGCATCGGCAAGGCAGCGTGTTGGCTTGACGAGGCAAGGCTGTGAAGACTTGACGATGGCAAAGACAAAGGCAGTTCACNCGAATTGCTGAAATAAAACTAAGTGTTGGAGGACAGCTAAAATATTCTAAGTGTTGGAAGCTGGCTGAAATATTCTAAGTGTTGGAATG

>rnd-1_family-153#LTR/Gypsy ( RepeatScout Family Size = 479 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCATGGTAGCTTAGGGTTGAGGATTCATGCTCCCCTATGGNTAGCTTGCATCTACATGATTGGTTGCATGGTGGTTAGGATGGTTGTATCCTTCCTTAGTTAGCTTGGTTNGTATGATAAGATGTTTTCCATGGTAGTTAGGTCTATTATGATAGTATGTTANTCTTAATAGACNAGGATGAAAGATAGTTTAGCTTGAGTAGGNTAGCCTAGAGAAGTACTTAGTGTGGATGGTAGTATGGGATGCCATTCATACATGGCACAAGTATGACTTGAAGCTACCTATGANATGACCNCTATGATATGTATGCTTAGCTTGGGTAGTGGCTATAGTTGCCTTCCATGATATGATTGACTTAAGATGATAGTTCCTTGTCAATATGAAGTAGGTCTACTAGAGACTCCTAAACTAAAATGAAAGNGAATAGGGTGACTTCAAGATATGCTTAGTGTGTGAGGTAGNATGGGATGCCTCACATGCATTGCACAAGTGTGCTTTGAGGTGGCCTAGGGGCATAGTGCTCATATGTTATGANGAACTTAAGGTCTTAATTATGAAAGTGGACTATGATCAAGAATGACCAAAGAGAGGTACTTAGCTTTGGTAGTAGTATGGGATGCTACCTTAGCCTTGCACAAGTATACTTGGAGGTGGCTTGTGAAGTAGTTCATTTGAGTAAGAAGGACAATGAGTTAAGTATGAACTCTTATATGCTTTATGATGCTTTATTATGCTTATGATATTCATGTTATGCTTATGTCTTTATCTCTTATGATTATGTCTATTGTTGACTAACCCTTTGAGATATCTTATGATTTGGTATGATAGTTTCCATACTTAGTACATTTCGTACTAACGCATATTGCCTACATTCTAATCCAATGTAGGGTCTTGAGGAGATTGAGTTGCTTTGAAGGGTAGAGTTTCCAAGGCTTTCAAGAAGTGAAGATTGGTGAGTCCTCATAGCATCCGAGGACANCACTCCTATGTTGTCTTTTATGTTCTTTTNTATTTTAGACTTTTATGGGCTGCGNCCCAAGACTATTGTACTCATGATGTCATAGATGGTTTTTGAGACATATGTTAGAA

>rnd-1_family-173#Unknown ( RepeatScout Family Size = 420 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

ACACTTGTACTAAGTATGGGTGTATGCACACATACACATAAGGACTATGCATGATCAAGGAAAGCTCTTCCTATAACAACATGCCATTTCTGGAAAGTGAAGTCACTAGACTTTCCTAATTCGTTATTTGTGAATCGTGGTATGAATATGACGTATTTTAATGCATTCAAAGCACACAACTCATTTTCTATATGAACACAAGACCTTAGAATCATGAACATAATTTTAGAACAACTCGAGCGAAAATTTAANANTTTTGCTCCCTTAGGCCGAGAGCTCCTCTCCCNACACTTAGTTTATTTTTCAGTCTTTTTCTTCTTNTTGTTGTGTAGTTCAATGATCTCCTTTGATCCTATGTTTTACTTACAAGTGCAATGATTCATTGTAGTCCCATACCTACAATGAATCGAGTAAGTAATCCAAAAGACTAAGGAAATGATTTGACTACCCTACNACGAGTTATTCTTTCCATTCTTGTTAAATTGGGCATGAAGTCTTTATAAGCCAATCTTTATTGGCTATGCCCATTATTTGATCATTTGCATAATATAAAGATGTTGGGGCATATATTCATACTCCAATTGATGAGTCATTATGTTTTGCTCCCTTTATTGGCATA

>rnd-1_family-164#LTR/Gypsy ( RepeatScout Family Size = 447 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAACCTCCATTGGAGGCGAAGCTCAAGAACAAGCTAGGAGNTGGATTCTCGGATTTCTTCTCAAATTTTCGTGGGTTTTTAATNTATAAGGTATGGTGATCCTTCATCCTTAGNTAACCTTTCATCTAAGGAGTTCTTTCAAAGGTTTTCAAAGATGAATTCTAAGTCAAANTTCCTATCTTTCAATCTAGCCATGGGTTCNTTNTCAAANTGATTTCAAAAGCATTCTAATGATGAATTNATGNTTATNTACTGATTTTAANATGAATTTCAATCCAATTNCATGAAGAACCCATGATCCTCCTAATTTCTCGANTTAGCCTATAATGTGGGTCTTGTGATCTTGATTNNATGTTGATTGAATTATGATTCGATTATGTTGAATTGCTTATTTCTACTGCTTTNTATGTNAATTGATNATGAATTGTTGAGGATTGATCAATGATGATCATTAGCTTGGAGATTTGGTAAGTTGACCTATTTCCTCTAATTAGCTTAGAATGTATATTGAATTGTGTTGATTGGTATGGTCCACTTATGGTGGCGGTGTTTACATTCTTGTACATNTTTATGTGTTATGATCATGGCCTTGAAGGCATTAGATGCAAGATGAATTGATATGATGATTCCATGTTTAGGAAGTTGAAGGATTTAGCCTTGATTCTAATATCATGTTCTAAGTGAATTGATG

>rnd-1_family-42#LTR/Gypsy ( RepeatScout Family Size = 1142 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTAAATTCTATATGTGATTTTATATGATGTTTGGCCTTTGAATATGTTTATATGAAGTATGTGAATGATATAAATGCTATTGTATAAAGGTTTTATGAAGATTTACTCAAAAGGCATGAAGTATGATTTCAAGAAAATGTCCCTTTTAAATGCATGTTTTTGCATGGTTGCCATACTTAGTGCATTCTTGTACTAATCCCATTCTTCTCTACTTTTTACACAAAGTGTAGGTTATGGATGCTTAAAGGATGTCTTGAATGGTGAGGAGCTTGATAGGTGATTCCCAAGCTCAAGGAAAGGAATCCTTAAGTCCAAGGATNTCCTAATGTGTATTTATTGTAAAGTCTTTAAATATTGTATAGTTATGTATTATGTCTTAAGGGTCGTGTCCCTAATGTACTCTAATGNTGTTGAGTCTAAGATGGCAAAGAGACTTAGAGTCTAAATATGTATTATGACTTATATTTTATATATATATGAAGTGAAGTTTCTAGCATATGATGTGCTATGAAAAGTTTTAAATTTTCCGCTAAATTTACTATGNCAATGCGATGAATGATAACTATGGGCTTGTATAAGACCTCCGAGAGGTCAAGTACGCCATGTTACTTCTAGGGGGTGCTCCCCGGNCGTGACAAACGTGGTATCAGAGCATGAGGTTTATAAAAGTGGTTTAGGGTCCAAGAAGTCTCATATTGCCACGTCTAGTAGAGTCTCGTATCATCGGTGGTGAGTCGCGACACATCAAATGGTACGAGAGGCTATAGGACGATAGAGTTTCCCTTCTTCATCATTCTCATGTCGTGCCATAGAACTTAACTCTATAAGATCTCTCTCTTATGTTTTCTTGTCCGGTGGTCTTTTAGATGTGATTGCTTGGATGAGATTGTATCTCTATGCTTGAGGGAGAAAAGGTGAGTTTTGATGCTTATCTTGGTTTTATGGTTTGATGAGTATGTGTGAAGGTGAATTTTTGCATGTTTTGATGATGT

>rnd-1_family-37#LTR/Gypsy ( RepeatScout Family Size = 1178 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAATAAAAGTGTAAGTGTTGTCCAAGGGATTCGAAATCGGGTTCCCTTGCCCAAATTCCGTATTGACACATAAGTCATACGTGAAGTAAATATTCAAAATGAATGCTGCCTCCANAGATCGAAATCGATATCTTGGCATACCTACAAGATGCATAAGTCTTGTACCACATAATCTTGGGTAAACATGAATCACTTAGACGAACTATGAATGAAGCCTCATGGCTTGTATGTGTGGACTCATAAGTCTAGCATACGTTTAAAAGTAAGTGAACCTAAGATGTATGTAATGAAATGATGAAACCCTAGAAGGGTTAAGTAAGAGTGTGAAACACACTAAATGGCCAAGTGCATTGGCATATGATGAAATGAACATTCACGTAAAAAGGGGTGAGTAATTATGAAGAGCAAATGTGCTAATGTTAATGAATGTGGTGACAACATGATATGAGGCTAATGTAAAAGATGAGAGCAATCTCAAATGAGCCTAAGTAAATGTTACCAAAACGTACTCACCTATGAGAGTGTAAAGTTAATGAAGAGACCAGTCTCTATGAACACTCTAATGAAAGTATTGAGATTAACACACTTAATACTAATGATGAGATGAGAAATCATCTATTGAGCTATGATGTCCTCATACTAGAAGCCAGCTTCCATGACGTATGAGTTGAATGTAATGGAACTTTATACTGAGCACCGATAGGCTAGCTATGAGCGGTGATGCCTTCTTTCGGGAAGGGCGGAGGTTCACGTAACTCTCATGAGATGAGACTGTCCGGCATGCCGGGTATGGGTCTCCTTATATCTCCTAGTCTTCGAACCTATACTGCCAATATAGGGATCTGGCGGGGTTCAATTCCCATGTACGCTAGCATGTTTTGGGTCACTTTGGCCGGTGATTCCACCTCTTTTCGGTGTGGGGGAGACACTGGATTTCATGATGCTCACATGATCTATGTCGGTTAAAGTTAAAGTTCCCAATGAATGAATGAGGCCAGCCTCAAATGATGCACATAATGAAATGAATGATACCAAAGGTGTTAGGATAGGATAATCAAGAGGTGAGCTAGACTCAAGTAATGACACTAGGTCATTCTTGGTCATTGCACAGCGAACCCGATGAAAGTCTTAAACTACATCCTAGGTATAGCTGGTGTTTACACTAGCCTATGAATGAAATGAAATGAAGTACGTATGAATGAATGAAGCAGACTCTGTGTTTGCTAAAGAAGGCTCCCTAGTTGAGGTCCCATATGTTGAGCCCTCATTTTGGGAAGTCTTAATGTCAAGTCCATGATTCCAAGGTCTCATGGCATATGAATGAATGATATGAAAGACGTTATGTGCTATGTGCAATATGTTATGTGCTATGTGCAAGATGTTATGTGTTGTGTGCAATATGATAAGTATGATGATGCATGTTACTCTCATGGCATGACTTTCCTAATCCAAATTTGGAAAGTTCACTAACTTTCCTAATCCNAATTTGGCAAGTCCACTGACTTGACTTTCCATAATCATGTTGTTAGGAAAGAGCTATTCTTNCTCATGCATGTCCTTGGTGTGTGCTTGCATATACCCATACTTAGTACAAGTGTGTACTAACCCCATACA

>rnd-1_family-205#LTR/Gypsy ( RepeatScout Family Size = 347 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAATTCAAGGTAGAGTTAAGAGTTAAGTTTTGAGAGTTCTTTCGAACGTTTTGAGAAAGTCCCTTCGAGTCCTTTTGAGGAGTCTTCTACAACTTCTAGTAACTTGTTTCAAGACTCGAGCAAGTGAGTATGAGAGTGAGGAGAATGTATTCATGAGTCTACNTTATCATCGTGAGATCCTTCATATCATGAACCATAACTCTTGAATTCATAATTCACATTCAAGAGAGAGTTAAGAGTAGAGTTCAAGAAAGCCTTTGAGTTCAATTGTGAATCCTTTGAGATCAACTATCGATTTGAACTAAGTTTTGAGGAAGTAAGTANGAGAATGAGAAGAGTCGTATACATGAGTTCCATATNGTTATNTAGACCTTGAGTCGAGTCGTTCATGCCCATAATTCCGCATGAACTCCATAAGTTGAGTATCNTTGAGAGGAGTAGTATCTTCAAGTTCTAAGTCTTGAGTATTGAGTTCCTAATCCTTTTGAGATTATATTTCTAATCATGGGACTATTACATGTTACCCATGAAGTCCTTGAGTTGAGTTGTTCATGCCCATAATTCCGCATGAACCCTATGAGTCGAGCANTCTTGAGATGAGAAGTATCTTTGAGTCCTTGAGTTGAGTAGTTCATGCTCATAATTCCGCATGAACCCTCCGAGTTGAGCATTCTTGA

>rnd-1_family-5#LTR/Gypsy ( RepeatScout Family Size = 2077 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GAGATTCTTGCAAGTGATTTTTGGTGATTAATCAAGCGAACTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTACATGAATTCTTATTTAATATATTTGAATATTGTGNTTATGGCTATGAGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCAAATAATGAGATAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTAATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGGATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAGATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTGATTAATTGATTAAAATCCAACATTCGAAGCTGTTAAGTGTCTCTTTCAANTTCGTTAGTTATTTTCACTCATTTAGAAATAGAAACCCCCCTTTTATGTTTTTACTTTCCAAGGAAGTCATCGACCGAACAATAGTAATAACAGGTTGAAGTTAAGTCTAGACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTATTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAATNTAGCTTTTAGATTAACTTGAACTTATTACTATAGTTTAGTTGATATTTTCTTGATTTTACTTTGTTTTATTGTTTTTGATTTCCTTTCAGAACTATCCTCCTTGTATGCCAAATACACGGAGAGGAAGAGAACCCTTGTTTCCCTACGATCACGAGTTAGAGCGTACACTGCGCAATATGAATCGAAACTTGGGAATNAATGATGATGATCCGAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGNTGTTACCCGATGCTCCGGGTGAACACCAACAGAGGGGACAAAATCCCGCTCCACGGCCCCAAGCATACTACAGAGGCTATGATAACATAGCAGACTCNGATGGGCCACTTGTCTTGCCCCCTCTACCCACAGGCCACACCTTTGTGGTAACTAGTAGCCTGATGCAAATGCTCACTGCCAGAGGTTTGTTTTCAGGGCTACCTTCTGAGGATCCACATGCCCATATAGCTAAGGTAAGGGCAGTGTGTAAAAGTTGTGTAGGGAGGCCTGATTTGGATCTAGATGTAATAGGGCTCAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATGTGGTTCACTGAGCTCCCATACAACTCAATCTTCACTTGGAACCAACTAAGGGATGTCTTCTTAGCACGCTACTATCCGGTCTCCAAGAAACTAAACCACAAAGACAGAGTGAACAACTTTGTGGCACTACCAGGAGAGTCAGTTAGTAGTTCTTGGGATAGATTCACCTCGTTCTTGAGAAGTGTCCCAAATCACCGTATAGATGATGAGTCACTGAAGGAATACTTCTATCGGGGACAGGATGATAACAATAAAGCGGTGTTGGACACTATAGCAGGTGGATCTTATGGGGAGTGTCCTTATGCTGAGATTGCTGAAAAATTAGAGAAAATCTCCCGGAATAACAAAGCTTGGAGTACTAGGAAGTCCGATACAGGGAGAAACACCTTCGCAGTGCAGTCCACTCACAACCCAGCCACAGATGAGATTCGTGAAGAAATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTAAAACATGTCACTGGGGGTGCAGAAAAGATAAATGCAGTCAACTACTTGNCTAAACCACCACCNCCNAATGATGAGTGCTATTATGCGGAGGACTCCTATGCGGTAAATGAGCAGACGGGGGGTTTCCGACCGAGCGCCCAAGGCTCAAATCAGGATAATTGGCGCCAAGGTCAAGGGAACCAAGGTCGGAACTATGGTAACTACAACCGTGAGGGTCATTATGTCCGAGATGGAAACTACAACCGCGACAACAACTTCAACAGGGGTAACTACGGTAACAGAAACGACAGGAATGGGCCCTATGTCCCTCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGATAGTATGGCGCGAGTTGAGGATATGTTGCACAAAATGATGAGGAGGTTCGACGCTAGTGATGAGCACATTAAAGAGTTGAGGNGTGATTTAGCGGGTATTGGGCAAAAAGTCGATACACATGCAATATCGATTAAGCAGATCGAGTTGCAAATGGCCCAATTATCTGCGACNGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAAAATGATGCGCACTGTATGGCAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGGAAAANGTGAGAAAGGATAATGATAANGTGGTAAAGGGTAGTGGTGAAGCAGAGGANAGCANTGGAAAAGATGCAGAAGTNCCTATNAAGGTAATTCCCATGCCTAGGCCACCACCACCCTTCCCTCAGAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGTTGAAGCAGCTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTATGCCAAGTTTATGAAAGATCTGGTCACAAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGANTGCAGCATTGTAGTGCTATTGCTACAAGATCCCTCGTACAAAAGAAAGAAGATCCGGGTGCGTTCACTATTCCTTGTACAGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGTGACCCAAAACCCACTGCGATGCGGCTACTGATGGCCGATCGGACAGTGAAAAGGCCTATAGGGATACTCCACGATGTGCTAGTAAAAGTGGAGTCGTTCATNTTTCCGGCAGATTTTGTTATTCTTGATTGTGAAGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTGATATGGAAAAGGGGCAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGACCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCCGCCATATCCCACAAAGAAAAGATGAAGAAGGAGAATGAACAAAAAAGTGCAAAACGAGAGTTTATGGTTGGGGATTTGGTGCTTNTAGACAGTTCTGGGTTGCCTTGTCTTCCGGGCAAGCTCAAGTCCAAACGGACTGGCCCTTACTTGATTACCCAAGTATTCCCTCATGGAGCAGTTGAGTTAAAAGCCAAGGAGGGAGTGCGGTTTAAGGTGAATAGAGAACGAATAAAACTCTATTTTGGGCATAANGCATCGGNGAATGAAGTGATAGAGGCATACCATCTTGATGAAGTCTGAGTAATCAAGTGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACTTATAGTTCTTTTTAGTAATGGTAGCATTTTTCTACTAATGGGTTTTAAATTTGCAGGCACATCACCAGGAAATTCTGCAGAAAATTACTCTGCAGCAGTCACTGACGGATACATCGACGGACCGTCGCGCCTGCGACGGACCGTCGCATGCATCCGTCGTGCCAGGTACGTCTTTCTGTTATTTTNAAACTAGGGCACACGCGACGGAACCAACGACGGATCGTCACAACTGCGACGGACCGTCGTCGGGGAACCGTCGCGTCATTAATGAGGCGTACCCGACCCGACCCGGCTGGACCCTTTTTCAAAATCCGACCGTTTAAACCCCCACCCCTTCATTTCACCCCATTCCTTCNCTATTCCTCCCATTTCCCTCCCTTTTCAACTTCCACATTCCCTCCCACCGATCATTGCCCCCCCAAATTCTCCAAAGCCCTAAAATTCATCATCTACTAGTCGGAGCTGCTGCTGTGGGTGTCTACCTTGCCACCGAGTCACTTTCCGCTTGTTTTTCTCCATTTCTAAGGTATGTGTCTCTAATTTCTACTCATTTATCTTGCATTTTTGTTTATTAGTTAGTATTAGCTTAGTTCTTCGTCGTATNTCGTTTCCTTTATACGATTCTGTCTGACCTAGGTTAAAAATGCTCGAAATTGCCATGTTTANAACCCTAGACATAGGTGCTTTNGCATTGCTAGTTTCCTAGGTAGTTGGGTTAGACACATGTAGGTCCAAAACACTACAAGTTCGATGTGGGTTCATCGGGGATGCATGGGGTACCCCCAGTTCTGTCACTGTTATTCAGAACGAGACCCCGATGACGGACCGTCGTACCCACGACGGACCGTCGTAGGGTCCGTTCCAAAAGCCCTAGCACCCACTGTCCNACCGGACGCATGCGACGGACCGTCGTCTTCGCGACGGTCCGTCCTGCACAACCGTTCTGGTTGTCAGAGACCCTGTTTCTAAGGGTCTCTCANNTTTTTCTAAGTGTCCTCCGACGGACACGTGCGACGGACCGTCGTACCCACGACGGTCCGTCCTGCACGACCGTCGTGNCGGTCAGAGACCCTTCTCCTAAGGGTCTCTANCTTTTTCCAAGTGTCCTCCAACGGACACNTGCGACGGACCGTCGTACCCACGACGGTCCGTCCTGCACGACCGTCATGACGGTCAGAGACCCCTCTCCTAAGGGTCTCCATNTTTTTTCTAAGTGTCCTACGACGGACACCTACGACGGACCGTCGTACCCGCGACGGTCCGTCCTGCACGCACCGTCATACTTGTCAGAGACTCTCCTTCAGGGTTCTCCATATATACATAGTCTAAGTANGACACGACGGACCCCACGACGGTCCGTCGTAGTCACGACGANCCGTCACCTGGCCCGTCGTGTGTC

>rnd-1_family-80#LTR/Gypsy ( RepeatScout Family Size = 806 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GCCCTAGTGGACCTCTTTGGTAGGGTAAATGTGATTGGGTTATGAACTAGATATGGNACCCCTTTATATGAACCTTTAATGTGAATTACTCTATGAGAACGAAGGCTAGCACCGAGTGAGTATGNTTAGGGNAGTAGCTCTANTTGAAGNATGAGACTAGAGTACAAAGAAGCCCTTGATATTCCTTAACCATGTGCCTACATGGGATGTGTCCTAGTTCTACCNTTGGCAAGTAGAACACCCTCCACGGAGTAGGTTACGACTCCGGATTCCATGCCTAGCTAGCATGGTCTATGTCGGTTATTGCCTATTCTCATCATATGGGATACNTNCTAGTATTGGANAAGTTCTACGAAGTTTAGGTGGTGGNATGGGACGCTATCTAGACATTGCACGAGTAGGCTTTGAAGATGTTAGTTAGAGTCCCTAGGTCTTNTCCAAGACCATTATNTGAA

>rnd-1_family-96#LTR/Gypsy ( RepeatScout Family Size = 708 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CAAGTTCCTCAAGGTGATCAAGTCCCTATGTGGAAGGAGGTAATGATGTCCCGGAGATGACTAATGGGGAGATTAGAGAGGCTTTGCTTGCTTTAGCCCGAGCCGTGACTACTCAAGTGAATNNGGGTATGGNGCCTAGGGTGAATGTTGTGGAGAGCACTATGACATCTAGGTTGAGAGACTTTGTGAGGATGAATCCTCCTATCTTTCTTGGCTCTAAGGTGGGAGAGGATCCCCAAGAGTTCCTNGATGGNGTGTACAAGGTGTTGAGTGCTATGGGGGTGACTTCTAGGGAGAAGGCGGAGTTGGCTTCGTATCAATTGAGGGATGTTNCTCAAGTGTGGTACACTCAATGGAAGGATAATAGGCCGGTTGAGTCGGGTCCTATNGAGTGGGAAGAGTTTAAGGAAGCTTTTCTTGGNAAGTACTTTCCCCGTGAGAGGAGGGAGGTTAAGGTNGAGGAGTTTATCAATCTCAAGCAAGGNAATATGAGTGTTGAGGAGTACTCTTTGAAGTTCNCTATGTTGTCTAGGTATGCTCCATCCTTNGTGTCTAACCCTAGGGATGAGATGAGTAGGTTTGTGACGGGTGTCGCCGACCTNGTGAAGGAAGAATGTCGTACGGCNATGCTNCATGATGATATGACCCTATCTAGACTCATGGTGTATGCTCAATCNATTGAAGAGTCTAAACTTAGGAGGATNNCTAGAAACTTGAAGAGGAGTGGNNCNAGTGANCAAGATCAACCTAGGTTCAAGAAGAGGGCTCAAACTCAAGATGAACCTAGNGGTCCTAAGGTNAAATTTGAGAAAGGNGGTGGTTCTCAAGATGGNAAGCCTACNTGTGCCACTTGTGGGAAGAAGCATTATGGGGAGTGTCTAGCGGGTACCGGGAGTTGCTTTGGTTGTGGTAAGGATGGNCACAAGGTGAGAGATTGTCCTACCATTGCTTCTAGAGGAAGAGAGGGTAAGCAAGTTCCTCCTAGTGTTCCGAAGGATGATGCTCCAAAGAAGAGGCGTTTCTATGCACTCCGGACTAGAGGAGAGAAGCCGGATGANGATGATGATGATGA

>rnd-1_family-267#DNA/CMC-EnSpm ( RepeatScout Family Size = 229 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAACGGAAAAGGGTCAAAAATACCCTTAAACTATCCGAAATAGCTCATATATACCCTTAAACTATATTTCGGCTCAAAACTACCCTTCCCGTCAAACTATTGGGTCAAAAGTACCCTTCTTATTAACGGAAGTTGTTAAATGCCACGTGGATGCCACAT

>rnd-1_family-335#LTR/Gypsy ( RepeatScout Family Size = 151 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTTTTTTGCTTTTATTTCCTTAATGTCACGTNTGAATATTTCTTTTNTTTTTNTTAGAAGTGTTGGCTAGAGAGTAGTNTAGGGTCCGTGTCTAAAAAGTGTCCAGAAAATACAAAAAGAATAGCTTAATGGGTTTTAAATTTGCAGGCACATCACCAGGAAATTCTGCAGAAAATTACTCTGCAGCAGCCACTGACGGA

>rnd-1_family-176#LTR/Gypsy ( RepeatScout Family Size = 407 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCATACTTTTTAGATGAACCCTTTTCANAGTAGACTAGTGGATCCATTAGGCAGTTCAGGTCCTATACCTTTGGCAAGGTATAGGACGNNCTGGCAGCGTGAGGTAAANCGTTGTATCATCACTATAGCTCTTAAGTGATGGTTGTCGGTTAGAGAAACTCCCACAGAAGTTATTGTATTTTTATATACATCAGTTTATTTGTATTTTTACATACATCTCAGAGTTAATTGTATCTTTGTATACATNCAGAGTTTACANCATGTTTTAAACAACTTTTCTTTATATTGCACTTGCTTTTAAATTGCTTTATATTGAAATGAGTT

>rnd-1_family-287#Unknown ( RepeatScout Family Size = 194 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TTGAACTTGAAATGCTTAGTGACTACCTATGGAAGCATGCTACCCTAAGAATATGTGCTTAAAAGTGTTCAATGTTTCCCTTTGTATATATGTGGTCCTTGATAAGTTGCCTAGTATGGATTGGAGTCCTTTGTATAGACTTGATCCTAGGTGTGATGATAGTATGCTTGTCTTGGTAAAGTTTTGTATCTCATATTGTCATGTTTCTATCATCAATTGCCTAAANGTTGCATTTTTGGAATTTGGAAGCATGTTCACTGTAANGCTAGGCAGCTCACTGTAAGATTTTTGAAAAATCGACTAANTCGTTCTTTGGTTGAAAATTGTTGTAATGTGTATAGAATTGATGTATATGAGCATGATAATGAATGTAAAANGGAGTTTTGCTATTTGGAATGAAGAATGTGAGTCTTATGGCATGATGAGTCGTAGANTTGTTTCTAGCTTCTTGTTGTGTTGTGAGTCTCTTGATTATGTGAAATTGATGTTTCCCTAGAATTGAGGGTAGTATTCTTATCTTTGTAGGGTGATGATGTGGGTTTGATTGACCTAGAAGTTACCTTACTTTAATGTTGAAAGAAAAGAAAGAGTCCTTATGGCTAAGTCTCCTCTATTGTTTCCCCTAATGNTGTATGACCTTGGTGTCTATTGTATTGTATGAAAACCTTATGTGGTTGAATAGTATGACCTAACTTGATAATTGGGGATAA

>rnd-1_family-112#Unknown ( RepeatScout Family Size = 621 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAAAATAAAGTGGGGTTGTGGGGGTTCGATCCCACAACCTCTCGGTCAAGTGAGAAAGTTAAGGAGAAAAANAAAAAGGAAATGAGGTTGTGGGGGNTCGATCCCGCGTCCCCAAGTCGTGAAACGAAANAAAAAAAAAGNAAAGTGTTGTAAGGGATTCGAAATCGGGTTCCCTTGCCCGATCCCGTATCGAAACGTAAATCATACGAATAAATATTAATGAATAATGTTGTCCAAGGGATTCGAAATCGGGTTCCCTTGCCATACCTACAAGATACATAAGTCTTGTACGCATAATCTTANGTAAATATGAATCACTTAGACGAACTATGAATGAAGCCTCATGGCTTGTATNTACAAGATGCATAAGTCTTGTACCACGTTAATCTTAGGTAAACATGAGTCACTTATAACGAACTATGAATGAAGCCTCATGGCTTGTATGTGTGGACTCATAAGTCCAAGTGCATTGCATATGATGAAGTGAACCTAAGATGTATGTAATGAAATGATGAAACCCTAGAAGGGTTAAGTAAGAGTGTGAAACACACTAAATGGCCAAGTGCATTGGCATATGATGAAATGAACATTCACGTAAAAAGGGGTGAGTAATTATGAAGAGCAAATGTGCTAANGTTAATGAATGTGGTGACAACATGATANGAGGCTAATGTAAAAGATGAGAGCAATCTCAAATGAGCCTAAGTAAATGTTACCAAAACGTACTCACCTATGAGAGTGTAAAGTTAATGAAGAGACCAGTCTCTATGAACACTCTAATGAAAGTATTGAGATTAACACACTTAATACTAATGATGAGATGAGAAATCATCTATTGAGCTATGATGTCCTCATACTAGAAGCCAGCTTCCATGACGTATGAGTTGAATGTAATGGAACTTTATACTGAGCACCGATAGGCTAGCTATGAGCGGTGATGCCTTCTTTCGGGAAGGGCGGAGGTTCACGTAACTCTCATGAGATGAGACTGTCCGGCATGCCGGGTATGGGTCTCCTTATATCTCCTAGTCTTCGAACCTATACTGCCAATATAGGGATCTGGCGGGGTTCAATTCCCATGTACGCTAGCATGTTTTGGGTCACTTTGGCCGGTGATTCCACCTCTTTT

>rnd-1_family-18#LTR/Gypsy ( RepeatScout Family Size = 1485 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGGATCGGAGTGTCACGTTCCGACACGGTATTNTTGGATCGGAGTGTCACGTTCCGACACGGTATTATTGGATCGGAGTGTCACGTTCCGACACGGTATTATGGGATCGGAGTGTCACGTTCCGACACGATAATATTAAAGGACGGGTGTCACGTTCCGACACGTAACGNTAAAGATACTCAATCTCGAANNANCTCAATTCCCAAATTCGAGGAACCTATTTCCCANATGAGTATGGTGTGGATGCTNTGAGTCCTNATAGGTGTACTTGGTGTTGTTGNCANTGGTTCATGTTGTTTGTTGCTTGTCACCTGTTAAGTGTTGTAGTTGATTTTATATTATTATTCANTGTATATTGGTTTCTATTTTGAGTTGGCCGATGATACCTACTCAGTACGTGTTCCTCGTACTGACCCCTACTTGTAATTTTCTTCTTTGTTTTTTGTGGAGTGCAGCGAGCGTACCATCGACTTCGACTCGCCCTCAGCTCTAGCCAGTCTCCAGCATATCAGANTTCAGGGTGAGCTATTATTCCTAGCTCGTGCTGGATTCTCTCGTTCACGTCNTGATGTCTTGAATTTCGGACACGGACCATCTTTTTACTTATTTTGGTTTCTTAAATACTCTTAGACTTAGTAATTTGAGGATAGATGTCCTTGATGTGATGACTTCCAGATTTTGGGAATGATAAGTATTAAACTTTAGAAGCTT

>rnd-1_family-69#LTR/Gypsy ( RepeatScout Family Size = 907 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

GGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCACTCGCGGCCCGNTTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTGAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCGTGCTATTACTTGGATCCAATTGGTATCTAGGTGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCATTNGAAGTTGAAATAGCAACAACAGAAAGAAAAAAAATGTGTCCTTAGAAATAGATATATTTTCTCGATCGCAAAATGTGGTGGTAGTCTCATGTCGAGTGTCGGTTAATAAAGACACTACTATGACTTCATAGAGTGAGGGTATATTAGAGAAAGTCATCGATGCTTACTTGGTTAGAGTTAGGAAGTGTGTTATTTTTGTTATTGAATTGATCTAAGAAGTAAAACAAATTGTTTGGTCTAGAGAGAGAACATATTCGATAATGTTTTGCAATTATTCAATGGGTAGAAATATGTGGGCTATTTGGGTACGATATTATGGACAGGTATGATGTGTTCTAGTGAGGTATCTAACGGACTTTCACGGTGTGGCAGTACTAGGGTTATGTGGAAACAGGTACGTCGATTGTCAAGTATGAATACTAATTACTAAAGGAGTTACAAGTTGTACGACATGGTCAGATAATAAGATTTAGTGTTGCATTCACATTTGAGAAACCAACTAGTTTATTACTACACGAACTTAGATTGAGCATTATTTTGAAGGAAAATTTTAGTGGTNGA

>rnd-1_family-98#LTR/Copia ( RepeatScout Family Size = 701 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TCGCCTTCGNCTTCGGCTTCGGCTTCGGCTTCGGCTTTGGCAAATGATCGATCGAGAGATAATTTTTTGGACAAAATTTATTTTAATTATTTATTTAATTAATTTAAATGGCCAAAAATTATTTTCAATTAATTAGTTGATAACAGAAGTTAACCGAAATGTTTTCAACTTTTTAGTTAACCCGACCCGACTCGGATCCGCGCGCGTGACCCGTTTTAAATTCCGTTATATTTAAAANTTCCCGCCATGACTGTTCTGAAAGGTTGCAACTTTCAGGAACAGTCAATACCATTTGAAAGTTTGCAACCTTTCATTAATGGTCGTGTCAATTCTGAAAGGGTTGCAACCTTTCAGAATATATTCTTCTTGCCTATAAATACCATTCAGTCTTCAGAATATTTCCTAACGAATTTTCTGATCTTCCTTCTTCTTAAAAACACATATTTCTTCGTGTACTTTCCTGCTGTGGATTGATTCGCTGACAGTAGAGTTTTTGGTATCTATACTCTACTGATTAAGATCATTTTACCCTGGGAGGTTATATTCCAAATCAAACCTCGGATACTAGAGGGGAATAATTTCCTTAAGGGGACACTGTGAATTCAGTGGACTTGATTTTCTTCCTAAATTATCAAAAAGAGTATTCCAGATTCTGGTAAGTTTTTACAGATTNAATTATTTTTTACAAATAAATTTCTGTTCATCTTATTTACTGGTTCTAAAAATCTCAGTTACTTCGTGTTTCTGAATGATTTATTACAACCAGTAATTTCTGATTTTCATAACACAGATTGGCAACAATCTTAAGGAAATTATTAAATCTGTGTTTCTGGTGGAGACAAAAATCTTTGTGATTTTATACTCCTTTAAGTCTGCAATTATAGTTTATTGCTTACTTATATTGTATCAATTTTGTTTATCAGAAATGGAAAACACTGGTGTTACAGTGGCTGTTGCTGCACCAACCCGAACTCTTGTATCACAAGCAGAGAAACCGGGTAAATTCACAGGTGTGAATTTCAAAGGATGGCAGCAACGAGTATTTTTCTGGCTTACCACTCTTGGTCTGCAGAAATTTACAAGTGAAGANACTCCAGTNCCTGCTGATGATATGCCAGACAGGGAAAAATTCATGATTGTTGAAGCATGGAAACAGTCAGACTTCCTATGTAAAGGTTACATTTTGAGTGCTTTAGAGGATGACTTATATAATGTCTATAGTGCAATAACAACTTCAAAAGAGTTGTGGAATGCACTTGAGAAGAAATATAAGACAGAAGATGCATGCTTGAAAAAGTTTGTGGTCGCAAAGTTTTTAGACTATAAAATGGTAGATAGTAAAACTGTTGGATCACAAGTGCAGGAACTTCAACTTATTCTCCATGATCTGATTGCTGAAGATATGGTAGTAAATGAAGCTTTTCAAGTGGCTGCAATGATCGAGAAGTTGCCTCCTTCGTGGAACGATTTCAAGAATTATCTAAAGCACAAGCGTAAAGAAATGAAGCTTGAAGATCTTGTGATTCGGCTCAAGATTGAGGAAGATAACAGAAACGCCGAAAAGAAGTCNCGTAAGAGTTCAACAATCATTGGAGTTAATATTGTTGAAGAAGCTCCTACCAAAGACAAAAAGAGAAAGAAGTCCAACGGGCAGAAGTCAGAACAGGCCAAGAAGAAATTCAAAGGCAACTGTTACAATTGTGGCAAGGCTGGTCATAGGTCTTCTGATTGTCGTGCTCCAAGAAAGGACAAAGACAAAGGCAAAGGCAAAAGTCAAGCAAACATCGTGGAAAAGATGGAAGATGCAGACGACTTGTGTGCAATGATNTCGGAGTGTAACTTAGTTGGAAATCCCAAGGAGTGGTTTCTCGACTCAGGTGCCACTCGACATATTTGCTCCGCGAAAGAAGCNTTTGCAACGTACACTCCTGCTGAGTACGATGAAGATTTGTTCATGGGAAACACAGCAACGACAAGGATTGCAGGAACTGGGAAAGTAATGTTGAAAATGACATCCGGCAAGGTGTTGACTTTGAACAGTGTTCCGCATGTCCCTACTATTAGGAAGAATTTAGTTTCTGTTGCACTACTCGTTAAGAACGGGTTTAAGTGTGTCCTAGTTAGTGATAAAGTTGTAATAAGTAAGAATGANATGTTCGTAGGAAAGGGCTACCTCAATGAGGGTCTTTTCAAACTNAATGTAATGGTTGTTGACAGTATTAATAAAAATTCTGCTTCTGTTTACTTATTGGAGTCNAAATGATTTATGGCATGCCCGTTTGGGACACGTAAATTACAAAGCCTTGCGAAAATTGGTTAATCTAGAAGTATTGCCTGATTTTAAATGCGATAAATCGAAATGCGAAATTTGTGTGGAANGTAAGTTTGTTAAACATCCTTATAAGTCTGTTGAAAGAAATTCNAAANCTTTAGACTTAATTCACACAGATATATGCGATATGAAGTCAACACCATCTCGTGGTGGGAAAAAGTATTTTATAACTTTTATTGACGATTGCACTCGATTTTGTTATGTATATTTGCTTAATAGTAAGGATGAAGCAATTGATGCATTTAAGCAATACAAAAATGAAGTGGAAAATCAATTGAATCTAAAGATAAAAATGATTCGGAGTGATAGGGGTGGAGAATATGAATCTCCTTTTGCAGAGATATGTTTGGAATATGGTATTATTCATCAAACTACTGCACCCTATACNCCACAGTCAAATGGNTTGGCAGAACGGAAGAACAGAACNTTAAAGGAAATGATGAATGCCTTAATNATCAGTTCTGGTTCACCGCGAAACCTTTGGGGGGAAGCCATCCTTACGGCNAATAAGATACTCAATAGAGTGCCCCATCGAAAAACACAATNCAATTCCATATGAGNNGTGGAAAGGNAGAAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAGGTAGAGGTTCCTNTACCTAAGAGGGTNAAAATTGGACCCAAGACNGTGGATTGTGTATTCATTGGATATGCCGCGAACAGTAAGGCNTGTCGATTTTTGGTTCACAAGTCCGANAATCCGGANATTCATGNTAATACGGTAATNGAATCAGATAATGCNGAGTTTTTTGAAAACATTTATCCGTATAAAACTGGACGTGAGTCANCNAGTGGAGGACCTAAACGACCACGAGAAGAACCAANGGAGAATGNNCTAACTAGTGAGGAATCCNAGGCGCAGTANNCGNCAACGGAAATCTGCTTCNTTCGGACCAGATTTTGTAGCACTNTTNCTTGAAAGTGAGCCTCAAACATTTAAGGCAGCNATGTCTTCGTCAGAGTCAACTTATTGGAAAGAGGCAGTCAATAGTGAGATTGAATCAATTTTAAGCAATCACACTTGGGAATTGGCTGATCTTCCTCCAGGAAATAAACCTTTAGGATCAAAGTGGATCTTTAAAAGGAAAATGAAACNCGATGGGACTATTGACAAATATAAGGCTAGACTNGTNGTCAAAGGGTACAGACAAAAGGAAGGTCTGGACTACTTTGACACATACTCNCCAGTAACAAGGATAACATCAATTAGGATGTTAATNGCACTAGCNGCAGTGCACGATCTTGAAATCCACCAAATGGATGTGAAGACAGCCTTCTTAAATGGAGAGTTNGAGGAAGAAATTTACATGGAACAAC

>rnd-1_family-70#LTR/Gypsy ( RepeatScout Family Size = 901 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TATAATATATAAAACATGAAAATGATNAAATAATGGGCATAGCCAATAAAGATTGGCTTATAAAGACTTCATGCCCAATTTAACAAGAATGGAAAGAATAACTCGTNAGTAAGGTAGNCAAATCATTTCCTTAGTCCTTGGATTACTTACTCGATTCATTGTAGGTATGGGACTACAATGAATCATTGCACTTGTAAGTAAAACATAGGATCAAAGGAGATCATTGAACTACACAACAANAAGAAGAAAAAGACTGAAAAATAAACTAAGTGTACGAAGAGGAGCTCTCGGCCTAGGAGGAGCAAAATTTCAAATTTTCGCTCGAGTTGTTCTAAAATTATGTTCATGATTCTAAGGTCTTGTGTTCATATAGAAAATGAGTTGTGTGCTTTGAATGCATTAAAATACGTCATATTCATACCACGATTCACAAATAACGAATTAGGAAAGTCTAGTGACTTCACTTTCCAGAAATGGCATGTTGTTATAGGAAGAGCTTTCCTTGATCATGCATAGTCCTTATGTGTATGTGTGCATACACCCATACTTAGTACAAGTGGTGTACTAACCCCTACTATTTACTATTTTTATAGGTGCAGGTCAGAGGANAGATTGAAGACTCTTGAAGCGGTTTGGACTTCAGCGTTTCTCCAGACCATTTGGTAGGTCCTCTTGATTTCGAGGATGCTACANTTTTANTCTAGCCTTAGTACTTAGACATAGCTAGTGGATGTTGTCCCTAGCGTTTCTTTCGNACNTTCGTTTCGAAGCTTTGTANTAAGGCCGTGTTTGGCAAACTATTTATGATATATTCATCTTCNGTTTCGAATTGATTCTTTATGATAGATGGTTGTTTTTATTTTGAGCTTAGTATATGATGTATCTATGNAATAATTATATGAAGTCTATGTATACTTCATACGTNTAAAAAGTTTTAAATTTTCCGCAAATTTAACTATATGAATGTGATGAANGCTAAGANGAGGCTTGTCTGCGACCTCTGAGAGGTCAACGACGCCGGTCGCGATCCGGATTCCAGAATCCGGGTCGTGACAAACTTGGTATCAGAGCATGAGGTTAAATTA

>rnd-1_family-410#LTR/Gypsy ( RepeatScout Family Size = 104 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AATGAAGTGACCTTGATTGCTACTTGTAACCCCCACATAGATTGCATGAGATACGGTCGGGACCCACATTTGTGGACCTCGAGGGATGCCTAACACCTTCCCCTCGAGGTAATTTGAACCCTTACCCTAATCTCTGGCTCGTTGACCTTAGTTAGACTTAGTTAGGTTAGATAGGTGCCCTAACGCGCCTTAATTCGTTAGGTGGCGACTCCTCAAACTCAAAATCCCAAAAGAGTTGTTAGGTCGTGCACAAAACCCGTTTTCTGCGAAAATGGGGCGCGACAGAATGGCGACTCCGCTGGGGATATTAGGTTCTTACCATTACGTGTTNANTGCTTATTTATGTGGGGTTTACTTTATTTTTGTCATTTCATTATTTGTTAGGTGCTTACCATGTTTAGTTTATTTTGTTGCCTTATTTATTGTCTTCTCTCCATGTTCCACCCTTTCCCTTTTCCTTANTTGTTTATTACCATGTTTCACCTCTTCCCTTTTCCCTTATTTGCTTACACGTTTAATCTCGTATCCTCTTTCCTTATTTGCGTGATTTTATATNTTTATATGTTTAATTTCCTTTATTCATGCTTATTTATCTATTTATTGTTTATAAACTGCCTATATGTTACCGCTTTCCAATTTAAATGCTAAATGTTTATTGCTTTGATAACTGGCATTCCGCTCATACTTCCCCCAATTGGGACCCTCTTCCTTTTTTTTATTTTGTTCTCGTGATGTTGTGCCTTTGCACCTCTCACAACTACTCCAATCCTATTCAAATACCCATTATAGAGAGTCGGCATATGCGTGGACGTAACGGATAGTTTTACTACCGCGAAGCCACGAGCCTCTCGCATAGAATCCCTTTCAAGTCCGCGTCAAGCCAACTCTTAGAAGTCCTGGTTAGGTCATACATGCTGCATAAGCCCTAGGTGGTTTGACCCTTGGCGTCAATCCACATAATTAGTAGCCACCCTCTCGTCTAAAGGGCCCCAACACCCTTTAGACAAATTGCATATTTATGTGTCAACGTGATCATAATAATTAAATCAAGCCAACTTTGTCAAAATGGAGTTTAGAAGTCGTTTGTTACTTTGTTTGCAGAGTCATGGNTCACCCTCACTTTCCCAACACGCAAATGGTGGTCAAAGTTAATCCCATTCTGAAGACTTGGTGGAAAGATATTCAAAAAAATCGAGAGTTAGAAGCAAATGAACCGTTAGGCGGCCTCACTGCTTTGATCTCCGTAGAGTCAGATCGTCACTTAATCAAGGCATTGCTGAAATTCTGGGACNCTGAGAGGNTGGTCTTCAAATTCANGGATTTCGANTTGACNCCAACAATCGAAGAAGTTGGCGGNTTCATNGGTCTCGCATACAANGAGCTGGAAATGATTGTTCCACATAAGCCANCNCCAAGATCNTTTCTGAAGCAAATGGGNATGNAGTCATAATCCAAGTCTACTTTGTCTGAAAGACCTNGGTTGGATTCGTTTAGAGTTCTTATACTCACGCTTTGGGGATGAGGAAGGTCATCAANACTTTCATAGACGAATTTGCTTGCTCCGCTGAAGAATGGGAAAAGTATCGTCTTAATGCNTTCGCCGTCGCCCTATTAGGCTCATTGGTTTTTCCTAGAGNAAGAGGAAAGATCCACACCGGCTTGTGTTACGTGGTTCG

>rnd-1_family-119#LTR/Gypsy ( RepeatScout Family Size = 607 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

AAAAGTTTTAAATTTTCCGCTAAAATTTAACTATATGAAGTAAGAATGACGTAAGTAGGCTTGTCTGCGACCTCTGAGAGGTCAACGACGCCGGTCTCGTCCGGGGTCTAGANTCCGGTCGTGACAAACTTGGTATCAGAGCACGAGGTTAAATTACCTAGGATAATAAGTTCACATCAACCACGTTGCGTAGTTTCTAANTCATGGTNGTGAAGCGCGCCACNATCATGANTTAGAGACTGCGTGATGCGTAGGAAAACTTCCCTTCTTCTGATCTTATCGTGCTTTCCTAGAGCTTTGACACTTTGTGTCACGAGCGTATCTAACATCAATCCTTGTTGTTTTCAGAGAATGAACAC

>rnd-1_family-219#DNA/hAT-Tip100 ( RepeatScout Family Size = 321 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

CATAATACATAAATATGCCCTTTAACTTGGCTTCGAATCACATTTATGCCCTTCAACTTTGGGTGTGCACAAGTAGACACTTAAACTTGTATAAAGTTGAACAAATAGACACACGTGTCCTACATGTCATNATACA

>rnd-1_family-84#LTR/Gypsy ( RepeatScout Family Size = 790 Final Multiple Alignment Size (possibly truncated)  = 98 Localized to 1063 out of 13 contigs )

TGTAACGACCCGTTTGGTCGTTTTGAGCACTAGAAATTTTTATGTTAGAAAATACTTTCCGATAGATTTAAATGGGTGTTTTGGACTATTCATAATTATAATTATGAAATTAGTGGGGTAGTTTTACTAATTTATTTAGTTAGTGGTTAAGAAATAATATTAAAATTAATAGTGGGTCACTTTTATCACTTTTATAATTAGTTGTATAATAATTAGGGTAGNAAATAATCTGTAGAAGAAAAGAAAAGAGGAAAAAAGAAGAACAGCGAGAAAGACGGCTTACCTGTGCAGCTACATTAAAGATTAAGCGTGGATTCGTTTAGCGGTAAGTTTCTTTATAAATTCGTAACATGCAGATTGGTGGAAAGAATATATTAGTTCTTGTAAAACTATAAATGTTCAGGTGTATGCTAAATTTCTACGAGATAGGTTTAAGTACAAATTGTTGATTGAAAAAGTTAGGCAGCCATTAATCATTAATGTGTAAACAAATTGGAAGATTAAGGTATGGATGTGCATGTGGAAAAGCTTACTGCCACTGGGTTGGNACCAGTAACTTAAAATTTTAGACATTAAAATATTTTATACCTTATTATATGTTATAATTTTATACATTGAAGTATGAAATTAATTATGGTTGGATAAGAAGGTATTAGATGAGAAGAATTGCTAAGTTGTAAAATTGGGTTAGAGTTTTGCCACTAGGTTTCGNAACCAGTGGCTTAATCTTGAATTAAANTGCGTATCATCATATTATAAATTAAGTTTAGTATATTGAGATAGGTAATTAAATATTAGGTGTATTANATTATTTAAATTTCATTAAAGTTATGCTAATTGGAGGAATTAAGACTTACCCTTAGGTTTGAACTTTAGGAAATTGATTATAGAATTAGGTGAGTTTTTGGGTCTAGGCTAGACATAGAATAATNTGAGTGTTTATAGACTCGTTAACTTACAAATTATGCATATATATACTTGATAGATTGGAAAGGTTCGGAGGCATTGAGGAAAGGAAAAGCATTGGAGAAGTAGCTTGCTTGACTTCGGTTCTTCGGTGGAGGTAGGTTATGGTTTATGCTATTTGATAGATAAACTCTTAATAGCGATTGATATGCATTGAGTGATATTGTGAAGTCTTCTATGTACTTGATTGTGTGGTTGTGTGGTTTGGTT

>rnd-1_family-386#LTR/Copia ( RepeatScout Family Size = 116 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

AACTCTACAATGGAGTCTGAATTCATTGCTTTAGACAAGGCNGGTGAAGAAGCGAATGGCTCCGGAATTTCTTAGAAGATATTCCATTTTGGCCCAAACCAATNGCCCCTATTTGCATACATTGTGATAGTCAAGCTGCAATAGGTAGGGCTGGAAGCGTTATGTACAACGGNAAGTCTCGNCATATAAGACGGAGACATAACACCGTAAGACAACTACTCTCTAGTGGAATTATCACAATTGACTATGTNAAGTCAAGNGATAATGTGTCGGATCCACTTACGAAAGGCCTAACNAGAGAGGGAGTTGAGAGATCATCGANGGGAATGGGATTACGGCCTAGAACGAGTCATCGTGACGGTAACTCTACCTAGNAGACTGGAGATCCCANAACTAGGTTCAAGGAGAAAAACAAAGTCATATGATGACTTGTTGTGAAAAATGCACTATTTTTTCCCTCCCTATGATGTGAGTGCATTGTTTCCTGTAGTTTGTGAAGGTTGAGTTGATAAAACTCTTAATGAATATCTGTAGCCCGTATGGGTGGAGTGTTAATCTTACAGGAGCACTCTCGACAGATTTCACCTATGTGATGTGTGGAAGTAGGTCGCTTCCTATGAGAATNAGGCTTATTCTCAAANGCACTCATGAAACCGGGATAGCACATGGCCGTAACGTGCTGGCTGTTAAAGCTCATGTCAACACCTTGATTATTATGTGTGAGCAGTGATATTTTATTTCCCTTAAGCAGTCATAGTTCAAGTCTGAGACCACTACGACTCTGGAGTAAAAGTTACTGTTTCACTAAGTGGAGGTTCAATGCAGAGCACACCTTCATTATGCATAGTAGTCTTCCTTCAACTGATATACTCTCTTATCTAAATATTAAAATGAGTGGGGGATTGTTAGGTTATTAGCATTTTAATATTAATATTTAACATATTAAATTGCTTTATTTTGGAGTTATAAGAATGAACATTGGAATGGATGACTTCTACATCATCCATTAGCATTGGTTATCCATCACTTTATTTCATTCTTAATTCCTCCATTACTCTTTGTAACCTATGTAACTCCTATTGTAACCTATGTAACCTATGTAACTCCTATTGTAACCTATGTAACTCCTATTGTAACCTATGTAACTCCTAAGACCATTATCTTCACTATTTACTACCTCCATTATCTTCCTATT

>rnd-1_family-222#Unknown ( RepeatScout Family Size = 318 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

CTATGNCCGAAATCTCAGAGACACACTTATACTANACTAAGGTCCTATTACCCC

>rnd-1_family-415#Unknown ( RepeatScout Family Size = 99 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

TTGATTACTTTGTTTTTCTTATATTTTCGTGTGAGTTCTTCAAGTGTGAAGAACTTTGGTTTATTTTCTGTTCTTGNAGTTATTTTGGCAGAGAAAACGTGAATGAGAGTGATAGAGACGGATGAGCGTGAGAGAGAAGAGTTTTCTTAGGCTTAGGAGTCTAGTTTAGGACTTAGTCAAATNAGGACTTTATTTAATTAAAAAA

>rnd-1_family-416#LTR/Gypsy ( RepeatScout Family Size = 99 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

TTTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGACAGACCTCGTTTAGAAGATCAGTGATCGTTTCGAATTCAAGGGTGAGCCAGTTCTTCCGGGCTGCCATGAGTTCTCTTTGTCTATGTCCACTCTTTTCGGACTTAGACTATTNGTTAAGTTGTTAGTTTCGGGGTTGTACCCCTTNTTCTTAGACTTGTCGTTGTTAGAGTTTTGGTACATTGACTTTCAGGTTCTAGGCGTATT

>rnd-1_family-395#Unknown ( RepeatScout Family Size = 111 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

AAAAATGATGTAATAATATCTGTTCAAAATTGTTTAGGGGGTAATAGGACGCTTGCAAAGTTAAGGTGTCTTTTTGAAAATTCGGGACAACTTCAGGTGTCACTTTATGTCTTTTCTC

>rnd-1_family-417#LTR/Gypsy ( RepeatScout Family Size = 99 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

TTTAGGTATTTTAAGAGTATTTAAACAATAAAANACCCATTTAGACCCTAGACTCCAAATCAAAACCTCTCCCTCTCCAAAACTCTCTCAAGAACACCATTGAAGAAGAAGAGAAATTGGAGGCNGCTCTTAGGACGAATTTCACCAAGGNTTCAAGCTGGGTTTAAGGCTCTAATCTAAGGTATGTGAAGCTTATTCATCCATGGATTCTTCCATCCATGGAGCCCCCTAGTTTCCCTCAATTGTGAATCCAAAGAACCCCAATCTAGAGAGGGTTGTGATTGCATTGTGGGTAAGGCTTGATTGTGATCCCAATCTAGTGGGTAGCATTCAATTATGTTTATATGATGATTATATGATGTTTTCATGAGGTTTTCATGGTGAATTGTAGTAATTGATGTTGAAGGTGATCATGGTGATTTTAGGCCATTAGAGGCNAGATGAAGGTTCTANGTTGATCTTCTTAATTCGATTGTATTNTATGCTAATTGATCATGATTGAATCACCTAGATATGAATTGAACTAGGCTTAATTGATCTAGGTTGGTCTTGACTTGTA

>rnd-1_family-292#Unknown ( RepeatScout Family Size = 186 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

TACACTAAATGGCCAAGTGCATTGGCATATGATGAGATGAACTATGAAATGATGAAATGAACATTCACGTAATAAGGGGTGAGTAATTATGAAAAGCAAATGTGCTAATGNTAATGAATGTGGTGACAACATGATANGAGGCTAATGTGAANGATGAGA

>rnd-1_family-293#LTR/Copia ( RepeatScout Family Size = 185 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

AAGAGCAACAANTTAGAAAAGGATATTGTCAAACTTAAGGAAGAACTTGAAAAATCTCTTAAGTGGACAAAATCCTCNAAGTTGCTGTCAAATGCGACAAATCAGAGTAATTTCAATAAGAAAGGNCTAGGAAGTTTGAACATCACTCCTCCTTNTAATCCTCACAGCAAGTATGTGTTTGTGTCTGACAATCTGCTNTGTCTTCATTGTGGTAAGAATGGGCATTTAAAGGGAGAGTGTGCTGGCTGGAGAAANTCNCGTGAAAGACTCTCTAATTATGCTGAAAGGCAAAANGTACCAAAAGAGAGACCTGGTCCTCCAAAACATGTTTCAACTCACAGATTTTCAAAGAAAAATCTGTTNCTGCTCCNAAGTCCTTTGTTAGAAAGATTCAAAATCTACCCTATTGGACTAGANACAATCTGATCACTCCTTTGTCTGCCTTCTGGGAACTCAAATTGAAATGGGTTCCCAAGCCTAACAAGTGATTCTTGTTGCAGGTGAGTGAGAGGAGCAGCAGTCAATGTTGGTACATGGATAGTGGATGCTCNAAGCATATGACTGGTGATATNAAAAACTTCCTCTCACTCAAGACACTTCAAGGNGGAGGTGTCTCTTTTGGTGATGGAAAGAAGGGGTACATTTTGGGAGTTGGNAAAGTGGGAAGATCTCTTGAAGANTCAATCGACAATGTGTACCATGTGGATGGGTTGAAGTACAGTCTNCTNAGCGTGTCTCAAATNTGTGACAAAGGAAATGAAGTCAAGTTTACTTCTGAGAAGTGCACTGTGGTGAGTCTAACTACAAAGAAGGTGATTCTCACTGCNCACAGAAGTAAAAACATGTATGTGGCNAACTTAGAAACGTCTCATGGAGATGACCTGACATGTCTTAGTGCTCAAAATGAAAATGCTGATCTNTGGCATCGNAGGCTGGGNCATGTGAGCTCATCTTTATTGAACAAACTGATTTCTAAGGACCTGGTCCGAGGNCTGCCNAAGNTAAAGTTTACTGAAGATAAAACGTGTGAAGCTTGTGTNAAAGGAAAGCAAATCAGATCGTCNTTCAAGCCNAAGAAGCAAGTAACATCATCAAGANCNCTNGAGCTGATTCACACGGACGTNTGCGGACCNNTGAAGGTTCAAAGCAGAAGTGGNAAGAGGTACTTTCTNATNNTTGTTGATGACTACTCAAGATACACNTGGACGAGATTCCTGAGATCAAAGGCAGACACCTGANGAGTTGGTGGTGTTCTTCAAAATGATTCAAACNAAATTGAATCAAGTGATTGTTGGGATCAGATCTGATCATGGNACTGAGTTTGAAAACTCAAAATTTGATGAATTTTGTACGGAAAATGGNATTANTCACAACTTTTCTGCTCCAAGAACTCCTCAACAAAATGGTGTAGCGGAAAGAAAAAATAGAACCTTGNTGAAATGGCCAGAACTATGATGATTGAGTCAAATCTTCCTCAAAATTTTTGGGCNGAAGCAGTCAACACAGCATGTCACGTTATTAACAGGTGTCCGATAAGGGCTGTNCTGAATAAGACNCCNTATGAACTGCTNAACGGNAGAAAGCCTACGTTNAGCTATCTTAGAGCNTTTGGGTGCANATGTTTTGTGCTGAACAATGGAAAGGACGATCTGGGAAAATTTGATCCCAGAAGTGACGAAGGAGTNTTTGTTGGATATTCTTCATCAAGCAAAGCNTACAGAGTNTTCAACAAAAGAACTCAATGCGTTGAAGAAAGCGTTCATGTCGTNTTTGATGAAGATGGAAGCTTGAAGAGCGATGGATCAAATGATGAAGATGATGTGATTAAGCTGTTCAATTCACAGAAAATTGAAGGAAGTGAAGCTGATGCA

>rnd-1_family-370#LTR/Gypsy ( RepeatScout Family Size = 125 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

TTCTCTTGTGTTTATAGGANATGAATACGAGAAGGACGNCCGCNAGAAGAGTTGAAGAGGAAATGGCGAATGAGGGAGTTCCTC

>rnd-1_family-367#LTR/Copia ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

TGGGTTGTGGACACTGGTGCCGCATCTCATGCGACATCAAGGAAGGATTTTTTCTCTTCCTACGCTCCCGGTGATTTTGGAACCTTGAGNATGGGTAACGAGACTGTTTCTAGGGTNGTTGGTATCGGNACNATTTGTTTGGAAACTAATGTTGGAACTAAACTAGTTTTGAANAATGTGAAACATGCTCCTGACGTTCGNNTGAACTTGATTTCTGTTGGTGTTTTAGATGATGANGGATATGTTAGTACCGACGGTGATGGAAAATGGAAGCTCACCAAGGGTTCCTTGGTTGTGGCTCGTGGTAACAAACGTCGTGGTCTATACTGGACTACGACCTCTGCTCGTGTTGATACGGTGAATGCGGTTGAGAGCGATAACTCTTCAGAATTATGGCACANGAGACTTGGTCATATGAGCGAGAGAGGGATGCANATTCTGNCNAAGAAGAATTTCTTGCCGGATTTCANAAGNNCAAGNTAGAGNNNTGTGANCATTGCTTAGCTGGNAAACAACATAGAGTTTCCTTTAAGTCGCCCTCCTTCGAGAAAGNCAGAGTTGCTTGAGTTAGTNCATTCTGATTTNTGTGGTCCAATGAAGGCGAAGTCATTGGGNGGTGCANATTACTTTGTNACCTTCATTGATGATTTCTCGAGAAAACTTTGGGTTTACNTCTTGAAGCATAAAGATCAAGCGTTTGANACGTTCAAGAAGTTNAAAGCTTCGGTTGAGAANCAAACNGGNAAGAAANTCAAATGCNTNCGNACTGATAATGGNGGNGAGTACGNCGGGTCAGAGTTCGANGAATNCTGCGAGNATGAAGGNATTAGACATCAGAAGACTCCTCCNAAGACNCCNCAGCAGAATGGTGTNGCTGAGAGGATGAACAGAACATTGATTGAGAGNGCGAGGNGTATGCTCTCTGANGCTGGGCTGCCAAAANCATTTTGGGCGGAAGCGGTTAGCACAGCTGCATACTTGATCAACCGGGGNCCATCAGTTNCTTTAGGGTTCGAGATTCCAGAGGAGGTNTGGACANGGAAAGGATGTTTCTTANGACCACTTGAGAGCTTTTGGTTGCACNGCTTATGTTCATGTGCCGAAAGATGAGAGGTCAAGTTNGATGCCAAGACTANGCAGTGCGTCTTCATNGGNTATGGTCNNGATGAGTTTGGTTACAGGTTTTATGATCCAATTGAAAAGAAANTCGTNAGAAGTCGTGACGTTGTNTTCATGGAGAA

>rnd-1_family-272#DNA/CMC-EnSpm ( RepeatScout Family Size = 220 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

CTTTCCCTTTTAATATAAATGTCANGTGATAATACATAAAAATGACGTGGNAANTCCATTTGGCATTTAAAGAAAAGTAAAATGAGTTGGATATTCCGAGTTGGCCAACTAACGCCCANAAGGGCATATTTGGACCAAAAGTTNGACGGCGAGGGTATAAATGAGCCAAACTTTAAACGGAGGGTATATCTAAACCTTTTCGAATAGTTTAGGGGCATATTTGACCCTTTTCCCTATTATAAAA

>rnd-1_family-51#LTR/Gypsy ( RepeatScout Family Size = 1001 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

GGTGAGTAATTATGAAAAGCAAATGTGCTAATGTTAATGAATGTGGTGACAACATGATANGAGGCTAATGTGAAAGATGAGAGCAATCTCAAACGAGCCTAAGTAAATGTTACCAAAACGTACTCACCTATGAGAGTGTAAAGTTAATGAAGAGACCAGTCTCTATGAACACTCTAATGAAAGTATTGAGATTAATCACACTTAATACTAATGATGAGATGAGAAATCATCTANTGAGCTATGATGTCCTCATGCTAGAAGCCAGCTTCCATGACGTATGAGTTGAATGTAATGGAACTTTATACTGAGCACCGATAGGCTAGCTATGAGCGGTGATGCCTTCTTTCGGGAAGGGCGGAGGTTCACGTAACTCTCATGAGATGAGACTGTCCGGCATGCCGGGTATGGGTCTCCTTATATCTCCTAGTCTTCGAACCTATACTGCCAATATAGGGATCTGGCGGGGTTCAATTCCCATGTACGCTAGCATGTTTTGGGTCACTTTGGCCGGTGATTCCACCTCTTTTCGGTGTGGGGNAGACACTGGATTTCATGATGCTCACATGATCTATGTCGGTTAAAGTTAAAGTTCCTCAAAGAATGAANGATAATGAAATGAACGATACCGAAGGTGTTTGTGCAAGACAATCAGGAGGTGAAATCAGATTCAAGTAATGACATTAGGTCATTCTTGGTCATTGCACTTCATGATCCCGATGAGAGTCTTAAACTTCATCCTAGGTATAGCTGGTGTTTACATCAGCCTACGAATGAATGAAATGAA

>rnd-1_family-305#LTR/Copia ( RepeatScout Family Size = 174 Final Multiple Alignment Size (possibly truncated)  = 97 Localized to 1063 out of 13 contigs )

AGTGGGGTACAAATGGGTTTTTGTACGAAAAAGAAATGAGAAAGGTGAAATCGTAAGATATAAGGCGCGCCTCGTTGCACAAGGATTTTCTCAAAGACCCGGCGTCGATTATGNAGAGACATATTCNCCNGTGGTGGATGCAATAACCTTTNGATATCTCATCAGTTTGGCAGTNCATGAAAANCTTGAAATGCGTCTAATGGACGTGGTTACAGCCTATCTTTACGGCTCACTNGACAACGAAATTTATATGAAAATCCTTGAAGCAATCGAGGTGTCTGAAGCATATAAGAGTTCGAAAGAAACTTTTTCAATAAAGCTTCAAGAATCCTTATATGGATTGAAATAGTCAAGGAAGGATGTGGTACAATCGTCTNAGTGAGTATTTGNTAAAGAAAGGGTACANAAATGACGCNATTTGTCCTTGCATTTTTATTAAACGGTCGGGATCTGAATTTGTTATAATAGTTGTGTATGTTGATGACTTGAACGTCATTGGCACTCCTAAAGAGCTTTCAAAAGCTGTTGAGTGTCTGAAAAAAGAATTTGAGATGAAAAGGTCTTGGTAAGACAAAATTTTGTCTTGACCTACAGATTGATAATTTGACAAATGAAATATTTGTCCATCAGTNCACGTACACNGAAAAGATTTTGATGCGATTTTATATGGATAAATCGCATTCATTGAGTACCCCAATGATTATGAGATCGCTTGACATAAATGATGATTCANTTCGATCTCAAAAGAAGGATGAAGAGCTTCTTGGTGATGAAACTCCATATCTTGGTGCAATCGGGGCACTAA

>rnd-1_family-118#LTR/Gypsy ( RepeatScout Family Size = 607 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

CAGGATCAGGAGGNNTCTCCTGATGTNGTCACNGGTATGTTACGAGTNTTCGCCNTCGATGTNTATGCGTTGTTNGATCCAGGNNCTACNTTNTCNTTTGTAACTCCTTACGTTGCAGTCNAATTCGATGTNAGTCCGANACTTTGACAGAACCNTTTNCGGTNTCTACNCCNGTGGGTGANTCCGTTATAGCTAGACGGGTATATAGAAATTGTCCTGTCATAGTCTCTCAGAAAGTCACCTCGGCAGATCTAGTAGAGTTAGANATGGTAGACTTCGATGTCATTCTGGGTATGGATTGGTTNCACGCNTGTTATGCCTCAGTCGATTGTAGAACTAGGATNGTNCGNTTTCAGTTTCCAGACGAACCGATCNTAGAGTGGAAGGGTAGTAGCTTAGCGCCTANGGGTCGATTCATTTCTTACCTTAAGGCNAGNAAGATGGTNTCTAAGGGNTGTNTCTATCATCTAGTNCGGGTTAAGGATTCTAGNCTTGAAGCNCCTNCCNTTGAGTCGGTTCCNGTAGTNAGTGAGTTTCCGGANGTNTTTCCNGANGATCTTCCCGGNGTTCCTCCCGAAAGGGAAATCGACTTTGGNATTGATNTNCTNCCGGATACCCANCCTATTTCTATTCCTCCTTATAGAATGGCTCCGGCAGAGTTNAAAGAGTTGAAGGAGCAGTTGAAAGATTTNCTAGATAAGGGCTTCATTAGACCTAGTATNTCACCNTGGGGTGCNCCGGTNTTGTTCGTGAAGAAGAAGGATGGGTCTCTNAGGATGTGCATTGACTACAGNCAGTTGAACAAGGTNACNATNAAGAATAAGTATCCCCTCCCNAGGATTGATGACTTGTTTGATCAACTNCAGGGTGCTAGTCGTTTCTCNAAGATNGACCTNAGATCGGGNTATCATCAGCTNAGGGTNAGGGATGGTGATATTCCAAAGACGGCTTTTNGAACTCGGTATGGNCATTATGAGTTTNTAGTNATGTCNTTTGGNCTNACTAATGCTCCTGCGGCNTTCATGGATTTGATGAACGGAGTGTTCAAACCGTACCTNGATTCGTTCGTTATCGTCTTCATTGATGATATCCTGGTTTACTCNAGGAATGAGGAAGANCATGCGAGTCATTTGAGGATNGTNCTNCAGACNCTNAAGGANCANCAGTTGTNCGCCAAGTTTNNCAAGTGTGAGTTTTGGTTGAGNTCCGTGGCNTTCCTNGGNCACGTTGTNTCTAGCGANGGNATTNGGGTNGATCCGCAGAAGATNGAGGCGGTNAAAAATTGGCCCAGACCTACCTCTNCTACNGATATNAGGAGTTTCTTGGGTCTAGCGGGTTATTATAGAAGGTTCGTNGAAGGATTTTCATCCATTGCNTCNCCNTTGACTAGGTTGACTCAGAAGACGGTCAAGTTTCAGTGGTCGGATGATTGTGAGAAAAGCTTTCAAGAGTTGAAAANTAGGTTGACTACCGCTCCGGTCTTGACTCTACCGGAGGGTNCAGANGGTTNTGTNGTNTATTGTGATGCATCCGGAGTTGGCTTGGGTTGTGTGTTGATGCAGCGNGGNAAGGTNATAGCTTATGCCTCTAGACAACTTAAGGTNCATGAGAAGAACTATCCAACTCATGACCTNGAGTTNGCGGCNGTGGTGTTTGCNTTNAAGATATGGAGACACTACTTGTATGGTGTTCATGT

>rnd-1_family-418#LTR/Gypsy ( RepeatScout Family Size = 99 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

GGAACTACGTTCGACCTGATTCCCGCCTCAACGGGATACGTAGGCGCCACGAGGGCTCGGTCATATCTCNCGTAAGATTTCTATTTCCCTTCTACAATAGAAACTGGGACAGAATTTTTGAGAGGGTCTCAAAAATTCTCGAGAAGAAGTCTCCT

>rnd-1_family-252#LTR/Gypsy ( RepeatScout Family Size = 252 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

AAGAGAGATGAGTTCCTGAGCCTAGAGCAAGGTAGGATGTCGGTTACTGCTTATGAGGCTAAGTTTCGTGCACTATCCAGGTATGCCACCCAGCTTTGCTTCAGTCCACAAGAGAGGA

>rnd-1_family-282#Unknown ( RepeatScout Family Size = 211 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

ACTTCATTTCATTTCATTCATAGGCCAGTGTGAACACCAGCTATACCTAGGATGTAGTTTAAGACTTTCATCGGGTTCGCTGTGCAATGACCAAGAATGACCTAGTGTCATTACTTGAGTCTAGCTCACCTCTTGATTATCCTATCCTAACACCCTCGGTATCGTTCATTTCTTT

>rnd-1_family-327#LTR/Gypsy ( RepeatScout Family Size = 159 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

GTTGATGGTGCATGTCCAGCAGGTGGAGGAGAGCCGNAAGAAGAGAGGCGTTCGTGATGCTAGGAGGCCTAGGCCTCAAGATCAGGCNGGTCCCAGCNATGGAGGCCACAGGAACAATTTTGGCGTCCGCGAGCAGCCCAAGTTCAAGAAGGGGCAACAGAGTTCAGGGAATTCTAACCCTCAGAGGAGTACAACGCCTAGAGGAGGCAGACCCGAGCCCAAGAAGGGCAATGGAGGTGAGATGCAGCGTCCCAGAAAGNATTGTGGTAAGTGTGGCCGTNCGCACGGNGGNGAGTGCATGGCAGGGCACTAATGCCTGCTNCGGTTGCGGTAAGAGTGGGCACATGGTCAGGGACTGCCCACAGAACAGAGGTCAGGCCGGAGGTAATGCTCAGCCTAGGCCTAATCCACAGGGTGCAGCNGCAGCCGAGCCTCCCAAGAGGAACAGGTTCTATGCCTTGAAGGGTAGAGAGGAGCAGGAGAAGTCCGCTGATGTGGTCACNGGTACGTTGCATGTATT

>rnd-1_family-263#LTR/Gypsy ( RepeatScout Family Size = 233 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

CTACATAAGGTATGGGTTTCTCTCCTGGACTCCTTTCTCCAAGAGAACTTTCCTTCGAACGATTCAAAGATCTCGAAAACTAGGGTTGTTCCCGTGTTCTCGTCGAACTCCTTGTCCCTAGTATCCTTTTCGATTTCAATGTTGAATAGGTTAGAGATCATGTTGTTGGTA

>rnd-1_family-397#SINE/tRNA ( RepeatScout Family Size = 109 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

TGGTACCTGTTGCTGGTGGGAGGTGGCAGGTATCCCGTGGAATTAGTCGAGGTGCGCGNAAGCTGGCCCGGACACCACGGTCATTATAAAAAAA

>rnd-1_family-419#Unknown ( RepeatScout Family Size = 98 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

TAGGGTCAGGTTAGGACGTGGGGTGAATTTCCCATTCACCCCTTTAATGAAACAGTGCGCAGGCAGCAGTTGCAGGCCACCATCGACGG

>rnd-1_family-420#LTR/Gypsy ( RepeatScout Family Size = 98 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

AAAATAGTATTAATTGTTTTATATTTGTTATCACTTAGCAAGATTAAATAAATTAATAAATGAAGTGACCTTGATTGCTACTTGTAACCCCCACATAGATTGCATGAGATACGGTCGGGACCCACATTTGTGGACCTCGAGGGATGCCTAACACCTTCCCCTCGAGGTAATTTGAACCCTTACCCTAATCTCTGGCTCGTTGACCTTAGTTAGACTTAGTTAGGTTAGATAGGTGCCCTAACGCGCCTTAATTCGTTAGGTGGCGACTCCAAACTCAAAATCCCAAAAGAGTTGTTAGGTCGTGCACAAAACCCGTTTTCTGCGAAAATGGGGCGCGACAGAATGGCGACTCCGCTGGGGATATTAGGTTCTTACCATTACGTGTTNNNTGCTTATTTATGTGGGGTTTACTTTATTTTTGTCATTTCATTATTTGTTAGGTGCTTACCATGTTTAGTTNTTATTTTGTTGCCTTATTTATTGTCTTCTCTCCATGTTCCACCCTTTCCCTTTTCCTTANTTGTTTATTACCATGTTTCACCTCTTCCCTTTTCCCTTATTTGCTTAC

>rnd-1_family-179#LTR/Copia ( RepeatScout Family Size = 396 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

TTCGGACCAGATTTTGTAGCATTTCTTCTTGAAAGTGAGCCTCAAACATTTAAAGAAGCNATGTCGTCTAGCGACTCAACTTNTTGGAAAGAGGCTGTCAATAGTGAGATTGAATCAATTTTAAGCAATCACACTTGGGAGTTGGTTGATCTTCCTCCAGGAAACAAACCCTTGGGTTCAAAATGGATCTTTAAAAGGAAAATGAAACNTGATGGAACTATTGACAAATATAAGGCTAGACTNGTTGTCAAAGGNTTTAGACAAAAAGAAGGTCTNGACTATTTTGACACATACTCNCCAGTGACNAGGATTACATCAATTCGGATGTTAATTGCACTAGCTGCAGTGTACGATCTTGAAATCCATCAAATGGATGTGAAAACAGCCTTCTTAAATGGAGAGCTAGAGGAAGAAATTTACATGGAACAACCTGAGGGTTTTGTAGTTCCTGGTAAAGAAAAGAAAGTGTGCAAACTTGTTAAGTCACTTTATGGACTAAAACAAGCACCGAAACAATGGCATGCAAAGTTTGATCAAACCATGTTGNCAAATGGATTTAAGATCAACGAATGTGATAAATGTGTTTACATTAAAGATACTCCGAATCATGAAGTCATTNTATGCCTATATGTNGATGACATGTTNATAATGAGCAAAGACATTGNCGATATAAAAGCTACNAAGCGTATGCTTGCTAGTAAGTTCGATATGAAAGATTTAGGAGTTGCTGATNTGATNTTAGGAATTAAAATTATCAAAACTCCTNACGGTCTAGCATTGTCTCAATCTCATTATATTGAAAAGATACTTGAAAAGTTCAAATTTTTGAATTTCAANGNNGCNAAGACTCCAATTGATTTAAGTCTTCATCTTGCAAAGAATGAAGGTGAAAGTCAGTCTCAATTGGAATATGCTAGNGTATTGGGAAGTTTGATGTATGTCATGAATTGCACGCGACCAGATATAGCTTGCGCTATCAGTAAACTGAGTCGGTACACAAGTAATCCNAATCATAATCATTGGTTGGCAATGAAGAGAGTTTTGGGATACTTAGATGGCACTCAAAATTATGCTTTGCATTACAACAAATATCCNGCCGTNCTTGAAGGATATAGTGATGCAAATTGGATCACTGGGTCAANTGANNCAAAATCCACGAGTGGNTACGTNTTTACTATTGGTGGAGGAGCNGTNTCTTGGAAATCATCCAAACAAACATGTATAGCTCGCTCTACAATGGAGTCTGAATTCATTGCTTTAGACAAGGCNGGTGAAGAAGCTGAATGGCTCCGGAATTTCTTAGAAGATATTCCATTTTGGCCCAAACCAATNGCCCCTATTTGCATNCATTGTGATAGTCAAGCTGCAATAGGTAGGGCTGGAAGCGTTATGTACAACGGCAAGTCTCGNCNTATAAGACGGAGACACAACAATGTAAGATCGTATTCGACNAGTGGNACCATCAACGTTGACTATGTCAAGTC

>rnd-1_family-283#LTR/Copia ( RepeatScout Family Size = 209 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

AATAGATTATTTGCTTAAAGAAGTTGAAGTAAGGAACTTGCAGAAATCTTTGATCCTGAAGGGAGGATTCATAAAAGGAGATAGAACGAAGCATATTTCGCCAAAGTTTTTCTACACNCATGANCTCCACAAGAATGGTGATATCGACGTGCAACAGGTTCGTTCAAGTGATAATNTNGTTGATTTATTCACCAAGTCTCTACCAACTACAACTTTCGAGAAGATGGTGCACAAGATTGGAATGCGAAGATATCAAGTCTCTGAANTGATGTTTTNATCAGGGGGAGTATAATACGCGTTGTACTCTTTTTCCTTGACGAGGTTTTGTCCCACTGGGTTTTCCTGGCAAGGTTTTTAATGAGGCAACAAATAATGCGTATCAAAAGATATGTGTACTCTTTTTCCTTCACTAGAATTTTTTCCCACAGGGTTTTTTCTAGTAAGGTTTTAACGAGGCACATTATCTATGGACATCCAAGGGGGAGTGTTATAAACAATTTGTATTATAGTGGATGTCTAATTATGTGGAGTCCTTGTAGGATATGGTTAGGAATCCTACTTGGGGACCAAGTAAGGTTTTCCCTATAAATAAAGGGTTTTCCTTCATTGTAAATAAGATTTGTGAAAGATCAATGAATCCTGAATATACTTCAAGATAAATAAGAAGTCTTTTCTCTTCTCCCTACTTTNTTCTTCTTCTAANTTCATATAGTTTCATAACACGTTATCAGCACGATTGTTCTATTCTTCTGTTAAATAA

>rnd-1_family-422#Unknown ( RepeatScout Family Size = 98 Final Multiple Alignment Size (possibly truncated)  = 96 Localized to 1063 out of 13 contigs )

TTGATCATCAATCATATTTCATCAATAATGTACATNTAGGGCAGTAGCTAAAGAAATCATAGCCTAAACGAGACACTACTACAATTGCCATTAAGATCGACACAAGCATGCTTCATATTAGGAATTCATGGAAGATAAGTTTACATAGGTTAATCCTATTCAAACTATCATGAATTGATCCACATTGNATCCATTACATATAATTCATCATCACATTACGTTATAGGCAGTAGCTATAGACATTAACCATGATCGAATCATATAACAACTAACCTAACGTCAAGATCACAAGTTACNACTTCATAGACTAGAAGAACCTAGATCAATTCATGCCAAGCCTTCTTTANTTTGATCATACAAGATTTATACCCACAATTCANCCATAATATCAACCTAAGACAGTAGCTACAANAATCNCAACATAATCGAATTCCACATTCAATCATAAAAAGGCCACGTTACAGTGAACACGTAGAAANCTAGGCTAGNCATGTTCAAATCTTCATACATTGATC

>rnd-1_family-228#LTR/Gypsy ( RepeatScout Family Size = 304 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 1063 out of 13 contigs )

CCCATTGTTACGCTTTCCCCGGGAGGTCTGAAGCGGAGACATCTGATGCTGTTATCACAGGTAATCTTTCGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCNTATGTATCTTCCTCATTTGCTACTGGTCTNAATTTACATTGTGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGGTAGTTGAAAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGG

>rnd-1_family-423#Unknown ( RepeatScout Family Size = 97 Final Multiple Alignment Size (possibly truncated)  = 95 Localized to 1063 out of 13 contigs )

TCCCCAAATTCCTAAAATTCATCATCTACTAGTCGGAGTTGCTGCTGTGGGTGTCTNCTTGATCACCGAGTACCTTTCCCTCTTGTTTTTCTCCAATTCTCAGGTATGTGTCTCTAATTTCTACTCATTTATATTGCATTTTTGTTT

>rnd-1_family-262#LTR/Gypsy ( RepeatScout Family Size = 234 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 1063 out of 13 contigs )

ATTAGGTATGGGTTCTCTTCTCTCTTGGTCCCTTTCCCAAGAGACCCCTTAAGGTTCAGAATATTCATTCCGAAAACTAGGGTTGTTCCCCGTTGCATGTCCCTGTCACTAGCTCCCANTGAATCGTAGGTTGGGTATGTTTGCTGGTAGAAANTTAGGGATGTAACGTGTTTTCGTGATGATTATGTGTTTATATGTATGTTCGGAATTATGTGAATTATGTTGATGTTTCCGAAAATGTAACTACGTGTGTATGTGTGTGTTGCCGTGACTATTGNTCATGGTTTCG

>rnd-1_family-168#LTR/Gypsy ( RepeatScout Family Size = 432 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 1063 out of 13 contigs )

CTCTTGGCCAGCAGCTGCAAATAATTTGGTTAGTAATCTCCTTGTTTGGTGTGTTAATTCTTTAGAATACCTTTGTTAATTATCCATTAATTTTAAGAAGGGGGCGTGACCAGTAGCTTAGGAAGTTTGTTTTAGTTATTGAATGTGCTAAGTATGAACGGAAACCATAATCGGATTATTAGTGGTGTCGTGTTGGTGCTTGGGCTGTTTTGATTAAAGCAAACTGCGGGAAAATTCTGTTTTGGCGTTATGTATATGTTAAATGTGATTATGAGTATATACTCCAAAGGATGAATACGATAAGGTAGATGTGTTGCGAATTATAAAACGAGTTATCGCTCGGTGTGTCGTTGCTTCGCTGCTATGGTTGCCGAGACGGAACTGTTTTGGGGAGGGGGCTGTTTAATATGATTCGTTGGGTTATATGTGTTATTGGTATTGCTGTGGATAATTTGGGTTGTTGTCGGATTGGGACGAAGTAAGGAAAATAGGGGAAGTGCTGCCGAATTTTCGTTAGATTATTAGCTAGCTTACAAGAAAGTAAAGCGCGACGTTTATCTAATTGCGGCACGATTGTTGCTTGTTATAGATTAATAGCTTGAGCAGTAAATATTGGACGTGCGGCTCGATTATACGGTATGTAACGCTGTCCCTTCTTTCTTTGTTTGGCATGACTTTTAAAAATAAGCGAATAACGGACAGGTTTGATACTTACCTCTAGAGCGTCTAGGTGACGTATATTCTTGCTTCCACAATTATTCCTCTATATATCGGCTATGTCTAAGGCTATGATGATCTCTCATATCTATGGTAGTGCTTCTTAGAGTCATTGAGATTTTACGTTTCCATATCGTATTAAAGGTTCATAATCTTGATAAAACGTTAATCTTTGGTAATACTCCTTGCTGGTTCACGTTGATTGTTCTATTGAGTTATAAGAAATGATTTTAATTGCATATGGTTGCTCATAATATTCTGCTCGTGCATAGAGTCATTTATCATTTCACCGAGTCCCGGGCCGGGTAATGTTCGTGCGGAGTTTCTTGCATATGTCACCGAGTTCCTCACTAGAGGGCCGGGTATGTATATTATATATATGATTGGTGATGAGGATGGTTATGATGATGATGATGACGGAGATGACGTGATGATTATTTTGCCGAGCCCCTTACTAGGGAAGCTGGGCACCTTATATGTTAAAGATATGCATGATTTTCACTTAAAAGGGTACATGTGTAGCGATATTTTGTTTCGACTTGCCATATTGGTATCCTGTCATCTTTACCTTATGCTTTACATACTCAGTACATTGTCCGTACTGACCCCCCTTTCCTCGGGGGGCTGCGTTTCATGCCCGCAGGTGTAGACGCACAGTTCGGTGATCCTCCCGCCTAGGATATCTACTCTGCTGATTGGGAGAGCTCCACTGTTCCGGAGCCCAGTCGTTTTGGTACATAACTTTTGTGTAGTCTTTTGCTCGTCTATGGGTATGGCGGGGCCCTGTCCCGTCGAGTTTCACTACTGTACTCTTAGAGGTCTGTGGACATTATGTGGGTTGTATATATATGTTTTGGATAATGGTCTGGACATGGTTTGTTTGGGATGTCCGCTTGTACAGGGGCAGCCTTGTCGGCTGCGTACATCATTGTGTATTGTGTAGTGGCAGCCTTGTCGGCTTACGTACGTTATTATGCTTTGAATAGTGGCGGCCTTGTCGGCTCGCGTATGTTGTTACGGTTGAATGGTTATGACTCCTTATGAGACAGGTCCTCTTTATATATATATGACGTTGGGGTTGGCTTGATTTGATTAAATTCCATATTGTCTTAGTTTCAGTTGGTTATACTTAGCAGGTTTGTATGTGGGTGTCCAAAACGGGCACTAGTCACGGCCCATCGGGTCGGGTCGTGACAAACTTGGTATCAGAGCACAGGTTCAAGAGTCCTAGGAAGTGTCTACGAACCGCGTCTAGTAGAGTCTTGTTCATCGGTGTGANGCGCGCCACATCTATGANCAGGAGGCTACAGGACATTTAGGATNTCATTCTTTCTTCTTATTCTAGATCGTGCGATAGAGCTATATTAATAGGATAATCCCTCTCTAATTCGTGCTTGCGCGTTTTCAGCTATGCCTCCAAAGAAAGCGACAGCCGCCCAGAAGGGAAAATCGGTAGCAGAAGGTACTAGTCAGACCCGGAGAGTTACTAGGGCCCGTGCCCAGTCTATGCCTGGTATTATGCTCCAGTCGGAGAGCTCTGCTACACCGCCACCGCCAGAGGAGCTTAGAGCAGCAGCAGCTCCAGTTCGGGGGACACCACCAGCCCCCGAGGCCCCAACACCTGAACCTCCAGCTCCTCAGTCAGGGGCGGAGGATAGGGCCATGAGAGATGCGGTTCAATTGCTGACTAGATTAGTGGCAGGTCAGGCTCGCAGGCATGGACTAGGAGTTGATCATGCGGACAGATCTGATAGCTTAAGGGCTCGTGACTTCTTAAGTTGTAATCCTCCAGAGTTCTTTGGGTCAAGGCCCCAGGATGATCCGCAAGAGTTTATTCGTCAGATGCAGCGTACATTGAGGATAATCAAGGCTTCGGAGACCGAGTCTGTTGAGTTGGCTACGTATCGTTTGCGGGATGTAGCTATTAATTGGTATGAGTCTTGGGAGTTATCTAGGGGTGAGGGTGCTCCTCCAGCGGTATGGGATGAATTTGTGGAGGCTTTCCAGGGCCACTTCCTGCCTCCAGAGATGAAGCGAGCTAGAGTCGATAGATTCTTGCG

>rnd-1_family-424#DNA/hAT-Ac ( RepeatScout Family Size = 96 Final Multiple Alignment Size (possibly truncated)  = 94 Localized to 1063 out of 13 contigs )

TAGAGCCGTCAATATGGGCTAGGCCCGTTGGGCCGGCCTGGCCTAACCCGGGATTTAATAGGGTTGGGCTAAGATTTTTGGAGCCCATTTAAGAAAAGGGCTTTTTAGCCCGGCCTGAATAAGCCTGCTGATTTGTGGGGCTTGAGAAATATCGGTAGGGCCGGCCCGTGGGCCAATAAAAATTAATTTAAAAATATAATATAATATTAAAATTTAAAATTAAAGAGAGTCCAAACTCAAAACAATTAGGTTAATATTTCTATTTAGATATTTATACTTTTACTTGAAAAAAAACTTAATAAATATTA

>rnd-1_family-174#LTR/Gypsy ( RepeatScout Family Size = 417 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 1063 out of 13 contigs )

TGCCACCGGATAGGGATATTGACTTCTGTATTGATCTGGAGCCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAATGGCTCCCGCGGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTGAGCAAAGGCTTCATTAGACCAAGTGCATCCCCTTGGGGTGCTCCNGTTTTGTTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACAGGCAGCTGAACAAGGTAACNATNAAGAACAAGTATCCTCTTCCTCGCATTGATGATTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCNAAGATCGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACCAGGTATGGGCATTACGAGTTCNTAGTGATGTCTTTTGGGCTTACGAATGCCCCTGCTGCNTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTCGTNATCGTATTCATTGATGATATACTGGTATACTCAAAGAGCAAGAAGGAACATGAGGAGCACTTGAGAATNGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAGTTCTCNAAGTGTGAGTTTTGGCTAGATNCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGACGGAGTGATGGTGGATCCTTCTAAGATTGAGGCAGTGAAGAATTGGGTAAGACCTACTAATGTGTCAGAGATAAGGAGCTTTGTTGGNTTAGCTAGCTACTACCGACGATTCGTCGAGGGTTTCTCNACNATTGCAGCTCCATTGACNAANTTGNCGAAGAAGGATGCGNCGTNNGTNTGGTCCGACGAGTGTGAGGAGAGCTTTCAAAAGCTCAAGACTCTATTGACNTCTGAACCTATNCTCANNTTGCCCGATTTCGAGTTACCGTTTGAAGTGCACACTGATGCGTCAGACGANGCGATTGGTGGCGTGTTAGTGCAGGAAGGTCATCCNGTGGCCTTCGAAAGTAGGAAATTGAATGACGCATGAACAGAGATACTCGACGCATGAAAAGGAAATGGTTGCCGTGGTACACTGTTTGCA

>rnd-1_family-32#LTR/Gypsy ( RepeatScout Family Size = 1221 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 1063 out of 13 contigs )

GGTAGGGGCAACGGACAGACGGACGATAGGGCCCATTGTTACGCTTTCCCCGGGNGGTCTGAAGCGGAGACATCTGATGCTGTCATCACAGGTAATCTTCCGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCTTATGTATCTTCCTCATTTGCTAATGGTCTNAATTTACATTGTGAATTGCTTGATATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGGTAGTTGAAAAGGTGTATAGGTCTTGTCTGGTGANCTTTGTGGGGAGCGACACTTATGTAGACTTGGTTATCTTAGAAATGGTTGATTTTGATGTAATTCTGGGTATGACTTGGCTTTCTCCGNANTTTGCGATCTTGGATTGTAATGCTAAAACNGTGACGTTAGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTNCGTATCATCTCCTTTCTTCGTGCTAAGAAAATGGTTAGTAAAGGGTGTTTAGCTTTCTTGGCACATCTCAGGGATGACACTACCCAAGTACCTTCGATTGAGTCGGTTTCGGTAGTCCGTGAGTTTCTGGATGTGTTCCCTGCAGATCTTCCTGGTATGCCACCGGATAGGGATATCGACTTCTGTATTGATCTTGAACCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAATGGCTCCCGCGGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTGAGCAAAGGCTTCATTAGACCAAGTGCATCTCCTTGGGGTGCTCCGGTTTTGTTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACAGACAGCTGAACAAGGTAACCGTNAAGAACAAGTATCCTCTTCCTCGCATTGATGACTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCTAAGATTGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACCAGGTATGGGCATTACGAATTCGTAGTGATGTCTTTTGGTCTTACGAATGCCCCTGCTGCGTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTCGTGATCGTATTTATTGATGATATACTGGTATACTCAAAGAGCAAGAAGGAACATGAGGAGCATTTGAGAATNGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAGTTCTCCAAGTGTGAGTTTTGGCTAGATNCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAGACAGTGAAGAATTGGGTAAGACCTACTAACGTGTCAGAAATAAGGAGCTTTGTTGGNTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTCTCTTCTATTGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAGGAAAGCTTTCAGAAGCTCAAGACTTTGTTGACTACCGCACCNATCCTTACCTTGCCAGTGGAGGGTAAGAACTTCATTGTTTATTGTGATGCATCCTATTCGGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTGATTGCTTATGCTTCGAGGCAATTAAAGGTGCATGAACGTAACTATCCGACCCATGATTTGGAGTTGGCCGCGGTAGTGTTTGCATTAAAGCAATGGAGACACTATTTATATGGGGTTAAGTGTGAGGTCTACACGGATCATCGTAGCCTNCAGTATGTCTTTACTCAGAAAGATTTGAACTTGAGACAGAGGAGATGGATGGAACTACTGAAGGACTACGATATCACTATCTTGTATCATCCGGGAAAGGCNAATGTTGTGGCGGATGCTTTAAGTAGAAAGGCGGGGAGCATGGGAAGTCTAGCTCACTTGCAAGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACTTGATGAGATTAGAAGTAAATGAGAAGGGAGGATTGTTGGCTTGTGTGGAGGCAAGATCTTCTTTTCTTGACAAGATTAAGGGAAAACAGTTTGATGATGAGAAACTGAGCCGAATCCGAGATAAGGTATTGCGAGGAGAGGCTAAGGAAGCACAAATCGATGAGGAAGGTGTTTTGAGGATCAAGGGAAGGGTATGTGTACCCCGCGTCGATGATTTGATCAACACTATTCTGACAGAGGCTCATAGTTCAAGGTATTCTATACATCCGGGTGCAACCAAGATGTATCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGTGACATTGTNGATTTTGTTGCCAAATGTCCGAACTGTCAGCAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACANTGGGTAAGTATGACTCTATTTGGGTAATTGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTCTACATCTCGGAAGTNGTTCGATTGCATGGGGT

>rnd-1_family-425#LTR/Gypsy ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 1063 out of 13 contigs )

TTATANTGTTGTAATGACTTGTNTATGTTGCACTTAGTGGGATAGCCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTGCACTTGCTCTTTTTTTGTTGAGTACAGGGCATCTTCAGGCGGCTATTGACAGACCTCGTTTAGAAGATCAGTGAT

>rnd-1_family-428#LTR/Copia ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 93 Localized to 1063 out of 13 contigs )

TATTTTATGGTCCATTCTCATGATGAGACAATGTTCAGTAACGAGGATAAAGGCTTAAGGACTTTTTAATGATTTCTAAGTTTGATACAGGGTNTACCAAATAGTGTATCTACGNGATAACACGNTTAGAAATCACCTATGTGAGTGTGAAGTGTAAG

>rnd-1_family-429#Unknown ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 1063 out of 13 contigs )

TTGATCATCAATCATANTTTATCAATAATACACATNTAGGGNAGTAGCTAAANANATAATAATCAAACTAAATCATGCTTCATCTANCCTAAAATCGAGATCACATCACGTACATTACATTATCAATCTATAGGCTAGAAGAACCTAGATCAATTCATGCCAAGCCTTCTTTANTTTGATCATACAAGATTCATACCCACAATTCATCCATAATATCAACCTAAGGCAGTAGCTACGANCATCTTAACATAATCGAATTCCACATTCATACATTACAGAATCGACGTTACAGTGAACACGTAGAAACATAGGCTAGNCATGTTCAAATCTTCATACATTGATCCACATGGATCGTTCATCATCAATTCANCATNAAT

>rnd-1_family-430#LTR/Gypsy ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 1063 out of 13 contigs )

ACTTAAAATTTATTAAATATAAATTTATAAAGTCGTTCGGATTATATTAAATTAATGAATATATTAGTCCAAATAAATATTATGGATTAATATAATTGANTTAATTATTTAAATTCAATAAATATGAATTTAATTAAAGTCTAAATTAATTGATTTGGGCTACATTGGATGAACCCAATTTGTTAAACCCAATCTCATCTCATTCTAGAGCCCATCTTGGCGCCACGTGTGCAGATGACGTGGCATGCCAAGTCAAATAAGAAAACCAATAGAATCATGACATGTGTCAAAGATGACAAGCCCGCTCCATAAAGCCCATATGNCATNTCACTTAAATCTGATTGGCCGAAGGGAATCCTGTTCCAATCGCAACTCCTCTATTCTAAAACTATAAATAGGGGTCCTCATAATTCAGAAAAGAGAACAGAAAATTCTAAACAAGAAGCTAGAGAAAGCTCGTGGTACAAACGCCATTTAATTCTCTACAAAGCTACAAGTTCAAGAATTCAAGCATTCAAGTTCAAGAACGATCAAGATCAAGACCACCGAATTCAAGANCAAGCTCGAAGCCCTTGAATTCAAATAAAAGTCAAGATCAAGATAAAGTTCAAGTTCAAGTTCATCGTAGATTCAAGAACAAGCTTTAAAGCCCTTGAATTTATATTTGAAAAGGCGAATTCAGAGGAATCATAGAGATTGTAACACTCGCATTTGAAATAATAAAATCGATTGTTGCTATAATTTTCCGTTCTTGATTATTGTTTTCTCGACGCGAATTTTATTGTCTACAAATTCTGGCACGCCCAGTGGGACAATCTCTACCTCTCATCTCAACTTTTCAAGCATCAAAGAATATCGAGATGNCTTCCATGAACAA

>rnd-1_family-427#DNA/TcMar-Stowaway ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 1063 out of 13 contigs )

CTATTATACCCTCATTTAAACTTCTTGAAAATTTTNAAGTTTTAATTCATCCACTTCATAATTAATAGGGGTAAAATNGTAAACTCACTATGTCAATNATTATTTTCTTAATANGTGTGTCAATTCAAAAGTGGACAANTAANTAGGGACAGAGGGA

>rnd-1_family-431#LTR/Gypsy ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 1063 out of 13 contigs )

GTTATCTTTTAGAAATTTCANTGTTGTCTTTCAATTTCCTTGTAATCGCAATGAAAGAATGAATGAAAATATTTCATCCTGTACTCGAACTACGTTNGACCTGAATTCTCNNCGATGAGATACGTAGGCGGCCTTCGTCGGCCCGGTCCCTATCTTTGAAATTTTTCATTCTCCTTCATGTTACGAAGATACGAAGATCAGATCAACGGACGTCAAAGAGCAGCTGCAAGAAGACCGTAGCTCAACGCGATTCAGCCTTTCCGAGATAGCGTCAAAACAAACAAATTCCTGCTTGTTCAAAAAATNTATTTCCGTCCTCATTCGTGGGTTAAAGATATCCTCAAACAAAGCAACTTGTGTGTTTATNTGCTCTNTGTGTGATATTNTGCATTNTGTATTCCGAATACGNACTAACAAATTTGCCTTTGAGTTGTTTTNCTTCTCAGGTACTTCGAACTGATCTGTGTCGATAAAGCTGGCNGATCATCCNTACTTCACCAGATCNAAAGGTCCCGCAGATTCCTTCCCCGGACCAAACTCAGA

>rnd-1_family-432#Unknown ( RepeatScout Family Size = 94 Final Multiple Alignment Size (possibly truncated)  = 92 Localized to 1063 out of 13 contigs )

GAGAAAAGACATAAAGTCACCATCGAAGTTGTCCCGAATTTTCANAAAGACACCTTAACTTTGCAAGCGTCCTATTACCCCACTAAACNATTTAATNTCTTTGTAAATGGGCCATTTTGACCCATTTCCTCGCGTGGGTTGTTACCACGCACGTGAGGCGCGTGATCCANTATTTTTACTGCCACGGACCAGTTTAAAAGTGCCACGTGTCATTATTATTCTTTATTATTAATTATTTNATCAATTTACGTCATCTTCCCCAAATTTAAACCCAAAATAGTCGTTGGTAGCCCTAATTTTTCGATTTCATAGTTTTTTCCATGGCAAGATCAATGTTGGTACTCTCTTTTTGACGACTTCATCATCTTCTCTAAGAAAATAAGACACCACTATTGGCGAGAAACTTCTGGATCAATGAAGAATGTGATTTTCTTGTTCAATAAATTCAAAGTAAACACTTCCAAGCTATGGAAGCTCTTGTCT

>rnd-1_family-436#Unknown ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 91 Localized to 1063 out of 13 contigs )

GAGGTCGTGGGTTCGAATCCCCACAGCCTCCCATTTATTTATTTTCGCCTTTCCCTTCAGCCCTGAGGTCGTGGGTTCGATTCCCACGCCTCCCATTTATTTATTTTTNTCTCCCTTCTCGCGCATACCTGGAGGTCGCGGGTTCGATTCCCACGCCTCCCATTTATTTNTTT

>rnd-1_family-433#LTR/Copia ( RepeatScout Family Size = 93 Final Multiple Alignment Size (possibly truncated)  = 91 Localized to 1063 out of 13 contigs )

TTATAAATNCATTGAATGAGTGGATAGTCCATAAAGTTGGTACATGAACAACCATTCATATTCACTAGGTTACATGAACCTTTTTGGATAAGAATGTATCTATTTATTATGATACTTAATATGGTGACCTTTGGAGTGATTTCTCACTCTATAAATAGGGNTGTTCATTCACTATTGTAATATACACGNATGAGACTTACATACACTTGAATAAGAAGAAAATTCCTCTTCTTCTATCTACTTCTCTTGTCTTCTTCTCTTTATGATTATATTCTTATGAGCTTGATTTTATAACACGT

>rnd-1_family-434#Unknown ( RepeatScout Family Size = 93 Final Multiple Alignment Size (possibly truncated)  = 91 Localized to 1063 out of 13 contigs )

CATGAAGTCTTTATAAGCCAATCTTTATTGGCTATGCCCATTATTTNATCATTTTCATANTATGAAGATTATGGGGCATTNATTTGCCATTATGTTTTACTCCCCTTTATTGGCATAATATAAGAAGTCATTATAAGCCAATCTTTATTTGGCTATGCCCATTATTTGAT

>rnd-1_family-435#LTR/Gypsy ( RepeatScout Family Size = 93 Final Multiple Alignment Size (possibly truncated)  = 91 Localized to 1063 out of 13 contigs )

TTTTACTATTTTAATTTACTTGTGACAAAAACCCCCATTGATATTTGACACTTTGTGTCACCCCTTTAATTTATNATGTTTTTATTCGNNAATGTCTTTAGCTACGACTAATTAGAACGAAATTCTANTTAGCTATTAATTCTCACNACCGCTCCCTTGGGACACGACCCCAACCCTTGGTTGGGTTACTATACTATCGACGATCGTAGACACTCGNACCGNAGGTAGTGTCGTTGGTCACGA

>rnd-1_family-437#DNA/TcMar-Stowaway ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 90 Localized to 1063 out of 13 contigs )

TACTCCCTCTGTCCCTATTTACTTGTCCATATTTCCTTTTNTAGTTGTCCCTATTTACTTGTCCATTTTGACAAATCAAGAAAGGACAANAATTTTTTTACCTATTATACCCTCATTTAATTCTTGAAAATTTCTAGTACTACTAAGTTTTAATNCATNCTTTTTGGAACCANAAAATACATTTATTATACTTGGAGAGTTGCATAATTAATAAGGGTAAAATTGTAACTTCACTATGTTAATTATTGTTATCTTAATATGTGTGTCATTTCTAAAGTGGACAACTAAATAGGGACAGAGGG

>rnd-1_family-366#DNA/TcMar-Stowaway ( RepeatScout Family Size = 127 Final Multiple Alignment Size (possibly truncated)  = 90 Localized to 1063 out of 13 contigs )

ATTTTATGTGAGGTAGTTTGACTCGGCACGAAGTTTAAGAAAGAAAGAAAGACTTTTAAAACTTGTGGTCTAAAATAAATGATAGANATTTGTGTGGCTATAAATCATTTCATTAAGGGTAAAATAGATATTTTAAAGTTAAATTGTTACTTAATATAGAAATGTGTCATTCTTTTTGGGACTGACTAAAAAGGAAAGTAAGTCACATAAATTGGGACGGAGGGAGTA

>rnd-1_family-438#DNA/MULE-MuDR ( RepeatScout Family Size = 92 Final Multiple Alignment Size (possibly truncated)  = 90 Localized to 1063 out of 13 contigs )

ATTATTGTTGNATATATTATATGATGTAATTGNTATATGTATTAATATGNTTAAAAAATGTACGCAGCTATGCGTTGGTNTGCTTTTCGGACGAATGTGGNTGGANTATGAAGGCTTCCTGCAGGAAAAAATCTGATATATTCANAGTTAGAAGCTTCAATAGTGAACATACGTGTCCGNTGAGGGATAGGGTATTAACCAAAGTACAAGCAACAGTCGGATTTGTAAGTGGAGTGACNGCTCCNAAATTGGTCGATCATAAACGAATTNATACNCCGAAAGATATAATTGATGATATTAGAGAATNTTATGGGGTTGAAATATCTTACCAGCAAGCATGGCGTGCTAAAGAACGTGCACTNTNNATGATNAGGGGNAAACCATCTGCAGGATATAGACGGNTGCCGAGATACATACACATGTTGGANACCGCGTATCCAGATTCTTATATAAGAATGCANAAGACCGAAGAGGATGAATTTATGTATCTGTTCGTNGCCTTAAGACCATTCATNAGGGGGTTCGANTACTGCAGACCAGTAGTTGTTGTNGATGGCGCACATCTNAGTGGAGCTTACAAAGGGACATTTGTATCAGCAAGCACACTTGATGGCGCAGGTATTTTTTTATAGTAATGATGTATTTTTATATATTACGTATCAAATAATATAATGTGTGTGTAATCAGGTCGTATATTNCCGTTGGCGTATGGTGTTGTTGACACNGAAAATGATTGTTCGTGGACNTGGTTTTTCGAACAGTTCAAAGATGCATTTGGCGANAGAGAAGANATGTGTGTTGTNTCGGATAGAAATGAGAGCATTATGAAGAGTGTGAGNATTGTGTTCCCGAATGTACCTCATTATGCATGCATATGGCATCTTTGGAAGAACGTNTGTGGAAACTTCAAAAGGAGCAGAAAGNCCGTAAGTGATCTATTCTACTCNATGGCAAAGGCNTATAGAAAGGAAGATTTTGATAAATTGATGGCTAAGGTTGATAGAATTGATCANAGGGTTAAGGAGTACCTTGAAGATGCTGGNTACGAAAAGTGGTCAAGAGTTCATGCAACAGTAAACGGAGGTAGAATGATGACTTCGAACATCGCGGAATGTATCAATGGTTGTCTTGTTGAAGCACGACAATTACCTATATTAGANTTCTTGGAAGAAGTTAGAATTCTATTTGGTTCTTGGAATTGCAAAAACAGAGAAGTAGCCTCATATACAAAGGACACATTAGGGAGAAGATTTGAGGAGNTGTTGATTATAAACGCGTCTAAAAGTTCAAAAATGGAGGTATGTATCATTATATAATACTTTATATTATATATATCTAATTCANTGTATCATTCTGCATTTTTGAACATGATTTGTTTTTTAAAAATTATATATTTAAATTTTTTAATGTACACAGGTTGTTCCGTCATCTGAATTTATTTTCTCAGTTTATGAAGNTGGAAGAAGATACATTGTTTGTCTTGAGNGGAAAACATGTNCNTGTGGNAGATTTCAACTAGACGAGATACCTTGTGCGCACGCAATCGCTGTTTTGAAGAAAAAATGTCACAGATATGCATCCGTATTGCTCTGATTACTACAAGCCNGATGCATTGGCGAAAACATATGAAATTCCAATGGTACCAATGCCGGATAAGGAAGATTGGNCAGCTCCTGAGAATGTGNTAGATGAAATTGTNTNGCCACCTAGATACAGAAGATCGTCTGGACGACCAAGAAAAAGAAGAAGAAAGAATGCAGATGAAAAGATAACGGCGAACACGAATTGTTGTGGACGATGTGGACAAGAAGGNCACAACAGAAGAACTTGTACTTTCTTCCCGAAAGAGAANTGAATTAGTCGTAATGTTTCTAAGATAT

>rnd-1_family-439#LTR/Gypsy ( RepeatScout Family Size = 91 Final Multiple Alignment Size (possibly truncated)  = 89 Localized to 1063 out of 13 contigs )

TACCTTTCAAGTACTGACGCATACGTGCGCTACATCTTCTCGTGATGTAGGTT

>rnd-1_family-171#LTR/Gypsy ( RepeatScout Family Size = 422 Final Multiple Alignment Size (possibly truncated)  = 89 Localized to 1063 out of 13 contigs )

TGAAAGGATAGTTCTCACTTATGANCACCTATGAGCTATTATGATAAGATGTTTACATAAGGGTCTAGAAGAGACTAATGTGAACTTGTATGATGTAATAANATGATTACTAAAGGGAATAAATGCTTAGCACCGAAAGGGCATGTAAATGAGATGGAGGTCTCACGTTTAGTAAGTCCGGCCTCCCACATGGGTTTCTTCACGTTAGTAAGTCCGGATTCCCAANATATGTGTTGTCTCATGAGATGGAAACCTCCACGTTAGCAAGTCAAGGTTTCTAGNAACAATCTCCTTGACCCTTAACTACGTGCCC

>rnd-1_family-440#DNA/CMC-EnSpm ( RepeatScout Family Size = 91 Final Multiple Alignment Size (possibly truncated)  = 89 Localized to 1063 out of 13 contigs )

TGTAATGACCCTCCAGGTCATTTTTNGTGTTTTATNTTCTTTTCGTCGTTTAGAGCGTTCCTATAGCGACCCCAAGTCATTTATGACTTGCTGGGACTGACAGTTCGGTCGCCTGGTCGTTCGTTTGGTTTTTGTGCGAGTTTNCGTGTTTTGGAGCTTTTGAANCTTGAACGGTCGACTTCGATCAAAAGTTCAGGAAGACGACCTCAGAATNCAATTCTGACGGTTCCGTTAGCTCCGGAANGGTCATTTTAGTCTAGTAGCATGGTCGGCGCGGNTCCCGAGGCTTTCATTTTNAGTTTGTGTCGTTAGGCGTTTTAACTTTAAGTTTNGGCCAAAGTTTGACTTTGGTCAACATTTTTGGTAAACGTGCTCGGATGAGAATTCCGTCAGCGCGGTTAGCTCCGGAANGTCGANTTTGGTCTAGNANGACGNTTGGTTCGGGTTTCGAGGCTTTCGATATTTTTCCGAGCCCTTTTGTNGATTTTGACTTAAAATGGNGTTTGGGTGTGGGACCCACTTTTTATCGAGATGACCTCTGATGGAAGTTTCGACTGCTCCGTTGAGTCCGGAATGTCGAATTTGGTGGGGTAGCATATCTCGTTTGCGTNTACGGGGTTCCGAACGAATCCCGAGCGCCCGTCGGAGACTTTAAAGAAAGTAGGCAAAGCTGAAATCTGGTGCAGCCCTTTTA

>rnd-1_family-441#Unknown ( RepeatScout Family Size = 90 Final Multiple Alignment Size (possibly truncated)  = 88 Localized to 1063 out of 13 contigs )

ATCAAGTGTGCTTGCTGATACATATNGANTCAGTGTGTATAGTGTTTAGTCGATGCATTGATACATGAATTAGATGTGTATCATATGTTTTCCATGTATCACGAGTTTTTGAAAATTGNTATCATGTATCAGTAAGGTATTAGTTGTTTAGTCGATGTACTNATACATGTTTTGAAAATTGTTATAATGTATCATTCAATAAGTTTAATAAATGCGTCATCAANTGTGCTTGATGATACATATAGAATCAGTGTGTATAGTGTTTAGTCGATGCACTGATACATGTATTAGATATGTATCACATGTTATAAT

>rnd-1_family-426#LTR/Gypsy ( RepeatScout Family Size = 95 Final Multiple Alignment Size (possibly truncated)  = 88 Localized to 1063 out of 13 contigs )

GAATACAGNGATGTGTTCGTTTGGGANGTCGNTGACATGCCAGGGTTGAGTACCGATGTCGTANCTCATAAGCTGCCNATCGATCCGGGGTTCNATCCGGTGAAGCAAAAGACTCGGAAATTCAAGCCCGAGTTGAGTCTGAAGATCAAAGAAGAAATCACCAAGCAGATNGAGTCTCGATTGGTNGAAGTNACGCAATACCCNACTTGGTTGGCNAATGTCGTTCCGGTCGCCAAGAAGGATGGGAGNNTTCGAATGTGCGTCGACTACAGACANCTNAACAAGGCAAGTCCAAAGAACAAGTATCCTCTTCCCCGCATCGATGATTTGNTCGATAACTGTGCTAAGCATGAGGTGCGTGTCNTTTGTGGATTGTTNCGCCGGTTATCATCAAATTCTGACGGACGAAGAAGACGCNGAAAAGACTGCTTTCATCACGCCGTGGGGCGTNTATCGCTACAGGGTGATGCCNTTTGGTCTNAAGAATGCCGGNGCNACNTACATGAGAGCTATGACGACCATNTTTCATGACATGATCCATAAGGAGATTGAAGTGTACGTGGACGACGTCGTAATCAAGTCCCGCGAGAGTTCGGATCATTTGACGCACTTGAGGAAATTCTTTGANCGNCTGCGNAGGTACAACTTGAAGCTGAATCCNGCNAAATGTGCNTTTGGAGTNCCANCCGGGAAGTTNTTGGGNTTTATNGTCAGCAGAAGAGGTATCGAGCTCGACCCNTCCAAGATCAAAGCAATTCAAGAGTTACCTCCACCTAACGAGATATCCATGAGTTGAAGAGTCTCCAAGGGAAGTTAGCCTA

>rnd-1_family-408#LTR/Copia ( RepeatScout Family Size = 105 Final Multiple Alignment Size (possibly truncated)  = 88 Localized to 1063 out of 13 contigs )

AGTCAGAAGAGGAGAANGAGNACATGNCACGAGTTCCNTATGCTTCAGCGCCGTCGGNAGTTTGATGTATGCTATGGTNTGCACNAGACCNGATATNGCNCACGCAGTCGGTGTTGTTAGCAGATNCNTGGNNAANCCGGGGAAAGAGCATTGGGAAGCTGTGAAGCGGATNTTCAGGTACCTTAGAGGTACATCCGACGTTGGTCTCGTTTATGGAGGTGATACCCAGTGCTTGGTTANTGGCTATACTGATTCTGACTATGNCTGGNGACGTTGACACNAGAAAATCNACNACTGGNTATNTGTTTACCCTTGGAGGAGCTATNTCATGGAAGTCAAAGTTGCAACTANAGTGTACTCTGTCTACNACGGAAGCNGAGTATATGGCCTTGACTGAGGCTGCGAAAGAAGTGATNTGGCTGAAAGGGCTGGTTAGNGATCTTGGTCTGCATCACGATCAGGCTACGGTGTATTGTGACAGTTCGAGCGCAATTTGTCTAGCCAAGGATCAAGTCCATCATGAGAGAACCAAGCACATCGACGTNAGGTATCATTTTCTGAGA

>rnd-1_family-442#LTR/Copia ( RepeatScout Family Size = 89 Final Multiple Alignment Size (possibly truncated)  = 87 Localized to 1063 out of 13 contigs )

TGTTGAATGCCTTGAATCGGACCCGCTACAAACAGAAAGGACGGGGGTCTCGCTGCCCGGTCAGCGAGTCGGGGGGTCCAGGGGGGCGACGCGCCCCCTGGCCTGGGGGTCCGGGGGGGCGGAGACGCCCCCGGCCCGACGGTATACAATGTTGTTGNATTGGGCCCTTAATTATCTGTCGATTCTGTATNTTGGGCCCAAGCCTGTTAGGGCGTAGCTTAGCACTATATATAGACGCTATGGCAAACCCTATTCTGTAATTCTGTTTTTGCCTCTCCATAATAAAACTGCTCCCCCTCTTCCCGTGGACGTAGCCAATTTATTGGTGAACCACGTAAATCTGTTGTCTTGTTTTTCGCGTTTATATTTTCTCGTATTATCTCGAATTCCGCACAACA

>rnd-1_family-392#LTR/Copia ( RepeatScout Family Size = 113 Final Multiple Alignment Size (possibly truncated)  = 87 Localized to 1063 out of 13 contigs )

TGAAGAAATAAAGATTCTTCAAGAATTCTCTTGTGTTGCTTGTTCTCNTGATAAAATGATCATTGTACCAGCTAAGGTTGGGATTGAATCCCCTAAAATTTTTGGAACGTATAAAAAGGTGAATATGGGCCCGTTCACCTGTCATGTGGATCATTTGCAACTATATGATAGATGCATCTACGNGATGGTCACATGTGCGTTTGTTGTCAACTTACAANTTGGCGTTCGCAAGGTTGTTTGCTCGAATTGTTAAAATTAAGAGCACAGTTCCAAACTATGAAATTATATTGATAATGCTGGTTGATTTAGCAGAAATTGTATGCCTCCAATTATAGCTAAATCATTGGTTATGAGAACAAAACTCCCAAATAAGATTTGGTATGAGATAATTTTATTTAACACGTAGCAACACATGTATGCATCAAACCAACAAGGTTTCCCCATTANAATTGGTTCANGGTCAGGAACCAAATANTTTTCATCTAAAATTTTGAATGTGCGGTATATGATTTTAATTGCTCCACCACGCACAAAGATGGATTCCCAAATAAGGTTGGGATGNATGTTAGNTTNTCTAACATTAGGGGGAGA

>rnd-1_family-421#LTR/Copia ( RepeatScout Family Size = 98 Final Multiple Alignment Size (possibly truncated)  = 87 Localized to 1063 out of 13 contigs )

TGAGAAAGAATTTAGTTTCAATTCCAGTTCTNACTAAGAATGGNTTTAAACGTGTATTTGTTTCTGATAAAGTAGTAGTAAGCAAAAATGATATGTTTGTAGGAAAGGGCTACCTTAGTGATGGCCTTTTCAAACTCAATGTAATTGCAGTTGATATGAATAAAAATTCTGCTTCTGTTTACTTGCTTGAGTCTAAATGTTTATGGCATGCNCGTTTGGGACACGTTAATNACAAAACCTTGCGAAAACTGATTAATTTAGATATTTTGCCNAANTTTGAGTGCGATAAATCGAAATGTGAAATTTGTGTTGAANCTAAGTATGCTAAGCATCCTTATAAATCTGTTGAAAGAAATTCNAATCCTTTAGAATTAATTCACACTGATATTTGCGACATGAAGTCAACACCATCNCGTGGTGGGAAAAAGTATTTTATAACTTTTATTGACGATTGCACTAGATNTTGTTATGTNTATTTGCTNAATAGTAAGGATGAAGCAATTGATGCATTTAAGCAATATAAAACTGAAGTTGAAAATCAGTTGGATANAAAGATNAAAATGATTAGAAGTGATAGAGGTGGAGAATATGAATCTCCNTTTGCAGAAATATGTTTGGAANATGGNATNATTCATCAAACTACTGCTCCTTACACNCCTCAGTCNAATGGNNTGGCGGAAAGGAAAAACAGAACTTTAAANGAAATGACGAATGCCTTGCTTATNAGTTCAGGTTCACCGCGAAATTTNTGGGGGGAAGCTATCCTTACAGCNAATNANATACTCAATAGAGTGCCTCATCGAAAGACAAATNCAATTCCATATGAGTTGTGGAAAGGTAGAAAACCCAACTTGAAATATTTCAAAGTGTGGGGGTGTCTAGCCAAGGTNNAGGTTCCTNTACCTAAGAGGGTNAAAATTGGACCCAAGACTGTAGATTGTGTNTTTATTGGNTATGCCGCGAATAGTAAAGCCTGTCGATTTTT

>rnd-1_family-414#DNA/MULE-MuDR ( RepeatScout Family Size = 100 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 1063 out of 13 contigs )

ATATAATCATCTGTCGCGACATGTGNCANATGTTGCTACAGATGATTCGTCTGTAGCAACATGTGNCGCAAATGTTGCTACAGATAATCATCTGTAGCAACATATGNNACAAATGTTGCTACAGACGAATCATCTGTAGCAACATATGCCACATGTTG

>rnd-1_family-445#DNA/MULE-MuDR ( RepeatScout Family Size = 88 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 1063 out of 13 contigs )

TTTTGACCAAACTAAGCCATTATATAAAGTAATTTACCAAAATAATATGTTTTTCTAAAATTTTACAAAACTAGTATAAACGTATTTCACGGTAACGTTTTAGGGTATATTTTATTTTTTAAAAGCTGACGGCGTTAGGTTGATATACGTTACTNNNAGTAACGTTTTACTCCTAAAACGTTACTNNNAGTAACGTTTTAGGAGTAAAACGTTACTNNNAGTAACGTTTTA

>rnd-1_family-444#DNA/CMC-EnSpm ( RepeatScout Family Size = 89 Final Multiple Alignment Size (possibly truncated)  = 86 Localized to 1063 out of 13 contigs )

AAAGGGTCAAAAATACCCTTGAACTATNCGAAATAGCTCATATATACCCTTNAACTATATTTCGGCTCAAAAATACCCTTNCCGTTATNCTANNGGACCANAAATACCCTCAAGAGTTAACACCCCAATTTTTAGTGACGTGGCAAGCCACGTGGGACTAATCCCTCCACCTAAGCGTTGCCAACTAGGATTCACTACAAAAGAACTNGACCTTTAGCGGCGACAAAGTCGCCACAAAATCCCAAAATATCGTCACTAAAGGTT

>rnd-1_family-446#LTR/Copia ( RepeatScout Family Size = 87 Final Multiple Alignment Size (possibly truncated)  = 85 Localized to 1063 out of 13 contigs )

GTGTGCATGTTCCGAAAGATGAGAGGTCGAAGTTGGATGTTAAAACTAGGCAGTGCATCTTCATTGGTTATGGTCAAGATGAATTTGGNTATCGCTTTTATGATCCAATTGANAAGAAACTCGTTAGAAGCCGTGATGTTGTGTTCTTTGAAGATCAAACNATTGAAGATATTGACAAGGCTGAGAAGCTAGATTCTCATACTGATGAGAGCTTAGTTGATGTTGATCCAGTTCCTATTATTGACACATCTTCTGCACATGAGGGAACCCAAGGTGATGATCAAGATAATGATCAGAGTGTAGAACATATGATCGTTCCTACTGATGATGTTGTGGTTGATGATCAACCAGCTCATGATGTGGTGTACGACCACTTCAGATGCTCCAGAAACCTCTCGTAGAAGATCTACTAGAGAGAAGCGAAGCTCANCNCGTTATTCTCCCGATGAGTATGTNCTATTGACTGACGGGGGAGAACCTGAAGGTTATGATGAGGCCATGTTAGATACTCATAGANATAAGTGGAAAGAACTCATCGTAGACGATCATGAGTTTTGTAGAAGTGTGGCAGGCAGGAAGCCTGTCAAAAGTTACTTCACTTTAAGTCCATTTGGCCCCTTGGCTGGAGGGGGAGTTTGTTGGGCTATTGCCCATGTTCCAGCCAAAGGCCCATGGCCTAATCCTACTTGAAAAAGGATTGGAATTATTCTCTTTATTTGGTTTCCAATTCTATTAGGAAAAGGATTGGAATTGTAATCCTATTTGTAGTTGGTTTTGGCTTTGTAAGGAAAAGCACAACTCTATAAATAGAGGATGGTCTTGAGAGAATAATTCAATTGCTCATTGGTATTGTCTTTGAAAGACATTAGAACATAAGAGAGGTTTTTGAGAGAGCTTTCAACAAGAGAAAAGAGAGAAGGAAAAGGGTTNTTTTGCTGCAGTCTTTTTCTCCGACCAGCAACCTTCAAATCGCGTTTCCCGATTAACTAACCGTCGGATCGGGCTGAAATTTGGACTGAGTGTTCCTGACATCTCGGTGGTTGATTTGAACGGCGGAGATCGGATTCGGAGGTCAGCAAGATCCTGTTTTAGGTCCCGAACAGNAGCTGCGTTTGGGTGGTGTTTCTTTCTATTTATCTTTTGTTGGTGTAGCTATTGTTTGTTCTCTTTTGGCACTTGTTNTGTAGCCANTTNAGAAGAATATTTGTAACCCTCTTATTGGTATAGTGAAGCAATTCGGATCTTGTCGATCCCGTGGTGNTTTACTCTTCGNNTCGAAGGGTTTTTCCACGTTAAACTTGGTGTTCTTTATTGTTAGATTTTCGGTTTCATCTTTTCGTCACAACAA

>rnd-1_family-447#LTR/Gypsy ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 1063 out of 13 contigs )

AATTTCATTCTTAAAGTTTAAAGATTNGAGTTCTTGATGAGTTCTTGATAGGTGTTCTTGAAGTTCATTCTAAATCTTGTTGTGTTGGGGTTTTGATGANTTCTTGAGATGAAATTGAGTGATTTGAGTGTTGTTTTNAGTATATTATTGTGTACTAGTTAGGTAATCGAATCTAAGTGATTGGGGAAGAAACCGTTCGANTTTAGGCGATTTAGGGTNAGAAAACGAGNAAAAAAGTTCGNCAGAATTTCTGGGTAGGGGCCTGGCGCGNCGCGCCTNCCAGAGCGCCCCAAANCAGNCTCTGTCCGTCAGGGNCTGGCGCCCCGCGCCACCCAGAGCGCCAGGGTCGCCTGCCCCGTCCAGTTTGCCTCCGGTTGCTCC

>rnd-1_family-443#LTR/Copia ( RepeatScout Family Size = 89 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 1063 out of 13 contigs )

ACACTATAACAAAAATAACTTTTAGCGGCAATAAATATNCACATTAATAAAGAGTGCTAAAGTCTTTACCGGCATTAGTTAANTGTCATTAGATCCAATGTCGCTAAAGGCTTTAGGGACATNTACAAAGAGTGCTAATTGCCGCTAAAAATACATATTTAGCGGCAATTAAGAATTAATTGTCGCTAANGATCATTTTTGTTGT

>rnd-1_family-448#LTR/Gypsy ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 1063 out of 13 contigs )

AAATAACAATTTTATTATTAAGTTAAATAATATAATATCCAAAAATTAAGTTAAGTCATATAAAGTCAATAAAGCGACCGTGCTAGAACCACGGGACCTCGAGGGATGCCTAACACCTTCCCCTCGGTCAATAGAACTCCTTACCCGAATCTCTGGTTCGCAGACCAATAAAATAGAGTCAAATTTCCTTTTGATTAGGGATTTAAATAAGGTGACTTGGAACACCANAACTCAATTCCAAGTGGCGACTCTGAATAATAATNATCCCTTTTCAAAACGTCACTTNAATTGGAAAAACTCTTTTTTTTCGAAACAATAAAAAAAAATNAAAAATATATTGAGAGAAAAA

>rnd-1_family-449#DNA ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 1063 out of 13 contigs )

AGACATAAAGTCACCATTGAAGTTGTCCCGAATTTTCAAAAAGACACCTTAACTTTGCAANCGTCCTATTACCCCACTAAACAATTTTGAACAGATATTATTACATCATTTTTCGTCCATCTGACATAGAGAGTGGTGTGCACTCTCTTAAAGAGCGTGAGCAANCTAAAATAACTAATATAATTTTATTTTTACAAGTATTTTACTATAAAATATAT

>rnd-1_family-450#Unknown ( RepeatScout Family Size = 86 Final Multiple Alignment Size (possibly truncated)  = 84 Localized to 1063 out of 13 contigs )

CTCATGGTAGCTTGAGGTGATGAATCTCATGGTAGCTTGGGATGGAGGAAGTAANCTCTCTCATGNTTAGCTTGGTCNTGCGTTGCTAGGATGCTTGATCATGGTAGCTTGGGAATGGTGGTTCTCATGGTAGCTTGGGATTGAGGANTNATACTCTCCTAAGGNTAGCTTGAANTAGCATTGCTAGAATGCCTTCATGGTAGCTTGACTTGGTTAGGCCAAAACCATTTCATGGTAGCTTTAGGAGAAAGACCTATACTCTCCTAATGGTAGCTTGACTTGCATGCAAGGTGCATTTCATG

>rnd-1_family-451#Unknown ( RepeatScout Family Size = 85 Final Multiple Alignment Size (possibly truncated)  = 83 Localized to 1063 out of 13 contigs )

ATCTACCTTTTGGAGCTTAAGATGAAATCACCAGTCCTCATTTAGAACCCTCGAGATACACTTCACAACCTAAACGCATTAATATCGTACCAAAGATCCACCACTAAAATCTTCCTTATAAATAATGCTTAACCCAAGTTCGCGTAGTAACAAGCTAGTTGGTTTCTCAAATGTGAATGCAACACCGAATCTCATTATATGAGCATGTGATACAACTGATAACTCCTTAAGTAGTTAGTATTCGCACTTGACAATCGACGTATCCGTTTTCATATACCACTAGTACCACATCGTGAAAGTCCGTTANATCCACCACTAGAACACATCATACCTATCGAGAAGATCGTACCCAAATAGCCCACACATTTCTACCCATCGAATAACTGCAAAACATTATCAAATTCGTTCTGTCTCTAGCCCAAACGATNTGCATTCCTTCGTAGATCAGGTCAATAACAAAAGTAACACACTCCATAACTCTAACCAAGTA

>rnd-1_family-310#LTR/Gypsy ( RepeatScout Family Size = 170 Final Multiple Alignment Size (possibly truncated)  = 82 Localized to 1063 out of 13 contigs )

TGGGGTTTTTAAGCCATATCTGGATCTCTTTGTNATCGTATTCATCGATGATATACTGGTATACTCAAAGAGCAAGAAGGAACATGAGGAGCATTTGAGAATGGT

>rnd-1_family-301#LTR/Copia ( RepeatScout Family Size = 177 Final Multiple Alignment Size (possibly truncated)  = 82 Localized to 1063 out of 13 contigs )

ACACATACTCGCCAGTAACTAGGATTACATCAATTCGGATGTTAATTGCACTAGCTGCGGTATACGATCTTNAAATCCATCAAATGGATGTGAAAACAGCCTTCTTAAATGGAGAGTTGGAGGAAGAAATTTACATGGAACAACCCGAGGGTTTTGTAGTTCCTGGTAAAGAAAAGAAAGTGTGCGAACTTGTTAAGTCACTTTATGGACTAAAACAAGCACCNAAACAATGACAT

>rnd-1_family-452#Unknown ( RepeatScout Family Size = 84 Final Multiple Alignment Size (possibly truncated)  = 82 Localized to 1063 out of 13 contigs )

TTTAAAAAGTGTGAGGTCATTGGGGATTGAACCCAAGACCTCACCANATGAAAGCTNCATAAAAAT

>rnd-1_family-358#LTR/Copia ( RepeatScout Family Size = 132 Final Multiple Alignment Size (possibly truncated)  = 81 Localized to 1063 out of 13 contigs )

GTAGGAAGTTTGATGTATGCTATGGTCTGTACAAGGCCAGATTTAGCACATGCAGTCAGTGTAGTGAGCAGATTCATGGGACAACCAGGGAGAGAACATTGGCAGGCTGTGAAGAGAATTTTCCGGTACCTTAGAGGTACATCTGACGTTGGTCTCATTTATGGAGGTGATACTCAGTGCTTGGTTACTGGCTATTCTGATTCNGACTGGGCTGGAGATGTCGACACAAGAAGATCGATGACTGGCTATGTGTTTACCCTTGGAGGATCTGTCGTCAGTTGGAAGNCAACTTTGCAACCTACAGTGACTTTGTCTACTACGGAAGCGGAGTACATGGCCTTGACAGAGGCTGCAAAAGAAGGGATTTGGCTGAAAGGGCTGGTTAGTGATCTTGGTCTGCATCATGATCAGGCTACGGTGTATTGTGACAGCTCGAGCGCNATCCGTNTAGCCAAGAATCCAGTCCTNCACGAGAGAACGAAGCACGTTGANATNGATTGTCATTTTCTGAGAAGTG

>rnd-1_family-454#LTR/Copia ( RepeatScout Family Size = 81 Final Multiple Alignment Size (possibly truncated)  = 79 Localized to 1063 out of 13 contigs )

ATTATNCATCAAAGNACTTGTCCGTATACACCNCAACAAAATGGNGTNGTNGAAAGAAAACATAGACATATTCTTGAAACGGCNAGAGCNCTNAGGTTTCAGGCTNANNTNCCTATNAGATTCTGGGGNGANTGTGTTCTNACTGCCGCGTATNTNATNAATAGACTNCCTAGTTCTGTNTTAAAAGGNAAGNCTCCTTNTGAAATGTTNTACGGNAAANAACCTTCTATAGCTCATCTNAGAGTTTTTGGTTGTCTNTGTTATGCTA

>rnd-1_family-453#Unknown ( RepeatScout Family Size = 82 Final Multiple Alignment Size (possibly truncated)  = 79 Localized to 1063 out of 13 contigs )

TAGGCGAAATGGTCTGGTGGACCCTTGTACTTGTATNAGTTTGTATTNTGAACCCTTCTACTTANCCNTTTGTCANCTGAACCCTTAAACTCAACGAAACGCAATATTTTAAACCCCTTT

>rnd-1_family-455#LTR/Gypsy ( RepeatScout Family Size = 81 Final Multiple Alignment Size (possibly truncated)  = 79 Localized to 1063 out of 13 contigs )

TTCTCAAAAAGTTGAAGGATTCGAGTTCTTGATAGGTGTTCTTGAAGTTCATTNTAAATCTTGTNTTGTTGGGGTTTTGATGANTTCTTGAGATGAAATTGATTGTTTTGAGTGTTGTTTTGAGTATATTATTGTGTACTTANGTTGGGTAATCGAATCTAAGTGAAATTGAGAAAAGAAATCGATTAAAAGCGANTTAGGGTCAGAAAACGAGAGGAAAAATTCGTCGGAATTTTGCCTGGGGAGGGGCTGGCGCGGCGCGCCCCAGATGCGCCCAGAGGGCTGGG

>rnd-1_family-456#LTR/Gypsy ( RepeatScout Family Size = 80 Final Multiple Alignment Size (possibly truncated)  = 78 Localized to 1063 out of 13 contigs )

AAGCAATCTTCCAAGTAATANAAANCCTTCTTCCAAAGTTCTCTAAGTCTTCTTTTCATTCTCTTAGCGATCTNAGTNTNAAAGGCTTACTTGAGCTTACAAGATCGTGAAAGATTCGTGAGTAAGTCGTCGAGTGCCGCACGGAGTCTTAGCAAATACTCTAAGTCCGTGACAACGTGGTATCAGAGCGAGGTTTGATACTAAGGGAATGGCTAACGAAGGAGACGTAAACGGCGCTAGCACCACCAACGTCCGTACGGATGGTGGAAAGAAGAACCGNAAGGGGAAGAAACATCAAAAGGGTAATGAGGAGGTGCTGCCCGACCCCACACCNAGCGAGGCGCTAACATCTCATCCACCCTCGACCGCCGAAGCAAGTGACGANGAACGTGGCGAAGACGCCATNGACGTCACCGCCGGAGAAGAATGGGTCGCGAGGGTTGAAACGGCGAGGCAGGCCGTGGAGATATTAGGCCGGCGCNTGAACGTGGCCGACGGCAAGTTCAAGACCCTCGAGGACTTCACCCTTGAGGAGACCGAGAACATCCGNAAGGAGTTGGAGGGNCGCCAGCGGGCCGAGTTCGAGATGAAGGAGGCCATCACTTCCTTGGAGTGTCGGCT

>rnd-1_family-457#Unknown ( RepeatScout Family Size = 80 Final Multiple Alignment Size (possibly truncated)  = 78 Localized to 1063 out of 13 contigs )

TTTTTTTTTGTAATTTTGTGCACCTTTTGGCTTACGTGGCACTCCAAATATCTCTCACGCGCCTCAATTGCGTGGAGTCACGGAGTGTGCCACGTAAGNCAAAAGGTGTACAAAATTACAAAAAAAAA

>rnd-1_family-123#Retroposon ( RepeatScout Family Size = 583 Final Multiple Alignment Size (possibly truncated)  = 78 Localized to 1063 out of 13 contigs )

AAACAGAAATAAGATGAAGCAGAAAAAATATAAAATACAAGAATTAATCCGAGTCCACAGAAACTACTGTGTGTCCTTAAGAAATTTAATCCCCTCACTGTACCCGAGGTTACGGATTAATTTCTCCCAAGATAAAACGGATTAAACCCGTTAAAGAAGTAGCGGTACCTCAAACTTCNTTAACTTCAACGAACTTAAGAACAGCAACGAGTCACACAGACTCAGTCGATCGACACTTTGATTTTATTTGAGAGAAAAATANATGCAGAGAAAGAAAAAAATTTCAGTGTTTGAAAAACGAGAAACGACCTCCTTTTATAGCCA

>rnd-1_family-458#Unknown ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 1063 out of 13 contigs )

ATTTTCAAAAAGACACCTTAACTTTGCAANCGTCCTATTACCCCACTAAACAATTTTGAACAGATATTATTACATCATTTTTCGATCAGCCCCAAATTTTAAGAAGCAAGTGTGTTCACACACCAATCGTTACGTGACACGTGTTAATTTAATTTA

>rnd-1_family-459#Unknown ( RepeatScout Family Size = 79 Final Multiple Alignment Size (possibly truncated)  = 77 Localized to 1063 out of 13 contigs )

ATTGGTAGATTGGGAACGTTCCGAAGCTTTGCGAAAAGGAAAGGAAAAATCTTGAAGATTCGTGGCACGNGTTCGGCATTTAAGGTATGTTAAGACTTTTTAGACTTGTTGAAGGACGTTTTCCTAATTAAAGATTAAAAAATGAAAATAGACAAGGGGTAAGGGCGAAAGATGGGGGTCTCGTATCAATGGTGTGACGGGCATTGGTACGAGTACCGGTGTTATAAAANGGAAAGTTACTACTATAGAATGTGGATTGTAATTCGAGAATGCCAAAGCATATGGGCATTAGCTGATATATTATTGACTTGAATTNTTTGTGTGATTGTGTTTTCTTTATTGCACCCGTATAGTTGTGATAATTGAGGTGGTTATGTATTATGTCGATATTGATTGATTGAGATGCATCATCATCCCCTTTATTTGAAATAATATTGTGCACATGCATTGACATGAGATTGAGTATAAGTTGGGCACGTGGAGATCGTCCGTGCTGGGGATGGTGAGATGTTANGATTGTAATTTGGGCACGTGGAGATCGTCCGTGCGAAAATTGTTTGATATTATGATAGCGCGTTGAGATCGTCCGCACAGACACGTGGAGATCGTCCGTGTCGGTATATGGACCTCGCGAGTCCCCCATGGGTCATGAACTCTCGATGTATTTCCGAGGAGTATCATGTATATACGGTTGAGNGAGTACTGGGTATTCTGAGGCATATCATTNCATGGCGTCATATTGCATTGCATCTCATCACATCNTTCATTCTTGATGATTATGTGTTTCGTTTGGTGGTTGGAAAGTACTTGATGTTTGATTACCTCTATTTGATGAAACTTGAATAGTAAGTGTAATATATATATATATAATT

>rnd-1_family-460#Unknown ( RepeatScout Family Size = 78 Final Multiple Alignment Size (possibly truncated)  = 76 Localized to 1063 out of 13 contigs )

AGCATCGTACGTGGCCTACANGTATCGGTCAAGAGACGTCGGCCAACGGCAGGCAACATCAGCCAAGGCCTGCACGCATCTGACGTGGCNTGTGCGCATCTGGNAAGCGACGTCGGCCAACGGCATGCGACATCAGCCAAGGCNTGCACGCATNANCCGTGGCGTGTGCGCATCTNGCAAGCGACGTCGGCCAATGGCATGCGACATCAGCCAAGGCCTGCACGCACGGACGTGGCATGTGCGCATCTGGCAAGCGACGTCGGCCAACGACATGCAACATCAGCCAAGGCCTGCACGCATCAGTCGTGGCGTGTGCGCATCGACTGGGCGACNTCGGTCGTGGTTTGAGCGCATCGACCAAGCGACATCACCTATGGCNTGCGCGCATCG

>rnd-1_family-461#LTR/Copia ( RepeatScout Family Size = 78 Final Multiple Alignment Size (possibly truncated)  = 76 Localized to 1063 out of 13 contigs )

GCAAAAATGGTTGAATTTTGTTTGTTGATTATTGTTAAAGTCAACAAATGTTGCAACAAAATTCAAAGCTCACCATTTCTTTTTTCAACTAAAATCTTAGCAAGATTTCTACATAGGTGAAAATGTTGAAATCTTGTGTTTCTTGTGATGTCATTGGTGACATCGGTATGATTTTATCCTTCTATAAATAGAGCGTTCTTGCTCATTTGTAGAACACACCAAGTTAGAGAGAAAAACCATTTTGAGAGCAAAGTGAGGTATTCCATAGACTATACAAGAAAATAGTCTGTGAAGAAAAATAGAGTGTGAGCGATATTTTAGTAAGGCGGAAACCAAAAGAGTGTTGTTCCTTTTGAGTGTGTAGTAGTCACTTTGAGTATTGTATTCGTGACTACACAGTGTAAAATTCCTTACTATAGTGATATCAGTTGCTCCTCTCGGCCCGTGGTTTTTCCCTTATTCAGAAGGGTTTCCACGTAAAATTCTTGGTGTCGTTATTTTCCCATTTTATTTCCGTTACTTTTACCGTATATATTGTGTTCCGCATTTATTGCCTTTATTACCGCAAATATTATTTCTGTTACGGATTTATTCCCAACA

>rnd-1_family-462#LTR/Gypsy ( RepeatScout Family Size = 78 Final Multiple Alignment Size (possibly truncated)  = 76 Localized to 1063 out of 13 contigs )

GGCAAGAAGGCCGTTTAGGGGAGTAAACAAAGTTGAGGCGCTGTTAGGGTAACTNATCAAAGAAGAAAGCCGTAGTAGTGACCAGACGAGATGATTATTAAATCATTATTATTNCATAATAAATAAGTATAATCTATTAAGAGGTTGGAAGGAATAAAATTTTAGCGAAAATGAAAATGATAAAAATGAATACCTACCTANTAGACGATGATGTTAATTATAAGATATTANTACTCTATATATTAAAAGATCTTAATACTGATATAAAAAGAGAAATTTATGANAAATTGNTAACATACGAGATAATAGAAATAACAACCCAAGGTTGGACTGAGTTAACCATACAAAGTATACAAGATGAACTTTATTATGACATGTATGATTTATATGATGATTTAGATATTGGAGATTAAATATGACTGAATATTGGCTAAGGCGATATGGTAGAAATTACAGGTTAAAAAAGATTAAATATCCAGATAAATTAAGTAAGCTTTTTAAAATATTATATAAAAAGTTATGATGAATAAAAATAAAAANACTAAAATAAAAAGAACCAAGATAGATAAAAAGGTAAGAAAGATATGGAAAAAATTAAGACCCTTATATATAGAATATGAACTATCGCAACTAGTCAAAACAGATAATGATAAAAAAGATCATTTGATAAATATAATTTCGAAAACAGAATACAAATATGTTCGCTATTTGAAAAAACAGTATGAACAAAGAAATATATAAACAACAATTAATAGAAAAAATAATGGAAAAAANAGCTGAAAAAGGACAAGAATTACAACATAGAAAAAGAAGATTAGAAGAAAATATATTAGCAGGAGTATGTAATAAATCAATACTAGCACAAAGAAAAGTTATATTTATGTTAGAANTAGAANTAGATCGCCTTGAATATAAGTTACAACATAATATAATACATAAATTATAATGAATAAAGAAGAATTTGCAGTAGACGAAAAAACATATGAAAATCAAGACGGAATGATAATAAAAATAATATTTTCAAATCTAGGAAGAAGATATAAAAAAATAGGAAATAATTTATACTTAATGTTAGAAAAAGAAACAGCAAAATTAGAAGATAGTTTAACAGCTATGATAAGAATAACAAAAGAAAATGAAGAAATAGACAAATCAAAAGAAATTGAAAAAATAAAAATACAAGCAAAACAAGAAGTACAACATTTAGAAGAAATAAAAAATACAAGAATAAGTGAATTAGAAAAAGAATTAGCTAGGTTAAAATTATTATATGAAANTAAACAAAAACAAAAAGAAAAAGATAAAGAGCTTGAATTAACTAATGAAATAAAAGAAATGGAACAAAAATTAAATGAAGATCTTGAAGTAAATGAAATAAATGAAATAGATGAAAATGAAAACGACCAAAAATCAGAAATAAGTGACATAAGTGAGACATACACAGAAATTCTAGAACAGATAAATAAACCAAAAAAATTAGAAATAAACACAGGAGATATGAATCGACCCAGTACGTCAAGAGTTAAAACCCCAGATAATAGTCCCAGAAATAGTCCTAGAAGTAGTCCTAGATGGACACCACCAACTTATTATACAGAAAGTTATCAACAATCAGATAGAANTAATGCAATATGGAACAGTAGATTAAATAAAAATTGGACACCNAAACCAATAANCGAACAATATAATTTCTTAGATTTAGATTGTGTCACAGATATAAATAAAGCAATATTACTATGGATAGGAAATATATCTAAACAACTAATNGATAACAAAATAGAAACAACAGAAACGCCAAGATATATAGAAAGAACATTCGTAGGAACAACAAAATTATGGATAGAAAATCTACCCCCAGAAAGTTTAGAAGTACTTAGAAGTGATAAGAAAATGGATGGATCTCCATCAGCAACAAATATAGATATACTAGATAAATATGAATCAGCAATAAGAAATGAATTTGGAGGTATGACCACGGATATAAGAGAACAAAATAGAGAAAAAATAATAAATAGACAACTTATGACAAAATTAGCTATATGTAAAATGTGTTATATAGAAGAATATACTTGTGCATTCAAAGAATATTATTACAAAGCNAAATACGATTTAGACGAAGCAAAAGAAATAAGAAAACAATATTTTACAAAATTACCAGAACCATTTAGTACAAAAATAATNAAAGATTGGAATAATGAAGGANTGGTAGATACTTTAGGAGCTAGAATAAAATTTCTACATCAATGGTTTATACAACTATGTGAAAACCAAAAAGAAAAATTAAAAATGGAAAAAGTACTAAATAAAAATTTAGCATGTTGTAAAAATAAAACGGCACCACAGTTTGGGTGTACAAATAAAAAACAAAAACCTAAAAGATATAAAAATTATAGAAAAACTAAAACTAAGTATAAATATAAAAAACCAAGACGAAGGTATTATGTAAAAAACTATAAAATAAAAAGACCATATAGACCAAAAAGAAAAATATCCCAATGTACTTGTTATAATTGCGGAAAGATAGGACACGTAGCTAGAGACTGTAAATTACCCAAAAATCCAAAAAGAAAACAAATTGCAGAAATAGTTATAGATAATGACGAATATATGCAAATAGAATACATAGACTATGAATTAAGTGAAAACGATAGTATATATGAA

>rnd-1_family-463#LTR/Gypsy ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 1063 out of 13 contigs )

ACCACAAATCCTAAATACCGCTCTATCGTCTCAGGAAAGGCGAAATCACCGCTATGGACAAAGGCAAGAACGTCCAGACGGAGCTCACTGAAGAGGAACTGCGAAGAAAGATCGAACGAGTCACTCGAGAAATTCAAGAAGGTTAAGGAGGAAGGGCTCAAAGTCGACATGACCACGACGATCTACAAAGCTGCGGCCGCGACGCTGGATGAGGATCTGGCGTCGCAGATAAAGAGAAAGAAAGANGTTGAGATGGAAACCGAAAGCTTGAGGAAAAGGTTGGACATGCTTCGTTTGAAAGTGCACGAAGGAGAGGCGAGAGAGGCGAAGATAGATATCGAGACCGCCGCGCTGTTGGCCAGAAGCGCGTCACTCGACGAGGAATTGGCGACCCGTAGCAACTTAAAGGGCGGAAAATACCTCGCCCGCGANCAGGGAGCAGATAACAGTGGCCCCGGCNACGAAGTGACTGAGGAGGACGACGANGAGGAAATCGTCTACAAGCCTCCATTCCTAGACCGTCTGAAAGGAAGGGANTGACGCNGCAACAAGACGGGAAATGACCAANATGTTATCTTCTAGAAATTTCAATGTTGTCTTTCAATTTCCTTGTAATCGCAATGAAAGAATGAATGAAAAAATTTTCATCCTTGTATCCGAACTACGTTNGACCTGAATTCTCNNCGATGAGATACGTAGGCGGCCTTCGTCGGCCCGGTCCCTATCTTTGAAAATTTTCATTCTCCTCCATGTTACGGAGATACGAAGATCAGATCA

>rnd-1_family-464#LTR/Gypsy ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 1063 out of 13 contigs )

AAGATCAAGATAAAGNTCAAGTTCAAGTTCATCGAGATTCAAGAACAAGCTTTAAGCCCTTGAATTTATATTTGAAAAGGCGAATTCAGAGGAATCATAGAGATTGTAACACTCGCATTTGAAATAATAAAATCGATTGTTGCTATAATTTTCCGTTCTTGATTATTGTTTTCTCGACGCGAATTTTATTGTCTACAAATTCTGGCACGCCCAGTGGGACAATCTCTACCTCTCATCTCAACTTTTCAAGCATCAAAGAATATCGAGATGNCTTCCACTATAGAAGAACAACTCGCAAGCTTGACNAAAGCGGTTGAAGGCCTGACGAAGCGCGCACANGANCAAGATGCTCGAATTGCCAAGCTGACGGACAGGATGGAAACATGATTGAGACGAAGATGCGAGTCATGCGCCTNGAAAGGGCNTTCTGAAGTTCAAGAAATCGAAGAAGTGTCCTGCTTAAAGCAAGCAACGTTTGTCAAAGAGATTCNAGTCTCNTCTGAAGGANTGATCCCAATCGATCGNTTGAAGAANTTTATCGNAGGGACTATCGAAGACAAGTNTGAAGTCTCCATCAAATCTTCTCCNATATATGCAAAGCCATATACTGNAAGGATTGATAACTTGAAAATGCCTGNNGGTTATCAACCTCCNAAATTTCAACAATTTGATGGNAAAGGAAATCCGAAACAACATATCGCGCACTTCGTCGAGACTTGTAACGNTGCTGGGACATATGGTGATTATCTTGTCAAACAGTTTGTTCGCTCTCTNAAAGGAAACGCCTTTGATTGGTACACGGATCTCGAACCTAATTCNATTGATAGTTGGGAGCGACTAGAGCANGAGTTTCTCAATCGTTTCTATAGCACGAGACGCGCCGTGAGCATGATGGAACTTACGAANACTCGNCAAGGTAAGGATGAGCCGGTCGTNGACTTCATCAATCGNTGGAGGAGCGCGAGCCTAAACTGCAAGGATCGNCTTAGTGAAATTTCTAGCATCGAAATGTGCATCCAAGGNATGCATTGGGGTCTTCNNTACATCTTGCAAGGAATAAAACCNAAAACTTTCGAAGANTTAGCNACTCGCGCTCATGACATGGAGTTGAGCATGACGTTTGCCAGAGAAGATCAACGATCTCCTGTCCATGGACCTCGCGAAGACGAAGATATAGAAGAACTCCAAAGTGGGGGCAA

>rnd-1_family-465#Unknown ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 1063 out of 13 contigs )

AGACATAAAGTCACCATCGAAGTTGTCCCGNATTTTCANAAAGACACCTTAACTTTGCAAGCGTCCTATTACCCCACTAAACTAATTAATATCTTTGTAAATGGGCCATTTTGACCCATTTTCT

>rnd-1_family-466#LTR/Gypsy ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 1063 out of 13 contigs )

TAGAGCTTAGGCATGGAATGCNAATGCACGNAATGCNAACGCAGCTCCTCCAGTCCCAGATCAGGAAGTCTCNAATGCNGAGTTTCGGAATGCCAATTCAGNTNTTGGCTCAGAGTATGACCAACCAGAACAATCAGCGGGTTCNAGTTCCTACTAATAGAAAT

>rnd-1_family-467#LTR/Gypsy ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 1063 out of 13 contigs )

TGTAACACTCCGAAAGTCCATGACCTAGTCTAGAGCCTCACATGATGAACTAAGCCTTA

>rnd-1_family-468#Unknown ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 1063 out of 13 contigs )

TTGTCAAATGTCCTTTTCAGAAGGACATTTTCCATAACTTTCAATTTGATTGTTATAGAACTACCCATGAACAAAGTTTCATCGGGTCCAATAAAGGCAATATAGTCCAAATGTTTCTTTTACAAAAACATAACAAATGACTATTCACCAATATTCATGTCTATGCAAATANTTTTATTATAATAGACATATCTTTTCATGAAAAATCACAACATTTTAAGTGACTTTTTTCATAAAAGAACACAATTATTTTGAACGAGTATATATATAATTTGGNNGTTTCATACTAGTCACACCATATACTAGTAATAGAGAAACTCAACAACCACAATACCAAATATACTCCAAGAATTTTGTGGGTCTAACATAATACAAAAGTATCATCGAATTTCATATCTTTTGCTCCAAANTTAAATTAGACACCAAGTCTAATCATAAGCAAANAACCCCCACATTTCAAATGTGATCTCAAAAATATTTTTCAAGTATTTGAAAATAGTTTTTCCACATATTTTAATGTTGGAAACATTATTCTACGAAAGAATTATAGTGCTGCAATTCTCTTTGACAATGTTTACACAATGTCAAAGTTCATTCCATAGAGGCACAAAATCACAAATTCTAAGTCACTGGTATTTTTTCTCTATCACAAATAGACATACCACTTAGTATTTNAAATACTAACAATAAGGACAAAAAAATTGTACAATTTATTTCTATATNACATTGAAGTTTATAGAAAATCAAAAGTACAACACTGACTTATTATGTGAAGTTTTCATATTCTTCAAACCAATTGCATAGTCCAATTTATCCAGAGTAGAAAACCACAAAAGTTTTTAGTCTACAAAAATCAGACACANTAACATTTCNCATGGAGTACAAAACTACAAAAGTTTTTTTTTTTCTCCAAACAGAATAAAACATATTCTTTATCACATAGAAATGTTTTTCTTTTCAAATAGTCTTCCAACTATAACATTTTGACATACTATTTTATCAAACAAAAATATGCATCTCTCATTCTTGCAAACTAAAGAATTTTAAAGGCAACACTATTTGCCAAGNAAAATTCATTCCACAACATATGGTTTGCAGATCTTTTTCCAAAGATACACATGATAAAAAAAA

>rnd-1_family-469#Unknown ( RepeatScout Family Size = 77 Final Multiple Alignment Size (possibly truncated)  = 75 Localized to 1063 out of 13 contigs )

TTTTCATCGACATGACACCTCAAACCCAGNTATACCAATCAAATTCAAAGGACTAACCCAATTTTATACGCACTTTCTTACTAAAATCTTCAATTNCCTTCACNCAAGTATACTCGTTGGGACTTTCTTTACCCATAAGCTTGTCATTCTAGTATCGATCCACTCCCTTGGAGCTTAAGATGAAATCACCGGTCCTCATTTAGAACCCTCAAGATACACTTCACAA

>rnd-1_family-471#LTR/Copia ( RepeatScout Family Size = 74 Final Multiple Alignment Size (possibly truncated)  = 72 Localized to 1063 out of 13 contigs )

AACACGTTATCAGCACGAAGTTGCTACTTGCAAAGGTATTATATAAATATTTTTATTTGATTCACGTATTCTCTCATAATTTNATTATGTCNAATTTATCCAAACTTGAGTTCGTTGCNTTAGATATTTCGGGAAAGAATTACCTNTCATGGGTACTCGATGCTGAAATTCACCTTGATGCTGAAGGTCTTGANGACACCATTANNGAGGAAAATGAAGCATCGAATCAAGATCGTGCGAAGGCNATGATATTCCTCCGTCATCATCTTGACGAGGGTCTGAAAATCGAATATCTGACGGTTAAAGATCCACTTGTGTTGTGGAATAATTTAAAAGAGAGATATGACCACCTGAAGNCGGTCGTNCTTCCAAAGGCACGTTATGANTGGATGCATTTAAGGCTTCAAGATTTTAAGNCTATAANTGAGTACAACTCTGCCGTGTTCAGAATNACCTCNCAGTTAAAATTATGTGGAGAAACTATNANTGACGATGATATGTTGGAAAAGACGTTTTCCACTTTCCATGCCTCGAATGTGCTNTTGCAGCAGCAATATCGAGAAAAGGGTTTTAAAAAGTATTCCGAACTAATTTCACGTCTTCTGGTGGCTGAGCAAAATAATGNNTTTTTGATGAAAAGTCATGAAATTCGTCCTATTGAATTTGCTCCATTCCTTGAAGNGAATGTGGTAGCAACACGTGATAACTCTGAAATAAAAAGAGATGATCATCGGGGCTATAATAATGCACGGGGACGTGGAGGGACAAAATTACAATAGTCGTCATTGTGGTAATNATAAAAGGAAGAACACTATGAGTTCTCCAAATAGTCCTTCGAAATGTAATTGTCGTCGATGTGGCATGAAAGGCCATTGGAAGNATGAATGTCGCACACACGAGCATTTTGTAAGGCTCTATCAAAATTCCTTTAAAAAGAAAGGAAATAAAAGTGGTGCTTCCTCTTCCAATGCTCGAGCTGAGTCACATATGACTCTTAAAGATGATGATAAGCCGGGAACATCTCAGAAATATGATAAGGATGTTGAAGCAAATTTGGCTTTAAAGGATGATGTTTTTGATGGCCTTGGTGACATTACTCATATGGAAGTTGATGACTTCTTTGGAGATCGAAACTGATGTTTGATCTTTTAGCTGGGGAATGAAGTCTGTTAATATTTTACTTA

>rnd-1_family-470#DNA/CMC-EnSpm ( RepeatScout Family Size = 75 Final Multiple Alignment Size (possibly truncated)  = 72 Localized to 1063 out of 13 contigs )

TAAAGTCAACACTTTATAAGTGTTGCTNTAGATGAGATATAAAGTTACACTTTNTAAGTGTTGCTATAGATGACATATAAAGTAACACTTTATAAGTGTTGCNATAGATGAGATATAAAGTTACACTTTATAAGTGTTGCNATAGATGACCGATAAAAGGCAACACTTTTTAAGTGTGGCCAATAAATCTAAAAAGGCAACGCTTTTAAGTGTAGTCTAACAAAAAATAGGTGTTGCTAATGCACGTCTTCAAAGCGTGCCTTTATACCTATTNGGCTACGCTTTATAAGTGTTGCCGAAGNTGGCAACACTTAAAAAGTGTTGCCTAATGTCAAAGGTTACGCTTCTTTTGGGCAGCCCCTAAAAAGTGTTGCTGAATGTCCAAAAGTGTAGT

>rnd-1_family-473#LTR/Gypsy ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 1063 out of 13 contigs )

AGTTCTTGAGTTCCGAGTATTGAGTTCTATNTATTGTTATTGAAANCCTTGAGTTGAGTCGTTCACGTCCATAATTCCGCATGAACCCTATTTTGAGAAGTCTTTTACAAAANTTTTAACTTTGTTTT

>rnd-1_family-474#Unknown ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 71 Localized to 1063 out of 13 contigs )

AAAAAAATCGCCTCGATCGGACATCGGAGGCGCGATTTATGTCCGTTTGAAGTTCAAATTTTCACAANTACCCCTTTNACGTCACATTTGGTGAAACTTCAAATGGCCGTAANTTTTGCCTCGAGTATCTTTTGGAGGCGATTCTTTTTTTAAANTTGCTTATTTTTTCGAGATCTACGCGGTAAACTCAATCCCTTTGNCCGATTTGACTTTCGTTTTTTCCTTATAATTTTGCCCTATATATGGTCAAAAACCGATAAACGTAAAACTATAAATCCTATNGCAGTGCGTGGTATTTTTTCGCGTAGATATCGAAAAAATAANCAGATTGGAAAAAAAATCGCCTCGATCGGACATCGGAGGCGCGATTTATGTCCGTTTGAAGTTCAAATTTTCACAANTACCCCTTTTACGTTACATTTGGTGAAACTTCAAATGGCCGTAACTTTTGCCTCGAATATCTTTTAGAGGCGATTCTTTTTTTAAANTTGCTTATTTTTTCGAGATCTACGCGGTAAACCCAATCCCTTTGTCCGATTTGACTTTCGTTTTTCCTTATAATTTTGCCCTATATA

>rnd-1_family-475#DNA/hAT-Ac ( RepeatScout Family Size = 72 Final Multiple Alignment Size (possibly truncated)  = 70 Localized to 1063 out of 13 contigs )

AAGTTGAAAAATCCGAGTTTTATTGGTTTGGTTTGGTTTATAAATTTAAAAATTCGACACAAATGGTTTGATTTGATATTTGAAAAACCCGAACCAACCCGGTCATGTACACCCCTA

>rnd-1_family-476#LTR/Gypsy ( RepeatScout Family Size = 72 Final Multiple Alignment Size (possibly truncated)  = 70 Localized to 1063 out of 13 contigs )

AAAGTAAAAATTGAACTAATAGATGAAAATAGTATAATAACACAAAAACCATTAAAATATAACTTTGATGATTTAAAAGAATTTAAAATACATATAGATGAACTATTAGAAAATAATTACATACAAGAAAGTAATAGTAAACATACAAGTCCAGCATTTATAGTAATAAAACATAGTGAACAAAAAAGAGGTAAAAGTAGAATGGTTATAGATTATCGTAATCTAAATGCTAAAACTAAAACATATAATTACCCAATACCNAATAAAATACTAAAAATAAGACAAATACAAGGATATAATTATTTTAGTAAATTTGACTGTAAATCAGGATTTTACCACCTAAAACTAGAAGAAGAATCTAAACAACTAACAGCATTCACAGTACCGCAAGGATTCTATGAATGGAATGTTTTACCGTTTGGATATAAAAATGCACCAGGTAGATATCAACATTTTATGGATAACTATTTTAACCAATTAGAAAATTGTATTGTATATATAGATGATATATTATTATATTCTAAAACACAAGATGAACATATAAGATTATTAGAAAAATTTATACATATAATTAAACATTCAGGTATAAGTTTAAGTAAAAAGAAAGCAGAAATTATGAAACCACAGATAGAATTTCTAGGAATACAAATAGATAAAAATGGAATAAAAATGCAAACTCACATAGTACAAAAAATAATCACCCTTGATGAAAATATAGATACAAAAAAGAAATTACAATCCTTTTTAGGATTAGTAAACCAAGTAAGAGAATATATACCAAAATTAGCAGAACATTTAAAACCATTACACAAAAAACTCAAAAAAGATGTTGAATATCATTTCGACAATAAAGATAAAGAACACATAAGAAATATTAAAAANTTATGCAAAAAACTACCAAAACTATATTTTCCTGATGAAAATAGANCATTTACTTATATTGTTGAAACAGATTCAAGCGATCACAGTTATGGAGGAGTTTTAAAATATAAATATGACAAAGAAAAAATAGAACACCATTGCAGATATTACTCAGGATCTTATACAGAAGCACAAATAAAATGGGAAATAAATAGAAAAGAATTATTTGCATTATATAAATGTTTATTAGCATTTGAACCATATATTGTTTACAATAAATTTATTGTAAGAACAGATAACACACAGGTAAAATGGTGGATAACNAAAAAGNTAGAAGATTCAGTTACAACAAAAGAAATAAGGAGATTAGTATTGAATATATTAAATTTTACATTTACAATTGAAATNATAAAGACTGACGAAAATCTTGTTGCAGACTACCTATCAAGAAAAAGGAACNCAAACTGAACCAGATACAATAGAAGAAATACTCAAAGCCATTACTACACTTTCTACGAAAGTGGACAGTATGGGTAAAGAGTTACAAAATCTGAAAGCTAAAAGTCAGCAGCATGACTATAAATATGCGGAGCTACGTCGNTCGGAAGACGNAAAAANTCCGGAGCTANAAGGAGACGNTGGGAAACTCCGTAAAACCCATAACAATGTTTGTTTAAATGCAGCTACAGCCAGCACATCTACAGCAGGACAATCTACAAAAAAGGAGGAGACTAAGATAAAATACACAAATACAAACNTGAACAAACTATTTNCAAAACCATNTACTCCTCAAAATACCCAAAAAGATATATTCGTACCACCACAAACANATACCTACGNAGCCAGCCTAGACTCAGAAAAANAAACATATAACCACATNACCAGAACGTATATNGAAAACATATACAAAATACAAACNTTTTTAAACCTAAACCCTAGAGCCACAAATACAAAAAACCCAACCGAAGACTATATAACCCAANANTTACAAGGATACAATAAGCTAATTGCACAACCAGGAACCAATCCAAACCTAGTAGCAACTTGCTACAATTACGGATTACTAAGTACGGTATATACATATAACGGGAGANGAGATAACTGGAATACCGGAGNTACACAAAGCCTTTTTACAATACAAAAGAATNACNAAAGGAACTTTATTTTATATAAAGTTTTACNCAGCACCAGCAGAGATACTATATGACGAAATNAAACCNACGATACAAGTTATAAAGATNGGATTAACNAGAGAAATGATAATACCAGAAGANATAGANACACAACAAGAGATACAAAAGGTGGATATCCCAGANTTTTATGCAAACAAAAGAACNATCGGGATANCNACTATANTANANGAGTTAGCNAACAATTATCTAAACGGAAATGCNATNTGGAGCTATTACAACAGAGATCAGNCAATGATATACTCCAATTGCAGAGAGATAAGAANAGCAGATATGGAAGAAGTACGACAATGGATATTANCCTTGCTAAAGCCAGAACAAACACCTACGACAAGAGCTATNAGAAAAGATTTCATTTCTCAAGAATTAATGACAAGATATTGCAAACTAATTGGACANAAATATCCGGACCATATATGTTCAAAATG

>rnd-1_family-477#Unknown ( RepeatScout Family Size = 71 Final Multiple Alignment Size (possibly truncated)  = 69 Localized to 1063 out of 13 contigs )

CCATCTGGACCAGNGNTGCCCTCACCTCNCCATCCGTCAACCCAGCTGGGTTAACAGGCACTTGCACTCCAGCAGCTGGGGCCTGGGGAGGANCTTGATTNCCCCCAGCAGCTGCTCCTCCAACTCTCCTGCCTGCGTTTCTCCTNGTGTTCATTT

>rnd-1_family-472#LTR/Gypsy ( RepeatScout Family Size = 73 Final Multiple Alignment Size (possibly truncated)  = 69 Localized to 1063 out of 13 contigs )

TATGTAGAGCATCCGGTTAGAGGTCCGGCCTCAGTTACTTATATTTTGCGATTGGCTACTTGTGTAATTCTGGTGAGCGTCCGGTTCGAGGCCCGACCTCCGTACCGTCAGATTCTACNTTTTGGTTCGGTGTTCTTCGGCCTCGAGTTCTATTCTCCTTAAGTTATAGTTATTTTGTGTACTCGTCGGGCTTATGGGGGTCCGTTCGGGTTTTTATTTAAACTTGCGCACGAGTGTACCTTCTGGGCTTATGGTGGGTCCAGTTAGGTGTAGTTAGCTTATTTATATTANTTTAGTTAGATCTTTNTACACTCGTGTGCATTATTGTGTTACTTAGNCTTCCGTTCTTGACCTCTAGTTGTGTGATTCCGTCTTTTCATATTGCTTTACTTCTCTCGTTCGGTCGGCCNATGACGCCTACTGGGTACACGTGGTTTCGTACTCATACTACGCTTGCTGCATCTTTTCGTGGTGCAGGTCCGAGCACCAGTAGTCAGCGTTGATCGAGTTTGGAGCATTTCTAGTCTGGAGACGGGGGTGAGCACACGGCGTTNTGTACTATTTCAGTCTCCGTCTGTTTATATATAGACTTGTCTTTTACTTTTCGAGACAGTCTAGTTTCGGTGGTCCACTTTTGGGACTTGTACTCGTTTTGTTGGTAGCTCTGTATTNGTGACTTCCAGGTTCTGGGAGGGATCCTTAATTGTATTTATGTT

>rnd-1_family-478#Unknown ( RepeatScout Family Size = 71 Final Multiple Alignment Size (possibly truncated)  = 69 Localized to 1063 out of 13 contigs )

AAGTTACATTGGTCATGCTTAATTTGGTATAACTTAGTCATTAGCCAATTTTATATCATATTTTGGAAATAATATTGTNAGCCAATTTATTGGCATAAACCAAACTTTCACATATTATGGTAATCTAGAATATCGTTAGCCAATTTAT

>rnd-1_family-479#LTR/Gypsy ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 1063 out of 13 contigs )

AAGTGGCTTGTGTAGGGCCTCTCGGGGTCTTATACGCCATGTCACGTCTAGGGTGTACTTTGGGTCGTGACA

>rnd-1_family-480#LTR/Gypsy ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 1063 out of 13 contigs )

CGAAGAAAGTGAGGTNCCAGAATATGTTGCAGAAGAATTTCGGCAGTTCGAGAATCAACATAAACCGAATCTGGAGGAGACGGAAACGGTGAATTTGGGAGATNCAGAATGTGTCAAAGAGGTTAAGATCAGCGTCCACNTGAATGAGACTCAGAAAGAGAGCCTGGTTCATTTGCTTGCCGAATACANNGATGTGTTCGCTTGGGANGTCGNCGACATGCCAGGGTTGAGTACCGATGTCGTATCTCATAAGCTGCCNATCGACCCGGGNTTCCGTCCGGTGAAGCAGAAGACTCGGAAATTCAAGCCCGANTTGAGTTTGAAGATCAAAGAAGAAATCACCAAGCAGATCGAGTCTCGATTGGTNGAAGTGACGCAATACCCNACTTGGTTGGCNAATGTCGTTCCGGTCGCCAAGAAAGATGGAAAAATCAGAGTTTGCGTCGACTACAGAGATCTCAACAAAGCNAGTCCAAAGGATAATTTTCCGTTGCCGAACATCCATATTCTGATTGATAATTGTGCTAAGCATGAGATGCAGTCGTTTGTGGATTGTTACGCGGGNTATCACCAAATTCTGATGGACGAAGAAGACGCAGAAAAAACGGCNTTCATCACGCCTTGGGGCGTNTATCGCTACAGGGTGATGCCGTTTGGTCTNAAGAACGCCGGNGCNACNTACATGAGGGCTATGACGACCATNTTTCATGACATGATCCATAAGGAGATTGAAGTGTACGTGGACGACGTCATAATCAAGTCCCGCGAGAGTTCGGACCATTTGACGCACTTGAGGAAGTTCTTTGANCGNTTGCGTCGGTACAACTTGAAGCTGAATCCNGCNAAATGTGCNTTTGGAGTNCCANCCGGNAAGTTNTTGGGNTTTATAGTCAGCAGAAGAGGTATCGAGCTCGACCCTTCCAAGATCAAGGCAATTCAAGAGTTACCTCCNCCGAAGACGAGAAAAGAAGTGATGAGTTTCTTAGGGAGGTTAAACTACATCAGTCGGTTCATAGCTCAATCNACNGTGGTATGTGAGCCTATCTTCAAGTTGTTGAAGAAAGACGCTCCGACNAAGTGGACCGAGGAGTGTCAGACNGCTTTCGACGCTATCAAGAACTATTTGTCNAATCCACCGGTATTGGTTCCTCCGCGAGAAGGGAGTCCTTTGTTGCTGTATTTNTCCGTCTCGGATAACGCNTTCGGATGCGTNCTCGGTCAACACGACGAGACAGGGAAGAAGGAGAGGGCTATCTACTACATGAGCAAGAAGTTCACTCCGTACGAGTCTCGTTACACTCTNTTGGAGAGAACGTGTTGTGCTCTGACTTGGNTTGCCCAGAAGTTGAGACATTATTTGTCNTCNTATACTACATATCTCATTTCCAGAATGGATCCGTTGAAGTATATTTTCCAGAAAGCGATGCCGACCGGAAAGTTGGCNAAATGGCAAATGTTGTTGAGCGAGTTTGACATCGTGTATGTGACTCAGAAGGCGATAAAAGCACAAGCNTTGGCCGATCATCTTGCAGAAAATCCCGTCGACGAAGAGTACGAACCGCTCAAGACNTATTTTCACGATGAAGAAGTGTCGTTTGTGGGTGAAGATATTTCTGAAGCGTATCCNGGTTGGAGATTATTCTTTGATGGAGCGGCGAATCACCAAGGTAAAGGTATCGGAGCGGTCTTAGTGTCGGAATCCGGTCAACACTATCCTACGGCGGCTAAACTCCGATTCNATTGCACGAACAACATGGCTGAGTACGAAGCTTGCATTCTCGGTTTGAAAATGGCCGTCGACATGAACGTCCACGAGTTNCTGGTTATTGGAGATTCAGACTTGTTGATTCATCAGGTTCAAGGAGAATGGGCCGCGAAGAACCCGAAGATCGTACCNTACGTGCAGTATGTGCAAAANCTGTGCAAAAGGTTTCGCAAGATCGAGTTCAGACATACTCCCAGAATNCAGAATGAATTGGCCGACGCTCTTGCCACCATCGCTTCGATGATTNAACATCCGGACACTGATTACATC

>rnd-1_family-481#LTR/Gypsy ( RepeatScout Family Size = 70 Final Multiple Alignment Size (possibly truncated)  = 68 Localized to 1063 out of 13 contigs )

GGGAACTACGTTTGACCTGATTCCTGCCTCAACGGGATACGTAGGCGCCACAAGGGTTCGGTCATATCTCCCGTAAGATTTCTATTTCCCTTCTACAATAGAAACTGGGACAGAATTTTTGAGAGGGNCTCAAAAATTCTCCAGAA

>rnd-1_family-484#LTR/Gypsy ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 1063 out of 13 contigs )

TGGTTTTGGCTGTTGGACCTTCGTTTTTGGTAAAATCTTGTAAGTAGCTGCTGCCATTGTTGCTGATTTTTAGCTTAGAATTTGGGTTTTTTTGTTGCATGTTCATGTTGGGACTGTTTCGAGCCCCGAATTGTGTTCCATTTTGGAACACAAGTTTCGAGAGTTATTTAGGACCTTTTTNCGGGGTTAATTCCGGATTTCTCGACGCGGGTCCCACTTTTCCCATTTTGACCCCGAAATTGGTCCGTCTCCGTTTCTTGCGATTTTAGTGTCTAAACGACCGTANTAACGTTGTGACTCTATTTTTGATAGCGTGGCAGCGTTTCGAGGCCGTTCGGAAAGGAAAAGCTCCGGGGAAGTGAATTTTGGAGCGCGCGTGATCTGCNTTCAGGTAGGCTACGGCTTCTCTTCTTAGATTGAGCTCGAACGTGTGAATGCATGTTGATTAGTTGGGATTTGGGTTGGGTAGTTATTGGATCATGCATAGGTGTTAAAAATCATATTTTCGNCCTTTTTCTGAGAATTATCGGGTAACTGTGAGCATGTTTATTGTTATTAATTGACCTTCTTTGCTATATGGATTACTTGTATGTTTGANTACTGGTTATCGGAAGCATGTTGGGCCTTAGTTTAGGTTTGACTAGGGTTTGCCTTAGAAATGCATGATTCGGAGTCGGTAGGACTTAGTTTTGCCCCGACGTCGCTCGGNCGGCTTAAATCCTTGTAGACTGATGTAGCAGACTTGAGTCTGATAGTTTGGTACTTAGCTAGGCGATGAGCTTGCTCCGGCGATAGTTACCCTTATTTCTTCGATGTTACGGCTTCNCGAGTTACGTCGGTGACGATGAGTTCCGCTCCGCGATTCGAAGTTGAGTTTCGATTCGGCTTCAAGGACTTACATTGATTAGCTAAGTNTGGATGGCGTTCCACGGGTATNTATGATTATGGATAGATAAAGACTCTTTCAGCAGCTATATCGACATCTTTGTCGGGCATCCGGATTTAAGGTCCGGCCTCGACCATCCGCATACTTACGTAGAGCATCCGGTTCGAGGTCCGGCCTCGAGTATGTAGAGCATCCGGTTAGAGGTCCGGCCTCAGTTACTTATATTTTGCGATTGGCTACTTGTGTAATTCTGGTGAGCGTCCGGTTCGAGGCCCGACCTCCGTACCGTCAGATTCTACTTTTTGGTTCGGTGTTCTTCGGCCTCGAGTTTTATTCTCCTTAAGTTATAGTTATTTTGTGTACTCGTCGGGCTTATGGGGGTCCGTTCGGGTTTTTATTTAAACTTGCGCACGAGTGTACCTTCTGGGCTTATGGTGGGTCCAGTTAGGTGTAGTTAGCTTATTTATATTANTTTAGTTAGATCTTTNTACACTCGTGTGCATTATTGTGTTACTTAGNCTTCCGTTCTTGACCTCTAGTTTTGTGATTCCNTCTTTTCATATTGCTTTACTTTTCNAGTTCAGTCGGCCTATGATGCCTACTGGGTACCT

>rnd-1_family-485#LTR/Gypsy ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 1063 out of 13 contigs )

CGAACTACGTCGGACCTGAATTCTCCTTGTGAGATACGTAGGCAGCCTTCCCGGCCCGGTCCCTATCTTTGAAAATTTTCAT

>rnd-1_family-486#DNA/MULE-MuDR ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 1063 out of 13 contigs )

GTTACTGTGAGTAACGTTTTACTCCTAAAACGTTACTGTGAAATACGTTTATACTAGTTTTGTAAAATTTTAGAAAAACATATTATTTTGGTAAATTACTTTATATAATGACTTAGTTT

>rnd-1_family-487#Unknown ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 1063 out of 13 contigs )

ATATTCATAGCATAGTCTAGTTTAGAGTACAATTGAGNAAACCTTTCAAGAGACTCTCATTCACTAGATTATCATTAACATNCTTCATTCATACATTCATGTGTGTGT

>rnd-1_family-488#DNA/hAT-Tag1 ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 1063 out of 13 contigs )

AGGCGCGCTTAAGCCCTGAAGCGAGGCTCAAAACGTGTTGAGCGCTTCGCCTCGCTTNATGTGCGCTTCAGTGTCGTCATCAAGGTTCTAAGGCANACTTTTCCTTGCCAATGAGCCTCTTNTGAAGAAGCGACGCTAAACAATTGATATTTCACTTTATCGTAAATTTTTTTCAATTTCTTTGNTCATATATTTGTCATTCATGCTTATAATTATTAGTCTTGGACTAAACATATATATTTGTATTTTTTCTCCCTTTGCGCCTTTTTTCATTAAAGCCCACGCTTTATTTGCGCTTAAAGCCCCAACGGACCTTAGAGCTTTTTTGCGCTTTTCGCCTTTGATAACACTG

>rnd-1_family-489#Unknown ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 1063 out of 13 contigs )

TGGGTTCATGGGTTAGTTTGTGGCTTGATATGTAGATCTTCCAAAGTTTGATTCGAAAGTTCAGTTCTTAGTAGTTGATCTTGATGGAATGGTCTTAAGGATGAGCTCACTTGGAGAGATGAACACGACTNTGTAGGTCATANCTCAGGCTTTTGGTAACGTCGGTTATTCTTCCTTCTTCTACTTTATGTTCGAGGACGAACATGATTTTTAGTGGTGGATAATGTAACGACCCTCTTAGTCGTTTTAGAAATTTTAACCANTATTATTATATTAACCTTTTTAGTAGATTTTGTAAATAATTTATATGACTTATAAGAATGAGTGACATGATTTTTAGATTTAATAAAGGATTATTTTGTTGCTAANAATAATAAAAAAGAAAAAAAAAAGAAAATAAATAAAATAATAAAATAAAATAAAATAATTAAAAAA

>rnd-1_family-490#LTR/Gypsy ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 67 Localized to 1063 out of 13 contigs )

TTATATGTTATGCGGTGGGCGTCGAGTTGGCCGATGATACCTACTCAGTACNTGTGTTTGTACTGACNCTACTCTTGCTATGTCTTTTTGACATAGTCTGGATGCAGGATCGGTGATGTTTCATTAGGTGAAGACGAAGAAATCCTCCAGCAGCTTCTACTCTTCCTTCCGCGTGGTGGGAGCTGTGTCNTTTTATTATTTGTATGTTGTACTCTTAGTAGCTCTTGTACCTGTTTAGACTAGATCCTTGGG

>rnd-1_family-491#LTR/Gypsy ( RepeatScout Family Size = 68 Final Multiple Alignment Size (possibly truncated)  = 66 Localized to 1063 out of 13 contigs )

AACAAAGGCAGTTCACNCGAATTGCTGAAATAAAACTAAGTGTTGGAGGACAGCTAAAATATTCTAAGTGTTGGAAGCTGGCTGAAATATTCTAAGTGTTGGAATGTAGCCTGAAATATTCTAAGTGTTAGAATATTAGTATTTCGTGTAGATAAGAATGTAATTTGAATTAGATTCTATCTGTTAGAAATATAGCTGTTGGAAACTTAGTTTTGAACCCTGTGATGACAAGTGTCGGACAGGTGTCATTTGTAACCGCCGCATGTAACTGCCATTGTGCAGAANTTTTATTAAGGGTGGAAATTTCGTCTAAGGCTGAGACAGAGTGTTTTCTAGCCTTAGACNAATTCGTGAAGCCTTCCTTTGTATTAATTATNAGATTAATAAAGGTTGGGACGAGTTCCTGTAAAGTCTGTTTGTTGTTTAACTTTGCTGTTTAAGTATTTCTATACTTAGTCAAATCCGTGGGTGTAAAGTAGGCTGAGTGTTGCAGACGTTTGTAAGACTGCCTAGAGTGGTGTTCGGTAAAAATAAATCGACCCTCTTTCAATTGGTATCAGAGCGCGGTTGAACGATGGTGAAAAACGCAGAACTGTGGGAACTGGCACGAAAAATTGAAGCCTTCGTCGGGTTTACNGATGATATTTTGGAGACCCTACGTTTGTGGATTTGTTNACACAAATCATTGATTTGAGACTGGACGCTGAGAAAGTTCAGGGNGAAATTGGTGTATATCGACAGAATGTTGATAANCACATCACTGAAATCTTGGACTTTCGTGCCACAACTACGCAANAACTTGAGGGACTGCAGAAGGAAAATGAGAACCTTCGCGCAGAGCTCGTCGTATTGTGTCGGGCTGTGGCNACGTTGAGTTCAAATCGTGTTGAATCATCTAAGGTTAAGATTCCAGAACCTAAGGCCTTTAGTGGCGCGAGGAGTGCTAAAGAACTGGAAAATTTCATTTGGGATATGGAACAGTATTTTACCGCTGCAAGGGTGCCTGACGCTGACAAGTTAAACATTACCACAATGTACTTGACGGGTGATGCNAAACTTTGGTGGAGGACTCGAAATGCAGATGACGTAAGTGCTGGNCGTCCTAGAATTGATACGTGGGANAAGTTAATAAAAGAAATGCGCGATCAATTTCTTCCTAGCAACGCATCTTGGCTTGCAAGGGACGAGTTGAAAAGNCTAAGGCAGACGGGTTCGGTGAGGGANTACATTAAGGAATTTACCTCTGTGATGTTAGACATANAAAACATGTCCGATGAGGATAAATTACACAACTTCATTTCGGGTATGCAAGGCTGGGCTCAAAACGAACTNCGGAGGCAGAATGTTAAAGATCTGCCTGGTGCAATTGCTGCTGCAGATTCGTTGGTTGATTTCCGGACGACTCGTCCTTTGACAGATGTTCCCTCCACTTCAAAAACTAAGAAAAAGAATGANAAGAAAGGGGAATGGAAAAAGGATAGTCGTAAGGACGATACGAATGACAAAGGAAAGGCACAAATGAAGGATGGNAAAGACAGACCAAAGAACAAAGATGGTAATTCTAAGGGCTGTTGGACTTGTGGTGGTCCTCATTTGGCCAAGTCTTGTCCAAACCGGGAAAAAGTGAATGCTTTGCTTGCTGGAAATATGAATCAAAGGGAGGAGGATGAAGAAATCGTGGCTGCAATGGCAAACCCATTGGGATTGTCCTTCAATCATATTACGGNGGTTAATAATGTTGGAGAAACGTCTAGTACTTCGAATCCTCATGCTTCCCTAATTCATATAGAAATGAAAGTGAAAGAACAACGTGTGATGGCAATGGTTGATACAGGGGCCACTCATACGTTTGTAGATGTGAAAATTGCTACAAAAT

>rnd-1_family-254#LTR/Copia ( RepeatScout Family Size = 252 Final Multiple Alignment Size (possibly truncated)  = 66 Localized to 1063 out of 13 contigs )

AAAAGGACATGGTGCAAGGCCTTCCTGAGATACATACTGAGGTGGATNCACGCGAAAGTTGTGTNATGGGAAAGCAACACAGGAAGTCTTTTCCAAAAAGGGTGTCTTGGAGAGCAAATGTACTTTTGGAACTGGTCCATACNGACGTTTGCGGACCAATGAAGACTCCATCNCTTGGAGGTCAAAGGTATTTTATNACCTTTATTGATGATTTCTCAAGAATGGCTTGGGTTTATTTCTTGAAAGAAAAGTCAGAAGCGTTTGCTACNTTCAAGAAGTTTAAAGCTCTNGTTGAGAANCAGANNGGTTGNAGCGTCAAAACCATTCGNAGTGATCGAGGAGGNGAGTACACAAGTCGAGAATTCGAAGAATNTTGCGAAGATGAAGGCATTCAGAAGCAACTTACGGCANGGTATACTCCNCAACAAAATGGTGTNGCTGAGAGGANGAACAGAACAATCGTTGAGATGGCGAGAAGTATGATGANTGAGAAAGGGCTGCCAAAACATTTTTGGGCGGAAGCAGTGCGTACAGCAGTTCACATNCTTAACAGGTGTCCANCAAAGGCNCTNNAGGACGAGACNCCAGANGAAGCTTGGANTGGAAANAAACCTTCTGTAAGTCACTTTAGAATTTTTGGNTGCATTGCTTATGCTCATGTNCCTGATGAGAAAAGAACAAANTTGGATGAAAAAAGTNAAAAATGTATCTTTNTTGGTTATAGTGACGCGACAAAAGGATATAGGCTTCTCGATGTCAAAACTAANAAACTTGTTGTTAGTAGAGATGTCGTTTTTGATGAAAAACAACATGGAATTGGGAGGATAAAAAGATAGAGAATACTGCTATCATATCTTCAAATCAAGAAGAGGATGAGAAAGATGAAGATGTCTCTCAAGGGGGAGAAATCCCAGATTCAGA

>rnd-1_family-492#LTR/Gypsy ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 1063 out of 13 contigs )

TATGGGTGAAANCATGCATTGTGTTCNTCTTTGTGAGTGTGAGCGTTGCATCTGATTCCTGAACTTAAATTGATTAAACATTGTGTGTGAATATGGAATCATTCTTTGTGTGAGGGCATTCGAATACTTTTGTTGAGCTTGAACTTGCATTTGAAGCAAGTATTGCGAGCTTGAGAATCTTTGGTAATGGTGTGTCACAACTTGAATCTTTGAGTGCACAATTGATCCTTGCATGAGTAANTTGAGTCTTNTTGTGTGCATTCATGATTGAGTCTTGTGTAGCACTATTTGAGACATCCTTTTTGAACTGCTGAACTTGAGTTTTACTTGAGGACAAGCAAAAGTTTAAGTTGGGGGTGTTGATGAGT

>rnd-1_family-493#LTR/Copia ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 1063 out of 13 contigs )

GTGCATAATATGTCTGAAAGAAGACAAGTGATTGAATAATGCACATAAATATGGAATGAGGTACTAAAGCTATCATAATTTGATATGCTCACATGTTTGTGTTCCATTCATGAAGAATGAGAACTTTTGATAAATGCTAAAAATATAGATCCATTCTCTAAAGGGAATGAGGTGTAAGCCACCATGCTAGGCGTGAGAAAGATTGCGACCTTTGGTCGACGATGTGGTATCACCAAGAATGTCTCTAAGAAGACATGTGTTATAGAAAAGTTTCATGCTTTATCTTCTGGCTTGTATTGGACAAGAATTAGTGCAATTGAGGCACATTCTATNGTAAATAAGAAGTTTACTAATTTCAATACTTTCGTANTTTGGCATGATCGTNTGGGACATCGTTAGTCTATAATGNTNAGACGAATCATNGAAAATTCAAATGGACATCCATTAAAGAACCTAAAGATTCTTTCAAATGGTGAATTTTCTTGTGCTGCTTGTTANCAAGGCAAGTTAATTGCGAGACCATCACNAACGAAGGTTGAGATTGAATCCCCTGCGTTCTNGGAACGTATACAGGGATATTTGTGGACCTATTCACCCGCCTAGTGGATCGTTTAGATATTTNATGGTCCTAATAGATGCTTCTTCTAGATGGTCTCATGTGTGCCTATTATCATCTCGCAACTTGGCGTTTGCAAAANTGTTGGCACAAATAATACGATTACANGCACAATTTTCTTCAGATTAGTCCATTCAATGATGGGATCACGACTCACCTAAAGGGTAAAGTAATTGAGAAAAAATAAATCTGAAAATTACTCTCGGAGTAATAAAATTGAAATTTACTCATATAATAGTAAAT

>rnd-1_family-494#LTR/Gypsy ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 1063 out of 13 contigs )

TTTTAGTTCGTTAGGATGTCGTGGGTCTTGTCCCGACATCCATCTTAGTTATTTAGAGGCTTCATAGATAGATTAGT

>rnd-1_family-495#Unknown ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 1063 out of 13 contigs )

GATCTTGACTTTTATTTGAATTCAAGGGCTTCGAGCTTGTTCTTGAATTCGGTGGTCTTGATCTTGATCGTTCTTGAACTTGAATGCTTGAATTCTTGAACTTGTAGCTTTGTAGAGAATTAAATGGCGTTTGTACCACGAGCTTTCTCTAGCTTCTTGTTTAGAATTTTCGGTTCTCTTTTTCTGAATTATGAGACCCCTATTTATAGTTTTAGAATAGAGGAGTTGCGATTGGAACAGGATTCCCTTCGGCCAATCAGATTTAAGTGANATGTCATATGGGCTTTATGGAGCGGGCTTTAATTAAATTCATATTTATCTGAATTTAAATAATTAAATCAATTATATTAATCCATAATATTTATTTGGACTAATATATTCATTAATTTAATATAATCCGAACAACTTTATAAATTTATATTTAATAAATTTTAAGTGACTACA

>rnd-1_family-496#Unknown ( RepeatScout Family Size = 67 Final Multiple Alignment Size (possibly truncated)  = 65 Localized to 1063 out of 13 contigs )

AATCATNATGAGTCACAACTCATAGGAGTANTTCACAACTCCATTCAACACATAACATGNCATTACACATAGCAACTCAATTCACGATTCACCACATATAAGAGCTCAACAT

>rnd-1_family-497#DNA/CMC-EnSpm ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 1063 out of 13 contigs )

GAAAAGGCTCAAATATGCCATCGAACTTTNAGAAAAGGCTCATTTATGTCATCNGTTAAAAGTTTGGCTCATTTATGTCATTACCGTTAAAGAAAAGGCTCATTCATGCCATTATTTTTTAACGGTGATTTTGCAAAACCAT

>rnd-1_family-482#LTR/Gypsy ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 1063 out of 13 contigs )

CATACTTAGTACATTTCATGTACTAACGCATACTTGTGCCTACATTNTCTCGTAATGTAGG

>rnd-1_family-500#DNA/CMC-EnSpm ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 1063 out of 13 contigs )

ACTTTCAATAGGATTCTCTTTCAAGATTGAATTAGAAATTTATGATTAAAGGTAAAGAAGTAATACA

>rnd-1_family-501#DNA/CMC-EnSpm ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 64 Localized to 1063 out of 13 contigs )

GGGAAAAGGGACGAATATACCCCCGAACTATCGTAAATGGTACGTATATACCCTCCGTTATACTTTTGGNNCATTNATGCCCTTGCCGTCCAATTATAGTTACATATATACCCTTTACACTAACGGANNCCTATTTTNTACACGTGTCTTAATCCTATTGAACTACCCGTTTGACCCTTTTTTTTAACCCGTAACCCAACTATCCGCCCCATAACCCANTCAATACACAC

>rnd-1_family-498#LTR/Copia ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

CAAGGTGATATGAACCTTNATGATAACTATGTATCTATTAATTTGGTGACCTTTGGGAGTGATATCTCAACACTATAAATAGAGATATCATTCACCATTTGTANGACACACTTGAATAAGAAGAAAANTCCTCTTCTTCTATCTTACTTCTCTTGTCTTCTTCTCTTTATGATT

>rnd-1_family-483#LTR/Gypsy ( RepeatScout Family Size = 69 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

ATGAGATACGGCCGGGACCCACATTTGTGGACCTCGAGGGATGCCTAACACCTTCCCCTCGAGGTAATTTGAACCCTTACCCTAATCTCTGGCTCGTTGAC

>rnd-1_family-499#LTR/Gypsy ( RepeatScout Family Size = 66 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

AAAGTCAATAAAGCGACCGTGCTAGAACCACGGGACTCGAGGGGTGCCTAACACCTTCCCCTCGGTCAACAGAATTCCTTACCCGAATTTCTGGTTCGCAGACCAATAAAATAGAGTCAAATTTCCTTTTGATTAGGGATTTAAATAAGGTGACTTGGAACACCANAACTCAATTCCAAGTGGCGACTCTGAATAATAATNATCCCTTTTCAAAACGTCACTTNAATTGGAAAAACTCTT

>rnd-1_family-502#LTR/Copia ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

TGTTGAATCCATCCCATTTTTTGGTCAACTTTNGCTATTCAATTGGTACAAGCAATTGTTAAAAAGGAATAGTAATTGGAGTTGAAAATAAAAGATTTGGTGGTTGGCAAATTGGTAAGATTTGCAACCATTTTTGACTTTGCTATATTTACNTATGTCATTAGTGACATAGGCATGGTTTTATCCTTCTATAAATAGAGCATTCTTGCTCATTTGTAGAACACACCAAGTTAGAGAGAAAAACCATTTTGAGAGCAAAGTGAGGTATTCCATAGACTATACAAGAAAATAGTCTGTGAAGAAAAATAGAGTGTGAGCGATATTTTAGTAAGGTGGAAACCAAAAGAGTGTTGTTCCTTTTGAGTGTGTAGTAGTCACTTTGAGTATTGTATTCGTGACTACACAGTGTAAAATTCCTTACTATAGTGATATCAGTTGCTCCTCTTGGCCCGTGGTTTTTTCCCTTATTCAGAAGGGTTTCCACGTAAAATTCTTGGTGTCGTTATTTTCCCATTTTATTTCCATTACTTTTACCGTATATATTTTTGTGCTTGTCCGCGTTTTCCCAACA

>rnd-1_family-503#LTR/Gypsy ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

CACTGAGCCTAAATGACCATACCTTTGCACTCAGCCCCCGTTACAAGCCTTAGAAAGACCTTTNTGATCTTGAGTGAGCTGAANCGAANGTCGATTGGAAAATAAGGGCAAACCTATGGGTGAAANCATGCATTGTGTTCNTCTTTGTGAGTGTGA

>rnd-1_family-504#LTR/Copia ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

GGATTGGGAAGAAATGGAGGAAAAGGCGCGCTCGACGATCATGCTGCGTCTCGCGGATGACGTCGTCACGGAGGTCTCGGATGAAGAGACTGCTGCTGGTCTGTGGTCGAAGCTGGAGAGTTTGTACATGACAAAATCTCTAACCAACAAGCTGCTTCTGAAACAACGTCTATTCGGTTTACGAATGGCTGAAGGTACACGACTCAGGGAACATTTAGAGCAATTGAATACTTTGTTATTAGAATCGCGTAATATCGATGTGAAGATCGAGGATGAAGATGCTGCCCTGATTCTGTTAGTATCTCTCCCAACGTCGTTCGAGAATTTTGTTCAATCGTTCATTGTTGGGAAAGATACTGTGTCGCTGGAAGAAGTCAGATCGGCCCTTTTGCTTAACGAGAATATGAGAAAAAGGCCTGAAAATCACGGACAGGCTCTCGTCACGGAAAGTAGAGGCAGAAGTTACCAAAGGAGCTCAAGTAACTATGGTAGATCCGGAGCTCGTGGAAAGTCCAAGGTCCGATCAAAATCGAAGGCCAGAAATTGCTACAATTGCGATCAACCAGGACACTTCAAAAGAGATTGTCCGAATCTAAAAAGGGGCAAAGGGGAAAGCAGCGGCCAGAAGAATGATGACAACACAACTGCCATGGTGCAAAATAATGACGATGTTGTTCTCCTCATAAACGAGGAAGAAGAATGCATGCACTTGGCAGGTATAGAGTCGGGCTGGGTTGTGGACACTGGTGCCGCATCTCATGCGACATCAAGGAAGAGATTTTTTTTCCAGATACGCAGCCGGTGATTTTGGAACCGTGAGNATGGGTAACGAGACTGTTTCTAGGGTNGTTGGTATCGGANACATTTGTTTGGAAACNAGTGTTGGANCCANACTAGTTTTGAACGATGTGCGACACGCTCCTGACGTTCGNCTGAACTTGATCTCTGTNGGTGCTTTAGACGATGANGGATATGTTAGTACCAACGGTGCGATGGAAAATGGAAGCTCACCAAGGGTTCNTTGGTTGTGGCTCGTGGTAACAAACGTCGTGGTCTATACNGGACNACGANATCTGCTCGTGGTGATACGGTGAATGCGGTTGAGAGCGATAACTCTTCAGANTTATGGCACANGAGACTTGGTCATATGAGCGAGAGAGGANTGCAAATTCTGTCNAAGAAGGATTTTCTCGCTTGCCAAAGGTGCAAGATAGAGNTNTGTGANCATTGCTTNGCTGGNAAACAACATAGAGTTTCCTTTCAGAGGTCATCCCGNAAGAAAGNCGAATACGCTTGAGTTGGTNCATTCTGATTTNTGTGGTCCAATGAAGGTNGAGTCNNTGGGAGGTNGCGNATACTTTGTNACCTTTATTGATGACTNCTCGGAAGACTTGGGTNTATATCTTGAGAATCAAAGATCAAGCGTTCGATGTGTTCAAGNAGTTTCAAGCTTCGGTGGAAA

>rnd-1_family-505#LTR/Gypsy ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

AATGTGGTTGTTCTTNTGCAAATTTGAGTCTCGGTTTCGATCAATACCGATGACTTGAATAGTGCTCNCAATCGAACGAACATGAATGTGCGGCTACGACGAGGCCAAATGAAGTTGCATAGACAATATGTGAACTCTTTGCATCTCGTTGTGATTAGCCAATTATCGAATTGAGTCTCTTGCGATGANCGTTGCACACTAGCGAAAGTGTGGAGTCTTGTTTGACTTTAGTGTCGATGCCTTGTGTGATGAGCTTACCGTGAACCATGCATGATGACACCTAGAATTTTCCCCGTTGGTCCGGTTGACTAAGTGATGCGATCTCTTGANATGATCTTAGGCAACTTTGAAAGAGTGTGAACCAATTTGACATATACCTCTTTTGTGGCCTACCTTGTGAGTGTGCGAACCTCTTTTGAACACCCCTTGAGCCTTACCTTTCTTTGGAAGAAACTTGATGAAAACGTGACCTTTCTTNATCCACTACCTATAATCCTCNTGATTTGTGGTTGATTGAATAGCCAACTTAGGCCAAAAGCCTAAGTTGGGG

>rnd-1_family-506#DNA/Harbinger ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

AGAAATGCAAGTTCAACGTGAGGAGATTGTTCGTACTATGTGGGAGGATTATATTAAAGACTAGTACACTACAATTTATGTTCAATTTTTTTATTGAATTAAAGTTTGATGAAACAATTATTTAAGTGGAGAACAAATAGCTTTGTAATAATTTATTATGCGATTTTATAANTTTTTGTTTATTTGGTAAGATTGAATAAACAATTGGGACTATTTTAATAGTTTTACAACTTATGAGATTTTTATGTTTATGAGAAAATATACAACACAAAAATTTCANATCGCATGTCCAAACAAAACTTCAATTTCATCTCATGATTTCATATCATGATATCATATCA

>rnd-1_family-508#LTR/Gypsy ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 63 Localized to 1063 out of 13 contigs )

CTTCGAATTCAAGGGTGAGCCAGTTCTTCGGGCTGCCATGGAGTTCTCTTTCGTCTATGTCCACCTTTTCGGACTTAGACATTTGTTT

>rnd-1_family-509#Unknown ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 1063 out of 13 contigs )

TTTCATGAAATGCACCTTGCATGCAAGTCAAGCTANCATTAGGAGAGTATAGGCCTTTCACCTAAAGCTACCATGAAATGGTTTTGGCCTAACCAAGTCAAGCTACCATGAAGGCATTCTAGTCATGCTACTTCAAGCTANCCNTAGGAGAGTTTNATTCCTCNATCCCAAGCTACCATGAGAACCACCATCCCCAAGCTACCATGA

>rnd-1_family-510#LTR/Gypsy ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 1063 out of 13 contigs )

TTCTCTGTCACGCTCTTCTAGCCTCTCAATCTCTCTTTTCTCGCTACTCTAATCTTATCCATTCAAGCCGATATCGTGCCCTTTCGAATACCTTAGCGCTCTTTCAATTTTTAAGAGTTTCATTTGCTCTTGAATCTAGAACTACACGCGACCTGATTCTCGTATAACCNGAGATATGTAGGCGACTTAAAACCAAAGTCTCGGTCGTACCCTTTTTCAACTCTACATCGTTTCAATTGATCCCACTGACATCTCTCGTCGGTCGGNCAAAATCGGCTACTAAGTCAACGTCGGTTGCCTGACAATTCNTTCNTCANTCCNAGTCAACCGAGGGACAGCTGTTGACACCCAATTTTGACCGACCTTTAACCATTTTTAGGAATACTATTCGATTAAATACGTATTTTAAAATT

>rnd-1_family-511#DNA/hAT-Ac ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 1063 out of 13 contigs )

CCCCTACCCCACCCCTAACTTTTTTAATACCCTAAAGTTTTAAAAATTACACTTTAACCCATTTTTTTTACTTATAAATACCCCTAAATTTCATTCTTTTAAATCACAAAATCATCTATTCATCTTCTACTCTCTCAACTCTCTACTCTCTATCTCTAATCTCTAATTCTATAATATATAATATCTTAAATTCCGGTGTTGCCTTATTTGGTCTTTGGAAATTAGATTTGGAGCTTCAAAATTCAACTTTCAACTTTCCACGTTCGGCTTTCGGCGGTCATAAACGTCTACTTTTTTAAGTAGACGTTCGGTACATTCGTTCCAACTTTTATTTTACGTTTCATTTATATTTAAATAATTATTTATTTATTTTGTGATTTATTATTTGCATTCGTTACATTTTTCGTATTATATATAATCTCACGTTTAATATTTTAATATGGATTTCGGTAAAAATATTGTTCAAAAAGGAAAGGGGAAAAAAGTGCATTAGAGCGTGTAAAAAATATGTGTAACTTTACATCCTCCGATAATGCAAAAACCGGTAGTTCTTCTAAATCAAAAACTAAAAAATCTACTATATTAAGAATAAATACGGATGATTATACGCATGTTGATGATACGGTTTTTAATATTGATAGTAATTCAGGATTAGATCCTTATCATGAACATTTACAACGTCGCTTTGGTAATTTTGATGAGGATTTGCCTAGTGATAATGATAATGATAATGATATTGATGATTATACTGATACGCCTACTTTTGATGATGATGATGATGATGAAACTGAGCCACCTACGGCTACTANTACTCCTAGTCCCGCTCCCTTTCGTTGTCCTGCCCCCGTTCCCCCAGTACATCCTAGGCCTAAGGTAGAACGTGCTAAAAAATCGGTTGTNTGGCAATTTATGACACAAAACGAAGATAAAACACAAGCTATTTGTAATAAATGTAAACATATATTAAATCATAAAACTGTNGGNAAATCTGGCGGGACGGGACATTTGAGTAGTCATTTAATGTCTTGTTGTAAAAATGAATTTTTGCATGCTAAAGCGGTAGCGGAAGCTAAAAAAAACGGTACCCCCCTTCCTGAAAATGTAGGAGTAGGCGGCTCTAACATGGTNCAAGCACAATTAAATCCTTCTAACGTTTCTGGCTCTAGTTCACNACGTNCATATAGTAGAGAAAAAGATCTTGAAGAATTAGCTAAAATGATTGTTGTTATGTGGTTTGCCNTTTAGTTTTGCTGAAAATCCCGGTTTTATNCATTATATTCAAATTGTATATAATCCGAATTTTAAAGGTTTTGCNAGAAATACGATNAAAAANGATGTNTTTGANTATCAAGNANAACATTTTCAATATCTTCGTTGTTTATTTTATTATAATANTTGTAGAGTAGCTATTACTTCTGATATGGGTCGTAGTGTNAATGGTAACGATTATTTGACTGTTACTGCACATTGGATTGATNANAATTGGAATNTGCAAAAAAGAATTTTAGGTTATAAATGTTGTCAGATGNAAAAAACCGGTAGTTATATTGCTCAAACTATTTTAGGTATTTTAGAANGTTACGGANTATGTGATAAAATAAGTAGTATCGCCTTAGATAATGCTTCNAATAATACAGNCGCTGTTAATATGTTAAAACCTAGACTTTGTCCNATTGACGGTGATGATTNTCATGTTAGGTGTGCCGCACATATATNNAATTTGGTTGTNAGAGATGGTGTTNCATATATTTGATNACGGTTGCGCGAAAGTTGAAAATGCATGTCATTTTATATTTAAATGTCAAGTTAAGTCTAGAATTAGGGAATTTAAAGANCGTTGTTTTGNAAATAGTCTTCCACCTAGAAAAATTCCAAAACATAGTGGNTACTAGATGGAATTCTTTATACGAAATGCTTGNAGTCGCTTATGAATATAGAANACCCNTACAAATGGTTTTTAATGCTCATAATGCTGATCCGACATATAGAATTGATGATAATGATTGGCGTGANATAAATGAACTTATAGATTTCCTAAAAGTTTTTTACTNAACTACNAAAAGAATNTCTGGACTTTATTATCCATCNATTTGTACTGTTTTANTAGATATTTGTGCGATTTCTTCTAAATTTTNTAAATATAAAAATAAACCAAGATTTCAACAGACCATTGAAGNTATGATTGAAAAATTTAAAAAATATTTTNTTCCTATTCCTCAAATTTATTTAACTGCNNNTTTNTTNAACCCTGANTATAAAGATTAAGGTGCGNAAANANTGGTTGAAAAAATTTATTNTAACTTAGATATTAATGATGAATTAGAAGAAATTCCTAGTTGTCAACAAGTTAAAGATAGCATAAAAATTGAAGCAAGAAAATTGTATGATTTATATAATGCTAATANAAATTTATCAAGCGANNATGAACCTGAAAGCTCTAGGGNTAGATTTGATGAAAATAATATTGATGATTATTTAGATGATTATCTTGAACTTTCTCACGATAATAGAAATGATTTTGATGCATATNTTAATCAAAATACAGAACCTACCGAAGATNTTCTAGNATGGTGGAGGAATCGCGGCGANGGATTTCCAAAACTAGTANCGATGGTTCGAGATGTNCTAGCNATTCAAGCGTCGTCGGTNGCTTCGGAGGNCGCCTTTAGTGCGGCGAGGTTTCAAATTGGAGATCATAGACATTCATTAGCGGAAGACAGCTTGGAGATATCGGTGTTATTTNGAGATTGGGTCAATGCCGAGAGAAGAAATTTGGGTCGTGAACCACTACCGACCAAATTTCAAGATGACGTTGATGAAGTAATGCGGGATTATAGTGACGACGGCATTGAAGCAATGGAAGATCTTTCTA

>rnd-1_family-512#Unknown ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 1063 out of 13 contigs )

AATACCTTGAAATCGCCTAAGAGAATCAGAGGAATTTTCTGTTTTTCTTNCGTTTGCTCACTGTTTTGAGTCGTGAGTTTTCTAGTGTTTGAACGTGAGTCTAAGTCTTAG

>rnd-1_family-507#LTR/Gypsy ( RepeatScout Family Size = 65 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 1063 out of 13 contigs )

AATGTTCACCTTGGTGACCTTAAGGTGATGCTTGAGTGTGGATGGTGGAATGGGACGCTATTCATGCATTGCAC

>rnd-1_family-513#Unknown ( RepeatScout Family Size = 64 Final Multiple Alignment Size (possibly truncated)  = 62 Localized to 1063 out of 13 contigs )

AAAAATCAAAGNTGTTAACTCTTAGAAACTATTTTCCTCCTTAGATAAATTAATAAGAAGGTTACCTGGTAATCTTTAANCGGAATACCACAAAAATTTTTTCTGTTACATTCTCACTTCGACCTTGCTAAACAAAGCAACGAATTATGGAGAAGTAATGCATTTATCTTCTACTTCCATGATCAGATTCTCTCAATCAGTAGAATACAAAAATACTAACAGTATAATAATTTCCTTAAGATTGTTGTTCATCTTGTATTCCNAACATACTTAGAACAAAACTTTGAANANCTTTGTAAGAAAACAAAGTTTAAGAACATTTTCACAACTAGAAAATTAAAACTAGTAGCGAAACTAGAATCAGAAACA

>rnd-1_family-514#Unknown ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 61 Localized to 1063 out of 13 contigs )

GTATGAGCTAATGTTGATAGATAANGGGATTGNGTTACACGGTTGGANTCAAAATTCAAGTTTTTCATTGTGAGTTTANATTCGTGGTAGTGTGTTTTGTCAAGGTATGAATTGGTAAGGTAAGAAATGATCGATCGCATCGAGTATGAAGCATTTGGAAGGACTTAAAATTTGAGTCGTAAANTTGGTTACTTTTGATTGTTATACCTAAGGTTTCCCATATTGTTGGCCAAAAAA

>rnd-1_family-515#LTR/Gypsy ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 61 Localized to 1063 out of 13 contigs )

ATGAAGAAAGGTGCTCCTTTTAANTGGGACCAAACATGTAGCGAAGCCTTTGAAAGTATCAAATCGTATCTAGCGAAACCTCCGGTTTTGGCAGCCCCTATACCTGGAAAACCATTGATACTCTACATTGCAGCACAAGAAAGGTCCGTAGGAGCCCTGTTAGCTCAAGAGAATAGTGAAGGCAAAGAAAATGCTCTTTATTACTTAAGTAGAACGATGACGCCGAATGAGCTAAATTATTCGCCAATCGAAAAGTTATGCTTGGCACTGGTCTTCTCAATTCAAAAGATGAAGCATTATTTTCAAGCTCACGTCGTCCGCCTTATTTCTAGAGCGAATCCCATCAAGTTTGTTATGTCAAAACCCGTCCTTAGTGACCGACTAGCAAGATGGTACCTCCAATTCCAACAATTTGAGATTGTGTACGTCCCTCAAAAATCCGTGAAGGGACAAGCACTAGCGGATTTCTTAGCAGACCATCCTATACCGAATGATTGGGAGTTAACCGACGAGTTTCCTGATGAAGATGCGATGTTAATTGAAGTTCAACCTCCTTGGAAAATGTACTTTGACGGGGCTGCACATCGCGACGGAGCNGGTGCTGGNGCGGTGTTCGTCACTTCANAAGAAGAGATTCTACCATTCTCTTTTACTCTAAAACGATGTTGCNCCAACAACGTNGCTGAATACGAAGCATTGATNCTCGGCTTGAAAATGGCCGTCGACATGAAACGNTTACGAGTTACNGGTCNTTGGNGACTCNGANCTGNTGATTNATCAANTCTCAGGGAGNTATGGGCGTGAAGAAGCCCGAAGATTGCGACCTTACGCACGATTATGCNCAAAAGTTGTGTAAGATGGCTTGGCAAGATGTAACCCTTCAACATGCGCGTCGAACANAGAATAAGAATTAGCTGATGCNCTGGCTACCNTNGCTTCAACGCTAACCCTTCCTGATCAAACGCAAGTAATTGTCTGTCAAAAATGGATAGTACCGCCGTCAAATGAGGAAGAATATATTGAAAATAAGCTTGATCATATCGTCGCCATTGTTGAAGCTGCGAAGGAAGATTGGAGACAACCCATCATTGACTACCTATGTTATGGGATACTTCCAGAAAATCCAAGAAGAAGAACTGACATACGTCGTCGTGCACCTCGTTTCCTTTACTACAAGGATACGTTATATAGAAGANCTCGATTTGAGGGTATGTTATTACGATGTNTGGGAGAGGAAGAAGCGATTCAAGCTCTGCAAGAAGCACACTCAGGAGTATGTGGATCACATCAATCTGGACCGAAACTTCATTTTCGCATAAAGAGGACGGGGTATTACTGGCCGACCATGGAGAAAGATTGCTTNCANTNCGCGAGGAAATGCCATNAATGTCAANTTCACGGCGATTTCATTCGTCAGCCACCCGAAGAACTGCACCCNACCATTGCACCTTGGCCGTTCGTNGCTTGGGGAATGGATGTCGTCGGNCCAATAGAGCCAANNGCTTCTAATGGACACAGATTCATTTTGGTCGCNATTGATTACTTCACCAAATGGGTGGAAGCNGTCGCTCTTACAAGTCGGTGAAGAAAGAGAGTGTCGCCGATTTTGTCCGAGNAAATATTATCTGTCGNTTTGGCATCCCNNGATNTATCATNACAGACAACGGCAAACCATTCGACAGCAANTTGATGAANGAGATNTGTGATCTTTTCGACTTTAAGCAGCGTAAATCTTCTATGTACCATGCTGCCGCTAATGGTCTTGCTGAAGCATTCAATAAGACTCTATGCAACCTGCTCAAGAAAGTTGTCTCCAAATCCAAACGGGATTGGCATGAAAGAATGGAAGAAGCTTTGTGGGCATATAGGACAACATATCGCACACCAACTCAAGCAA

>rnd-1_family-516#Unknown ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 61 Localized to 1063 out of 13 contigs )

TTTATATCTCATCTATTGCAACACTTANAAAGTGTTGCTTTATATGTCATCTATNGCAACACTTATAAAGTGTAACTTTATATCTCATCTATTGCAACACTTATAAGGTGTTACTTTATATGTCANCTATAGCAACACTTANAAANCGTNACTTTATATCTCATCTATAGCAACACTTATAAAGTGTTGCTTTTTATCGTCATCTATNGCAACACTTACAAAGTGTAACTTTNTATCTACCTAGAGCAACACTTACAAAGTGTAACTTCAACATTTATAAGCCTACATGTAGCACAAATATATATAATATATTTACATACATACAAGTGACCTAAAACACAAAATGAACTAATTAATCATTAAATCGAAGCTATATATTTCAAATAAACTTCGAGAAATATTTCATGTACAACCAAAACATAGAAAGTGATTGCTTAAAGATCTCTAATATCAATAAATTCCAAAAAACCAAAAGTGTCATTCAAACGTATATGACAATAATACAAAAATTTCTTCATCTTTCGCTACAATAGATCGAGTTTACTTCTGGCCAAATTCAAATTCAATTACCGGCATTTTCCTGCACATTNAAAATAAAATTATAAGTTNGTGAATTAATTGTGGAAGTGCATAATCAGAGAGAATTCACTGTAAGACAACCAATCCAAATCTAAATACAATTTCAATGTAAAAATTACACATTATAAGGACTACAACATTTATGCAGTCTTCTGTTGTTGGCTCTCAAAAATTAAACTTCAAAAGTTTAATTTGTGCAGTCTTCTGTTGTAAACTTCAATGTAAAAATTACACACAAGTAGTTCAAACAAACCAGTGATGACCACTGGAAACAAGGTTCATAACATAGTTTAGAAGTGTCCACAAAAATCAATACATAACAACACGACATGATATTTTCAAAGAACTGCAGCATAG

>rnd-1_family-518#Unknown ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 61 Localized to 1063 out of 13 contigs )

AAATACCAGCCTCAGTCCCAGACCACGGACCAACAGGACGGTCCGTTGGTCGAGGGACGGGCCGTCGAT

>rnd-1_family-517#Simple_repeat ( RepeatScout Family Size = 63 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 1063 out of 13 contigs )

TGCATCATTGCATTGTGCCCGAAGAAATGCATCATTGCATGTGCCCGAAGAAATGCATCATTGCATGTGCCCGAAGATGCATTATTGCATGTGCCCGAAGAAATGCATCATTGCATGTGCCCGAAGAAATGCATCATCGCATGTGC

>rnd-1_family-519#LTR/Gypsy ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 1063 out of 13 contigs )

TAACGTGCAGTCGAGCTACCGAGCGCCCCCCCCCGCNTATCAAGTCCAAGCTCCACTATACCAAAACCCCCNTCCGAATTACCAAGCTCCANCGCCAAACTACCAAACAAATCCNTATCCCAGAANCCAAGCTCCCCGCCCAAATACCCGAAATTATCGNCAGGTGCCTCCCCCTCAACAAGGCAGTTACGATCCTCCTCGNCCCAGGTTTGAGAAGAAGCCTTCNAGAAACTTTACCGCGCTCGCTGAAAGCCGAACNAAGTTGTNCGAGAGACTGGCCGCGGCCGGATACATCCACCCTGTGGGGCCCAAGCCCGTGGATGTCAACTCCAAATTCTACAGACCNGATCAGAGATGTGCTTATCATTCCAACAGTGTTGGACATGATACCGAAGATTGTATCAACCTCAAGCACAAGATCCAGGACCTGATCGACCAGGAGGTGGTCTCTCTCCAGCCNGCCGCGCCNAACGTCAACACNAATCCNTTGCCGAATCATGGGGGCGNCAACGTCAATATGATAGAAACGGACGANGATTGGTGCGNGGCNAAGACGATTACTCCCGTCGTTCATGACGACTTGGAAAAGGCTGTNGCTTCTTTGAGCGTCAGAGAAAAGAGAGAGTTCGTNATCCTGACACCCGCAAAGGTTGTTGCCTTGGTGCCANCAAAAACTCTCGCCAAGCCNAAGTTTGTGATCGAAACTGCCGCGGCTCAAGGNATGACCAGATCCGGAAGATGTTACACTCCCGANGAGCTTGCTCTCGGAGGACAAAAGAAAGATCATGCCAAGAGACCGATNAGCGAAGNNGAAGCCGAGGAATTCTGGAGAAGGATGCAGCCNAAAGACTATTCCGTCGTCGAGCATTTGGAGAAGACTCCGGCCCAGATCTCCGTGTGGGCCCTACTGATGAGCTCCCGGTCGCACAGGCAGGCCTTGATGAAGGCTCTGGATGACACGTACGTGCCCTCGGGCACGAGCAGCGACAACGTAGCCGCTATGATNNACCAAGTCATTCGAGGACACCGNATCAGCTTTCGCGACGATGAGTTGCCNNTCGAAGGGAGGNCCCACAACAAAGCTCTGCACGTCACCGTCGTATGTCGCGGAAAGGTCGTNAACCGCGTCTTGGTNGACGACGGATCTGGTCTGAACATTTGCCCNTTGTCNACGCTGAGGCAGCTGAGGTTTGACCTCGGAAAGTTNGAGCAAAACCAGGTCAATGTGAGAGCNTTCGACGGNGCGCAGAGAGACACGTTGGGAGATGTGAACCTGACCATCCAAATGGGCCCCGCGGAGTTCGGCGCGNAGTTCCAAGTNTTGGACATCGACACCAGCTACAACCTTCTTTTGGGAAGGCCGTNNATCCACATGGCTGGAGCCGTCCCCTC

>rnd-1_family-520#Unknown ( RepeatScout Family Size = 62 Final Multiple Alignment Size (possibly truncated)  = 60 Localized to 1063 out of 13 contigs )

AATTCTTCCCATGACGCAAAATTCTAAATATCTTGAACTCTTCAATACACCAAACTCTTGTTCCTTTCGCTGACTCGCTTACCAATCTTATCCTTTGACCAACAACCCATGACATTTTTACCTTATCCTCTAAATCAAAACNTTAAGTGAAACCCTTCCTTAGGTNCTTTAACAATCAAAAGTAACAAANTTTACGACTCAAANTATGTATAAGTCCTTCCAAATGCTTCATACTCAAT

>rnd-1_family-521#Unknown ( RepeatScout Family Size = 61 Final Multiple Alignment Size (possibly truncated)  = 59 Localized to 1063 out of 13 contigs )

CAAACATCACTCACGTTCTTAGTGATACAAACNAAAATAATTTATAAGACACATATAATACATGTTTTATTCATGAATAATACAAGTTTAATTCAGTCTATAGATTATTGTCTTGTCTTTCGTTAGTTACGTTTTTCATTTATTCTTAATTTTCTCTTCTAATTCAACTTTAATATTGTGTAATACANTTTTAATGCAAATTTAATTCATTTTGCAGTTTATTATTTGTTACTATTAGATTACTTGTTTAATTCATTATTGATACAAGTTTAATTCACTCTATAGATCATTGTCTGGTCTTTCATTAGTTACGTTTTTTATTCATGCTTAATTCTCTCTTCTAATTCAACTTTAATATTTGTGTAATACACTTTTAATACAAGTTTAATTCATTTTGCAATTTATTGGTTGATTTGTTACGATTGAATTACTTGTTTAATTCATTATTGATACAAGTTTTATTCAGTTTACAGATCANAGAATGCTCTTTCGTTTGCTACATTTTGCATTCATGTTTAATTCTCTTCTAATTCAACTTTAATATGTGTGTAATACATTTTTAATTCAAGTTTAATTCATTTTGCAGTTTATTATGTCTCTTTATTTGTTACGATTAAATTACTTG

>rnd-1_family-522#LTR/Gypsy ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 1063 out of 13 contigs )

AATAGCCAAATAAGTTAATCGTCGGATAACCGCAAGTTAGCGGAGCGTCTTAGGTGCCTTAAAACCTTCCTAAGACGCTAATANGAATCCCGAACCCCTTNAAATGTTTTCAAANCGATTTTTTCTGTTTAAGTCTTTTGAAAATAAGTTTTCTTGATTTTTCTTAAAAATTAAGTGGCGACTCCTAAAAGTCGAAAATA

>rnd-1_family-523#LTR/Gypsy ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 1063 out of 13 contigs )

TGCTATTCTTGAGCCTTCCAACCCTCAGGTATCTCAACATAAGGTGAGGAAACCTCGTGTCTTCACTCCCTTAAGGGAAACTTTGACCGACATTTTCCAGAGATTATGGGCTAAAGGACTTCTAAGACCAATAAATGGATGGATTCCCAAGCACTCTACTTCAAACTTTGATCTATCCAAAAATTGTGCCTATCATTCAAACATTCAAGGTCATGACACCGAAGAATGTGCAGCATCGAGAAATAAGATTCAGAATATGATTGAAAAAGGAAAAATTATAGTGCAGCAAGGACCACAAAACAACAATTGCAATCCTTCTATGGCGAATACATTCATCGTTCAAGGAGATCCTACAAAGATGTACGTTAGGCACTTGACAAGGAAGCGCAAATCACATCAGAGAAATTGATAAGGACAAGACTCTTATNAACAAAGTTCGCTTTATTGTTCTCAGACCTTATGCCCAAAGCCTTCCTCATTCCTTTCATTTTTCCTTGTAATCTGAACTACGTTNGACCTGAATTCTCCTTACGAGATACGTAGGCGGCCCTTNNCGGGTTCGGTCTCTATCAAATAAATTTTCATTCTTCCCCATGGTCATTCGAAACACTCTTTTACAAATTCAAAT

>rnd-1_family-524#Unknown ( RepeatScout Family Size = 60 Final Multiple Alignment Size (possibly truncated)  = 58 Localized to 1063 out of 13 contigs )

AAAAATTTTAAAAAATACCATTTAAACCATTTAGTGATCCACCCACCTAACCCGACCCATTAAAAAATATGATATGACCCATTTTATTTTGTCTTTAATCCTAANTCAAGGNTTNTTTAAAGAGAGGGATTAATTTAGGATTAAAGACAAAATAAAATGGGTCATATTATATTTTTTAACGGGTCGGGTTAGGTGGGTGGATCACTAAATGGTTTAATTTATTTTTTAAAATTTTTGGTTTGTTATATAAATAATTAATATCAATAAATTTTAATTAAAAAATAATTNAATAGATTGAGTGACTTTCTGAGGAAAGAGTNGATAGTTGAGTGACTTTTGAGTTAAAANTCAAAGTTGAGTGACTTTCTGAGAAAAAAATNCATAGTTGAGTGACTTTTGAGTNAAAANTGAAAGTTGAGTGACTTTCTGAGAGAAAANTGCATAGTTGAGTGACCATCTGAG

>rnd-1_family-525#Unknown ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 1063 out of 13 contigs )

TTTATCGGTTTATCGGTTTTTGATGTTATCGGTTCGGTTTCGGTTNACCCAATAAGAAAATGTCGATCAAATAATATATAATAGTACGAAGGCTATAATTACATGTTACCAACTTACCGCCAAAACATAATACGAAATTTTTTATGTTGATCAAATTACGAACNTTTACAAACTTGCAAAAGCTACCGCCTACAATTACGAACTAGAATTAAAACTAAAATAAAATAGTCCAACGAGACAATCTTGAACAGTTGCTTGATCCACCAGATAATCAACAAAGTTCTCACCAATTTCCTAACCAAAAAATCGCATAGCCTGAAAAGCTAATATTGAATCTANTTATGTATTAAATTATTAATATTTAATATTTAGGAAGGGTAAAGTAGTAAATTACTATCGTCTTANTGGGTTATCGATTTACCCAATAACCCAATAGTAAAAACCGANACCGAACCGATAACCCAATAATTATTTTTTATAAANCCATTAAAAACCCAATAACCCAATAAC

>rnd-1_family-526#LTR/Gypsy ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 1063 out of 13 contigs )

CAGCAGTTTCAGCTGTTACGGCAGTTACAGCCGTTACAGCTGTTACNGCAGGTGGTGGGGCGGCAGTTACAAGCCTTGGAGAGGCTTGTTCAAGGCCTCTAGGCGTTGGGGCAGACTAGGAGCATCTAGGAGTCCTTTTTGGAAGACTTAGAAGCATGTCTTGTAGGCATGTACTTAGGGACTTGTATAGTTAGCATTTATTTACTCTTAGTCATTAGAGTAGTATAAATAGTAGGTCATTGTATTTGTAAAGCATCCAACAATTTTCAAGTAATANAAGTCCCTTCTTCCAAAATTCTCTAAGTCTTTCTTTCCATTCTCTTAGCGATCTNAGTNTNAAAGGCTTACTTGAGCTTACAAGATCGTGAAAGATTCGTGAGTAAGTCGTCAAGTGCCGCACGGAGTCTTGTCGAATACTCTAAGTCCGTGACA

>rnd-1_family-527#LTR/Gypsy ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 1063 out of 13 contigs )

AAGTTCATTGATGAGGTCAAGAAAATATTTGGNGTGATGCAAGTAACTGGTAGTGATAGGTGAGATTGGCATCCTACCAGCTNAAGGATGTGGCTCACATATGGTT

>rnd-1_family-528#LTR/Copia ( RepeatScout Family Size = 58 Final Multiple Alignment Size (possibly truncated)  = 56 Localized to 1063 out of 13 contigs )

AAGGTATTATATAAATATTTTTATTTAATTCACATATTCTCTCATAATTTCATTATGTCNAATTTATCCAAACTTGAGTTTGTTGCNTTAGATATTTCGGGAAAGAACTACCTNTCATGGGTACTCGATGCTGAAATTCACCTTGATGCTGAAGGTCTTGNAGACACCATTACNCAGGAAAATGAAGCATCGAATCAAGATCGTGCGAAGGCNATGATATTCCTCCGTCATCATCTTGACGAGGGTCTGAAAATNGAATATCTGACGGTTAAAGATCCACTTGTNTTGTGGAATAATTTAAAAGANAGATATGACCACCTGAAGNCGGTCGTNCTTCCAAAGGCACGTTATGANTGGATGCATTTAAGGCTTCAAGACTTTAAGNCTATAANTGAGTATAACTCTGCCGTGTTCAGAATNACCTCNCAGTTAAAATTATGTGGAGAAACTATNANTGACGATGATATGTTGGAAAAGACGTTCTCCACTTTCCATGCCTCGAATGTGCTNTTGCAGCAGCAATATCGAGAAAAGGGTTTTAAAAAATATTCCGAACTAATTTCACGTCTTCTGGTGGCTGAGCAAAATAATGNNTTTTTGATGAAAAGTCATGAAATTCGTCCTATTGAATTTGCTCCATTCCTTGAAGNGAATGTGGTAGCAACACGTGATAACTCTGAAATAAAAA

>rnd-1_family-529#LTR/Copia ( RepeatScout Family Size = 57 Final Multiple Alignment Size (possibly truncated)  = 55 Localized to 1063 out of 13 contigs )

ATGCAATTGTTCTNTCNTGGATTATGAATNCTGTNTCTAAGGANTTGCTNAGTGGNATNGTNTACGCATCTGATGCTCATNCAGTNTGGGANGATCTNAAGGAAAGATTTGATAAGGTNAATGGATCNAGAATCTNTCANCTNCACAAAGAGATCGTCACTNTGTCACAAGGNACTNNTTCTGTNTCNGNNTATTTTTCAAGATTGAGAGANTTGTGGGATGAGTNTGATGCNNTCGTNCCTCCTCCTNGTTGTGATTGTNCTGAATCNAAAGANTATGTTGAGCATTTACAATANCAAAGGTTGTTGCAATTTCTNATGGGGCTGAATGAGTCNTATGNTCANGCNAGAAGTCAGATTCTGATGATGANTCCANTNCCNANTGTNAATCAAGCTTATGCTATGATTGTTAGTGATGAGAGTCAAAGAATNCATGGTGCAGGAAATACATTTTCGTCTGCAGAAGCTGTATCTGAAACAACATTGATGAGTAATAGAATGCCTCTTAGTTCTTCTCAGTCTGGAAATGGTGGATACTACAACAATAATACAACTTCCTCAGGAACAGGAAGGGGAATTTCTAATTTTCGNAATAATGGATATAGAAATAAGGGGTATGGAGATGGAAGAACTGGTTACTCTGCAGGAAAGTCTCAACTCTATTGTGAATTCTGTCATTATAAAGGTCATACGAAAGAAACTTGTTACAAGCTTCATGGTTATCCAAAGAAGAAAGGAGGAGTATCTTCTTATGCAAATAATGCT

>rnd-1_family-530#Unknown ( RepeatScout Family Size = 57 Final Multiple Alignment Size (possibly truncated)  = 55 Localized to 1063 out of 13 contigs )

CTTCATTTATGGAGGAACTACCTTCTCCAACATTAAACATGCTCATATACANCACTTTTACACACATTGAAACCATTGTTAA

>rnd-1_family-531#Unknown ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 1063 out of 13 contigs )

CCAAACACTGTCATACCTTTGTTGATCAGATCTCTTTACTTTGAAATTGAAGTTGTTCTTTATCTTATATTTCGTCATCACATCTACGAGTGTTGCTTTATCCTTATACANCTGACCTGTCTTCACNTCTACANTNTCTGAATCGATTATANNATTTGTAACTCCAACTTCTGGATTNTAATACGAATCAAATATTCTNGATTCAACCATTGCCAGAGCTTNTGTATCNTTTGTTGCGCCTTCNACACACGTAATTTCTCCGNNTGTTCCATCAAAGTTATGTACATCACCACCGTTCTTTTCAATTGTATCAATACATAGCGGATACATTGCGAATCCAGGCTCGTTTTTTTTCACTTCNAAATACAGTTTCACACCCATATCGTTCTTAATTTTCANCGGAGACGAGTTACCTTCTACGATGTATCGAATTTCAATNTCTTTCCTCGATNCATCGATATCCAACTCGGCTGCAATTGCTGNTTTGAGATTCANAAACGAAATTGAATCTCCAACAACGATTCCATCGATTTTGTAACTTTCATACTGCAATTCGCTCACCCAAATTCCGGAATGTCTCANCAAAATCGAAGTATTCATCTTGAAAAATCCACAGTAACAACAATAAAATTACTGTAGTTCGAAGTTTAACAGATTGTTCATAAAAATGTCTTCAAANTAGATGATATAATCTTTGATTTTCAAAATTTGAAATTAATATCCAATTACGTGCTGANTTAATGCTGATTAATGATCTGTTACCGTAAATTAAGCTGTTTTAGTTAACAANNTTAAATGTACCGTTTTTCCCCCTTTTTTCTTAACAGTTTNAANTTACCGTGTATCATT

>rnd-1_family-532#LTR/Gypsy ( RepeatScout Family Size = 56 Final Multiple Alignment Size (possibly truncated)  = 54 Localized to 1063 out of 13 contigs )

TGTTAGACCCGCAAACTACTTGATCTAACTACGTGCAGACATGTCAAGGACTTGGGCATTGGTCTTGGCATGGATGAGGGCAAAACAGTGCAACACAAGTTCAAGGTGCTTGGGTGTTGGCAAGGCAGCTTGAACGTGCAAGGCTTACGTGCGGGCTAAGGGCATCGGCAAGGCAGCGTGTTGGCTTGACGAGGCAAGGCTGTGAAGACTTGACGATGNCAAGAACAAAGGCAGTTCACNCGAATTGCTGAAATAAAACTAAGTGTTGGAGGACAGCTAAAATATTCTAAGTGTTGGAAGCTGGCTGAAATATTCTAAGTGTTGGAATGTAGCCTGAAATATTCTAAGTGTTAGAATATTAGTATTTCGTGTGGATAAGAATGTAATTTGAATTAGATTCTATCTGTTAGAAATATAGCTGTTGGAAANTTAGTTTTGAACCCTGTGATGACAAGTGTCGGACAGGTGTCATTTGTAACCGCCGCATGTAACTGCCATGTGCAGAANTTTTATTTAAGGGTGGAAATTCGTCTAAGGCTTAGACAGAGTGTTTCTAGCCTTAGACNAATTCGTGAAGCCTTCCTTTGTATTAATTATAGATTAATAAAGGTTGGGACGAGTTCCTGTAAATTCTGCTTGTTGTTTAACTTTGCTGTTTAAGTATTTCTATACTTAGTCAANTCCGTGGGTGTAAGTAGGCTGAGTGTTGCAGACGTTTGTAAGACTGCCTAGAGTGGTGTTCGGTAAAAATAAATCGACCCTCTTTCAATT

>rnd-1_family-534#Unknown ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 1063 out of 13 contigs )

TTCAATTCAGGTTTAATTCACTTGTTAGCATCTGTGTAATACAACTTCAATTCAGGTTTAATTCACTTGTTAGCATCT

>rnd-1_family-535#DNA/hAT-Ac ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 1063 out of 13 contigs )

AATTTCAANTTATATGCGAGGTTTTCTTGGTCTTAACTCTTCTACTAACCGTGATGATTTTGAAGAATATCTTAATCAGNNTTTAGAAGCATTGGAAATCAAAGATGACAATGAAGATNTATTAGNATGGTGGAGGAAGCGAAGCGATGGATTTCCGANACTTAGTANGATGGTTCGAGATGTGCTAGCGATTCAAGCGTCATCGGTCGCTTCGGAGGNCGCCTTTAGTGCGGCGAGGTTTCAAATTGGAGATCATAGACATTCATTAGCGGANGACAGCTTGGAGATATCGGTGTTATTTCGAGATTGGGTCAATGCCGAGAGAAGAAATAACGACTTGCCAAAGTTAAGTAGCCAAANAGAAGCAANTTGGATCAAAATNCGGATTGAATGTAGTGACGATGANNTGGAGGCACAAGAATTTCTAACAAGTTTGCCAACACCGGAGGATGTCACCATCGATATGATGCGACAATTAGAANNAGAATTTAAAGGAGAAAACAGATATTATTAGTATTACATTCGAGACTTAGTTGAAACAGAACCCTTCCTAGAAGGTGGCTGCGTAAACTATGTACTCTACTAATAGTTGTAACAAATATTAGTTTTACGTATGAGAACTTATTGAAACAGAACCCTTCCTAGAAGGTGGCTGCGTAGATTAGTTACTCCACTAATATTTGTTAATTGTAA

>rnd-1_family-536#LTR/Gypsy ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 1063 out of 13 contigs )

AAGGAGGGCAAAAAGTCACTAAAGTATACCTAAATATACCCTACCTGACCCTGAGCCTACGTTACAAGCTAAGAAAGTCCTATCGTGATCCTAAGAGTTGTATAGCGAACTTAAAGCAGTGAAAATAAGGGCAAGCTTATGGCAATATGTATGAATGAGTGTGAATTTGTTCTGAGAGTGAGTGTTGAAAAGTAATCCTATAATCAAACTTAAATCATTATGT

>rnd-1_family-537#Unknown ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 53 Localized to 1063 out of 13 contigs )

TTTTTATTTTATTTTATGATAAAGAGTTTTTTTAAATTTATTGATACAAAACAAAGTTCAATAAATTTTCTCTATAAATTATTATAGTTGTGTGACCTTTTGAGATATTAACTCCAATTTATTAAGATGACAATTATTTATCCTCAAATAATTCAAGTGAGAAAATAGCGAACATGACAACAAAATTGTTCTTCTCCTAGCTAGTTAGAAGGCCATAAAAAATAATATTGTCCGNCAATTATCTACCTTGACCCAATTACATGAAATANAAAATCTCATAATAACTCAAGGGTATAATTGGAAAGAAGTTTTTTGTAGAGTTTTAANCCAAACACAAGATTAGGTGGGAAACAATGAACCAAACACTTGATAAAAATAAT

>rnd-1_family-538#DNA/MULE-MuDR ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 1063 out of 13 contigs )

ACATAAGATTCATATGTTGCAACANNCGGTACATTTGTGGCAACATATGATTCATNTGTNGCAACATAAGATTTATATGTCGCAACAGAAAATTCATNTGTNGCAACAGTAGGTACATATGTGGCAACATAATGTTAATTTGTGGCAACAGANTATCCATNTGTNGCAACATACTGCTATTATTATTTTATAATGAATTGTAAAATCTCAATCTTTTTATTTACCTTGTAGATGAAATGATACAAGAAGCTTCA

>rnd-1_family-539#LTR/Copia ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 1063 out of 13 contigs )

AAGTGTTGAAGGAAGTTGACGACTGATGGAACACGTCGAAGGAACAGGTCCANCGAAGCTGACTGACGAGTTAGAGTTAGAGTCATACTAGGATTAGACTACTAAATCCTAAGTTATGTACGACTAAGCTACTGNATATTATAGGAGTCGACTAGGATAAGGTATTTGACTTGTAATANAATACTACTCATGTAATTATTTGTATTGTAGTAGGACTCCNAGTATAGCTAGNATAGGACTCTACAATTCTCCTATATAAGGAGCTTGTAACTCAACATTATTATCATCAATACATCCTTGATTTCTCCATACTTTCGTGAGATTTCTACA

>rnd-1_family-385#LTR/Copia ( RepeatScout Family Size = 117 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 1063 out of 13 contigs )

AAGGACAGAGTCTATGATACGCCGGAAGCGTGATAGACCAATCGATTCCAAATATAAAANTCCTTGAAGAAGGAAGGAGCAAATGATCAANATGGTCATGATAATGAGGCAAGTGCTATAAAAGAGCACATTGACATAACACTTCATAAAACCTTGAAAAAGGTTCAGGTACCTGAAAATAATGAAAAATGAAGAGATCTCGATAAGTTATGTCNTGTTGGAATCGATATCAAATAACCGTCGACGGTATCTTTGATATGAGGTAGCGCTCAATGATATAAATTGTGACGAGGATCTTGAATTCAAATCTGTCATATAGTGTGGACAGATAAATGGTTGGCCAAGTAAAATGCGCAATTCAAG

>rnd-1_family-540#Unknown ( RepeatScout Family Size = 54 Final Multiple Alignment Size (possibly truncated)  = 52 Localized to 1063 out of 13 contigs )

TTTTTTTNAGTTTCATACCTAAACTATTGAGAGTGTGAGTTTCATACCTAAACTATCACTTNTTAGTTTGAGAAACACACCT

>rnd-1_family-541#DNA/Harbinger ( RepeatScout Family Size = 53 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 1063 out of 13 contigs )

AGGCCTCATTTGTTTGCACTTAATGGAGGTCTGAATCTTAATCATTCAGATTCGGCCCATTAAGTGCGTTTGATTTTTAGGTCTGAATCTTAATCATTCAGATTCAGCCCATTAAGTTCGTTTGTTTTATTTTTTAAAAGACCTCTTAATGGGTCTGAANANGTCTGAATGAATCAGATCTGTAGCAGACTCTTAACANCATTCAGACT

>rnd-1_family-533#LTR/Copia ( RepeatScout Family Size = 55 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 1063 out of 13 contigs )

TTTGAAAAAATGGTCAAAACACAATTCAATTCTCATGTTAAACTTTTTCGAAGTGACAATGGAAAGGAATATGTAAATAACATCTTTGGCCAGTTTCTGCAATCCCTGGGAATTATACATCAAACCTCCTGTCCATACACTCCCGAACAAAATGGGGTGGCTGAGAGNAAGCATAGNCATCTCGTTGAAACGGTGGTTACTCTTCTACATCAATCTCATCTCCCTGTCTCCTTTTGGGTAGAAGCTCTAGCCACCGCAAACTACCTCATTAACAGAATGCCCAGTCACACCCT

>rnd-1_family-542#Unknown ( RepeatScout Family Size = 53 Final Multiple Alignment Size (possibly truncated)  = 51 Localized to 1063 out of 13 contigs )

AACAAAGCATGTATAAGAGTTCATAACATTACAACATATGCAAGACCNTTACTCATAACCCA

>rnd-1_family-543#LTR/Gypsy ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 1063 out of 13 contigs )

TTCTTTTATTTTTCTTTAGAAGTGTTGGCTAGAGAGTAGTNTAGGGTCCGTGTCTAAAAAGTGTCCAGAAAATACAAAAAGAATGGCTTAATGGGTGTTAAATGTGCAGG

>rnd-1_family-544#LTR/Gypsy ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 1063 out of 13 contigs )

CCAGTGGGACAATCTCTACCTCTCATCTCAACTTTTCAAGCGTCAAAGAATATCGAGATGNCTTCCACGAAGAACAACTCTCGATCAACCGCCTCTAAGGTCACTAGCTCCAAGTTCTCTACTGAAGTTGAAGACATCCTTGGTGTTACCTTTGGAAGTTTCGGAGCTGTTACGAGAAGCAAGGCCGCTACGCTAGGACAACAAACGCTTCAAGCGTCGTCCGCATCAACTCCTATTTTTGGGTCTTCGACTCCAAAAGGAGCAAGTTCCTCCACAAATTCTCTAGAAGGAGGAAGTAGTGTTGCTGAAAAGATCAAGAAGACATTGGCTCTACTTGAGCAATCTGGTTCCAAGAACTCTACCACGAGGGAGAACTGTGATTCAACTTGTGAATCATCTCCACGTATATCGCGTAACGTGAGTCCACTGAAAATTAACTTACGCGACAATCCATGTTACTCTCCTGCATCTCCGATGATCATGCAAACGATGGTGACTGCTGCTTCCTCTACNGAAGAACAACTNGCAAGCTTGACGAAAGCGGTTGAAGGCCTGACGAAGCGCGCACANCACCAAGATGCTCGAATTNNCAAGCTGACGGACAGGATGGATAACATGATTNAGACGAAGATGCGAGTCATGCACCTNGAAAGCNTTCTAAAGTTCAAGANANCGAAGATCCTGCTAAGAAAGCCCGTTCGTCAAAGAGATTCANGTCTCTTCTGAAGGNNTGATCCCAATCGATCGNTTGAAGAACTTTATCGNAGGGACTATCGAAGATAAGTNTGAAGTCTCCACCAAGTCTTCTCCCATATATGCAAAGCCATATACTGCAAGGATTGATAACTTGAAAATGCCTGNTGGTTATCAACCTCCNAAATTTCAACAATTTGATGGNAAAGGAAATCCGAAACAACATATCGCGCACTTTGTCGAGACTTGCAACGNTGCTGGGACATATGGTGATTATCTTGTCAAACAGTTTGTCCGCTCTCTNAAAGGAAACGCCTTTGATTGGTACACGGATCTCGAACCTAATTCNATTGATAGTTGGGAGCGACTAGAGCANGAGTTTCTCAATCGTTTCTATAGCACAAGGCGCGCNGTGAGCATGATGGAACTNACGAACGCTCGNCAAGGTAAGGATGAACCGGTCGTNGACTTCATCAATCGNTGGAGGAACGCGAGCCTAAACTGCAAGGATCGNCTTAGTGAAATTTCTGCAATCGAAATGTGCATCCAAGGNATGCATTGGGGNCTTCNCTACATCTTGCAAGGAATAAAACCNAAAACTTTCGAAGANTTAGCNACTCGCGCNCATGACATGGAGTTGAGCATGACATCTGCCGGAAAAGATCAACGATCTCCTGTCCATGGACCTCGCGAAGACGAAGACANAGAAGAACCCAAGAGATGGAGCAAGTTTCTGCCCGAAAATGACAACGAAGAATCCATGAGCGTAAATGCGTCACCCGCGAAGTTCACCACGAATGAGGGCGTAAAACAAAATGCGAGAACGACTTTCCAAGCACGTTCGAATCAAAAGTCGACGCTAAGGGAGATGCAAGGAAAAAAGTATCCCTTCTTGGACTCTGACGTTTCTGCAATTTTTGACGAACTGCTCGAGTTAAAGCTCATTGACTTGCCAGAGACGAAGCGACCCGATGAAGCCGGAAAAACTGATGACCCAAATTATTGCAAGTATCATAGACTCGTGAGTCATCCTCTCGAAAAATGTTTCGTCTTNAAGGATAGAGTGATGCGATTGGCTAACGAAAATAAAATTATCCTTGATGATGAGAAGGCTAGTTCTAACCANACCTCTATCGCGTTTGGGTCACTGGATCCGGTCCAAATATATATCTCTGAAAAGCATGAAGAAGAGCCAGTAGACCAGGACGTTGACATAGATGGTGATGAGGGTTGGATTCTTGTAACTAGGCGAAGACGCAACAAGTCAAGCTTACGAAAAGAATTATCCGAGCAACCGGTTAGAGGAAAAATGGTGAAGAAATCAGAGAAGCAAAAATCAATCAAGCGCCCCAAAAGGGCAAAGGTTGAAGTGCATCACTACCAAAAACCTCGACGTCTTGTGACTCTAGAGGAATTCTTGCCAAGCTCGTTCGACACAAAGTCTACTCAAGGCAATGTCGAGGCATCATGTTTCAATGTGGATAAAGAACAAACAATGAAGGTGCCTCCTACTGTAAAAGAAGGAACAACGAGTGAATCCTCACCAAAAGTGTCTCCTGGGGAAGAAGAAAAAGAAACAAGGGAAATCTCAGAAATGATGTCTCTTTCATCTTCTGAAAAATCTATTGAACTTTCTTCCCAAGAAGCACATGTCTGTGATACTAAAATCACATTTACAGATAACGATCTTCTATTTGGTGAAGCACTACACAATCGTCCTTTGTATATGGTGGGTCATGCGCTAGAGAAGAAGATAAATAGAATCTTAATAGATGAAG

>rnd-1_family-545#LTR/Gypsy ( RepeatScout Family Size = 52 Final Multiple Alignment Size (possibly truncated)  = 50 Localized to 1063 out of 13 contigs )

CTTTCCATGTGAGTTTCTTGAAACCTTACTTTGCAGACGCAGATGATCCGGACAGGAACAGGTCAAAGAGGGCTCCTCCATCAGTACCTACACAGTATGATGCTGAAATTGAGAAGATCCTTGATCACCGGGTTTTGGGCACGAGTAAGAAGAATACTAAGACAGAGTTCTTGGTTCATTGGAAAGGCAAGAGTGCAGCNGATGCAGTTTGGGAGAAGGCGAAAGACTTATGGCAGTTTGATGCTCAAATCGATGACTATCTCAAAACAGTCTCGATGAGGACATCGAGTTCAAGTGGTGCGGGTGGTCTGTTAGACCCGCAAACTACTTGATCTAACTACGTGCAGACATGTCAAGGACTTGGGCATTGGTCTTGGCATGGATGANGGCAAAACAGTGCAACACAAGTTCAAGGTGCTTGGGTGTTGGCAAGGCAGCTTGAACGTGCAAGGCTTACGTGCGGGCTAAGGGCATCGGCAAGGCAGCGTGTTGGCTTGACGAGGCAAGGCTGTGAAGACTTGACGATGTCAAAGACAAAGGCAGTTCACGCGAATTGCTGAAATAAAACTAAGTGTTGGAGGACAGCTGAAATATTCTAAGTGTTGGAAGCTGGCTGAAATATTCTAAGTGTTGGAATGTAGCCTGAAATATTCTAAGTGTTAGAATATTAGTATTTCGTGTGGATAAGAATGTAATTTGAATTAGATTCTATCTGTTAGAAATATAGCTGTTGGAAANTTAGTTTTGAACCCTGTGATGACAAGTGTCGGACAGGTGTCATTTGTAACCGCCGCATGTAACTGC

>rnd-1_family-546#Unknown ( RepeatScout Family Size = 51 Final Multiple Alignment Size (possibly truncated)  = 49 Localized to 1063 out of 13 contigs )

TAATAGTCAATGCACCAAACTTACAAGGAACACCAACTTCATACCATTATGCACTCAATGCAACACAAGCA

>rnd-1_family-548#Unknown ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 1063 out of 13 contigs )

TAAAAANCGGGTTGGGTCTTGACCCGCCCAATTTGACCCGATTAATCTCAATAATTTTAACATATTGATATTTAACTTTTATAATCACAATTTGAATTTCAACTCAAGATTTTTTTGTTAAAAAAGTAACAAATGGATAGATAAATCCTAAAAGATGTTAAATAGATAATAATTCATACCTTCAATATAGGAACATATCTTAATAAAGAGTTTTAAAACGGGTTGAAATTGGAGATTGAATTGGGCTCAATTGAGAATTCTCTTAAAATGGGTTAGGCTTGAATGAGTTGAGATTGAACCCAATTCAAATTATCTTGAGCCCAACC

>rnd-1_family-549#DNA ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 1063 out of 13 contigs )

TTTAGGGGTCGTTTGGTAGGGCGTATTAGAAGAAATAGTCCATGTATTATGTATGGTATTATTTAGTACTATGTTTGGTAGGAATTTGGGTCTATGTATAACTAATCCATGGATTAGTTATACATCCTACATGGTATTATAGGATGTATTACTAATACCTTCCATTTGGAGGTATTAGTAATA

>rnd-1_family-550#DNA/TcMar-Stowaway ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 1063 out of 13 contigs )

AATGAATATACTACCCCACCAAAAATGGTATTTCGAGACTCAATAAAATGAATCAAACAACCAACGGAAGTTGTCTCAATGAAAAAATGACCCAACTCAACACTATAGAAAAAAATAGTTTAAAACAAGCAACCAAAACTTTTATAAATATGTTTATTGTTTTGTATTTTGTATGAGTAACTTTCATATGAAAGACACAAAAAAATTGATAATATATTACTCCCTCCGTTTCANAAAGAATGACCTAGTTTGACTTG

>rnd-1_family-551#LTR/Gypsy ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 1063 out of 13 contigs )

AAACTTTGGATTGATTATGACATTGTTTATTTTGAAAATAAATTATAAGCACTATCTCCTAACCTATCGTTAGTGGGAAAGTCAAAGGAACTACGAGGTCTAGTTCCAATTTTTAAACCCGACGCGTCCCCGGAAGTACCACCTACCCATGAATTTCAAAAGGAATTATGTGTATTTATGTGTAAATATTTATGTGCCTACATGTAAACTAAATCTTTTAAATCATTTTCAAAAACATAAACTATTTTTTAGACCGACCTCAAATCAAAATTGTTTCTATGGTGGAGGAGCGCGATCAACAATATCGTGGCATCATCCCTATAAAGAAACAAACATTTTTTTAAANAAAAAATTCCTATTCAAAACTTGCTCAATTTTCAAAACTTTACTTTCGCACATATTAATTGCTTAATATTTGCCAATTTTGTTTATAACATAGTCTCATATGCTTAAATAAAAAATAAAACTTGATTGTTTATTTATTGCTATCACCTAGCCTTGCATGCTCAAATTAATGAAAAAAATAATAAAATAGTATTAATTGTTTTATATTTGTTATCACTTAGCAAGCTTAAATAAATTAATAAATGAAGTGACC

>rnd-1_family-552#LTR/Gypsy ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 48 Localized to 1063 out of 13 contigs )

TAGTACATTCCATGTACTAACGCATACTTGTGCCTACATTGTTTCACTAATGTAGGGTCCGACGCTCCTACTCTCATACTCGTGGCTAGTTGAT

>rnd-1_family-547#LTR/Copia ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 47 Localized to 1063 out of 13 contigs )

ATNATGCCTTCAACTGGAGATGGAGCTTCAAGTGAAGTTCAACAACAAATTCCAGTCACGACCACGGCCAAAATCGATCACAATCATCCTCTNTNTNTNCGTCCNTCAGATACTCCAGGTGCTGTTCTGATTTCAATTCAACTNACAGGANCNGAAAATTATNCTNTGTGGAGTAGATCTATGAAAATNGCGTTACTNGGAAAAAACAAGTTAGGATTCGTCGATGGAACNTGTAANAAGGANATGTATTCCGAATGNTTACGTGATCNATGGGANAGATGTAATGCNATTGTTCTNTCATGGATNATGAATNCNGTNTCTAAGGANTTGCTNAGTGGNATNGTNTATGCNNCCGATGCTCATNNAGTNTGGGANGATCTNAAGGAAAGATTTGACAAAGTNGATGGATCTAGGATCTNTCANCTNCACAAGGAATTAGTCACTATGTCACAAGGNACTNNTTCTGTNTCNGNCTATTTTTCNAGATTGAGA

>rnd-1_family-554#LTR/Gypsy ( RepeatScout Family Size = 49 Final Multiple Alignment Size (possibly truncated)  = 47 Localized to 1063 out of 13 contigs )

TGAANGTGGTTGTTCTTNTGCAAATTTGAGTCTCGGTTTCGATCAATACCGATGACTTGAATAGTGCTCNCAATCGAACGAACATGAATGTGCGGCTACGACGAGGCCAAATGAAGTTGCATAGACAATATGTGAACTCTTTGCATCTCGTTGTGATTAGCCAATTATCGAATTGAGTCTCTTGCGATGANCGTTGCACACTAGCGAAAGTGTGGAGTCTTGTTTGACTTTAGTGTCGATGCCTTGTGTGATGAGCTTACCGTGAACCATGCATGATGACACCTAGAATTTTCCC

>rnd-1_family-555#Unknown ( RepeatScout Family Size = 49 Final Multiple Alignment Size (possibly truncated)  = 47 Localized to 1063 out of 13 contigs )

TCGAGATCCATCACACACTTAGCTTTTTGACTTCATAGNCTAGAAGAACCTAGATCAATTCATGCAAGCCTTCTTTANTTTGATCATNAAGGATTTATACCCACAATTCATCCATNATATCAACCTAAAACAGTAGCTACAACAGTTCATACATAATCGAAACTCTACACAACCGATNTCANAATCGACGTTACAGTGAACACGTAGAAACATAGGCTANTCATGTTCAAATCTTCATACATTGATCAT

>rnd-1_family-556#DNA/hAT-Ac ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

CATATAGTAGAGAAAAAGATCGTGAAGANTTAGCTAAAATGATTTNTGTTATGTGGTTTGCCTTTTAGTTTTGCTNAAAATCCCGGTTTTATNCATTATATTCGAAAACTGTATATAATCCGAATTTTAAAGGTTTTGCNAGAAATACGATNAAAAGNGATGTNTTTGANTATCAAGNANAACATTTTCAATATCTTCGTTGTTTATTTTATTATAATANTTGTAGAGTAGCTATTACTTCTGATATGGGTCGTAGTGTNAACGGTAACGATTATTTGACTGTTACTGCACATTGGATTGATNANAATTGGAATNTGCAAAAAAGAATTTTAGGTTATAAACGTTGTCAGATGNAAAAAACCGGTAGTTATATTGCTCAAACTATTTTAGATATTTTANAANGTTACGCGANTATGTGATAAAATAAGTAGTATCGCCTTAGATAATGCTTCNAATAATAACGCTGTTGTTGAATATGTTAAAACCTAGACTTTGTCCNATTGACGGTGATGATTNTCATGTTAGGTGTGCCGCACATATATNNAATTTGGTTGTNAGAGATGGTGTNTCATATGTTTGATNACGGTTGCGCGAAAGTTGAAAATGCATGTCATTTTATATTTAAATGTCAAGTTAAGTCTAGAATTAGGGAATTTAAAGANCGTTGTTTTGNAAATAGTCTTCCACCTAGAAAAATTCCAAAAACAGTGGCTACTAGATGGAATTCTTTATACGAAATGCTTGNAGTCGCTTATGAATATAGAANACCCNTACAAATGGTTTTTAATGCTCATAATGCTGATATGANATATAAACTNGATGATAGTGATTGGCGTGANATAAATGAACTTATAGATTTCCTAAAAGTTTTTTACTNANGCTACAAAAAGAATNTCTGGACTTTATTATCCATCAATTTGTACTGTTTTTAATGATATTTGTGCGATTTCTTCTAAATTTTNTAAATATAAAAATAAATCAAGATTTNAACAAACCATTGAAGNTATGATTGAAAAATTTAAAAAATATTTTNTTCCTATTCCTCAAATTTATTTAACTGCACGTTNNTTCAACCCTNANTATAAAGATGTAGGTGCATCAAAAATGGTTGAAAAAATGTATTTTAACTTAGATATTAACGATGAATGAGAAATTCCTAGTTGTCAACAAGTTAAAGATAGCATAAAAATTGAAGCTAGAAAATTGTATGATNNATATAATGCTAATANAAATTTATCAAGTGAAAATGAACCTCAAAGCTCTAGGAGTAGATTTGATGAAAATAATATTGATGATTATTTANANGATTATCTTGAACTTTCTCACGATAATAGAAATGATTTTGATGCATATNTTAATCAAAATACAGAACCTACTGAAGATNTTCTAGNATGGTGGAGGAATCGCGGCAAAGGATTTCCAAAACTTCGANCGATGGTTCGAGATGTNCTAGCNATTCAAGCGTCGTCGGTNGCTTCGGAGGNCGCCTTTAGTGCGGCGAGGTTTCAAATTGGAGATCATAGACATTCATTAGCGGAAGACAGCTTGGAGATATCGGTGTTATTTNGAGATTGGGTCAATGCCGAGAGAAGAAATTTGGGTCGTGAACCACTACCGACCAAATTTCAAGATGACGTTGATGAAGTAATGCGNGATTATAGTGACGACGGCATTGAAGCAATGGAAGATCTTTCTATTCAACCAATTCCCGAACATGTTACTAAAGAAATGTTGAATGATTTACGAAGGGATTTATATGGTGGCACCGACTATTAGTAAAAGTATGATAATTCGNAAATTTAATT

>rnd-1_family-557#Unknown ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

TGTAGGTTTGGTCTTGACTTGCCTCGACCTTGGTGTNTAAGGGCATGATGTGATGAATATNTGATTAGGCTTACCCCAAGTGGGGGATAATGTGCCTAGATGGTAAGGTTTTGAGTGCCCTTAATGTTCCTACGTTGAGTTCCCTTGAACTTCTCTANGTTGAGAATCACTTTGAGTGATGGATAT

>rnd-1_family-558#LTR/Copia ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

AAGATTGTAGCACGAGATTANATGTAATTTATCTTGATTATGGGAACGGTATAGTTCCAACTTCTCGTGCTAGTGCATTTTGTATGTATTGAACGGGACCGAGTAGAGATAGTTGTTTTAGACTGACTGACAAAAACATATTCTCTAAACTATTAAATGTACTTATATTCTTAATCCTGATATAACTATTATGATCTGTATATATTAATTATCGTTTTGATTTATTAAAAGGTGAGATTCTGAGATGGGTCAATATGCCTGGTAGATTGGATGATAATAATATATATTGGTGAAATAATAAGTTAGTTGATGGAATCCATGTCTCGNTATAGAGATTGATTGATACGCCTTTTTGAGAAACTTATAAGTTTTCATCGTGTCAAACCTTGCAAGTGGATTTATGAATCCGACACATGAAATAAGTTAAGTAGTGCTCTAAAGGAAATTAATCATTGAATTAAATTCGTCAGTAATTTAATTTATTGATTAGTATCTGTAATCTTAACATGGGGAATTACATAAGTGTTTAATGGGGAATTTCGAAATAAATAGAGGAGTGCAATTACGAATTTCTAGTGGAATGATTTGTAATTTATTATGGTAAGAATAATTCAAATTAATTATTTGGAATTATTTCCATAATAGGAAGCCTCGGTAATNAATTNTGTGGTCCCTCCAGTGCCCATATTTAACTAGAACTCAGAATCCTATTTT

>rnd-1_family-560#LTR/Gypsy ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

TGAATGAATGATGAATGAAAGTCTAGGATCGGTAGACCTAAGATGGTGCCCTTCTAAGAATGACTAATATGGAACCTTGAATATGAAAAGAAGGTTAA

>rnd-1_family-561#Unknown ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

GGTCATGAGGCTATCCACCCCGTGAGGACTATGGTGAACCCTACCTTCCCTATNTGGGAAGGTGNCACCCCCTCACA

>rnd-1_family-562#LTR/Copia ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

ATGTNTTGTACGTNCCAGANTTCAAGTNCAATCTGCTGTCAGTNTCNAAACTNACNAAAGAACTAAATTGTTCTGTNNCNTTTTTTCCTGATTTTTGTGTNTTTCAGGACCTCTNCAGTGGGAAGGTGAAGGGGATTGGTA

>rnd-1_family-563#LTR/Gypsy ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

CCACCAATTTCGCGTCAATCCAATTTCTGAGTAAAAAGTTATGACTATTTTAGTAACCTATACAGTGCNGTNACGAATTAGCCGACGGGAAAACATTAAAAAGGGTCGTTTTTGTTTTTTTACCTCCAAGAAAACCCTAAACGAATTTCTTGACTAATAAAAGGCTCAAAACAATCAGATTTTCATCTTCACTAATGAAAATCATAATTCTTGGCCATAGAGATTTCAAGAAACTAATTCAAGAATCTCAAGAAAGGTTTTCTTGATCGTTTACCTTCAAGCTAGGGTTTCAAGGCTTCTATTCAAGTTCTTCTTCAAGATTCTTCAAGAACCTTGTTCTTCCTATCTAAAACTATTCCTNAACATCATGAGA

>rnd-1_family-564#LTR/Gypsy ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 46 Localized to 1063 out of 13 contigs )

TACATTTTGGTTGCAATTGATTACTTTTCAAAATGGGCGGAAGCNGTCGCTCTTAAAGAGGTAAAGAAAGAGAATGTCGCCGATTTTATCCGAGCAAATATNATCTGTCGNTTTGGCATCCCNAGATATATNATNACAGACAACGGCAAACACTCGATAGCAANTTGATGAACGAGATNTGTGANCNNTTCGACTTTANGCANCGTAAATCTTCTACGTACCATGCTGCCGCNAATGGNCTTGCTGAAGCATTCAATAAGACTCTANGCAACCTNCTCAAGAAAGTTGTCTCCAAATCCAAACGGGATTGGCATGAAAGANTGGAAGAAGCTTTGTGGGCATATCGGACGACGTATCGCACACCGACTCGAGCAACNCCATATTCGCTNGCTTNTGGAGCTGAAGCAGTCNTGCCACTCGAGCGTCAAATACCCTCCTTAAGACTCGCTATCCAAGAAGGGCTCACTGAGGAAGAAAATGCTCGATTGCGTCTTGCTGAGTTAGAAGCACTTGATGAAAAGAGGTTAGAAGCCCAACAAAACCTTGAATGTTATCAAGCTCGTCTATCTCGTGCTTTTAATAAGAAGGTTCGCTTGAGGTGCTTTCAAGTTGGAGATCAAGTTCTCGCGGTAAGAAGACCAATCATTACTTCGCACAAGTCTGGGGGCAAATTTACCTCAAAGTGGGATGGACCATATGTCGTACAAGAAGCATATTCAAATGGTGCTTACAAGCTTGTTGATGCTGATGGCTTAAGGATCGGTCCTATTAATGCCAAATTCCTAAAGAGATACTATCCTTGAAGNAAGATGATGCTCCTTAAGGTACGAGCCTAAACTGCATGTCACTCCTGGCCCGCAAGAGTATAAACTGTGTACGGCACAACCACAAAAAAAAATCACTCAAATCCCCAGAACTACGTTGTGACTTGATCCTCTTCATTGAGGTACGTAGGCGCTTAGAACCATATTCTAAGTTCAGTTGCATGAGTGTCAAAAAAA

>rnd-1_family-566#LTR/Gypsy ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

ATAAAAAACAAAAATCTAGAAGATATAAAAATTATAGAAAAANTAAAACTAAGTATAAATATAAAAAACCAAGACGAAGATATTATGTAAAAAACTATAAAATAAAAAGACCATATAGACCAAAAAGAAAAATATCCCAATGTACTTGTTATAATTGCGGAAAGATAGGACACGTAGCTAGAGACTGTAAATTACCCAAAAATCCAAAAAGAAAACAAATTGCAGAAATAGTTATAGATAATGACGAATATATGCAAATAGAATACATAGACTATGAATTAAGTGAAAACGATAGTATATATGAAGTATCAGATATAGAAACTGAAAATGAAGAAGAAAATATTGATCTAGAAATAATGAAATAGAAGAAGAAATATAATGTCTGAAGACGAATAAAAATAATATCTAAAGAAGATTATCAAGATGAAGAATCATCAGACCAAAAAATTATATTTGATAATACAATTTTTGAACAAATAAAAGGAAAAGAATTAGATTTAAGTGTTGAAAAAATACTTGANATACCTACNCTAAGAAATTGGTTTAAAAGACAAAAAGAAGAATACTATGTAGTTAGTCAGAAAGAACACATCATAGATTGTAAATATACAAGAGGAAAAGCACATATACCTATACTAAGTAAACGAATAATAAATAAAGAAATACAAGATATAAAAGCTAAAACACCTATAAAATATGTACATTTAGGAGGAACAGAAATATTAATAAAAGCTTGTTTTAGAGAAGGAATAGATACGCCTATTGAAATATACTTAGCAGATGATAGAATTATACACCCTATAGAAAAAAGCGTAATTAGTGCAGTAAAAGGAAACTTAATATACCAAAAATTTAAATTTATAATAAGTGCCAATTATACAGTAGCATTAACAGATAGAAATATAGATAAATCATTAGTATTATATTGGAAAATGTCNGGAATAGAGTTAGCACCAGGAAGTAAAATATTTACAGCAAGATGTAAAAACCTATATATATTAACAACAAAACATAAAATAACAGCAAGAAATAAAATTGATAAAATAAAAATAGAAAATCCTTTTGAAAAAATAATTACTGTAATAGACAATAATGACTATAGCTATAAAGAAATTGACATAGAAGAAGATTTAGAAATNGTAAAAGAAAGATTAAGTACTTCAAGCGTACCAAATACGTTAACGAGAGCTACCTCATCAAGAATGAGTACATCTAAAAGAAACTATGAAATCCCACAAAACTTATTA

>rnd-1_family-389#LTR/Copia ( RepeatScout Family Size = 116 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

TGTTGGAATTAATGCATCAATGTTTAGTCTTCCGAAATTGTCTCTTAGTTTTTCAAGAAGTCTCTTTAGAATTTCGTAGTACATGTATCTAGTAAATTGTGATACATGTATTTAGTTATTTGTGCAAGACTTTTTGTTTTCTATTTTGAGTAGTATAAATAGTGATGTAGTTGATGATTGTAATCATCTCAAGTGGCCTTAAGTAGCCTATAATAAACTTGAGCATTCTCTAAAGATANTATTTTCCTTCCATATTTCCTACAAATTGGTATCAAGAGCAGGTTTTCGTTCTTAATCTGGGGTTAGGTGAAGAAAAAAATATGGCATCCAAAACAAATGAAGGTGCTGATTCTTCAGTTGTTCTTACTCCATTTTTTGATGGAACTGATTTTGAATACTGGAAGATAAGAATGAGAACACATTTGAAAGCTGAAGGTTTGTGGACTATTGTTGCAAATGGCTTTGAAGAGCCAGACAACGATGGTGATCTTACAGCAGCAGAGATGAAAAATCTTGAGGCTAAGTATCGTCAAGATGCAAAAGCCTTGAGCAAAATCCAAATGGGAGTCTCAAGAGCATATTTTGCAAAAATTGCTACTTGTGAGACTGCAAAGGAAGCTTGGGATTCTCTGGAAACTGAGGTGTATGGTGACGAAAAGGTACGCACTATAAATCTTCAAACTCTTAGAAGAGAGTTTCAAAATTTAAAGATGATAGAATCTGAAAAAATTGATGAATATTGCACAAGAGTCATGAATATTGTTAATGAAATGAGAAATCATGGTGATACAATTTCTGACCAACAAGTTGTGGAAAAGATTCTAATTAGTGTCACAGAAAAGTATGAGTACATCGTTGCTATCACCGAGGAGACGAAAGATCTTTCTAAGCTTTCCATCAAAGAGCTAGTTGGATCATTTCGTGCACACGAGAAGCGAAGATTTTTTCGTGAAGATCAACCCAAAGAGACGACTTTCCAGTCTAAAACAAATGAGAATTCTCAAAATTTCTCAAAAAATCANCAGAAGAAGAATCACAAGCCAAAAAAGAAGCAGGATCATGATGGTTCTTCCAAGAAGGTTGAAGAAAAAGGTGAGAAAAACTCTAGTCTTTTTTGTAAAGTTTGCAAAAAGACTAATCACAATGCAGAAAAATGTTGGCACAAAGGCAAGCCCCAATGTAACTTTTGTAAAAAGTTTGGCCACGTTGAAAAGGATTGTTGGCACAAGAAACGGGAGCAAGCAAATTTTTGTGAAAAACANGAGGAAGAAA

>rnd-1_family-567#Unknown ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

GGTAGCTTGAGATGGTGAATCTCATGGAAGCTTGAGTTGAAATACTCATGGTAGCTTGAGATGGTGAATCTCATGGNAGCTTG

>rnd-1_family-559#Unknown ( RepeatScout Family Size = 48 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

TCGGCCAATGGAAGGCAACATCAGCCAAGGCCTGCACGCATCGGNCGTGGCGTGTGCGCATC

>rnd-1_family-568#LTR/Gypsy ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

GGGACATGACGTATGGGCTAGGCCCAATTTTATTCTATTGTATTAGATGGTTATGATGAGACAAGATGTCTAGACTTCCGCTTTTCNTTTATAAAATGTTTGGACTTTGAAATNTTGTTTTACTCTTATTGTTCTATTTCTTATGTTATGANAGCTAAGTGGCTTGTATGGGGCCCTTCGGGGTTCTATACGCCATGTTACGTCTAGGGTGTACCCCTGGGTCGTGACAATTATGCATGCAGAAATTTTGTGAATTATTAGGGTAAAATGTGAAACGAACATCCCCAAAAACTAGTATTTGATATGCACCAACGTGTTACAAGACCCTTAGTCCTTTTTGAATATTTATATGTTTCGAATGTTTAGTAAACAAGAATATTTATTTCTGAATACGTTAATAATTTCCAATCGAGTTACGTGTGGAAAAAACTTCTTGACATAACAAAGGTAGAACAACAAAATGAGAAAAATTTAACCAATGAACATACGTGGTGATACTATTTAAAATTGTTGGAATACAAAAATTA

>rnd-1_family-569#Unknown ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

TATTTTCTTTTTCATTGCCATTATTCAAGAAAAAGTAGTCAATTTACCTTCCTTCAACCGAAAAATTGAATGTAACAAACAATGAACTAAGTAAAAATATGCAACATTGAAATGAAAAATAATACTTACCAAACAACAAATAAATGTCCATGACGCCTTTAACCTTCTTGAAGAATGCATCGAATGCACTGAAATGATTAAATTCTAATTCAGATATCTATATTCTCCAAGAATTTACCGTCAATAAATTAACGAAACAACATACATATTCTTTCTCACACAAGTAGGTTTGTTTTACCTCATGAATGTTGAGCAGACTTTTTGTCCAAATGAAAAACTCTCTAGAATTATTTATCACCTGTTGCGTTAAAAACATAAATTTTCGATGAAAAGAATGAAACAAAACATGTAATATTAGTTCTATCTATATACATATATGTCTAAAATTTATTGATCAAAAGAAACATGAAAAATTTGAAGAAGAATTTTGTGAGATAAATCAATTCACATGCTATTGTCACGAGAAGACATCAAAATAATGTATTTTGTTGGAAAAATCATGTATATAATTTTATCAATGGAACTCTTCAAATTCTTTAACTTAAAATTAAATAAGAGATGTTTTGAAATGTTTGAACTTCATTTGTTTGAATGACTATTTATCTTTCATTATATCTTTATTACTTTAAAGTTTATTATCTAATTATTTATTAAAANTACTTTAATATTTTAAAAAATAGAAAAAATTATTAAGTGAAGGGTAAAATGGTAATTCAACTTTNAAGTTAGGAGCTTCCCACTTATAATAATA

>rnd-1_family-570#Unknown ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

TTTATTGGTCACACTTAAAAAGTGTTGCCTTTTATCGTCATCTATNGCAACACTTATAAAGTGTAACTTTATATCTCATCTANAGCAACACTTACAAAGTGTAACTTTAACATTTATAAGCCTACATGTAGCACAAATATATATAATATATTTACATACATACAAGTGACCTAAAACACAAAATGAACTAATTAATCATTAAATCGAAGCTATATATTTCAAATAAACTTCGAGAAATATTTCATGTACAACCAAAACATAGNANGTGATTGCGTACATACCCATACTTATACATCAATATTCTAAATGTGTACACAATAAATCAAATATGTATTTAAACTTTTACAATAGTTCAAAAACTCTTCATCATCCACTTCAAATTTGATCACCTCCATTTCCCTACACAAATAAGATATTG

>rnd-1_family-571#Unknown ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

CTAACTATCGATTAANTCATTATCTACGATTACCCATCGATTAATTAACTCAAGTTAAACGAATATTCAAAATTTCCAAAAATGACCTTCCGGGTCATTACA

>rnd-1_family-573#LTR/Gypsy ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 45 Localized to 1063 out of 13 contigs )

TCCCTAACCTCAAGGCAAAAGGGAAGGAGGTCAANCAAGCTCCTCATAGTGGTCCGGATNCTGATGCTCCAAAGAAGAATCGTTTCTATGCACTCCGAGCTAAAG

>rnd-1_family-574#Unknown ( RepeatScout Family Size = 46 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 1063 out of 13 contigs )

TCGAATAACACNAGATACTCTTTCCATAGTGCCCATATCAAACATTTCCATTCATCTGACTCCATCTCTTTGATTTTTAGCCACCCACAATCAACCAGTCTGATCCCCATTACAATNTTACANATACTCGATTTATCAAACCCCACATACTTCTCACAGTACTCCATTAAAGCCAACACTCTTAATACTAACAAACATCATAACCACACCATCAAAGTCTTTCT

>rnd-1_family-553#LTR/Gypsy ( RepeatScout Family Size = 50 Final Multiple Alignment Size (possibly truncated)  = 44 Localized to 1063 out of 13 contigs )

CAAAATACCAATCCTCAGACCTACCCGCAAAACTACCAAACCGCCCAAAACGCCCCGAGTCCCTCCGTAGCTCCACCCCTACCNAAAAGAACCACTTTCCAAGTTCCCGTCCCNGCCGAGCACGACGTGCACGGTTCCGAGCTGGACCACTATGAGGAACAGGAAAGAGAGTGGAGGGCGAAGGAAGAGGCGAAGGTCGACATAAAGGAGGAGATCAAGAAGGCNATGAAGGAGCTNCAATGCGTCCCNGACGTCGCCGGGCTGAGCTACGAAGANTTGTGCATCCATCCAGATTTGGACCTTCCAGAAGGGTTCAAAATCCCGAAGTTTGACACNTTCGGAGGAGCGGGGAATCCCATGGCNCATCTGAGAGCNTACTGCGACCAACTCGTGGGAGTTGGNAGAGATGAAGCTTTGCTGATGCGGCTNTTTAGCCGAAGTCTGAGCGGGGAAGCCCTGGAATGGTTTACGTCGCACGAGACCAGGCAATGGCCCAGTTGGAATGCATTGGCNAAAGATTTCGTCGANCGATTCGNNTACAACGTNGAGATCGTNCCCGATCGNTATTCTTTGGAGAAGATGAAGCAGAAACCAACCGAAAGCTATNGAGAGTNCGCCTATAGGTGGAGGAAAGAGGCGGCNAGGGTNAGGCCNCCCATGNCCGAGAAAGAGATCGTTGAAGTGTTCGTGCGNGCGCAAGAGCCCGAATACTACGATAGAATCATGTTGCTCGTCGGAGCAAAATTCGCCGAGATAGTCAAAGTNGGTGAGACTATCGAAGATGGTCTAAAATCGGGAAAGATAGCCCGTGTNGCCGCGTCGCCCGGATCTTCGGGATCGTTGAGGAAGAAAAGAGAAGANGTTNCCGCTGTCTCATACGGGGGAAGAAAAACCCCCAGAAGCTCGTCGCGTTCCCAAGGTCGCTCCCGGCCTTCCCCAAAGTCCCACCAAGCTTGCTACACGCAAGCCAGTCATCC

>rnd-1_family-575#LTR/Gypsy ( RepeatScout Family Size = 45 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 1063 out of 13 contigs )

TAAAGTTAAGTTCTTGGCTTGAAATTTAGCAAGTATGGAAAAATTTGGCATATNAATTATATCAAGATTTGGAGTTTGATTGAAAATATGAGTGAGTTTTNGGGTCTAGGNTAGACATATAGTAATNTGAGTGTCTACGGACTCGTTTACTTACGAATATTGCATANTTGATAGATTGGGAACGTTCCGAAGCNTTGCGAAAAGGAAAGGAAAAATCTTGAAGATTCGTGGCACGNGTTCGGCATTTAAGGTATGTTAAGACTTTTTAGACTTGTTGAAGGACGTTTTCCTAATTAAAGATTAAAAATGAAAATAGACAAAGGG

>rnd-1_family-576#DNA/hAT-Ac ( RepeatScout Family Size = 45 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 1063 out of 13 contigs )

CTTCATCTAAATCAACGAGTAGAGTTAGATTTAACACAAATGATTCTACTTATGTTGATGATACTCCTTATAATATTGATTCAAATGTTCAACTCGATCACGAAAGTTTAGAACGACGTTATGGTAATATTAATCCTAATGTTGATGAAAATTCGGGTGAAGAAGTAGAAGCTGATTTGGGAGAAGAGGAGTTAGATGATACACCTACTAGTCCGGCGACAGAAGTTCCAAATGAAACTATCAATTTACCGGAGCAAAATTTTGGACGTCCACCCCTTATACCTCCCACAAGGGAGAAGGCGAAGTATCAACGTCCTAAAACNTCNGTTGTGTGGCAATTTATGACTCGNGATGAAGAAAACACTGTTGCTATTTGTAATAAGTGTAAGCAACNTTTTAAACATAAACANGGTGGGGGTCAAGGTGGGACGGGGGGATTAAATAGACATTTGTTATCTTGTGTGCCGATTCAATATAAAGAAGCTAAAGCGTTAGCCGATAGAAAAAAGGGAATTTCAATTAATGAATTTGATATTACCGGTAATGCATCGGTAGGGGGCTCTAACATGGTTCAAGGCGCATTAAATCCTTCTAACCCCGCTGGTCCAATTACACAACGTACATATAGTAGGGAAAAAGATCGTGAAGAATTAGCTAAAATGATTTNTGTTATGTGGTTTGCCNTTTAGTTTTGCTNAAAATCCCGGTTTTATNCATTATATTCGAAAANTATATAATCCGAATTTTAAAGGTTTTNCAAGAAATACGATNAAAAANGATGTNTTTGANTATCAAGNANAACATTTTCAATATCTTCGTTGTTTATTTGATATTATGATAGTAGAGTAGCTATTACTTCTGATATGGGTCGTAGTGTNAACGGTAACGATTATTTGACTGTTACTGCACATTGGATTGATNATAATTGGAATNTGCAAAAAAGAATTTTAGGTTATAAACGTTGTCAGATGAAAAAAACCGGTGTATATTTAGCTTCAAATATTTTAGATATTTTANAATGTTACGTGATTATGTGATAAAATAANTAGTATCGCCTTAGATAATGCTTCTAATAATACAAACGCTGCTAATATGTTAAAANCTAGACTNTGTCCNATTNACGGTGATGATTNTCATGTTAGGTGTGCCGCACATATATNNAATTTGGTTGTNAGAGATGGTGTNTCATTATTTGATNACGGTTGCGCGAAAGTTGAAAATGCATGTCACCTGGATTTTNCATNTAAACGTCAAGTTAAGTCTAGAATTANAGAATTTAAAGANCGTTGTTTACTATGTGAATTTCCACCTAGAAAAATTCCAAAACATAGTGGNNACTAGATGGAATTCTTTATACGAAATGCTTGNAGTCGCTTATGAATATAGAANACCCNTACAAATGGTTTTTAATGCTCATAATGCTGATCCATTANATAGAATTGATGATAATGATTGGCGTGANACTAAATGAACTATATAATTTCCTAAAAGTTTTTTATGATGCTACAAAAANATTTTCTGGAATTTATTATCCTACTATTTCGTCTGTTTTAATAAATATTTGTGCGATTTCATCTAAATTTTNTAAATATAAAAAA

>rnd-1_family-577#Unknown ( RepeatScout Family Size = 45 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 1063 out of 13 contigs )

AAAGCCTTAGAGAGTTNATAGTATTGGTAAATTCTTCTATACTCTAGCGAATCGATAAGCCTAAATGCCTATGTTGTAACCTTGATCTTGAAGGTATNTAAGCATGATTTCGNTATGGTTAAGTGTATGTTTAGNTACTGCCCTAGATTNATANTATTNATGAAATATGATTTATGATCAATGCAAGTGAAATTGGTTAATGATCTATGTTCTTCTACTTTCCTAGTATGTTGAT

>rnd-1_family-572#LTR/Copia ( RepeatScout Family Size = 47 Final Multiple Alignment Size (possibly truncated)  = 43 Localized to 1063 out of 13 contigs )

CAAGTGGTATCAGAGCAGGCACTATCTATTTGGTTAACACCAAGGAAGTGATATTTGTTCTAGAATGGCAGCTCCACTTAACCTNGAAGAAGGTCAATCGTCACACAGACCNCCTCGTTTCAATGGACANTTCTACGGTTGGTGGAAAGCGAGAATGCACGACTACCTCATGGCTGAAGATAGCGAGCTATGGGATATTGTACTAGATGGACCATTNATTCCNACGACGGAAGAAAAGGACGGAGAGAANACCAGTCGTTCCAAAGCCTAGACAGAAATACGACGAAGCTGATAGGAAGAAGATTGAAAAAGGTTACAAAGCTAAGANTNTTCTCGTNTGTGGGATAGGACCTGATGAGTNCAACCGNGTCTCAGCCTGTGAGTCTGCNAAAGAAATNTGGGACTGCTTGAAGACCGCTCATGAAGGAACTGAACAAGTCAAAGAATCNAAGATTGACATGCTTACCTCNCGATATGAGAACTTCAAAATGAAGGAAGGAGAAACNATTCANGACATGTTCACCAGATTNNCCTCCATTACAAACGAGCTGCGAAGTCTGGGCGAACCTATAAGCATGAGCAAACAAGTCAGGAAAGTGCTTCGAATTCTTCCNAAATCTTGGGAAAGCAAAGTTGATGCCATTACNGAAGCCAAGGACTTGAAGGTGCTGACTATGGATGNNCTNATTGGAAATCTNAAGACNCATGAGATGAATCGAAATCANGATTTGTCAAAGAAGGAAGCCAAGAAGGANAAATCATTGATGCTAAAGTACAAATCAGATGAAGATTCAAGTGATGATGATGATATGGCATATCTCATCAGTAGATTTCAAAAAATT

>rnd-1_family-578#LTR/Copia ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

TATATCTTTCTTACCGCTCCGTGAGATGGGGGAGATAAGACAGAGAGAGTTGCATACATCAATGAACTAAGACATGAAACCTCATGGAAGTACAACTAACTTTCTCAGTAAAATTGATTGTCAAGATTACANTTAAAATTGTGATCAATCTTNTCATTATAAAAAGGGGAAGATTGTTAACTCCTTAGAGTTAGTTGATTTTGANAATAGACACTTAACGCGTTGATCTCAATTTTCGTAGGTCACAAATTCAAAAGGGAAATCATCAGCGCAAACGACTTCAAGAAGGAAAATATTTGCTTGAAGTTGCAAAGTAGCATTGAAAAGGCAAGCCTCAANTCTAAGGGACAAAAGAAGGAAAGGAATATATGGTTGATCAACATATAAATGAAAGTCTAAATGAAGTAGAATACTCGCACACTTTGCAGAGATCACAACCGAATCATCAAGAAAGGAAAGAGAGATAAATCAAGCCACAAGATAAGAAGTATGTCGATCATACAAGAAAAATATCAAACCAGCAAAATGAAAGCAGAAGAAGCGATTTACTTCATGGACACGGATCAACTAAATCGCCTCAATCAAGGAATCCGTCAATTATCCTTGATTGAGATAAATCCCTTGGGTTTTTCCTTACAAGAGCACATGTCGTCATCTATATAAACCTACCTAGACTTGTAGTGTGAAGTACGCAACTTCACTTGAGCTTATATCGTAGTCTTCTTTTATCTTTCATAAAGCTTCGTACACACTTGAGTGATACAATTGAAAAGAAAAGAGAAAAGAAAGAATCTGAGTGTAGGTTATACAAGTCGAGGTNGTGTCGAGGTAGAAATCTGATTTGCATATCAGACGTTAAAAAGTTTCAAATTTNTGTAACACGAAGTTCTCNNCAAGCTCTTAAGGAAAACCCTTGNAACCCAAGGGGACTGGACTAGGCACCACATCGGTGATCCGAACCAGTATAAAACNCTTTGTGTCATTTATTTACTGCAACTTTCTATTATTGTTTATCTTCCTACTAACGTGCAGGTGAGTCGACTATCGACTATCGGAAGTCGACTAAATGAANTTTTAATTCACCCCCCCCCCCCAATATCACAATAAACTTAAAAAGAAATAAGGGCTTTAGCTAGATTCAAACCCTAGTTTTGTGGGTGATTCCTCTAGCACAAGGATAGCTCTACACTCATTAAGAGTGCGCTGTTAATTATATCTTTTTTTTGCCAGAGATAGATATACATGTATATGCACCCACACATATGAATGTGGGTCCGCCTCTCACAACAAGATAAAGTTACTTCACGAGTGAAAATCATTAGTGCAAGTTTCAGGCTCTGATACGGCATGTAAAAGCATAAACATTTATGCTAATAAAGAAATTAATATATNTACATACCAGGATTTTGAACGAGCGTATTTGAGGCAGAAAACGAAATCAATCTCCCTTTGCCCTATCTTACGCTACTGTAACTTTCGTGATTGAATCGAGTGGAGGTTTTAACCCTAATGAACATAAAAGGACCAATTTANAGGATTCCACGGAAAATGTTATTATTTTTGTTGCCCAACATGTAATCTAATGAAATGATGTAATCTATTTAATTATTAAAATAAAATAAAANTTATATGGTACAACTAATTTATGATATGCAACTATCATATTAGTAATATTAGTAGTGAATGCTNAAAATAATTACTATTTATAGCTAATNTTTTTATTTCATAGAAAAATGGTAAATACACACGACTATCTACAATTTGGTTTTAACATTAGGCATTTCTAGGCTAATCTTCATTTGCTCNGNTAAATCGCGACTCATCCAAAAGAGGATAACTATTTGGTAGTTTTTAATTAGTTTTTCNTGTATAAGTGCATTTGTTTCATTGATTTTTCTTCTATTCTAATCTCAGGCATTGTTACGGACGGTAATTGAGCGAATTAGATCAATTTTAGGTCAATCATATTGTGTCAAGATAACAAACGGTTCAAGATCCAATTCGAACTGAATTTGATTGGATCAATATGAATTGAGCCAAAAAGG

>rnd-1_family-579#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

TTAACTATACCCCAAACTTAAACTACATCCTTAAAGTATCATTTTTAGCAGAAAACATCCTTCAAGTATTTNAAAGTGAACAATTTTCATCCTTCTACTTGAATTTATCAGAAAACTAACGGATCCCACAAAAATCAAGTCGTCCCTTCCTAATTATTATTCTTAGATACGCCAAGAATATTATCGTGAACTTTTTCGATAATTGAGTTAAGAATTATGCAAAATCTTTTAATTTGACAGTTTTTTCATTCATTTTTCATGTAATTTTATATTAAAAATATTATTAGTTTAAATATGTTTCTTCTCAATTGAATATGCTAGAAGCGACATTTGTTGGAGACTTCCGCTTCTAATAATGTAGAATGAAACTCAAATACGAGACATAATCAATATTTTGGTCACTTCGATATTAGATTGACCCAAAAATTTATTNATTTAATTGGTTAAGAAAAAGGTAAAAATAATTAATCTCCAACTTCTTT

>rnd-1_family-580#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

ATTCAAAACATTCATCCAGGTTCACAATTCTATGTTTCCAAGCAGATAAAATCTTTATAGTACCTTAAAGCAAAGGCAAAACACAGCCTTACTACTCCATCAACCAAACGTCTCGTTTCTGTTTGTACTTCCAAAACATTTTAGCCAAAGATTAAGAAGGATTGTGATAACGATACTAATCAACAAGATACACAACTTCTGCTTTAGATGATGCCCGTTGAAACTTTGTTATCTCCGCGAGTACGTTGAGAGATTCGTTAGTTTCCATTTGACGAGGCTTGATTACCATTTTCACCAGTGCTGGAGACTTTGCCAATAAAACCTTGATAAGCTGCATTTCANCCTCTTCTAATAGTACATCATAAAACTTAACTGTCCTCAGGTGATTAAATGTGATATCCGAGAAGCTTGCAGGAATCTCATCAACAACCTCCTGGGGCACANGTTCGAAATAATCCCCATCACTAAGGATACATTCCTAAGAAAAATCAAGAAAAAAACCATCAAGTCATTACATACGAATATAAAAACATGGAAAANATAGAGAGAAAAATAAACATTAGTGACGACCTTAATTTCAATTTCTTCCAAATTTGGAGAGCTCCGTATCATGCAAAGAGCAAACGAAAGCTCAAAAAACTCTCCAAGAGTAATCCAAGACATGAATAGGCGTTTCAGACAGTTAAGAGCTGANGGAAGCCTTGTTGGTATAACTTTAGTTGATCCATTATCGACCTACGAATAAAATGACAAAAATCAGGATGACTGAAATTCCAAAAAAAAGTACACATGAAAATGCATTACCATTAAGTAAAATGAAGNAACATTACCTCAAAAAGATCCCAGCTGAAACACTCGAGAGCAGGAATAGACGAAAAAATATTGNCAAAATCATCTTCGTCCTCTAGAACTAATTCTCTAGGCGCATACGGAACATTGGAAAGAANAGGGACATTTTCAAGATGTATCAATTGTATATCGCCACGAAAGACAAATGACCTTAGCTTNGGAGCATTAATACTCATGAGGTACGGATTGTCTATGTCTTTCAGCACCAAATCCTCAAGCAACGGGCAATTAGAGATCAAACTTTCAAACGTATCAGAAGATAACGTGACAGATTTCAATNTTAGCCTAATCAACTTATTAAATCCCTNAAAGAAACATGGAAGNCGTATTTCACATTCCTTGAGATACAAATGCCTCAATGCTGAACAATTAAAAANGAAGTTAGGCAACCCGTATGGAGGATAAGTAAATGGAAGTTTAAGGACAAAATGTTGAATGCGATCAGTGTCGAGGGAAAAAATCAAACGATCAACATTAGGACACACTNTTAGACTAGTAATGTCGAGGGTGACCTTCAATATTATTCCTATATGAAACCTGAGGAAACNATCGAGAATNGGAATAAATCCAATGGTAGGGGATGTCAAGTCCTCNGGTGTTTCCCAGACCGTTTGATCAAACTTCACATGTGGAATTCTNCGGCAAGTATATTGCCAGTCCTTNGAAAGTGTACTAGTTCTTACAACATCTCGAAAAGACAACCTACTTAGAATGTCATCGATTAAATG

>rnd-1_family-581#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

ATCCATCTACTAACCATACTCCCCCACTTAGAAGGAACTCATATCAATAAAAGAGAAAAGCAAGGACTTACCANCATCATCATCATCATC

>rnd-1_family-582#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

AAANGTACTAAGTATGGAAGCTANCATAACATCATAAGAGCATCTCAAATGGTTAGTCAACATAAGACATAANCATAAGAGATAATAACA

>rnd-1_family-583#LTR/Gypsy ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

ATTGGGAGGCAACCCAATATGTATCCTCTAGCCAACNATAGGTTTTTCNTGATTTTCTAGGAATAGTTGCATTATTTTTGCTTTTATTACTTAT

>rnd-1_family-584#LTR/Copia ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

TGTTGANGAAGAAGGAAGCTGACGATTGGAACATGTCGAAGGAACAGGTCCAACGAAGCTGACTGACGAGTTTACAACA

>rnd-1_family-585#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

TATTGGCACAAGATAGNCAATTCATTCAAGATATGATTTCATAGAGATCTTTTAAGCCAATCTTAGTTCATGACTTTAGGCGTAACGTTTTTAAGACATATTGGACAGCATCATATTAACATTTGATGAATNTAACATCTTCATAACGTCACANTAA

>rnd-1_family-587#Unknown ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 42 Localized to 1063 out of 13 contigs )

AAGGGTTAAGTACGAGTGTAAAATACACTAAATGGCCAAGTGCATTGGCATATGATGAAATGAACNATGAAATGATGAAATGAACA

>rnd-1_family-588#LTR/Gypsy ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

TGTATTTTGTATTTTGTTAAAATTTTGTGTCGGCTGAATATCAGCCATATGTANAAAGTAATAGTCTTTTTATTTTTGTCGTGTTGCGTCGGCTGTAAAAAGCCAATTGTAAAAGTCGTAAAGTAAATAGTGTGTATGTCGGCCATAAGTAAAGAAGTTTGTCGGCCAATTATGTAAAGTAGTAATAGTAAGTATTTTGTTTTCTTGTGTCGGCCGAATATAAAGAGGCCAAGTGTAAAGTATGTGTCGGCCACTNTTGGCCAAAAGTCTGTAAATTTTGTGTATAAATAGAGGGTTTTCCCTCATAAATAAAATAATCAATCCTTCATCTAACAATCTTCTCTCTACTCTCTACTCTCAA

>rnd-1_family-589#LINE/L1 ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

CATGGACCATGCCCGGNAAGATCGCAGAGGCTCTNCANAGTTGGGAGGAAGCAGGAGAGCAGTCCAAGAACAGAGANAGATGGAGGATCGTCCCAGCNTGTATNTGGTGGACAATNTGGAAGGAAAGGAACGCNAGATGTTTTGAGAGCAGAGAGTAGTATGCAGAAGNTCAAGCTGAATTGTATTNTGCTTCTNTGTTTTTGGTGTAANCAANTATACTCAAATGATACTGTCTCNATNATTGATGTTTTAGACTCA

>rnd-1_family-590#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

AAAAGGATCCACAGAATCCTCTTTACATGGAGATCAAATAAAATTCATTTTAGGTGCAAATTATCCTACAGAAGAATCAAGAGAGGGACAAAATTGTACTCAAANTGTTAATTAATAAAATATTCTCGTTTCTTCATATTTTATTTGTGTGGTTGGAGTTTATTTTCCATACGTAAAATTTGTTGCAAACAAATTTTGTCTCCTNGAACCCTAACTAAAATTTATAATTTATTTTGGGGTTTNATTAGTTCGATCCGAGTTGAAGAATTGGTCAGAATCCGTTCGACATTGTAGAAAAAANTGAATATTCATTGATCAAATCATTCACTCCGTAGTCAAATAGATCGTTTGACGAAATTAATTAACCAGACGAGAGTAAAGATAGATCAAGTGTCTTTGGGGTCATCTCATACCTTCTANGTAGTATTTACTCCCCAAANCTTGGAGATGCACACACAAGAAGAGGTCTTATGTTTAAAAATGTATTAAGTATCTTTTTCGAAGCTAGAATCAACAAAGATCGCACCAACAANGGACCCAACAACATCTCCAAGCACATTTGGGAAAGTAGTTTCANTCTCCCATCCGAACGTGGACACAAGATCCAATTTCTCAAAATCCTCAACAGTACAACATATCTGCCTTTGCAGAT

>rnd-1_family-591#DNA/hAT-Ac ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

CCCCCAACGGCTAGTTGAAGAGAANTTCATCCAATAGGGCCCCTACCCCACCCCTAACTTTTTTAATACCCTAAAGTTTTAAAAATTACACTTTAACCCATTTTTTTACTTATAAATACCCCTAAATTTCATTCTTTTAAATCACAAAATCATCTATTCATCTTCTACTCTCTCAACTCTCTACCTCTATCTCTAATCTCTAATTCTATAATATATAATATCTTAAATTCCGGTGTTGCCTTATTTGGTCTTTGGAAATTAGATTTGGAGCTTCAAAATTCAACTTTCAACTTTCCACGTTCGGCTTTCGGCGGTCATAAACGTCTACTTTTTTAAGTAGACGTTCGGTACATTCGTTCCAACTTTTATTTTACGTTTCATTTATATTTAAATAATTATTTATTTATTTTGTGATTTATTATTTGTTGCATTACATTTTTCGTATTATATATAATCTCACGTTTAATATTTTAATATGGATTTCGGTAAAAATATTGTTCAAAAAGGAAAGGGGAAAAAAGTGCATTAGAGCGTGTAAAAAATATGTGTAACTTTACATCCTCCGATAATGCAAAAACCGGTAGTTCTTCTAAATCAAAAACTAAAAAATCTACTATATTAAGAATAAATACGGATGATTATACGCATGTTGATGATACGGTTTTTAATATTGATAGTAATTCAGGATTAGATCCTTATCATGAACATTTACAACGTCGCTTTGGTAATTTTGATGAGGATTTGCCTAGTGATAATGATAATGATAATGATATTGATGATTATACTGATACGCCTACTTTTGATGATGATGATGATGAAACTGAGCCACCTACGGCTACTAGTACTCCTAGTCCCGCTCCCTTTCGTTGTCCTGCCCCCGTTCCCCCCGTACATCCTAGGCCTAAGGTAGAACGTGCTAAAAAATCGGTTGTNTGGCAATTTATGACACAAAACGAAGATAAAACACAAGCTATTTGTAATAAATGTAAACATANATTAAATCATAAAACTGTNGGNAAATCTGGCGGGACGGGACATTTGAGTAGTCATTTAATGTCTTGTTGTAAAAATGAATTTTTGCATGCTAAAGCGGTAGCGGAAGCTAAAAAAAACGGTACCCCCCTTCCTGAAAATGTAGGAGTAGGCGGCTCTAACATGGTNCAAGCACNATTAAATCCTTCTAACGTTTCTGGCTCTAGTNCACAACGTNCATATAGTAGAGAAAAAGATCGTGAAGAATTAGCTAAAATGATTTNTGTTATGTGGTTTGCCTTTTAGTTTTGCTNAAAATCCCGGTTTTATNCATTATATTCGCGAATTGTATATAATCCGAATTTTAAAGGTTTTGCAAGAAATACGATNAAAAANGATGTNTTTGANTATCAAGNANAACATTTT

>rnd-1_family-592#LTR/Gypsy ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

AAGGAGAAAAGGTCAAGAATTNNCCAAGAACGCCAAGATCGTCGAGTGGATTTCGTCGGGGGTGATCCCTATCAAGGTATGTGAGATCTTTCGGTGTTGGGTTNGTTCGCCCACACACCAATTTGTTTAATTCAGCAAGTTTNGNGTAGATTGANTGATGAACATTGAAGTTCTTGATGAACAATNGTTGAAT

>rnd-1_family-586#DNA/MULE-MuDR ( RepeatScout Family Size = 44 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

AAAAAAATATTCATGGAAATTGACAAAACCAAAAAAATAACATTAAAAANGATAAAAATANTTGTTCAATAACGTATAAAAACAATAAATATAACATTAAAACGTTGTTTTATCATAAAATACTANTCTACGTGAACCAAATCTTCTTCTGGTGGTGGTGTGANTACGCCCTTAGGCTTTGGTGGATCATCATTNTCGCTAACGTATCCGCACTTGGCCTTNTCGATACCATANTTCCATAACAGTGCTNCATATCTCGNGCGAAGGTAGTCAGGACGAAAATCAGCATAAGATATATCGATTTCGTCGCTCAAANACTCGGCAAATGCAGCNACANANANTCCGCAGTCNCTGCAAAAAATGCAGAATAAATTAAAAAATTAATGATACATTAAAAATGCAAACGAAAAAATTCGTAATACTTACAGGCTATCGCTTTCTTGTGCATGATGTCTTGTGCGAATTCAATCATGAAAGGAACTTGNGGCTCCAAAAGTGAGCCAGTATTGTTGTCCTTGTACGCATGACAATCAGCAAATTTTGTTCGCTCANTTTCTTCAAAGAATCCACTGTCAAGTAGGTANGAAGGAAGCATTNTAGACAACNTTTTNATCTCATGAGGAATTATTTTTTTCCTTGAGCTAATTGATGAGTCATACACTCTTATCAACCTNTTTTTCAANTCAACAACAGCCAACACCCAATGAAATTCTCCATCACAGTTAATCGGGACGTAGACCTCATCTACAAGATGCCATGGTAAAGCAGCCGGNATNNCAAACCCTTTGATGATGTTAATTATTGACCTCTCATATACAGATACAACTGAAGCGCGATCAATGTGTTCTTGTGTACTAAGATTATCATCATCATCGTCCATATAATACCTATCGTAACAATTTTTGACATGTGACNTGAACAAGCAGTTGGCTGTTGTGTATCTGTATTGATCCATGCTGCANAGTTTTGATTTCTTGCGAAGGTAGTAAAAAATCACATCGATGTGCTATAA

>rnd-1_family-593#Unknown ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

TACAATCTAAGCACTTCCTCAAATGACCATACTTAAGATCAATCTTAAAAGACAACTAACCACTTCAAAGTAGGTCAACATCAATTCTCTCCTTCTCTCTAAGAGCTAAGGGGTACATACNACCCTCTAAGTCAACCTTAGGGNAAAACATAATCCCAACTTATGGAATAAAACCCCTTCTTCCCTTTTTCCCACTCTTAGAATAGGTTCATANGGGAACTAATCAACTAGTCATAAGGGTTCTCCCATTAACTAGCATACTTCACAATCACCTTACAAGGTAAACACACTACCTTCCCTTCTTAGGAGCAAGCCTATACAAAAGACTCCAATCCACACAAGGACAACTATGAAGCATTACNCATATAAAAAGGCAACAT

>rnd-1_family-594#LTR/Copia ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

TGCTTCTGCTGGAAATGAGTCTGGAATGATTGACTCAACTTCAAGTTCTAATACTAGAACAAATGAGTCATCTAATGACACTACTTTAGGACAGGGTGTGTCAATGTTTACTCAAGAACAATATTATGAGATTTTACAGATGCTGAGAAAAGGGAAGAGTAAGGAAGTGGATACAATGGCCAATGTAGCTACTGCAGGTGTATCTGGAACATCAGGTAATATTACAGCTCTAATGTCCGATATGTCACATATTAATTGGATTATNGATACNGGTGCNACTAATCATATGGTTCACAACTTTGATTTAATGAGTCAGTCTGCAAATCTTGATGTTCAGGNAGGTATGAGAGTTCATTTACCTAATGGTGATCAGGCGTCNATTAGTCACATTGGTGAATCTTTGGTTCTTAAAGACGAAGTAGTAAAGGATGTNTTGTNTGTNCCAGANTTCAAGTNTAATCTGCTGTCAGTNTCNAAACTNACNAAGGAACTAAATTGTTCTGTTNCNTTTTTTCCTGATTTTTGTGTTTTTCAGGACCTCTTCANTGGGAAGGTGAAGGGGATTGGTAAAGAGGANGAAGGATTGTACATCCTCAATACTNCTGCCACAACAAAGCTTTCAAATGATCAAGTTTCTTCTGGAGAATATGCAAAGGAAGCTGCATGTAAAAGGATT

>rnd-1_family-595#DNA ( RepeatScout Family Size = 43 Final Multiple Alignment Size (possibly truncated)  = 41 Localized to 1063 out of 13 contigs )

AATGACGGAAATCTCACCTTTAAGTTCTCTTATTACCATTATCCCCTATTAGTTTTACAAATTTCCAAAATCCCTCATTTTCGCGCATCAGATTAATGTATCTNGCGCATCAAATTAATGTATCTCG

>rnd-1_family-596#Retroposon ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 1063 out of 13 contigs )

TTAATAACATAAGCATAAATTAATGACTGTAAAAATACATACCAAGATCTGTAACATAAGCAATGGTGTCAGTGAGTCACTCAACACGAAACAA

>rnd-1_family-597#Unknown ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 1063 out of 13 contigs )

TTTGTATTGTGAACCCTTCTACTTACCCNTTTGTCATCTGGACCCTTAAACTCAATTAAAATAAGATTTTTAAACCCCTCCGACCATGTGTGTAGCTCACTCTCCCTTACATAAATGACATGTCATATCCACGTCATATATATT

>rnd-1_family-599#Unknown ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 1063 out of 13 contigs )

AAAATAATGAATAATGTTGAATTTGGCTTGTTTTGCTAANATGTGCATATTTATGGTAAAGGTTCGTGCTAAAATGAGTTTTCATGAAAAATGCTCTTTTGCTTAACTTGCACTTATTTGTGT

>rnd-1_family-600#Unknown ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 1063 out of 13 contigs )

ACTTCACAATCACCCTACAAGGTAAGCACACTACCTTCACTTCTAGGATCAAGCCTATACAAAAGACTCCAATCCACACAAGGCAA

>rnd-1_family-601#Unknown ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 40 Localized to 1063 out of 13 contigs )

TTTTTGACAATATCTAACAGAAGGATGAAAATTGTTCACTTTNAAATACTTAAAGGATGTTTTCTGCTAAAAATGATACTTTAAGGATGTAGTTTAAGTTTGGGGTAT

>rnd-1_family-602#LTR/Copia ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 1063 out of 13 contigs )

GTTCATCGAAGAATTTTGCGCACTTACATAGAGAGAAGATCAAAACACGATCAAGAGGTTTGAGAGAGTTTTGAGATTTATTGGGGAGTGTTGCGAGTTTGTGAGGAAAAAGTTGTAAGATTGTANTCAAGAGTCTTGTTTACAATCTGAGTGTGTGTGTAGGATTCGTCCGACAAGTTTGAGAAACTTGANGGACGTTAGAAGACATAAACCTGGGGGGTTTTGTCTTTGGTAGCTAGGAATTAGAGTTTATAATTTCTTAGCTAGGAATTAGAGTTTATAATTCCTTAGGTTACATAGGTTTGTAATCTTTTGTTGAGGCTCGGAGTTTAATGAAGTGGAGTTAAATCCTACAGAGGTGTAGGTCGTGGTTTTTACCCTTTATGAGTTGGGGTTTTT

>rnd-1_family-598#Unknown ( RepeatScout Family Size = 42 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 1063 out of 13 contigs )

TAGGGGTGTCAAAAATGAACCCAAACATAGGTAACCCGCCCAACCCGCCCAGAATTTTAAGGGTTGGGCTCAAGATAATTTGAATTGGGTTCAATCTCAACTCATTCAAGCCTAACCCATTTNAAGAGAATCCTCAATTGAGCCCAATTCAATCTCCAATTTCAACCCGTTTTAAAACTCTTTATTAAGATATGTTCCTATATTGAAGGTATGAATTATTATCTATTTAACATCTTTTAGGATTTATCTAT

>rnd-1_family-604#DNA/Harbinger ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 1063 out of 13 contigs )

ATTTAGTGTTCAGATTTAGAGACCACATCTTAATATTCAGATGTGTATTCAGATTNAAACGTCTAAATCTTAATGCAAA

>rnd-1_family-605#LTR/Gypsy ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 1063 out of 13 contigs )

TTAGATTCTTGNGTACATATGTTGGGTATCTGAATCTAAANNGAATTTGAGAAAAANAATCGAGTTTAGGCGAATTGGGGTT

>rnd-1_family-606#Unknown ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 1063 out of 13 contigs )

ATATATGTCCTTCACTCTAACGGAAGACTAAATAGGGACACGTGACACAATCTTATCCGTCGATCCGATAT

>rnd-1_family-607#LTR/Gypsy ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 1063 out of 13 contigs )

AAAGAGTTATGAACATCAAACAACAATCTCAAAGATTAAAGAATCTAAGTGAAGCAATTTGTATAATTACGGGTGGCAGCCCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAGAAGGGTGGCAGCTCAGGGGCGAAAGCCTAGCATGGGCCGATCCCAATTGGTATAA

>rnd-1_family-609#Unknown ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 39 Localized to 1063 out of 13 contigs )

CTACCTCAGCTCGNGCGGGGAAGTAGCGGCTTTATCATTTATGAAATGGATCGGGNTGGACATTGATTTTGTCGATGCTGAGAAGCTAGTCAATGTNCGGTACTTNGAAACCACTGCTACATTACAAGTTTCGCGATCCTTCGCTGCTTGTTGAAGCTCTAACTCACGGATCATATTCTACAATGATATCGACGCTA

>rnd-1_family-610#Unknown ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 1063 out of 13 contigs )

TAATGCCTAATTGTGTTCGAGAAGATGAAATTGTTATAAGTCGTTTATGAAATTCAGTTTACTGTTGAAAGGGATGAAGGTTTCGATTACTGTTTGTGTTTTACAGTAGATATGTTTGTAAGTGTTTGGAATGCAATGTTTCCAAGAAGAAATAAGAATGAGAATCAAAGCTAGTTAATGAATCTTCAATGCCAAATCAACTTTATAGCTTGGCCAAACTAAGCACTGAATTGTT

>rnd-1_family-611#DNA/hAT-Ac ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 1063 out of 13 contigs )

GACCGGTACCGGGATGAACCGGACCGGAATTACCGGGACGAATCATCGGTTCCGTCCCGTTCCGCTATATACCGGGATGGAACCGGAACGGACCGGAACGGACCGGGATGGAACGGGACGGAA

>rnd-1_family-612#LTR/Gypsy ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 1063 out of 13 contigs )

GTTCTAGAGTTGTGCGGAGAACTCTAGAACNNTTTAGAANTCTCAAGAAGGCTTNGGAAGGTCCTAGAAANTGTAGAATTCTCTAGAAAGGGGACCAAAGTGTAAATATTTTAGGGACTTGTAAGTAANTNTTANTTGCACTTTAGCCCCTAGGAAGTAGTATAAATAGAGGNGCCCCTCATTTGTAAAGG

>rnd-1_family-613#Unknown ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 1063 out of 13 contigs )

TCTCGACTTTTTATTAAGAGTCTCATGCTCCTACAAGAGTTTGAGACCACTTGCTATGTCATGT

>rnd-1_family-614#LTR/Copia ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 1063 out of 13 contigs )

ATTGTNATGTCTAGCTAGACGATGAAGGTTATATGAAAATCCTTGAAGGATTTAAAAGGTCTTAAAGCAATTCCATTGAGTACCCAATGATTTTGAGACTGCTTAACACAAAGAAAGAATCTTTTCGATCTCATGAAAATGATTTAAAATGTCATGTATTAGTGCAATTGGTGCACTTACAGATTGTTGGTTATGCAAATGCTAGA

>rnd-1_family-608#Unknown ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 1063 out of 13 contigs )

TTTTAGTTTGCTCACTCTCTTTAAGAGAGTGCACACCACTCTCTATGCCAGATGGACGAAAAATGATGTAATNATATCNGTTCAAAATTGTTTAGNGGGGTAATAGGA

>rnd-1_family-615#LTR/Copia ( RepeatScout Family Size = 40 Final Multiple Alignment Size (possibly truncated)  = 38 Localized to 1063 out of 13 contigs )

TGACTGACGTGTCTACAACAAGTGTTGANGAAGAAGGAAGCTGACGATTGGAACATGTCGAAGGAACAGGTCCAACGAAGCTGACTGACGAGTTTACAACACTGNTGAAGAATTAGAGTCGCACTAGGATTAGACTACCTATATTAATTAGGATTATATTTCGTCTANAATTATATTATGATTAGGATTATATTACGACTAGGATTA

>rnd-1_family-616#LTR/Copia ( RepeatScout Family Size = 39 Final Multiple Alignment Size (possibly truncated)  = 37 Localized to 1063 out of 13 contigs )

ATGGACACGGATCAACTAAATCGCCTCAATCAAGGAATCCGTAAATTGATCCTTGATTGAGATAAATCCCTTGGGTTTTTCCTTACAAGAGCAGNCCTCAAATACTATATAAACCTACCTAGACTTGTAGTGTGAAGTACGCAACTTCACTTGAGCTTATATCGTAGTCTTCTTTTNTCTTTCATAAAGCTTCGTANACACTTGAGTGATACAATTGAAAAGAAAAGAGAAAGAAAGAATCTGAGTGTAGGTTATACAAGTCGAGGTNGTGTCGAGGTAGAAATCTGATTTGCATATCAGACGGGNTCTNAAGTTGCAACATTTNTGTAACACGAAGTTCTCTTCAAANCTCTTAAGGAAAACCCTTGNAACCCAAGGGGACTGGACTAGGCACCGCATCGGTGATCCGAACCAGTATAAAACNTTTTGTGTCATTTATTTACTGCANTTTATTATTACTGTTTATCTATCCTACTAACGTGCAGGTGAGTCGACTATCGACTACGGAAGTCGACTAAGNGAANTTTAAATTAACCCCCCCCCCCCAATATCACAATAAACTTAAAAAGAAATAAGGGCTTTAGCTAGATTCAAACCCTAGTTTTGTGGGTGATTCCTCTAGCACAAGGATAGCTCTACACTCATTAAGAGTGCGCTGTTAATTATATCTTTTTTTTGCCAGAGATAGATATACATGTATATGCACCCACACATATGAATGTGGGTCCGCCTCTCACAACAAGATAAAGTTACTTCACGAGTGAAAATCATTAGTGCAAGTTTCAGGCTCTGATACGGCATGTAAAAGCATAAACATTTATGCTAATAAAGAAATTAATATATNTACATACCAGGATTTTGAACGAGCGTATTTGAGGCAGAAAACGAAATCAATCTCCCTTTGCCCTATCTTACGCTACTGTAACTTTCGTGATTGAATCGAGTGGAGGTTNTAACCCTAATGAACATAAAAGGACCAATTTANAGGATTCCACGGAAAATGTTATTATTTTTGTTGCCCAACATGTAATCTAATGAAATGATGTAATCTATTTAATTATTAAAATAAAATAAAANTTATATGGTACAACTAATTTATGATATGCAACTATCATATTAGTAATATTAGTAGTGAATGCTNAAAATAATTACTATTTATAGCTAATNTTTTTATTTCATAGAAAAATGGTAAATACACACGACTATCTACAATTTGGTTTTAACATTAGGCATTTCTAGGCTAATCTTCATTTGCTCNGNTAAATCGCGACTCATCCAAAAGAGGATAACTATTTGGTAGTTTTTAATTAGTTTTTCNTGTATAAGTGCATTTGTTTCATTGATTTTTCTTCTATTCTAATCTCAGGCATTGTTACGGACGGTAATTGAGCGAATTAGATCAATTTTAGGTCAATCATATTGTGTCAAGATAACAAACGGTTCAAGATCCAATTCGAACTGAATTTGATTGGATCAATATGAATTGAGCCAAAAAGG

>rnd-1_family-617#Unknown ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 1063 out of 13 contigs )

TAGTTTCACTCTCCCATCCGAACGTGGACACAAGATCCAATTTCTCAAAATCCTCAACAGTACAACATATCTGTCTTTGCAGATTTAGCGAGGCATGAAGAANGTGCTCGTGCATGCCAGCCTTAACTGCAGATTGAGCATATCATTCATTGTTTACAGAAGCAGACCTCAAATCAGTAATTAGTCATGGAGTCAGTCTCGAATATTTGAAATAGAGATGTGTTGTAACAACATAATCTAGCACTACATCTCCAAGAAATTCCNAGTGCTGATATCATCGTGGAATCTCAGGTAGCATGTANGATCCGTGAGTTAGAGCTTCAACAAGCAGCGAAGGATCGCGAAACTTGTAATGTAGCAGCGATTTCNAAGTACCGTACATTGACTAGCTTCTTAGCATTCACGANGAAGTGCCTTAGCATAGGTGCATCAACAAAATCAATGTNCANCCCGATCCATTTCATAAATGATAAAGCCGCTACTTCCCCGCNCGAGCTGAGGTAGGCACCTATTAGTGCCTCAAC

>rnd-1_family-618#LTR/Gypsy ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 1063 out of 13 contigs )

AAGGAGGCCATCACTTCCTTGGAGTGTCGGCTTATGGANGCGCTTAGCACGATCGAGACCNTGAAGGCCGAGGTGAAAGCACTCAAGGAAGGCGCGGAGGTTGGAGGATCNNCGTCACCCGACCGNGATAGGGAGGCCAGGGTCGAGGCTCCCAAGCCACCTATGTTCAAAGGCGTCCGTGACGCNCAAGAGGTGGAGAATTTCCTATGGCACTTGGAGAATTACTTCAAGTGTAGTCGGGTGAGGAGCGACGAGAACAAGATCAACACTGCCGTGTTGTATCTTTCGGAGATGGCCATGCTATGGTGGAGGCGTAAAGAGTCCGAGATCGGGAAGGGGACGTGCACCATCAACACGTGGGAGCAATTCCGCGAGGAGTTCAAGAAGGCNTTCTTCCCTAACAACGTCGTCTATGAGGCGAAGCGCAAGTTCNGGGAGTTGAAGCAAACGGGNAGCATACGCGCGTACGTGAAGGAGTTCACNACCCTNACGCTTCAGATTCCCAACCTCACGGACGAAGACATGTTGTTCCACTTCATGGACGGGCTGCAAAATTGGGCCAGGACGGAGTTGGAACGCCGACAGGTCAGGACTATCGACGAAGCCATCACGCAGGCCGAAGCCTTGACAGACTTCAGGCACGAGAAGCCCGACAGAGCCGAAGGGGAGGATGCGAGAGGTAGTCATGACAATGGTGGGGGAGATCGTGG

>rnd-1_family-619#Unknown ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 1063 out of 13 contigs )

AAAAGGCATAAATTTCCCCTTGAACTTGTATCGAAAAGTCAGTTACACGCTTAAACTATTATGACGACCTATTACACACCTNTACTATTTAAAAGTGAATTTATT

>rnd-1_family-620#DNA/hAT-Ac ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 1063 out of 13 contigs )

TCTACTCTCTCAACTCTCTACNNNNNNTCTCTAATTCTNTAATATATAATATCTTAAATTCCGGTGTTGCCTTACTTGGTCTTTGGAAATTAGATTTGGAGCTTCAAAATTCAACTTTCAACTTTCCACGTTCGGCTTTCGGCGGTCATAAACGTCTACTTTTTTAAGTAGACGTTCGGTACATTCGTTCNAACTTTTATTTTACGTTTCATTTATATTTAAATAATTATTTATTTATTTTGTGATTTATTATTTGTTTGCATTACATTTTTCGTATTATATATAATCTCACGTTTAATATTTTAATATGGATTTCGGTAAAAATATTGTTCAAAAAGGAAAGGGGAAAAAAGTGCATTAGAGCGTGTAAAAAATATNTGTAACTTTACATCCTCCGATAATGCAAAAACCGGTAGTTCTTCTAAATCAAAAACTAAAAAATCTACTATATTAAGAATAAATACGGATGATTATACACATGTTGATGATACGGTTTTTAATATTGATAGTAATTCAGGATTAGATCCTTATCATGAACATTTACAACGTCGCTTTGGTAATTTTGATGAGGATTTGCCTAGTGATAATGATAATGATAATGATATTGATGATTATACTGATACGCCTACTTTTGATGATGATGATGATGATGAAACTGAGCCACCTACGGCTACTAGTACTCCTAGTCCCGCTCCCTTTCGTTGTCCCGCCCCCGTTCCCCCNGTACATCCTAGGCCTAAGGTAGAACGTGCTAAAAAATCGGTTGTNTGGCAATTTATGACACAAAACGAAGATAAAACACAAGCTATTTGTAATAAATGTAAACATATATTAAATCATAAAACTGTNGGNAAATCTGGCGGGACGGGACATTTGAGTAGTCATTTAATGTCTTGTTGTAAAAATGAATTTTTGCATGCTAAAGCGGTAGCGGAAGCTAAAAAAACGGTACCCCCCTTCCTGAAAATGTAGGAGTAGGCGGCTCTAACATGGTNCAAGNANNATTAAATCCTTCTAACGTTTCTGGCTCTAGTNCACAACGTNCATATAGTAGAGAAAAAGATCGTGAAGANTTAGCTAAAATGATTGTGTTATGTGGTTTGCCTTTTAGTTTTGCTNAAAATCCCGGTTTTATNCATTATATTCGCGAATTGTATATAATCCGAATTTTAAAGGTTTTGCAAGAAATACGATNAAAANNGATGTNTTTGANTATCAAGNANAACATTNTCAATATCTTCGTT

>rnd-1_family-621#LTR/Gypsy ( RepeatScout Family Size = 38 Final Multiple Alignment Size (possibly truncated)  = 36 Localized to 1063 out of 13 contigs )

AGAAGACGCNGAGAAAACNGCNTTCATCACGCCNTGGGGCGTNTATCGCTACAGGGTGATGCCATTTGGTCTNAAGAACGCCGGNGCNACCTACATGAGGGCTATGACGACCATNTTTCATGACATGATCCATAAGGAGATTGAAGTGTACGTGGATGACGTCGTAATCAAGTCCCGCGAGAGTTCGGATCATTTGAAAGACTTGAGGAAATTCTTTGANCGNCTGCGNAGGTACAACTTGAAGCTGAATCCNGCGAAATGTGCNTTTGGAGTNCCANCCGGNAAGTTNTTGGGNTTTATNGTCAGCAGAAGAGGTATCGAGCTCGACCCNTCCAAGATCAAAGCAATTCAAGAGTTACCTCCACCTAACGAGATATCCATGAGTTGAAGAGTCTCCAAGGGAAGTTAGCCTA

>rnd-1_family-622#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 1063 out of 13 contigs )

TAATAAATTAATTAATTAATTTAATTAAAGGANCGATTCGGGTCGGGNCGACCCGAAGTGACCCATTTCGCGAATGNGGCGCCACCCGGGTTCGAGCCCCGNTGGAAGCAACGAATTGATGATTTAATTATCAATTAAAAT

>rnd-1_family-623#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 1063 out of 13 contigs )

TTCTTATTGTGTTGTGAGTCCCTTGATGTTGTGGAATTGATGTTTCCCTAGAANTGAGGGTAGTATTCTTATCTTTGTAGGGTGATGATGTGGGTTTGATTGACCTAGAAGTTACCTTACTTTAATGTTGAAAGAAAAGAAAGAGTCCTTATGGCTAAGTCTC

>rnd-1_family-624#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 1063 out of 13 contigs )

AGGGAAAATTACATGGGATGGCAAACATTCCTAAGTAATTATATAATAAGGGTATAGTTTAATTTATTTACTTTCTATAATTATAGTTTCTTTTTTGCCATAATTAATGGGGCCCACCACCTATTNTATAACCAATNGTATAAAAACCTTTTTTTCTAATTTTGTATATAATTTTACACAAAACAATTTTATCTCTCCTATTCNCATTCCACCTTTTTCTCCTACAATTAATACTCCTATCCGATTTGAATTTCAAATTGTCCAAAATTCGATTACTCCCTCCCGAAGTTGAATTCAATTTTTCGTAGGTANTCCTAAATTTTAGTCGTTTTCCTTTTTTTTCCTTATTCAACAATTGTATATGTATTGTGTTTCTTATGTTTTTTCATATTTTTTTGATGAAATAATCGATTGTTTGTTCTTATTAGATCNCAAATTNTTCACAGAATGAATGAATCATCTTCATCTATGAGGATTACCAGAGGTATTCCATTGCATGTCAATTTTGTTGACAATTTACCATCGTTTTCAATGGGNTTAACTCAAGATTTTGGGGTTGATGTAGGGTCTATGGNAAAATCAAAACAAGTTCAACATGAACAAACAATGGAAGAATTGAGATCAAAGAAAAAAAATGACCCTACGGCAGTTCAAGAAGTTATTAACAATGCCAAAGCTAGAGGCATTAAAATTGTACAAGGAGGAAGAAAGAGGAAAGCAGTAAACATTGATTCAGAGGAGAATGCATCTGAAGTTGACGGATCTGAAGAACATCATAATCATGAGGTAGTGGCTTAAAACACAAATTTAGATACAATTTTTTTGTTACTTAGATGTCAATATACAAAAAATTATTTGTTTAAGTAAATTTCGTATTCACGTAATTGTATATAGTATATTGCATGTTTAGTACACACATGTTTTAGTTAT

>rnd-1_family-625#LTR/Gypsy ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 1063 out of 13 contigs )

TTTTTGTCGTGTTGCGTCGGCTGTAAAAAGCCAAATGTACAAAAGTCGTAAAGTAAATANCGCGTNTGTCGGCCAATCATGTAAAAAGTTTGTCGGCCAATTATGTAAAGTAGTAATAGTATGACGGTGTAATTTNTGTGTATAAATAGAGGGGCTTCCCTCATAAATAAAACACACCTTCATCCTTACATCTCTCTTCTCTCTGAATACTCTCTCTTTACGCTTCCACCCCCAAAT

>rnd-1_family-626#Unknown ( RepeatScout Family Size = 37 Final Multiple Alignment Size (possibly truncated)  = 35 Localized to 1063 out of 13 contigs )

AACTTGGGCGGGTCAAGACCCAACCCGATTTCTATTCAACCCATTTTAATATCTCCAATTTCAACCCAACCCGCCCATTTGACACCCCTA

>rnd-1_family-627#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 1063 out of 13 contigs )

TCTCCTTTTTGGACTAGGAAGAAATCTCTATAAATAGGGATTCTTCTAACCTAGATTGAAGNAAGAGTATTCTATNCGATACTTGCCCACCCAAGTATTGAGAGAGTTCGGATGTGACTGGGATCACTGTAGAAGACCATAGAGCTGGAGTTGGATTCGCTTNAAGATATCTGCACACGCTTCAAGAGGTAATCCTGAGTTAATTTTCAGCATACTTTGTATGTGATGACTATTTGTGATTGTTGTTTATATTCATGCAAGATGTATGATTCTGGAATGCTTCCGCTGTGTATGCTATTTTCTAACA

>rnd-1_family-628#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 1063 out of 13 contigs )

AGTCCAAGTAGAAGTCAACAAGGATTTGTAGAAGGCGAATACAAGTTGAATTATACAAGGATTTGTTGAAGTTCCGATCTATAAATAGGGAGCTATTTGCATCGGAAAAATTTGCGCACTTACATAGAGAGAAGATCAAAACACGATCAAGAGGTTTGAGAGAGTTTTGAGATTTATTGGGGAGTGTTGCGAGTTTGTGAGGAAAAATTGTAAGATTGTANTCAAGAGTCTTGNTTACAATCTGAGTTTTGTGAGTAGGANTCGTTCGACAAGTTGNAGAACTTGAAGAACGTTAGAAGATATAAAACCGGGGGTTTTTGGGTAGCTAGGAATTAGAGTTTATAATTTCTTAGCTAGGAATTAGAGTTTATAATTCCTNTAGGAATTAGAGTTTATAATTC

>rnd-1_family-629#Unknown ( RepeatScout Family Size = 36 Final Multiple Alignment Size (possibly truncated)  = 34 Localized to 1063 out of 13 contigs )

ACGGCCCGTCCCTTGACCAACGGACCGTCCTGTTGGTCCGTGGTCTGGGACTGAGGCTTGTC

>rnd-1_family-630#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

ACTGAACTTTTGAACAAACTTTGGAAGATCTACAAATCAAGAGTGATTATCAAGCCACANACTAACCCATGAACCCAATCTAAACTGAAACCCATTGGACCATAACACAACCATCATGACGAATCTTTTCTCACATA

>rnd-1_family-631#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

TTTTTTCATTAAGTTGTATTAATTTAATAGGATAGTGACTTTAAATTTTATTTTTTAGAGGTCAATTGAGAANCATGCAAGAAATTGTATTATTTTTTATTGAACCATTTTCATTTACTATCTTGAATATTTTAGTAGCTTTAAAGAAATTATCTTAATAAATAATGTTCTATCACTCTTATAACATGTAAAAAGTTAAAATTAAGTTTGAACCCACATAAAATCACATATACCCGCAACCCGCCCCGCCCCGCATTAATTTTAAAAAAAACCCACTTCAACCCGCCCCGCTTTACACCCGCCCCGCACAACCTTAAACCCGCCCCGCCCCGCATACCCTTAAACCCATCCCGCCCCGCATCCGGCCCGCCTTATTGCCATTCCTATTTTTCATGGTCTTCTAAAAAANATGGTAATCAAACAAGTGAAATTTAAACGCCTTACAATGTACAAAGCCATTTATGTTGAGGAATTTAAAATTTATATATAAACANACAAAAAACACTCTTATATATATCATATAAATNTTTTGTCAAGAAAATTCAAATGAATATACCTTCGCCCCTTCTAGATTCGCCCTTGCATAAAAGTGGCTAAAATGCAGGAATTTTGTGTCNATAATACTGAACAAATGATATCTCTTGGTATTTTCTATATCTCTTATATATAAAAATGACGATTTCCTATAATTAAAAAAGATCACAAAATCAGAAAATTGAATTTGTAACTGACCTATANAATCAAGTTTAACTATTTTGAGGTATTAAACGTCACATGCAAAAAATATTAAGTGGACTGAATTGGACANATCANAGTAAATTTTANTCTCTTTTCCCATTAATTTATGTGATATTTGCTTCTTTTTT

>rnd-1_family-632#LTR/Gypsy ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

TGAACTTGAGTTTTACTTGAGGACAAGCAAAAGTTTAAGTTGGGGGTGTTGATGAGT

>rnd-1_family-633#LTR/Gypsy ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

TGTAACGACCCGCTAGGTCGTTTTGAGAACTAGGACTATTTTGACTCCTTTCGAAAATTTAAAGGGGTATTTTTAAACTATTCGATAACTACGAGTATCTAGTTGATGAAANTTTTATTAAATAATTAATATAGTTAATAGTTAGTGGGGTTTCACGGTTAATAAACTCTTGTTCAGAAAA

>rnd-1_family-634#LINE/L1 ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

AGGAGAGATGGAGGATCGTCCCAGCTTGTATNTGGTGGACNATNTGGAAAGAAAGGAACGANAGATGTTTTGAGGGCAAGAANAGCANTNTNCAGAAGATNAAGATGAATTGTNTAGTNCTTTTTTATTTTTGGTGTAAACA

>rnd-1_family-635#LTR/Gypsy ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

TGTGTTTATCCGCTCTCTGTGTGATATTATGCATTTTGTACTCCGAATACGCACTAACAAATTTGCCTTTGAGTTGTTTTCACTTCTCAGGTACTTTNAAACTGATCTGTGTCGATAAAGCTGGCAGATCATCCNTACTTCACCAGATCNAAAGGTCCCGCAGATTCCTTCCCTNGACCAAGTTCGGACAAAGGAAAGACGGTTATGGGAGATAATAACGACGAAGTCGGTCTNACTGACGTTGTGGTGGCTCAGCCCACCGTNGCGGANCAGAACGAGTTGATTGCGCAGCTGATGCAACAGATTGCCGAAATGAGGGTCGAAATGCAAAGGAGGCAGGATCCGCCTCCGCCAGGATTTGGCCCTAACGCTGCTGATGGAAGACCTCCGATCTACTTCCCTTCNTCAAACACGGATCCAACTCAGAACCAGCCGTCTACACCCGCTCANAATCCGTCGGTNATAGATCTGACNACCCAAAATCCCCAATACGCTTCCGCATCCTACCAAACTCCATCNCCTCCTCAAAACAACCACCCTCAAATGCCACCCCATCCTCAAAATACCCACATCAAACCGCCCCACCGCCGCAAAATCAAA

>rnd-1_family-636#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

AACATATTTNAACTAATAATATTTTTAATATAAAATTACATGAAAAATGAATGAAAAAACTGTCAAATTAAAAGATTTTGCATAATTCTTAACTCAATTACGAAAAAGTTCACGATAATATTTTTGGCGTATCTAAGAATAATAATTAGGAAGGGACGACTTGATTTTTGTGGGATATTCGTTAGTTTTCTGATAAATTCAAGTAGAAGGATGAAAATTGTTCACTTTNAAATACTTGAAGGATGTTTTCTGCTAAAAATGATACTTTAAGGATGTAGTTTAAGTTT

>rnd-1_family-637#DNA/hAT-Tag1 ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

CTAAGTTGCGCGGACTCTTCACTTTCGGTGCCGCACCCGTGTCGACACGACGTGGGTGTGGGTGTGG

>rnd-1_family-638#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

GATTAGTAATGCAGGGATTAGTAATGCAGGGATTATTTTTATCAAGTGTTTGGTTCATTGTTTCCTACCTAATCTTGTGTTTGGNTTAAAACTCTATAAAAAANTTCTTTCCAATTATACCCTTGAGTTATTATGAGATTTTNTATTTCAT

>rnd-1_family-639#LTR/Gypsy ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

CATTAGATTGAGGTGATTNGTGTTCAGGAGTGACGCCCGGACGAACACCTCGCTTGGTTACGAAACAGGATGAAATATAAATGCTCGCCAGTTAGTCTATTTATCCCCGCTCAACGATGTAGTTAGATAGCTAACTGGGGTAGGCGACTAGAGGTCGGGAGACCGTGATCATACAATCAACCCTGTAAATCAGTAATTTGACAACCGAAGTTAATTCTAAGCCAANAATATGATACATGAAATCCGATACATGTTGCAGCCCTGGAATTTTCCAATTATTATAAGTAATTTTATTATTTTATTCCTGCATTCTT

>rnd-1_family-640#Unknown ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

AGAGTCAATTTCCTAAATGGTCACCCAAGTTAAGGGAATTGCCTTGAAATATCATTTATGTTTCATTTAGGACCAAAATATCACTCAACTATCACTATTTTCCTCCAAATATACTTGACACTTCAAAANCATCACTCTCTCCTAGTTGGCATGACATGTCATTAAAGTCTTTTTTTAATAATAGACTAATTTAATTCATTAAACTCATTTAACTAAAATAATGATCATATTATTTTTAATTTTTT

>rnd-1_family-641#LTR/Copia ( RepeatScout Family Size = 35 Final Multiple Alignment Size (possibly truncated)  = 33 Localized to 1063 out of 13 contigs )

TCTTAGCTAGGAATTAGAGTTTATAATTCCTTAGGTTACATAGGTTTGTAATCTTTTGTTGAGGCTCGNAGTTTAATGAAGTGGAGTTAAATCCTACAGAGGTGTAGGTCGTGGTTTTTACCCTTTATGAGTTGGGGTTTTCCGCGATAAAATATTGTGTCATTATTTTATTTGCTTTACAAAACGTAACTGCTGTAATCTGCAAAGGAACATATAGAATATACNTGTTCCTTAGGCGAA

>rnd-1_family-642#DNA/PIF-Harbinger ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 1063 out of 13 contigs )

CTATGTATAACTAATCCATGGATTAGTTATACATCCTACATGGTATTATAGGATGTATTACTAATACCTTCCATTTGGAGGTATTAGTAATACATAGGATNTAATACCATGGGATAAGTCTATGTAAAGACAAAAATATCCCTCAAATCNTTTTAATTATTTTATTTATTTTCTTGATTTTATGTTTTATATTTGTACTAGTAAATTTATTTAAATAAATTAGCTTACAAATT

>rnd-1_family-643#LTR/Copia ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 1063 out of 13 contigs )

ATAGAGTTTGGTNTGGTAAGGATGTTTCCTATGATCACTTGAGAGTNTTTGGTTGCAAAGCTTTTGTACATGTTCCGAAAGATGAGAGGTCGAAGTTGGATGTCAAGACTAGGCAGTGCATCTTCATTGGNTATGGTCAAGATGAGTTTGGNTA

>rnd-1_family-644#Unknown ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 1063 out of 13 contigs )

CCCCAACCCATTCACTTTCCATCATTCTAAGGGACANGGAACCCAATTTTAACAAGTTAATCATGCAATTTCGTCCCTAAGTCAAGACCCACATACAATTTCATCATTTTCGCATGCAAATGAACGAGAATTCATTGAGCGGATGAGAACGACATACCTGTANACTGTAGTGGAGTGAATGNGAGGGTGAACTTTGCAANAACAACACCGAGCCCGCCTTCGAACACCGACCGGAAAA

>rnd-1_family-645#LTR/Copia ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 1063 out of 13 contigs )

CCTTCCAGTATCACAAACATGTCTTCCTCTTCATCTTCCTCTAAGCAAATGCTNAATGCCCTTAGTGAGATTGAGCCTCTTGCNTTCTACTCTCCGNCAACTGCTCGAGCCAGACTTCCTNCCCCTTCNAGTCCTCNNCAAGATACTCCCGATAACCCTTTCTNCTCCATAGATCTAAACACTNCTACCGGACCTGGTCCGTGTGAAGANATGTTGCCTGACAACNTGTTTGAAGGAGATCTACCAAAGCACAGGGCTTCCGAGTCNAATATTCTGGCAGCGAGTGAGGAGCTNGTGATTGAGAGTCTGGCAATGATGAGAGAAGAAGCCAGGGCAGAACANACTGANGCCCTGNAGGGNGAAGAGGTAAGAGATACTCAACCCATTTTCGATAAAACCCCCGATTTNGGGAGGTACCCTTCTTCCTCCTCCTCTGANTCTGNAAGTGAGGANGAACCNTTAAAATGGAAGGTTGAGAGTCGAAAAGGAAAGGAGAAGGTCGTGGAGGAGGCTCCTAGGAGAAGACCTACTACNAGGTCTGCTGCNCGAAAATTGATGGCCGATGCCTTGAAGGCNAGCGCACGNTCTGCTGCTGCAGTCAGAAGTGCANGAACCTTCAAGGTATCAAATTTTAGAATACCTGAAGANAAACTGGTTGAGTTGTCTGGTGAAGAGGTTGAAAAGAAAAATAAGAAGAAGAAGTCAGAGAAGAAAAGGGAAAGGGTTNCAAAGAAGGTTGAAAAGNCAAAGTCAAAAGGGAAGAGTTCTGAGAGGAAGAGGAAGAGGTCACAGGGACCTGGTNCCCAAGCCAGGAGAGATGAGAATGTCAACATGCAGGAAGTTGTTGACAGCCTGAGAAAGCAAGCCGTCCTGGCTGGAAGAGTTTTTGATATGGGGATNATNACTCTTCCCGGCATGGACTCTCTNCATGACATGGTGGAGATCCAATCATGGNTGCACCTGTTCAACAAGAAATCCCCCATCCTCCATGAAGAAGAAGTGCGCGAATTCTATTACAACGTTCAATTCGAGGAAGATGGGAGTATCCTCACACGNGTGAACGATATTGCTGTNCGTCTGGATGAGGGTNTGTTGGGCAAAATTCTCAGGGTGC

>rnd-1_family-646#LTR/Gypsy ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 32 Localized to 1063 out of 13 contigs )

TATTTTATTTGTAATGGGCNTAAGCCCTTGTCGTTTTACTTTCTCGTATTTATTTTGTATGTTTAGATTAGGACAGGTACAAAATGGGTCAAAAACCCAAAAACAGGTGGGTCCAAAACTCGGTCAAGGCGAACAGAACCCGA

>rnd-1_family-648#LTR/Gypsy ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

CGCTTCCACCCCNCAATTGGTATCAGAGCTAGNTAATTAAATAAACTATGGAGAACAAATCAGNTACGACGGAAGATCTACAAAANCAGGTATACNCTTTTANATTTATGAGTAGCTAAATTAATTTATTCCTGAAAATCTCTTGTTGATTATAATTGTTTATCATGTTTTAATAATGTTATAATAACCATCTTTAGAAGGTTTGCTACGGAAATATTCTTCGAATAAGTATGCCCAGACTATGCCATCCTAAGGTTGAAACCGGTAGGCAAGAAGGCCGTTTAGGGGAGTAAACAAAGTTGAGGCGCTGTTAGGGTAACTAATCAAAGAAGAAAGCCGTAGTAGTGACCAGACGAGATGATTATTAAATCATTATTATTNCATAATAAATAAGTATAATCTATTAAGAGGTTGGAAGGAATAAAATTTTAGCGAAAATGAATAAAATGAATACCTATTTANTAGACGATGATGTTAATTATAAGATATTANTACTCTATATATTAAAAGATCTNAATACTGATATAAAAAGAGAAATTTATGANAAATTANTAACATACGAGATAATAGAAAT

>rnd-1_family-650#RC/Helitron ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

GCCACATCNTAGTTAAATTTTGCGTCCGGATAGGGGCGGAAGGGTCTAGAGTTGTGGAGAGGTTTGCGGAGAACTCTAGAACCTTCTAGATNTNTCGAGAAGGCTAGAGAATTCCTTAGAATTCTCTAGAATAACTTAGANATTTCTAGAAAGGCTTTGGAAGATCCTAGAAAGTGTAGAATTCTCTAGAA

>rnd-1_family-651#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

TCTTATTTCAGAGATGAATCAATAACAAGAATGTCATGCAAAATCTTTGTTAGTTCTGCAACACACAACATAACTTCGAAATAAACAACCAAAGTCTTAAATCATATAACAAGCATGAAATGTAAAAACCATCTCTGTTCCCAAACAGAGTATTCAAAACATTCATCCAGGTTCACAATTCTATGTTTCCAAGCAGATAAAATCTTTATAGTACCTTAAAGCAAAGGCAAAACACAGCCTTACTACTCCATCAACCAAACGTCTCGTTTCTGTTTGTACTTCCAAAACATTTTAGCCAAAGATTAAGAAGGATTGTGATAACGATACTAATCAACAAGATACACAACTTCTGCTTTAGATGATGCCCGTTGAAATTTTGTTATCTCCGCGAGTACGTTGAGAGATTCGTTAGTTTCCATTTGACGAGGCTTGATTACCATTTTCACCAGTGCTGGAGACTTTGCCAATAAAACCTTGATAAGCTGCATTTCANCCTCTTCTAATAGTACATCATAAAACTTAACTGTCCTCAGGTGATTAAATGTGATATCCGAGAAGCTTGCAGGAATCTCATCAACAACCTCCTGGGGCACANGTTCGAAATAATCCCCATCACTAAGGATACATTCCTAAGAAAAATCAAGAAAAAAACCATCAAGTCATTACATACGAATATAAAAACATGGAAAANATAGAGAGAAAAATAAACATTAGTGACGACCTTAATTTCAATTTCTTCCAAATTTGGAGAGCTCCGTATCATGCAAAGAGCAAACGAAAGCTCAAAAAACTCTCCAAGAGTAATCCAAGACATGAATAGGCGTTTCAGACAGTTAAGAGCTGATGGAAGCCTTGTTGGTATAACTTTAGTTGATCCATTATCGACCTACGAATAAAATGACGAAAATCAGGATGACTGAAATTCCAAAAAAAAAGTACACATGAAAATGCATTACCATTAAGTAAAATGAAGNAACATTACCTCAAAAAGATCCCAGCTGAAACACTCGAGAGCAGGAATAGACGAAAAAATATTGNCAAAATCATCTTCGTCCTCTAGAACTAATTCTCTAGGCGCATACAGAACATTGGAAAGAANAGGGACATTTTCAAGATGTATCAATTGTATATCGCCACGAAAGACAAATGACCTTAGCTTNGGAGCATTAATACTCATGAGGTACGGATTGTCTATGTCTTTTAGCACCAAATCCTCAAGCAACGGGCAATTAGAGATCAAA

>rnd-1_family-652#LTR/Copia ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

AAAAGGAAAGGAGAAGGTCGTGGAGGAGGCTCCTAGGAGACGACCTACTACTAGGTCTGCTGCTCGAAAGTTGATGGCCGATGCCTTGAAGGCNAGCGCACGNTCTACTGCTGCAGTCAGAAGTGCGCGAACCTTCAAGGTATCGAATTTTAAAATACCTGAAGANAAATTGGTTGAGTTGTCTGNTGAAGAGGTCGAAAAGAAAAATAAGAAGAAGAAGTCAGAGAAGAAAAAGGGAAAGGGTTCAAAGAAGGTTGAAAANNCAAAGTCAAAAGAGAAGAGTTCTGAAGGAAAAAGGAAGAGGTCACAGGGACCTGGTNCCCAAGCCAGGAGAGATGAGAATGTCAACATGCAGGAAGTTGTTGACAGCCTGAGAAAGCAAGCCGTCCTGGCTGGAAGAGTTTTTGATATGGGGATNATNACTCTTCCCGGCATGGACTCTCTNCATGACATGGTGGAGATCCAATCATGGNTGCACCTGTTCAACAAGAAATCCCCCATCCTCCATGAAGAAGAAGTGCGTGAATTCTATTACAACGTTCAATTCGAGGAAGATGGGAGTATCCTCACACGGGTGAACGATATTGCNGTNCGTCTGGATGAGGANNTGTTGGGCAAAATTCTCAGGGTGCCTAGAGAGGGGACCCGGTCTGTGCTGGGNAAAACTTGCTCTNCTGAGTTTGCGTCCNTGATTTCTAAGACTCCCACAACCAAGGTTGCTGGGATCTATAAGAAGATCATGAAGAGTGAGTATCAGTTGGTCTTCGAGTTCGTCAACAAAGTTCTCCTTCCTCGNACTGAAAAGAGGACACTTGCTACTGCTGCTGACTTGTTCGTGATGGAGATGTTGTGCAGCTTCGAAGCTCTGAATCTTCCTAGTCTCATGCTTGAGCACATNCACAAAACNGTCATTGAGAGGAAAGGNGTACATGGAATGGGNTACGGATACTTTCTCACTGAAGTATTCAAGCACTTTCAGATTCCTCTCGGCGTTGGNAAGGTTGGGACGGTTAAACAAACTATCTCCGAGAATACCTTGNTTGAATGTGAGTGTATTGAAGGGAGAGGCTTACCAAAGAGCAAGATGGCTCAACTCGTCGAGGACCAGGATCAGCTTAAGCATGAGGTTGAGGAACTCACTGTGCGGTTGAGTGGTAAAGAGGCTGAAATTGCTATACTCAAAGCAGAACTGCTTACTGCACAGAGTGAGGGACCTGGTTCTTCNGTNGTACAAGCTCTGGAGAAAGAGAACAATGAGTTGAAGGCGAAGATNACTGCCCTGCAAGAAAAGGCNATCAAGGATAATGATGCTGCCAATGCACGACTCACTCTCGTTATCCAGTCCCTNTCTCAAACTCCTCCCTCTTCCTAGNCTGTCAANCAATCCTTCCCTGTGTCTTTTTTTTTGTGTGGCTTATCNTCGTGTTGNTGGATTTTCAGTTTGTCTTTAATGTATTTAATGTTATNATGGCATGCTGGTTANCTTATTCCTTTGCTGTTCTNNCTATNNTCTTTTGCGAATGCTTTTCCTCTACTGTTTGATTGCTTATTAGCTCTGATCTTGTTCGGTATTNNTGTTGACATCANTGGTTTACTGCATATCTTTTTTATGATGCCAAAAGGGGGAAGTAAA

>rnd-1_family-653#LTR/Gypsy ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

TTTTGGGCAGATTTTTCCTTAAATAGATTTCCCTCTTTTATTAGGACTTTNTTATTATAAATANTNCNAAAAACCTCGTTTTTGGGGTTAGACTCTTGGNTANTTTTCAGTT

>rnd-1_family-654#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

CCCAAATTTTTAGTGACGTGGCAAGCCACGTGGGACTAATCCCTCCACCTAAGCGTTGCCAACTAGGATTCACTACAAAAGAACTAGACCTTTAGCGGCGACAAAGTCGCCACAAAATCCCAAAATATCGTCACTAAAGGTTTTTAACATTAAATTCTAATTTTGTGTTTTTTTTTCGTTATTTTAAAAAAACGAAAATGATATCGATTAAGTAGGAGTTTGAAGACACTGTATGTTTTATTTTTATGTCATATGTAAATGTATAAAATGTACAATGATGCATTATATAGTAGGAGATGTGAATCGAGAAGTAATTT

>rnd-1_family-655#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

CTCCCCCACTTAGGGTAAAGCCATCTTCAAGGCCTCATACTTCAAAGCACCATTATGCCTCTCACAAGGTAGGAACTCACACTACCCTCAACTCATGCACATCAAGACTAAACATCAACCTTACAAGTTAAGCATAACACTTTCCTCTTNGGATTCAAGCCTAGACAAACTCTCTTAAACATCACCTCATTCAACTCTTAGGCATCACTTAACTCAATTTCATGGAACAAAACTTCCTCACTAGATATTCATACCACATTTCCATCTTAGTGTAAGCCTACACCACAACATCCA

>rnd-1_family-656#Unknown ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

ATGTTTCTAAAATGACAACCATGTTTCTAGTTTATTTCATCAANTATACNAAAAATAAAATTNATTTTTTTAGCAAAAGGACTTGCCCATAGTCACAAATCATGAGCTCTCCTCCATCTTTACATTGAAAACACCAATCTTCTACAAGTTCTTCTTTGTTGAAAATCTTNTTGCCCCTCTTCGTCGCAATTTGTAGTAGATGAGTTTCTTGAAATTGAATTACCNGAGACCCACTTCACTATAATCAAGAAAATTCTCATGTTTAGTTNAGATGATCAAAACTAAAATGCAGATATGACAATTATTAGTGTAATTTTTTCCCTTTTAGAAAAAATAGCAGAAAAATATATNCATTAAACAAACAAAGAAAATCAAAGCTTGATGATTAGCCCGGAGAATAAAATACCCATTAAACAAAGCACAACAGAAAAGCANGTTTTCTTAACACAAAATTCTGAAGAAATACCAAGAATCATAACAAATTATAGATTTTCAAACACTTCTAGCACCCATTGACCTAAAAACATGAATGTCGTTTTGATCAATCGAAATATGTCATACAAACCAAACAATAAAAAAATCAGCATCACTAGTCCAACCTAGACGNAAATCGCTACCTTCTATAATAGAAAGTTGAATTTTTGTTTAGCGATAACATGAACCATAGAAGAGAAGAATTGTGGTAATGAAGAAAAGAGAGAATTGGGGGCCGCGTAACGAAAAAAGAGAGGATTGTTGAGTGTGTGTCAACAATTCATAAGTAACTGATTGTTGTATCCAAGAAAAGATTCCTCCAATCAA

>rnd-1_family-657#DNA/hAT-Ac ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

AACCGGGATGAACCGGTACCGGTACACCGGTACGAAACCNCGGTTCCGTCCCGTTCCGTGTACCGGTTCAGACTATCCCGTCCCGTCCCGTAGGCAACCGAAACGGGACGAACCG

>rnd-1_family-647#Unknown ( RepeatScout Family Size = 34 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

TTTCATCATTTTCATATTATGGAGATTATGGGGCATTGATTAGCCATTATGTTTTACTCCCCTTTATTGGCATAATATAAGAAGTCATTATAAGCCAATCTTTATTTGGCTNTGCCCATTATTTGCTGAAACTTGCATGAGTGTGAAGATATTGGA

>rnd-1_family-658#DNA ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

AGAAAATGGTCAAAAGCCCCCCAACCTATACCCGAANTTCCAACTACACACTCCAACTTCACGGGNGTCCTAT

>rnd-1_family-659#LTR/Gypsy ( RepeatScout Family Size = 33 Final Multiple Alignment Size (possibly truncated)  = 31 Localized to 1063 out of 13 contigs )

TTGTTATAGTAATTTTGCTTAGTCTTGTTTAGTTTCTACCCTTATACCCGTTACTTGTCGTTCTGGGTTACGGGTTGGCTTACCTACTGGTGGGNTATAGTAGGTGCCATCACGACTCGNGAAATCGGGTCGTGACA

>rnd-1_family-660#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 1063 out of 13 contigs )

TTCTTTTTCCTTGCGAATTTCGCCGGNCCCCAGCCCCCATTTCGAACCCCGCCTTCAACATTCCTTTTTANTTATTTTATCAAGGCATGTNTTGGTGAGGTCTCGGGTTCGATCCCCGCNGACCTCACCTATTTTTTTTAATTCGTTTTTCGCTCAAAATTTCCAGAATCCGTCTAAAACCTATTTCCAGATTCTGGAANTTTATTCCACGATTTTTCACATCCTTTTTACGGGTTANTTTAGCATTTCTTTCTTATACGTTCGTTAGGGTTCTTAAGACAAGTTTAGGGGGATGATTTGGTCATTTGTTTAACTAGAATTTATAGCCTTTCAACCATGTGAATATCACGAAT

>rnd-1_family-661#LTR/Gypsy ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 1063 out of 13 contigs )

AAAAATTATAACGCACAGAAAAGTAAAGAAAAGAATGTAACATACATGATTCCACAAGTATAAGCAAAGGTGGTCTCTAATCCTTATATATTGGTATTTGGTTTCACTTGAGCTCTCATTTTACATATGGTTGTATTATGCCTTACATACTCAGTACATTNTCTCGTACTGACGTCCCTTNCTCGGGGCGCTGCGTTTCATGCCCGCAGGTACANGT

>rnd-1_family-662#DNA/MULE-MuDR ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 1063 out of 13 contigs )

TAATTCACTTCAAAGATGTTAAGGGGGTATTTAAACGCCCGTATAGTTNAAGTACTAAAGTAAGTTTTNCTGCCAAGTT

>rnd-1_family-664#LTR/Gypsy ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 1063 out of 13 contigs )

TATTTTNTATAAAGTTTTACNCAGCAACAGCAGAGATACTATATGACGAAATNAAACCNACGATACAAGTTATAAAGATNGGATTAACNAGAGAAATGATAATACCAGAAGANATAGANACACAAGAAGAGATACAAAAGGTGGATATCCCAGANTTTTATGCAAACAAAAGAACNATCGGGATANCNACTATANTANANGAGTTAGCNAACAATTATCTAAACGGAAATGCNATNTGGAGCTATTACAACAGAGATCAGNCAATGATATACTCCAATTGCAGAGAGATAAGAANAGCAGATATGGAAGAAGTACGACAATGGATATTANCCTTGCTAAAGCCAGAACAAACACCTACGACAAGAGCTATNAGAAAAGATTTCATTTCTCAAGAATTAATGACAAGATATTGCAAACTAATTGGACANAAATATCCGGACCATATATGTTCAAAATGCGACGGAGAAGATAACTATGTCCCAGACGTACAACTGGAATAAACTAAGAAGAAGA

>rnd-1_family-665#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 1063 out of 13 contigs )

GATGTTATCGCTAGAAATAAAAATTCAGCTTTCTATTGAAGAATGTAGCGATTTGCGTCTANGTTGGACCAGTAATGCTGATGTTTTTCTTGTTTTATTTTGTATGACATNTTTCGGTTGATCCAAANGACATTCATAATTTTTTAGGTCAATGGGTGCTAGAAGTGTTTGAAAATCTATAATTTTTTTATGATTCTTGGGATTTCTTCAGAATTTTGTGTTAAGAAAACCTGCTTTTCTATTGTGTTTGTTTAATGGGTANTTTATTCTCCGGGCTAATCATCAAGCTTTGATTTTCTTTGTTTGTTAATCTATATATATTTTTCTGCTATTTTTTCTAAAAGGGAAAAAATTACACTAATAATTGTCATATCTGCATTTTAGTTTTGATCATCTGAACTAAACATGAGAATTTTCTTGATTATAGTGAAGTGGTCTCTGGTAATTCAATTTCAAGAAACTCATCTACTACAAATTGCGACGAAGAGGGGCAANAAGATTTTCAACAAAGAAGAACTTGTAGAAGATTGGTGTTTTCAATGTAAAGATGGAGGAGAGCTCATGATTTGTGACTATGGGCAAGTCCTTTTGCTAAGAAAATCAATTTTATNTTTGGTATANTTGATGAAATAAACTAGAAACATGTTTCTAAAATGACAACCATGTTTCTA

>rnd-1_family-667#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 1063 out of 13 contigs )

TGTTGCTGCTNTTCAACTCCTAGAGTTCATNCTCTTATTCACTCCACTACAGTNTACAGGTATGTCGTTCTNATCNGCTCAGATTAATTCTCGTTAATTTNCNTGATTACGATGATGTATAACTGTGTGGGTCTTGAATTTNGGACNACGTTGCATGCTAAAACTTTCGAAAATTGGGTCCTATGTCCCTTAGAACGATGGAAAGTGAATGGGNTGGGGGTGTANTGTTAACAATTGGCGTGTGTTTGCATGATTGTGTTTCTGACCTAGGGNTTGATAGTCTTCGAAAATGCATGTTAAAACTNGAAAAATCGATGCCTAGCGAATGATGGNATGCTGGGTAAATGTTTGGGAAACTTAGGTTTATAAGTATACTTCGAATTAGTAANATAGGGGATCCAANTATGGCTTNCCAAAATTCTGTCNCTGAANGACAGNACGAGACCCCGTCGAC

>rnd-1_family-668#LTR/Gypsy ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 30 Localized to 1063 out of 13 contigs )

ACTCATACACTCATTCACTCTCAATCACAAGTTCTCTCATCACTCTTCCTTCTCTCATTGCTCTCTTGCTACTCTAAAATACATTAAGATTCCGGTAAACATTCAAGTGTTCTTCTTCGCTACTTTGCTACTTTGCTTTTGTTCGAGTAAAGGTTGGATCAACTTGTTTTTCTTCATTGCTACCATTCCTAATCTGCTTAACCGGTTAGTATTCAATTAACATTTACACTATTTTTGCATTCACACATTTGTGTAAGCTCATTGTTCTATTCCTTTGTTATGTANAATTCGTCGTTAAACAATTGCATATTGTCTCACCTTGACTAATAAATGTGATTACTTGTGTAGTTATTTGATTGCTTTGACAGGTTTCAAACTTGAAGTTCAAGTTGAAGATTAACCGTGAAGAAAGATTTATTTGTTTATTTGAATCTATATTTTTTCT

>rnd-1_family-670#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

ACACTCATTCACTCTCAATCGCAAGTTCTCTCATCACTCTTCCTTCTCTCATTGCTCTCTTGCTACTCTAACAATACATTAAGATTCCGGTAAACATTCAAGTGTTCTTCTTCGCTACTTTGCTACTTTGCTTTTGTTCGAGTAAAGGTTGGATCAACTTGTTTTGCTTAACCGGTTAGTATTCTTAACATTTACACTATTTTTGCATTCATACATTTGTGTAAGCTCATTGTTCTATTCTTTTTNTATGTATAATTCGTCGTTAAACAATTGCATATTGTCTCACCTTGACTAATAAATGTGATTACTTGTGTAGTTATTTGATTGCTTTGACAGGTTTCAAACTTGAAGTTCAAGTTGAAGATTAACCGTGAAGAAAGATTTATTTGTTTATTTGAATNTATAT

>rnd-1_family-671#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

GGGAAAATTTCATATATGGCAAACTTATTTNATGAAATAACATTATATGGGTATAGTTTACNTAATTACATTCTATGGGTATAGTTTAGTTATGTTAGGTANCTTTAATTTTGTATANAACGTTTTTTTGTTTTTAATTTATACAATTTTATTTTAAAAAGTGATTTGTAACNGTAGCGCTAAATATGGTAACAATAAATTTANATAATNCCATAATTTAAGGTAAACGTTCCTTTTTTAAGGTAAACGTTCAAATTCAA

>rnd-1_family-663#LTR/Gypsy ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

CCTAAGAAGCACGACACCTACAAGTCCGACGGCAAGAAGTTCGGACGCCGTGGCGACACGGAGAGAAAGACGGAGGCCGNCAAAGGAGATGGTTGCTACATATGCGGTGGGCCGCACGGCTATGCNAGGTGCCCCGAGNTGAAGAGCCTTGGTGCTATCCTNCGNGAGCGGAAGGAGAAGGAAGCACAAGAGCAAGGNCAAGGCGCGGANACGACGCAGTTGGGCTTGGTAGGACTATGCGGAGCTATCGCNAAGCAACCAGAGAAGCCGAGAGANTNCGGCGCGCAATATGTCGACATCACGATCAATGGAAGACCCGCTCGTGCTATGGTCGACACGGGTGCGGAGGCCAATATCATGACCAAGACGGCGGCGACGAGGTTGGGGCTGCGTTACAGTCCAAGTAACGCCCGACTCAGGACGGTCAATGCACCACCGACTCCCGTGNGCGGAGTCGCGCATGGAGTAAGCATCACGCTAGGCGAGTGGCAAGGTAAGACCAACTTCACCGTCGCTCCTTTAGATCTCTTTGATATNATTCTTGGGCAGGAGTTCTTCCAGNCGTGCCACGCGGTGATCGATCCTTACCTCCAACGACTCATGGTCATGGAGCGAGGAGG

>rnd-1_family-673#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

TTTATTTGTTAAAATTGGCCGATGAAGAAATTACCGTCGATTTCCAAGGCCTCCCATGTTAATAAGACGGATTTTTATTTTTAAGTTATTATTTGATTTATTCATTTTTATTCATATTTATTTATTACTAACACTTTTACTAAGTGTNTTTACAGGTAC

>rnd-1_family-674#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

AAAGTCAAGTTTGACATGTCTAAAAGTCCAAATAAGTATGGGGGTGTTTTGGTAACTTNGGGAGACGGTTATAAACTGTTTTTANGACCTATTTAACCCCTTT

>rnd-1_family-675#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

TAGACGTAATATCGTAAACCACAGGGGAGGTGAGTGTTATAGAGCGAAACCTGGAGGGAGGTCTCTGAAATT

>rnd-1_family-676#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

TCAGATAGACCTCCAAGCGTCAGACTCAAAGAAGTTCGTTAAGCCTGACGTGACATGACTTGGCAGTGACCTTTTCAAGATACTATTTCTTAAAAATTTCTNTTTCTCTTAAATTTTCCCTTTTATGTTTCATTTGTTTTGGCATAAAATATTTTGTCTTATCTATCAAGAGTCGGGAGATCGGGAAATCAACCGGAGATAGCAAGACAAGGAGCAAACAACCGAAGAAATCGACACAGATCAGTTCGTTTTAAAACTAACAATTTTTCTGTGGACGCAGGTTTATAGCTTTGCTTCGAAATCGGCCGAATTCTTCCGATCGATGAATACGGAGAAGTCAAAAGAGGAGAAAACTATCCCCAAAATCGGCGATTTTATNGAAAGCAGGAAGCATTTTATATCGCTTATGTCAGGAGACTTGGGAATGTGANTTGTTTATTTCAATCAATTCCCAACAACGTGAAATTTACAAAGAACGTCCGGCCAGATTCAAAGGTGAATCAAACGAGAATCTCAACGAAGATTTCACGATTTCCGTAAAGGACGCCATTTGCATCGCGTTATC

>rnd-1_family-677#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

ATGTAGTGGTTAGATGATGAGACCTTTGAGAGTCTTTAGTCTCCATGAGATAGACTTTGGTGAGAAAGTATTAGTAAGGTTTAAGGTGCCTTGAGGGAGTTCCTTGTAGTAGATGTTATGTTGACCTTAGAATGGGTTTCTCCTAAGTGGGGGAGTATGGTGAAGAGTANGGTTGTTGGGAGTGAAGTACCCTTANCTTTTCCTTATGTGTTTATTCAAGCCTAA

>rnd-1_family-678#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

TTGAAGATTAACCCTAGCTCACGCTATATAAAGGGTANTATATCCCTTAGAGAGGCATCTCGAAAATTTCATAAATTCATGGAATATTTACAAAGAGATCAAGATGTGGGCGGACTCTTCTTGACAACCAAATACTTCAAGAAAGTCCACAAAATCCTCTTTACATGGAGATCAAATAAAATTCATTTTAGGTGCAAATTATCCTACAGAAGAATCAAGAAAGGGACAAA

>rnd-1_family-679#Unknown ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

TCCTCATTTCATTTTTCTCTTCTCATTTCCTATTCACACTTTGCTAAAACCCAATTTACTACCCCGTAATCTTCCTATTCATTGCAAGGAAGAATTTCTCCCCTATAAATAGTGATGGTCTTACTTTGTTAGCAGAACGTTGAGAGTAATTGTCTTTTGTTTAGAAAAT

>rnd-1_family-669#Unknown ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 29 Localized to 1063 out of 13 contigs )

ACAATCATAGCATAAGCTTGATTNACANTNGGNANTGGANTCATCATCAGAATCTGACTTCTNGCCTGATCATANGACTCATTCAGNCCCATNAGAAATTG

>rnd-1_family-680#DNA/CMC-EnSpm ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 1063 out of 13 contigs )

CCACACTTATTCTGGACAACGCTTGTAAAGTGTTGCCTAAAGTANTTTTGGGAACGCTTTTAAAGCGTAGCCAAAATTTTTAACTTTTAGCTACGATAATNTTGGCAACACTTNAAAAGCGTACTCTTTAATAGTATAGGCTACACTTTATAAGCGTTGTCANAATATGATATAATTGGCAACACCTATTTACATATATGGCCACACTTCTAAA

>rnd-1_family-681#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 1063 out of 13 contigs )

GAGCTAGGATTAGTCTTCAAGAATCCTAACTGAAATTGGACTCATCTTGTAGAGTCCCACAAAATTTTAATGTCTACAAATGTCGAGTCTCTGTCTCATGAAGAAACTGATTTCTTTTTTNAATAACCTTTCTGGGCGCATAGTTCACTTAACTCTCTTATTGGTCGGAGTTTTATTGTTTGAGGTGTAATCAACGGTTCCACGAGAGGTCTTA

>rnd-1_family-682#LTR/Gypsy ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 1063 out of 13 contigs )

TTAACATTTACACTATTTTTGCATTCACACATTTGTGTAAGCTCATTGTTCTATTCCTTTGTTATGTANAATTCGTCGTTAAACAATTGCATATTGTCTCACCTTGACTAATAAATGTGATTACTTGTGTAGTTATTTGATTGCTTTGACAGGTTTCAAACTTGAAGTTCAAGTTGAAGATTAACCTGAAGAAAGATTTATTTGTTTATTTGAATCTATATTTTTTCTTTCTTATTTTATTTATTCGAATGTTGTAACATTTGTAACTCTAAAGATCACATATATAAATTTATTTGGGGGATCGTCTAGGGGAGGGGGATTTACATGCTACTTGTTCATTGTAATTTTTAAGTTAGAAATCATGCCTATAGGTTTGTCTTTAACCACCTAGAATTATTGTTTGTAGGTGTTATAATCTAACCAATTTTCAATTTGCTTGACGCTTTTGTTAATAAGTCTAAAAAATAATAAACTAGATTCCGTTAATTTTTGAATGTTAAAATCAAATCATAATAATTTAGTAGGCTGATTAGGTGTTTTAAAAATGTTATAACTTTTT

>rnd-1_family-683#LTR/Gypsy ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 1063 out of 13 contigs )

CCTATTGAAATATACTTAGCAGATGATAGAATTATACACCCTATAGAAAAAAGCGTAATTAGTGCAGTAAAAGGAAACTTAATATACCAAAAATTTAAATTTATAATAAGTGCCAATTATACAGTAGCATTAACAGATAGAAATATAGATAAATCATTAGTATTATATTGGAAAATGTCNGGAATAGAGTTAGCACCAGGAAGTAAAATATTTACAGCAAGATGTAAAAACCTATATATATTAACAACAAAACATAAAATAACAGCAAGAAATAAAATTGATAAAATAAAAATAGAAAATCCTTTTGAAAAAATAATTACTGTAATAGACAATAATGACTATAGCTATAAAGAAATTGACATAGAAGAAGATTTAGAAATNGTAAAAGAAAGATTAAGTACTTCAAGCGTACCAAATACGTTAACGAGAGCTACCTCATCAAGAATGAGTACATCTAAAAGAAACTATGAAATCTCACAAAACTTATTAGATAAGGAAGAAATAACACCATATCATTATTTTATAACAGGAATAAT

>rnd-1_family-684#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 1063 out of 13 contigs )

TAGAAACATAGGCTATTCATGTTCAAATCTTCATACATTGATCCTCATGGA

>rnd-1_family-685#Unknown ( RepeatScout Family Size = 30 Final Multiple Alignment Size (possibly truncated)  = 28 Localized to 1063 out of 13 contigs )

TTTTGCTTACTTAGTTCACTTTGAACTTACATTTCTTCTTCTTTGATCTCATGTTCACTTTGAACATGCTAGGTTGACTTAGGATATTCTT

>rnd-1_family-686#LTR/Caulimovirus ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

AAAGACCAAGACCAAGTTACTCCCAGAATATGATAAGTAATAATTTTTTATCAAGAATATTAAATAGAAAGACAAAGGAAGAAAATAATCAACAATTAGAAGAAATAATAGATACAGATAAAGATATACAAATCTTCCAACAAAATCAATTAAATTTATTGAATCCAAAAGTTTTATATAATACAAACTCAAAATCTCAACTATATAGACATTATAGAGAAGAACAATTATCAGTATTAGGAAAAANCTCTGTATCTTTACCACTCATAAACTCTGAATCTGTAAAAGAAATAAAACATGTTAAAAAAGACTTAATGCATATAGGATTAATAGTTATAGGAATTAAAGGATTAACTAGAAAAAACTTAGGAACAAAGACATTAATTACAATATATGATAATAGATGGTCAGACATAAAAAAGGCAATTATAGGATTAACAGAAGTAGATATGACTAATAATGGAGGAATTTTCTACATAAGTCCAGATTTTATGATGAATTTAAATGAATTCGGAAACCAAATAAGAATAGGAATACAAACTAAAGGATACGAAGAAATGCATAGTGGAAAGAATTTATTAATGTGTGTAGGATTTTTAGGAAAAATGACAGATAATAGTAACACTAGATTTAAATTACAAATAAAAGACGTAGTAGAAGTAATGGGAAATAAAGGGATAAAATTAATAAAACCTATAAAAATAAGTCCTGAAGAATATGCAGGATTAGAATGGAAATTAGGAGATTTTAAAGAAAAAGAAGCATTAATACCAGATGCTCATTTAATATATACAAATTCTAAAGGAGAACCTTCAATTAGATTTACAGATTATAATTACGAAGCTCAAAAAGACTTCGAAGAAGAAAGTGTCGTAGAAGAAATGCCTTTAGAAGGAATGAATATAGAAATAATATTAGAAGAAGATTTTGCAGTAGATTTAGCTATAGAAAAAGCTAAAGAAATAAGTAAAAATAATAAGAATAGACTATTTACATGTAAAGGATGTAAATTAAAAGACTTAAATTTAGAACAAACAATATCTCATTTTAAAATATGTGAACAAAGAACCGATAATAAAGGATATAGATTAGAAAAGAGTTTACAAGATAAATTAGAAAAAAGTAATAATATAATGACACAAATACAAGATAACGATAGTGAAATATCTGAGTTAGAATCTATACTAAGTCAAAAAGAATTAATGGAAACAGCAAGTTCTAGTAGTCCATTCCAAAGAACAAATGAACAAGGATATACTGCAGACAATAGCACAGGAAATATACCACGTAGAAGAGTATATAGACAAGGAGATACTCCAATAACAGAAGTTAAACCTATGGGAAAAAGAATGCCTATAGAAGAACCAATAATACTCCAAGAAGGAGGAAGTAAAGGAAAAATTTTAAATATAGCGGCACATGATCCACAAAGATGGAATTCAGTAATAGACTTATGGAAAGGAATAGTAGTAGCAGATTTTATAAAAAATTATACAGAAACTGATGCTGAAACCATGTATAAATACTTAGAAACATTCCTAGGAGAATCAACTAAAGCTCTATGGGAAGCTTATAAAGTAGAATTCCCATCAGAATTTCAGTATTTAGTATCGTTAGGACCAAACCCATATAATTTTACAAATAAAATACATACATTAATAACAGGAGAAGACCCAAATAGTGGATTAGTAGCCTTACAACGAAATGCAGTAATAAAATTAGAACAATTAAGTATAAGTAATTGGTATTATATAAAGAAATTTTTAAATGATTATTTCTATTATTGTACAATTAGTGGAAATGCCTTTGACCAAGACCTAGGTAAAAAATTATTTAACAAACTACCAGGAGCTTTAGGAAGAGAAATAGAAGAAAGATGGACTAAAAGAGAAGGAGTAGCACAAAACCCTCAAGCAAAATGGTCAATAGGACATAGAATACAACATATAATGGAAATATTACAAGAAAAATGTACTAATTTACAAATACAAAAACAATTAAAGCAAAATGAAATGAATTTCTGTAAAGACATAATATATACAACCCAAAATTATGATAAAAATCAATATAAAAAGAAAAAGTATAAGAAATATAACCCACAAAACGATAAGAGATATAATAAAAAAGGATATTTTCTTAGAAAATCTTCAGCTAGAAAACCATATTTGAATAGGGATAGACATGTTAGAAAATATAGAACGGATAGAAATTATAAAAATAAATTAGAATGTTTTACATGTGGAAGTATAGAACATTTAGCAAATACTTGTCCTAAAAGATATAATGCTAAGACTAGAAACGCTCAATTAGTAGAAGAATTTAACGAAGCATTATTAAATGTAGATGAATATATGTCAGATAATGAAAGCATCTACTCTATAGTAAGTATTGATATAGATGAGAATAACAAAGAAGAAGATTCTTCTAATTCAGAAGGAGAAGAATTAATTAATGAAATAGGAATAGAAAATTTAAATATAGATGACCTAAAAATTAATTTTATGAATATAATAGAATGTGAACATAATTTTGAAAAAGATACAGGATTAGATAGTAATCCATGTAATTGGTGTAAATGGTATCCAAGTAAATATAAAAGAGCTAAATGTAATAAATGTTTTATAGAAGGATGTATAAGTTGTATAGAAACACAATTAGGAATAATAACTCAGAAAAGGAAAGAGGTACATACAAATGAACCTCTAATAAATTTAAAAGTATTAGTATTAGAAGCAAAAGTTAAAGAATTAGAAGAAAGAATAGTAAGATTAGAAAAAGGAAAAAATATTGAACAAGAACTA

>rnd-1_family-672#LTR/Gypsy ( RepeatScout Family Size = 31 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

TTTAGGCCTGAATTGGTTCTCGTGATCAAAGANGAAGTCANCAAGCAGATAGAGGCTCGATTNGTCGAAGTNACCAATACCCNACNTGGNTNGCNAATGTCGTTCCGGTCGCCAAGAAAGACGGNAAAATCAGAGTTTGCGTCGATTATAGAGATCTCAACAANGCNAGTCCAAAGGATAATTTTCCNTTGCCGAACATCCATATNCTGATTGACAACTGTGCCAAACACGAGATGCAGTCATTTGTGGATTGTTACGCGGGNTATCACCAAAT

>rnd-1_family-687#DNA/hAT-Ac ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

TCTAACATGGTTCAAGGANNATTAAATCCTTCTAACCCCGCTGGTCCAATNACACAACGTAAATATAGTAAGGAAANAGATCGTGAAGANTTAGCTAAAATGATTTNTGTTATGTGGTTTGCCNTTTAGTTTTGCTNAAAATCCCGGTTTTATNCATTATATTCAAAAANTATATAATCCGGATTTTAAAGGTTTTNCAAGAAATACGATNAAAAGNGATGTTTTTGANTATCAAGNANAACATTNTCAATATCTTCGTTGTTTATTTAGCATATTAGATAGTAGAGTNGCTATT

>rnd-1_family-688#LTR/Gypsy ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

TTTAAAATGACGCGTACATCCTTCGAATCGCTAGGCCTACCCTTGGCACAAAAGGGTCACATGCATGTTTAGGACGCGAATATATGTGTGTTTAANTGCTTATGTGTTATGTTGCTNTGAATGAGGATATCGTAAACCCACTCCTNTCCAAAATTCCAAAGAATATACAGAAGCCACTATTACAAAATGTCCGACCAAAATTCCCGAGTCTCAAGTTTCTCACTCAAAA

>rnd-1_family-603#LTR/Copia ( RepeatScout Family Size = 41 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

TCAACAAAATGGAGTGGTGGAAAGAAAGAACAGAACCTTGGTGAACATTGCCAGAACCATGATTATTGAATCAAATCTTCCTCAAAGTTTCTGGGCTGAAGCNGTNAACACNGCATGTCATGTTACCAACAGGTGTCTGATAAGGNCTGTNTTGAANAAGACTCCNTATGAACTGCTCAACGACAGGAAGCCAACGCTGAGCTATCTTAGAGCNTTTGGATGCAAATGTTTCGTGCTGAACAATGGNAAGGACGATCTGGGAAAATTTGATCCCAGAAGTGACGAAGGAGTATTTGTTGGATATTCTTCATCNAGCAAAGCCTACAGAGTNTTCAACAAAAGAACNCAATGCATTGAAGAAAGCGTTCATGTTGTNTTTGATGAAAATGGAAGCTTGAAGAATGATGGATCAAATGATGATGATGATGTACCCAGA

>rnd-1_family-689#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

TAATATCCATACATTAAAAATAATGGAAAAATAGGTTCTTAAAAAATATTAGCAATATTCCAACATGAATTTGATTATTTGTCATTATCACATAACTCAAGAACCTCTAATGAATGAATTATTCACGAAATAATAAATCATTGGTTCTTTAATCAACATTAAAAGGAAAATAAAGAAGAAAATAAGAATATATATACAAAGGCATTTCGTAATAAAAAGAAACATTTAAGTTGCATAGATTATACAATTGTGATATATGTCTTAGGAGAAAATTCAAAAATTTGTTAACATATTCAAAAAAGAAATTACGCTTGAACATGAAAGCAATTATAACTTTTGAACTTGCATAATGAATTTCTTCAATTGATAAGTGAGAAATTTCATATCTATGTAAAAATAGATAATATGTAAGCTTATATATA

>rnd-1_family-691#LTR/Gypsy ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

TAGTAGAAGGAGACTATTAGAGAGTTCGATTTATTTAGGCTTTCTGTTGAAGTAGCGTCAATATATGTTATAGTGATGATACCTGTTGACACCCAATTTTGACCCTCCACGATATNGATTAATTTTCGAGCTTCTTAAATTTCGAACGATTNGAAATAATAGTTTTTGAAAATNAAAAATACTTTCAAGATTATCTTCCAAACACTTTTTGCCATTTTTTCATATGGATTATATATCTTTATACTTAAAATATATAGATTTATATAATTTTTC

>rnd-1_family-692#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

CTCAANCATCATCATTCCTCTAAGTCTAACACCTAAAGGAAATCCATAACAATCAAGTTAGGTCATACTACCCAACCACATAAGGCCTCAACTA

>rnd-1_family-693#Unknown ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 27 Localized to 1063 out of 13 contigs )

TCACCTTTGGTGGAANCTTCCAACCAACCATGCCTAGGTACAATCTAAGCACTTCCTCAAATGACCATACTTAAGATCAATCTTAAAAGACAACTAACCACTTCAAAGTAGGTCAACATCAATTCTCTTCTTCT

>rnd-1_family-694#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

GAAGAAACTCGAAGAAGCATCACCCAATTTGGGATTCNTGAGTTGATGTTTATTTCGAAGTTATGTTGTGTGTTGAATTTCCTTAGGCGAGCTTGAAGCATTGAGTGGAAACTTACTTTTTGTCTGGTTAGTAGGAATTTCTTGTCTGCTAAGGGATTAGTCCAAGTTA

>rnd-1_family-695#LTR/Gypsy ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

TGTCACGTCCCGCCACATCNTAGTTAAATTTTGCGTCCGGATAGGGGCGGAAGGGTCTAGAGTTGTGGAGAGGTTTGCGGAGAACTCTAGAACCTTCTAGATTAATCAAGAAGGCTAGAGAATTC

>rnd-1_family-696#LTR/Gypsy ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

AGAAGGATGTATAAGTTGTATAGAAACACAATTAGGAATAATAACTCAGAAAAGGAAAGAGGTACATACAAATGAACCTCTAATAAATTTAAAAGTATTAGTATTAGAAGCAAAAGTTAAAGAATTAGAAGAAAGAATAGTAAGATTAGAAAAAGGAAAAAATATTGAACAAGAACTACAACTAGATAATCAAGAATTAATGAATGAAGAATCTAATACTTTAATATGTAATGAAGATAAAAATATAAATACTGTTAAAATATTAGCAAAACTTCAAATTGGAAAATATGAAATAGAGACTTTAGCATTAATAGATTCAGGATGTACCAAAAGTATTTTAAATAAAAAAATTGTACCTCCAGAATTAATAAAAACTTTAGAAAAACCACTTGCAGCTATGCAAATGGATGGAACACATAATATATATAGATACTACATAGATAAAGCACAAATAAGTTTTTTAAATACTTGTTCAGAATTCTATAAACCTACCTATAAGATGGATAAAATATGGGTAAGAGATTTAGATATAAGAGTAGATTTTGTGTTAGGACTAGATTTTATACTACGCAATAAAGGAGGAACTTTAATAACGAAAGACGGGATACTTTTCATGAAAAATATTACTTATACTTCGGTTTTAACTAATAAAATTGACACTAAAGTAAGACATAAAGAAAAATGTTGCGANAATTGTGAAAATAATATACAATGTACTAAAACGGAATGTAATACATTATACGAAAATATACTAGAAATAGATAAAGAAGATGAGATAGTTAATAAAAACTATGTTCTAATAGAAATGGAAACAGAGTTATATAATTTTAAGACAGGAATTCAGAAAATAGGACAAATAAAAAACCAACGAGATCTAGATAATATAGTAAAAATTTTAGATCAAATAGAAATAATAGGAGAAAAGCCTTTAAAACATTGGGAAAATAATCATGAAGTATGTAAGTTAGATATAATAAACCCAGAATATATAATAAAAACAGCCTCAATAGAAGCTACAAATCAAGATCTAGAAGATTTTAGAATACAAATTAAAGAACTATTAGAATTAGGAGTAATAAGAAGATCTACTTCAAAACATAGATCNGCAGCATTTATGGTAAGAAATCATAGTGAAATAGTTAGAGGAAAAGCTAGAATGGTTATAAACTACAAAAGACTAAATGATAATACTAGAACAGACGGTTATAAATTACCAGATAAAACAGAATTAATAAATAGAATNCAAGGAAAAACAATTTTTAGTAAATTCGATTGTAAGTCAGGATATTGGCAGATAAAAATGCATCCAGATAGTATAGAATGGACAGCTTTTACCTGCCCCGAAGGACATTTTGAATGGTTAGTTATGCCATTCGGGTTAAAAACGGCACCTCCAATNTTCCAAAGAAAAATGGATAAAATATTTGGAGAATATAAAAAATTTGTTTTAGTATATGTAGATGATATTCTAGTATTTAGTAAAGATATAAAAGAACACTTAGGACATTTACAAACAGTTTTTAGGTTATTTGTTAATAATGGAATAATAATTAGNAAAAAGAAAATAGAATTATGTAAAAACTACATAAACTTTTTAGGAATTACTTTAGGAGAAGGAAAGGTTAAACTACAACCTCATATAGCTAAAAAAGCTCTAGACATGCCAGATAAATTAAATAATTTAAAAGATTTACAAAAATTCCTAGGAATAATTAATTATGCAAGACCTTTTATTAAAGATTTAGGAAAAATAGCAGGACCATTATACTCTAAGACAGGAACTAAGGGACAAAGAAATTTTAATATTGAAGACATAAAATTAGTACAAAAAATAAAAGAAAAAATAAAAAATATTCCCGATCTTAATATGCCATTAGAATCAGACTATTTAATAATAGAAACAGATGGAAGTTTTGAAGGATGGGGTGCAGTATTAAAATCAAGACCACATAAATATAGTTCTAAACAAGAAGAA

>rnd-1_family-697#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

ATAATGAGTGAAATAATGGAGTTTCAATGAGAAGTTATGGTCAATATGGCTGACCGCGTTCAGTCACTAAACAAAAGACAATTACTCCCAACGTTCTGCTAACAAAGTAAGACCATCACTATTTATAGGGGAGAAATTCTTCCTTGCAATGA

>rnd-1_family-699#LTR/Copia ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

GTGGCCCCGGTCGTGGCCGTGGTCGTGGTCGAGGAAGAAATTTCAATCATGGTGATCGTCTTGCACTAAATAATAACCTTCAACACCAGCAGTGTAAAAAGAAGGATGAAAAACATGAAGTGGTGCAGAAGAAAAATTCAGACAACAAATGTTATCGATGTGGNGGAAAAGGNCATTGGTCACGTAATTGTCGTACGCCAAGGCACCTGGTTGAGCTNTATCAAGCGTCCCTGAAGGAGGTGAAAAATAACGCAGAAGCAAACTTTATCTCTGAAGATAATGTTGANCCCACGCATCTGGATGTAGCGGATTTCTTCGCGNATCCCGAAGGAAAGATAGATCACCTGATNGGTGACGGTTCCGTGATAATGTAAATATATTTCATTTTCGTCGTTTGTATGAACTAGTATGAATATGTTTTTCTAGACTTGTAAATAANTAAAAGGTTGTGTAATGTTTTTGTTTAGTAATAATATTTAATGTTTATTTCTTTTATATCTTTTATCTCGAAGAGTATATGGATATCAAGATCAATCATGAAGATATTTGTNTNATTGATAGTGGNACAACGCACGCNATATTCAAAGACGAGAAATACTTTTCTNACTTGCTTAGATGAAAATGGCANATGTTACTA

>rnd-1_family-700#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

AGGGAGTTGAGCAACACGCGCCACTACGTAGACGAGAAAATGGGTCAAAATGGCCCATTTACAAAGATATTAAATAGTTCTGTGGGGTGATAGGACACTTTNAAAGTTAAGGTGTC

>rnd-1_family-701#DNA/hAT-Tip100 ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

AACTTGGCCTCAGCTGGCAAGTAAGCACTCCAACTTTGAGAGTGCACATCTAGACACCTCAACT

>rnd-1_family-702#LTR/Gypsy ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

AATAAATAATTAGACTAGTATAATTTAGTAAAAATAGTTAATCGACAAGTCCTTTGGGTTCGATAATCCGGTTCTTTTAAGAGCCACTATATTACTTGCGCGACCACGTACACTTGCGTGTGCGATTGGGAGCAACA

>rnd-1_family-703#SINE/tRNA ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

TGGAAACAACCTCTTGCAGAAATGCAGGGTAAGGCTGCGTACAATAGACCCTTGTGGTCCGGCCCTT

>rnd-1_family-704#LTR/Gypsy ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

ATGTATATGTCGCTTAAAAATTTCCTTGCGGTATAGTTATGGACTCGGTTTCCTATGCGACTGGTGACAATAGAATATGTTTAAAGTTGTAATACCCCGTGCNTTCCGACACATATACGAATAACTGAACTCAATGAAACAATTCAAACTCGAGATAGTANAAGGTGGTATTCGATGTAAAAGTCAAAGTGGTCAAGTGTGTATTAGTGCTACGGTCTTGTAAAGAAATTAAGATGGGTAAAATGGCGTAAAATAATTGAGGTGCTTGCTTGACTAACTATGCTAGTAGGTGACAAGTAGGTGATGCACCTACTTAGAATTAGTGGACTGAATTTTAAGTTAAAAGGAGCAAGTAGGTGATGCACCTACTTAGAATNAGTGGACTGAATTT

>rnd-1_family-705#DNA/MULE-MuDR ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

GAGGAAAGGNTCAAAATAGTCCCTCATCTTTGGGTTAAGGCTCAAAGTGATCCTTGAGTTTTCACATGGAGCACTAATAGTCCCTCATGTTTGCAATATTGGTGCACTTTTGGTCCTCCTCCAAAATTTTGCCTATTTTTTAGCATTGATTTTATCCATAATTTTATGTATGGAATGTTCAATCGTCNTTTTATATATTTAGTAGAAATAATAACTCCATNTGAAAGAANGTGAGAAGAAAAACACTTTGTTCTGTTCAGTAGAAATNNTATTGCAGCTAAA

>rnd-1_family-706#Unknown ( RepeatScout Family Size = 28 Final Multiple Alignment Size (possibly truncated)  = 26 Localized to 1063 out of 13 contigs )

CTTTCCAATTATACCCTNGAGTTATTATGAGATTTTCTATTTCATGTAATTGGGTCAAGGTAGATAATTGNCGGACAATATTATTTTTTATGGCATTTTTAACTAGCTAGGAGAAGAACAATTTTGTTGTCATGTTCGCTATTTTCTCACTTGAATTATTTGAGGGTAAATAATTGTCATCTTAATAAATT

>rnd-1_family-707#Unknown ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 1063 out of 13 contigs )

TAAGAAATTATAAACTCTAATTCCTAGCTACCCAAAGACACAAAACCCCCCGGTTTTATGTCTTCTAACGTTCTTCAAGTTCTNNAACTTGTCGAACGANTCCTACNCACANAACTCAGATTGTAAACAAGACTCTTGANTACAATCTTACAATTTTTCCTCACAAACTCGCAACACTCCCAATAAATCTCAAAACTCTCTCAAACCTCTTGATCGTGTTTTGATCTTCTCTCTATGTAAGTGCGCAA

>rnd-1_family-708#LTR/Gypsy ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 1063 out of 13 contigs )

TTCCGCCAAACGGCAAATAGTATGCATTAGGAAAAGGAAGTTACGTGGCTTACCACGACTTCCTTCAGAAATACACAAGAATTCATTTGGAAGTANCAAACGAATAGTCGGNNTGCGGTCATCCGACGTCGTTTGNTAGCTTCACCCCGTTGTTTGTCCGACTCGGGTAACCGTCANTTCGAAACCAATTCTAGTNAGCCTAGGATAGAGCGAAACCAAANCCGAANNTAAGCATTAGCCTAAGACGACCCAACACCCAAGGCGTGTTGGGTCCATTT

>rnd-1_family-709#DNA/hAT-Tag1 ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 1063 out of 13 contigs )

GATATTTATATATGCAATTAAATATTTTTAATTTTTGGTATTAATTGGCGCCTCGATTCAAAAAGGCGAGCGCCTCGCCGCTCGCCTCGCCGCGCGGCGAGGCAGGCCCTTGTCGCCTTTTGTCGCCTCTCGCCGTCCAAAACACTG

>rnd-1_family-690#LTR/Gypsy ( RepeatScout Family Size = 29 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 1063 out of 13 contigs )

GAAGAAGTTCGCCGACCGCAAGCGTCGTCCCGCGGACTATAAAGNAGGCGACATGGTNTTGGTGAAATTCAACCCGAGGCAGTTCAAGGCGCTAAGAGGCGTGCATCAAAGCTTAGTNCGCAAGTATGNTGGTCCGTTCGAAGTCGTNAAGCGGGTGGGCGAGGTNNCNTACGAGTTGGAGTTGCCTCCANACTTCAAGGTNCACCCGGTNTTTCATGCGAGCGTCCTGAAGCCGTACCATGAGGACGAGGANGATCCCGGCCGGAACNGATCANAACGGGC

>rnd-1_family-666#LTR/Gypsy ( RepeatScout Family Size = 32 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 1063 out of 13 contigs )

AGAGACTGNCGTTGCAACAGGCATGACCAGATCCGGAAGATGTTACACTCCTGACGAGCTTGCTCTCGGAGGACAAAAGAAAGATCATGCCAAGAGACCGATCAGCGAAGNAGAAGCCGAGGAGTTCTGGAGAAGGATGCAGCCNAAAGACTACTCCGTCGTCGAGCANTTGGAGAAGACTCCAGCCCAGATCTCCGTATGGGCCCTACTGATGAGCTCCCGATCNCACAGANAGGCCTTGATGAAAGCTCTGGATGACACGTACGTNCCCTCAGGTACGAGCAGCGATAACGTAGCCGCTATGATCCACCGAGTCATTCGGGGNACCGNATCAGCTTCCGCGACGATGAGCTGCCGNTCGAAGGGAGGTCCCACAACAAAGCTCTGCACATCACCGTGGTATGTCGCGGAAAGGTCGTNAATCGNGTCTTGGTNGACGACGGATCCGGTCTGAACATNTGCCCNTTGTCNACGCTGAAGCAGCTGAGGTTTGACCTCGGAAAGTTNGAGCAAAACCAGGTCAATGTGAGAGCNTTCGACGGCGTGCAGAGAGACACGTTGGGGGCGGTAAACTTGACCATCCAAATGGGCCCCGCGGAGTTCGGCGCGNAGTTCCAAGTGTTGGACATCGACACCAGCTACAACCTTCTTTTGGGAAGGCCGTNNATCCACATGGCTGGAGCCGTCCCCTCCACTCTNCACCAAATGATGAAGCTTGTATGGAANAACGAAGAGNTNGTTGTTCACGGCGAAAGAGGCCA

>rnd-1_family-710#LTR/Copia ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 1063 out of 13 contigs )

AAATATTATATTGAGACTATAAATTATGGAAAGATTTAATATCTTCAAATTACTACAATCGAAGCGGGTTATAAATATT

>rnd-1_family-711#DNA/PIF-Harbinger ( RepeatScout Family Size = 27 Final Multiple Alignment Size (possibly truncated)  = 25 Localized to 1063 out of 13 contigs )

AAAAATAATGCATGCATTAGCTTTGTGTATTAGTAGTACCTTGTTTGGTACACTTTTTCA

>rnd-1_family-712#LTR/Copia ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TTGTATGCCTCTATGTTACACTATAAATAGAGGCATAAGGGTTCATATTGTATACACTTGAAGATTTGGTGAATACTTTGAAGAATAAGAAATGCTCTCATCTTTTGTCTCCCTATTTCTATTGCTTTATCTTTTATATTTCTTGTCTTATTTTGCTTTAGTTTTA

>rnd-1_family-713#LTR/Copia ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

AAGTGTTGTCGCTCAATCCACTGCCGAAGCAGAATATGTTTCAGCATCCAAGGCTACTTCTCAAGCTATTTGGCTTAGGAGAATATTTGAAGACATTGGTGAAAAACAAAAAAAAGGGACTGTTCTGTATTGTGATAACAAATCAGCAATTGCAATTGCCAAGAATCCAGTCANCCATGAAAGATCAAAGCATATTTCCATCAAGTA

>rnd-1_family-714#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

AAATCAAAATCCCAAAAGCTCTCTTCTCTTCCAAATTCTCTCAAACCTCCATTGGAGGNAAAACTCAA

>rnd-1_family-715#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

CTAGCTTAAGGTGCAAAGGGACAAATATCGTCCACCTTAAGGCATGAAATTTAATTACATACGCATTTGGAGATTTTACTTCTACTTGCATACTTGAAGTCTTACCTTCATACTCGGAGGATTTGAANACTTCAACTTGTATACTTGGAGNATTTGGATACTTCAAATAATAGACTCGAAGAATATGAAGACTTCAATTTGCATACTTGATCTAATTTAAAGACTTCNACCGTACTAATAAGAGATTCATATTTTATAAGGGTTTGCC

>rnd-1_family-716#LTR/Gypsy ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TAAATTGTCATTGCATTTCATGGCATATTTCCGATATATATGTATAGTATATTAAAGGACGGTTTGCGGAACCGCAACCGGACTTTTTTATACTCAACCCTTTTTCGGAATNANCGGCAATTTATTGGTTCGTTATGCGTCCAATGGTTGTCGCGAGTTCCAGCCCAAGTTGTCCGCTCGGGTTNCCGGTCNTTTCAAAAGCCACTCTTAGTCAACTAGNGTAGAGCGAAACCAAAATCCCGAATTTAGGGCATTGGCCTAAGACGACCCAACACCCAAGGCGTGTTGGGCCCATTAGAAGACCACCTTGAGTCCAAAACGGCCCACGGCCTAAACGGACGATCATGCTTATGTGTTTAAATTTGAAGGATGTATACGCGTTTTAAAAA

>rnd-1_family-717#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TTTCATGAAGCTTAATCTTTTACTATAAGTCATAGTGATTCATGTANCTATTGCAATTTCTTTTCGCTATTTTGGTGACTTTTTTTAACTNTGTTNAAAATTTCAGCGAGGATGATTGAAAATTTAT

>rnd-1_family-718#LTR/Gypsy ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TATCATGTTTTCGTGGAATCGTTGCTTAGTTCCTTGCATGAAACTCAGAACCCTAGTTGTGTAGATTCTCTTAGTTCATGAATTACACTTGCTAGGTCAGTTAAACAGATA

>rnd-1_family-719#LTR/Gypsy ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TTCCTTTATTCATGCTTATTTATCTATTTATTGTTTATAAACTGCCTATATGTTACCGCTTTCCAATTTAAATGCTAAATGTTTATTGCTTTGATAACTGGCATTCCGCTCATACTTCCCCCAATTGGGACCCTCTTCCTTTTTTATTTTGTTCTCGTGATGTTGTGCCTTTGCACCTCTCACAACTACTCCAATCCTATTCAAATACCCATTATAGAGAGTCGGCATATGCGTGGACGTAACGGATAGTTTTACTACCGCGAAGCCACGAGCCTCTCGCATAGAATCCCTTTCAAGTCCGCGTCAAGCCAACTCTTAGAAGTCCTGGTTAGGTCATACATGCTGCATAAGCCCTAGGTGGTTTGACCCTTGGCGTCAATCCACATAATTAGTAGCCACCCTCTCGTCTAAAGGGCCCCAACACCCTTTAGACAAATTGCATATTTATGTGTCAACGTGATCATAATAATTAAATCAAGCCAACTTTGTCAAAATGGAGTTTAGAAGTCGTTTGTTGCTTTGTTTGCAGAGTCATGGCTNACCCTCACTTTCCCAACACGCAAATGGTGGTCGAAGTTAATCCCATTCTGAAGACTTGGTGGAAGGATATTCAAAAAAATCGAGAGTTAGAAGCAAATGAACTGTTAGGCGGCCTCACNNCTTTGATCTCCGTCGNGCCAGACCGTCACTTGATCAAGGCACTGCTGAAATTTTGGGACCCTGNGAGGNTGGTCTTCAAATTCACGGATTTCGANTTGACACCAACAATCGAAGAAGTTAGCGGNTTCATNGGTCTCGCATACNANGAGCTGGAAATGATNGTTCCACATAAGCCANCNCCAAGATCNTTTCTGAAGCAAATGGGGATGNAGTCGTAATCCAAGTCTACTTTGTCTGAAAGACCTTGGGTGGATTCGTTTAGAGTTCTTATACTCACGATTTGGGGATGAGGAAGGTCATCAANACTTTCATANGACGAATTTGANTGCTCCGTTGAAGAATGGGAAAAGTATCGTCTTAATGCNTTCGCCGTCGCCCTATTAGGNTCATTGGTTTTTCCTAGAGAAAGAGGAAAGATCNACACNGGCTTANGNTACGTGGTTCGTACGTTGGCTCGAGGCGGGAAGACCTTAGTCCCCATGATACTTGCGGAAATTCTAAGAGCTTTGACTGCATGCGCCGAAGGCAAAAGATACTTCGAGGGGTGCAACTTTCTGCTGCAACTNTGGGCCGTCGAACATTTCCACCAAAGAGCTAATGCGGTAGACATTGTTAGAGGGACTATGGGGAACAAGATTGNCAACCATCCCGNAAGGATGAAACATTTTATCTCCCCTGTGGGAACGGAGGACTGGTTCACATACCTAAAGGAGCGCGCGAGCCGTCGAAATCCAATGGAAGTATCATTGGTTGAAGCCACGACGTGCCATCGTAAGAGGAAATGAACTTTACTTCATTGAGCTTATCGGTTTGAATGGTGTGCAACCATACGCGCCACTTCGAGTCCTTCGACAATTCGGACAGACCCAAATGATACCTCTNCGATCCCACATGAGCCACTATGGGTATGACTTTGGGCCAGAANNACCGCAAGTGAACACCATACTNCGAAGATGGGAGAGTGTGNTAACTATCGATGTTCAGGAGCACCGACGCGCCTTCTGCACGCCTGAATACTACGTATGGCTTTTAGAAGACGCGGAGCATAGAGATTTGAGCGAAGGAGGTCTTCCTGGTTTTGGCGATGAAAAAGAGAGAAGATGGGCTCGCAACCTCCTCAACACCGATTATGACATTACCCCAGAAATGAGGAAGCAGATTGTGCCTAACATTGGAGAGCAACATAATTGAAGTTTTTTTT

>rnd-1_family-720#Unknown ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

AAAAGAAACGCTACTTTTCCTTTTTCTACTAGAAAATAGGATTCTGAGTTCTAGTTAAATATGGGCACTGGAGGGACCACANAATTNATTACCGAGGCTTCCTATTATGGAAATAATTCCAAATAATTAATTTGAATTATTCTTACCAT

>rnd-1_family-721#DNA/CMC-EnSpm ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TTTGTCACGAATTAGATACATTATTAGTGACGAAATAATGTGTCACCGATAACTTTAAATTCGTGACTAACACTACTTAACAAATGACGCCAATTAATTTTTTGGTGGGAAACTTTAGTGGACAAAACTTTGCTACGAATTTTTATGTTTCGTCACTAAAAGTATGTGTCTCATATATTTAAGCACGAAAAGTAAATTTTGTCACTAAAAGCGAATAATTAGTGACGAATTTGATGT

>rnd-1_family-722#LINE/L1 ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TTTTTGGAGGTCGCCAGCATGTCCTTAATGCTGAGGAATACAACATTACCANTTTCAAAAAAAAAAA

>rnd-1_family-723#DNA/MULE-MuDR ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TGTGACATATGTTGCCACATATATCCTTTCTGTTGGGGCACATGCAGATAATTCTGTGGTGTTTTTTACAACANAGGTTATATATGTTGCCACANACACCACATTTCTTCTTTTCCATCATAATTGACATTTGTTCCAACAAAAAAAAATCAT

>rnd-1_family-724#LTR/Copia ( RepeatScout Family Size = 26 Final Multiple Alignment Size (possibly truncated)  = 24 Localized to 1063 out of 13 contigs )

TTGTATGCCTCTATGTTACACTATAAATAGAGGCATAAGGGTTCATATTGTATACACTTGAAGATTTGGTGAATACTTTGAAGAATAAGAAATGTTCTCATCTTTTGTCTCCCTATTTCTATTGCTTTATCTTTTATATTTCTTGTCTTAT

>rnd-1_family-725#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

TTTTTTATTGAACCATTTTCATTTACTATCTTGAATATTTTAGTAGCTTTAAAGAAATTATCTTAATAAATAATGTTCTATCACTCTTATAACATGTAAAAAGTTAAAATTAAGTTTGAACCCACATAAAATCACATATA

>rnd-1_family-726#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

TAGGGGTGTGCATCGGTCGGTTCGGTTCGGTTTTACGTATTATCGGTTCGGTTTATCGGTTTT

>rnd-1_family-727#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

CTTTTTGGACTAGGAAGAAATCTCTATAAATAGGGATTCTCCTAACCTAGAAAAGAGATGATTAGTNTTCTATNCGATACTTGCCCACCCAAGTATTGAGAGAGTTCGGATGTGAACTTGGGATCACTGTAGAAGACCATA

>rnd-1_family-728#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

AAATACAAGTGAAGGAGAGATTGTTACCCGTCAAGATGTTTGAGACTCGGAAGGTATTAAATCTTGAATCTTGGATGTGTTGTAGACCTTTATGTCTAGATTCGGAATCATCAAGCGGATCGTGATTTCGNTGTTCCTACGTCGAGACACGAGATTTTTAGTGAGNCTGCACAAATCTGAAAATTTTTAGCATGACAGAATCTAGAGCTAACTTCAAAAAATCATCTAGAAAGATTCTGAAGGTATTAAATTTTGAATTTCGGATATGTTGGAGATCTAAAAGTCTAGTTTCTGAAAAATCAAACGGTTCATGATTTCGATTTTTCTACAATGAGATATGAATTTTCTACGACGGACATGTCAGGCTGTAAAAAAAGTGACGAATTTTTAGCATGACAGAATCTAGAGCTAACTTCAAAAAATCATCTAGAAAGATTCTGAAGGTATTAAATTTTGAATTTCGGATATGTT

>rnd-1_family-729#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

ATAAAATTTTATATNAAAAAGAAATATTGACACAAGTATATTTNTCAACACCAATAATAACAAAGTATTTATAATCAAAAGCGCGACTTCAAATTTAATTAACACGNGTTCGTAAGTTTATTTATCTAAACCAAAAGTGTTCAAATNGCAAATGTAATCAANACTGAAAATCATTAAAATGTTTACGTNATAAATTATTCTTAATATCTTAGAAACATTACGACTAATTCANTTCTCTTTCGGGAAGAAAGTACAAGTTCTTCTGTTGTGNCCTTCTTGTCCACATCGTCCACAACAATTCGTGTTCGCCGTTATCTTTTCATCTGCATTCTTTCTTCTTCTTTTTCTTGGTCGTCCAGATGATCT

>rnd-1_family-730#LTR/Copia ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

ATAACCTCCANCTTTATAACCATTATTCTTGTAACCTTTCACTTTCATAACCTCCTCCATTATATTCATGTTAATGTCATGTTTATGACTAACCTTTTGTATGCCTCTATGTTACACTATAAATAGA

>rnd-1_family-731#LTR/Gypsy ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

ATCTTTTAATGATGCAGATACAGGTTCTTAGGATCCTCAACAAGAGTCCGTTGAGATCACTTCGTCCGCTCGTCAGCTTTTGAGTAAGACCTCCTTGCTTTCGGAGGACTCCAGTTTTATGAGTTGTTAGTAGTAGCTTTTGAGGAGTCGTGGGTCTTNTCCCGACACTCATCTTTATATAGTAGAGGCTTCATAGATAGACAATTTTGGAGAGTCTTTCAGTTTCGGATGTTTTATTTAAAACTTATGTTTCATACTTAGTATATTCAGAAAGTTTTGAGATTCAGTAAATTGTTTTTAAACGTTTCTTTCAATTTGATGCTTATGTATGCTCGAGTTAGTCTT

>rnd-1_family-732#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

ATCTAACTTGGACTAATCCCTTAACAAGAAAGAAATTCCTACTAACCAACAAAAAGTAAGTTTCCCTGAGAGAATTCAACANACAACATAACTTCGAAATAAACAACCAAAGACTCAAATCATACATCATTTAAGAGCAACCATGAAATGTAAAAA

>rnd-1_family-733#LTR/Gypsy ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

TTGGGGCAGACTAGGGGCATCTAGGAGTCCTTTTTGGAAGACTTAGAGNCATTCTTGGAAGACTTAGAAGCATGTCTTGTGGGCATGTACTTAGGGACTTGTATAGTAGCATTTATTTACTCTTAGTCATTAGAGTAGTATAAATAG

>rnd-1_family-734#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

AAATATAGTACGAAGGCTATAATTACATGTTACCGCCAAAACATAATACGAAATTTTTTATGTTAATCAAATTACGAACCTTTACAAACTTGCAAAAGCTACAACCTACAATTACGAACTAAAACTAAAATAAAATAGTCCAACGAGACTAAAACTAAAACTAAAA

>rnd-1_family-735#Unknown ( RepeatScout Family Size = 25 Final Multiple Alignment Size (possibly truncated)  = 23 Localized to 1063 out of 13 contigs )

AGTATTACAAGTCGCCTGCTCCTTCAAAGCACTACTACAAGGCGCCNGTTGTNGCGAAGTATTACAAGTCGCCTGCTCCTTCAAA

>rnd-1_family-736#DNA/hAT-Ac ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TAGGGGTGGGCATAAACACCGGAAAACCGAAACACCGAACCGAACCGAATTTTTTCGGTATTTCGGTTTTCGGTTCGGTATT

>rnd-1_family-737#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

AATCATGTCCAACATANATACTTCTCGGTCTAACTTGGACTAATCCCTTAACAGGCAAGAAATTCCTACTAACCAACAAAAAGTAAGTTTCC

>rnd-1_family-738#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TTGTTGTTCTTAAAACATTTTTTAGGGTTTGAGACTACATGATTCACTCTTCAATGGACGANTCCAAGAGACTTACTAGAGGTATTCGACATAATAATCAACCANTTTCTNGCGATTTTCCATCCTTTAATTTATTTATTACTCAAGAAATAGNGNACAATGTAGGATCCGCTTCTAAAACGAGGGAAGANATGAGGGTAAAAACGTCTACAAGACTCGTCGGTGTGCAAAACCCCGCNCAAATTCAGAACCATGAAGTTGAAGAAGACCAATTTGTTGGAGAAGAGGTTTTTTTTTTGCATGTTCTGTGTCTTGCATGTTTAGTTTAATTTGTTTAGTAATTTTTAAGATTNAAAAAAATTCATGTTACAATGCGTTTGGAAGTGTATATGGAATTTTTATTATGTTATAGTTAGTATTTATTTTTGTATTTCATATATTTATTGTATTTTGTGTTCTGTTTTTTTTGTGTGT

>rnd-1_family-739#DNA/hAT-Tip100 ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

CAGGGGCGGACCCACATGGTGTCCGCCGGGTGCTCGAGCACCCATTAACTTCGTTACGAAATATATATATATATGTAGAAATTGATAGGTATTTGTATAAAATTAACATAGAGCACCCAATGAATAAATGATNTAGTTGGCCCAATGGCTCTTGGATGGGTACTTAAGACTCTTTTAGTGTTGTTGTACCAAGGTTCGAATCTCATTGTTAACACGTATTTTTTATATTTTCACTTTAGAGCACCCACAACCTTAAATTCCTAGATC

>rnd-1_family-740#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TGTTAGAATAGGAATAGGTTTATACAATCCTATTAGAATAGGAATAGGTTTA

>rnd-1_family-741#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

AAGATATTTTTCTTATCTATCGAGAGTCGGGAGATCGGGAAATCAACCGGAGATAGCAAGACAAGGAGCAAACAACCGAAGAAATCGACACAGATCAGTTCGTTTTAAAACTAACAATTTTTCTGTGGACGCAGGTTTATAGCTTTGCTTCGAAATCGGNCGAATTCTTCCGACGGATGAATACGGAGAA

>rnd-1_family-742#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TTTTTTTATACGTAGTGCGCGTCATGATCTAGTAGACGTAAGTCCGGGGAATGAGATTTTATTTTAAGTTCCAAGTGATTAAAGAAATATTAGGCAAGGATGTTAATTCCAAATGTGATATTAAGTATGATTTGGCTAATGTAAGTGCCATTAACTTTAAGTGAGGGATTAATTAGTGGCTGATTAGGATTAATTTAATCCAGTGGGCCCCACCACTC

>rnd-1_family-743#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TCAATTTGCTTGACGCTTTTGTTAATAAGTCTAAAAAATAATAANCTAGATTCCATTAATTTTTGAATGTTAAAATCAAATCGTAATAATTTAGTAGGCTGATTAGGTGTTTTAAAAATGTTATAACTTTTAGCATCGTCTTGTCACGTAGAAACCATGCCTAAGGATTAANTTGTTCATATCATTTAGATTTACAAAATCATGCATATATGTGTTACTCCGTTTTTTTTTGAACACCTAGAAATCATGTCTATAGGCTTGTAAATAACTTTTAGCATATCCATAATAAAAATAAAATTTGTTTGTGCATATTTGTGCCCTCCCCCTAAAATTAGTTAATATTATTTAATTAGTAATCCTATTTGTCCTCTTGAAGATTTCCGCATTTATGATGCAATATGTTGTTTTCTTAAAATAATAATGATA

>rnd-1_family-744#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

AACTTTATAATAATTGTAGGGGATAAACGTGCAACGCACGTTTCGGAAACTAGTATATATAA

>rnd-1_family-745#LTR/Copia ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TAGTTGCATTATTATTATTATAGTAGTAATAGGTATTGTAGTAGGACTCTAAGTATAGTTAACTTAGGACTCTACAATTCTCTCCTATATAAGGAGCNTGTAACTCAACATTATTATTCATCAATA

>rnd-1_family-746#Unknown ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TATTCGAAAATTTGAAGTTGGAGTAGTATTTGACCATATTTTTACAAGAATATTTAGAATTTGAATACATTTTGTCTGAATATGATTTAAATCCTCAATTTCTAGAAAAAAAATCACTTAACTCGACTAGTTTAACCATGTGTACATATATTCATTCCACTTGACGNATTTAATTTTTTGTTGGTGGCATTAGTTTTTTAACAAAAATAGACAGAAGGATGANTCTTGCAATTTTTTGGATAGTTNAAGGATGTTTTTTGTTCACTTATATAATACAAGGATGTACTTTAAGTTTGGGTCATAGTTCAGGGATGATTT

>rnd-1_family-747#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

CAATCATATTGATATTCGGGTTTAGTAATAAACATTAAGCTTGAATTTGAGATGAGTGTCATGATCAAAAGAATGGCAACATGAGGGTGATGATGTTAGTCTTGAGATTTGATCTGGTAGACTTGACATAGAGTAGGTG

>rnd-1_family-748#DNA/Harbinger ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

AACGTGATAATTGAGGATGAACGTGATCTTAATGCACCAATTCAAGATGTCGTAGAGGNTCCAACTCCGACGACAGAAATGGTGGTAGATGAAAATCTTCGATTTGAACAATTTTTAGCTAGACATAAAAAAATAAGGACAAAAATGCTCATTTTGAACTCCGTAATGCATTAATAGAGC

>rnd-1_family-749#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

ATGCATTGGGGTCTTCGCTACATTTTGCAAGGAATAAAACCCAATACNTTCGAAGANTTAGCNACTCGCGCNCATGACATGGAGTTGAGCATGACATTTGAGAGAAGATCAACGATCTNCTGTCCATGGACCTCGCGAAGATGAAGATATAGAAGAACTCCAAAGATGGGGCAAGTTCTGCATCCGAAAATGACGNCGAAGAGTCNATGTATATCTAGACGCTCCTTAACGCACGAGCTTAAACTGCAAGTTACAA

>rnd-1_family-750#LTR/Gypsy ( RepeatScout Family Size = 24 Final Multiple Alignment Size (possibly truncated)  = 22 Localized to 1063 out of 13 contigs )

TGGGTTTCTGAAGTTGGTTCTACGGTTGACCAGTACGANCCGTAGAAAGNTCTACGNACCGTAGGTCCCAATCGTAGATCGCTTCCGNCAGTTAATTCTTAAGGGTATTTGGGTCTTTTTCTATGTATTTAATNCCTATACTACGTCGTTTGACCTAATTCTAAGACCTATAACTACCTTTCAACCCCTAAANCTACCAACTCTCTCATT

>rnd-1_family-751#DNA/MULE-MuDR ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 1063 out of 13 contigs )

TTTTAAAAAAAAGTGACATTAAGGTTTCAAAATAAATGGGTGGTGACATAAGTCTTAAGTATTGGGTGTAGGTGACAATTATGTGATTAATGATTAAGGATTGTGGAGTTGCCCTCAAGTTTATAAGTTGACAGTTTGGTCCACTGAATTAAATGAAGGGTAAAAGGGTAAATTGACTAAACCAAACCTAATTTAACCAACTTTTGGTGGGAATTAAATGAGGGGTAA

>rnd-1_family-752#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 1063 out of 13 contigs )

GTTGTCTATCTCTCTTGGAACCCAATTTGGAGAAAACATAGACAATCCTCCTAACCAAACAACCATGCCAAACAATCCTCCAATCNATATATCCCGACCTGAACCCACTCGTCCAAATACCTTTCCACCGCCCCACGCCCAAAATACCCAAGTTCCATTTCACCACTATTACCAACAAACCAAACCGACCTTCCCAAAAACAACCCCAAACGCAAATATNCCATATACTCTTGGAAACAACAACCTCAATCCAATATACGTGGAAACCGCCCCTCTGACCCATGACCTCCATGAATCAGAGTCCCATCAAAAAGACATCCTAATAAAAAACCTGACTGAGAGATTAGACAACTTGACCAACAGGGTACAACATGTTGAAGGAAACAAGAAGTTGGGAGGATTGAGCTACGAGGATTTGTGCATCCATCCGGATNTGGANCTNCCNGAAGGGTTCAAGATNCCAAAATTTGACACNTTCGGNGGAGTNGGGAATCCCATGGCNCATCTGAGAGCGTATTGCGACCAACTCGTGGGAGTTGGNAGAGATGAGAGGATACTCATGAGGTT

>rnd-1_family-753#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 1063 out of 13 contigs )

TTTTTCGATAAAACAGAAATGGCGACTCCGCTGGGGATTTGGAGGATTCTAACCTTAA

>rnd-1_family-754#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 1063 out of 13 contigs )

TTTTTTTGAACACCTAGAAATCATGTCTATAGGCTTGTAAATAAACTTTTAGCATATCCATAAAAAAATAAAATTTGTTTGTGCATATTTGTGCCCTCCCCCTAAAATTAGTTAATATTATTTAATTAGTAATCCTATTTGTCCTCTTGAAGATTTCCGCATTCATGATGCAATATGTTGTTTTCTTAAAATAATAATGATACTAAAATCATTTCATGCATTTAACAAATTACTTGGCTTTTAAATATATTTCATAGTAAAACCTTTGCATTTAATAAATTTACCACCTTAATGTTCTACTAGTTTT

>rnd-1_family-756#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 1063 out of 13 contigs )

TTTGCCAATAACTATCTGTCGTGCTAGAACCTTTAGACTTTATTGGGCAAGCATTCATGCCGAATAAACTTGAAAAGAATGCTTTCGAATCACCGCAAACTAAAACTTTGTATCCCAACTGCTAAGGTTTTGGAAGTAATGACAACAAAGAAATGCCTCCAGAAGTTTCATTTGGAATCACTTGGGAAACTTGGAGACTCTTTTCTCAAATGTGNTGTCAGTATACAATTGTTTAAGACTTATGAAAGTCATCACGAGGGTCTTCTCAGAATTAAGAAAAATAAAATCATTTCCAATGTTGCACTGTGCAAGCTTGGATGCGCTCGTAAAATACCGAGATTTATCCGTAATGAACCATTCGATCTTAAAACGTGAATCATTCCTGATGATAATTCTCGAGTTCACACTTCGACTAAGAGTTCCTNTTGCCTTCAATAAAAATGTATAGTAGGCTAAGGCAAACGATTAGAAATAGTAAGAAGTAGTT

>rnd-1_family-757#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 1063 out of 13 contigs )

ACAATTCGAGATCCATCACACACTTAGCTTTTTGACTTCATAGCCTAAAGGAATCTAGATCAATTCATGCAAGCCTTTCTTAANTTGATCATTAAGGATTTATACCTACAAAATTCATCCATTATATCACCCTA

>rnd-1_family-758#LTR/Gypsy ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 21 Localized to 1063 out of 13 contigs )

TGTTATTTAGCATAAATTTCACCTTAGTCATTAAGTAATTATGACCAATTGTTGATGATCATGAAACAATTATTGGGAAGGGAGGTAAATAGACATGCAAGAAGCCTTCCGTATAAAAGTATTTNATGAAATATCTTTATTTTGGTGTTCAAATACGGGTGATATAAATTGGGATCAATTTGAGATCCTTTTAATAATTATCATATTATNATTTAAGTTTTGATATATTGANATATATAATTAAGTATTAGGTGTATGGTATTATGTGAATGTCATTAGANTTATGATATTGGAAAGAAATTAAAACTTAACCCTAGGCTTGAAACTTAGGAACTTGATTATAAATTTGGGTGAGTTTTTTNGGTCTAGGCTAGACACGTAGTAATATGGGTGTTGTTAGTTTCGAAACCTTATCGTGNTTATTTATTTGAATAGATTGCNTTGATTTGGAAGTTCAA

>rnd-1_family-759#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

GACTTCTTGGGTGGTTAGAGTTAAGAAGAGTTGAGAGNTTTTGTAAACAAGAAGCGAGTTTGACTTCTTGTTGAGTGGAGAGTTTTCGATTATAGTTAATCGAAAAGGTTAGAAGTTTAGAGTTAGATTCATTGATTAATTGAGTTGTAAATCTTGAATTAATATAAAACTNCGGTGTGGTTTTTCCCTTCCTTGAGTTAGGAAGGTTTCCACGATAAATCTTTGTTTTATTGTGTTACGACAAAATTACAAGAACCTGGTTCTTGT

>rnd-1_family-761#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

TTGCTTATGAGAATTTATAGGAGAGCTACCATGAATATTTACGGTTGTCCGATAGACTTAAGATTTATCTCGTCGTCGGTATCATGTTTCGGCTATGTGTGATTGAATGTGGGGACCATTGGGTCTAGTTTTATCATTCTTAAGGTTTGTCTATAATAGCTACTAATCTAGCATTTCGATAGTGTTGTTAGAGGTTCTGTATGCTTGGGCGTATCACT

>rnd-1_family-762#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

TAGAGATGATGGAATAGGTCCATAGCTTTCAAGTGTCAGCTTTAGACCTAAGGGGGAGATGATAAGATGAGAAATCAAGTCAAGTGTTGAGAATAAGATAGTAATGTGTT

>rnd-1_family-763#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

GCGCCACCTCAACTCACGATGTGGTATAACGATCTNGACGGGGATCATAGAAGAACCCTCAACAAGTACGTGGGCGCCTTAACCGAGCTGATCAACATGAACGGTTGGCCAGAACTGATCGAGGTCCTTACGGGNTATTGGGACAGTCAAAAAATGGTGTTCCGATTCGGAACNGCCGAAATCACCCCGACNNTGGAGGAAATNAGAGACTGCATAGACACNGTNGGCACNGGGNTAGAAAGAAGAGCNAGAAAACAAGAGGACATCTTCATCCCCAACAAACCTTCCGTAGAGAATATCGCGGACTGGTTCGGGTTAGGAAAAGACTTCGCCTACTGGTGCCAAGANTCCCGCGTAGCGTTCAGAGATCTCTATATCAGATTCGGACACGCGAGCTTCTACGCCGCNTACAACCGAGAGTTCAAGATCTCCTACAGAGAGTGGAACGAGATCCGTCCCCTNGCATTTGCCGTAGCGTTGTTGGGAACGATGGTCTTCCCNCACGGNCCGAGNTTGAGCATCAACACCCGAGTTATAACGCTCGCGCACACCTTGTTCGAAGGGTACGAAAATCAAGGGACGACAAAGTACTACNCTNTAGCNCCGGTCATNTTGTCCGACATNTATCGGGCCTTGGGCAAGTGCAAAGAGGGACACCGNTACTTCCAAGGGTGTAATCTGCTCCTNCAGTGGTGGATTCTCAGCCATTTGGCGAAGGGTGCCGGGACTCGGGAGCTGCACACTCTCGACAACAAGAACACCCTCAAGGACTTGAACGACTTATTATNCTGGGCAAACATGGACAATCGGAGAACGAGGGGGAGATGGGCCCAAATTTTCTCCGAATTGAGAGAAGAGGACCTCCAATGGATGCTCGACCGCTTCATATCCAAAGAAGTCGTCGTGGAGAGTCGCAGATGTGTCGTGCTCCCTCTACCAGGCATTCGGGGAATTCGCCCTTACGCGCCATTCCGAGTCTTGCGACAGTTCGGAAGGAAGCAAACCGTGCCTAGAGAAGCGTACTACGGCGCTTATGTGTACGACATTGGGGACGACAGAGTGCACGACGCTTCGGAAATGCTCAGAGAATGGAAAAACGCCAAGCGCATGGGTAAAGACACCATCGCCCCTGACCGATTCAACGCTGGATACGACGAGGGTTACAAAGAATGGNTGAAGAAGGACATACAAAATATCTCCTTTCAAATCCCGCGTAGCTTTCGCAGCGTGACGGACAAGGAGGCCAAAGCAGTGGCCGAGCTGCGAGAGNTAAAGGAAGAGGCCAANGAGGTNTACGCCAAGTTCGTAGAGAATCAGGACGCTCTCGAGAGGGCGACTCGAGAGGTCGAAAGACTGAGGCGNGGTTATGACGAGTTCGACANCTGGGTCAAGGAGAAAATCGAGAGGATGCGATACGAGAGTCTGGAAGACAAAGGACGCCTGGGTGAGGGTTTCCTGCTGATGCTGAGGTACATGTTTCAGCAGCACAAAATTCAGGAAGACGGCGACGGAGCGGGACCATCCGGAGCGGCATAGTGGACNTCGCCCCTGCGCGGGTTTTT

>rnd-1_family-775#LTR/Gypsy ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

AGAAGGAGAAAACTATCTCCAAAATCAGTGNTTTTACTGGAAGCAGGAAGCATTTTATATCGCTTATGCGAAGATGCTTGGGAATGTGANTTGTTTATTTCAATCAATTCCCAACAACATGAAATTTACAAAGAACGTCCGGCCAGATTCAAAGGTGAATCAAACGGGAATCTCAGCGAAGAGTTCACGGTTTCCGTAAAGGACGCTATTTGCATCGCGTTATCAAAGCAAGATGATTATTGTCGATCAAGACAATGCATTACCTCAGAAGAGACAGCTATGCAATTATTATTTTTATCATTATCGATCAAGTCGATATATTATTTGGAGGTCGTCTTGCCGTTACTATCCACGGGGGCGATATAAATATTCATGCATCGC

>rnd-1_family-764#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

TAAAAAAGAGACGAAAAGCGTCGAACAACAACACTCCCAAGTAAAGTGGAACATCACGTCCATACAAGAACATAATTAACTAAATTCAAATGGAGGACCTTCGACTCCTTTCTTATGAACCTCCATCAATCTCTTTTTTATTATNGTATGTCGTATCANGTATATGTTAAAAATGACCCTAAAATTGTTANTATCATAAATGTTTTTTCTCATTGTCTCAGAATAGTCATTACTATTGTTNAGGTTTCATATCACCGGCCCNAACTTATTTGGATTGAACCATAGTTATTGTTATGGTTATAGTATGCAGTTACAAAAAATTAATGCAATTATCAACCAAGCAGTAGGT

>rnd-1_family-765#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

CGACTACCCNTCATACTAGAGGTGGTTAAAAGTAAAGTCTAAAGATCCTTATCGATGAGTTGTTCTTAGCAAAAGTCTTGAGAAAGTCATGAGACTCCAGAGGGGCTTGAGAGAAGCCCAAGAGTAAGTTAAGTGTTCAGTTTCGAAGGAATGCACCCATATTCAT

>rnd-1_family-766#DNA/Harbinger ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

ATAGAGAGGTGAATAGTAGTTCTCCAAATTTGGAGAACTACTATTCACCTCTCTAT

>rnd-1_family-767#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

AAGAAATTAAAGTAGATTCATGTATCTTTAAAATTAAATTTCATCTCTATCTTTTTTATATTTATTTTAACAATAATTCATGTGNCTTTTCATGTTTCCATAATTTTGTTCTATAAATTTAACTTTTTCAAGAAAAACTTTTATTTACCACTCCTACAATTCTTGTGTGTAGGAACTCTAAACATGTGAAATAATGTCACAATTTGAGGTGAAAGTTGTGAGATTCCCTTNTGCAGTCACGAGAATAGANAAGAATTCAATTACTGAAGCATCGGAGCTTGATGTGTTAGTTCTATACTTATTTGTAGTAAGAATTATAATAAGACTTTTTTGTCTCTCTTCATATAGTTGAATTCTCGTTTTATTAGCAAGTCGCTCTAAATTCATATTTGTATTTTGTATGCTCAAATGTTCAGTTTCACTATAGAGACAAAACAAAATGAAATGCCTAATTATCTTGCTCATNTGTACCTTTTTTTTTTTTTTTGCTCCGTACTTATAATTTTTACATATACATTAATTTTCATCTTTAAGAATGAATGTGATAAAATAGGATGTTTACTCTTTTCTTTTCTTTTTATGGAAAAAAAAAGGTGAAACATATAATATTAGATTAATGGTGGATAAGTTATGTATGA

>rnd-1_family-768#LTR/Gypsy ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

ATTATATAGTTTTCCTACCCGTCCCCNAGCCTACGTTACAAGCCGTTAAAGTCCTATTTGATCCTATTCGAGCGTNCTTAATTAGTGGAGATNTACATAANGGGCAAGCATATGGTTCTTTGTGCATGCATGTGAATTTTCTTTGTGAGTGTGAG

>rnd-1_family-755#Unknown ( RepeatScout Family Size = 23 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

ATAAGCCAAAAGTCATAAGTTAGGANTTCTAACTTATGACTTTTGGCTTAT

>rnd-1_family-769#Unknown ( RepeatScout Family Size = 22 Final Multiple Alignment Size (possibly truncated)  = 20 Localized to 1063 out of 13 contigs )

ATGTTTATTTCGAAGTTATGTTGTGTGTTGAATTCTCTTAGGCGAGCTTGAAGCATTGAGTGGAAACTTACTTTTTGTCTGGTTAGTAGGAATTTCTTGTTTGCTAAGGGATTA

>rnd-1_family-770#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

ATTAAATAATTATATTTATACCATTTTGTATATAAAGTCCTCGACTTAGAGTTTAGTTTCCTACTTTTATTTTTGGTTGTCTCAAACNCTCGGTTATTCTACAATGTAAAAGTGTTTGTTTTTGAGCAAGATGTAACTTGTGAACTCACGTGCATGGTTTATTTGGTTTGTCACCTTGTTTCTAAGTGATTTTCAATGTTTTT

>rnd-1_family-771#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

ATAATGACATAAATGAGCCAAACTTTTAACTGATGACATAAATGAGCCTTTTCTGAAAGT

>rnd-1_family-772#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

ATCAAACGATCAACATTAGGACACACTNTTAGACTAGTAATGTCGAGGGTGACCTTCAATATTATTCCTATATGAAACCTGAGGAAACNATCGAGAATNGGAATAAATCCAATGGTAGGGGATGTCAAGTCCTCTGGTGTTTTCCAGACCGTTTGATCAAATTTCACNTGTGGAATTCTNCGGCAAGTATATTGCCAGTCCTTCGAAAGTGTACTAGTTCTTACAACATCTCGAAAAGACAACCTACTTAGAATGTCATCGATTAAATGAATGGCAAGGTTGCTAAGTCGATCAGGAGAAGGTAAACGTAGTCTTTGTTCATCCGGAGGCATGATAATCTGTAGAAANTAAACAAGAGTACGATTGGTAAGGTCAGAGTACACGCTACACGAACAACAAACAAACATGTCACAACTCTAANAATAAAAGAAAAGGTGCA

>rnd-1_family-773#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

AAGTAATTTAATCGTAACAAATGAAGAGACATAATAAACTGCAAAATGAATTAAACTTGAATTAAAAATGTATTACACACATATTAAAGTTGAATTAGAA

>rnd-1_family-774#LTR/Copia ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

TTTTCAAATAATTACACTATTAAGAAAAAGTAAAATATTTGTGAAATTCTAATTATGTTATCTTGAGAAAACATAGATTAAAGGCATATGGACTTATGGCTTAGTCTTGAATAATGAATATCACCTTGTTCAACTATCAATACTTTTTTTTAATTTATAGGAATCTGATTTCTCATTCAAGTCTTGATGGTTTTAGGTTTAATTATGGGTTTGGATATGAATATTTGAATTAACAAAATAATACCATTTCTCATGATTTTGGTGTTCTTATTAATAGCTTATACATAAATTAAAATTTCANGATGTATTTTTTTATTNTGTTTCACCAAAATATTGAAATTAAGTGTGTAGTTCACTAAATTAATATTTTCTGCTTCTTGTAGCACAAATGTTTGGGGTCATATATCCCAAAAGAGGTTAATTGNAATANTAGTATTAGTTGTACCAGAGTTAAATTTACGGTCAAACATTTGTACTAAAATTTAATACAAGTACTATTTTTATATATACTACCAAATGACTCCTTTAGTGTTGAAGGAAGTGTCAAGTATTATCTATTGATTTATAATGTTACGATAAACACATGTCATTCATATAGTGTTTTGATGTAAGCACTCAATACTATAAATTTCTAGTACAATAAGTATAACATCACTAATTTAAACTTCTAAGTTCTCTTCAAATTCTATACAAAAATACTTTATATGTGTTTGATTTAACCTAAGCCAAACAATTTTACATCAAGAGTTGCAAATTAAAGAAATCAATGCAAATGTCANCTACGAAT

>rnd-1_family-776#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

GGCAGCAAAAACGCTTCAACGTAACGCCATTAGTCTAAAGGATCTCTCTCAATGCTTTCTTTTCACATTAACTTTCCAAGCTTCTTCTCCAATTGTTCCTGCAATTTTCGGGTATACGTTGGTTAATTGTTTTGATTTGCATTCAATTTTCTTTTACCCTTTTGGGTTTGAAAAGATATCTATTTTGCATTATTGTTCGATGTATTTAAAACTTTTGATTAAGGTTTATATATAGAGATGTGGATGATTTTCAAAGTTTTGATCTTTGATTGGGTTTGCGAATGCAGTGACCAAAGGGGTAAAAGAAGATAGTTGTTTTTTTCCATTTCTTTGTGAAACTCGATTTCGGTTTCCGATGTTGAAGTGGACTGACTTAAATTTCTAAAATCAATATTTTCTTTTATTTTTTAGTCTGAAA

>rnd-1_family-777#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

TGCAATCTTATACGATTTGGAAGCTTTTCCATTAGATCAAGTATAACCTTGACCCTAGTTGTGCTNGGTCTTGGCTTGATTTGAGTAGCTTTATCTATAGCTATTGGCTTTCCAACTGCCGATGCTATAGACAACAAAGACTTCTTTGCAAACAAATCTGGAGAGATAAGTTCGATAAAAAGAATCAAAACCACAACTAACGTCGTTTTCTCCTTAGGATTATATCCAATGGACCATGGAAAAACCCTACATGGTTCTCCTGTCCATGGAAAAACTCTCTACAATGGACACCTTCGAGTTTTTAGTATTCACCATCCACCTCTCTCGATACATATAACACAAACCCAAACATATCGACTTTTCTTCTCAAATCTAGCTTACGAGATTATATTAGATATGCAATTATTGTTGGATTAACTTCGCATATAAATGTGAGAAATCAAAGGAAAGGTATGGCAATTTCAACCAGTCATTATTTTATAATATTATAATCTTTGCGTTATTCTTCAAATGTGATGATATATTAGTAGTTTATATAGTTGATTCACAAATCACACGAGTCATAAATTGTTATTTTGAAATGGCACAAGTAATATTATTATATAATTATCTATTAAATGTTGATAAAGAAGAAGAGTGATT

>rnd-1_family-778#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

TTTTAATAGTGTTTTATTTGTAAAGATTTTATGAATAAATATTTTGAAAAATAAAAAATCAAGTATTTTGCAATATCATCTTGCATGGTGAATTGTAGATGAAGATGAACTTCTTAAGGAAATAATATCACATGTTGATTCAAATGTGATCGATGGTGGAAGTAGAAGCGGAGTTGTAAAACATTAATTAATGAGTCATGTAATATTTAGAAATTTAGATTTGTTAAGTATTTAGGCTGCCTTGTGTTGCTGGAAGTCTTTTAAACTAGCTAGTTTTTTGTGGGAGGAATGGTGGAATGATCAACATTTTTCCGCTAAATCTTACGTTGGCTATTATGTATTTTTGTAAGTATTCACCGAAGTGTGTGATTCATAAATGTATTTTTGTAAGTATTCGCCGAAGTGTGTGATTCATAAATGAATTTTTGTATGTATTGATGTCGTGTTCATAGACGTCAACGTTCGATACTCTTTCTAAGAGAGTAATATTGTTCATTTTTTGGTTGAAGGGTCAACCCGTCCCAACCCGTGGCCCGCTT

>rnd-1_family-779#LTR/Gypsy ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

AAAGGGGTTATGATGATGTGTCATTGTGTTAGTAANGACCAAGTGTAAGTGGTGAATATATATAGAAGAGCCAGAGTATTCATAANGTGATAGATCTAANCTAGGCTTATGAATTTTGAAAGGAGAACCTCATGGTATTCAGAGGATNATAGAGTTAATTTGAGAGATAAT

>rnd-1_family-780#LTR/Copia ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

TTTGCAGGTATNNTNGCTTGTTNTTCCTCTATTGATTTTGGTAATCTTTCATGCGAATGTTTTAAATCAAGTGCTGACTCGTGGATCATAGATTCAGGAGCATCACACCACATGACCTTCGATAAAACCTCTCTNACCAATATTAGAACCTTACCNTATCCTNTNCTAGTTNCNCTACCAAATGGNTACAAAGTCAAAGTGACNGAAGTTGGNGATGTATCGNTCGCATCCGANATCACTCTGCACAAAGTGTTATTTGTNCCTNCTTTCAAGTACAATCTGATNTCGGTTCATTCTTTGACCACTACNATNAAATGCGTCGTCATNTTCACTAATNCATCTTGTCTATTGCAGGGCCCTTCANTGAAGAGGCCTCTGGAGCTTGGTAATTG

>rnd-1_family-781#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

AAGTTTCAGCAAGGATGATTGAAAATTGATCTTCTCTTTTGTCCCTTTCTACAGGTTTCTTCATATAAACAAAGAAAATTGATTT

>rnd-1_family-783#Unknown ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 19 Localized to 1063 out of 13 contigs )

TTNAATAGATCATATATTCGTTTATGGTGTCTATTTACTTATATAGTAGATGATTTAGTGTGTAGAGTTTTAGCTTATACACAGAGGATTAAATCATCGGTTCTTATAAGTATAAAGTTTTTNGTTCACAA

>rnd-1_family-784#LTR/Gypsy ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

ATTCTTGTTTTAGTATTTCTTGACTGGCCATCTAGAGATAAATATATTGTCTANTCTTGAAATCGAGGGAGAAAGGATTAGATAGACCAGAGAATATAGAGAGCTC

>rnd-1_family-785#LTR/Gypsy ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

GACGCAACATAGGACAAGTTCTGTCCAGNTTCTGGAATTAGAAATCTTGTNTGTTCAACTGTTAGTGTTTTGATTATATCTTTTTGTACAAAACGTATTTTGAGGTGATTCTTGATTATTTNCAAGCTTAANAGATGTACCTACATCTTTTATGAAGGATATAAAGTCCAGTTTTGCCGTTTTCCTTTTCAAATCTAAGTTGCGACATGAGATATTAGGTTGGCCAGAATTACTGTTTTGGGAGCATAGTCGTATTTGTANAGGCTAAGCTTACTTGTGATGATTATCCTGTTTTACTTCGACATTATTGAGATACTAGGAATTAAANAAGTTATTTAATTGTATTTTTAAGGTTGTATATACTCGTGAACAAGTTGAGGACCTTCATACGTTGGTTGGTCTACGGTTTGAACTCTTGAAGTCGTGTTGGACTGTTTCTTTGCTAAAGNACTGAGGTTTGTGTATAAACTTGTACTTGTACTATTTTTACNTGCTGGTATATCTGAAAGTTTATATTGGTACGTTGGTTACCTCTTGTCACTTTGCATTGTCGTGTTGTTGTCGTTTAAGACGTTAAAGACTCTTGTGTAACTCGCCCACTTGTACGGATTGTTTGATCACTTGGCACTCTTGTTGGGACCTTGTCCTTCTTGTGGCTGTGACTTTGTCACTATTGGCATGCCTCTTGATTCGGATCATTTGTCATCTTGACTCTGGATTTTTAGTTCGTCTTAAGTATGGGAGTTGTCCATTTTAAGTACGAACTAGAAAGCCATTTTTAATATGGTTCTTGGTTCTCTTGATTATTGGGCTTTGACCCTTCTTGATACAGGGCGTCGACCCTTCTTGATACCTGCTCGTGCTTGGTGTGACGACATGATGTATATATTGGGCGAGTCTTGTTATTGAACCTCTTGGAAAATNGTGCTATGAGCGTTATTGACATTTGGATGCTTAAATATCCAACTTGATACTCTTTGTATATTGTTTACTTGATTTACTGATTATATTTCAATTATGCTGCCCTTGACTTGAGAATGATAACTTGGTGAATCTNAGGGCTCCGGATCTATAGTTTTTACACCACTAAGCTNTATGCTTAGCGATAGTTGTTTCTATCGTAGGGAATGTTCGAGAGGACGCTTGAAGTTGGCCATTGAAGATGGAGATTTTGAAAGCCTTAAGGAAGATCACACTTGCATATAGGCATATATAT

>rnd-1_family-800#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

AAAGAGTTTCTAAAACATGATTAGTATGACAATCGAGTATGCCATCAATGTNTAAGCAGTATGNTATCTAGATATACCATCAATGTTTATGCAGTATGACTTCCCGAGTCATCAATGATCATATTAAAATATGATTTTGATATATTTTTGAGAAAGAGTTTT

>rnd-1_family-786#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

TTTAGTCAAATCGCCGGTCAACCGCGAGTTAGCGGGCATTCCGAGGGCCTAACACCTTCTCGGAATGTACATTTGAACTTCGAA

>rnd-1_family-787#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

AATTTTACCTCTTGGAAAATGGTAGACATAAGCATTTCAAACTTTGGCTTNTCAGCCACAACTCTCCAATTGCATATTCTTGGGATGACATTCCGTTCTTTGACAGCAATTTCGNNATTTAACTCGGATGCACATTCGTATATCCATACGTTNAGTGCATACGGCATCCCATATAATCGATACAACTTTTTGCTAACGTCGAAATCCTGTCTAAGTGAATCGATTAGCTTCGAGAATGCNAGTTGACCCCAAGGANAATGTCGATATCTACCATCTTCAACCATTAGAAAATCGNCAATAGATATCGNTGTATTATCAAGAGTAGCTAANACGAATGTATGGATAAAGNACANNATAGNCATTTGGAGTGCATCCTGATCGTTNTCCCAATTACCCATCTTAAANCGTTGAACTAGTCGATCCTTTGTNACACTATTNACTGCACCAGGAAAATACCTTTGAANTAGCNTACAATTAGTTTATTCTGGGTATTTAAAATCGTTGGTATTTCCTNTGACTTTAAGTCCGGTTAATANTGCAAATTCNTCTATACCAAATTTCAGGATACGCCCGTTNGCATGTCTAATATGCAACACATTAGGGTTGCCTTGTTCCAACTCTAAAAGCAGCAAGCACTTAGTGATTTGGCCCTGAAAATTACATTTAGNAATATCTAAAAAGGGTCCAAAAATTGTATCCCTAAACAGTTGGATAACATTNTCCCCCATGTATTNTTCAAAGTCCTTTAGNAAATTGTTGTTAAAGTTGACAGCAAACCTTATGGGATGTGTTGGTATCTTTTTNATCTCGTACTTNAGTGGCTGCAATTTGAAAATAAAACCGCAANTTANAACGATATTGAAATATAACTACTAAATAAAACAACTAATAACT

>rnd-1_family-789#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

TACTCCCTCCGTCCACAATTGTTTGACAGGTATACTAAAAATAGATGTTCAAGATTAATTGTCAATTTAAACAATCAAGAAATAATTAGTTATTTTTTTCAATTCTACCCTTAATAATTACTCCATTTTGTTCAATTGAAAAGTTATGTAGACTTTTGATATTCTTGNTATAGTAGAGTTATATTAGTCAAATTACA

>rnd-1_family-790#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

AATTTTTAGCATGACAGAATCTAGAGCTAACTTCAAAAAATCATCTAGAAAGATTCTGAAGGTATTAAATTTTGAATTTCGGATATGTTAGAGATCNAAAAGTCTAGTTTCTGAAAAATCAAACGGTTCATGATTTCGATTTTTCTACAACGAGATATGAATTTTCTACGACGGACATGTCAGGCTGTAAAAAA

>rnd-1_family-791#DNA/TcMar-Pogo ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

TTGGAACCAGTTACGCGTAAGGAAACACTTATCGCATCTAGAACTCTTCACAATTTTATGGTGCAGTTCGAAAAGACAACACCGGAGCTCTTGGATGCAATAAGAAAAGTTAGAGATGAGCTTCAACTAGATTTAAATTTTAAGAAAAAACAGAACACAATAGAATCATATTTCACTAAATTGTCTTAGATATATTTGTACTTTTAAAGAATTATTAATTTATGATATTAATGGGACCATATATTTATATAGGGGTCTTCTGAAAATATATTATCTTA

>rnd-1_family-792#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

ATATATATATAAATGAGGATCATAGAGGAGGTGATGTGGCACCTCTCTATGACCTCCATTCATTTTTTTTATCTTTTTT

>rnd-1_family-793#DNA/MULE-MuDR ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

ATTATAGATAGTGATTGAGAAATAGATTTTTTCAACCTCATACACTTCAAATATATGTTGGACAACTGAACAAGACTATATTTCTAAAATCATATCAACAAAATGGCCACAAAAAGAACAACAAAAGCAACAAAAAATGACTTTTCACTGAATGNTAACAATACATATACATTTTCTCAAAATNAGGATTTTTTGGGTTGGTTGATTTTCTTTCAAAAATAATAAATAATACGTACCATTACGCNATTATTCAATTTTCACATCTATAGAACGATTTATTGTTCATTAATCCAAGAAAAAAACTTAGTATTGTTCGAAAATTGTAAAATCTTTCAAAAAAATAACTTACCCATTTTAAGTCGAACACGATTTCAGTTCAGAAAGAGGAGAGAGTCACGACCGGAGATGAGGAGAAGATAAGATAATGGGGGAGAATAATTGTTTGATAGTCGGATTTTCGAATTTCTAAGGAAGAAGAAGAAGAGAAGAGAGAACATTGAGAGAAGAAGAAGA

>rnd-1_family-782#LTR/Copia ( RepeatScout Family Size = 21 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

TGTGGCATGATAGACTNGGNCATGTACCTTTTGTNAAGATGAAGAATATATCATCCATACCTATNAANTTTTCNACCAAACAACCTTTTACNTGCACCATNTGTCCTATGGCNAGGCAAACNAGGATGCCATTTC

>rnd-1_family-794#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

ATTTCAGGCTTTGGCATAGTTGGGACTTTTAGCTTTGGAAGCTCTGGGACTTTTGGCTTTGGTAGT

>rnd-1_family-795#LINE/RTE-BovB ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

TTGCTTAAAACTTGATGGGGTTAATGTTTTTCAAGGACATGGTGTGTTGGTAGGTGTAGGTCTATCATGGATGTGTTTCAATAGTGGCGGAATTAGGATTTTCACTAGGTTGAAATAGGAATAATAAGTTTCTANGTTTTGGATAACTAAAACAACACTTATTTTACTTGGATTTGATACACTTGAGTTGTTGGTCTTTCGAAAACAATCTCTTTTTCAATACACAAGTAAACTAGGTAGTGTGTACTCTAACCGGACAGTTTCGAGATTCCTTACATATTGTGTTCTTGTTTATTTTCTACAGATTCTTGTTGTAGTAGTCATTTGATGTCATGCCTCCGGATGAACAAAGACTACGTTTACCTTCTCCTGATCGACTTAGCAACCTTNCCATTCATTTAATCGATGACATTCTAAGTAGGTTGTCTTTTCGAGATGTTGTAAGAACTAGTACACTTTCGAAGGACTGGCAATATANTTGCCGNAGAATTCCACANGTGAAATTTGATCAAACGGTNTGGAAAACACCAGAGGACTT

>rnd-1_family-796#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

CATAGTTATTGTTATGGTTATAGTATGCAGTTACAAAAAATTAATGCAATTATCAACCAAGCAGTAGGTGACATCTGAATGTTCACAACGGGATATNCTAAACCAAAATTTTGACATATAACATATTAAAATCTCACAACATAATTTTGTGAGCACTTGAACTCACAAATATCCAAATAATAATAATAAAGACGACCTTACTTTCCTAACAATCAAGAAGAAAAAGCATGTTGCTTAACATATTTTTCAAAAAGATAGTCTTTCGGGTTGTATCCAAGTTTACAGTTCACAAATTTAATTGAAAGAAGCCAAAAGAAAGAGTTATTACTTCTTTATCAAAAAATAAAA

>rnd-1_family-797#DNA/hAT-Ac ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 18 Localized to 1063 out of 13 contigs )

TAAAAAACCGAACCGAATTAATAAAAACCGAACCGAANTAACAAAAACCGAACCGAACCGAAATATTTCGGTTCGGTATTCGGTACGCAATTTACAAAAACCGAAAACCGAAAAAACCGAAAAAAAACCGAAACCGAACCGAAATACCGAATGCCCACCCCTA

>rnd-1_family-817#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

AAAATAGAGTTATTTGTCAAAGCCAAAAATAATATATTAAAGGTACAAGTTGATACAAATAAGGAAAACCTTAAATATATTATTAAGGAAGGAAGTTGTATATAATAAGGATTGTACTATAAAAGTAAAANAGGAATCCTTGTTTAAATACAATCAACTTCCTTACCTTATCTGGTAAGGATTGTACAAGGCAAAAGGAACTCTATAAGAAGAAGACGACGCAGATGAAAACANGACGACTTCACGCAGAGAACAAGAGAGAATTATTCATCAAACTGAGGTCTTCAAGATTGATAGGATTGCTACGGTCAAAACGTTCTTGAGTGAGAAGGTTTTTATCGTGTAGAACTATTTGTCTTGTTTTTGTTCTTGATTGTAGTTTACGGTTTNTTGTAACAAGAAGTGGGTTTGGCTTCTTGTAGAGTTGAGTNTTGGCGAGAGTTGTAACAAAAGGTGGGTTTGGCCTTTTGGAGAGATCGATTGGAGTCAATCGAGAGNGTAGTAGAGGTAAGACTTTTGATTATTGAGTTGTAATCACAAAATCTTATAGTTGAATTAATAAAACGAGGTTTTTCCTTCCTTGAGTGAGGAAGGTTTTTAATTCAATAAGTGTTTGTGTCTTTACTCTGTCTTTACTTAAAAGCAACTTACACGAACCTGGTTCGTGTTCTGGGGT

>rnd-1_family-798#DNA/MULE-MuDR ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

CAATGGTAAAGACCCATCCANAAGAGACATGTCAAATCAACTCCGCACAGAATTGGGTTGTAAGGTAAGCTATTGGAAGATTTATAAGGGCATGGAGCATGCTAAGTCTAATGTTAGGGGAACACATGAGCACGGGTACGCAGTGCTTAATGCGTACCGGTATATGCTTGAAGTTGCGAATCCAGAAAGCAAGACGACATTGTCGCTCGATGAAAATGGGAGGTTCCAGTACTTCTTTGTATCATATGCTGCTTGGATAATTGGTTTTCAAGAAATGAGAAAAGTAATAGCCGTTGATGGCACATTTCTAAGGAGCAAGTATGGAGGAGTTCTGCTATCGGCGGTGGCACAAGATGCCGAGAATCATATATTTCCGGTGGCTTTCTGTGTCGTGGACAAGGAATGTGATGCCTCATATGAATATTTTTTTCAAAATATGAGAAGCTTTGTAGATGATACTGATGAGTTGTGCATTATCTCTGATAGGCATCCAAGTATTCGAAAGATGGTTTCGAGAATCTACCCTGCATCTCATTATGGTTGTTGCATGAGACACCTTGGGGAAAATATTCGAAATAACTTTCACAATTCAAAGGTAGTGTCCCATTTTTATAAAGCAGCAAAGGCGTACGATATATGTGAGTTCAATGACCATTTCAATCAAATAAGAGATTTGGTACCAAAGGCCGCTGAAGCTCTTGAACGTATTGGATTTCACACATGGAGTAGGGCATTTTGCCCGGGAAATAGGTACCATCTCAATTGAGTTTATTTTTACTTTATGTGTTTTGTTTGATTTTTATTTGTTGTTGTGTAGATATAACATTATGACGTCAAACATCGCGGAATCGGTGAATGCTATGTTTGATGTTGAAAGAGAATTTCCCATTGTCGCTCTATTTGATGAAATAAACAGGAGATTTGCATTGTTATTTCACCAGAGGCGTATGGAACTGGTGCACTCCGCAAATAGATTTGTTCCTTCAATTGAAAAAGACATATCAGAGTATGTCAACGCGGGCAACAAGTTGTTGGCCCATCAAATCGCTAACTACAAGTTCAGTGTCACTGGTC

>rnd-1_family-799#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TTTTTTTCTTTCTACTCTCTTCTAGGTCTTTCCATTTCTCCATTCTCATTCTTCCATGTCCCAGTAATCTTCACTCTGTTGGAATTCTGACCCCCAAATTCGCCTAAGGAACANGTATATTCTATATGTTCCTTTGCANATT

>rnd-1_family-801#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

AAGACCCTTATGTTCTAGCTTTTAGTTCTTTGCTTATGTTGGAAGACATTATTGTATTTCCTATTTCTAGACTTCTTATTGATGTAAGGGCTAAGTCCCAAATTTCTATACTCCTATGTTTA

>rnd-1_family-802#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

AGTATTCATTACCCCCCTGAACTTGAAGCTTTTTATTCGGTGTACACCTAAACTTTATTTCGTTTTAATTACCCCCCCGAACTTGCTTATTCATCCAACGCGTACACCTTTT

>rnd-1_family-803#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TTTTTCNTGTATAAGTGCATTTGTTTCATTGATTTTTCTTCTATTCTAATCTCAGGCATTGTTACGGACGGTAATTGAGCGAATTGGATCAATTTTAGGTCAATCATAATGGGTCAAGACAACAAACGGGTCAAGATCCAATCCAAACCGAATTTGATTGGATCAATATGAATTGAGCCAAAACGGGGCAGATAATGAGTCAAGACCCAACTCAACTCAATTTTCGCTAAGTTTAATTATTTTATTNGTTCTTTAAAATATTTTAGTACACAATAACGTTATTGATAAAANTATTTTATGGATATATATAAAGAATCATACTACTACAAAACCTCCAACTTTT

>rnd-1_family-804#DNA/PIF-Harbinger ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

ATAACTAATACAAGCATTACTAATGCAAGCATTACTAATACACTCTATTTAGCATTATTCTTATACA

>rnd-1_family-805#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TTTGTATGCTCACACACTTAGCATGAAACCTTTCACGATTATNTGTTGTTTGCAAGCATGTCTATTNAAATTTAGAGGCCAAATTGAGACTTATCATGCTAAAATGACCGTCTTGTTTGTCTTGTTTGTTTGACTTGGTGTCTAGGAGGGCCTTATATTTTATTTTGTCTAAACCCACCCTTTAAGAGTCCAATGCCTCTTGGACATTAAGTTGGGACGATTAGGCACCTTTTAGGTACGAAATGCATGCGGTGGCGGGGTAGGGGTAGTTGGCCCTACGGAGATGATGACATCGACTCAGGCTTGAAAGACAAACTTTGGTTTTGTCTGTCCCTATACGGAAGCCTATCGAAAAATAA

>rnd-1_family-806#DNA ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

AAATCATATTTATGTATGCTATGTTGAAATTTGCTATAAGAGTATTATGTTAAATTTTTTGTTTTGAATTTATAACTTATGTTATATTTTCAGTTTCATTTGTTTTAGTAATATTGAATTCACATTGCAAGTCATTTTTTAATTAGACTTGATAGATTATCTTTT

>rnd-1_family-807#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

ATGTTCTATTCGAAAATTTGAAGTTGGAGTAGTATTTGACCATATTTTTACAAGAATATTTAGAATTTGAATACATTTTGTCTGAATATGATTTAAATCCTCAATTTCTAGAAAAAAAATCACTTAACTCGACTAGTTTAACCATGTGTACATATATTCATTCCACTTGACACATTTAATTTTTTGTTGGTGGCGTNAGTTTTTTNACAAAAATAGACAGAAGGATGAATCTTGCAATTTTTTGGATAGTTCAAGGATGTTTTTTGTTCACTTATATAACACAAGGATGTACTTTAAGTTTAGGTCATACTTCAGGGATGATTTAGCAAAAAAAAACGAACACTCATTTACATTCGTGCATATCACTT

>rnd-1_family-808#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

AACTCATACACTCATTCACTCTCAATCGCAAGTTCTCTCATCACTCTCCCTTCTCTCATTGCTCTCTTGCTACTCTAACAATACATTAAGATTCCGGTAAACATTCAAGTGTTCTTCTTCGCTATTTTGCTACTTTGTTCGAGTAAAGGT

>rnd-1_family-809#LTR/Copia ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TTTTCACTAACAATTTTAAGGAGATTCAAAATGGCTACAATTGAAAAAACCGCGGATGTCAAGATGGGAGACCTTAACAAGCCATTTCGGTTCAATGGTAACCATTTCAAGAGATGGAAGGGTAAAGTACTTTTCTACTTAAGTCTTCTCAATGTTTCTTATGTGTTAACCGAGAAGAATCCTAATAAAGAAGACATCACCTCTATGAATGATGATGAAACTATTTCTCATCTAGAGAAAGTGGAAAAGTACGATGGTGATTCCTATAAGTGTCGGTATTATCTTCTTAATTGTCTATCTGATAATTTTTACGATTATTATGATAGAACTTACTCTAGTGCAAAGAAAATTTGGAAGGCATTGCAGAGTAAGTATGATACCGAAGAGGCTGGAGCGAAAAAATATGCGGCTAGTAGATTTTTTCGTTTTCAAATGGTGGACAACAAATCAGTGGTAGACCAAGCTCAAGACTTCATCATGATTGTTGGAGAGCTTAGGTCCGAAGAGGTTAAAATTGGAGATAACCTTATTGTTTGTGGCATAGTAGATAAACTTCCACCTTCTTGGAAGGAATTTCAAAAAACTATGCGCCACAAACAAAAGGAAACCTCTCTTGAAACCTTGATAATGAAAATCCGCATGGAAGAAGAAGCAAGGGGCCAAGATGCACTTTTACAAACAGAAGAGAACAACATCACANCGAAGGTAAATTTAATTACTTCGAATAATGCTACTCCTGAAACTCACAAAAATACTTCTTTAAAGCCTAAGAAGAAAAAATTCAAGAAAAATAATGGT

>rnd-1_family-810#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TCTCAAACCATCTAACTTGACATGAATAAAAGTCTTTGGGACGCAGCCCATACAAAGTCTAAAACATAAAAGTAAATGACATAA

>rnd-1_family-811#Unknown ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TATTTTTTAACGGTGATTTTGCAAAACCATTTTTGACACGTGACCAATTATAATTCGGCCACGTCATCAATTTTTTTAATAAAAAAA

>rnd-1_family-812#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TCTTTGTCTGAAAACTCTTCGTGTTTCCAGTCAAAGAGGGGCAAACTGTAGACACGTAATTTTTGACCGAATTTAAGTTTTACACCAATTTTTAGAGCNTAAATATTTTT

>rnd-1_family-813#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

TTCGTCCTTATAAAAACCCAACTTTCAGCCTTTGTGTCTTACTTTGAAATCTCGATATCTCGAGCTATACAACTCCGANTTGGGCGATTCGAAAGGCTANGTTGTGAGATTTTTCGAGGGGAACGCGTTGGTGAGCTTGGAATCTGATTTGGGGACCCGATTTGAGGTAAATTTTGGGTTTTANCTGCTGTCATAGCTCATTTTCGAGCTCAATTTTTGGGAAATTTTGGAAGNTGATTTCTCGGCCATTTTAGGTCCGAATCTGGTGATTCGAGAGCCTATATTGNGTGGTTTTTCGNGGGGANCGTCGTGGTGTGGTCGGNTTTGGCTGTTGGACCTTCGTTTTTGGTAAATTCTTGTAAGTCAGCTGCTGCCATAGTTGCTGATTTTTAGCNTAGAATTTGGGTTTTTTGTTGCATGTTCATGTTGGGACTGTTTCGAGCCCCGAATTGTGTTCCATTTTGGNACACAAGTTCGAGAGTTATTTAGGACTTTTATTTGGGGTTAATTCGGGATTTCTCAGCGCGGGTCCCACTTTTCCCATTTTGACCCCGAAATTGGCCCGTCTCCGTTTCTTGCGATTTTAGTGT

>rnd-1_family-814#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

ACCACAAATCCTAAATACCGCTCTATCGTCTCAGGAAAGGCGAAATCACCGCTATGGACAAAGGCAAGAACGTCCAGACGGAGCTCACTGAAGAGGAACTGCGAAGAAAGATCGAACGAGTCACTCGAGAGATTCAAGAGGCTAAGGAGGAAGGGCTCAAAGTCGACATGGCCACGACGATCTACAAAGCTGCGGCCGCGACGCTGGATGAGGATCTGGCGTCGCAGATAAAGAGAAAGAAAGANGTTGAGATGGAAACCGAAAGCTTGAGGAAAAGGTTGGACNTGCTTCGTTTGAAGGTGCACGAAGGAAAGGCGAGAGAGGCGAAGATAGA

>rnd-1_family-815#DNA/MULE-MuDR ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

GAGTTGGGAACCNAAATAAGCCACAAAAATATAAAAGTGACCAAAATAAGCCACTATTTTAGTAAGTAACTAAAATAAGCTTAGTGGAAGAAAAAGTTCCACTNTATCCAATNTTCTAAACGTTTTCCGTTAGTGTCATAACGTNTATTTTTAATATATAACGGAACTTTTTCTTACACTTTATAAAGTGGAACTTTTTCTTCCACTTTATAAAGTG

>rnd-1_family-816#LTR/Gypsy ( RepeatScout Family Size = 19 Final Multiple Alignment Size (possibly truncated)  = 17 Localized to 1063 out of 13 contigs )

GAAACCAAAACCGAAANTAAGCATTAGCCTAAGACGACTTAATACCCAAGGCGTATTAAGTCCATTAGTAGAAAAACCGCCAAAATCGCGTCCAAGGTCTTCGACCTCACGACGCATCATATTGTTTGACATTTGAATGAATGTA

>rnd-1_family-818#DNA/PIF-Harbinger ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

AGTTATCCCGGGATTACTATACCACCCAAGGGGAGGGATAACTTATCCCGGTACTAATTATTAATCCCGGGATAAGTTATCCCGGACTTGCCAACCAAACAACAAATTAAGTGGCACTATAATTTAATC

>rnd-1_family-819#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

TTCTACCAACACTCTGTCGACCTCCTCACTTCACCANCTTATTGTCGCCTGCTCCATTAAACTTAAGCCAACGAACTATCTCATACGGAGGACACAAATANCTCAGTTGATTCATATCACAGAGAATGAACCAAGTAAAAGTAGTTGTTCCACTGGACAGACTGCTGGGAAAGTTGTAGCGGTTAAGAAGGATGCAAAAGATAGTG

>rnd-1_family-820#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

TAGTATTTTACCCGACCCATTTATTACCCAACCCATTTTTACCCATATCAAATATGGGCGGGTTGAATGATTACCCATTTTAT

>rnd-1_family-822#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

TTATTCAAGGTACTAGAATCTTGAGGAGGTTTTCAAATTCCGGAGATGTTCCCAAAGGCCATTGTGCTGTATATGTNGGGGAGAGCCAGAAGAAGAGATTCGTCGTNCCNATATCATNCTTGAGCCAACCTTTATTTCAAGACTTGCTNAGTCAAGCTGAGGAAGAGTTTGGCTTCGATCATCCAATGGGTGGTNTNACAATACCCTGCAGNGAAGACGTGTTCGTTGATCTCACNTCTCGCTTGAGATCGTGAGTAGTATCAAAGTGCAAATTCTCTTGCACAAGAAATTTTGTANAGTAGTAG

>rnd-1_family-788#Unknown ( RepeatScout Family Size = 20 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

TAAGACTGGTCAACGGACCGGAACCGGGTCACCGGACCGGAATGAACCGGTACCGGACCGGACCGGAATCCGTTGACCGGAATTTTGACCGGTACCGGGATGAACCGGACCGGAATTACCGGGACGGTTCATCGGTTCCGTCCCGTTCCGCTA

>rnd-1_family-823#LTR/Gypsy ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

ATTCACCTAGTANTGAAGAATGTGAGAAGAAAGCTAAGGCTAGAAGACCCTATAATCTACCTATGAATGAAGATAGAATGAATTGATGAATAATGAACCTTAGGATGGTTGTGTTGGCTGTAGATTTAGGATGATTGANTGAAAGTGATAGAATTCACTTGAGCATGGANAGATTGTCAAGGACATCCCTCCATGAGAGAAGAGTGTTGAGCAAGGCTTGACAAGTAAACCTTGGAGTATATGCTTGACTCCAAGTGGATATGGAAAGTGAGACGGATNGTCTAGCAAGGGTCCGGACTCCAAGTAGAAAGGAGAGCCACACCTAGTAGTT

>rnd-1_family-824#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

TGCCCTTGGTAGTGACTGATCCGTAGTTGCAGTTCCTACTCCCTAGAGCATTAAAGTGAGCACTCTAATATGAGTTTGTTACTAAATGTACGTGCTTACTCTACCAAGTGTTAGCATGCAAGGTTTAAACTTGTTTCATCGTCAAAGTACCCCTGGCACGTATTTCCCTTATATAAGTCAAAATGATCCTAGATTACACATGGTACATATGTTTATATGNTGGATATACGATCTGCCCGTATCTTGCCAACTTGCTTCAATTGTCTATTCCATCATATATGTCATCTTTTCACATGTTCATGTGTTCCCTTTATTGGTTATTACTCCTATCGTCCTTAAGTTGAATTTTTCCACA

>rnd-1_family-825#LTR/Gypsy ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

TTAATAATTGGTTTCCTAGTTTTCCTAAAAATTAGGTGGCGACTCCCTTT

>rnd-1_family-826#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

TAATAATAATAATAATAATAATAATATTTGTCTTTTTTCAAAAAAAATTCAATTGATTTTATTTATTCCTTGTATTCAACGATATAGTTACGTAAATATATACTGTTACTAGCTTNTTTATGCGNTAATGGTTTGTTTGTTGCTATTGTTTAGGAGTTAAGTATGTCATTTCTTGGTTTCTAGGCTACAAGATTAGTGGAGTTTGTTATATCAGAATAAATAGGAGTAATTTATGTGTTCTGTTATTAATAGTTTTTTTAAAAAAATCTATTTAAGAACTTTTAATTGAGAAATAAAGAGCACTTCCACTTGCATATCATTTCCCTTTGATTAATGTTACCATAGGGGAGATGAAATCCTTTCTAATAGATAAGTTATTTTTTAACGAACCATTTCAAGAAGCATACTTATCTCAATNACCTGCAGTACCTTCTTTAGTTCCACCAAATGATTTCTTCGCAGGGTCGAATGGCTTGATCCAAAATCTAGAACTCGGCCATTTCAATTGCAAAATGATAGAAAATCAAATNGACACTTGTTACGGTGTACATCATTTCAATATGTTTAATCATTTATCGGATAATGGAAATCGTTCCGATGTACAGGTGTCAAATGAGTTCCCTATGAAGTTNAACGAATCACTTCAAGAATCATACTTATCTCAACAACATACACTCTTCTGTTATTTGTTGTTGAGCACTCCTTTGTCATCACCTCAATAGTTGGATACCTGACCTTCNCCGAGTTGTTGCACAACTTCCATGAATTTGNCATGAAGATCCATCCTCCTCNATTTCAACACCTTCACCGAGTTGTTGCACAACTTCCATGAATTTGGCATGAAGATCCAT

>rnd-1_family-827#LTR/Copia ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

GCAAGCTAGGAGTTACAGTTCCTCTACTCACTAGCTTGAGGGGAAGTGTTGAAGGA

>rnd-1_family-828#Unknown ( RepeatScout Family Size = 18 Final Multiple Alignment Size (possibly truncated)  = 16 Localized to 1063 out of 13 contigs )

ATAATGAATAGTGTAACCTTGGAAAATACAATTGGTATAGTTGTCATAACATGAATGGGTTGCTTAGCGAATGATGTTGCACCAATTAAGGTTAGAATCTCTCATG

>rnd-1_family-829#LTR/Gypsy ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

ACTTACAAAGTTTTGCAACATAATTTTCTTAAAAGTCATTATTCAATCTTCCTTTAAAACTTTGGATTGATTATGACATTGTTT

>rnd-1_family-831#LTR/Copia ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

GTTAAATTTGACAAGATTCAAAAATGGATTAATGAGAAGATATGGTAGTTAGGAGGATAATTCTTCATTGGTAGAAAAGTCAAAGATAGCACCTTTTGTAGGTGAAATTTAGGCGAACCATAAATTGGTTTCTACATAGGTGAAANTCTTGACATTTTGTACGTATTGTGATGTCATGGATGACATCAATAGGAAGAATTCACTCCTATAAATAGGTAGCTCTTAATTCATTTCAAAATACACCTCTCACTTGCCTTCTCATCTCCTAAGGCATTTGTTCTTCTTTCTCTCTTGTAGTATTTCACTTGTACTCTTTTGGAGTGAAATAAATATTGGTCGGTTGTGTCCGAGGAGTAGGCAAAAGAAAACAAAAGTTTGCCGAACCTCGTTAATTCCTGGCGTTCTTTTTGTTGTTGTCTCATTTACTATTTATTAGCTACCTTTAGATATAGTAGTTGTGATTCCATCACTCTCTATATATTCGACTTCCGCAACAAT

>rnd-1_family-832#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

AGTCAAAGCATGAGTTCTTCTAGTTGATGATATGTGTCTCTAGTAGGCTATAG

>rnd-1_family-833#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

ACTCTTGAACACTATGAGNTACTTCATTAAGTANGTCTTAGTTCATTATGCTTTTGAACACTATGAGATGCTTCTTTA

>rnd-1_family-834#DNA/MULE-MuDR ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

ATACATAACCACCTATCTAATCGATGGTTGTAAACACAACATTTTCATCGATCTTAGCTTTTTTTTAGGTCTAGGCATCTNTGGATCATCATTGTCGCTAACATATCCCACTTCGAGCCTTTNCAATCCCATAACTCCATAGNAGTGNTNCATATCTCGNGCGNAGGTNNTCAGGACTAAAATCCGCATGATGGTACNTCGANTTCGTCACTCAAANACTCGGCGAATGCAGCAACAAANANTCCACAATCTCTGCACGGTATATCATCAATTAGAAAATATAATAACATCACATTNNAATAGGGCAAGACGAAAAATATCGTGATACTTACAGGCTATCGCTTTCTTGTTGGGCAAT

>rnd-1_family-835#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

ACCCATTATCCCACTAATGGGAAGGTGGTTAACTACCCATTATCCCACTA

>rnd-1_family-836#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

TTGAGGTGTTTAAAATGAACAAAGTCTANTTGAGGTGTCCAAGTGAAAATTGATGTCA

>rnd-1_family-837#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

CAATAAACTTAAAAAGAAATAAGGGCTTTAGCTAGATTCAAACCCTAGTTTTGTGGGTGATTCCTCTAGCACAAGGATAGCTCTACACTCATTAAGAGTGCGCTGTTAATTATATCTTTTTTTTGCCAGAGATAGATATACATGTATATGCGCCCACACATATGAATGTGGGTCCGCCTCTCATAACAAGATAAAGTTACTTCACGAGTGAAAATCATTAGTNCAAGTTTCAGGCTCTGATACGGCATGTAAAAGCATAAACATTTATGCTAATAAAGAAATTAATATATNTACATACCAGGATTTCGAACGAGCGTATTTGAGGCAGAAAACGAAATCAATCTCCCTTTGCCCTATCTTACGCTACTGTAACTTTCGTGATTGAATCGAGTGGAGGTTNTAACCCTAATGAACATAAAAGGACCAATTTANAGGATTCCACGGAAAATGTTATTATTTTTGTTGCCCAACATGTAATCTAATGAAATGATGTAATCTATTTAATTATTAAAATAAAATAAAACTTATATGGTACAACTAATTTATGATATGCAACTATCATATTAGTAATATTAGTAGTGAATGCTNAAAATAATTACTATTTATAGCTAATNTTTTTATTTCATAGAAAAATGGTAAATACACACGACTATCTACAATTTGGTTTTAACATTAGGCATTTCTAGGCTAATCTTCATTTGCTCTGTTAAATCGCGACTCATCCAAAAGAGGATAACTATTTGGTAGTTTTTAATTAGTTTTTCNTGTATAAGTGCATTTGTTTCATTGATTTTTCTTCTATTTTAATCTCAGGCATTGTTACGGACGGTAATTGAGCGAATTAGATCAATTTTAGGTCAATCATATTGTGTCAAGACAACAA

>rnd-1_family-838#LTR/Copia ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

ACAACTTCACTTGAACTTATATTGTAATCTTCTTTCATCTTTCATAAAGCTTTGTACACACTTGAGTGAACAATTGTAAAAGAAAAGAGAAGGAAAGATTAAGGGAGTAGCACTGCCCGGTAAGCTCCTATCTCAAATCTCAGAAACTG

>rnd-1_family-839#LTR/Gypsy ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

AAGGAGAAATAGACATAAAGATATATGTACAAAATTAGGTCATAGTCATTGTCGGCCATTTGGCCAAAGTTTATTTTGTTTTCTTGTAAAAAGTCGTAAAGTNAATAGTGTCAAGTANGTCCTAATCGTAAATAGTAAGAGTCAAGTAACTGTGTAAATAGTAAGAGTCAAGTNACTGTGTAAATA

>rnd-1_family-840#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

AAATTAGGTATATAGCATTTTNTATAGTAATATTCTCAAGTTATAGCATTAGAGTTTGANTTTCANTGTATAACATTTAATAT

>rnd-1_family-841#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

AAAAAAAAAGGGAAATGGGGCTAAGGGGATTCGATCCTAGCTACTGCTTTCGCGAAAAAA

>rnd-1_family-842#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

ATACTAGTTTCTGAGCACGTGCTTCGCACGTGTGTTTCATGTGAATTTTTATAGATACGTTAGAATGACTAAAATTTCATGGAAATATATATGTAAATTGTAATGAATAATAAAATGTAACAATTACAAAATAAGAATAAAGACTTACGACAATAAAACATTCATAGAAAACTAAATTAAGAAGTCTAACAGAGNGAAAAAAAGACAAAAAGAAACAGAATATTTAAGAAAAA

>rnd-1_family-843#Unknown ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

AACATTAATATATGACAGTACATCAAATATTAATCAGGCTCCACAACCTAACA

>rnd-1_family-844#LTR/Caulimovirus ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

ATATCATCATGAATCTATATTACTTAGTATATGGTTAGTCTCTTAGCTTCTTANNAGTATCGATGGATTAACCTGTAAATTCCTAGGACATTGTCAGGTTAAATGTTCTGAGAAAAGAACTATGAATAACCAAATCCGGGGTGTGGTTAAAGAAGATTACTTTTAAGAACAAAGGCTAAGAGAAAGAGATGAACAGTAATAATAGATTCATGAATGGACAGAGTCCATAAAAAAAAGGGAAGTTAAAACTAGAAACTAATATGATAATTACATAATAGAACAAGAGAGTGAAGGAGTACTGAGTAGGATTGTACAACATTAAAA

>rnd-1_family-845#SINE/tRNA ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

CTAATAATTGGATTATGAAGACACAAAAAACTTCANATATTGGAGGTGCACCAAAATNTACTCAATACCTACCTAGAGTAGTAGGGTTCATGGAACATAATAAAAAGGCAATNCAATATATTGTTCACTAGAGGAAAATTCCTTCTGCATCAGAAATATAATTTTTTAGCATACAATCAAAACGTTACCTGGTCGTCAANGAAGTGAGTTGAGAACCATGAGGTATCAAGTNCAATTACCAGCGGGACAAAAAATCTAGGTGATTTCTTCCGTCTGTNTAGCCTTGAAGGATAGACTTACCTAGTACCACGATCAAGCAAGCAAGANNTATGGTTTAGAAATAGAAAG

>rnd-1_family-861#Unknown ( RepeatScout Family Size = 16 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

TCGTAAATAGTAAGAGTCAAGTAACTGTGTAAATAGTAAGGGTCAAGTGNCTNTTAGTAAATAGTAAGGGTCAAGTTACTGTGTAAATAGTAAAGGCCAATCGTCTTTTAATAAA

>rnd-1_family-846#LTR/Gypsy ( RepeatScout Family Size = 17 Final Multiple Alignment Size (possibly truncated)  = 15 Localized to 1063 out of 13 contigs )

TTCGGGCTCGACAGTTTGGTGATGGCGATTTATGTAAGACTAGNGACAAGGTGTTAAAAGGAGAAGCCAAGGCTGAAATTCTTGGTGGTGAGGGAGTTTTGAGGATTAAAGGTCGTATTTGTGTTCCTCGNACAGGTGATTTGACTAGATTAATCATGGAGGAGGCCCATAGTTCGAGGTACTTTATTCATCCGGGGGCTACTAAGATGTATCGTGACTTGAAGCAACATTATCGGTGGTGTCGTATGAAGAGGGACATAGTAGATTTTGTATCTCGTGTTTGAATTGTCAGCAAGTGAAGTATGAACACCAAAAGCNTGGAGGTA

>rnd-2_family-35#LTR/Gypsy ( Recon Family Size = 38 Final Multiple Alignment Size = 31 )

CTTTCGCTGAGGTTCACCAGCGCTTGGACGCCTTTAAGTTGAGGGTGTTGATATACCGTGGTTTCACGGTATTTTTAATGCTTTTTCCTTAAGTTTAGTGTGTGTCCAAAAGCCTTTTTGTACTAATTTTTATGTAAGTTTCTCTTTATTTTGCAGGAAATCTGTCCAAAGATGAACGCGGAGATTTTGAGCGGAGAAATGCAGAAGAGACCACCTACGGAGCTTATGACGGTCCGTCGTGCCTGTGACGGTCCGTAGGTGGCANCGTAGTGAAGCTGCTGAAGGAAGATGGGGAAGTCTGACCAAGTGTGGGATTACGAAGTCCGTGACGGACCGTCGTGGCCACGACGGTCCGTCCTGCNGGTTCGTCGTGANGATCAGAGAAGTAGTCCCAGTACCCAAATTCCAAGAGTTNAAGTGTTNTGGAACGGAGACCCTCGACGGACCGTCGTGCCTGCGACGGTCCGTCATACCTGCCGTCGAGGGTAATGAAGAGAGCAGCAGAAGAAATTGCGCAAGTATGGGACGACGGAGTCCACGACGGCCCGTCGTGACCACGACGGTCCGTCGCGAGGTCCGTCGACCCAGNCGCGTTTCGACAGATTTCCAGTAATTAGAATCCTTNTTTAATTAGGTTTTTATTTTTTATAAATAGTTCGAAAAACCTCGTTTTTGGGGTTAGACTCTTGGATATTAGACTTCGTATTGTTAGACTTTGTGTATTATTGTTAGATTTTTGGAGATTGTTAGGTGATTTTTGGTGATTAATCAAGCGAATTTTCGGATTTTATTCTTTCTCATCGAAGTAAGTGCATGAATTCTTATTTAATATATTTGAATATTGTGATTATGACTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATGGGCGAATAACGAGGTAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTGATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTGTCGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGGTAAGGGTTAGTATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAAATTTTCTAGATGCCGGACCAAGGATTTAGAGATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTTATTAATTGATTAAACTCCAACATTCGAAGCTGTTAGTTGTCTNCTTTAATTTAGTTAGTTATTTTCATTCATTTAGAAATAGAAACCCCCCTTTTATGNTTTTTGCTTTCTAAGGAAGTAATTGACCGAACAATAGTAATAATAGGTTGAAGTTAAGTCTGAACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTCTTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAAAGTAGCTTTTAGATTAACTTAAACTTATTACTATAGTTTAGTCGATATTTTCTTGATTTTACTTTGTTTTATTGTTTTTTATTTCTTGCAGAACTATCCTCCTTGTATGCCAAATACACGGAGAGGAAGAGAACCCTCGTTTCCCTACGATCACGAATTAGAGCGTACACTGCGCAACATGAATCGAAACTTGGGAATTAATGATGATGATCCAAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGTTGTTACCCGATGNTCCGGGTGAACATCAACAGAGGGGACAAAATCCCGCTCCACGGCCCCAAGAATACTACAGAGGCTACGATAACATAGCAGACTCCGATGGGCCACTTGTCTTGCCCCCTCTACCCACAGGCCACACCTTCGTGGTAACTAGTAGCCTGATGCAAATGCTCACTGCCAGAGGTTTGTTTTCAGGGCTACCTTCTGAGGATCCACATGCCCATATAGCTAAGGTAAGGGAAGTGTGTAAAAGTTGTGTAGGGAGGCCTGACTTGGACTTGGATGTAATAGGGCTAAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATNTGGTTCACTGAGCTCCCNTACAACTCAATTTTCACTTGGAACCAACTAAGGGACGTTTTCTTAGCACGCTACTACCCGGTCTCCAAGAAACTAAACCACAAAGACAGAGTGAACAACTTTGTGGCACTACCAGGAGAGTCAGTTAGTAGTTCTTGGGATAGATTCACCTCGTTCTTGAGAAGCGTCCCCAATCACCGTATAGATGATGAGTCACTGAAGGAATACTTCTATCGGGGACAGGATGATAATAATAAAGCGGTGTTGGACACTATAGCGGGTGGNTCTTATGGGGAGTGTCCTTATGCCGAGATTGCCGAAAAATTAGAGAAAATCTCCCGGAATAATAAAGCTTGGAGTACTAGGAAGTCAGATACCGGGAGAAACACCTTCGCAGTGCAATCCACTCACAACCCAGCCACAGATGAGATTCGTGAAGAGATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTAAAACATGTCACTGGGGGTGCAGAAAAGATAAATGCAGTCAACTACTTGTCTAAACCACCACCNCCNAATGATGAGTGCTATTATGCGGAGGATNCCTATGCGGTAAATGAGCAGACGGGGGGTTTCCGACCGAGCGCCCAAGGCTCAAATCAGGATAATTGGCGCCAAGGTCAAGGGAACCAAGGTCGGANCTATGGTAACTATAACCGTGAGGGTCATTATGTCCGAGATGGAAACTACAACCGCGACAACAACTTCAACAGGGGTAACTATGGTAACAGAAACGATAGGAATGGGCCCTATGTCCCTCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGATAGTATGGCGCGAGTTGAGGATATGTTGCACAAAATTATGAGGAGGTTCGACGCTAGTGATGAGCACATTAAAGAGTTAAGGAGTGATTTAGCGGGTATTGGGCAAAAAGTCGATACACATGCAATNTCGATTAAGCAGATCGAGTTGCAAATGGCCCAATTATCTGCGACNGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAAAATGATGCGCACTGTATGGCAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGGAAAAGGTGGTAAAGGGTAGTGGTGAGGCGGTAGAGGGTAGCGGTGGAGAAGATGCAGAAGTCCCTATNAAGGTAATTCCCATGCCTAGACCACCACCACCCTTCCCTCAGAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGCTGAAGCAGCTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTATGCCAAGTTTATGAAAGATCTGGTTACAAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGACTGCAGCATTGTAGTGCTATTGCTACAAGATCTCTCGTACAAAAGAAAGAAGATCCGGGTGCGTTCACTATTCCTTGTACAGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGTGACCCAAAGCCCACTGCGATGCGGCTACTGATGGCCGATCGAACAGTGAAAAGGCCTATAGGGATACTCCACGATGTGCTAGTAAAAGTGGAGTCGTTCATATTTCCGGCAGATTTTGTTATTCTTGATTGTGAAGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTGATATGGAAAAGGGGCAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGNCCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCTGCCGTATCCCACAAAGAAAAGATGAAGAAGGANAATGAACNAAAAAGTGCAAAACGAGAGTTTATGGTTGGGGATTTGGTGCTTTTAGACAGTTCTGGGTTGCCTTGTCTTCCGGGCAAGCTCAAGTCCAAACGGACTGGCCCTTACTTGATTACCCAAGTATTCCCTCATGGAGCAGTTGAGTTAGAAACCAAGGAGGGAGTGCGGTTTAAGGTGAATGGAGAACGAATAAAACTCTATTTCGGGCATACTGCATCGGCGAATGAAGTGATAGAGGCATACCATCTTGATGAAGTCTGAGTAATCAAGTGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACTTATAGTCTTTCTAGTAATGGTAGCATTTTTCTACTAATGGGTTTTAAATTTGCAGGCACATCACCAGGAAATTCTGCAGAAAATCACTCCGCAGCAGTCACCGACGGATACATCGACGGACCGTCGCGCNTGCGACGGACCGTCGCATGCATCCGTCGTGCCAGGTACGTTTTTCTGTTATTTCGAAACTAGGGCACACGCGACGGAACCAACGACGGACCGTCGCGACTGCGACGGACCGTCGTCGGGGACCCGTCGCGTGATTAATGAAGCGTACCCGACCCGACCCGACGGGACCTTTTTAAAAATCTNAACGTTTAAACCCCCCACCCCTTCATTTCACCCCATTNCTTCCCTNTTCCTCCCATCTCCCCCTCCCTTTCAACTTCCACACTTCCTAACCCTCTCCGCCGATCATTTGCTCCCTTCCCACAATTCTCCCAAGTTCCTAACTCGTTATCTACTAGTCGGAGNCTGCCGCTGTGGGTGTCTACCTTGATNACCGAGTACCTCTCCTCGCTTGTTTTTCTCGAATTNTAAGGTATGTGTCTCTAATATCTATACTCATTTACATTGCATTTTTGTTTATCAATTAGTATTAGCCTAGTTCTTCGTCGTGGGTTTNTTCCTTTATACGATTCTGTCTGACCTAGGTTAAGAATCCTAGAAATTGCCGTGTTAAAACTCTAGAAATAGGTGCTTTAGNATTGCTAGTTTNCTAGGTAGTTGGGTTAGACACATGTAGGTCTAAAACACTANANGATTGCCATGTGGGTTCATCGGGNATTCTCGGGGTACCCTCAGTTCTATCACTGCGACCCCGATGACGAGACCGTCGTACCCATGACGGACCGTCGTAGGGTCCGTTCCAACAACGCCCTAGCGCCCGTTCCAACGTCCGCCGTCGGACACGTGTCCCCGACGGACCGCGCGCCCGCGACGGACCGTCGTNCNCACGACGGTCCGTCCTGCACAACCGTTCTGGTTGTCAGAGACCCTGTTCCTAAGGGTCTCTCAACATTTTCTAAGTGTCCTCCGACGGACCGTCGTACNCGCGACGGTCCGTCCTGCACAACCGTCATGGTAGTCAGAGACCCTTCTCCTAAGGGTCTCTCANTTTTTTCCAAGTGTCCTCCGACGGACACNTGCGACGGACCGTCGTNCCCTCGACGGTCCGTCCTGCACGACCGTTCTGGTTGTCAGAGACCCCGTTCCTAAGGGTCTCCCAACNTTTTCCAAGTGTCCTCCGACGGACACTTACGACGGACCGTCGTACCCGCGACGGTCCGTCCTGCATGACCGTCATNACGGTCAGAGACCCCTCTCCTAAGGGTCTCCGTATTTTTTCTCAAGTGTCCTACGACGGACACCTACGACGGACCGTCGTACCCGCGACGGTCCGTCCTGCGTATACCGTCATGCTTGTCAGAGACTCTCCTTCAGGGTTCTCTATATANACGTAGTCTAAGTAAGACACGACGGACCCCACGACGGTCCGTCGTACTCACGACGAGCCGTCACCTGGTCCGTCGTGTTTCACTGTTACTACAGAAATGTCATTACTATTTTAAATG

>rnd-2_family-100#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

TGGAGGTCNACCCCAGACCGGTCGACACTTCTCTNAGAGACCTATGCTTGAACCCAGAGATTGTTATGGATGTGGGGAGACCGGACATATTAGGAGGTATTGTCCAAAACAGAGTTACAGACCCCCAATAGCTAGAGGTAGAGGTGGTCATGGAAGAGGCCGTCATTCTGGAGGACGCGGTGGCCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAGCCACTGCAGCGCAACATGGTAGGGGCAACGGGCAGACAGGCGATAGGGCCCATTGTTACGCTTTCCCCGGGAGGTCTGAAGCGGAGACATCTGATGCTGTTATCACAGGTAATCTTTTGGTTTGTGATTGCATGGCTTCTGTATTATTTGATCCTGGATCCACATTTTCATATGTATCTTCCTCATTTGCTAGTGGTCTTAATTTACATTGCGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCTGTGGGTGAGTCTGTGATAGTTGAAAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGGGGAGCAATACTCATGTAGACTTGGTTATCTTAGAAATGGTTGACTTCGATGTAATTATGGGTATGACTTGGCTTTCTCCGAATTTTGCGATCTTGGATTGTAATGCTAAAACTGTGACGTTAGCCAAGCCTGGGACGGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTTCGTATCATCTCCTTTCTTCGCGCTAAGAAAATGGTTAGTAAAGGGTTGTTTAGCTTTCTTGGCACATCTCAGGGATGATACTACCCAAGTACCTTCGATTGAGTCGGTTTCGATAGTNCGTGAGTTTCCGGATGTGTTCCCCGCAGACCTTCCTGGCATGCCACCGGATAGGGATATCGACTTTTGTATCGATCTGGAGCCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAATGGCTCCCGCTGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTAAGCAAAGGCTTCATTAGACCAAGTGCATCTCCTTGGGGTGCTCCNGTTTTGTTTGTGAAGAAGAAGGATGGGAGCTTTCGGATGTGCATAGACTACAGGCAGCTGAACAAGGTAACCGTTAAGAACAAGTATCCCCTTCCTCGCATTGATGACTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCNAAGATTGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGGACCAGGTATGGGCATTACGAATTTGTAGTGATGTCTTTTGGGCTTACGAATGCCCCTGCTGCTTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTTGTNATCGTATTCATTGATGATATACTGGTATACTCAAAGAGCAAGAAGGAACATGAAGAGCATTTGAGAATGGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAATTCTCCAAGTGTGAGTTTTGGCTAGATTCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAGGCAGTGAAGAATTGGGTAAGACCTACTAATGTTTCAGAAATAAGGAGCTTCGTTGGTTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTCTCTTCCGTTGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAGGAAAGCTTTCAGAAGCTCAAGACTTTGTTGACTACCGCACCGATTCTTACCTTGCCAGTGGAAGGTAAGAATTTCATTGTCTATTGTGATGCATCCTATTCTGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAACGTAATTGCTTATGCTTCGAGGCAATTAAAGGTGCACGAACGTAATTATCCGACCCATGATTTGGAGTTGGCTGCGGTAGTGTTTGCATTAAAGCAATGGAGACATTATCTATATGGGGTTAAGTGTGAAGTCTATACGGATCATCGTAGCCTACAGTACGTCTTTACTCAGAAAGATTTGAACTTGAGACAGAGGAGATGGATGGAACTACTGAAGGACTACGACGTCACCATCTTGTATCATCCGGGAAAGGCTAATGTTGTGGCGGACGCCTTAAGTAGAAAGGCGGGGAGCATGGGAAGTCTAGCTCACTTGCAAGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACCTTATGAGGTTAGAAGTAAATGAGAAGGGAGGATTNTTGGCCTGTGTGGAGGCAAGATCTTCTTTTCTTGACAAGATTAAGGGAAAGCAGTTTAATGATGAGAAACTGATCCGGATCCGAGATAAAGTGTTGCGAGGAGAGGCTAAAGAAGCAAAAATCGATGAGGAAGGTGTTTTGAGAATTAAGGGAAGGGTATGTGTGCCCCGCGTCGATGATTTGATCCACACTATTCTTACAGAGGCTCATAGTTCAAGGTATTCTATACATCCTGGTGCAACCAAGATGTACCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGCGACATTGTTGATTTTGTTGCCAAATGTCCAAATTGTCAGCAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAAAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACATTGGGTAAGTTTGACTCTATTTGGGTAATTGTTGATAGGTTAACTAAGTCTGCTCATTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAAATCTATATCTCAGAAATCGTTCGATTGCATGGGGTTCCACTCTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAGAACATTGCATGCTGAATTAGGTACTAGGTTGGACCTTAGTACTGCGTTCCACCCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAAGTGTTGGAGGATATGCTTCGTGCATGTGTGATAGAATTTGGTGGTCATTGGGATAACTTCTTACCCTTAGCGGAGTTCTCATACAACAATAGCTATCACTCAAGCATTGATATGGCCCCATTTGAGGCACTGTATGGGAGGAGATGTAGGTCTCCCATTGGGTGGTTTGATGCATTTGAGGTTAGACCTTGGGGTACTGATCTTCTGAGGGAATCGTTAGATAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCGCAAAGTAGGCAGAAAGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTTATGGAGGGTGAACAAGTCTTGCTGAAGGTTTCGCCCATGAAAGGGGTGATGCGGTTTGGTAAGCGAGGTAAGCTAAGCCCAAGGTATATTGGTCCATTTGAAGTACTTAAGCGNGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTTCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATTCGTTGGGATTCAGTTCTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCCATTCTAGATAGAGAAGTCCGCAAGTTGAGATCAAGGGAGATTGCATCCATCAAAGTTCAATGGAAGAATCGACCAGTCGAAGAAGCCACTTGGGAGAAGGAGGCTGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTCTTGTGATCGTTCGAGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAAACTGGCTGAGACGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGAGGGGGTCTCGTTTCAAAACACTTAGAAATTCTGAAAAATGGGTACTGAAATCGACTCTCTGAACTTCGTAACGGAATGGCAGGACGGACCGTCGCAGGCGCGACGGACCGTCACAGACTCTTCAGAGAATCGAGTCTCTGAACTCTGCGACGGAGCAGCAGGACGGACCGTCGCAGGCGCGACGGGCCGTCACAGGCTGCGTAATCCCAGGCCGGGTCGGATTTCTGTTAATGTTTTAAGGGGCGTTTTGGACTATTCCTGCTTATAATTATAAAGTTAGTGGGTTAATGTTAATAACTCAATTACTTGGGGGTTAAAAGAGGTAACCTTGAGTTAATTAGTGGGTTACTATCGCCATCTTTTATACTTAATTATATGCTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAGAAAAATAGAAAGAACAGAGAGAGAGAGAGGAACGAACGAGAAGAGGAAAACGAAAAGGCNTTGGGGAATNGCTTGCTTGATCACGAATCTTCGGTGGAGGTAGGTTATGGTTTTTATGCTATTCGTAGTAAACTCTTAATAGCGAATGATATGTATTGGGTAGTATTGTAAACCCTTCTATATGCTTAATTGTATGCTTGCATGAATGTGATTATGTAATTGTGATGAAATAAGCATGATGAAGCTATTGAATCCTAAATCTTGAAAACCCCTTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAGTAATGAGATTGATGATGCCTTGGTATAAAAGAAGGCTTGATGAATTAACAGAATGAGATTAGTGGAGCGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAGGATAGTATGATGAGGATCGGAGTGTCACGTACCGACGCGAGAGGAATAAAGATAATGAATCTTGAAAGATGTTAATATACTCAATCTAANGAACCTANTTCCCAAATGAGTATGGTGTGGAGGCTTGAGTCCTCATGGGTGTGCTTGGCGTTATTACCAANGGTTCTTGTACTTGTTGTTGCTACATGTTGAGTATTGTAGTTGATTTTATGATATTACTCGATATATATTGTTTTCTATTTTGAGTTGGCCGATGATACCTACTCAGTACTCGTGTTCCTTGTACTGACCCCTACTTGTATGTTTTCTTCTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCAACTCAACCGCAACTCTAGCCAGTCTTCATCACNCCGGATTTCAGGGTGAGCTAATGCTTCTAGCTCGGACTGGATCCTCCTCTTCACGTCTTGATGCCTTGAAGTTCCGGCATGGACTAGCTGTTTATTTATTTTAGCTTCTTAGAATACTCTTAGATTTAGTAATTTGAGGATAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAGTTGNTGAGTTTTTAGAAGTTATTTAATTGGTTTTCGTTAATGAGTTTAAGTCTTCCGCATTATATTTCTGTTCATATTATATTGGTAAATGTTGGGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGATTTGGGTCGTGACATTCATACAGAAAGTATGAAATAAAATTCTAAGGTATTTTCATATACAAATCATACAACAATAATACATCAATTTATATATCAATTCAAACATCATTTAAACATTGTCATATAAATGGGCAACCAAATCAATTTATACACAAAGCATGAAATGAAAT

>rnd-3_family-12#LTR/Gypsy ( Recon Family Size = 110 Final Multiple Alignment Size = 101 )

CTATAGGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCGTGCTATTACTTGGATCCAATTGGTATCTAGGCGATACAAATTGGTATCTGACCATCCTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACGACTGCGCCAACACCAACACCGGCAAGACAGGGCGCGTCTGAGCCAACCACTGGGGCTGTAGCTCGAGGAGGAGCAGCGGCAAGAGGCCGTGGTAGAGGTCGCGGGAGGACGTCCTCTAGAGGNAGAGGACGAACACCTGGTCCATCTAGTANTAGGGCGGTGACTCCTCCACCGACTGATGAGGTAGTAAGAGAGGGTGAGGAAGGGGAAAATGAGCAGGTGCAGGATGAGGAATTACCACCCCAACCTACCCCAGAGATGATCAATCAGGTTCTTGCTTATCTTAGCGGGTTATCTGATCAGGGCCAGACACCTCCAGTGTTTTCTGCACCAGCACCTCAGGTTCCGGGGGTACAACATGCAGCTGCTGTGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCTCGATTGACTACAGGGCCTATAATGACGAGTGATCAGCATGAACTTTTCANTAAGTTCTTGAAGTTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCCTATGATTTTCTGGTTGATTGTCATGAGCTGCTACATAAGATGGACATAGTGGAACGATTCGGTGTTGAGTTTGTGACCTATCAGTTTCAGGGGAATGCCAAAATGTGGTGGCGGTCGCATGTTGAGTGTCGACCAGCAAAGGCACCACCTATGACTTGGGCATCATTCTCTAGCTTGTTTATGGAGAAGTATATACCCCGGACTTTGAGGGATAGGAGGAGAGATGAGTTCCTGAGCCTAGAGCAAGGNAGGATGTCGGTTGCCGCNTATGAGGCTAAGTTTCGTGCACTATCCAGGTATGCCACCCAGCTTTGCTTCAGTCCACAAGAGCGGATTCGCCGCTTTGTGAAGGGGTTGAGGTCAGATTTGCGGATTTCAGCCTTACAGGTAGCGGCTGCGGCGAAATCCTTTCAGGAAGTGGTNGACTTCGTGATAGAGGTGGAGGGGGTGAAGCCAGACGACTTCACCACGGCGTCGACATCTAAGAAGTTTCGTAAGGGAGGTGAGTTTAGTGGTTCTTACTCCAGAGGGCAGAGTTCAGGAGGTTACCCAGCCCGNCCTATTCAGTCTTCACTGCAGGCTGCAGCTGGGGGTCCGTCGCAGACCGGTCAACGTTTCTCTGAGTTTGGAGGTTATCCCCAGACTTCGTCATTCTCACAGAGACCTATGCTTGACTCCAGGGATTGTTATGGATGTGGAGAGGCTGGACATATTAGGAGGTATTGTCCAAAACAGAGTTACAGACCCCCAATAGTTAGAGGTAGAGGTGGTCATGGNAGAGGCCGCCATTCNGGAGGACGTGGTGGCCGAGGTAATGGTGGTCACCAGNNCGGCCGGGGTGACGGGCAAGTTGGAACTACTGCAGCGCAGCNTGGTAGGGGCAACGGGCAGACAGGTGATAGGGCCCATTGTTACGCTTTCCCCGGGAGGTCTGAAGCGGAGACATCTGATGTTGTTATCACAGGTANTCTTTTGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCATATGTATCTTCCTCATTTGCTACTGGTCTTGATTTACATTGTGATTTGCTTGACATGCCTATTCGTGTCTCTACTCCGGTGGGTGAGTCTGTGATAGTTGAGAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGGGGAGCAATACTCATGTAGATTTGGTTATTCTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCAAATTTTGCAATCTTAGATTGTAATGCTAAAACTGTGACGTTGGCCAAGCCTGGGACAGATCCGCTAGTGTGGGAGGGTGACTACACTTCCACTCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGANGATGGTTAGTAAGGGTTGTTTAGCTTTCTTGGCACATCTCAGGGATGATACTACCCAAGTACCTTCGATTGAGTCNGTTTCGATAGTCCGCGAGTTTCTGGATGTGTTTCCTGCAGACCTTCCTGGTATGCCACCGGATAGAGATATTGATTTTTGCATTGATCTGGAGCCGGGTACTCGCCCCATTTCCATACCCCCTTATAGAATGGCTCCAGCTGAGTTAAGGGAGTTAAAGGCCCAACTTCAAGAGTTGTTAGGTAAAGGCTTCATTAGACCGAGTGCATCCCCTTGGGGTGCTCCNGTTTTATTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACAGGCAGTTGAATAAGGTAACTATTAAGAACAAGTATCCCGTTCCTCGCATTGATGATTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCTAAAATCGATTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACNAGGTATGGGCATTACGAATTCTTAGTAATGTCTTTTGGNCTTACGAATGCCCCTGCTGCNTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGACCTCTTTGTNATCGTATTTATTGATGATATACTGATATACTCAAAGAGCAGGAAGGAACATGAGGAGCATTTGAGAATTGTATTGGAANTGTTGAGGGAGAAAAGGCTTTATGCCAAATTCTCCAAGTGTGAGTTTTGGCTAGATTCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAAGCAGTGAAGAATTGGGTAAGACCTACTAATGTTTCAGAGGTAAGGAGCTTTGTTGGTTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTCTCTTCTATCGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAATGTGAAGAAAGCTTTCAGAAACTCAAGACCTTGTTGACTACCGCACCNATCCTTACCTTGCCAGTGGAAGGTAAGAATTTCATTGTTTATTGTGATGCATCCTATTCTGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTAATTGCTTATGCTTCGAGGCAATTAAAGGTGCATGAACGTAACTATCCGACCCACGATTTGGAGTTGGCTGCGGTNGTGTTTGCATTAAAGCAATGGAGACATTATCTATATGGGGTCAAGTGTGAAGTCTATACGGATCATCGTAGCCTACAGTATGTCTTTACTCAGAAGGATTTGAATTTGAGGCAGAGGAGGTGGATGGAACTACTGAAGGACTACGATATTACTATTTTGTATCACCCGGGAAAGGCTAATGTTGTGGCAGACGCTTTAAGTAGAAAAGCAGGGAGCATGGGTAGTCTAGCCCACTTACAGGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACTTTATGAGGCTGGAAGTACTAGAGAAGGGAGGATTTTTGGCCTGTGTGGAGGCGAGATCTTCTTTTCTTGACAAGATTAAGGGAAAACAGTTTGNTGATGAGAAACTGAGCCGAATTCGAGATAAGGTATTGCGAGGAGAGGCTAAGGAGGCAATAATCGATGAGGAAGGCGTTTTGAGAATTAAGGGAAGGGTATGTGTGCCCCGCGTCGATGATTTGATTCACACTATTCTTACAGAGGCTCATAGTTCGAGGTATTCTATACATCCNGGTGCAACCAAGATGTATCGTGACCTAAAGCAACATTTTTGGTGGAGTAGAATGAAGCGCGACATTGTTGATTTTGTTGCCCAATGTCCGAATTGTCAGCAAGTAAAGTATGAACACCAGAGGCCCGGAGGNACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACATTGGGTAAGTTTGATTCTATTTGGGTAATTGTTGACAGATTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTCTACATCTCAGAAATTGTTCGATTGCATGGAGTTCCACTTTCCATCATATCAGATAGAGGTACGCAATTTACTTCTATGTTTTGGAGGACATTGCATGCTGAATTAGGTACTAGGTTGGATCTTAGTACTGCATTTCACCCTCAGACCGATGGTCAGTCTGAGCGGACGATTCAGGTGTTGGAGGATATGCTTCGTGCGTGTGTGATAGANTTTGGTGGTCATTGGGATAACTTCTTACCCTTAGCGGAGTTTTCATACAATAATAGCTATCACTCGAGCATTGATATGGCCCCATTTGAGGCATTGTATGGGAGGAGATGTAGGTCTCCCATTGGTTGGTTTGATGCATTTGAGGTTAGACCGTGGGGTACTGATCTTCTGAGGGAATCGTTAGATAAGGTNAAATTNATTCAAGANAAGCTTCTAGCGGCTCAGAGTAGGCAGAAAGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTTATGGAGGGTGAGCAAGTCTTGCTGAAGGTTTCACCCATGAAAGGGGTGATGCGGTTTGGTAAGNGAGGCAAGCTTAGCCCGAGGTATATTGGTCCATTCGAAGTTNTGAAGCGNGTGGGGGAGGTGGCTTATGAGTTGGCCTTGCCTCCAGGGCTGTCAGGAGTGCATCCGGTATTTCATGTGTCTATGCTGAAAAGATACCATGGGGATGGAAACTACGTTATTCGTTGGGATTCGGTTTTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCTATTTTAGATAGAGAAGTTCGCAAGTTGAGGTCGAGGGAGATTGCATCCATCAAGGTTCAGTGGAAGAATCGGCCGGTTGAAGAGGCCACTTGGGAGAANGAGGCCGATATGCGAGAAAGATATCCACATCTNTTTACAGATTCAGGTACTCCTTCTCGCCCTTGCTTTTCTTCTTGTGATCGTTCGAGGACGAACGATGGGTAAATTGGTATCTANTGTAACGACCCGTTTAGTCGTTTCGAGCAGCAGANTTTATTTCTGGAAAAACTGGCTGAGNCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAANTCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGCGACGGAATGGCAGGACGGACCGTCGCAGGCGCGACGGACCGTCACAGACNCCGACGGACCGTCTCTGAACTCTGCGGAAATCGANTCTCTGAACTCCGCGACGGACGGCAGGACGGACCGTCGCAGGCGCGACGGGCCGTCACAGGCTGCGTAATCCCGGACTGGGTCGGATTTCTGGTTAAGTTTTAAAGGGGCGTTTTGGACTATTCNTGNTTATAATTATAAANTTAGTGGGTTAATATTAATAACTTAATTACTTGGGGGTTAAAAGAGGTAACCTTAAGTTAATTAGTGGGTTATTTTTATCATCTTTTATACTTAATTATATGNTAATTAGGGTAAAAGAAAGAGGGTTTGAANAAGAAAAATAGAAAGAACAGAGAGAGAGAACGANCGAGAAAGAGAGAAACGAAGAGGAAAGCAAAGGCATTGGAGAAGTAGCTTGCTTGATCGCGATTCTTCGGTGGAGGTAGGTTATGGTTTATTGCTATTTGATAGATAAACTCTTAATAGCGANTGATATGTATTGGGTGGTATTGTAAAGTCTTCTATATGCTTGATTGTGTGCTTGTATGTTGTGATTGTGTAATTGTGATGGACTAGAATGATGAGACTGTCGAATCTTAAATCTTGAACCCTCTCTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAATAATGAGATAAATGGATCGGAGTGTCACGTTCCGACACGGTAGTATTAAAGAGAATGAATCTTGAATTATGTTAATATACTCAAATTTAANGAACCTATTTCCCAAATGAGTATGGTGTGGAGGCTTGAGTCCTCATGGGTGTGCTTGGCGTTGTTGTCAATGGTTATNGTACTTGTTGTTGCCACCTGTTGAGTATTGTAGTTGATTTTATGNTATTATTCGATATATATTGTTTTCTATTTTGAGTTGGCCGATGATACCTACTCAGTACGTGTTCCTTGTACTGACCCCTACTTGTATGTTTTCTTCTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCGACCGCAACTCTAGCCAGTCTTCANCACATCGGATTTCAGGGTGAGCTANTGCTTCTAGCTCGGACTGGATCCTCTCCTTCACGTCTTGATGCCTTGAAGTTCCGGCATGGACTAGCTTTTTACTTATTTTAGCTTCTTAGATACTCTTAGATTTAGTAATTTGAGGATAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAAGTGTTGAGTTTTAGAAGTTATTTAATTGGTTTTATTAATGAGTTTTAAGTCTTCCGCATTATTTTCTGTTATTTATAGTTGAAATGTTGGGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCACTCGCGGCCCGNTTTGGGTCGTG

>rnd-3_family-549#DNA/TcMar-Stowaway ( Recon Family Size = 50 Final Multiple Alignment Size = 46 )

TCTCTCCGTCCGNTATTANTTGTCATGATTTCTATTTTTAGAGTCAAACTATAAAAACTTTGACTAACATTTTAAGATGTATTTTTTCATCATATTGATATGCAAAAAATTGTAATTTATAGTACTTTTCGTATAGTTTTTGAATATCTAATTTTTTTGTTTAAAATATCGAATTAATGTAATCTAATTTAACTTTGAAAATTAGTCAAATTGACTTTCGAAAAGCGCAACATGACAAACAAATNCGGACGGAGAGA

>rnd-3_family-288#DNA/TcMar-Stowaway ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

AATAATATTCCCTCCGTTTCAAAAAGAATGACCTAGTTTGACTTGACACGGAATTTAAGAAAATAAAGAAGATTTTTNAATCTTGTGGTCCTAAATTAAAGTTATGTCAAATGTACAAAATGTCCTTTAATCTTGTGGTCTTAAACATGCCACGTGGAAAGTTGAAATTAAAACGTACTAAAAAGGAAAGAGGTCATTCTTTTTTAAACAGACTAA

>rnd-3_family-110#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 19 )

TTTTTTCTTTTGGTTTTTCGTCTNGTGTTCGGAGCTCACATTGGAGCTCCGACTAAATTCGGATCGCGCACTGCAGGGCCTATTCGAGGGTGACGCTCCCAACANGATTTTCTCCATACCCAGGGCTCGAACTCGAGACCTCTGGTTAAGGATGAAGCACTCTCACCACTGCACCACAACCCATGTTGGT

>rnd-3_family-30#SINE ( Recon Family Size = 26 Final Multiple Alignment Size = 19 )

GATTTTCAATAAGGGGGTTCAAAATCCGAAGAAGTAGACACACGAANTAGTCGAAGGGGGTTCGACATCTACTATATATATANAAATATTATTTTAACCATATATAAATAGTATAATTTTCCGTCGAAGGGGGTTCGGATGAACCCCCGGTTNTACCAAGGTGGCTCCGCCC

>rnd-3_family-126#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

CTGATATACCGTGGTTTCACGGTATNATTAATACTTTTTCCTTAAGTTTATGTGTGTCCAAAAGCCTTTTTTGTGCTAATTTTTATATAAGTTTCTCTTTGTTTTGCAGGAAATCTGTCTAAAGATGAACGCGGAGATTTTTGAGCGAAGAAATGCAGAAGAGACCGCCTACGGAGCTTGTGACGGTCCGTCGTGCCCGTGACGGTCCGTAGGTGGCAGCGTAGTGAAGCTGCTGAAGGAAGATGGGGAAGTCTGACCAAGTGTGGGGTTATCGTATCNCGTGACGGTCCGTCCTGCCGGTTCGTCATGAAGGTCAGAGAAGTAATCCCAGTACCCGGATTCCAAGAGTTNAAGTGTTTTGGAACGAAGACCCTCGACGGACCGTCGTGCCCGCGACGGTCCGTCGTACCTGCCGTCGAGGGTAACGAAGAGAGCAGCAGAAGAANTTGCACAAGTATGGGACGACGGAGTCCATGACGGCCCGTCGTGACCACGACGATCCGTCGCGAGGTCCGTCGACCCAGCCGCGTTTTGGCAGATTTCCAGCAAATAGAGTCCTTGTTTAATTAGGTTTTTATTTTTTATAAATAGTTCGAAAAACCTCGTTTTTGGGGTTAGACTCCTTACGATTGGACTCTNTTAGGTTAGACTCTTGGATTGTTAGATTCCTTATTGGTAGACATTGTATTGTGAGATTCTTGATAATTATTAGACTTTTTGTGAGATTATTGATTACTTTGAGATTCTTGCAAGTGAATNTTGNTGATTAATCAAGCGAACTTTTGGATTTTATTCTTTCTCATTGAAGTAAGTACATGAATTCTTATTTAATATATTTGAATATTGTGNTTATGACTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCGAATAATGAGATAAACCCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTAATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGTCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATTAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAGGGTAAGGGTTAGGATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAGATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTGATTAATTGATTAAACTCCAACATTCGAAGCTGTTAAGTGTCTCTGTCAAGTTTGTTAGTTATTTTCATTCATTTAGAAATAGAAACCCCCCTTTATTGTTTTTGCTTTCCAAGGAAGTNATTGACCAAACAATAGTAATAATAGGTTGAAGTTAAGTCTAAACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTNTTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAAAGTAGCTTTTAGATTAACTTAAACTTATTACTAAAGTTTAGTCGATATTTTCTTGATTTTACTTTGTTTTATTGTTTTTNATTTCTTCGCAGAACTATCTTCCTTGTATGCCAAATACACGGAGAGGAAGAGAACCCTTGTTTCCCTACGATCACGAGTTAGAGCGTACACTGCGCAATATGAATAAAAACTTGGGNATNAATGATGANGATCCGAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGNTGTTACCCGATGCTCCGGGTGAANATCAACAGAGGGGACAAAATCCCGCTCCACGGCCCCAAGCATACTACAGAGGCTATGATAACATAGCAGACTCGGACGGGCCACTTGTCTTGCCCCCTCTACCCACAGGCCACACCTTTGTGGTAACTAGTAGCCTGATGCAAATGCTCACTACCAGAGGTTTGTTTTCAGGGCTACCTTCTGAGGATCCACATGCCCATATAGCTAAGGTAAGGGCAGCGTGTAAAAGTTGTGTAGGGAGGCCTAATTTGGATCTAGATGTAATAGGGCTCAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATATGGTTCACTGAGCTCCCATACAACTCAATCTTCACTTGGAACCAACTAAGGGACGTTTTCTTAGCACGCTACTACCCGGTCTCCAAGAAACTAAACCACAAAGACAGAGTGAACAACTTTGTGGCACTACCGGGAGAGTCAGTTAGTAGTTCTTGGGATAGATTCACCTCATTTTGAGAAGCGTTCCAAATCACCGTATAGATGATGAGTCACTGAAGGAATACTTNTATCGGGGACANGATGATAACAATAAAGCGGTGTTAGACACTATAGCAGGTGGATCTTATGGAGAATGTCCTTATGCTGAGATCGCTGAAAAATTAGAGAAAATCTCCCGGAATAACAAAGCTTGGAGTACTAGGAAGTCTGATACAGGGAGAAACACCTTCGCAGTGCGGTCCACTCACAACCCAACCACAAATGAGATTCGTGAAGAAATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTAAAACATGTCACAGGGGGTGCAGAAAAGATAAATGCAGTTAACTACTTGGCTAAACCACCACCTCCTAATGATGAGTGCTATTATGCGGAGGACACTTATGCGGTAAATGAGCAGACGGGGGGTTTCCGACCAAGCGCCCGAGGCTCAAATCAGGATAATCGGCGCCAAGGTCAAGGGAACCAAGGTCAGAACTATGGTAACTACAACCGTGAGGGTCATTATGTCCGAGGTGGAAACTACAACCGCGACAACAACTTCAACAGGGTAACTATGGTAATAGAAACGATAGGAATGGGCCCTATGTCCCTCCTCAAAATCGCGAAGTTACTCCTAGGGATGGTGGAGATAGTATGGCGCGAGTTGACGATATGTTGCACAAAATGATGAGGAGGTTCGATGCTAGTGATGAGCACATTAAAGAGTTAAGGAGTGATTTAGCTAGTATTGGGCAAAAGGTCGATACACATGCAATNTCGATTAAGCAAATCGAGTTGCAAATGGCCCAATTATCTGCGACNGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAGAATGACGCGCACTGTATGGAAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTANTGAGGAAAANGTGAGAAAGGATAATGATAANGTGGTAGAGGGTAGTGGTGAAGTAGAGGATAGCACTGGAAAAGATGCNGAAGTGCCTATAAAGGTAATTCCCATGCCTAGGCCGCCACCGCCCTTCCCTCAAAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGTTGAAGCAACTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTACGCCAAGTTTATGAAAGATNTGGTCACAAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGAATGCAGCATTGTAGTGCTATTGCTACAAGATCTCTCGTACAAAAGAAAGAAGATCCGGGTGCGTTCACTATTCCTTGTACAGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGNGATCCAAAGCCCACTGCGATGCGGCTACTGATGGCCGATCGGACAGTGAAACGGCCTATAGGGATACTCCACGATGTGCTAGTAAAAGTGGAGTCGTTCATNTTTTCGGCTGATTTTGTTATTCTTGATTGTGAGGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTGATATGGAGAAGGGACAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGACCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCTGCCATATCCCCAAAGAAAAGATGAAGAAGGAGAATGAACAAAAAAATGCAAAACGAGAGTTTATGGTTGGGGATTCGGTGCTTGTAGACAGTTCTAGGTTGCGCTTGTCTCCGGGCAAGCTCAAGTCCAAATGGACTGGTCTTTACTAGGTTACCCGAGTATTCCCTCATGGAGCGGTTGAGTTAAAAACCAAGGAGGGAGTGATGGTTTAAGATTCCTGGAANATAGACAAAGNATAAAACCTTATTTTGGGCATAAAGGATCGGGGATCATGAAGGTGATANAGGCATACCGAATCTTGATGANCGAGGCGTGAGTAATNAAGGGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATATTTATAGTTTTTCTTTCTANTAATGGTAGCATTCTCTACTAATGGGTTTTAAATTTGCANGNANATCACCAGCAAATTCTGCAGAAGATCACTCTGNAGCAGTCATCGACGGACCGCATGCGACGGACCGT

>rnd-3_family-322#LINE/RTE-BovB ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

AGAGGAGATGCACGGATGCCCCAATGAGGAGGTGCGAGANGTTGGCTATGGATGGATATCAGGAGAGGTAGCGTAGCGCNAGCGNCACGTTAAAAAAGAATTGGGAGANGTGAGTACGCCAANACATTGCACATAGGGCTAGTGCAGCTTCCTGAGGAAATGGCCTTATATAGTAAGGTGTGTAGGACACGGATTAGGGTAGACGAAGGGCGATAGTTNGTAGGACTNAGGGTCGCATCCTGCNTTACNATTAGTCGTACNANTGTATTAGTNTTGCTGTCATACTAGTAGTCGTAGTATTACTCTTGTAGTTTCTTGTNCTTCCTTTTCTGTTACTATTTATTGTATCTTGTAGTTTGATTATTGTATTATTTCGTAGTATTGTTATGCTATTATTCGCTATATGTTGCTTCATNTACTTCTATTACTTTTCTTNCATGATTGTTTTCGTTCTTGAGCCGAGGGTCTATCAGAAACAACCTCTCTACCTTTCAAGGTAGGGGTAAGGTCTGCGTACACNCTACCCTCCCCAGACCCCACTTTGTGGGATTACACTGGGTATGTTGTT

>rnd-3_family-28#SINE/tRNA ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CAAAGGGTGTGGCCTAGTGGTCAATGAAGTGGGTTGAGAACCATGAGGTCTCGGGTTCAAATCCCAGCGGAGGCAAAAACACTAGGCGATTTCTTCCCATCTGTCCAAGCCTTGGTGGACAGAGTTACCCGGTACCTGTGCTGGTGGGAGGTAGCAGGTACCCCGTGGAATTAGTCGAGGTGCGCACAAGCTAGCGTGGACGCCACATTTATTAAAAAG

>rnd-4_family-202#LTR/Gypsy ( Recon Family Size = 113 Final Multiple Alignment Size = 102 )

TGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTANTTCTGGAAAAACNGGCTGAGGCGACGGACCCCACGACGGACCGTCACGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAAATCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTGACGGAATGGCAGGACGGACCGTCACAGGCGTGACGGACCGTCACAGACTCTTCAGNGAATCGAGTCTCTGAACTCTGCGACGACCNGCAGGACGGACCGTCGCAGGCGCGACGGGCCGTCACAGGCTGCGCAATCCCAGGCTGGGTCGGATTTCTTTANACGTTTTAAGGGACGTTTTTGACTATTCCTGCTTTAATTATAAAGTTAGTGGGTTNATGTTAATAACTCNAATTACTTGGGGGTTAAAAGAGGTAACCTTAAGTTAATTAGTGGGTTATTATTGCCATCTTTTATTCTTAATTATATGCTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAGAAAAAATAGAAAGAACAAGAAGAGAGAGAGAGAATCGATCGAGAAAGAGGGAAACGAAGAGAAAACAAAGCTTTGGGGAAATTGCTTGCTTGATCGCGANTCTTCGGTGGAGGTAGGTTATGGTTTTCATGCTATTCGTAGTAAACTCTTAATAGNGAATGATATGTATTGGTAGTATTGTAAACCCTNCTATATGCTTAATTGTATGCTTGCATGAATGTGATTATGTAATTGTGATNANATAAGCATGATGAAGCTATTGAATCCCAAATCTTGAAAGAAACCCTAATCTACTTTGTTAATGATGATGCCTTGGTATAGAAGAAGGCTTGATGAACGAAAGTAATGAGATTGAGGATGCCTTGGTATGAGAAGGCTTGATGACTTGGTACAGAAGAAGGCTTGATGAATTGATAGAATGANATTAGGGGATCGGGTGTCACGAACCGACACGTAGATTTAGGGGATCGGGTGTCACGAACCGACACGTAGATTTAGGGGATCGGGTGTCACGAACCGACACGTAGATTTAGGGGATCGGAGTGTCACGTACCGACACGAGAGGANTAATGAATATGAGGGAGCGGAGTGTCACGTACCGACACGAGAGAAATAAAGATAATGAATCTTGAAAGATGTTAATATACTCAATCTAACGAACATAATTCCCAAATGAGTATGGTATTGAGGCTTGAGTCCTCATGTGTGAACTTGACGGTAATCGTTAATGATTATAGTACTTGTTGTTGCTACATGTTGAGTATCATAGTTGATTTTATGATATTACTTGGTATATACTGTTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTTTATGTTTTCTTCTTGTTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACAGTAACTCTAGCCAGTCTTCGTCACACCGGATCTTCAGGGTGAGCTAACGCTTCTAGCTTGGACTGGATCTTCTTCTTCACGTCTTGATGCCTTGAACTTCCGGCATGGACTAGCTTCTTATGTATTTTTAGCTTCTTAGAATACTCTTAGATTTAGTAATTTGATCGTAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAGTTATTGAATTGNTTATTAATGAGTTTAAGTCTTCCGCATTACTTTCTGTTGATATTATATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGATTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTAAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCATTCTTTCTTTCGTGCTATTACTTGGGTCCAATTGGTATCTAGGCGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACGACTACGCCAACACCAACACCGGCAAGACAAGATGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAGGAGGAGCAGCGGCAAGAGGCCGCGGTAGAGGTCGCGGGAGGACGTCCTCTAGAGGAAGAGGACGAGCACCTAGCCCATCTGGTACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGGGAGGATGGGGAGAATGAACAAGTGCAGAATGAGGAATTGCCACCCCAACCTACCCCAGAGATGATCAATCAGGTTCTCGCTTATCTTAGCGGGTTATCTGATCAGGGCCAGGCACCTCCAGTGTTTTCTGCACCAGCACCTCAGGTTCCGGAGGTACAACATGCGGCTACTATGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCACGTCTGACTACNGGGCCTATAATGACAAATGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCTTACGATTTTCTGGTTGACTGTCATGAGCTACTACACAAGATGGGTATAGTAGAACGGTTTGGCGTTGAGTTCGTGACTTATCAGTTTCAAGGGAACGCCAAAATGTGGTGGCGGTCACATGTTGAGTGTCAACCAACAGAGGCACCACCTATGACTTGGGCCTCATTCTCTAGCTTGTTTATGGAGAAGTATATCCCCCGGACTTTGAGGGATAGGAAAAGGGATGAGTTCTTGAGCCTAGAGCAAGGTAGGATGTCGGTTAATGCNTATGAGGCTAAGTTTCGTGCACTATCCAGGTATGCCACCCAACTNTGTTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGAGTTGCGGATTTCAGCCTTACAGGTAGCGGCTACGGCGAAATCCTTCCAAGAAGTGGTAGACTTCGTGATAGAGGTGGAGGGAGTGAAGCCAGACGACTTCACCACGGCATCGACATCAAAAAGGTTTCGAAAGGGAGGTGAGTTTAATGGTTCTTACTCTAGAGGACAGGGTTCGGGAGGTTACTCAGTCCGACCAATTCAGTCTTCACTACAGACTGTAGTTGGGGGTCCACCTCAGACCGGTCAACACTTCTCTGAGAGACCTATGCTTGACTCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGGAATTGTCCAAAACAGAGTTACAGACCCCCAATAGCTAGAGGTAGAGGTGGTCATGGTAGAGGCCGTTATTCTGGAGGACGTGGTGGTCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAGCCACTACATCACAACATGGTAGGGGCAACGGACAGACGGGCGATAGGGCCCATTGTTACGCTTTCCCCGGGAGGTCTGAAGCGGAGGCATCTGATGCTGTCATCACAGGTAATCTTCTGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCTTATGTATCTTCCTCATTTGCTANTGGTCTTAATTTACATTGTGAATTACTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGATAGTTGAAAAGGTGTATAGGTCTTGTCTTGTGACTTTTGTGGGGAGCAACACTTATGTAGATTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCGNATTTTGCGATCTTGGATTGTAATGCTAAAACNGTGACGTTAGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGAAAATGGTTAGTAAAGGGTGTTTAGCTTTCTTGGCACATCTCAGGGATGACACTACCCAAGTACCTTCGATTGAGTCGGTTTCGGTGGTCCGTGAGTTTCTGGATGTGTTCCCTGCAGATCTTCCTGGTATGCCACCGGATAGGGATATTGACTTCTGTATCGATCTTGAACCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAATGGCTCCCGCGGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTGAGCAAAGGCTTCATTAGACCAAGTGCATCTCCTTGGGGTGCTCCGGTTTTGTTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACAGACAACTGAACAAGGTAACTATTAAGAACAAGTATCCTCTTCCTCGCATTGATGACTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCTAAGATCGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACCAGGTATGGGCATTACGAATTCGTAGTGATGTCTTTTGGTCTTACGAATGCCCCTGCTGCGTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATTTGGACCTCTTCGTGATCGTATTTATTGATGATATATTGGTATACTCAAAGAGCAAGAAGGAACATGAGGAGCATTTGAGAATGGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAGTTCTCCAAGTGTGAGTTTTGGCTAGATGCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAGACAGTGAAGAATTGGGTAAGACCTACTAATGTGTCAGAAATAAGGAGCTTTGTTGGGTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTCTCTTCTATTGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAGGAAAGCTTTCAGAAGCTCAAGACTTTGTTGACTACCGCACCNATCCTTACCTTGCCAGTGGAAGGTAAGAACTTCATTGTTTATTGTGATGCATCCTATTCTGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTGATTGCTTATGCTTCGAGGCAATTAAAGGTGCATGAACGTAACTATCCGACCCATGATTTGGAATTGGCCGCGGTAGTGTTTGCATTAAAGCAATGGAGACACTATTTATATGGGGTTAAGTGTGAGGTCTACACGGATCATCGTAGCCTACAGTATGTCTTTACTCAGAAAGATTTGAACTTGAGACAGAGGAGATGGATGGAACTACTGAAGGACTACGACATCACTATCTTGTATCATCCGGGAAAGGCNAATGTTGTGGCGGATGCTTTAAGTAGAAAGGCGGGGAGCATGGGAAGTCTAGCTCACTTGCAAGCTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACTTTATGAGGTTAGAAGTAAATGAGAAGGGAGGATTGTTGGCTTGTGTGGAGGCAAGATCTTCCTTTCTTGACAAGATTAAGGGAAAACAGTTTGATGATGAGAAACTGAGCCGAATCCGAGATAAGGTGTTGCGAGGAGAGGCTAAGGAAGCACAAATCGATGAGGAAGGTGTTTTGAGAATCAAGGGAAGGGTATGTGTACCCCGCGTCGATGATTTGATCGACACTATTCTGACAGAGGCTCATAGTTCAAGGTATTCTATACATCCNGGTGCAACCAAGATGTACCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGTGACATTGTTGATTTTGTTGCCAAATGTCCGAACTGTCAACAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACATTGGGNAAGTATTGACTCTATTTGGGTAATTGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTCTATATCTCGGAAGTCGTTCGATTGCATGGGGTTCCACTNTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCGGAATTGGGTACTAGGTTGGACCTTAGTACTGCGTTCCATCCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAAGTGTTGGAGGATATGCTTCGTGCATGTGTGATAGAGTTTGGTGGTCATTGGGATAGCTTCTTACCCTTAGCGGAGTTCTCATACAACAATAGCTATCACTCAAGTATTGATATGGCCCCATTTGAGGCACTGTATGGGAGGAGATGTAGGTCTCCCATTGGTTGGTTTGATGCATTCGAGGTTAGACCTTGGGGTACTGACCTTTTGAGGGATTCGTTAGAGAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCGCAAAGTAGACAAAAAGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTCATGGAGGGTGANCAAGTCTTGCTGAAGGTTTCGCCCATGAAAGGGGTGATGCGGTTTGGTAAGCGAGGTAAACTNAGTCCAAGGTATATTGGNCCATTTGAAGTACTTAAGCGAGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTCCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATCCGTTGGGATTCAGTTTTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCTATTTTAGATAGAGAAGTCCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAGGTNCAATGGAAGAATCGACCGGTTGAAGAAGCCACTTGGGAGAAGGAGGCNGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTCTTNTGATCGTTCGGGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCCGTTTAGTCGTTTTGAGCAGCAGACTTCAATTCTGGAAAAACTGGCNGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTCCAAAACACTTAGAAANTCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGCGACGGAACGGCAGGACGGACCGTCGCAGGCGCGACGGACCGTCACAGACCCTTCANTGAATCGAGTCTCTGAACTTTGCGACGGANCGCGCAGGACGGACCGTCGCAGGCACGACGGACCGTCACAGGCTGCGTAACCCNGACTGGGTCGGATTTCTGTTAAAGTTTTAAGGGGCGTTTTGGACTATTCNTGCTTATAATTATAAAGTTAGTGGGTTAATGTTAATAATTCAATTACTTGGGGGTTAAAGGAGATAACCTTAAGTTAANTAGTGGGTTACTTTTACCATCTTTTATACTTAATTATATGATAATTAGGGTAAAAGAAAAAGGGTTTGAATAAGAAGAAAATAGAAAGAACAAGAAGAGAGAGGGAGAACGATCGAGAAAGAGAGAAACGAAGAGGAAAGCAAAGGCTTTGGGGAATAGCTTGCTTGATCGCGATTCTTCGGTGGAGGTAGGTTATGGTTTATGCTATTCCGTAGTAAACTCTTAATAGCGANTGATATGTGTTGGGTAGTATTGTAAAGTCTTCTATATGCTTAATTGTGTGCTTGCATGATGTGATTATGTAATTGTGATGAATTAGCATGATGAGGCTGTTGAATCTTAAACCTTAAAAACCTCCTTTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAAGAATGAGATTAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGAGGAATAAAGATAATGAATCTTGAAANATGTTAATATACTCAATCTAAAGAACCTATTTCCCAAACGAGTATGATGNGGAGGCGTGAGTCCTCATAGATGTGCTTGGTGTTGTAGCCAAGGGTTATGGTANTTGTAAATGCCGCGTGCTGAGGATATTAGTTGATTTTATGNTGTTACCTGATATATACTGCTTTCTATTTTGAGTTGGCCGATGATACCTACTCAGTACTTGTGTTTGTACTGACCCCTCTACTTGTATGTTTTCTTCTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGNCTTCGACTCGACCGCAACTCTAGCCAGTCTTCATTACACCGGATTTCAGGGTGAGCTANTGCTTCTAGCTCGGACTGGATCCTCTTCTTCGCGTCTTGATGCCTTGAAGTTCNGGCATGGACCAGCTTTTACTTATTTTAGCTTCTTAGAATACTCTTAGATTTAGTAATTTGAGGATAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAGTTATTGATTTTATTAATGAGTTTTAAGTCTTCCGCATTATTTTCTGTTATTTATATTGAAATGTTGGGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGNTTTGGGTCGTGACAANTTTATTTTTTTATAAGAACCACGAGGTTCGAATGAAATCTATCTGACAATTTTTACGAATTTGCTATAAATCAATCATTATT

>rnd-4_family-405#Unknown ( Recon Family Size = 82 Final Multiple Alignment Size = 71 )

ATTTCTTAGCTTACACACATTAGGTACGAGGCATCCAAGTGTCAAGCCTAGGTACCATAGCACATGATCATTTAAAATGATCATGTAGATTAAGCAGTGCCCAAGGACATAGTGAGGATCCTTGGGACAATAAGTAAACATTCCAAATGAACCATCAANAATAGTTAGTTAGGAAAGTGCGCAGCAACACATGTGCAAGCACATGTGCTACCCG

>rnd-4_family-81#LINE/RTE-BovB ( Recon Family Size = 97 Final Multiple Alignment Size = 60 )

GGACGTTCAACTAATAAAGTCACTGACCTTGAAAAAACTTATGGTAAAGTCCCGAGGAAGNTTCTATNTAGGTGCTTGGAGGCTAGAGGTGTACTTGTGGCNTACACTAGGGCGATTAAAGACATGTATGATGGAGCCAAGACTCGGGTAAGAATAGTGGGAGGAGACTCGGAGCACTTTCCAGTTGNGATGGGGTTGCACCGAGGATCAGCNCTTAACCCGTTTTTATTTGCCTTGGCGATGGATGAATTGACGCGGCATATTCAAGGCGAGGTGCCATGGTGTATGTTATTTGCGAATGACATAGTTCTGATTGACGAGACTCGCGACGGAGTTAACGCTAGGTCGGAGGTTTGGAGACAAACTCTGGAGTCTAAAGGGTTCAGGTTGAGCAGGACCAAGACAAAGTACTTGGAGTGTAAATTCAGTGACGTGACGTATGAAGACGTGGAAGTGAGGCTCGATACACAAGTCATCCCCAAGAGAGGAAGTTTCAAGTATCTTGGGTCTATGATCCAAGGAAATGGGGAGATCGACGATGATGTCACACATCGTATTGGTGCGGGGTGGATGAAATGGAGGCTCGCATCCGGCGTCTTGTGTGATAAGAAGGTGCCGCCGAAACTTAAAGGTAAGTTCTATAGAGTGGTGGTTAGACCGACTATGTTGTATGGGGCGGAGTGTTGGCCAGTCAAGAACTCNCACGTTCAGAAGATGAAAGTNGCGGAAATGAGGATGTTGAGATGGATGTGTGGGCATACTAGGAGAGATAAGATTAGGAACGAAGATATTCGGGACAAGGTGGGAGTGGCCTCCGTGGCGGACAAGATGAGGAAGCGAGGTTGAGATGGTTCGGACTCC

>rnd-4_family-112#DNA ( Recon Family Size = 62 Final Multiple Alignment Size = 54 )

CAAAAATTAATTTTGTTTTTNAAAAATATTTTCAACTTCAAATTTTTATTTTTAACCCCTACCCCCCCCCCCCCCGCCAGCCCCCCACCCACCCCCAAACCCCAAAAAAATTAATTTTGTTTTTNAAAAATACTTTAAATTTTAATTTTTCACCCCTACCCCCCCCACCACCACCCAAATAAAAATTGTTTTTAAAAAATATTTTCAATTTCATAAATTATTTTCTACTCTAGTAAAAATAAAAGATGTTTCTCAAAAACATTTTTCATTCATAAATCAAACACTAAAAATCATTTTCGGAAAATATTTTCTACTCACCAACCAAACATGAGAAAATAAGTCCAAAATCTACTTGTTTTCCAGGAAAACATTTTCCATGGAAAACATTTTCCTTCGTACCAAACACACCCTTAATTCGAAAAATTAATCTTATTTTGAGTCGAGTAACGANATGATTGAGAAANAAGNAATTGTTTA

>rnd-4_family-415#LTR/Gypsy ( Recon Family Size = 54 Final Multiple Alignment Size = 51 )

TAGCAGCAAATTGTGCATGGANGAAACAAGTCCGCGTCGCGGACTTGGTCCACCAAGGGACAAATTTTTGGTCCGCGTCGCGGACTCTACTGTCTCAAAANTTATTTTCAAAAATCATGCGGGAACAGCTCCGCGNCGCGGACTTGTTCCCCGACGAAAATTCCGAAAATTTAAGATAAGTTTGACTCGTCTAAAAAGTTCCAATTAGTGTAGGGGTNTTTTGGGTATTTTGGGGGTGTATTATATATTGATTTTAGGTCATTTTACACCCATTACCCNAATAAAAAACCCCAACCCTCAATTAAAATCAAAAAAAATATAAGCTCTCNCCTCTCTCTACNTTCTCTCTCTA

>rnd-4_family-261#DNA/hAT-Ac ( Recon Family Size = 53 Final Multiple Alignment Size = 44 )

ATAGTATAGTTAAAATTCATAAGTCAAAAATTGTTAGTGTGGTATTACACCAACAAAAATAATTACGCGAACTCAAATNAAAGTCCGTACCGCCTAGATGTAGGGTGTACAAAATCGAACCGAAAATCGAATCAAATCGCAAATCGAGTCAAATCGAAAAAAAACCGACTAGTGGTTTGGTTTGACTTGGTTTGGTATTGGAAAAAAAATCCGACTATATTTGGGTTGGTTTGGTTTTAACTAAAAAAAATCAACCCGAGACCAAACCAACCCGACATTATATATATAATTTTAAAATTTTATTTTATACGTAAAAATATTTACTTTGATATAATTTTTAAATATTTCTTATACTTTTTCATAGTTTTTATCTTTTAATATATTTATTTCAAGTTTGAAACTTAGAATTTTGAATGGTCCAATAAAGATTATAGTCCATANATGTTGGTAATTATAATAAAGCTTAAATCAAAATCAAATTAATACTAATGCAAAAAGAAAATCAATTCAACACTAAGAATGACAATAATATTGAATATTTGTTCTTTAGTTTTACATTGGTTTAGACAATTAAAATACATAATCTAATTTTANTTTCTTTTAATATTTAGTCATGTAACTAATACTTATTAAACTTATTTTAGCATGATTTAGTACTTTTAAATTATGATCANTTTCATTATGACTTATTAATTTGCAATATTTATTTTACGCGATTTCATTATTATTTTTTTGTTGGATATTTTAGTGTCATTAATCATNTCATATTTTGTGTTATTTTCTTAAGAAACACCTTAGATAGTTGTATTTTGGTAGGACTAAAGAAATATTTGAAGTACAAGTAAATTATATGTTTGTATGAATACTTTATCGAAAAAATCCGAAAATCCGAAAATCCCGAAAAAATACGAGGTTGAAAACCGAAAAATTCGAATTTTATTAATTTAGTTTGGTTTGATTTANAAATTTAAAAATTTGACACGAATGATTTGATTTGATATTTGAAAAATCCGAATCAACCCAGTCATGTACACCCCTACTCACTAACGACATATTCGATCACTAAGTTTAAATCAAGAATT

>rnd-4_family-31#DNA ( Recon Family Size = 50 Final Multiple Alignment Size = 43 )

ACTATGTTTGGATCGTTGTTATCCATTGTATTGTATTGTATCGTTANTATACCTACAATGTTTGTTTTGATTGTTACTTAAAATGTATTGTATCGTATTGTTAAATTTCGTCGTTACGTAACGACGAAAANCCCTATTTTATGNAACGACCGATTTGGTGTGTTCCCGTCGTTACTTAATTTCTTTTTTCAATTATATCTTTACATAATATTTCAAAATACTATTTTACCCTTTACCTTAATTATTTAAATCTAGTCAAACCTCCTACCCTAGAATAATTAAGGATATTTTAGTAAATTTATAAATTACAATACAGTACGATACGATCAAACCAAACAATTAAAATGTTATTAAACAACAACAAACGATACAGTCTAGCCAAACATTGTATCTACCATACAATACAGTACAATANAGTACAATACAATACAATATATTATGAAACAATGGGTAACAATGATCCAAACAAAGT

>rnd-4_family-509#LINE/RTE-BovB ( Recon Family Size = 43 Final Multiple Alignment Size = 42 )

AGATCGGACGGTTGAAATGGAGAAGTNCTATCGGAGTGTTATGTGATAGAAGAATGCCTACCAAAGTGAAAGGTAAGTTTTACGAAACAGTTGTAAGACCGACAATGTTATATGAGAGTGAATGTTGGGCCGCTAAAGTCCAACATATCCACAAGACGAGTGTCGTAGAAATGCGGATGCTAAGATGGATGTGCGGTCATACAAGATTAGACAAGATTAGAAACGACCACGTTCGCCAGAAGGTGCAAGTAGCACACATCGAGGATAAAATGAGAGAATGTCGCTTGAGATGGTTTGGTCATGTCCTGCGTCGACCTCCAGATGCACCGGTCCGTAGGTGTGAAACCATGGTGAGTGAAGGTGTTAAAAGGGGACGAGGTAGACCTAAAATCACATGGAAGGAGGTTGTCTCGAAAGACCTACAATCTCTTGGAATCCACGCAGACTTAGCGAAAGATAGGGCATATGGAAGAAAAAGATCTATATAGGCGATACCTACTAGTTGGGAATANGTTTTAGTCATGTTAGAGAACTTCTAATATTGTTACTGTTATNTTTTTACACGTGTTGAACTTATTTTTCACTTTTATTTTTATTTTGTATAATATTGGCNTGAGATGAGCTTAAATGGAGCGACATGGTCAGTGAGGATTCATATAGCCGACCCCAACTTGTTTGGGACTGAGGCGTAGTTGTTGTAGGCTAGAAGCAATGCTTGACCTTAGAATGTGATAGAAGAGGAC

>rnd-4_family-512#Unknown ( Recon Family Size = 53 Final Multiple Alignment Size = 38 )

TTTTTNATAACCGAGAAATCCGTCCGGACCGCCCTTTGGACCAACCGCAGCCTTCGAAACTCGGTGGATAATGGGCCCGCCCCTCTACCCTTCTCCACTTAAATACCAGGCTTGTTTGCATGGCGCGGGGCTCGAACCCGCGACCTAAGCCACAAATCCTCCACCTTTTGCCACTCGAGCTAGGCCCTGG

>rnd-4_family-103#DNA/TcMar-Stowaway ( Recon Family Size = 41 Final Multiple Alignment Size = 37 )

TCATAAATATCTTNATTAGGAAATAAATTATATNCGAAAANTAAATGANTATTACTCTCTCCGTCCAACAATAGTTGTCCACTATACTATTTTGGGATGTCCAACAATACTTGTCCACTTTATGAAATCAACGGATAATTTTACATTTAGTTTCTAATTTACCCTTATCATTAATTATAGTCATTTTTCTATTACATTTTTCAAGACATTATATTTATTATATTCAAAGGGTGATATAGTAAAATTACCCTTTTATTTATAGTTTCTTAAGAAGTGTGTAAAGTCAATAGTGGACAACTATTGTTGGACAGACGGAGAATATATA

>rnd-4_family-176#LINE/L1 ( Recon Family Size = 51 Final Multiple Alignment Size = 33 )

CTTGTGTCATGGAACGTTAGGGGATTGAACAATAGGGAGAAGAGGAGATTTGATTAAGGAGTCTNATCCNCGACNGGAATGCAGACGTAGTATGCTTTCAAGAATCAAAATTAGAAGGAGATNTATNAGAGATAATTAAAGAGATTTGGGGTGGGAGATGGGTNAGGTATGCNCGTTTGGAAGCNAGTGGCACGAGAGGGGGAATTNTNATGATGTGGGATGGTAGGTCGTGGAGAGGGGAAGTGCTGGAAATAGGANCGTATACCCTAACCTGTAAATTTGAGGCAATNCTACAGGACTTCAATTGNCATATAACAGGAGTNTACGCTCCTAATNGCAAANAGAAANGGGACANGTATGGGGGGAANTAGGAGCTGTNAGGAGTCTNTTTGANGGNCCTTGGGTTGTATGTGGGGATTTTAACGTCGCTAGATTCCCTTCAGAAAAAGAGGAACCGTAGAAGAAGANCAACAACTATGGCGGANTTCTCTGANTTCATTGAAGATATGGAATTGGNAGACCCACAATCGGNAGGGGGTAANTATACNTGGNNNAAAGGGGACGGTCACGACGTAGCNNCCAGANTTGATAGGTTTTTANTTTCCGAAGAATGGGACGACGGCTTCANCGAAATNNANCAAACNCTGCTACGGAGGTTGGCGTCTGATCACAACCCTATCGCGCTACAATGTGGAGNNTGGGAGCAGAATAANTCTATTTCAAATTTGANAATTGGTGGCTAAACACGGAGGGTTTCGTGGANAAGATTAGGGNNTGGTGGGAGTCTTTTGAGTTCACTGGNAGGCCTGATTACGTCCCGGCGTGCAAGTTGAAGGCCCTAGAAGGAAAGCTAAAGGAGTGGAGCAGGACCANCAAGGGNAATCTGGGAATTCAAAAGGCTCAAATTCTAAGTNAGTTGGCCGANCTGGAGGCGATTCAAGAANATAGAGTNTTGTNAGAAGAGGAAACTATTNCGAAGGCACTCTTCGACTATGGAGTATGAAGAAACAGCNAAAAATGAAGAGATAGCNTGGAGACAGAGATCTAGAGCTCCGTGGTTAAAGAGGGGGACAGAAACACNAGNTNTTTCCACAGAACGGCCAACGCACACAGGAGATGCAACAACATTGATNAACTGANGGTTCGGGGACGAGCGNTGACGGATCCAGAGAGGATCAAAATGGAAATCGTTGANTTCTATNAGAAGTTNTATNCAGGCGAGAATAATGGTAGAAGGCCCACCGTTGAGCGACNTGGTAAATTGTCCTACGATTNATGAAGCAGAGAAGGAANCTTTACGGGGTAANTTTGAGGAACAAGAAATACTNGCGTGCATGAAAATATGTGCAGGGGACAAAGCTCCNGGGCCAGATGGCTACACNATGGCGTTTTTCAGCAAGTGTTGGGACGTNGTCAAACACGATATCATGGGTACTTCGGAAATTTCCATGGCAAGGAGTGTNTTTGAGAAGAGCTTTAATGCCACTTNCGTTGCTTTGATTCCAAAAAAGAATGGAGCCGANGAACTGAAGGACTTTAGGCCCATTAGCCTNATGGGNAGCGTCTACAAGATCGTNTCNAAANTGCTGACNGAAAGACTGAAGAAGGTATGGTNGACGAGCTAGTAGACGCTTTCGTCAAAGGNAGACAAATCATGGATGCGGTTCTGATNGCNAACGAAGTGGTGGATTCNAGAANGAANNGCGAGNNNCCAGGGATNCTNTGTAAGCTNGACATTGAGAAGGCNTACGATCATNTGAATTGGGATTTCCTTNTGAANATATTTACGAGGATGGGNTTTGGAGGNAGATGGATCAAGTGGATNAGATACTGCATCTCCACCGTNAAATTCTCTGTTCTGATCAATAGAGCTCCGTGNGGTTTTTTCCCATCTCAAAGAGGNCTGAGGCAGGGNGACCCCTTATCNCCTTTCCTTTTTATTCTAGCCATGGAGGGTTTGAGTAACATGNTNAAGATAGCAAAGAACAAAGTTGGATCAGAGGTTTCGAGGTGGCCAAACCAAACTCAATATCAAATGGCAACNTGGAAGTCACNCATCTACANTATGCAGATGACACCTTAATNTTTTGTGATGCAATGAGGAAGGNCAANTGCTGATCTTAAGGTCAATCTTGGTGNTCTTTGAAGCGGTCTCNGGNCTNCATATCAACTGGGGGAAGAGTNTNNTNTACCCCGTAAATGAGGTNNCCGACGTGGAGGATCTGTCAGGGATTCTGGGTGGGGAAGTAGGGAACTTTACCTACCATCTACCTAGGNATGCCNTTGGGGGACAAATCAAAATCAACNGGAATTTGGAACGGNGTNGTGGAAAAGTGTGAGAAGAAGCTAGCCAGNTGGAAACGCCAATATCTNTCTNTAGGAGGNAGAGTAACTCTCGTCAATNCNGTGTTGGATGCCATNCCNACCTACATGATGTCCGTNTTCCCGGTNCCAGACGAGGTCGTACAGAGGTTGGACGAGATTAGGAGAGATTTCCTCTGGCAAGGGAACAANGAGAACGANATNCATCTGGTCAAGTGGGAAAGGTTCTCTCGCGNAAAAAACAAGGGGGNCTGGGGATNAGGGACCTGAAGNNGCAGAACAAGGCTCTTAGATGAAATGGCTNTGGAGGTATATCACGAGAACNTCAAGCGTTNTGGAGAGAGGTNATCAAAGCTAAATATGGNGAGGAGGACAGGTGGATGACAAAGNAGGTCANTACNCCATATGGGGTCGGCGTNTGGAGGTCTATCAGAATACTGCGGNNCGNNTTNNGNANCGACACNAANATCGAGGTGGGAAATGGGGCGAAGACGTTCTTTTGGGAGGACGAATGGCTGAGTCTAGGNACCCTGAAAAGTTTATTCCCNGACTTATTCGCGACCGAGCATCACAACAAGCGACTGTGGCTGAAATGTGGACACGACAAGGATGGGACGTTCANCTTAGGAGGAACTTNAATGACTGGGAGATCGANANAGTCGCTGANTTNCTCGATACGTTGGACAATTCAAGGAACTCCAANGAAGAAGAAGATAANCTNTGGTGGAAATCGGATAGCAAAGGCAGTTTCAAGGTGAACTCAGCTTACAAGNNACTCAATCAAAGANCACACATGCAACGACAAGCTACGGCCCATGGAAAATGATCTGGAAAGCCAAGGTNCCCTTCAAGGTGGCCTGTTTTACTTGGCTNCTAGCAAAACAGGCCGCGCTCACNCAGGACAACCTTATGAAGAGGGGGTCNTCCANTTGTGCTCCAGATGCTTTTTTGTGG

>rnd-4_family-74#SINE/tRNA ( Recon Family Size = 43 Final Multiple Alignment Size = 33 )

TAAGGAGAGCTTGGAGCAACGGTAAAGTTGTCTTCGTGTGACTTATAGGTCACGGGTTCGAGCCGTGGAAGCAGCCACTAATGCTTGNATTAGGGTAGGCTGTCTACATCACACCCCTTAGGGGTGCGGCCCTTCCCCGACCCTGCGTNAACGCGGGATGCTTCGTGCACCGGGCTGCCC

>rnd-4_family-174#RC/Helitron ( Recon Family Size = 37 Final Multiple Alignment Size = 33 )

TGCGTTCGGTACGAAGGAAAACGTTTTTTTCTGGAAAATAAGTGNGTTTCTTACTTATTTTCTTGTGTTCGGTAAGTAAGCAAAAAATATTATCCCAAAAGCATTTGTATATAATCTAGACAAATACTACGGGAGGTGGGGTTGGGACGTGGTGGGAATGGGGATTGGAGGGCTGGGTGAAGATGGGGCGTGTTGGAGGGTGGGGAGGACACAATCAACGTGGAATGTCACTTGTGGAACTTGTTTTCTCTACTTCCATTAGGAAAGTCATTTTCCTCATTTTTAANGAACTTGTTTTCCTGAAAAATTTTGAGCAACAGT

>rnd-4_family-60#Unknown ( Recon Family Size = 38 Final Multiple Alignment Size = 32 )

CATTTTGTCGCTTTTTTTTCGTTCGATGTTCGATATTCGTATTGGAGTCCGATTAAATTTGAATTCGCGTCGAAAAGTCTCACATTGAGGTAAAACGCTCTCTAACAAAGACGACTTCGTACGCTCGAATCCGAAATCTCTAATTAAGAATGAAAGAATACTTACCACT

>rnd-4_family-11#LTR/Gypsy ( Recon Family Size = 33 Final Multiple Alignment Size = 31 )

AGATAAGGGTTTCATTNGACCTAGTATTTCTCCATGGGGTGCNCCGGTNTTGTTCGTGAAGAAGAAGGATGGGTCCCTNAGAATGTGCATTGACTATCGCCAACTNAACAAGGTCACAATNAAGAATAAGTATCCTCTCCCTCGGATTGATGACTTGTTTGATCAACTCCAAGGGGCGAGCTACTTTTCNAAGATTGACCTNAGGTCGGGNTATCACCAACTTAGGGTGAGAGGTGANGATATTCAAAAGACGACNTTTCGAACTAGATATGGTCACTATGAGTTCCTAGTNATGTCGTTTGGTCTNACNAATGCCCCGGCGGCNTTTATGGACCTGATGAATAGAGTGTTCAAAGTTACCTNGATTCGTTCGTNATTGTCTTCATTGACGATATCTTGATNTATTCNAGGAGTGAGGATGANCACGCGAGTCATTTGAGGGTNGTNTTGCAAGTTCTCAAGGANNACAACTTATTTGCCAAGTTTAGTAAATGTGAGTTTTGGTTGAGGTCGGTNGCNTTTCTTGGTCACATCGTCTCTAGCGAGGGGGTTGAGGTTGATCCGAGGAAGACGGANGCGGTNAAAAATTGGCCTAGACCNTTGACTCCAACCGACATTAGAAGTTTCTTGGGTTTAGCGGGTTATTATAGGAGGTTTGTNGATGGNTTTTCGTCCATTGCNTCTCCNTTGACTACTTTGACCCAAAAGAGTAAGAANTTCGAGTGGTCGGANGCNTGTGAGAGAAGCTTCCAAANGTTGAAAGATAGGCTTACTTCCGCTCCGGTGTTGACTTTACCGGAGGGTACAAAGGGTTTCGTNGTNTATTGTGATGCATCCCGAGTGGGTTTGGGGTGTGTNTATGCAACATGGNAAGGTGATAGCCTATGCCTCTAGGNAACTTAAGGTTCATGAGAAGAANTATCCAACTCATGACCTTGAGTTAGCGGCCGTGGTGTTTGCCTTGAAAATNTGGAGGCATTACTTGTATGGTGTTCATGTTGATGTGTTTACCGACCACAAGAGTCTCCAATATGTGTTCACCCAAAAGGAGTTGAATCTTCGNCAAAGAAGGTGGCTNGAGTTGTTGAAAGATTACGACATGAGTGTTCTCTATCACCCCGGNAAGGCNAATGTGGTTGCGGATGCTCTNAGTCGNNTATGACCATGGGTAGTGTGTCTCACGTTGATGAAGANAAGAAAGANCTAGTGAGAGATGTTCATAGGTTGGCTCGNTTGGGAGTGNGGCTAGAAGATTCTNCGAATGGTGGTGTTACGGTCCGTCATAACTCCGAGTCGTCTNTGGCGGTTGAGGTGAAGTCCAAACAACGCCTTGATCCGNCATTGATNGAGTTGAAGGAATCGGTNCTCGGNAAACTCAATGAGTCGTTNTCCTAAGGGGGGATGGTGTCTTGAGGTACCAAGGNAGATTGTGTGTNCCCGATGTNGACGGGTTGAGGAANCGGATCCTAGAAGAAGCCCATGGNTCCCGNTATTCCATTCATCCGGGTTCGACNAAGATGTACCATGACCTTAGGGAAATNTATTGGTGGGAAGGTNTGAAAAAGGACATAGCGGAGTTTGTCGCTAAGTGTCCGAATTGCCAACAAGTGAAGGCCGAACATCAAAAGCCGGGTGGCTTACTACAAGAGATCGAAGTTCCTACTTGGAAGTGGGAAGACATCAATATGGACTTTGTNGTAGGTTTGCCTCGGACTCGAAAGCAATATGACTCNATATGGGTNGTNGTGGATAGGTTGACCAAGTCCGCCCGCTTTATTCCGTCAAGTCTACTTATTCGGCGGAAGATTATGCAAGGATNTTCGTAGATGAGATTGTGTGTCGCCATGGNATTCCNTTATCCATCATATCGGATNGGGGTGCACAATTCACATCTAGGTTTTGGAGGTCGTTCCAAAAAGGGTTNGGTACTAAGGTGAANCTNAGCACCGCTTTTCATCCCCAAACGGATGGCCAAGNNGAGCGTACTATTCAAACCCTTGAAGATATGCTTAGGGCTTGTATTATTGATTTCAAGGGAAGTTGGGATGANCATTTGCCTTTGGTGGAGTTTGCCTACAATAATAGTTNCCATTCGTCNATATCCATGGCTCCTTATGAAGCCTTGTATGGTAGGAGGTGTAGGTCTCCNATTGGATGGTTTGAAGTGGGTGAGCCTTCGCTTCTTGGTCCCGACTTGATTTATAAGACTTTNGAGAAGGTTCATATCATAAGGAATCGNTTGCAAACGGCCTATAGTCGGCAAAAGTCTTATGCCGATCATAGGAGAAGGGATTTAGAGTTTGAAGAAGGTGATAAGGTGTATTTGAAAATTTCGCCTATGAAAGGGGTGGTTAGATTTGGCAAGAAAGGGAAGTTGAGTCCTCGTTATGTGGGTCCCTATGAAATCTTGCAAAGGGTTGGTAAGGTTTCCATGTTTCCATGCTTAAGAANTGTATCGGTGATCCCGAGTCCATTCTTCCTATTGAGGGTCTTTGTGTGAAGGATAACCTCTCTTATGAGGAAGTTCCGGTTCAAATTCTTGATAGGCAAGTCAAGAAGTTGAGGAATAAAGAGGTGGTTTCCGTAAAGGTNTTATGGAAGAACCATCTAGTTGAGGGTGCAACATGGGAGGCCGAGGCCGACATGAAGTCCCGTTACCCTCATCTATTTGATAACTAAGGTTAGTCGTTCTTANTAATAATAGAAAANAATGACTAAAAATAGTANTTTCTTGATTTTTGGTGAAGTTTTGCAAAAATNTGCATTTTTGATATNGTTACGGTGAAATTACAGTGAAGGCGTATTTTAGAACTTGAAAATTTGCAATTNTGCTTGTTTTGAGNTATGTCGTGCATTGTCGATATGGTGAGTCTTTATGAAATGATATGTAGCATGTTGGTAAGTTGAACTTTNTCATAATTGACTCATAAATGCTATGTTGAGCTCACGTTGTTGTGAGAAGGAAATTCCTCATAATGTAACGTTGAGCCTTATGTGTGGTAATTGAAGTTTTGAATTTCCTTGTGTAAATGATATGGTTGATGTTGATTTATGTTATTCGTTGTTGGTTGGGCTGCTAGTCTTGAGTCTATTCCTTCCTTCAAAATATTTTTAGTGTCGTTCGGGGACGAATGTTCCTAAGGGGAAGGGGGGATAATGTAACACTTCAAAAATCCAAGACGCGTTNTAAAGCCTAACATAGGTGTCATAAGGTCTAGACACTTTTTTAAGGTCCATTNTAACGAATATAAGTCATTTAGGAAGTCTAGGAACCAAAACGTCGAAGAACGTCCATGACGTCCGGAAACTAGTTCAAGGAGGTACTAGCGTGCCTTAGCCTATTTGACTAGCTTTTAGGAGTCGGAAATTCATGAAATTTGGTGGAAGGGTGTCTAACATGCGTTTAAGTTGATTCATGGTCGAAACGTCCGGGTACGACTCCCCAAGGACCAACCAAGGGCCCTTGAGGAGGACCCTTGCACTTCGGNGTCAACACTGCCTGGGCAGTGTGCACCNACGAGAGGCAAACGACGGNGCGTGTGTCGATCGACGGGGCGTCGATGCCATCCGTCGACCAACACTTATACAAATCATTGGAGGGCNTCTTNTGCAAACTCTCTGAACTCATCGACGGACGTGCAGCACGGAAGGGGGGTCCGTCCGTCGATTGACACACGGGGCGTCGACGGGGTTCCGTCTGTGAGTGGCCTGTTTTTGCTGCACATTTTTATTTNAGTTAACTTAATTAAATAGGTGNTTAGTTAGGGTTTATTTAGGTTTTAGGAAGACTAATTAACTNAATTAACNCCCCATATAAAGACCCCAACCCCATTAGACTAATCACAACTCTCAAAACAAAACTCTCTTCCTTCTCTCTTCTTTCTCTCTCTATTGGAAGACACCATTGAAGACCAAGCTAGGGGAGGGTTTGGGGGATGTAAAGGGATTTGAGGGATGTAAAGGGACGAATTCATTCCATCAATCTTCGTCAATCAACAAGGTATGNGATCTAATTCACCTTTGAGACCTCTTTCCTCAAAGGGTTCCTTCAAATGGATTTCCAAAGTTGNGTTTTCAAGTGGGTTCTCACTCAATNTCAAAATTGATGTTACGAATTGATTTGTTTATGGTTTATTTCGGATAATATTANTAGATTAANATGTACTCTAACTTAATTATGATATATCTTGATGGTTTGGTCTAGTTTGTAGAAGATGACCCTTAACCCTTAACTCTAGGTTTTGATCTTGATATGAATTGNGTTGTATTGATTNAATTGACTTGGTTATTGATTGAATTACTATTATATGNTGTTNTTACATTAATCATTAACGAATTAGGGTGAATTGTAGTCTTTCATNCTAGTTCTTGAGAAGATGATCTAGGTTATGAAGTAGTTGTGAATTGACCTAAGTATCTTNTCTTAAGCTATGATCTAGTATTGAATTGTGATGTAGTGATTCTTCTNGNCTTGTTATCATGTTGGTTATTGACTTATGATGATGTATACCCAAATTGGGTTGAATTGAGGGTTTATGGTAAGACCTTGATGATGAACTATGAAGGAGACTTGATAAGTCTTATGATCTTTANCCTATTGTGNTTAATTGTGATTAAGTCATGATGTTGTATTGGAGTATGACTCGTATTAGNATTGATAGGGTGGTATTATGTTGAATTGAAATTTCTTGACTATGATTGTGAGGGTTAGCTTAAGGTGTAAATGTTATAAGGACGGTGAATGATTTACCAATGTGCCTTATCATGATATGAAAATGTTAACGTGTTAACCTCACCTATATGAATTGTAACGAAAGGACTATACTCATTAAATTCTTATTGAGCTATGATGATGATGATTATTATACAAGGGTTAGACCCTATGACCTANAATGAGCTACGATCGATAATTAAAGGCTTAAAGACATTTCAAAAAGGGTCTCTAGCTTAGCATCGAGTGAACTAGAGTGAGGAGTGTCCCTTCCCACATGGGGAAGGTAGGATCACTAATGTACTCTTGAGATTGGAGACTACAATGCATGTAGTATAAAAAGGGTCCCAATTATATCTCCTAGTTCTTGAACTATGTTGCCCCGTCAAGAATACTAGCTAGTGGATCCACGTAGTTGCTATGTTTTATGTTTTGGTATGTACCTTGGCGAGTAGTCCGCCTTCCTTCGGCGTAGGGTTCCGTGACACCGGATTCCACATTTAGCTCATGTGGTCTATGTCGGTTAGGGCAAGATGTTCCCAAAAGTAAAATGAACTAAAGNATTGAACTCTAACTAAGATGACCTAAGGGGTTTAGCTTAGTNTAGNTAGGGGTATGGGAATCTACCTAAGCATTGCACTAGTTAGCCTTGAAGGGAGTCTTAGGAGGATGTTCTTATGTATGTATATGCTTATAATGACGNATATGATATGTATATGACGATGTTACATGTAAATGATANTATATGATGTTCATTGTCCTTATGAACATGTGTTTGGTTTATAATGTTAAAGTGATGATATTGTGTACTCTAAATGTCATGTTATGTGAAGTGGGACGTTGGTCATGATTCTTGTTGAGNTAATTGATTGAGTAAGGTTATGGGNCTTTGCTTGGTCATTGCACTTGTTGGCTTGATAAGGGTTTATGGGTAATTGTCTTGCTTTNGTTATTGANATGTCGACTCTTACGCATGNTTGTTGCTATTATNACTTGATGATAGAGTTACTTAACTACGTATTCAATTATTGTATATTTATGTATGACTTGACTAGACTTGATGTTTATTGTCTCGTAATGTACATGCTTATNACTTAATGAATATGCTTGTTTGTTTGNTATGGTCTTGCTGANTGTGCATAAGNGTTTTCAAAGGATAAAATGAATACGTTTTAATGAAATGTCCCTTTTTCTTAGCATGTTTATTTCGATAGTATATGTGCATATGGTCTCACACTTAGTACAAGTGGCGTACTAACCCCGTTTCTTCCTTTTTCCCAAACATTTTAGGTTCCGGTCGTTGAAGCGCTTTGAATACGACTTGAANAAGGCTTGGATNTCTTCAATTCATCCAAGTAGGGTAGGTCCTCACTTTTCGAGGGCGATGCCANTATCTATCTTATGGAGTTGTTNTGATTTTAAGACTCTTACGTTCCTTTCCTTCCATTTGAGTACTAACGTTTGTATGAGCCTATACGTGGCCCTATTGAATTNATGTATTGGCTATGCCCGAGTTCTTACANTCTTTTTAGATGGTTATGAGACGAAACGACTATTANGACTATNTTCTATGTTNTGTATATACTTATGTGCAATAAAAGTAGAAGGCTATGTAACCTTCCTATACGAAGGGTCTATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTATGTGTATGTAGAGGTCTATGTAAACCTCCNAGTAGATGTAATTGAAAAGTTTTAAATTTTCCGCTAAATTTGACCTATGAATGTAATGACGTAAACTAAGAGGCTAGTCTTAGTCCTCAANGAGGACGACGACGCCGGTTACGTCTAGGGGGTAAACCCGGATGTGTCAAACTTGCGCCTTGGAGTTGATAAAACAAGTCATCTATCCTCGTGAGAGGATACTGGTCTTGATGGTCACCTTGTTCAGTTGTCGGTAGTCAATACACATTCGTAGTGAACCGTATTTCTTCTTAACGAACAACACCGGAGAACCCCATGGAGAGATACCCGGTCCGATGAAACCCTTATCCAGCAAGTCCTTTAATTTCTCCTTCAACTCCTTAAGTTCCGTCGGAGCCATTCTGTTTGGAGGAATAGAGATAGGTTTGGTATAGTGAAGATGGTCTATCCTAAAGTCTATTTCCCTTTCGGGAGGAACACCGGGTAGATCATCGGGGGAGACTTCCGGAAATTCTCTCACAACGGGGACCGACTCAAGAGTAGGAGTTTCGGACTCCACATCCCTCACCCTCACTATATGATAGCGACAACCCTTCGAAATCATTTTCCTAGCTTTTAGGTAAGAGACAAATCGACCTCTATGNATAGAATTTCCCANTTTCCACTTAANAATGGGTTCATTGACGGAATACTNAAANTTCTTGATCACTCTGGGCGTTTATTCTAAAATCGATAGAGGAGTAACAAGAATGCAACCAATCCATACCCAAGATGAAATCGAAGTCGATCATATCAAGTTCGAGCCAATCTATTAGAGTGACTCTATGGGATAAGGAATCATGACATCTCCTATAGACTCTCTTTGCTACCACAAAATCACCAACGGGGGCAAAAATAAAATAAAGTTCGTAACAACATGTCGGGGAACACATCAAATCACATAGATACAAAAGGAGTCACAAATGACAAAGTTGTACCCGGATAAGATAAAACATGCACATCTATATGGAAGACTTTTAACATACCGGTCATAACAGTCGGGAAGCTCTCTTGGTCACCTCTAGTTTGGAGGGAATCAAAGTACTTTTGTTTAGATGCATTTCCACTTGAGCCACCTGCGACCGGATGAAGGGCACCCCTCGCTTGAGCCCTAAAGTGATGACTATCTCTATTATTGTTACCAATCGATAGCCAATCCCCGACTTTATGGCCCACTTTACCACACCCGAAACAACCATTCGAGCCCCAACCAGACACTCCCCCCCATGCTTCCTCCCACACTTGGCACAAGTAGATTAATCGCTCAAAGATTTACAATTATCTNNCCNNTTGGGGTTTAGAGTTAGACACCCTTTCATTTCTAGGTTTTGGAGGAGCTTTTGTAGAACCTTGCCCGGAGTACCTTTGTCGGAATCTACAACGAACCCATCTACCGAACCTCGAGCATGTACTTGGAAGCACCCCCTTCGTCATCCATTGTACCCATTAACTCCTCCCTAGATATTTCCTTGAGCGATTCTTTTCCTCAATTTGTTGGGCATGCACCATAAGGAGAGAGATGTACATGCCGTCAACAAGCATAGCGGTACGATACTCTTCGACCACCATGTCGGACACCCCTGACACAAACTTAGTCATATCGGCCCTACGATTCCCCATAACGTAAGGATCATACTTGGGTAGTTGAGTGAGCCTCAACGCGTACTCCCTTACACTCATACCTCCTTGTCTAAGGTTGATGAACNCCACCACCTTGTCCTCCCTCATATCCAGAGGAAATAACCGATCAAGAAACATACTTCTGAACCTCTCTCATTCTAAGCGGACGNCCGCTTACACTGCCTTACCGTCTTTCCACTAATTAGACCAAATCTTAGCGACGCCTTTGAGTTGGTAAGCGACTAGTTTCGCCTTCTCTACCAAAGTCTCACCCATGATAGAAAGCACCTTATATGCCCGTCGATAAACTCTCGAGGGNNTCTCGCGNNTCCTCATCGCGTTTGGAGCCATAATATTCAGGCGGGTTCATTCTTGTGAAATCTCTCACACTTGTCGTCATCTTACCGACACGTTGAGTGTAGGGGGATACCATCTCTCGGTTAGCTTTTGACGTCATGGCTCGAGTCAACACTTGGAATGCCGACCTAAACTCTGCATTAGTCACATTCTCATTAACCGGGTCAATTGGAGTTTGAGGAGGAACCTCTTTCTCAACATTGCCTTCTTCCTATAATCTTCTAGCATTAGCCCTTCTAGTGGTTATTTCCTGTAACAACCATCGGGCATGGATCAAGCGAAACGCTTATAAGTTAAACTCTATGACAAAACTTGGTATCAGAGCACGAGGTTCAAGAGTCCTAGGATGTCTCGAAAAGCCGNNCTAAGTAGAGTCNTNTTCATAGGTGTGAAGCGCGCCACACNTATGAGCGGGAGNCTATGTGANGCGTTTTAGGAAAACGCTCACTTTCTTGGNAATCTTATATCGTGCGTAAGGTATGATCGCCGGAGTNNATTGTCACGACCCGAGAGCACCCCCTAGTCGTAACATGGCGTATTCGACCTCGAAGGNGTCTCATACAAGCCCTTAGCATTCATTACACATNAGACANAAAATAATGGAAGAATTTAAAACATTTTNAAAGAATCAAAGTNTTTCATAAACGCCAACAGGAAGTCTTTCTAACATTATNGTCTCANTANACCATATAANTATGACATGAATATAAATCNTTGGGACGTAGCCCATACAAAAGNTCCTAAAACATAAAATTAAATGACATAAAAGAAATATAATGGTGTCATCGTCGAAGCCGTGAGGACTCACCATATCTTCAANCTTCANAATCCTTAAAACCCTAGCCGAAAGCGTGCGAATCGGGAAGTTCNAACCNTACATTTATGGTAAGAATGTAGGCAAAAGTATGCATTAGTACANAAAGTACTAAGTATGAAAGTTAGCATAACAACATACAC

>rnd-4_family-333#LTR/Gypsy ( Recon Family Size = 34 Final Multiple Alignment Size = 31 )

ACTTGAGGATCGCCGAGTCCACTCGGCGAGTCGCCGAAAGGTCTTATNCTCGCCTTTTGTTCCAGCGTGCTAAGCCCTGAAGGAAAGGATCAAATCGGCGGTGAAAAGGAGCAGTCGGCGCGTCGCCGAGNAGTTCCGCGAAGCAGTACTATATCGCCCAATGATCCAGAACGCGAAGATGTTGAAGGCCAACGCAAGACGGCGATAGAATNNACCAAAGGGCGGATCGCCGAGTCGNTCGGCGATCCCGACTAACCGCGCCGAGTGGTCCTTCGCAGCATAACTTTTTGAAAACTATAAATACTCGTTAATGTTTTAGCTTTAGGAGAGATTTTTATAGTATTGAACAGTAAATTTTAGACTTAGCTTCTATTTTTAGTTTTTGAGAGCTTTTGGGAGACTTTGCTCTTGAGCCTTAAAGATTTGAAGATTCTCATCTTCGAGAAATTCGAAGTGGGTGTTGGAAATTCTTCATCCTAGACTCGATTGA

>rnd-4_family-110#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 29 )

ATTTCTATTTATATGTCACCGTTTTAGATTTCACGTGCATTAAGAAATTANGTAAGTTTACCATTNTATCCTTATTTAGTTTTTTTGGAACTCAAGTTTTCAATCAATGAATATGAATTAATTTATTTTGATTAATTAATTTAACCAATGAACATGAATCATTTACTTAATTTTTCTATGTTGGTCAAATATATATTTTCAAGGCTTAATAACTCACAAGGATAAAATAAGAAAAATATNGTNATTTATGCATTGATTTTATGAAATGACAAGTATTATGAANCAACTATTTATAAAAAGAGATGACATATAAAAAGGAA

>rnd-4_family-1634#LTR/Gypsy ( Recon Family Size = 34 Final Multiple Alignment Size = 28 )

CCCTATGTCCCNCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGATAGTATGGCGCGAGTTGAGGATATGNTGCACAAAATGATGAGGAGGTTCGACGCTAGTGATGAGCACGTTAAAGAGTTGAGGNGTGACTTAGCTGGTATTGGGCAAAAAGTCGATACACATGCAATNTCGATTAAGCAGATCGAGTTGCAAATGACCCAATTATCTGCGACTGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAGAATGATGGGCACTGTATGGCAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTANTGAGGAAAAGGTGAGAAAGGATAATGATGATGTGGTAGAGGGTAGTGGTGAAGCAGAGGANAGCAACGGAAAAGATGCAGAAGTACCTATAAAGGTAATTCCCATGCCTAGGCCACCACCACCCTTCCCTCAGAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGTTGAAGCAGCTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTATGCCAAGTTTATGAAAGATCTGGTCACNAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGANTGCAGCATTGTAGTGCTATTGCTACAAGATCCCTCGTACAAAAGAAAGAAGATTCGGGTGCGTTCACTATTCCTTGTACGGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGGGACCCAAAACCCACTGCGATGCGGCTACTGATGGCTGATCGAACAGTGAAAAGGCCTATAGGGATACTCCACGATGTGCTAGTAAAAGTGGAGTCGTTCATATTTCCGGCAGATTTTGTTATTCTTGATTGTGAAGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTNATATGGAAAAGGGACAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGACCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCTGCCATATCCCACAAAGAAAAGATGAAGAAGGAGACTGAACAGAAAAGTGCAAAACGAGAGTTTATAGTTGGGGATTTGGTGCTTGTAGACAGTTCTGGGGTGCGTTGTCTTCCGGGCAAGTTCAAGTCCAAACGGACTGGCCCTTACTTGATTACCCAAGTATTCCCTCATGGAGCAGTTGAGTTAAAANCCAAGGAGGGAGTGCGGTTTAAGGTGAATAGAGATAGAATAAAACTCTATTTTGGGCATAAAGCATCGGGGAATGAAGTGATAGAGGCATACCATCTTGATGAAGTCTGAGTAATCAAGTGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTCGGGAGGCAACCCGATACTTATAGTCTNNCNCANCTTCNNTCTTTTTANTAATGGTAGCATTTTCTACTAANTGGTTTTTAAATTTGTAGGCGCATCACCAGGAAATTCCGCAGAAAATCACTCTGCAGCAGTCANCGACGGATACGTCGACGGACCGTAACGCTTGCGACGGACCGTCGCATGAATCCGTCGTGCCAGGTACGTCTTTCTCGTTTATTTTCAAAGCTACCCTCCGCGCACGCGCGGACGGAACCAACGACGGACCGTCCCGCACAACCGCGACGGACCGTCGTCGGGGACTCGTCGCGTCATTAATGAAGCATACCCGACCCGACCCGGCTGGGTTATTTTTTAAAAATTCAACATTCAANACCCAAAACCCCTTCATTTCACCCCATTCATTTCACCCCGTCTCCATTTCCCTCCCTCTCCACATTTCCCTCCCTTTACAACTTCCAAAGATCATATCCCCCTCTCTTACAACCAATCATTTTCCCCAAATTCTCTAAATTCCTAAAATTCATCATCTACTAGTCGGAGCTACTGCTGTGGGTGTCTTCTTGATCACCAAGTACCTTTCCCTCTTGTTTTCTCAAATTCTCAGGTATGTGTCTCTAATTTATACTCATTTATATTGAATTTTTGTTTATCAATTAGTATTAGCCTAGTTTTTCTTGATATTTTCATTCTCTAATAAATTTCTGTCTGACTTAGGTTAAAAATCCTCGAAACTGCCATATTAAAACCCTAGAAATAGGTGCTTTAGTATTGCTAGTTTACTAGGTATTTGGGTTATAAAAATGTAGGTTAAAACACTACCAATTAGATTTGGGTCATAGGGGATGAATGGGGCATCCCTAGTTCTGTCACTGAGTTATGGAACGAGACCCCGGCGACGTACCGTCGCGCCCGCGACGGACCGTCATCGGGTACGTTCCAACACCCCCAACACCCGCTAACACCCCATTGTCCAACTTCCTCCAAGTGTCCACCAACGCTGCCACATGCGNACCGTCTTGCACAACCGTTCTGGTCGTCAGAGACCCTATTCCTAAGGGTCTCTCACTTTTTCTAAGTGTCCTTCGACGGACCGTCGTCCCTACGACGGTTCGTCCTGCACAACCGTTCGTTGTTGTCGGAGACCCTATTCCTAAGGGTCTCTCACTTTTTCTAAGTGTCCTCCGACGGACACACGCGACGGACCGTCGTCCCTACGACGGTCTGTCCTGCACGACCGTCGTGGTTGTCAAAGACCCCGTTCCTAAGGGTCTCCCTCTATTTTTCTAAGTGTCCTCGAACGGACAACTACGACGGACCTTCGTACCCACGACTGTACGTACTACACGACCGTTATGATGGTCAGAGACCCCTCTCCTATGGGTCTCCATATTTTTTCAACGTGTCCTCCGACGGACGCCTACGACGGACCGTCGTACTCGCGACGGTCCGTCCTGCACGTATCCGTCATACCTGTCAGAGACTCTCCTTCAGGGNTCTCCANATAAACAAAGTCTAAGTAAGACACGACGGACCCCACGACGGTCCGTCGTACTCACGACGAGCCGTCACCTGGACCGTCTTGTTTCACTGTTACTACAGAATTGTCATTACATAGAGTCCTAACTCTTTTATTAGGTTTTATTTTGTGTGGTTTTGCTTGTCATGTTTGCTCCTTCTAGTACTAATATTGATTCTATACAGGTAATATCTATTATGGCACCAAAACAAGACGAGTCTACGCACGCGGGCGATCGAAGTCTGTCGCCCCGTCTGCCCATCTGGTCATTGGCTTTGATGATGAGCGTGACCCCGAGTACATGCCCCAGGGACTTCCACCCCATTCCGAGCTGCACGTGCTGCCAGAGCTACACCTTAAAAGGTGGCGTCCGGTGTAGTCACTGCCTCCCAGTCTGATGAGAGCGCACACTGACCAGCACACCTTCTGGGTCAACTACTAATGAACAAGGAGCGTCTGGCTCCTTAGGAGTTTCGTGGTCAGAGGAAGCCTTCGAATCTGTTGAGGTTCCCTGTCCCACCCCCGCTGCAGAGTGTGCCTCGTCTGATGAGGCTACCGGCTCAGAGTCTACACCCGCACCCCGATCGAATGCTCCCGCCCCGTGTTGCCGACGAACCAAACCGGTGGTGCGTGGACGGGCAGTANCAGGTATACAGGGATGCGAAGATNTATGACTAAAAAGGAGNCGATGACNCGGTTGGTCACTGAGGAGCGNCGCGTCCTCACGGGAAGTTTGCGGACGGTGCTCGAGGTGCANATATCTNTTCANCTTCCATAAACGTGACTGGACAGCGCGTCCGTCGGGACTTGGATAGATATTGTGAGGATCTAGTCCGGGAGTTCTACGCATCCTACGCAGTGACTCTCCGAGGGTCACAGATTGAATAGGCGGGCNAGNCCCGCCAAANAGGAACCCCCCACTTCTTCAGGTCCGAGTACGTGGCGTTCAGAGTTGACATCTCTACCTGCCTACCATCCGCCGGTTCCTATACGGCGAGAATGTTGATGCTAATCGGACCCCTCTCACAGCGGACGCGAAATAACTCGTAGTTTGACTACCGATGGCAGATTGTTAAAAATGTCCAATTCCTGCGTGAGCCATCGCTGAGAGAGACCGCCAAGAGGTGGATGGCCCTGCACTTATCCGTTGACGTTAAGAGGGTGTCGACTGGGTAACCGATGCCGAAGGGGGCCATCAAGAAGTCCAACCTGACCTTCGCGGCGAAGTTTTCGTGGTTGATTGTCCGGCACCGCTTTTCCCCCACAGCGGCCGACAATATCGTCACGTGGGATCGAGCGGTACTGATGGCGGCGATGATAGCCGGATTCGAGATGGACTTCGCGNGTCTTCTACAGGCGGTCATGCACGAGAGGGCATTCAAGGTCGCTACCACTTACCCTTTCCCGTGCATGATATTTTCCCTATGCAGGTCCGCAGGTGTGCCGATATGGCACGTTGATCAGCTCAAGCACCCCTCTGGGCACTGCAGATATAGGCCTCATCAGGGACGAGGCCAATGTAGTTAGCTCCACGCAGAGGGCCCCGTCCAGAGNTGCCTCCACTTGGCGACGATCTGGCTGATACGGTAGCGCAGGCCCGCACGGCTACGCAGGCGTCCACCGACGCCACCCTGGTCGAGCCTATCCCGGGTCGTAGCACAACCCCGAGCTCCTCTCGCTCAACCCCTCTACCGTCTACGTCGCTGGTCCCGCTTGCAAGGGTNNAGAAATTAGAGGCGCAAATGGCNACTCTTCTGCATCACGTCCAGCCTTGGATGCAGAAGATCTATTACCGAGGCAGAAGAGATCNTAGAGAGGAGGATGGCGNAGCACGCGGAGCGGAAGATCGCTGAGGCGGTCATCAGACGCCTGGACGCCTTTGAGTTGNGGGTNCTAGNNCGCCCAGCCCCANCTACGGATCTGTCGACCCTTCAGGCTGCGGTCGANAGTCTNCGATCCAGACATCGATACGATCTTAGAGACGCTAGGGTGCCTGAGTCCGAGGCCCCTTCCGCCGAGCCTGCTGAGGACACGGTNCTGGCGAGCCCTATTCGCCACTTCNGACATTCCACCACCTCTCCATCGAGAGCGTTCCAAGAGGCGTAGGGGTCGAGCGNAGGACGAGGCNCGAGCACGGAAGAAGGAGCGCCGTGAGATGGAGGCCGCGAGGAGAGCCTCGCTTGCTAGATGAGGAGGCGCGCCGGATGAGAGCGTNNGAGTTAGCTGTTGGGGCATCTAGCTCCAGAGNTGTGGAGATAGCGGGAGGCACTACTGATAGTGCTGTTGNTGCTGAGGACACTACTGAGGGTGTCCAGATTGCAGAGGTAGTGGGTTCCGGGGAACCGGACCCACCANCTTGCTGATCGTCGGCGCTTTGCGCCNCAGGTTTGCTTCACCTACCACTCTCGTATTTNAATTTTTTTATGCATTGGGGACAATTGCATGTCTTTTTGTTGGGGGTGGGGTAAATGGAAAGTGAGTGCTAGGGTGAAGTNTGAGTAGCCCAATTCACGATCCTNTTTTGGGGTTTTCTTGCCTGTGTTCTTTTTCCCCAAAAGACTGATTACTTTTTCTGTTGAACCGGCATGTCTATATCTTGTGTACATAGTATAANTCTGAAGCATGATGGCTAAAANTGATATCCCGATAAANTGGAAAATGATGCATGACTAGGCATAGTAATTGATAAATGTGTGGCTCTAAGCATGACATAGAGATACACCACTGCATGACCCTAAGTCTAAAACTCGAACTAGGTGTCTGATAATCTGGTAGAGCGATGAGATGTCAAGTGAGTGTGAGGAAAATTTGAATAGTCCACTATTGGTACTGAGCTAGAACTTGCCTGGTTAGTCCTGCTAAAAGTAAGCTATAATAGACAATTAGGAAATGATCATAGGCCCTTGTTCGATATAGCCCATTTCTAAGCCTAAATAAAAGTAAACCAAATGAAATTTATCCTTCTTTGATCCAAATGANTTGAGCTTAAAATTAGACCTTTCTTTTTCACCCCAACTGATCTTTTCTGGGAACAATGTTTTGGCCCTGGTCCCTCCTTGGACATGTGCACCTCAGCTTATGCCAAAAGCATAAGTTGAGGGTGGCTAATGCAGTAAACGACCTTTGTCATGGCCCTGACCCAACTTTGGGTATCGTGTACCTCGACTCATGGNAAAGCCATGAGTTGAGGGTGGCTATTATGAGGAATGCTCCGGAAAGTGGGGTTGAAAGAACAAAGAGAGAGAAAGAACAAAAGTAAAGTGACTCAAGAATTAGTTGAAAAAAAAGTAAAGAAAAAAATATATACGAGAAATACAAGCAAGAAAAGAAGAGAGTCACTTACACAAATGANAGAAAAGGGAAAACGGCGAAGGTGAAAGAATATGAGAAACTGGGCGAGATAAAATGATAGAAAGTGGTACGTTTAGCCGATATGTCAAGGAGGGCAAAAAGTCACTAAAGTATACCTAAATATACCCTACCTGACCCCGAGCCTACGTTACAAGNTAAGAAAGTCCTATCGTGATCCTAAGAGTCGTATGGCGAACTTAAAGCAGTGAAAATAAGGGCAAGCTTATGGCGAAACGTATGAATGAGTGTGAATTTGTTCTGAGAGCGAGTGTTGAAAAGTAATCCTTATACTCAAACTAAAATCGTTGTGTGAAAAATGAGGATTTCGTTTTGAAGTGAGGACACTAGTTGCAGTACCGGAAATATTAGTACCTCGGTGAGAAATTGAAGAGGATAGGTGTTAGTGCATGGTGAGTCTGTGTCATGGTCTGATTCCGCATAATTCAAGCCTAATAGTGATAGCATGCATAAATATGATGAGATTGATCGGGATTGATAGCCAAATGATTGCGAAAGNTAAAACATGGATACTACTGTACAAANATTTTGTAGCGAGTCATAGTGCGTCGCTTGAGGACAAACAACGAATTTAAGTTGAGGGTGTTGATATACCGTGGTTTCACGGTATTNTTAATGCTTTTTCCTTAAGTTTAGTGTGTCCAAAAGCCTTTTTGTGCTAATTTTTATGTAAGTTTCTCTTTATTTTGCAGGAAATCTGTCCAAAGATGAACGCGGAGATTTCGAGCGAAGAAATGCAGAAGAGACCACCTACGGAGCTTATGACGGTCCGTCGTGCTCGTGACGGTCCGTAGGTGGCAGCGTAGTGCGGCCGCTGAAGGAAGATGGGGAAGTCTGACCAAGTGTGGGGTTACGGAGCTCGTGACGGTCCGTCGTGGCCATGACGGTCCGTCCTGCAGGTTCGTCGTGAAGNTCAGAGAAGTAGTCCCAGTACCCAAATTCCAAGAGTTNAAGTGTTNTGGAACGGAGACCCTCGACGGACCGTCGTGCCTACGACGGTCCGTCATACCTGCCGTCGAGGGTAATGAAGAGAGCAGCAGAAGAAATTGCGCAAGTATGGGACGACGGAGTCCACGACGGTCCGTCGCGACCACGACGGTCCGTCGCGAGGTCCGTCGACCCAGCCGCGTTTTGGCAGATTTCCAGCAATTAGAGTCCTTGTTTAATTAGGTTTTCGTTTTTNTTATAAATAGTTCGAAAAACCTCGTTTTTGAGGTTAGACTCCGGATAGTTAGACTCCGTTATTGTTAGACTCTTGATTATTATTAGACTTTTCGTGAGATTNTTGATTATTTTGAGATTCTTGCAAGCGATTNTTGGTGATTTTTTTGATTAATCAAGCGAATTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTGCATGAATTCTTATNTAATATATTCGAATANTGTGATTATGACCATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCAAATAACGAGGTAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTGATAATTCTTTCGCTTAGAAGTCTTTTTAACGGGTGGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTGTCGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGTATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAAATTTTCTAGATGCCGGACCAAGGATTTAGAGATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTNATTAATTGATTAAACTCCAACATTCGAANCTGTTAGTTGTCTNCTTTAATTTAGTTAATTATTTTCATTNATTTAGAAATAGAAACCCCCCTTTTATTGTTTTTTCTTTCCAAGGAAGTAATTGACTAAACAATAGTAATAATAGATTGAAGTTAAGTCTAAACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTCTTTACTTGATACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTAT

>rnd-4_family-453#LTR/Gypsy ( Recon Family Size = 34 Final Multiple Alignment Size = 27 )

AGTCAAAATGGCGCCGCTGCCGGGGAGCGGTGTTGTTTGAGAATNCTTTNGTTGAGTTGAATTTTGNTCTTNTTAGTTATAGTTGAACCNACATAATTTTTAGTTTTTTTTGCTTTGTTGCGTATTGAAAANAGGAAGCATGAGCGTAAATGGCAGCAATGGTAGGCAAGCAAGACGACATCGGAAACCTCAACGATGTCAATGAACCNAATGTCAATGACCCCCATCTNATGGGAGGTATTGGTGCCATTCGCTTACCTCCAGCGAAGGGAACGTNGTGTTCCACATCACGAGCACCATGTTGCGACTCTTACAATTAAAGGGACTNTTTAGTGGNTTGGCTCATGAGGATCCCCATGAACATATTTAAAATTTTGTGGATGTTTGCGGACCGTTCTCCTTCAAGAACATCTCCCAAGAGTCGGTCCGGTTGAGGTTGTTCCCATTCTCTNTGATGGGGGAAGCGTGCAAGTGGCTGGCTGAGTTGCCACGTGAATCAATCACTTCGTGGGAGGANTTGGTCACCGCATTTAANGTGCGATTTTTCCCTCCTTCGAAGATGATGACTCTTCGGGATAACATCCAAAGCTTTAAGCGTTTAGAGGGCGAGCCAATTCATGAGACTTGGCTGCGATTCAAGAAGTTGGTGCTGCAATGCCCGACTCATGGNTTNCCTGATAATGTGTTGCTGCAGTACTTTTACCGGAGTCTTGANTCGGTAAACAAGGGTGTCGNTGACCAACTTTCTCCGGGAGGTTTGATGCAACAACCNTACGCGATAGCGACACAACTACTGGATNGCATGACAAANATCAACAGGGCCTGGTATACTCGCGAAGATNAGGTNTCTCCCTCTCATTTAAATTTACCAAGGAGCAGATGGAGAAAGATCAAGAGANGGACAAGAACATGGACAAAATCATGACACAACTNGACATTTTGTCNAAAAATGTCATGGGAGNTTGTGCNCGAGGTGTTAATGTTGTGGGNGTCGGGTGTGCNAATTTTGATGAANCCAANTTTGAGGCCTTGTATAATGAGGAGGTGAACTTCCTGGACAACCAAGGCGGNGGTTATCGTTCAAACTACCCGAGGCAGGGTGGTAACCAAGGTTGGAATAGAGATAAAGGATGGAAAGATCGAGATCGTGAATGGAGGGACGGAAATCCNAATTGGAAGGAAGGGGAAAGGGATAGGTACGTGCCTCCCNACGAGCGCCAAAAGCCAAAGGATTCGAACGGTGNNATGTCTGAGGATATGCTCTCACGTATCCTCAACAAGGTTGAGGGGTCGGACAAGATGCTGAAAGAAATGAAAGAAGATGTGTCGACCCTTAGCCAGACTGTCACTTCCCGTTTTATCTCGATCAAGTAGTTAGAGACCCAAATGGGTCATATTTCGTCGCATTTGAACCCGAGNCAACAAGGGGTTCGCCTAGTGATACTACGGCAAACCCCAAGAATGAANTTTGAAGGTTGACTTGCATCGTGCCACGACGTTAACTAAGGCTCTATTTGGGAGAACTCAAAACCCTTTTTATTGNTTTATATTTGTTTTAGAAATAATNGTGTGTTGGTTGTGCAGGTTGAAGTGTGGAAAGCGTTTGGAGAGAAAGATTTTAAGNTTGCGAATCACCGAGNCGAGGTCGGCGAGCCNAACGTAGACCTTCGTTGGACTCAAGATAANTTTAAACTGGAGTCTNTAAAACTTGGCGAGCCCAGGAAATTATTGGTGAATCGCCGAACAAGTCGGCGATCGCGATCTTNTTCGCCGTTTGGATCCCCAANATTAAATNGAAGTCCTGTAAAACTCAGTCGAGGTAAGTCATAATCGCGTGGCGTGTCGCCGAGTGGATCGGCGAGGGAAACTAATNTCNCCCAANNGGCNANAAACTAGNCGGTATNTNAAGTCCAAAGGTACAAAATTTCAAANTTCCTTTACTTTCCCTCGCTTTCTATACATCACACACTCACTCCTGCTCCATGTCTTTCAATATTCCTGCAATTTCAAAGTGCTTTAGTTGACGATTCGTGCTCGTTACTTGGATTACATTGTCGCCTAGCGATTCAATCTTAATTTAGTCTCCACGAAATGTTGTTTTCCGAAACCTGAGTTCTTTTTATCGATCTATGTACTAAAATGCAATGATATTATCTCGTTGATGTGTGTTGCGCCTCTCTGGTAGGATTAGAATGNTTGGTTACCTNTATTAGTTGATAATCTTTCCCTTGNTGAGACGAATAGTTGATTCCTGAAATTTGTGCCTTAAANCGGATGAAANTTTGTGGCGTTGTGCATGAGTNNCACTGGGTCTAAGCTTAATTTGAGTGGTGCATGATTTTTTGTTTTCGNGGGTTGCGGGGTCGAATTCGAGGAGTTGGGATGAAAGTAGGCANTATGGGTTATTCGGCGAGTTGGGTCGAGCTCGCCGAACCACTCGGCGGTTCGCCTAAACTCCCCATCTCGCTTAGTTAAATGAATTCCTTATGTTACGAGATATTCTGTAACTTTCCGCGAGAAGCCTGTAGTCGCCGAATGCACTCGGCGATACTCCCAAAATACTTCTTGTTCGCCCTTTGTCTGCACCCTTGTATCCTCTACGCACAGCACTCGGTAAATCGCNTAAGTNGTCGCGCGCTTCGCCGACTAGTTTGGCGAAGCGTTTATCATATATTTGAACTTCCATGTTTCTGTTCTATTTTCTCAAGGCTTTATTGCATATATGGCCTGACCAAAAGTAGCAAGGAGAAGCATGCCGCCTNGACACACGAGGGCGAAAATTTTCAATAAAAGTAAAGGAAAGCGGCAAACCCTCCGAAGACGGNNAACGAGCGCNNNNACGNCGGNGNCGGCGAGAGAAANNCCGNCCGATTCCCCANTGTCCCCTCGTGGACNCATGGAT

>rnd-4_family-105#DNA/hAT-Ac ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

CTAGGGTTGTTCATGGTTATGGTTAAAAACCAAATCGAACCGCAATTCGAACCAAATCGATTAAAAAAATCGATATTTGATTTAGTTTGGTTNGATTTGGTTTTTAAATTTTGAAAATCGATACTATTTGGTTTGGTTTTGATTTTACTAAAAAACAACCGCAAAAATAATCAAACCGAACCGATAAATTAGATATATAAATTTTATAATTATTTATATATTATTCATAAATAAATTAAAAATATTTTGTTAAATTTTAATTAACTTAAGTCTTTAACTTTACCATTTTCTCAAGCCCAACATTTTAGCCCAACTATAACAATCCTAAGTCCAAGTCCATCAAAATCCATTTTAGTCTTTACCTACCGTACCTCACATAAAATAGTCACACTTTCTCTTAATTGAATCACTTTGTTCGTGTAATGATAACTCTAGTATTGCTTAATTGCTTGACTGAATCGACANTAACTTTTCTGTGGATTGTTCATGTACTAGGTGTTTGTGTCTATCGAGATACGTACGTCCTCAAAAAAATTATTACTTTCAAACCGAATAAACCAGAAAAACCGAACCAAACCGACAATAACCAAACCGACGGTTATTTTTTTCGTTTGGTTTGATTTGATTTTAGAAATTTAAAAACTCGACTAAATTGATTTGATTTTGATTTTAACCAATAACCGATCCAAACCGAACCACGAACACCCCT

>rnd-4_family-236#LTR/Copia ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

CCACGTCGNTAGACGGACGTGGGTATTTGGTCTTGGGCAATCCTCACCTCACGAGCTAGCTTTTGGGGTTGAGTTAGGCCCAAGATCCATTTCTTAACATTGTATACGACGCCGACCCCACATTTAGAAGTGTTCACGCTCCAGATGTCGAGTCCTGGGCGTGCTGGGGGTGTTAAGATGTCCCACATCGGTNGAGGGATGGGAATTTGGTCTCCTTATATGGTCTTGGACAATCCTCACCTCATGAGCTAGCTTTTGGGGTTGAGTTAGGGCCCAGGTGTCAT

>rnd-4_family-2061#DNA/Harbinger ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

TGTCAATATGGGCTAGCCCACCCCATCCGGGCTAACCCATACANGCTTTGACATTTTACGGGTCAGGTCGGGCTAGCCCATTTTTTGTGTGGGCCAGAAAATGATCGGCCCAGCCCACAAGTACGTGGGCTACAGGCTTGCCGGGTCAGCCCACTTTTTAAAAAATTATATTTTTTTATAATTATTAAATTAAATTATAAATTATAATTTAAAAATATTATCATAAATATCGACAAAACGATATTACATTATGTTCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAAAAATAAGACTCCTATCTTAATTCAACTANATCACGACAACTCATAAAAGTTGTTTTCTTATTTAATTAATGTTAATTACATGCTTGCCATTATAATTTCCTTTATTCATATTAACTTAATATACGTCTTTTACTTTCATAAATTAATCAATATATTTGAATTGATAAGCACTCCCATGATATAATATTTAGCACGGTTTCAAAAAATAAGAAAGTATTAGTTATTTGATCGATAACAATAATAAATTTCTATNATAAAATAAAATAAATATTTTCCTAAACNATATATTTACTACTCTATATAAACTATTTTANATTGCATTATATTAGATTCTCAAAGTATTTGAGTGCAAAAAATAGTCATATTAATGATGTAACTTGATGTTAAGTTCTTAAAAGATAAATCATATTACCTTGTTACGGTAAAAATGTTCAAAATATTATTTTATATGAAAAAAAACTATTTTACTAACATGAGGTTTTTATAATATTTTATTGATATAACGTTTAATTTCATATGCGCATTCAGATATTGAAAACAAACCGTCCCA

>rnd-4_family-608#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 25 )

TTCAGATGAAGTAATAGAAAACCTTACTTTAAGTAATAATTATNTAAAAAGAGAGAAGTATTGAAAACACTCTTAAATTCGACGTGAATTATTAGTTTCATCTCCGAATTATTGACAGCCTTAAAAACACTCTTTTACTTGACTAACTAAACTTAAATACACCTTTCGATCTTGCAACATGAGTGAAATACACCCCTAAATTCTCGTCAAGTTTAGGGGTGTTTTCAACACTTCTNNCGNTTTTNTTGAAANCATCCNTAAATNCGACGGGNNGNTATAGGGGTNTTTTCACCGNNNNNGGCAGATCGGGGATGTATCTAAGTTTAATTAGTCAAGTAAAAGAATGTTTTTAAGGCTGTCAATAGTTCGAGAACGAAACTAATAATTCGCGTCAAATTTCAAGAGTATTTTCAATACTTCTTGGGTACAAGTATCAAAGTTCAAGGCCACTCCCTTGAAGCTTCAATTTGGTAATCTTGTCAATTTGCTCTTCCATTTCAGGTT

>rnd-4_family-100#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 25 )

TGAAAAATTACATGAATTAATACATTTTAATAAATAATTACTGATTTTAGCGATACTTTTTATTTATTACCATTTATAGCAATATTATGTTAAATCTGCAATATGTATTAAAAGTGAATTATGTATGCAATATATATGAATTATAATTGTTTTTTGAAATATATTATGTTTGTTTGGTAAAAANTTGACACATTGTATTATAAGTGTATTAAAATGTGTGATAAATGTATTATCCATCATTAAAACTTGTATTATATGTGAATAATAAATTGTTCTTTGTAATATGTATTAAACTTGTATTATAAATGAATTAAAAGTGATCAAGTGAAAAAAAAATATTATTGCTATAAATGGTAAATATTTTTTTATTATAGTATATTTATGTAAGTAATTACTGATTTTAGCGATATATTTTTGTTTATTACCATTTATAGCAATACTGTGTTAAATCTGTAATATGGATTCAAAAGTGAAATTTGTGTGCAATTTGTACAATTTGTAAATTTATAAATTGTTCTCTCNCACAGTATTGTGTTAANGTATTGTATTATAAACNATAATATAGGTTTAAANNTAAATTATGTATATAAGTGTATTATAAACGTATTTTATTATAAATAAAATTTATCTATNNAATATGTATTATAAATGTATTAAAAGTGATCAAGTGAAAAAAATGTTATTGCTATAAATGATAAATATTTTTTTAATATAGTATATTTATGTAAGTTTCCCTT

>rnd-4_family-434#LTR/Gypsy ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

ATAAGGTCCTTAAATGANTTATTATANTGTATATAGGCAGTGTGTCGAGTTTCGTGAAGTTTGGAGGTCAAACGTCCAAGGACGNCCANGACGTTCGAAAGGTTTGCCTTGAAACGACCTTGTGTGTCTAGGCATGTTTCGTTGAGTTTTACGTGTTCGTTTTNGATGAAATTCATGTGAGAGGTCCTAAACTCGTATACGATCATGTTTGGGTTGGAAACTTCCGGGAAAACATCCCCAAGGACCATCCAAGGGTCCTTGAGGAAGGACCCAAAGTTGGTGCCGANACTGCCCAAGGCAGCCCCAACCGCGGAGGCAATCGACGGCCCGTGGGCCGGTCGACGCCCCGTCGGTGGGTGGCGTCGGTNGGGACTTAGTACTGGGGATATAACCTACCAATTTCGAGNCTCTGGACCAATCGACGGCNAGGACAGGACGGTCCGTCGGTGGGCAACCGTTGGTTGGGNCTGTCTCCTGCGTGCAGTTCACTGTCAAGTTGAGGGGTGAACTTGTAANTTCACCCCACGTCCAAATAAGAGTANTGGGGGTTACTTAGGGGTATTTTGGGTATTTTAAATGTGTTTATAAGNCTANAACACTTAGAAGATTTCATTCTTCAAAATAAAAACCCAAANTCCCTTAGAAATTCCCTAGAACTCCATTGGAGCCAAAACTCAAGGAAGGGCTTGGATTGAAGATTTGAGTGGAGATTCTTCATAAAATTGAANAATTATNTTCATCGAGGTATGGTTTTTGATCCTTGAAACTCTNTTCATCGAGGAGCCCAACTTTCGAAGANGTTTTCTAAAGTTTTCAAAGATGAATTGTCCGATTTCATGATCTANCCATGGGTTCTTGCATTAATGGTTTTTAAACATTGAATANTGATTNAATTGTTATTGTATTGAATTATTTTAACTAAATTAACCTATGAACCCATGTAATTGATGAACCCTAGTTTTTGACTAANTTATGGGTTCTGTGATATTGACCTAACGCTTATGAATTCTAGTGTAGTTTTCTGTGGGCTATTGATTGATGTAATAATTATATTGAATTGATATATAGGTTGTATTAGATTGATGAATTTATATTNAATTGACCTAGTTTCATTGANTATCGTAATTTTTATGTTGAATTGNTGTTCGTGGCCATGGGTAAGGGCCTTGTGGTATCGAATTGGATGATTTGGCATCGGATTGAAGTGTTGAGGATGGAGTGGTGGTACGCTNCCCTAATTCCCTTTATTTTATGTTAATTATACTTCAATTATGTTGTGATTGGTATGGTCCACTTATGGTGGCGGTGTTATGTGCTTTACTTGCAATTGACGTGGCCTTGTCGGCGTTACTTTANGTAATATGATGATCATGGCCTTGTCGGCAACTACTTGAAGTANTATGATTATTTGTGTAGTTGATTATGTGAAGTATGATAATATCTACCTACATGNTAAGTAATGTGAAAGTATATGTGTTCTTCTATTGATGTTACTTAGGTGATCATGTTANACTATGACTATGGCTTTGTGTGTATAGTNTTAGGGTTGATGCATGGTTGTTCCTACTTGNCTATATGAGTCTATGATGGTTATATTGATGATGNTATGGTAGTGTATAGGATGACTTAAAGATGATAATGGTTATTTCTATGTGCTTCTAGAATGACATGTAATATGTGTTAAAGTGAAGTATGTTGCGTCTTGTCTTGGTTGACTTGTGTCCCTTACTTGATGCATGTATGAATGTGAATATGNGATGTCTTGACTTAGGATGCTAAAGTCTCTTAGTCTTGNATGTATGAATGACATGAGAACCTTAAATGATGTTAAGAGGGTCTTTTATGTGAAACCTTGAACCTAGTGGTAAGGTTATGAATGTTGAAGTCGAAAGCCGTAATGGTATCCTTCAAAGTAAAGGAATGATAGACTTAAGGTTGGTTGGCTGGAACGACATCATATCAATCCTTAGGAAAGTCATNATGAGCTTCTTGTCGCCATTGNAAGGTAGCCCTAGTGGACTTCTTTGGTAGGGTAAATGTGATTGGGTTATGAACTTGATATGGAACCCCTTTATATGAACCTTAAATGTAAATTACTCTATGAGAACGAAGGCTAGCACCGAGTGAGTATGGTAAGGGAAGTAGTTCTAGTTAAAGAATGAGACTAGANTACAAAGCACGCCCTTCATATTCCTTAACCATGTGCCTACATGGGATGTGTCCAAGTTCTACCATTGGCAAGTAGAACACCCTCATCGGAGTAGGTTAGAACTCCGGATTCCATGTTTTTCTATCATGGTCTATGTCGGTTATTGCCTATTCTCATCATATGGGATACCTACTAGCATTAGAGAAGTTCTATGAAGTTTAGGTGGTGGTATGGGACGCTATCTAGACATTGCACAATAGGCTTTGAAGGTGTTAGTTGGAGTCCCTAGGTCTTGTCCAAGACCATTACTTGAATGTCCTTTATGTGATGAATGAGTCTTAAATGAACTAATGAATGTAATGACTTAAGTTAAGAAAGTATGTTAAATGAATAAGTACTTACCTAGAGTAGTTAAGGGTTGTCTAGTTAAGGTGTGAAGGGGGCATAGGANATGGTCACTTCGTATCTTACCTAGGTGAGTCTTAAGAATGACTCTAGTTAGGGAAGATGTCGATTATGTGGACATGATCTAAGCCTTAGGTAGTCTTAAGGATTACTTAGGTAGTNTGTGAAGAGGTCGATCATGGACGTTATCTTCTCGATTTACTTAAGTAAGTCTTNCGATAGCCTTTGGTAGGAGAATGTCATATTATCTATGTTTGATGTCTTGTAAGTGTGTATGTGTCTCATTATAGGTAGTCTTAAGGATCGTTTAGGTGTGCCTAGAGAGGTTGTATGGGCGGTCTCTCTTCGTNTTACTTAAGTGAGTCTTAGGATAGCTTTTAGTGGGAGGACTACACGCTAGGAAGTGTTTAANAGTGAAGTGAACGNACTTCACTGTACAGTGAATTGANTTCACTGTAAAGTTTGCTTAAAAATGTGTTAATCGCTTAAATGTTATCTTATGTGTTTCTAAGNTGTTAAATGTTGTTCTTATGATTATAATATGATTTTTAAATGAAAAGATGCATATTTCTAATAAATGTCCGTTTTCATGATTTTCATGCATTATGCCATACTTAGTACATGTGGTTGTACTAATTCCATGCTTTTGTTATNTCTATAAGTGTAGGTGATAGGTGAGGAGTNTCGTGAAGGAAGGCTTGGATTGTAGAATCGTTCAAGCGAAGTTGAAGTATGTCCTCATTTGACTCGAGGGCATATATAATGTCTTTTATGTCTTTTATTCAAAGTATTGTAATAGACTAAGTATTTCTATATTTCGAAGTATNTGCCGTGTCCCAAGTATTCTTGTGTCTAAGCTTTGATGAGATTGAGACTTAGTATTTCCTATGATTTTATATGAAAGAGNTTTTAAAGANTATCGAATGTTTTTGCGAAAAGTTTTAATTCCGCACTACTTTTCATTATGTATATGCGATGAATGATACGAAAGGGCTTGTACAAGACCTCCGAGAGGTCAAGTACGCCGGTCGCAATCCGAGATTGCCATATCTTCTAGGGTGTGGTTTCGGGATGTGACAAATTCGGTATNAGTGCATTAGGTTTNTGNAAGTATTTGTGTACTTGATATATTAATACTTTAATTTTTATAATTAGAAACAAAAATTTGAATTCAAAGTATTCATATGCTAATTGTATAATACATTTTTCTTATTTAGTTATTGTAATCACAACTATATTAGTGTATAACTAGAAAAATAAAAATATACA

>rnd-4_family-799#DNA ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

ATACGAAAGAAATCCTATTTTTAAGTTTTCTTATTATTATTATCCCCTATTAATTTTTTACAAATTTCCAAAATTTCTCATTCTCGCGCATCAGATTAATGTATCTCGCGCATCAGATTAGTGTATCATGTATAAAATGTACATCAGATTAGTGTATCATGTATAAAATGTAATGTATCTTACTTAACGATTAATGTATCTCGCGCATCAGATTAATGTATCAACGCTTATATTATTGTATCAGTTTGAGGGATTTTTGTAATTATAAACTTATAAGGGACAAATGATAATTTTACCTTAAAAGTATGTGATTTCTGTCATTTGCCCT

>rnd-4_family-61#DNA/hAT-Ac ( Recon Family Size = 23 Final Multiple Alignment Size = 23 )

TTAGTACGAAGGATAATGAACTAATTTTGAATTAATTTTTACAATGAGTTTATCCTATGTTTGGAATAAAATCGTGAAATAATTTATTTCGGAGCTAAAGTATTATTTTTATTTGGGAAACTTACANAAATTTCACTAGTTTAGGAGTTAATTACTTAGATATACTCTAGTTTGTAATATTACGNATCTTACCAGATTTTGGTGCGTTCAGATACGTCCAGATACATGTATCTCGGATACATGGGGTCAAATTTAGGTGTAATTTGTCTAGATACACTGTATCCAAGTGGATTCGCATGTATCTGAAATACGTAGAAAATCTCGCTCGCCTCCCTCGCCCCTCTCGTCTCGCTCGCCACTCTCTCTCGTATTTGGTATCCCAAATACATGCGAATCACTCCAGATACATATATATACATGTATCTAGTGTGATTCGCATGTATCTGAGATACATACGAATCTCGCTCGCCTCTCTCCCTATTTTTGTGTATCTGGTAGCAAAAATACATGTATCTAAGTGTATCTTCTCGATATGTANGAAACTCTTAATTAGTGATAAAATACGTAATATTTTAAAAGTATAGATAATAATAGTATATAATAGTGAAGTG

>rnd-4_family-622#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

TTTTTGAATTTTAATTTTAATTTATCTTAAATTTCATTTCATCTTCCACCTCCCACTTTCAAGTGATTCGTTCCTTCATTTTTTTTTCTTCACCTCCCACCCCCCATGTCAAATTGAACCCCACTTCCATTTTTTTTTCTTTTTTTTTTCTTCTTCTTCTCCGGTCAAATTCTTTATAAAATTCATACTATTTTTTAGACTTTGTTGAGTTATTGATAACAAAATTAATTATTTTTCTAAGAAAATTTAAAATTTTGAAGGTATCATCAACTACTCATTTTCATATAAATTCAAAATTAGAAATGATAATTTTAAAAGAATCAATTAATTTCTCGAAAATTGAAAGAACTTAATTGAAATCGGATAAAAAACTANATGATACCTCCTAATCATCTTGAAATCTAATGGGTTTATCGAATTGTTCGAAATGTAAGAAAATATTTAGATANAATTTTAAAATTAAAGAGAGTNAAACTAATAGTAGTAAAAAAAGAAGGGTGAAGTTGTGGTAAAAATGGTGACATTGAAAGTAAGAAGCTTCAATGAATGGAGATGACAATGAATTTTTGAAAAGAAGGAAGAAAGAAAGAGAAAAAATAAAAAGGAAAAAAAGTTAAAATAATAAGAAATA

>rnd-4_family-1191#DNA/hAT-Tip100 ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

GCCCCCAAATTTCGGGGGCCCCAAATTTTTGTCAAGAATAAATTATGTGTTAAANTTTTTATAGAAAAATTAATTATTTATGATAAAAAGTATAATTTTTTNAAAATAAATTATTTTATCCGCTTTAACATCTTTTNTACTTTGTTAAAAATAAGAATTAATAGTGAAAAGTGTTGAAAAANGTGAATTACAAATTCTTTTTTATTTCTTTTTAAATTTTAGTTTCGAGCATTACTCTAAGCATATTAAAATGAGGTATACCAAGTCATCAACTTTTTGAGTCAAATTCTATGGTTCTAACTCTTATCTTTATTTAATATTTATCAACTTATTACTTATANNATTATGTTAACAATNCATATAATAATTGTCTCACTNAAANGATGTTTTTCAATGTTGAGTACTGATAATCTTCATCTAAATAGTGTAAGAATTNNTTTTTGAATAAATACGTATATGAAGTTTATTTATATTTTAGGCCGCGAATTAAAATTTCGCTTTAGGCCCCCAATTACGTTGAGCCGCCCCTG

>rnd-4_family-23#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

CTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAAACAGGCTGAGGCGACGGACCCCACGACGGACCGTCACGGCGCACGACGGACCGTCGCAGGTGTCTCGTTTCAAAACACTTAGAAAATCCGAAATTGGGTACTGAAAATCGACTCTCTGAACCTCGCGACGGACCTGCAGCGACGGACCGTCGCAGGCGCGACGGGCCGTCGCAGGTTGCGCAATCCCAGTCTGGGTCTGATTTCTTTACACGTTTTAAGGGACGTTTTGGACTATTCCTACCTTAATTATAGAGTTAGACGGTTAAGGTTGATAACTCCAATTACTTGGGGGTTAAAAGGAGGTGACCCTAAGTTAATTAGTGGGTTATTATTGCCATCTTTTACTCTTAGTTATATGCTAATTAGGGCAAAAGAAAGAGGGTTTTGAATAAAGAAAATNCGNAGAAAGAACAAAGAGAGGGNAAAGACGGAACGATCGAGAGAGAGGATCGAACGAGGANCGNNCGGGAAGAACANNCAAAGCTTGGGAAATTGCTTGCTTGATCACGAATCTTCGGTGGAGGTAGGTTATGGTTTCTCTTACGATATTCGTAGTAAACTCTTAATAGCGAATGATATGTATTNGATAATATTGTAAACCCTGTTATGTGCTTAATTCTATGCTTGCATGANCGATGTAATTATATAATTCTGATTATATAAGCATGATGAAGCTATTGAATCCCAAATCTTGCAAAATCCTAATCTCTTTGTTAATGATGAGGCCTTGGTATAAAAGAAGGCGTGATGAACTAAAATAATGAGATTGATGATGCCTTGGTATGAAATAAGGCTTGATAAATTGATAGAAGCGAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGAGGATTAATGAATATGAGGGAGCGGAGTGTCACGTACCGACACAAGAGAAATAAAGATAATGAATCTTGAAAGATGTTAATATACTCAATCTAATGAACATAATTCCCAAATGAGTATGGTATNGAGGCTTGAGTCCTCATGTGTGNACTTGACGGTAATTGTCAATGATTATAGTACTTGCTGTTGCTACATGTTGAGTATCGTAGTTGATTTTATGATATTACTTGGTATATATTGNTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTGTACGTTTTCTTCTTGTTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACCGCAACTCTAGCCAGTCTTCATCACNCCGGATNTCAGGGTGAGCTAATGCTTCTAGCTTGGACTGGATCTTCCTCTTCATGTCTTGATGCCTTGAAGTTCCGGCATGGACTAGCTTTTATGTATTTTTAGCTTCTTAGANACTCTTAGATTTAGTAATTTGAGAGTAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAGTTATTGAATTNGTTTTTATTAATGAGTTTTAAGTCTTCCGCATTACTTTCTGTTGATATTACGATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCTCGATTTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTGAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCTTTCGTGCTATTACTTGGGTCCAATTGGTATCTAGGTGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACGACCGCGCCAACACCAACACCGGCGAGACAAGAAGCGTCCGAGCCAGCCACTAGGGCTGTAGCTCGAGGAAGAGTAGCGGCAAGAGGCCGTGGTAGAGGTCGTGGGAGGACGTCCTCTAGAGGAAGAGGACGAGCACCTAGCCCATCTGATACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGGGAGGAAGGGGAGAATGAACAAGTGCAGAATGAGGAATTGCCACCCCAACCTACCCCAGAGATGATCAATCAGGTTCTCGCTTATCTTAGTGGGTTGTCTGATCAGGGTCAGGCCCCTCCAGTGTTTTCTGCACCAACGCCTCCGGTTTCGGAGGTACAACATGCAGCCGCTATGGCTCCTCGTATGGATGCCTCATTGGAAATAGGCACGTTTCCACGTCTGACTACTGGGCCTATAATGACAAATGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCGGTCTTCAAGGGTGCTGAATCTGAGGATGCTTACGATTTTCTGGTTGACTGTCACGAGCTACTACACAAGATGGGTATAGTAGAACGGTTTGGCGTTGAGTTCGTGACTTATCAGTTTCAAGGGAACGCCAAAATGTGGTGGCGGTCGCATGTTGAGTGTCAACCAACAGAGGCACCGCCTATGACTTGGGCCTCATTCTCTAGCTTGTTTATGGAGAAGTATATCCCCCGGACTTTGAGGGATAGGAAAAGGGATGAGTTCTTGAGCCTAGAGCAAGGTAGGATGTCGGTCAATGCGTATGAGGCTAAGTTTCGTGCATTATCCCGGTATGCCACCCAACTATGTTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGAGTTGCGGATTTCAGCCTTACAGGTAGCGGCTACGGCGAAATCCTTCCAAGAGGTGGTAGACTTCGTGATAGAGGTGGAGGGAGTGAAGCCAGATGACTTCACCACGGCATCGACATCAAAGAGGTTTCGAAAGGGAGGTGAGTTTAATGGTTCTTACTCTAGAGGACAGGGTTCCGGAGGTTACTCAGTCCGACCCATTCAGTCTTCACTACAGACTGTAGTTGGGGGTCCACCTCAGACCGGTCGACACTTCTCTGAGAGACCTATGCTTGAATCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGAAATTGTCCAAAACAGAGTTACAGACCCCCAATNGCTAGAGGTAGAGGTGGTCATGGTAGAGGCCGTTATTCTGGAGGACGTGGTGGTCGAGGTAATGGTGGTCACCAGAACGGCCGAGGTGATGGGCAANCTGGAGCCACTACATCACAACATGGTAGGGGCAACGGACAGACGAACGANAGGGCCCATTGTTACGCTTTCCCTGGGAGATCTGAAGCGGAGACATCTGATGCTGTCATCACAGGTAATCTTCTGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCTTATGTATCTTCCTCATTTGCTAATGGTCTAAATTTACATTGTGAATTACTTGATATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGGTAGTTGAAAAGGTATATAGGTCTTGTTTGGTGAACTTTGTGGGGAGCAACACTTATGTAGATTTGGTTATCTTAGAAATGGTTGATTTTGATGTAATTCTGGGTATGACTTGGCTTTCTCCGCAATTTGCGATCTTGGATTGTAATGCTAAAACGGTGACGTTAGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTGCGTATCATCTCCCTTCTTCGTGCTAAGAAAATGGTTAGTAAAGGGTGTTTAGCTTTCTTGGCACATCTCAAGGATGACACTACCCAAGTACCTTCGATTGAGTCGGTTTCGGTGGTCCGTGAGTTTCTGGATGTGTTCCCTGCAGATCTTCCTGGTATGCCACCAGATAGGGATATTGACTTCTGTATTGACCTTGAACCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAACGGCTCCCGCGGAGTTAAGAGAGTTAAAAGCCCAACTTCAAGAGTTGTTGAGCAAAGGCTTCATTAGACCAAGTGCATCTCCTTGGGGTGCTCCGGTTTTGTTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACCGGCAGTTGAACAAGGTAACCATAAAGAACAAGTATCCTCTTCCTCGCATTGATGACTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCTAAGATTGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACGAGGTATGGGCATTACGAATTTGTAGTGATGTCTTTTGGTCTTACGAATGCCCCTGCTGCGTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATTTGGACCTCTTCGTGATCGTATTTATTGATGATATACTGATATACTCTAAAAGTAAGAAGGAACATGAGGAGCATTTGAGAATGGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAGTTCTCTAAGTGTGAGTTTTGGCTAGATGCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATCGAGACAGTGAAGAATTGGGTAAGACCTACTAATGTGTCAGAAATAAGGAGCTTTGTTGGGTTAGCTAGCTACTACCGCCGATTTGTCAAGGGATTCTCTTCTATTGCTTCCCAACTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAGGAAAGCTTTCAGAAGCTCAAGACTCTGTTGACTACCGCACCAATTCTCACCTTGCCAGTGGAGGGTAAGAATTTCATTGTCTATTGTGATGCATCCTATTCGGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAACGTGATTGCTTATGCTTCGAGGCAATTAAAAGTGCATGAACGTAACTATCCAACTCATGATTTGGAATTGGCCGCGGTAGTGTTTGCATTAAAGCAATGGAGACACTATTTATATGGGGTTAAGTGTGAGGTCTACACGGATCATCGTAGCCTTCAGTATGTCTTTACTCAGAAAGATTTGAACTTGAGACANAGGAGATGGATGGAACTACTGAAGGACTACGACATCACTATTTTGTATCATCCGGGGAAGGCGAATGTTGTAGCGGATGCTTTAAGTAGAAAGGCGGGAAGCATGGGAAGTCTAGCTCACTTGCAAGCTTCTAGACGCCCATTGGCTAGAGAAGTTCGGATTCTGGCTAACGACCTTATGAGATTAGAAGTAAATGAGAAGGGAGGATTTTTAGCTTGTGTGGAGGCAAGATCTTCCTTCCTTGACAAGATTAAGGGAAAGCAATTTAATGATGAAAAATTGATCCGGATCCGAGATAAGGTGTTGCGAGGAGAGGCTAAGGAAGCGACAAATCGATGAGGAAGGTGTTTTGAGGATCAAGGGAAGGGTATGCGTACCCCGCGTCGATGATTTGATCAACACTATTCTGACAGAGGCTCATAGTTCAAGGTATTCGATACATCCGGGTGCAACCAAGATGTACCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGTGATATTGTGGATTTTATTGCCAAATGTCCGAACTGTCAACAAGTAAAGTATGAACACCAAAGGCCCGGAGGAACGCTTCAGAGAATTGCCCATTCCTGAATGGAAGTGGGAAAGGATTGCAATGGATTTCGTGGTTGGTCTTCCGAAGACATTGGGAAAGTTTGATTCTATTTGGGTAATCGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTTTACGTCTCGGAAGTNGTTCGATTGCATGGGGTTCCGCTCTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCGGAATTGGGTACTAGGTTGGACCTTAGTACCGCGTTCCATCGCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAAGTGTTGGAGGATATGCTTCGTGCGTGTGTGATAGAATTCGGTGGCCANTGGNATAACTTCTTACCCTTAGCAGAGTTCTCNTACAACAATAGCTATCACTCAAGCATTGATATGGCCCCATTTGAGGCACTGTATGGTAGGAGATGTAGGTCCCCCATTGGTTGGTTTGATGCATTCGANGTTAGACCTTGGGGTACCGACCTTTTGAGGGATTCGTTAGAGAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCGCAAAGTNGGCAGAAGGAATATGCAGATCGGAAGGTTAGAGACTTAGAGTTCATGGAGGGTGAACAAGTCTTGTTGAAAGTTTCGCCAATGAAAGGGGTGATGCGGTTTGGTAAAAGAGGTAAACTTAGCCCAAGGTATATTGGTCCATTTGAAGTACTTAAGCGAGTAGGGGAGGTGGCTTACGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTCCATGTGTCGATGTTGAAAAGATACCATGGGGATGGAAACTACATTATCCGTTGGGATTCAGTTTTGCTTGATGAGAATTTGTCTTATGAGGAGGAACCTGTTGCCATTCTAGATAGAGAAATTCGCAAGTTGAGATCAAGGGAGATTGCATCCATCAAAGTTCAATGGAAGAATCGACCCGTTGAAGAAGCCACTTGGGAGAAGGAGGCGGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTCTTGTGATCGTTCGGGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGATTTTATTTCTGGAAAAACTGGCTGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAAATCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTAACGGAATGGCAGGACGGACCGTCACAGGCGTGACGGACCGTCACAGACTCTTCAGNGGAAATCGAGTCTCTGAACCCTGTGACGGAGCAGCAGGACGGACCGTCGCAGGCGCGACGGGCCGTCGCAGGCTGCGTAATCCCAGTCTGGGTCGGATTTCTTTACACGTTTTAAGGGGCGTTTTGGACTATTCCTGCTTTAATTATAAAGTTAGTGGGTTAATGTTAATAAGTCCAATTACTTGGGGGTTAAAAGAGGTAACCTTAAGTTAATTAGTGGGTTATTATTGCCATCTTTTATTCTTAATTATATACTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAAGAAAATAGAAAGAACAAAGAGAAGGAAAGATGAACGGAGAGAGAGGATCGAACGAGAGGAAAAACACAAAGCTTGGGAANTTGCTTGCTTGATCACGAATCTTCGGTGGAGGTAGGTTATGGTTTCTCTTACGATATTCGTAGTAAACTCTTAATAGCGAATGATATGTATTGGTAGTATTGTAAACCCTNCTATGTGCTTAATTGTATGCTTGCATGAATGTGATTATATAATTGTGATTATATAAGCATGATGAAGCTATTGAATCCCAAATCTTGAAAAAAACCCTAATCTACTTTGTTAATGATGATGCCTTGGTATGAAAGAAGGCTTGATGAACGAAAGTAGTGAGATTGATGATGCCTTGGTAANAAAGAAGGCTTGATGAATCGATGGAAGTGAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCACAAGAGGATTAATGAATATGAGGGAGCGGAGTGTCACGTACCGACACAGGAGAAATAAAGATATTGAATCTTGAAAGATGTTAATATACTCAATCTAATGAACATAATTCCCAAATGAGTATGGTATTGAGTCTTGAGTCCTCATGTGTGGACTTGACGGTAAATGTCAATGATTATAGTACTTGCTGTTGCTACATGTGGAGTATCGTAGTTGATTTTATGATATTACTTGGTATATATCGTGGTTTCTATTTTGAGTTGGCCGATGATATCTATTCAGTACCCGTGTTTTNTACTGACCCCTACTTTTACGTTTTCTTCTTGTTTATTTGTGGAGCGCAGCGAACGCGCCGTCGTCTTCGACTCGACGGTAACTCAACCGCAACTCTAGCCAGTNCTTCGTCGACGCCGGGATTACAGGCTGATGCTAATAGCTTCTGGCCTGGATCTGGATCTTCCTCAAGTCTTCATGCCTTGATGCCTTCGGAGTTCCGGCATGGACTAGCTATTATTTATTTTGTTTAGCTTCTTAGAATACTCTTAGCTTTAGTAACTCGATCAGTAGATGTTCTTGTGGTGATGACTTCCAGATTTTGGGGATAATAATAGTTGTCGAGTTTTTAGAAGTTGTTGAACTGGTTTTTATTAATGAGTTGTAAGTCTTCCGCATTACTTTCTGTTGATATTATATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGATTTCGGGTCGTGACACTTAGCTTCTACGTGGTTTACAAAGATCTAAAGTTCAAACTTGAAAACTTGAAGATTCCATACACAAATGTCCAGTCAAACTTAAACTGTTTGACTCTCGAGAAATGAAAAGTGTCCATAAAATTGAATAGAGGAAGCATAAAATAGATAAAGCATATTTGAGTTTTACAAAAATTTAATTTT

>rnd-4_family-1464#DNA/hAT-Tag1 ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

TCCGTGTCCGATTTGGTCAACCGATTTTGGGTACTTTGACCAAAATCGACGGAGAAANTCTGGACAGATNCAATGATTTCTGTAATCAANACAAAAGCTAAGGTGAAATTGAAGAAAATGGAATACCTTTTATATAGAAATTTCTATGTCANTCCTTTTCCTTTAATCTCCTTCCGGGATTCTCCTCAAGTTCTCCACATAATNTAGGTTTTATAACTCTATTTTTAGGCGAATCCCCGCACCCGTATCCATACGTGGATCCGTATCCCCGAATCTTAAATTTAGATCATGAAGGATCCGACCTCTAGATCCGCACCCGTATCGGACACCCGCACCCGAGTCCGAGCAACTTAGCATTTAGTTCTCCTTTCTTCAGATTGTATATTATAAACTTGTT

>rnd-4_family-610#DNA/CMC-EnSpm ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

ATCGATGTATATATAGATGAAAAAATAAGTACAAAATTAGTACATAACTCTCTGAGTTCTTATCGACTCCTTTCATATCCTATCAAAATTCAAGAGTCTTCATCATCTACTTTTACTATAGAATAAAAATAATAGCCTAATAATCTTGGTAGGGGTTTCATGAGATAAAGAAGTTGAATTTATATAAATAGAATAGAAGGAATATCGAAAGATATCTTAAAGTTTTAGTTTAAATATTTGGAGGTTATGAATATGAAAAGATGAGAGTTATGAATATTAAGAGTATAAAAGTTGAATAAGTAATTAGAAAATAATAATAAATAAATGAAGAATATGAAGAAAAAAATTAAAGTTAGCAAACCATGTAGAAAGAACAACTAAAGTTCTTATCACGTAATTAAGCATTAATGAATTTAAATTTGTGAAGCTAGAGTCATTCTTTAATAATAATCAAGAGGACATTATCAATGTGCGTCTCCATTTTGTAGATTTGCACCCTTTAAATTATTAAATTTCGTTATTTATCATAAAGGATAATACTTTATCCACATCAATTATATTATTCATGAGAGGGGTTAAGGAAAAAGTTATAAGAAGAGGAAAAGTAAAGAAATTTAGGTAAAGATTTTTNTTTNAAAAAAATTATAATTATTATATACATATAGATTATAGATGATAAATATTAATAAATTAGATATTTAATTAGGAATTAATCTTAGGAAGTCTAAAAGTCATTAACATTTAATTAAATTTATACAATCAAATATTTAAATATTTTATAACAATTTAATTTATAGAAGGGGTAAAACCGTAATTCAACTTTCAACTTTTTTGTTCATGCTTTTAGTAATATATGATATATATAATTTTAAAAAAAATAATAATTAATATATATAAATATATTATAGAGGATAGGTATTATTAAGTCAGATATTTTAATTAGGAATTAACCTAAGGAAGTGCAAAAGTCTATCAACATTTTAATCAAAATGAAACAATTTCATACTTAAATTAAATAGTTAAATGTTTTATAATATTTTAATTTATAGTAAGGGTAAAATCGTAATTCAACTTTCAACTTTTTTGTTCATGCTTTTAGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATATACATACTTAAAAAATTGAATTTCATAATAGAAAATATATTTGTATTGCAGGCTACTTAGTATAAATATTCGTAAAATTATTTAAATACAGTTACAAAATGTATAAATAGTTATTCATAAAACTAAGTAATCAAAA

>rnd-4_family-505#DNA/PIF-Harbinger ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

ACACTCTATTGTGTATTAAGATGTGTATTACTAATACCATGAATTTCTAGGTATTAGTAACGCAAANGGNTTTAATGCATGCATTAGCATGGTTAAAGACACAATTGCCCCTCAAAATTACTTTTACATCTTTTCCACCATAATTGTGAAGGATATTTTTGTAAATAAATATTTTTATACAATGCATGCTATTTTTAATACACCAAATCAAACAATGCATAANAAATAATTTACGCATAACTAATACNAACATTACTAATACAAATATTA

>rnd-4_family-1094#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 20 )

CGGTGATCCGGATTTTCGACTTAAAAAATGGCAAAAATTCATCGTGGACGTCCGTCAGTACACTTGATATGATGCCGGTTGGCCCCCACGGCCACGCAGGCCCCTTTTCAAATCCAAACGAGCCCCGATGCGAGCATTACCCCGCATTTGTTCGACGATCTTCGTGTGCTATAGCACACCATGTTTGTTGGTGGAACGGATATACGACTTAAAAAATGACGAAATATCACGTGGACGTCCACTATTACCGTTAGCTATGCAGCCGGTTTGTCATCATGGCCATGCCGGTCCAGTTACAAGGCCAAACGAGCCCGGAAGCGCGCATACCCCACGTTTCGCCGATGATCGCGTGCTATATCTCGCAATCTCTGTTGATGAAATCCGGATTTCCGACTTACAAAAATGCCGAAATTTCTCCTGGACGTCCACCAAGACCTTNNNTNTGCNTNTNNTTGGCCTCNNNGGNCGNCCCGNNNAANNTNNAGGNCNAANNGGNCCCAGAGNCGCGCATACATCCCGTTTTGCCGATNNTCGTGTGCTATAGNTCACCATCTNTNTTGGTGATCCGGATTTCCGANCGNCGTTTAAAANTCGAATAATTTACCTNNACGTCCGTTAAGACGTTGNCTATGCAGCCGGTTGGCCATCACGGCCATGCCGACCCATTTTNAAGGTCAAACGAGCCCCGAAGCGCGCATACCCCCCGTTTCGACGATTTTCGTGTGCTATAGCANACCATTTTTTTCGGTGATCCGGATTTCCGACGTNAAAAATGCCAAANATTTGCGTTGACGTCNGTTAAGACCTTGGCTGTGGAGCCGGTCGGCCATCACGGCGATGCCGACCCATTTTCAAGGTCAAACGAGCACCGAAGGGCGCGCACCCCCCATTTCGNCGATTTTCGCGTGCTATAGCNCACCATTTTTTTGGTGATCCGGAATTCCGACGTCAAAATTGCTAAAATTTCTCGCGGACGTCCGTTAAGACCTTGGNTATGNANCCGGTTGGTCGCCACGGCTANGACGACCCATTTTCGAGGTNAAACGAGCCAGAGCGNGTANACCCCCCGTTTTGCCGANTTTTCGTGCGCTATAGTCCACCGTCTTTTTGGTNATCCGGAATTTCGACGTCTTTTTTGCCGAAAATTTACGTGTACGTCCGTTAAGACCTTAGCTATGGACGCCGGTTGGTCACCACGGTCAAAACGACCCATTTTCAAGGTCAAACGAGCCCCGAAGCAGGTAAACCCCCCATTTTGCCGATTTTCGTGTGCTATAGTCCACGATTTTTTGGTGATCCGGAATTCCGACGTCATTTTTGCCGAAAATTTTCGTGGACGTCTGTCAAGACCTTNACTATGGATCCAATTGGCCNCCACGGCNAATACGACCCATTTTCAAGGTCAAACGAGCCTCGAGTAGCGCANACCCCCCATTTTGCCGATTTTCGTGTGCTATAGTCCACCATCTTTTTTGGTGATCCAGAATTTCGACGTCATTTTTGCCGAAATTTTTCATGGACGTCCGTTAATGACCTTGGNTGCGNCCGGCTGGCCCTCACGGCGAGTACGATCCATTTTCAAGGTAAAACGAGCCCCGGAGCGCGCATACCCCCCATTTTGCCGATTTTCGTGTGCTATAGTCCACCGTTTTTTCGGTGATCCGGAATTCCGACGTCAAAAATGCCGAAATTTTTGGTGGACGTCCGTCAAGACCTTAACTATGTAGCCGGTTGGCCCTCACGGCCAGTNCGACNAATATTNAAGGTCAAACGAGCTCCGAAGCGCGCATACCCCCCATTTCGNCGATTTTCGTGTGCTATAGCACACCATTTTTTGGTGATCCGGANTTCCGACGTNNAAAATGCNAAATTTTTTGTGGACGTCCGTCAAGACCTTGGCTATGCATCCNGTTGGCCCTCACGNACGGTCCGACCCATTTTCAAAGGTCAAACGAGCCCCGAAGCGCGCATACCCCCCATTTCGACGATTTTCGTGTGCTATAGCACACGATTTTTTGGCGATCCGGAATTCCGACGTCAAAAATGCCGAATATTTTATGGACGTCCGTTAAGACCTTNACTATCGGTCCGGTTGNCCCTCACGTCCAGNCCGNCCCATTTTCAAGGTNAAACGAGCCCCGAGTCACGCATACCCCCCATTTCGCCGATTTTCGTGTGCTATAGCNCACCANTTTTTTGGTGATCCGGANTTTCGACGTCAAAAATTTGCAAAATTTTCGCGGACGTCCGTTATGACNTTAGCTATGNANCCGGCTGGCCCTCACGGCCAATCCGACCCATTTTCAAGGTCAAACGAGCCCCGAACCGCGCATACCCCCCATTTGCGATGATTTCGTGTGCTATAGNACACCAATTTTTAGGTGATTCGGATTTACGACGTAAAAATATTCAAATCTTTTNTATGGACGTTCTTCGTTACTTTGTCTATGCAGCCGGTTNGCCCTCACGGCCAGTCCGACCNATTTTCAAGGTCAATCGAGTCCTCGAAACGCGCATATCCCCCGTTTTGCCGATNATCGTGTGTTATAGAACACCAAATNTTTTCGTGAACGTCCTTCANGACTTTAAAAATGCCAAACTTTTTCGTTGACGTTCGCGTNACGNCNTCGCCGTTTTCGAGGTCAAACGAGCCTCGAAGCGAGCAGACCCCCCATTTCGACGATTTTCGTGCGCTATAGCANACCATCTTTTTGGTGATCCGGATTCCGACGTCAAAAATGCCAAAATTTTNTGTGGACGTCCGTNAANACNTTGGCTATGTNGCCGGTTGNCCCTCACGGCCAGTCCGACCCATTTTNAAGGTCAAACGAGCCACGAANAGCGCATACCCCCCATTTCGNCGATTTTCGTGTGCTATAGTNCACGAATTTTTATCGGTGATCCGGAATTTCGACGTCCAAAAATGCCAAAAAATTTTATGGACGTTCGTCATGAACTTTTCTATGCATCCGGCTAGCTCTCACGGCCAGTTCGACGCATTTCCAAGGGGAAACGATCCTCGAAGCGCGCATACCCCCCATTTTGCCGATTTTCGTGTGCTATAGTCCATGAATTTTTGGTGATACGAAATTTCGATTTTTTTNGCATAATTTNCGTGGACGTCCGTTAAGACNTTAGCTATTGAGCCGGTTGGCCCTAACGNCCAAACTGACCCATATTTAAGGTCAAACGAGCCCCGANGCGTGTAAATCCCCATTTTGCCGATTTTCGTGTGCTATAGTCCATGAATTTTTGGTGATCCGAAATTTCGACGTCGTTTTTGCGTANNTTTNNANNNNCNTNNNNNNNTNNNNTNNNNNNTGNNNNNNNNCNCNCACGNNGNCCGNNNCANNTTNNNNNTNANACGANNCCCGNNNCGCTACCCTCCCCATTTTGCCGATTTTCGTGTGCTATAGTCCATGGATTTTTCGGTGATCCGAAATTCCGAGTCTGATTTTCCAAAATTTTTCGCGGANGTTCGTCAAGACGTTNGCTATGGAGCATGTTGTTCCCCACGGGCATAACNAGCCATTTTTAAGGTCAAACGAGCNCCGGAGCGGTNATANCCCTCATTTTTGCCNATTTTCGTGTGCTATAGTCCATGAATTTTTTGGTGATCCGAAATTCNGACTTCTATTTTGCGCCGCGAGTTTTCAAAGAAGTTTGTCAAGACGTTAGCTATGGAGCATGTTGTTTCCGAAGGAAAAACTAGCCATTTTCAAGTTTAAACGAGTCCCAAAGCGGTCGACATCCCCCATTTTNCCGATTTTCGTGTGCTATAGTCCATGAATTTTTGCCGGAAATCCAAATTTCCGACGTCAAAACGTGCCATCTNAANTTTNTNGNNGNCGNCCNNGNNNCCTTNNGTGCATCTGGCTGGCTCTCACGGCCAGTTCGACGCATTTCCAAGGNGAAANNANCCTCGAAGTGCGCATACACCCCATTTTTCCGATGATCGTGTGCTATCGCTAACCATCCTTGTTGGTGATACGAATTTTCGACTTCAAAATGCTTTNAATNTTNGNGGACGTCCGTNANGACCTTNNATNTGCNTCNGGTTGGNCCTCACAGNCAGTCCGACNNANNTTNAAGGTCAAACGANNCCNGNAGCGCGCATACCCCCACTTTACCGACGATCGTCGTGATTTATAGNACACCATTTTTNTCGGTGATCCGGATTNNCCGACGTGAAAAATGCTGAAATGTATTTGAGAGAGGATATCGAAAGTATGTTTCCGTTATCAAAAGTAATTAACACGACTTCCATCAATTTCGACCCATTTTCAAAGTCAAACGAGCCCCGAAGCGCGCATAACTTCCCCATTTCGACGATCTTTCGTGTGCTATAGCGAAATCATCTTCTCTGGTGATCAGGATTTCCGACGTAAAAAATGCCGAAATTTTTTGNGGANGNTTNTCGAGANCTTNTATNTGCTTNTGGNTNGCNCTCGCGGACAGNNCGACGAATTNNCGAGGNNAANNGANCNTAGAAACGCGCATACCCCTCGTTTCGGCGATGATCGTTTGCTGAATTTCAACGATTTATGTCGGTCATCCGGTATAAACTTCTAAATGTTTTTGGCCGGAACTATTCGTGGACGTCCGTTTAGAACTTGACTATGCAGTTTGTTTCCCTCACGGCCATGCCGGCCCATTTTCAAGGTCAAACGGTCCCCGAAGCGCGCATACCCCCCATTTTTCCGATGATCGTGTGCTATAGCTCACCATCTTTGTTGGTGATCCGTATATTTCCACGTCAAAAT

>rnd-4_family-334#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TGTGAAAAGAGAAGGNAAGTCAAGAAGTGCAAGAAAAGTCTCCTTTAACCCATGGTGTTGAGAAAAATGGAACCCCTCCATATAAAAAAAGAAAAAAAGAAAGAAAAAGAACGAAAAAGTTGTGAAATAAAGTTGTGAAAGTNCAAAAAGAAATGGGGTTTCCAAAACAATCCATGGAAAGTGAATAATGGGATGACTTATGAGCACGTAAGAAAATGATGAAAAAAGAGGAAAGGAAGTGTTGTGAGCACCACATTTCATGAGGATA

>rnd-4_family-562#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

AAACTCATTTAAGGTCCATTTAGCTCAATAATTAGTGTCCTCAATGCCTAACTTTGTCCTATTCTAATCGAATATTGATGATTTGCAGCTATGAAGGCAATTGGACAAGGCACGGACGAANGNTTGAAAGAATGGCCAAAAAATACAAAAGAAGTGCAAAGTGAACATTGTNGATCGCCTAGCANGAAGGCGTGATCGCCGACTGAGCTAGGGCCCACTCAANTTGATAGTGCATAACACTTTTGTCTACCAAANAAGGTCGGCGGACTCCAATAGAAAAGGCGATACGCCGAATGAGAAAGGTAGATCTNATGCACATCGCCCAAAGCGACAGTGCGCAAGANAAAGATTTAATGCTCGAAAGGAGAACCAGGTGGTACTCGACGATTCGCCGAACGTGAAAGGCTGACTCAATCGAGTTCGACAACCGAGGTTCAAACACNTGAAGCNTAGAGCATCACAANGGCGAGCTGGAGAACGAANGGCGATTCGCCGAGCGAGTTNGGCGAGCCCGACTAATGTCGCCGAGTCGGTCGCGAAGTAGATTTTTGGGNCAAATTTTTGGAAANTATAAATAGCCCAAAGGATAGAGTTTTTAGAAAGTATGAGTTCAGGAGAAAGTTTTTAGAGAGAAAACTTTACCTTTTAGAACACTTTTCTCTAGACTTCTTGGGGTTTTANAATTTTAATCTTGAATTTGATAANTCGAAGTTGAATCCAAAGTGCGTTTACTCTTAATTTCTTGATTTCAAGTTACCCATGGTTGCTNTCGTGGAAGGTATAATTTCTTTACTTTTTGTGATGGGTGGCTAAAACCCAAGATCTAGGNGTGCTATNATGGGGTTGGGTGTTGATTTAATGTAGTGTGTGTTGTGCTATGCTCTGTTTTATTGTTGTTCATACATGAATTTGGTCTAATTANCATGGGGTTAACTTANGGNTTAAGGTTGCAAACTTAATTCCTACTTCCGATCTCTGGTTGATGCTCGAAAGAGATTAATTGGAGTGGGTAATTAGTTCAATACTAGCAATTTAGGTTTGATGTCCGTAACTTACTTGAAAATAGANGNNGTGGGTCGAATCTATTTGCCCTATTCTTNCAAGAGGGAATGGAGTAAGGTATTGGGTTGTTTAGATTGNCATTTAGATGAGACCGAAATGAGATTCTATACGTAGATACTTTGAGATCGAAAGACGATTAGCGTCATCGAAGATGACTTAGCGTATTCATGAATGTTCATCACTATAGAGAAACACAATTACCCCTATGTGACATCGATTTCCAATCCCCGCACCCCTAGATTGTNTGTTAACTNTTGATTTCTTCGAATTTTAGTTTAATTGCGATAATTGACGACAAAAATTTTATATTAAATTGGTGGAATCATCCAACCAATTNTTTTATTGTTNCGAATGAATACGATGTTACANTTCGAATTTCTTGANAGNTTTTATCCACGATAGTACCATCTCGTGGTATTCGACCCCGTAATTATGATT

>rnd-4_family-22#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

GGCCATAAGNTTTACTTNCCATTTTTTAGCCCATTTATTTATAGTTACCTAAAANGGTCACCCAACAATAGCNATNTTTTTCCGAAAAAACGGTCGTTGTCTTTCTTCCGTTCTTCTCTTCTTCTTTTTCTTTGTTGTCTTCTTCCTCCTCCTCTTCCTTTAAAATTTGATGTACCGNAAACGTGAATCGTTTCGAGCGAATTATATATCAAAAGACTCGAAACATCGAGANGATTTCATATCTAAAATTTGGGACTGTTTAGAGGTGATTTTGAGTTGATCGAGATTGAATAGTCAATGTATACTTCATGTATAGTCAACGTATACTTCATGTATAGTTAAATTATATTTAGTTTTTCGAGTGTATCATAATGTATAGTCAATGTATAACTCATGTATAGGTAAGCTATATTCGACTTTTTGAGTGTATCATAATGTATAGTCGATGTATAACTTTGAATATT

>rnd-4_family-2007#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

GGTCGTGGACGTGGAGCAGCACCAGTGAGAGGTCGTGCTAGAGAGGTCTCTACAGAACCTCAGATTGATGACAGAGAGGACCAGGTTCCTCCAGAGCCCGTAGTCACACCTTTGCTTCAGGATACACTATTGAGGGTGTTAAGTGTGCTAGAGGGNTTTTCTCAGGGTGGTGGTGCGACCGCCACACCACGTGACTCTCGTACTAGAGAGGGGGCTCAGACCCAAGAGCAGCAACAAGCTCCGGTTGTTCAGGATGCGGTGGGGCAACTACCAGTAGATCCCGCGGTTCAGAATGATGTTGCACCAGCAGTTGGGGGTCAAGTTGCATCGGTGGTTGTTCTGACAGAGGATGAGCAGCGTAGGTATGAGAGATTTCGAAAGATGGACCCACCTCAGTTTCAGGGTGGGAAGAGCGAGGACGCTCATGAGTTTCTAACTACATGCCGAGAGTTACTAGAGGTGGTTGGATTAGCTGAGTCACATGGGGTTCGATATGCTACACTCCAGCTTCGCGGGCCAGCGAGAGAGTGGTGGAGGACTTATTCGGGGTCTTTGCCAGTTGGATCTCCTCTAGTGACTTGGGAGNAGTTTNCTAATGCGTTCCATGATCGTTTTATCCCTTGGAGCGCGAGAGAGGAGAGTCGCTTGAGGTTTGAGAATCCGAGACAGGATGGCTTATCNGTTACAGAGTATGAGGCGCGTTTTTGCCAGTTGTCTAGGCATGCTTTNGCCATTATTCCAGATGAGACAGAGAGGATCCGCAGATTTGTGAGGGGATTGA

>rnd-4_family-863#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

TTCAATGGTGCTCGTCTCGCAGCTCCTGTCAATGCTTAAGCTAAGGAACTTGCGGCAAAAGGTCGCCGAAGAGTAGCGNTCGCGGGAGATAGGGGTACCGCTTGGAAATATTCCCGAAAATAAGACCCTTCCCATACAACAATGAGGNGATAGAAGAGGATATCAAGGTTGCGNATGTTGGGGAAGTTGGACAAGAGGANGAGGTGCCAGCGGAGGCTACGACTGTTCCTCCNNTGGATCCAGCGTTAGCGCAGCAGATCATGTCGTTCTTNAAAGGTTTGGTTNGTCCTGGAGTGNTCCCCACTGTCCAAGNANCTCAGGCTCCCACCAATCCTCCTACTGCTAGCATTGCTCCTAAGGTNAGTGGAACGGGAGGTAACGATGCTTTCTTCCGTCCCTTGTTGGNTTCTGTTAAAACTGGCAATGAGCATGACATGTTGGCTAAGTTTCTGAGGATTAAGCCTATGGTATTTCTTGGTTCAGAGAGTGAGAATGTGTATATTTTCATTCTTGAATTCTATGAGAGGTTGTAAAAATTGGATATTGTTCACCAACATGGGATTGAGTTCGTGTCTTTCCAACTTCAAGGTGAGGCCAAGCAATCGTTGAGAGCTTATATGGAGTGAAAATTTTCTACTTTACCTCCACTTACTTGGACCCAATTTCATGCTCTATTTCTAAAAAAAATATGTTTCTAGAACTATGAAGGATCTTAAGAAAGATGAATTTAAGACTTTAGATCAATGTGGCATGTTCGTGAATGCTTATGAGGTGAATTTCCATGTCTTGTCTAAATATGTTACTCAATTAGTGACTATCGAAGAGGAGAGGATCCACATATTTAATAGGGACCGAATTCTGAGTAGCAAGTATTATCTGTCCACATGACTCCTGNANGGAGGAGCTTTAGTNAGGTGATNNATTATNTCAACAAAGTGGAGGGGGTGAGGCGAGACNGCCAGGCTAAGACGTTGGCTAANAGAGCCGAGAATTCTGGTAATTTTCAAGGCTCNTCTNCTAGAGGATCCGGTAGACCNACGCTCGCGNCCAAGCCAATTCAGTCCGCTATGCCCGCCTCTACANGTAACTACTCGGGAAATCCATCTTATAATTTTCAGGATAGCCAGGGAGTCGCGCCTTCGACGGGCAGCAGACCACTAGTCGATCGTACTTGCTATAATTATGGAGAACTTGGACACATGAGGAGAGATTNTCCCCACCCGCGTGTGTTNGAGTCCGCGCAGCAGCCNTCTANAGCAGCGGTACCCGCGGGAAATGGTAATAATGGTAGAGGACGTCCACAAGGTGGGCGAGGAGGNAATCAGCGAGGTCGTGGAGGTAGAGGAAATGGTAACGCAGGTAGAGGTAACGCGCAACCAGGCAAGGAGGTNGCTCGTCAAGATGATAGGGCTCAATNTTATGCTTTTCCGGGCAAGAATGAGGCGAAGGCGTTCGATACGGTGATCACNAGTACTATTCTTNTCCGTGACCGGATGGCTAATGTGTTATTTNATCCAGNTTCTACTTATTCTTATGTGTCTGTGAGATTTGCCTCAGAATTTNANATGNNNTGTGATATTCTTGATGNCCNCATNCGTGTTTCTACCNCGGTTGGNGAGTCAGTCATAGTCACCCTATTTTNATTAAGTGTTTGTCCTATTTTGATTAAGGGATTTCGGACTTGGGNTGATTTGGTTATTTTGGANATGGCTGANTTTGGACATAATCTTAGGCATGGCTTGGTTGTCTCCCCATTATGTTGTGCTTAATTGGAATACTAAGTCTGAGACTCTAGAAATTACGGAAAGGAAAAAATTAGACTGGGAAGGGGTATGCAAGCCTAACCAAGATAAATTTATATCCTCTATTCAAGCTAGTAAATTAGTAGAGAAGGGTTGTTTGGCTTATTTGTCTCATATTAGGGATGTTTAGATTTAGGCTCAATCTATTGAGTGTTTTTTTGTGGTGTGTGAATATAGTGAAGTGTTTCCCAATGACTTGTCTAATATGTCTTCGGATAGGGATATCGATTTTTGCATTGACATAGAACCTGCTATGCGCCCCATTTCCATCCCTCCTTACTGCATGGATCTAGCAGAATTGAGAGAGCTTAAAGCTCAAATCCAAGAGCTTCTTGATAAGGGATTTATCCGTCTTAGTGATCTCCNAATGGCGTGCTCCGATTTTGTTCGTTAAGAACATCGCTAGCATGAGAANNNTGCGTATAGATTGCCGTCAANNTTGAGTAGGCTCACCATTCGGAACAAGTATCCTTTGCCTTGGATAGATGATCTCTTTGACCAATTGCAAGGGGAANNAAGATTTCTCTGAGATTGATCTACGGTCCGGTTACCATCAATTAAGGCGATTAAGGATTGAAATCGACGGAGACTTGAGTTAATTATGAAACTCGCATAGCCATATCGGTTCTCGATACTATTCCCAAAAATGTACTTATCTTGTATGTTTTAAAAACAACTTTTCCTGTGATTTGAGATTAGTGCTCAAAAACTTTGCTCAAATGCTATCTTGGAAATCTCAATTTCCCTGCTCGCTTCATTTTATAAAGTTATAACTCTTTTCTGAAAACTAGCCCGAAGGCTCTTTGAAGAAAAGAACTTAAACTTAACTCTTTACTCTTTACTCTTTATAGCTTGAAACTTGAGTCTTAAAGCAACTCTTTGGAAATACTTAGTTCTCTAATATTTCTTTAAAGGAAGAACTTCAACTCTTTACTCTTTACTTCACTTGAAACTTGAGTCTATACACAATGTTAAAAGGTTGTTAAGGACCCTTGAGAAATCTTAAGAACCTTACCTTAACTTGTTTTTTAACTTTAGACTTAACTTTTAACTTCTTTAACTTTGATCTTAACTTTCTTTAAAATGGATTATGGATTCAAGGTTCATGATCTCATGTGTATGGATGATTTTATGATGTTTATATGTACCTTATATAATTGGAATCAACTAGGAAACATGGGTACATCACTTAGGAACTAGTACGAAAAGATGGGGAATGAATGGGGTGAACTGGCATCCTTAGCATTCTGAGAGGTGCAGGGCGCCAGGCCTCCAACTTCAGGGGCCAAGTTGGGGATCTCTGGCTGGCGCGCCGCCCCCAGGCCCTATGGACAGAGACTATCCTGTGGGGCTATGGGAGGCATGGTGCCCCAAGGCCCTACGAACAGGCATTCTCAACTTTTCTCCTCCGTTTTTATCTCTAAGCCCTCTAAACTTCCATGAGTATTTATCCAAACACTTAGGATCATTAATAACCTCAATACCCAATAGATTTACATTCGAATCTAANNAGAACCGTATATAAATCGACACATGAATCAAATCAACTCTAGGCATCTAACAGCCCAACTAATAAGAACGAAAGAAAATTCACGAATACACAACAAGATCGTCAATAGCTTCAATCTTTTAGAACGAATTTATGACGAAAGTCACTGAAATTTAAACAAGATTGGCGCGTGTGCGAACAAGCCCAACGNTATGGAAGANCTCACATACCTGGTGGGATAGAATCGAATCCTCGAAGAATATTTGATACCACAATCCGAACTTCGACAATCATGAACGTTCTTGCTTCCTCCTCTCCTCTCTCCTCTTCTGTTCTCTCTCCGTCAAAATCCTAACTCTGTTTTCTAAGAGCGTGAACTGAATANAATCCGTTTAGACCCTAATNTTATTACCCAAAATGAATTAATTAAGTTGGGTAAGTAAAAGATCAAACTTCCCTTTCCAAAATCTCGGATTGGACTTTCCTTACTACAACAGCCCGACTTGCGACGGGCATAACTCACTCATCCGAACTCGGAATTGCGCAAACTCGACGGCGTTGAAAAGATTTCTCCAAGGGCTTTCAAACCAAATCTAGAAGCACATCTAACTCATTCTGACCGAGGAGTTATAGCCATTTGAAGTTCACCAAAAACTCATTTTTTCCCAACTTAACTAAATATCAAGATTTTTAATTACTTTCAAATAGTGACTATTTCAACTAATTTAAGCTTCTTACTAGCCATCTAAATTTGCGAGATGTTACA

>rnd-4_family-516#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

CTAGAAACATCTTTTTATATATNAAGTGAATAATGATCAAGGGCAAAAATGTAATTTCACGCTAACAAAAATCTATCAAGAATGATAACAAAAAAATTAAATAGTTTTAGAAACATCTTAAGTTATTGTTATTACCATTAACTTATTTTGTTATTACTTCACTTTCTTTTCTTTTATGAGTTATTGTGATATCTATTTTATTATTACTCTATTTTTCTATTATATAGAAGAGTGAAGTGGGAGGACGACCAAGGGTAAAAATGTAATTTCATTCTAACAAATATCTATTAAGAAAGATAATAAATAATTCTAGAATTATCTTTCTATATATGAAGTGAATAATGATCAAGGGCAAAAATGTAATTTCACGCTAACAAAAATCTACCGAGAATGATAACAAAAAAATTAAATAGTTCTAGAAACATCTTAAGTTATTGTTATTACCATTAACTTATTTTGTTATTATTTCATTTTCTTTTCTTTTGTGAGTTATTGTGATATCTATTTTATTATTACTCTATTTGTACCTTCAGTGCTCTTCTTTCATTTATTTTGTTCATAAATTGACGAATTTTCAATTTCCGGACCACAATTATTATAAANACAATNTGTGACTTGTTTAGGTAAAAAAAGATTAAAATTATACAGATAATTAATTATATTGGACCTGTGAATGGGCCTAATCAATTTATCTGTATAAATTTTTTTTACTATTATATAGAAGAGCGACGAGTNGGAGGACGACCAAGGGCAAAAATATAATTTCGCTCTAACAAAAAATCGTATGAAGAAAGATAATAAATAATTCTAGAATTATCTTTTTATATATGNAAANTGAATAATGATCAAGGGCAAAAATGTAATTTCACGCTAANCANAAAATCTACCAAGAATGATAGCGNAAGNNNNTNNAATATNTTANAAACATCGNNNNNNNCGTTAAGTTATTNCGTTATTACCATTNAACTTATTTCGTTATTACTTNATTTCCTTNTNTATCGTTANTTACTTCGTAATANCTCATTTTGCTATTACTCTACTTTCGTGAGCTATTACGAATCTATTTCGATACTCTAGTTTGATTNTTAACCTACTTTTTCTATTATATAGAACGCGATGCNNANTGGAAGGTGTCTACTTTTTANAGGGTAAAACTTTATCATGTAATTAATCATTCTCGANCAAAAATCTATCGNGAAAGNTTTAATTAATGTANTTCTGGAAATATTTTTCTATTATATAGAAGAGTGAANTGAGAGGACGACCAAGGGTAAAAATATAATTTCGTTCTAACAAAAATCTATTAAGAAAGATAATAAATAATTCTAGAAATCTCTTTCTATATATAAAGTGAATAATGATCAAGGACAAAAATGTAATTTCACGCTAACAAAAATCTATCAATAATGATAACAAGAAAATNTAAAGAATTNTAGTAAANATATTAAGTTATTGTTATTACCATTAACTTATTTTGTTATTACTTNACTCTTTTTATTTTGTGAGTTACTGCGATATCTATTTTATTATTACTCTATTTTATTATTACTCTATTTTACTATTACTTTAATTTAATTCTTAATATTTTTTCTATTCATTATGCTTATAAAAAAATGCCTACTTTTTATATAAAAATTTATCATGAATTAATTATTTTCATCTTTATTTTGGCTCTAATTAATATACTTGAAAATAAATAAGTGTGATAAAATTAATAATATATATTAGATTGAAATTAAAGAAAAAGATGTTAAAAAGTAACTTTACAAATAAAAATGAATAGGATGATATATTTGTATTAAAGACGACTAAGAATAAAAATGTAATTTCATTCTAACAAAAATCTATCAAGAATAAATAATTCTAGAAACATCTTTCTATATATGAAGTGAATGATGATCAAAGGTAAAAATGTAATTTCATGCAAGCAAAAATCTACCAAGAATGATAACAAGAAANTTAAATAGTTCTAGAAACATCTTTAGTTATTATTATTAGTATTACCTCATTTTTGTTATTTCTTCATTTTTTATGAGTTATTGTGATATCTATTTATTATATGAAAGTAAATAAATAATGATTACGCTTAGCTCTTAATAATTATATATCAAGTATAATATTAGGTGGAATCAATCGAAATTAAAATTAAAATTTATATGTATATTTAAATTTTGTGTATTGAAATATTTTTTAATTTTGTGATCTTAAATATGCTATATAAAAAAAAAANAAATTCAGAAGTTATTTTCTTTTTGAAATGAAATAAAAAAATAATTTCGTATAAATCGAAAAGGAGGGAGTCATATATTAAAAATGAATATATACGTGTGTTATTATTGAAATGAGCTTTCATATATTATTNTTTNAAAAAATTANTTTGGCTTCCTTCTATTAATTTGTGCATATATGCGGAGTTTTAAAGATTCGAACATTTTAATATAGAAATATAATGATTTGAAAACTTTAATTCTTCGTTTTAATTTCTAATTTGNTACATATTTGAAAATTACATAAAAAAAGCTTAAAAATCTCAATGTAACAATTTAAGATATTTTTAGAAAAACATAGTTAAAAAACATAATGAAATTTGGTTGACTCCCTTATNTTTATCGAAANAAAAAAAGTTGCATATATTGTTTGAAAATAACGTAAGAACTAAAAAGTACTACGAATCACAGTAAAATGACAACTAAAAATATGCGAGAATCATATAAGAAATTTCGTTNACTTTCCTAAAATCACTTGTATCACATAAAATAAAACANATGGAGTAACATATATTATTCGAAAATGACATAAAAGGTACATAAATTAACAATTCAAAATATTTTTTTAAAAAACACATAAAAAAATTTAGTTCACTTTTTCAAATTTCATTTGTGTCACATAAATTGGAAGAAAAAAACTAACATACGTTGGGCCCGCGCTGGCGCGGACACCTGATATCTAGTATTATACTATATAGAAGAGTGAAGTGGTAGGACGACCAAGGGTAAAAATGTAATTTCACGCTAACAAAAATGTATTAAGAAAGATAATAAATAATTCTAGAAACATCTTTCGTATATATGAAGTGAATAATGATCAAGGGTAAAAATATAATTTCACGCTAACAAAAATCTACCAAGAATAATAACAAGAGAATCAAATAGTTCTAGAAACATCTTAAGCTATTGTTATTACCAATAATTTATTTTGTTCTTACTTCACTTATTTTGTGAGTCATTGTAATATCTATTTTACTCTATTTTACTATTACTATAATTTAACTCTTAATATTTTTTNTATTCATTATGCTTATNAAAAATGCGCACTTTAATATTAAAATACATTATGAATTAATTATTTTCACCTTCATTTTGACTCTAATTAATATATTTGAAAATAAATAAGCGCGATAAAATTAATAATATATATTAGATTGAAATAAAGAAAAAGATGTTAAAAATTATTCTACAAATAAAAATGAATACGATGATAGATTTGTATTTAAGACGACCACGAATAAAACTGTAATTTCATTCTTACAAAAATCTATTAATAATTATTATTATACTATTATATAGAAGAGCCAAGTTGAGGACGACCGAGGGCAAATTTGTCAATCTCAAANATTTTCGAATGTTTATTTTTATGTTATGACATCAAAAAAGTGGTAATAGATTTATAATGACAATACAACCAAATATATGAAGTGAATAATGATCAAGGGTAAAAATGTAATTTCACGCTAACAAAAATCTACCAAGAATGATAACAAAAAAATTAAATAGTTCTAGAAACATCTTAAGTTATTGTTATTACCATTAAGCTATTGTTGTTACTAATAATTCACTTTGTTCTTACTTNAGTTATTTCGTNATTACCATTATAANCTCTATTTCGTTATTACTTCACTCTANCTTTTNCTNTTCTTTGACTGTGAGTTATTGTGATATTCATTATGCTTATAAAAAANGACCTACTTTTCATATAAAATTATATCATGAACCAATTATTTCNATCTTTATTTNNGCTCTAATTAATATACTTGAAAATAAATNANTGTGATAAAATTAATAATATATATTAGATTGAAATTAAAGAAAAAGATGTTAAAAAGTAACTTTACAAATAAAAATGAATAGGATGATANATTTGTATTAAAGACGACCAAGAATAAAANTGCATCANGNCGNTNTAATACATAATTCTAGAAACATCTTTACTATATATAAAANTNATANGACGACCAAGGGTAAAAATGTAACTTCACGCTAGCAAAAATCTACCAAGAATGATAATAAGAAANTTAAATAGTTCTAGAAACATCTTTCATATATATGAAGTGAATAATGATCAAGGGCAAAAATGTCTACCAAGAATGATAACAAGAGAATCAAAT

>rnd-4_family-36#LINE/L1 ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

ATTGAAGCTTGTGGTCTCGTNGACATAGGCTATAGTGGTCAGAAGTTTACGTGGTCCAATCAAAGATCCGGTGAAGCAAGAATTTGGAAAAGGCTGGACAGAGCTATGGTTAACGATAANTGGTTGGAAGANATGCCCCAAACGACTATCNCTCATCTTCCTGTTGTCGGGCGCTGATCACTGTCCTTTACTAATGGAAATGANCGCGANAAAGGTCGAACGNATAAAGTATTTTAAATTTCTNAACTATTGGGCTGANAATGAANATTTCATGGACATTGTGAAAGCGTGCTGGAAAGAGGAAGCGGNTGGTAACGCTACGCGGAAGTTTCATCGGAAAATGAAGAGATTAGCCTCTATCTTGAGCGCNTGGTCAAAAAATGAATATGGCGACATTTTTTCAAAGGTTAAAGANTATGAGGAACAGGTNAAAAAGGCNGAAGAGAACNTCATACAAAATAANTCAGAGNAGAACAGAGTTANACTTCATGNCGTTAATGCTCAATATATCAAGTATCTAAAATTGGAAGCCTCTATNCTGAAGCAAAAAACTCAGCTCCAATGGTTTAAAGAGGGTGATACNAACTCTAAATACTTCCATTCTGTGATNAGGGGAAAAAGAAGGAAGTTGTTTATCCACTAAATTTGCGGCGATGAACGGATACTTGGATACAGGGAGATGAGAACATTGCCGAAGAAGCTTGTATGTACTTTCAAAATATTTTCACTGGGAAATCATGATANNATCAGTGAGGATNNTCTAAAATGTATTCCNCGGATGGTTACTGANGAACAGAACCACGATCTCGANAAAATGCCTAATATGGATGAATTGAAAAAGGTTGTTTTCTNTATGAATCCTAACTCTGCACCTGGTCCGGATGGGTTTGGAGGGAAATTTTATCAAAANTGTTGTGATATTATTAAGGANGATCTTCTNGNNGCNGTTCAGGCTTTCTTCGGTGGTCAGATGATTATGCCTAAGTATNTNTCTCATGCTTGCCTNGTNCTTCTNCCTAAAGTGGATAATCCCAACAAATTNAANGAGTTTAGACCTATCAGCCTNAGTAACTTCACTAACAAGATCATTTCNAAGNTNNTGAGTANCAGATTAGCACCTATNTTACCTCACCTNATTTCTCNNAATCAGTCTGGNTTTGTTAAAGGNAGAAGTATNTCTGAGAACGTNATGTTAGCTCAAGAAATCATTCATCNTATNAAAAAACCCAAAGAAGGNAACAATGTGGTCATCAAGCTNGATATGGTTAAGGCTTACGATAGAGTTTCTTGGTCGTATACTTGTCTGGTNCTACGGAAAATGGGCTTCGATGAGAATTATTTATTGACATTGTATGGAGAATNATGAGCAATAATTGGTATTCTGTNGTTATCAATGGNAAAAGGCATGGTTTCTTTCATGTCTAACAAGGGGNCTNAANCAAGGNGATCCCTTGTCTCCGGCCCTATTTATTTTAGGTGCNGAGGTGCTNTCNAGGACGCTTAATATNCTNCACCAANATCAANATTATANGGGTTTTCANATGGAAAGNAGAGGNCCACAAATTAATCATCTTAGCTTTGCGGATGACATCATTATATTTACTTCCACGGAGAGATAATCTCTNCACCTGATTATGAAAACTNTTGAAGAGTATGAATCGGTNTCNGGTCAACNCGTAAACAAAGACAAAAGTTNCTTCATGGTCACTTCNAACGCTAACCATAGAGTGTTATTAACGTAATTGAAAAAATCGAAGGCTTCGNTAGGAAAAACAGTCCCATTACCTATCTAGGGTGTCCCTTATACGTTGGAGGTCAAAGAATTATTTACTATTCNGGNNTTGTAGAAAAGGTNATCAAAAGGATCTCGGGATGGCNANCAAAGATTCTTAGNCTTTGNGGGCAAGGCCACTTTGGTCAAACGTGTTTTGCAATCCATTCCCGTTCACACTCTATCAGCTACCTCTCCTCCTAAGACTACTCTACGATGTATCAAGAAGGTCATGGCTGATTTCTTTTGGGGTANGGATAAGGAGAGGAAGAAGTATCATTGGTCTTCTTGGGAAAATCNTGCCTATCCCTTTAATGAAGGAGGCATTGGCGTAAGGCGNCTCGAAGATGTNTGTACAGCTTTTCAATACAAACAGTGGTGGANATTTCAGAACCAAACAAACGTTGTGGGGTCGATTCTTGAAAGCTAAATACTGTCAAAGGGCCNATCCTGTGNCGAAAAAATACGACACTGGGGAATCTATTGTTCGGCANATANATTTAATGATNAAAAATAAGGCGCATTGCCGAATCCCANATTCAATGGAGAATCAACTCTGGNAGCGGCTCATTTTGGTGGGATGATTGGTTAGGAGGCGGCCCTCTNGCCNNTCAATGCGATCATATCACNAGCCTAAACAACGCCACTATTGNCTCATTTTCNGATTGATGGAAGATGGAAATCGAACAGGTTGNTCGACAACGGGTTCCTCCGTTACTGATTCCAAAANTTTTGAATACTGACATTAAGTTTCAGGAACACATGCTGGACGAGGCAGTCTGGACCACAACAACGTTCATGNGAAANNNCGNTTCAACTGTNTCATCTGCTTGGGAGGAAATCCGGGANAGGAAGGGTCGAGAATAAGAAATAATCTTTGTAAGTACATNTGGCATAAGNNTATTCCTTTTAAAATTTCCTTTTTATTGTGGAGGNCNTTGAGGGGTAAACTCCCCACTAACGAAAAAATTATTAATTTTTGGAGGGAACCAGCCNACTGTTCCTGTTGCTACAGNCCTGGGAATGACGCGATAGATCATATATTCGTAACTGGANATTTCGCTAACNATATTTGAAGGCGCTTCTCTGCAGCTGCAACGGATGCGACATGACACTCCACGATTCGCGCAGTGCTACAGAAATGGAGCAACCTGCGCAGGCAATGAGGCGCACAAACTCCTCTTNCAGGCCGCTACCAATCATCGTTCGCTGGAATCTATGGAAAAATAGGTGCGCGGCNAAATATGGAGCAAAGCAATCCAACACAGCTAGAGTAAAATTCNTTATAATAAAGACTTNAACCATCTANTCGACATAGCCNATCCATACATTNAATGGCCTAACACTTGAANGCGTTNATTCGAAATGGTGANAACCGTTNAANTATGCTATCATGAAACTAAATAAGTAACGTGGGANAAACCTCAACGACCGNTTTCAAACTCAACANTGATGGNAGTGCCCTTAATAACCCNGGNAAAATTGGNGGAGGNGGNATTCTAAGGGATCACCAAGGTAATATGATNTATGCATTCGCTGTTCCTTTGGGNATTGGTACNAACAATCAAGCTGAAATTNAAGCAATTAGCTATGGNCTCGAGTGGCGCGTGCAACATGGNTATAGAAAAATTNACTTGGAAGTTGATTCAGAATTGCTCATNCATTCGCTTTCGAATCAAACCAACTACCCCTGGAACCTGCAGCGGTACGTCCCGAAAGACCGCANAATCTCATCGCGCGATCGNATANTTTCAAGTGTACTCACGTATACAGGGAANCAAACTACACGGCTGATTTGCTATCCAAACGNAGTCACGACACGGATATCGCTCAACATTTTTACACCGCGCATCAATTACCGANTNTAGTTAGAGGAAGCTACGTACTGGAGAAGATGGGCGTNNATAATTTCAGAAGAAGGAAGTTGAAAAGAATCAAGNAACCACCNTGATNGTCTCTGTTNTGGCATATTCTGGATGGTATACAATCCTTCGGTTAGGATTGCCTATTAACTTAGACTATGCTATTTGGTACAATCTCGCTCAACAGGATNCACCTAGATTATTCTCGTTTTACCTTTTGACTTGTAAGGGGAGAGTCTCCCTTGTTTATGTTTCCTAGATACTTTGTATTGAGAGGAGTCCTCTCTTCTAGGTGCTTAGTATCTTGGTTTCTCTTTTATTGTATCGGGGATGAGTCGACTATCCTTAGTAGGAAAGTCGACTTNTGAACCACCATAGGATCGGAGGTAAGGTTTATGTCCCCCTCCTTGTATCTTTTCGTTTTATTAATGTTAAGGCCTGGGGGTGTTGCTNAGCCCCTTACCCC

>rnd-4_family-472#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 18 )

AAACTCGATAATATTGATTANGATAAATATTTAGGAAAAATAACTTAAATACACAACTATAAGTTTTATATTCTCTAATTTTCCCTNCTTTTTTTTAAATATTACATAATTCCCTTTTTTTTAATTTTAGTAGAAGTTTATAGATACATAACATTCTCTCTCCTATAATACACACTTCCCCANTATAATGCCTATTTTTTCTCCACTAAAACACTCAATCTTCTAAATCANTTTTTGAATTTTGAATTATTAATTTCAATTAAACACTCAACCTTTCACAGCATTTAATATGAAATTTTGAATTTCGAAATTCAAAAAATTTGAAATAAAAGACCAAATTTTGAAATTTTGAATTTCGAANTTCAATTAAAAACGTTTCGCGACATTTAANACGAAATTTTNANTTTCAAAACCGGACAACTTNCCTCAACTTCTACCATTGTTCTTCTTNCTCCATCAATTCGTTCTTCTTATTCCATAATCGTCTTCGTTCTTCTTAACCCATCATCCGTTCTTNTTTTCTTCTTTTTCTTCTTAATCCATCGTCGTCTATTTCTTCTTAATCTGTAATCGTCTGAACCCAACTCTTTTTCTTNTTACTCCATCATCAGTTCGTCTTTTCTTCTCTTTTTTGTTTTTGTTNATTGTTCTATTACATCATATTAATGGATCCGTTNACTAATAGAAGGATNTATGATTCGGACGATGAAAATTGGAAAGAAAATAGAAAAAAGTCTTTGCATGATCCTATGAATCTTCGGAAGGATTCAAACAAAGACTCTGGCGAAACATCNAAATCAAAGGTTGTCAAAATACAACAAAAAAAGAAAAAAGAAGCAGCAAACATTGTTGTTAGGCCTACATTGTCTCGGGTTAGTATTTTGGTACTTAAAANTGNTGTTGTTTAAATTAGT

>rnd-4_family-319#LTR/Gypsy ( Recon Family Size = 26 Final Multiple Alignment Size = 18 )

CATTGATGAGTCCTAGATTTGGACTCATTTAGGGCTTTATTTTGATAGATTTAGTGTCCTCAAATGCNTATTTTGTGCCAATAACTGATATAAAACCCTTGATTTCAGGTATTTGGATTGAGGAACAAAGCATGGACACTAATNAGCAAAAAGGAACAAGGCAGCTGAAAGAACGAAGAAANGAAGGCCTGAGGATCGCCTAACCCATTNGGCGAGTCGCCGAATGGATATTACTTCGCCTAATGTTCCAGTGTGTCGAGCCCTGAAGGAGAAAACCAAGTCGNCGAGAAAAGGAGCAGTCGGCGNGTCGNCGAGCGGTTCCGCGACGNAGTGCTACGTCGCCCAAAGTTACAAAACGCGAGGATGTTGAAGGCNAAAGCAANACGGCGATGAAATNNANNAAAGGGCGGATCGCCGAGTTGATCGGCGATCCCGACTTACTGCGCCGANTGGTCCTTCACAACAAATTTTCGAAAACTATAAATACNCGTTGNAATTTTTAGTTTAGTAGCTTTCGATCGAATTTTACTNGACCTTTACTTTATGTATTTTNAGTATTTGACTTTGAGAGNTTTTGAGATACTTTGTCCTTAGCTTTGAAGATTTGAAGATTTCCAACTCCGAGAAATTGGAAGTGGGTGTTGAAGATTCTTCATCTTAGACCTTTATAAAGACGAAATTAATCTTATCTCGATCGATGGAAACACAATTTCGGTAACAATTTTATCTTTTTACGATGTCTAGCTANAATCCCAATTCTTGGGGTATGATTATGGGNTTATTTAGCTCATGGTATTGCTAATTGTTTTTTAAAAGTGATTTCGTTCAGTAATTACGGTTTAATTTAAAGGATTTTAGTTGCAAATACAATTCTACCTTCGTGTTTTTGGCTTGTTCGAGAGAGAGGTTTTAAAAACAAAATTACTATCGATTAACGGCTTCTGGGTATTGGGTTGTCATGGGTTCAGCTCGAGAGAGTGAATCCTAAATCATTTTCGACACATTAAGCTTGAGAGATTGAATGGACTGAAGAGCANAGNTTGTTCTTATTTTGTTGCTTATTGGTGTTCGAGAGAAACCAACTTGATTTGGGGAAGATAGTTTAAGAGAAAGTTTATCCCCTCTATGGTCTAGTTTAGTCACTGATATACAACTGTTATACAATANNNATTTCAAGTACCCAATTTTCTACATTTGCCGATAGTCAAATCACATCCCACGAACCCATCTCTATTATTGTTACGTTTTGTGCTATTTATTGCTGATGTAGTGGTTCGANATAATTTCAAACGACNNCCCGCCATTTGACACTCGCGTNTCCCGTTAAATTTGAATCANGTCATTATTCGTGTAATATNTCTCCTTAACTATGAATNAANTGATTATTATTCGTAAATGTTCTTACCTATGANTGACTTNCGAACATATTCANCACTTGGCTGGTTGATTCTCAAACACGTACGACTCCTAGTGCCCAAGGGGATTCGGCCGGGTTACATAACTCACTAAGTCGGGTTACATATTACCGACTAACGATCTTTGGCGCTTAGAANCGGTTGAAGTGTCTTNAATGAAGCGCCCTCGTATGCAAAACAAAAANNGCCGCTACTGCTAGGGGGTGGTGTTGTTTGAGAATTTTTTTGTTGAGTTGAATTTTGTTCTTGTTNGTCGTAGTTGAACTTACTTATTTTTAGTTTTGGTCTGTATGTTGATGTTTTGAGTAGGAAATATGAGCGTGAATGATAACGACGGNTACCANATGGACAACCCCCTTTTGAGATTNATGAACCTTAGGGATAACATACTAATATTCAAACAATCGGGGGGTGAGACTATTNAGGAGATGTGGCTGAGGTTTAAAGAAGTACTGCAACAATGCCAACTCATGGAACGCCAGATAAGCTGCTNCTAGAACGCTTCTATACGGGGTTTGGNCCCGAAAATAGAAGTAGTNGTCGANCAACTCTTTTAGGGTGGTTTGATACGACTACCCTACGAGGCCGTAGCCAAANTCCTTGATGGNATGGTTAAGACCAACAANGAAATAAGACGAAGAAGACNAAGAGTGGGATNCACTGTTAACTCAGTTGGATGACCTGTCCAAGCGAGTNACGGAGTTGGAAGCGCATGCCACGGAAAAAGGACAAANCTTTCCCCTCGCGAGCGTAAANGGAAGAAGAAGCAAGAGGGTTGTCAAAATGANGAAGTCCTTTCGCTCATTCAATACAAAATCGAAANAGGACGAAAACCTGTTGAAGGAGATTCAAGAGAGAAGGTCTTGAAATGCTNAGTTAGATGAAACATCTACCTCATAAAACCCATGCGCATCCAGCTGCTAGGGTGCCCAAGTGGACCATTT

>rnd-4_family-1096#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TAGAGCTGTCAATATGGGCTAGCTCACCCATACGGCTTCGACATTTTACGGGTCGGGCCGGNCTAGCCCATTTTTNGCGTGGGCCAGAAAACGGCCGGCCCAACCCACAAGTACGTGGGCTACAGGCTTGNCGGGCCAGCCCACTTTTTTAAAAAAATNTATATTTTTTTANAATTATTAAATTAAATTATAAATTATAATTTAAAATATTATCATAAATATCGACAAAACAATATTACATGATGTTAATGTTACTACTTNTTAATCAAATCACAAATAAAATTATCTTTATAATATTTATTAGGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCTCCCTTATTTTCATTTNCTTGTAACCATTCTTTAAACCTATTTAAAATAAATATAAATTAATTTAGATTTGACAATTTTACCCTTTTTTATATTAATTTCTTCATATTAATAAATATTATATAAAAAATAACTCATTTAACAAATACTTTAAAAATAAATCAACACAAATACTTGTTTTTTTAATCCAACAAAGATCAAAGTCTTCANCCAAGCTGACCCATCATTTTCACCAAATATTTAACTCTTCATCTCTATTTCACCTTTACCAATTCACGTAGATTTTTTCCCCACAATAACTCATCATTTTCCGGCAACAATTTCTTCAAATAGAAGATAAAATTGAACTCCCCAAGAAAGAAATTCGATAAGAACGATCAGATTTTGTTCTAGTTAAACATTTACACAAGCGAAAAGAAACATGATCCAACGAATAGAGATAAATCGTTAAAAATTAGATCTAAACTTTCATATATAAAGGTAAAATTGTCAAATCTAAATTAATTTATATTTATTTTAAATAGGTTTAAAGAATGATTACAAGAAAATGAAAATAAGGGA

>rnd-4_family-380#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

ATGCACGGTNCCCCTGGTNAAGGCGCCGAAGACGGAAGGACAGGCCCGACTGACGGCCATGCAGCTCGAGAGGGCCGACAAGAGAAAGAGGACGACGTTCGTAGCCACCATTGCAAGTTCGGGAGAAGACAATGGTGCTANGGAGTCCTTGCCACCGNTCACGAAGAAGTTCCGAGAGGGAACAANGACGTGATGNCGGAGAAGCCGCCGAGGCACTTNCCTCCTAGGAAGGAGGNAGATCTCGAAGATCGGGCCGAGAGAGGTCGGGACANCAGNTGAAGGAGCTGCTCGAAGGGATTGATCGAGTNCGTGGACTANTGGTCGCACGCNAAAACTCGGATGCCGATGCAGCGGCGATGCGACGCGGTCGTCGCATCAATAGGTGGGGGAGA

>rnd-4_family-506#DNA ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CTGTTTGGAAAGNCACCCTGGTAATTGAATTTGGTGTAATTGGTGTAATTACATTGTCTGTCCTGTTTGGNCGGACAAGTAATTACTTGGTCAACAGGTAATTGGTGTAATTGGCAGGGGGTAACTACACTCTACAATTCACAGGCGGAGGTTGCGGGTAATTGCCGGTAATTACCAGCCGATTACTACCTAATTACCATTTTATTTTTTTTATTCTTNTTTTNATTTTTTNNNNTAATTTTTCTTTACTTCTATTATTTNAAGTTCTATTTTTATTTTTATTATTTTAAANTTTCTAAAAATTTTTTTTTTATNTTNATTTATATTTCATTTTCTTCTCGTTCTCGACCTTACTTCACGTGATTCTATGCAATTTTTTCGTATTATCGATTTATTTATGTCATGCTTATTTTCTCATTAGCATAATTTTATTAGTATTCTAATTTTTAAATTAAAATAGAATTTATTGTTAAGTAAGGTTATAGACTTATGTTTTAAAAAATAAACNNAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTCGAATAATTTAATAATTTATGACATTTTATTTATATATTAATATTTTTATCAAACATGCATTTCAAGATNTTCGTAGAAACTTCGTACTTTNAGTTTTTATGATNAATTCAATTGAAATATATTAATTTCGAAAAATATAAATCAATTATTTTTTCGTAATATTAGTTAAGAACATATGTTTATTAATTAATATATTTTCAAAANATAATAAATATATCTTAAATATTTAATTTAATATCATTTATAAAGTTTCTTATTTGTCTAATATAAATTTTAAATAATTAATTTTTATTTTTAAAATTTAATATAATTTTATGATTGCAATTGTGCATCCAAACAGAATATGTGTAATTACAATGTGGCATCCAAACAGNACATGTGTAATTACAATGTAATTACATTGTGGCAANCAAACAAGTCGGTGTAATTACTAGGNTGTGTAATTACCAAGTTAATAATTACTATCCTAGTAATTACACCAATTCCAATTACCAGGTGGCTTTCCAAACAAGCCCTTAGTGT

>rnd-4_family-101#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 17 )

AAAATTACATGAATTAATACATTTTAANAAATAATTACTGATTTTAGCGATATTTTTTATTTATTACCATTTATAGCAATATTATGTTAAATCTGTAATATGTATTAAAAGTGAATTATGTATGCAATATATATGAATTATAATTGTTTTTTGAAATATATTATGTTTGTTTGGTAAAAAATTGNCACATTGTATTATAAGTGTATTAAAATGTGTGATAAATGTATTATTCATCATTAAAACTTGTATTATATGTGAATAATAAATTGTTCTTTGTAATATGTATTAAACTTGTATTATAAATGAATTAAAAGTGATCAAGTGAAAAAAATATTATTGCTATAAATGGTAAATATTTTTTTATTATAGTATATTTATGTAAGTT

>rnd-4_family-229#DNA/hAT-Ac ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

GTAGAGCCGTCAATATGGGCTAGGCCCGTCGGGTCGGTCTGGCCTAACTCGTGATTTAATAGGGTTGGACTAAGATTTTTGGAGCCCATTTAAGAAAAGGGTTTTTTAGCCCGACCTGAATAAGCCTGCTGATTTGTGGGGCTTGAGAAATATNGGTAGGGTCGGCCCGTGGGCCAAATAAAAATTAATTAAAATAAAAATATAATATAATATTAAAATTTAAAATTAACGAGAGTCTAAACTCAAAACAATTAAAGTTAATATTTCNATTTAGATATTTATACTTTTACGTTGAAAATAACATATGTACTACATAAAACAAAAATTTTCTAAAATTTCTAGGGAATCGCTACATAGGTCGTAACCTATGGAATATTGNCATAGTTTTTGTGTTTTATTATGATCATTGAAAAACAATTAGGTTAATATTTCTATTTAGATATTTATACTTTTACTTGAAATNAAACTTAATAAATATTATAAAGATAATTTTATTTGTGAATTTGATTAACAAGTAGTAACATTAACACCATGTAATATTATTTTGTCGATATTTATGATAATATTTTTAAATTATAANTTATAATTTAAAAAATTATAAAAAATATANTTTTAAAAAAAGTGGGCTGGCCCGGCAAGCCTGTAGCCCACGTACTTGTGGGTTGGGCCGATCGTTTTCTGGCCCACACNAAAAATGGGCTAGCCCGGCCTGACCCGTAAAATATCGAAGTCTGTATGGGTTAGCCCGGATGGGGTGGGCTAGCCCATATTGACAGCTCT

>rnd-4_family-339#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

TTTCCTCGTTTCATATTAGTTGATCGTATTTCTTTTTACATGCATATTAAGAAATCATAAATAAGAAAATAATTTTACTAATTCACCTCTTAAAAAANTTCTTGAAAATTTTACAAATAAATGTGAACACTTTCAAAAAGAATTAATTGCAAGGATAATATAAGAAAATTTAATTAATGTTTTCTTGATTTAGTAAGATGGACAACTAATACGAGACAACTATTTTTAGTAAGATGATCAACTAATATGGGACGGAAGGAGTACTAATTTAATAAATAAAAGAAACGATAAATAATNATTNATCTAAATAAAAAA

>rnd-4_family-1753#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

ACTACTAGAAACTCTATCACCTCTACCTGACTGAACTCTGCCACGACCTCTACCCTGTGGTGCCGGTGGTCTAGTCTGGAATGAAGAATTAGGTCGAGGCCCACCACGACCCCTTTGAGAAGTACACTGCCGCATTAGATGATCGGGATCTCCACAAGTAAAACAAAATCTCTGACCTGGGAACTGCTGTGTGGACCCTGAAAACCCACTATAATTGCCTCGCCCTGTAGGTCGCTGCTGTGAACCGTACGAGCCCTGACCCGGGCCATAAGAACCCCTAGATGTCTGGCCACCCTCGAATGTCGGCATAGATGCATGAATAGGTCCCCGCTGCTGAAAAGAACCACTCACTCTCTGTGATCCCCTACCTCCAGATGAGGCACCATGAAACTGACCTGATATACGAGCCCTTTTAGGGTCCCCAAACTCCTCTCTCTCCATCAATTCCGCCTCTTTGGCGGCGCTCACAATGGACTGGAAAGAAGCCCCCTCCCTAGATGCCCGAAACACAGCTGACCTGATAGAGAAA

>rnd-4_family-1136#Retroposon ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TAATACAATATAAAATATAGAAGATATACTAAATTNGGTGTTTTAAGTTGGGGGTATTATAGTAATTTAACATTCAAGTTAGGTAGTTCATGCTTTTAAGGTAGTATAGATAGATAAAAAAATATAGATTTGTCNAATTTTAATNTGATATGAAATTTTAAAAAATAAAGNAGACTTTTAATTTAAGGATATGTAGAATATATAAAATTATATTTTAACATTGTGGTCTTAAAGATGCCCCCACCCCAAGAAAAAAGAACATTCTATATTAAACTGAATAAAAATAAAAGTACAACAAATAAATTNGAAACGAAGGAGTACTTATTAAATCTAGTTTGGACTCTTCGAACGAGTTTTTGATCAAATNCTTTTTCTCCAACAGTTTGAGACTTTCACAGNTTGAACACCAAGTTGTAGTTTGTGCAACAGAAAATCGTTGAACTTCTCGTCAAGTAGAAGTTGTTGCAAAAGTATATTTATGGCTATGAAAATGAGTACATATTAATTATCTAGATAGTCTTCTCGTTTGAAGTTGAGTTATTTCATTCTCCTTGTTGCATCAATTTTTGTTGATCTATCTAATTTACCCACAAAAATATTGTAATTGCATAATTGAACAATTCTCACAATCTTCCTTGTTTTAAGAAGAAGAATAGAAAACTAACAAATTCGTAGTTTAAAANTGTGAGAAAACCCCTCTATTTATAGACAACGAAAGGATA

>rnd-4_family-1353#DNA/TcMar-Stowaway ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

ATTTGAAACATGATGAACTTTGAACTTCATATCTTTTTATCTTTAAAGACATGCTTACTTTGACTCTACACGAAACAAAAACATTCTAGAACTTATGGTCTTAAATACGTCGTAATATCTTGTGTGACTATAGAACTTCTCAATAATAGTATAATAAAAAATTTATAGCTTGATTATTTTCAGATACAAAAATATGTCATATATATTTTAACAGATTGATGATAAAATGGTGTTACATAAAATCGAAAGAGGAGTATATGACATGTTTTATACCAAAAGTCATTTTTTAAATTTTTTCTTTTAAGAACTTATTGTGAGGTCAAATTTACAGTGTAAGGATCATAAAACACGGATTATATATTAGTTGCTAGTGCTAATATTTTTTCCCAGAAAGATCTATGTTATGCTAAACAAATTAAGCAACATATGGATTTACAGATTATTAAACACAAGTTAGCACAAGATGTTTTTTTCTGAACTTGGAAATTGCCAATTTCTTTGAAGATCTCTTATTGATGTTCAACAACGTCATTGTTTATTACCCATATGAAACTCTTCAAAATGCTATTGCGCTTGAACTCAGAGCCATTATTGTGAGGGGAATGGGTAAGAAGCCCTAGTCTTATCGCGTAATTGTGTGTGGATTGGANNNNTGCACCAGGTAATACAATGTTGGCCAGACAAAAATTGGAGAAAAGAGGTATATAATGCACATAACAAAGCTCAAGAAGGTGAGTCATCGGTGAGGAGGAGTACGAGAGTGAGAAATAAGGCTTGCGGATTCAAGAACGAATTGTGAGTTTTCACTAATGTTTTGTTTGATCCAAATTTATGATGATTTTTACAAAATTAAAATTATCTACGAGATACAAAATATATTCAAAGATATATTATCTTTTCTAAAGCTTAAGTGTTGGAGCACAAATAAAGTATCACAAACTGGTACAATCTGCACTAAATTTTATTTTATTTTCAAATAAAATGTTCTTGATTCCATTTTATCATTACCAAAAAAAAACCACNATCACTAAACATCAAAACTCCATTGTTAAAATATTTAGGGAAAAATTGTCAAACAATACTATTAGCTATATACTTTTTAATAACGAATTTCCTAGCTAATTCATGTTTTCTTATAAAAATCACTAATTGATTGTTAGATTTGATAATCGGCTCCAAATAATTCTTCGTTATTTTTGTCTTTCATTGTCCAAATCTATGTTGCATATCTATTTTCTCTGGTGCACTAAAATAAATCTAAAAAGGAAAAAAAATTTGACAAGTCAAATTGCTTAANTCATCCAAGAGAAAAAACTTCATATTATTGTTGGTGTCTTTCCAAACTAGAAATTCTTCTTTATTTTAAAAAAAAATAAAATTAGGGTTAGAGAAAGAGAAAATGTAGGAGGGGATTACAACGTAGGAGTCGAACCCTCACCAATAAANTGAAAGTTCAGNTAGTCAATCAACATAGCTACTAAGATTCTCCGACTAGCAATTCTTTGTATGTTACGATCATTATTTCTCAAAGAGTCTGTAAGATTATTTATAATCTCTCTTCAAATGCATATTTTATTCTTCATTTCTATCAAGTGTTTATAATTTTCACTAATAGCAATATGAGGGTGAAATTATATATCNTATGTTTTTTAATTATAAGTTGACAGCAAAAAGGTAATATGATTATTGATATCTTTATTCATGCTATGTTTATGTAGGAAAAGTTTCCGAATTTTTCAAAACAANAAGCTGAANAAAGAATAAAGTTAAACGAAGAAAAAGTGTATAAATCTAATGAAAAAATGGAGAATATTTATCAAGATTTGATAAAAATCTTTGATGTGATNAAAATCTTTGACGTGATGAGATCTCACAAGCATTGTTGTCTTTTAGAATCTCGACTTTCCAAGACAGGTAAATACATTGCTAATCTACATGTTATAGTTTCTTATACTTATATTTGTACTTTAATTATAAACTAAAACTTTGACAATTAAATAGAATACTTCATTTCTTCTATTTCATGTGACGCTCTTTCCTCTTTAATCTATTATGAAAAAAATAGTATTTTCTTAATTGAAACATGATGAACTTTGAACTTCATATCTTTTTATCTTTGAAGGCATGCTTACTTTGACTCTACACGAAACAAAAAAATTCTAAAACTTGTGGTCTTAAATACGTCGTAATATTTGTGTGACTATAAAACTTCTCGATAATAGTAAAATAAAAAAATTATGGCTTGATTATTTTCAAATACANACATATGTCATATANTTTTTAACAGATTGATGATAAAATGGTGTTACATAAAATCGAAAACGAGTATATGACATGTTAAATACCACAAGTCATTNTTTTTTTCTTTTAAACTCATTGTGAGGTCNAATTTATAGTGTAAGGATCATAAAATATGGGTTAAATATTCNNTATTAGTGCTAATATTTATATTTTTTTTTANGAAAGATCTATATTATACTAAACAAATTAAGCAACATATGGATTTACAGATTATTCAAAACAAGTTAGCACAAGATGTTTTTTCGAACTTGAAAATTGCCAATTTCATTAAAGATCTCTTATTGATTTTCAACAACGTCATTGTTTATTACCCATATGAAGCTCTTCAAAATTCTATCGCGCTTGAACTCAGAGCCATTATTGTGAGGGNAATGGGTAAGAAGCCCTAATTAATCGCGAAATTGTGTGTNGATNAGATGCATCAGGCAATCCAATGTTGGCCAGANAAAAATTGGAGAAAAAGGGCATATAATGCACATAACAAAGCTCAAGAAGGTGAGTCATCGGTGAGGAGGAGTACGAGAGTGAGAAATAAGGTTTGCGGGTTCAAGAACGATCGAAATAATGATTACAAAGGGAAACGAAGAAGAATGACAAAAAAATANTTTGGAAACAATGAGTGAAGCTTACTAGAAGGTGGTCGAATTTATAGAAGATTTTTTGGTGTAATAAATTTCTTTTGTTTTGTAGTTCTNGTAAGATTTCGTAATTTATTATCAATGTAGATCGGAGACTATAATTAATCTCCTAACCCTTGTCATGTGCCTTTTTTAATATCAAGATTTTATGTTTAATTTCGAACAAAAAAAGGTCACATAATTGAATTAACATAATTCAGTTGATAATGTGAACAATTGTTTGATACGTGATCTGCATCAACGTCCTTTTTTTCTAGGAAAAACTAATATTCAATTTTTTTAGTACATTTGATCATTTTAATAACGGTTATTATTTAATTGTCTCCTANCNTATCATTCTCTATTGCCCACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTATCTTTTTATGATTTGTAATTTATGTAATATCTAGGACATTTATCTACCCAATTTACTGTTTTC

>rnd-4_family-111#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TAATTATCGCAAATTATNNCNAGCTATGNCGAGTAANNAGTNATTAATCGTTGACGTATTCGTATAACTTTGTTTATATACACGCGTATATATAGGTAAACGAGTAATGCTAAATGGCCAGAAAATTTGGTCAGAATTTGGCCAGAAANTTAAAAAGTCTATAATATCTTTTTTATTTTAAAATAAACTAATCTTTTTTCTATTTTTTAATTAAAAGGTATTAAAGTTAAAAGGGTAAAAATGTTCAAAAGATAAAATAACATAGNGTGAAATATGTCATTCTGTCATTCTGATAAAATTTTCTGGCGAAAAGGATTTTTCCATA

>rnd-4_family-273#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

GAATGTTCCTAAGGACGGGATAATGTAACACCCCGAAGGTCTATGACCTAGACTAGAGCCTCTAACTNTTAAATAATGATTAAAANGATGTTTNTAGANCTATATTAATGTAATAAACTCGATTTAAAAGTATTAGAGCCAAAACGTCAAAGAAAGACCTCGACGTCCGAAAACATAGCGAAATTGAACTAGTAGACGTCCCTATGTTTGGCGAAGGTTTGGGAGTGTCATATGAAGTNTAAAACNTGTAAAAAGACTTTAAATAGGTAANATAATGTTATATAGGGTCGAAACGTCCAGTCACGACTCCCCAAGGACCGCCCGAAGGGTCCTCGAGGAGGACCCGAACATTGGCGAGCAGGCTGCCAAAGCAGCCTGCGTACAACCAAGATNTGGAGGCCGTCGCGCGTCGCGCAGCCNACACTTGGAAGGAAAAANTTNCCTCGCGACGCGGGGCCTTCACGAGGCTCACTGCCTCGANTCGGATTNCAGGATAAAATTATTTGGAACTGCCCCCGCGACGCGCAACCACTTCCCGGGTTCGTTCGCGTCGTTTTTAAGTCAATTTGACTTCACAAAAAGACCCAATTAAGTGAGGGGTATTTTGGGTAATTTAGGGGGTGACTATATATATTGGTATTAGGTCAGTTTTAAGTCACTTTTANCCACTCAAATAAANTCCCCAAATCTAACTCTNACCTCTCTCGTCTAANTTCTCTCTCTACTCAACCTCCATTGAAGANGNATCGAAGCTCGAAGAAGAAGACCGAGTNTTCAAGTTTCTANCNCGAATTTCGTGGATTNATCATCATTAAGGTACGGNTTATTTCACTCTTGGGATTCTTTTCCCCGAGAGGTCCCTTCAAAGTTGATTTCTAAATCGCCCAGATTCAAGNGGTTTTTCTCTACGCATGGGTTATCTTCTNTGAAATTGAAATTATNTATGATTAAACTGTGANGAATTATGATNAATTAATGTTNTTTAAGATATATATTATTGGTTAATTGNTTTAATTTNCCCAAGGGTTTCCTATGGACCCATGTTCATTCCCCAATTTCATAAAAACCTTGAATTGATATGGTGANNTGTNAANGTGATGAATATGTAGATTGATTAGATTGTTGTTAATTATAGTAATTGCTTTTTGAAATGACCTTGGTTTATGTATTAATTGTTATGTATTCTTGGAAGCGGATGTACGATAAGATTCTCGGAAGGGCAATNAGGTATGGTTATTGGTTGTTCTTCGANTCGATTTAAGTTATGAATTAGNTAGTGANATTTCTAGGTNTAATGTGTTTAGTNATGGTCTAATATGACTTAGTTATTGTGTTAATTGCTATTATTCGNTCATTNAATTATACCCTNANATNNATCGGTGGACGAATATGAANGGTTGATGGTATGACCATNGANGANGANTTATGAAGGNGANTNNGTANGGCTTGTGNCCCTGANTCCTTACTTCAATNGTGATGGTTTATACTTGGTGATGTTGTGCAATTGAAGTATTATTTGTGATTAGACTAAGAAGGTTATGGTATGATGAATTTAATTGAAATTTCTTGACTACGCGAATTGTGAGATCATGATTAAGGTATGACGATATAAGTTTGATTGTGAATCACTTATGTGCCTTACTATGATATGATGACGATAATGTGTTAATCTCACATATGAGGAGTTATTATAGAAAGGACGCTCTCATGCAATTCCTAATGAGTTAATGAGCTATGATTATTATATANAAGGGGTTANTCTCCTACGGCCTATACTAAGATATGATGATTAATAAAGTCTTAAAGACATTTCAAAAAGGGACTTTAGCTTAGCACCGAGTGAACTAGTTATGAGAGGCGTCCCTTCCCACACGTGGGAAGGTAGGTTCACAATTGTTCTCATGAGATAGAGACTACAATNCCATCGTTCATAAAGAGGGTTTCTAGCATGTCTCCTCGTTCTTGAACTATGTTGTCCCCACATGGACTACTAGCTAGTGGATCCACCTAGAATGCTACGTTCATGTTTCGGTTCCACCTTGGCAAGTAGACCGCCTTCTTTCGGTGTGGGNGTTTATGACACCGGATTCCACGTTTAGCTCACATGGTCTATGTCGGTTANGGCAANTTGTTCCCNAAAGTAANTAAAATGAATATGATAAAGTGAACTCTAACTAGGGCGACTTAAGGGGTTCTACTTAGTNTAGGTAGGGGTATGGGACTCTACCTACGCATTGCACTAGTTGACCCTAAGATAAGTCCTAGNAGGATGTTNTTATGCTCATATGACTTTAATGATATGTATATGTTGACTTTACATGTTGATGATCATATATNATGATAANTTTACTTATGAACATGCTATTGGTCTATATTGATANATATGATGNTGACTATTATGATGTTATGNTATGTGAGTTAGGNTTACTTGTGATTNCTTGGTTATTGGGTTTACTTGATTACGTGGGGTTATGGGGCTTTACTTGGGCATTGCACTTGTAGGCTTAGGATGGGATTGTACGAGTGNNTATGGACTCTTGCTCATGTATTATGTGTTATGACGTTATATCGGCGTTATTCGTGGTTATATNATGTTGGTATGATNCCGTTCATATTGATANTTAATTNTATTGATCANATNNNCATGTTGACTTGACTTTACTTGACGTTGTTGGTCTTGTGTTGTATATGGNCCTTTCGTAACGAATATGTGATTATTGGCTTGTATGTGTTCTTGTTTGTGCATAAAGGCTTTTAAAAGTAACTTAGCATGGTTTCGAACGAAATGTCCCCTTAAGCAACGATNNTTTCAATTGGTTTATGTGCGTATGATTCCATACTTAGTACAAGTGGTGTACTAACCCATATTCCTTCCTTTTTCCCAAACATTTTGGTTCTAGACCGTTGAGGAGTTTCGNGGNCNCTTTGAAAGAAGACTTGGATTTTTTCCAAGTGTTTGGTAGGTCCTCACGTTCCGAGGACGATGCCACTGTCTATCTANTTAACGTTGTTATTGTTTAAGACTNTTATTTCCTTCCTTTTCATTTGAAGACTATTATTGTATAAACCTATATGCGGCTTTNCGTTGTAATCGAGTAAGGGCTATGCCCGAATATTTGACTCGTNTTAGATGGTTTAAATATGAGACAATATNTTAGACTANATTATTACGTGTTATTATATTGTCAAAGCGAGAAGCCTATGTAAGCTTCCTATGCGAGGGATCTATGTATATGTGAGAGGTCTAAGTAAACCTCANTATGTAAAAATTTTAATTTTCCCACATTTTTAACCTATGATATGTAATGACGAATGCTAAGAGGCTAGTCNTAGTCCTCTCCGAGGACGACGACGTCGNTTACGTCTAGGGGGTNCTCCCCGGNCGTGACAGCCTATGCAGTAAGCAA

>rnd-4_family-1142#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

CAAATTAGAGATAAGTGTCAAAAACACACCTAAACTATTCATAGAAAAATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTNCATCAACGGTGTGTGTAATGCACTCTCTCTTTTATTTGAAAAACTTTGACACATGACATTCCACATAGATAAAATATTTCACCTNGATAAAAATTAAATAATAAAANATTAATATTAATTAAAAATTAAAGATTACTATCCATAAAAAAATTTAAATTATTTTTCTTACCTCACTCCACCACCTCCTCCACGTACCCCCCCCCCGCGACAACCCCTTCTTTTTTTAAAAAAAAATTNTTTATAAAATATTTTTAAAAATTTCATATTTCATCCTCCCCCCCCCCTCCCAAAAAGAAATTGATATTATTTTATTTTAAAAAAAAATTCTANCCCATCCTATTTANCCCTCCGCTCCTAATTTTTATTTATTTTTACGTTTTTCTCGTTTTGTGTTAGATATGCACTCATATATTTTTAGAAAAAAAGTTCTACTAGTNTACCGAGTATAACATAAACAACTAAAAAATATAAAAAGTCTCGCGGCGGCAAGTAAAAAATATTTTCGATATGTATATATAAACAAAATGAGAAAAAAAATTGAAAGCGGAGGATTAGGTGGGGTGGGTAGAATTATTTTTTAANAAAATAAAATAATATCTAAATTAGTATTTGATGAGGGGGAGGGGATGAAGTAAAAAAATGAAATACTTTTATAAAAGAAATTTAAACGAAATAAAAAACTTTAAAAAATGGCGTGGGGTAAGAAAAATATTTTACATTTTATTTTATAAAGAAAATATTAATTTTTATAATAGTTTTTTAATTTTTAATTTTAACTAATACTAATAATTTATTTAATTTTTGTCAAGGTTGAATATTTTGTCCATGTGGAGTGTGATGCGANAATTTTTTAAAATAAAAGAGAGAGTGTATTACACACGCCATGATGAGAGTGGTATAAAAGAGAGATNGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAAGGTATAGTTTAGGTGTGTTTTTGACACTTATCTCTAAAAATTATAAGAAAGTTTTTCGGTCAACCCTCTCAAGTTTTTGGAAAACACTCACCATTGAATAATACTTATATT

>rnd-4_family-182#DNA/hAT-Tip100 ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TCAAAGATTACGTGAACGAAACAATTTATTTNGGCATAATACATAAATATGNCCTTTAACTTGACTTCAAATTTTATTTATGNCCTTCAACTTTNANTGTGCACAAATAGACACTTAAACTTGTATAAANTTGAACAAATAGACACACGCGTCCTACATGNCATTTTTCGTCCCACGTGGCGTCCTACGTGTATTATGCCATGTAGGACTCATGTGTTTATTTGTTCAACTTTATACAAGTTTAAGTGTCTATTTGTGCACTATNAAAGTTGAAGGTCAAAGTTAAAATTTGAAGCCAAGTTNAGGGTCNAATTTATGTATTATGCCTTTACGTTTCGTTGACCGCAAAA

>rnd-4_family-225#Retroposon ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

GTACTTTTAAGTTATAGAATTTAATATAGAATATCAAAACATGAATTCTTGGAACCGAGTACAATAATTATTTTCTGCACAATGAATATACGTACTATATGTGTATATGTTCAACATAATCGGAGACAATAACTTTGCAGAAACATAAACAACAAAGTTTAAAACATGTACTCAAAAATAACAATTAATAACATAAGCATAAATTAACGANTATAAAAAACATACCAGGATNTGTANCAATAGAATGAAACTATAATGAAAAANATCGAGCCCACTGAATGCACAGTGTCCCCTTAAGGAAATTATTCCCCTCTAGTACCCGAGGTTTAAGGGAATAGATCCTCTTAGGATAAAACGATTTCATTCACCAGTGTATTGATACNAAAAACGCTGGTGTCAGCGAGCCACTCAACGGGAGCAAAGTACACGAATACTTAATTNTGCGGAAGNAGAAGAAGAAGTTCAGAAATTTTCTTGTCGTTTTAAAATGAGAGAAAATCCCTCTNTTTATAGACAACAAAGGGTAGTGTGAACAAATGTTTATTGTGCCTTATCGGAAAGGTCACAACCCTTTGAAAAAATTACAACCCTTCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>rnd-4_family-716#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TGGGAAAAGAGAAAGGAGAAGTCAAGAAGTGCAAGAAAAGTCCCTCTTTAACCCATGGTGTTGCAAAGAAATGGAAACCCTCCATATANAAAAAAAGATAAAAAGAAAATGAAAATAAAATGAATGAAAAAGAAAGTTATGGAATAAAANTAAAAAAAGAAATCGGGTTTTCGAGCAATCCATGGAGAGNGAATAATGGGATGACTTANGAGCACTAGAGNAAAGAGTGATGAAGGAAGGAAGAAAGAGATGTTTTGAGAACGCCGCATCTCATTGAGCAAAAATGACCACCTAGCGTTTGCACTCAACCCCCAGTTACAAGCCTTGGTAAAAACCTATTTTGATCTTGAGTGAATCGAACNATATATCGATTGGAAAATAAGGGGCAAGNCTATGGGTAAAATCATGCATTGTGTTCTTCATTGGGAGTGTGAAAGTTGCGTTTGATTCCTTANATTCTAATTCNTTATACANCTACGTGTGTGAAATTGGAATCATTCTTTGTGTGAGGGCATTAAAATGCTTNTGTTGAGCTTGAACTCGCATTTGAAGCGAGTATTGCGAGCTTGAGAATCNNTTTGATAATGGCGNGTCACAACTTGAATCTTTAAGTATACGAGTGAAGATTTNATANGTAATTTGAGTTTTCTTGTGTACGTTCATGTTGAGTCTTATGTAGCACTATTNTAGACGTCCTNTTTGAACTNGTTGAACTTGGGNTTTACTTGAGGACAAGCGAAAGTTTAAGTTGGNGGTGTTGATGAGTCCGNAAATTCGACTCATTTAGGGCCTTATTTTAATACANNTAGTGTCCTCGATGCCTATTTTATCTCGATATNTGATGATAAAACGCCCGAGTTTCAGGTATATGAAGGATTCGGAGTGGGCATGGACACTACGGCGCGAAAGAAATAAATAGGCAAAGTAAAAAAGCTGAAGCATGAAAAGAGGCGCATCGCCGAGTNCACTTGGCGAGTCGCCGAATGGGCATAGTTCCGCCTTTTGTTCTAGCGTGCTGAGCCCTGAAGGAAGTGATCAAATCGGCGGAGAGAAAGGAGCAGTCGGCGCGTCGCCGAGCAGTTCCGCGAAGAAATACTNCGTCGCCCAATGGTCCGAAGCACGACGATGCTGAGGCAACGGAAAGACGTGTACGCGGTGACGAACAAAACAAAGGGCGAATTCGTCGAGTCGATCGGCAATCGCGACTAACGACGCGACGAATGGTCCGCCGCAGCACTAATTTTGAAAGCTATAAATACTAGTTGTAGCTTCTATCATTTAGATGTAAAAATTAAGAGAGTGTGAACAATTTTATATATTTTCGTTTTAGAATANTATTTTTCGTATTTTTCTNTCAAGTTTGGAGAGGGTTTTGGGAGACTTGAAGAAGGAAGGTTTCGTCTTCCAATTTTGGAATTAGGTCTCTCGCCATTTACCTTCCTTTGCTACTTTTAAGGTTTAAATCTCTCATACCAACTTGATTTCTTGATCATTTTAGGTATAAATTTCGATTATCTATTGATGTGTGGCTAAAAAATNCCTNATTCNTGGGGTGTGATTTGNNAATTATGGGTTGTATTAATTTATTGGGTCTTNCTTGCTNNTGGNNTAGATTGNACTTTAATGGTGATNTAGCCTAGTANTTNTGGNTNAANCNAATGGGTTTNTANTTNCAAATACAAGNCCATNTATGTGTTTTNGGCTTGCTCTAGAGAAAGGCCGTGAAACNNAGACTACTAGACTGATGGCCGGTGAGGAGTGGGTCGACATGAGGTTCATCCCGGGAGGGTGATCCCTAGCCCCATACCCAATCACTCTCGCTCGAGAGAGAGAGTGTGGATAAGGCGTAGGTGGGATACTCCTCANGTGGAAAGTGGNTGTTCGGGAGGAACNCACTTGANATGGGGGTAAGNTGACCAGAGAGGGAGCTTGCTTTCACCCTTANAGCCTANCCTAGTCACCGTTNTCCTACAGANTTANCCATCGAAACACTGTATCCACCGANTGATTTAGTCTATCCCATATTCCGTTCACACCCTGAGAATTCCCCCTCTCATTTACTTGTGCTCTCTATCATTTTTCGTTGCTTTTGTCTACAATCTGTNACAAACGCCCCAATCTTGATATTTGACACNTTCCTGTCACNNNCTTGATTTGCCANGTTTGTTTTCAATACTTGAAAATGTCGTTAGCATACGACTAATTAGAACCCACTTCTAAGTAGCTACTACTTCCACTATCACTCCCTTGAGACACGACCCCAACCCCTGCTGGGGTTACAATACTCGTTTCGATTTGTAAACACTCAAAGTATAGGCTAGTGTTGTTGATCATGAGCAATAAAAGCGATAAAGTATCA

>rnd-4_family-362#DNA/hAT-Tip100 ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TGGCTCGACAGTGTTAAAAAAAAGACATGCGCCTTAGGCCCCCAAATTTGAGGGGCCTCATTTTTAATAATAATAGGTTATAAGTTTTTTTTTTAACAAATATTGAATACTATTTGTAGAAAAAGTAAACTTTTCATGAAAAATGAAGGAATTATTAGAAGAAATTTGACATATTTGGAGTACTATATCTCATGAAAAATAATTTAAAATAAGAATGGTTATATTATCAATTGAAAACTAGAAGAAATCAATTATATAAAAGTTATTAACAATTTAAGTTTAAGGCCCCGTTTGATTTTTGCTTTAGGCCACTAATACG

>rnd-4_family-1390#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 15 )

TCATTTNTACNACTCCGTTCGNTCACTTTTACTTGTCCATAATAGACTTTGCACGTTCTTTAAGAAATAATGAATGAAGTGCATATTTTACCACAATATCCATATTAATNAGTATTTAAAAGNTCTTGGGAAATGATTTAGAATAAGTAGTTAAGAGTAAAATATGAAAAAATTTGTTTTTCTCTTGATATGCTAAAAGTGGACAAGTAAAAGTGAAAATTATTTTTAATATANCGGACAAGTAAAAGTGAACGGAGGG

>rnd-4_family-1092#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

GCCCGTTTGGATTGACTTATTTTAGGTGCTTTTAAGCCAAAATAGCTTTTAAGCANTTTTGAAGTGTTCGGGTAAAGTTAAAAAGTGCTTATAAGCACTTATTTTAAAGCCAAAATAACAAAAATAAGCCAGTATCGAAAGTCGGAATTTCTAACTTATGACTTTTAGCTTATAAGTCATAAGCCAAAAGTCAATCCAAACAGG

>rnd-4_family-186#SINE ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

GGCGGAGCCAGAATTTTTAATAAGGGGGTTCAAAATCTGAAGAAATAGACACACGAAGTAGTCGAAGGGGGTTCGACATCTACTATATATACNTAAAAAATTATTTTAACCATGTANAAATAATATAATTTTCCGCCGAAGGGGTTCGGATGAACCCCCTTATACTAAGGTGGCTCCGCCCT

>rnd-4_family-2329#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CACGACCCAACCCACCGGGCCGTGCGGGCACCCACTCTAACACCTAAGTAGGAGAACCCTCGTATCCCAATAGTTAAAACATGCGAAAATTAAAGAAAACGAAAAACAAGTTAAGGAGATTTTATAAATAANACTTTTTAAATACACTCTTTGTTAAACTTGTAAAGTAATTT

>rnd-4_family-57#DNA/hAT-Ac ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

CAAATCTTAACGGTTAAACCGATAACCGAACCGATAACGATCAATAACCGATAAATCGATAATCGATAAGCCAATATCTTAATGGTTCTATAACGGTTTAGCATNTCTACAAATCGATAACCGATAAGTCGAACCGATAAACTTCAAAACCGAACCGAACCGACCGATACACAGC

>rnd-4_family-2670#DNA/hAT-Tip100 ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TGGCGGACCCACACTTATATGGAGGGGGTGCACGTGCACCCGCTAACTTCGAAAAAATCATGTATATATGTATTTTGAAAAATTGATAGAAATTAGAATATAATTAACAGTGCACCCATGAAAAGCATANGAATGCTCTTGTGCTATTGGTACAAGCTAGAGGAACCACCCNCGAGACCAGGGTTCGAATCCCAGCTANAGCTTNTTTNATTATTTTTATTTTAAGTTTATCTTAGANCTCATATTTAAGCTAAGNTTATATTGGTGCACCCGAAGTCTTCAAATCCTGAGTTCGCC

>rnd-4_family-1036#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AATATAGGTTTGGGAAGGTAAACGATTATGCCGCTTAATTTTGGATCAGAGGCGGAGCTAGGTGGGGGTTCGTGGGTTCGGACGAACTCAGTAGCTTTTTCGTAGATCCTATATTTGTACTAGAAAATTAAATAAATATATTAACTTGTGAACCCCTAACAAAATTGATTGACAGCTNAATGATAAGGAAGAAAAGAAAATTTAAAACCCCCAAACTCTTAATNCTGGC

>rnd-5_family-1245#LTR/Copia ( Recon Family Size = 168 Final Multiple Alignment Size = 141 )

TGAGAATATAATTAAATAATAAAAGTGTGCTCTCTAACAGCTTAAGCTTTTAGATGAGATGGTCACACACTTCAACATGGTATCAGAGCAGGCAGAGGTCCTGAGATCGAATCTCACCGCCACCCATTATCAAAAAGAATTTCCACGTGCTTGGCCCATGAAAAAGAATCAGGCCCGCACGTGAGGGGCGTGTTGAGAATATAATTAAGTAATAAAAGTGTGCTCTCTCTAACAGCTTAAGCTTTTAGATGAGATGGTCACACAC

>rnd-5_family-978#Unknown ( Recon Family Size = 101 Final Multiple Alignment Size = 93 )

CCCTCCGTCCCATTTTATGTGACACTTTTCGAATTTCGAGATTCAAACAAGTCTATCTTTGACCGTAAATTTTTCATANATCTTTTAAATATTTTGAATTATCAATTATTGTGACT

>rnd-5_family-67#LTR/Copia ( Recon Family Size = 130 Final Multiple Alignment Size = 90 )

AAATAGTATCCTACTTGGTAAAGGATTGTATTGTAGTGTCTATAAATAGGGTCTCAATGTAATAATGTAGATACAACAACAATTCAATAATATTCTTTTCCTATATTTCTCACATGGTATCAGAGCCTCTACGATCTTGGTAGAGAATCAAAGAGCTTCCGCTGCCGGCGGGCGGCTATTACCCATATATGCCGCCCGTCTGGCCAACGATTATGTTAGCAAAAGTTGGGTCACCGTGTATCTTTCCGGTGACTACTTTCTCATATCTGATTTGTGTAGCACCGTGCCATCTTTCCGGTGACTACTTTCTCATATCTAATTTGCGTAGCACCGTGCCATCTTTCCGGTGACTACTTTTTCATATTTGATTTGCGTAGCACCGTGCCATCTTTCCGGTGACTACTTTCTCATATTTGATTTGCGTAGCACCGTGNCATCTTTCCGNTGACTACTTTTTCATATCTGATTTGCGTAGCACCGTGCGTCTTTCCGGACTACTTTTCATATCTGATTTGCGTAGCACCGTGCGTCTTTCCGGCGACTTTCTCANATCTGATTTGCGTAGCGCCGTGCGTCTTTCCGGTGACTCCTCAAATCTGATTTGCGTAGGGTCGTGCCGTCATTCCGACCCTACCCATATAATTTCTCTTTTTCAGTAGGGTCGTGCCGTCATTCCGACCCTACCCATATTATTTCTCTTTTTCAATAGGGTCGTTCCATCAATTCGAACTATCCTATATAATTTCTATTTTCTAGTTGGGTCGTGNCATCATTCCGACCCTACCCATATAATTTTATTTCTTAGATTNCGACCACTTTTAGCCATCAAATCTAATACTCCGGCATATGAGCATGTTCCGGCCAGTTTTTCGGTGACTTTCTTGTTTAATATCGACTCGTCTATTGATTCCGACACGATCCATATACTTTATACTAGATTTTGAGCACTTTGTTGCTCGGGGGAGTCTAGTAGCCTTGTATGTCGATTGCGCGAGTCACTCTATGGTCTGAAACAGTCTTCTCGAGCTTGGTTTGGGAAGTTCAACACCGTAATTTTATCNCTGTGTTTACCGACATTATGCATCAAATCCAGTATTTCATGAGAAGACAAGCACATTGAGATTGACTGTCAATTTTGTGAAGTCGANTGATCAACTTGCAGATATCTCACCAAGTCCCTCGTCGGTCCTCGTATTAATTACATTTGTAACAAGCTNGGTACATATGACTTGTATGCACTAGCTTGAGGGGGAGCGTTAGAATAGGAATAGGAATAGGAATAGGTATATACANAATCCTACTTAGAATAGGAATAGGAATANAAATAGAATAGGATAGGAATAGAAAATNGTATATAGTATCCTACTTGGAAAAGGATTGTANTGTAGTGTCTATAAATAGGGTCTCAATGTAATAATGTAGATACAACACAATTCAATAATATTCTTCTCCTATATTTCTCACACAAATAAAGCAAAGNACTACTTC

>rnd-5_family-418#Unknown ( Recon Family Size = 93 Final Multiple Alignment Size = 87 )

GAGTTGAGTACCTTGAGTTGAGTATCTTGAGTTGATCTGTGCTTCATTGAGTCGAGTATCATATCTTTGAAGTTGAGTATCTAATCTTTGAGTTGAGTATCTAATCTCTGAGTTGAGTATCTTATCCTTGAGTACTTCTGAGTTGAGTAAGTTGAGTAGTTTTGAGTATCCT

>rnd-5_family-1496#DNA/TcMar-Pogo ( Recon Family Size = 120 Final Multiple Alignment Size = 85 )

CTAAGTACAGTAAAACCTCTATAAATTAATATAGGTGGGACCATGAAATNTTATTATTTTATAGAGATATTNNTTAATCGATAAATTAATATTTATTAATTTAAAGAATGATTTGAGATTCAAAATNAATTATGTATCTTACTAATTTATGTATCATATTTATCGATTTCACATTTAAAAATTNTACATAAAGTACAACGAATACATCAAAATCATTGTATCTTACTAATTTCAACCTTGTGATGTTGGATAATAAGAGCTTTCAAGATGTATTATCGAACANATTTTATCGTAGGATATTAGAAGGCTATGAAGTGGGACAAACTGATCCAGNAAAATTAATGTTTTGGATGCTATCAATTTTGCAATCCCTGTTTGGACAACAAATGTTCANCAAGAGACAATAGCAAATTGTTTTCGACACTGTAAAATTCGTTCGGGGGATGCAATCTCAGAGAATTTGAATGAACCTACTTGTGAAAACGTCATTCATGAACTTGAGGTCATGATTAATGATCTCGGTTACCACAATAAAATGGATGTCAATAAGTGATACATGTTCAGAGGTCCAGAGCTTAGAAGAAATTGTGGATACCATCGAAAAAANCAATGTTGATGATGAAGTTGAAGATGATACNATACCTTGTATGTAACACTTATCGCGTNTAGAACTCCTAACGATTTTACGGTACGATTTTAAAAAAAAAATACCGGAGCTCGCGGACGCTATCGGAAAAGTTAGAGATACGTTACGACCGGATTTAATTTTTATTTTATATTTTTTTTAAAAAAACGAACGCGACGAAATCGTATTTCGCTCGGTCGTCTTTAGATATATTCGTATCTTTAAAGATAATTAATTTATGATATTAATGGGACAATATTTATATAGGGGTNNTCTGAAAAATATATTAACTTAATTATCTTATCGAAATTGATGATTTTTTCCATTGGCCCAAGTCGAGACCGGAGAAAAATATTATTTTAGAGAGATTATTAATTTATGGGAAAATTACGCGGCTAAGCAAACTTATACTATTTAATTACTCATCATAGCTATAGTTTGCTATAATTACCACTCGCGACTAACATTATACATTAATTACGTGGGCTGACTTCGAGTTTGTATAATTAGTCACGTTTGTATATGTATAATTCGCCAGAATATACAAATACATATGTATAATATACAATTATCTAACCGATATACATATACAATTCACCTCTCTCCCACTCTCCGCCCTCTCTC

>rnd-5_family-184#DNA/PIF-Harbinger ( Recon Family Size = 105 Final Multiple Alignment Size = 84 )

TCCCTTCATCTTTATTCTGTTTTCCTCATTTTGGNCATCACTAGTAAACTCTTAGGGGTCGTTTGGTTGGGAACAAGTTATCCCAGGATTAATTATCTCGGGATNAGTTATCCTGGGATAANTTATCCCACCATGTATATGGGATAACTTATCCCATCACTATGATATAAATGGTGGGATAAGTTATCCCAAACATGNCAACCAAACAAGACATAAAATTTTTATCCCATCACTATTTTCTTATCCCGNGACTATTTATTTTTATCCCTCACACCAAACGACCCC

>rnd-5_family-433#LTR/Gypsy ( Recon Family Size = 72 Final Multiple Alignment Size = 69 )

GACCAAAGAAGATATAAAATTTTAATAAATACAGGACAAGAAGAAAATTATATAACAAGAGAATTAGTATTAGAAGAAGAAATTATAAAAACAGGACACTTATGCCCCGGATTACCTAGCGAGATAGTAAATACAAACGAAGAAACAACAGAAAAAGAAATAATTATAGGAGGAATACCGTTAATAATACAATTTAAAATATATCAAGGAAATCANAATATTACATTAGGAATAAAATGGTTAGAAAAAGTTAAACCATACAATATAGAAAACGAACAATTAACAATAACTTGTCAAAATAAGAAAATAATTATAAAAAGAACAAAATGAATAATGAAAATATNTATACTTGCAAAAATTATTGTAGAAGGATATCACAACAGATATTATACCCCTATGATAGATACAGGAGCAGAAGCGAATATATGTAAATATAATTGTTTACCAGAAGATAAATGGGAAAAATTAAAAACACCTATGGTAGTAACAGGATTTAATAATGAAGGAAGTATGATTAAATATAAAGCAAAAAATATAAAAATACAAATATGGGATAAAATACTAACAATAGAAGAAATGTATAATTTTGAATTTACAACGAAAGATATGTTATTAGGAATGCCATTTTTAGATAAATTTTACCCACATATAATAACAAAAACACATTGGTGGTTTACTACACCATGCGGAAATAAAATAGGAGCAAAAAGAGTAAATAATAAACAACGAAAACCTATAGAATGGATAAAAGGAAGTGAAAAAATAAACCAAGAAATGGAAAATATAAATAAAAAACAAATANCACAATTAGAAATTATTATATTTACAATAGACAAAGTTAAAATAATTAATGAACAACTAGAACNACTATATAATGAAGATCCATTACAAGGATGGGAAAAACATAAGAC

>rnd-5_family-281#Unknown ( Recon Family Size = 66 Final Multiple Alignment Size = 62 )

AACTACAATGCTGCCCCCACTTATCCAGACGCCCAAATTTCGTCGTACCAAAGTCCACCCCCGAATTNCCAAAATTTCCCCTCCATNTACCCAAATTACCCCCAACCTTACCAAATTCCATCCCCTTACCAGAGTGTCGCTCCCAACTGCG

>rnd-5_family-5168#Unknown ( Recon Family Size = 64 Final Multiple Alignment Size = 62 )

AGGCAAAAATTAAAAAGGGATCAGATTGTGAGCTGGCCTTAGTGGACAGGTGTAGAGGGGGGCTGCCTCCACTTCATACTATTAAATGAGGTGGAGAAATCCACTCCATGCTAAATAAAGTGGTGAAATGCATTGCTGCATATCATCTTCTTCTTCACCACTTGTCTTAGGCAGCCATGGAAATGGAGAAACCAACCCTGCA

>rnd-5_family-36#LINE/L1 ( Recon Family Size = 78 Final Multiple Alignment Size = 61 )

ACTACCTACTTATGTGATGTCCTTATTTCCTATCCCACCAAAAGCGAAGAAGAAACTGGATAAAATGAGGAGGAACTTCCTATGGCAAGGNAGTAGAGGTGGCGAAGGGTTACACTTGGTGAAACGGCAGGCAGCGTCGATTAGCGAAAACGAGGGTGGTCTGGGAATCAGAAATTTGAGGNTGCAAAACGAANGTCTGCTGATGAAATGGTTGTGGAGATACAAGGANGAACGTGAACTCTATGGAAAGAGGTNATCGAAGCAAAGTATGGTGAAGAAAGTCCATGGTGCACCGACGCAGTAACTGACACCTATGGAGCGGGAGTATGGAGANCTATAAGAAACCTGTGGCGACTAATNAGAGGCAACATTCGCGTTAAGGTGGGCGATGGAGNAAAACTANATTTTGGAAGGANCTACTGGATCGGACAAGAGGTCCTCTGAAGGAATCTTTCCCCGATCTGTTCANNATATGCGNNAACCCTGAGGCGANAATCCAAGAGTGCTGGNCGNCACAGGGTGGAACCTATCCTTCAGGAGGCTTCTNAATGACTGGGAGGTAGANAGGGTGGCCGCGTTACTAGNAGAGATNGGACGAGTTTCTACTGGCACTACAGANNCCGATACACCGCTATGGAAACACAATGGTAACGGGATATTTTCCGTNAACAGTGCCTACAAAAGAGGTCTCCAGGTGAAAGCAAATCGTCAANGCAANTGGAANTATTTNTGGAAGAGTAGCATTCCTACCAAGGTGAAGTGTTTCACNTGGTTGGTNGTNAGAAGGGCNTGCCTAACGCANGAAGTNCTACAGAAGAAGGGGAGACAATTGGTNCCTAGATGTTTTTTGTGCAAGNTGACNGGGGAAACNAACAACCATCTNTTCCTGCACTGTAAGTTCACTGCNCAANTNTGGAATCTGTTTCTCAACATNACGAGCNTGAACTGGACNATGCCAGAACATACGGCAGATCTNCTGAGTTGCTGGATCAGAAGAGGGGGNAGTAAGAGCCAAAGAGATGGTGGAGGNTNATACCANCNTGCATATGGTGGNCAGTNTGGAAGGAGAGAAATGGNAGATGTTTTGAAGATAGATCCAATTCCATTCANAAAGTTAAATGGAATTGTATTGTATCTTTACTTTTTTGGTGTAAACAGNTNTGTATAGAAGATGCAGATCANATTGTAGATTTGATAGGAAGTCTG

>rnd-5_family-1706#LTR/Gypsy ( Recon Family Size = 65 Final Multiple Alignment Size = 60 )

TTATCATTCGAGTCATCTGAACTAATAGAGGAGTGTATGGATGAGGAANAANGTNCCTACATTCTAGAGTTTTTTAGTCCAACGTCAAACAATACGACATTCCTCGCTTAAGGGCCAAGAAGTGCAAGATGCGACATNNATTACTTGGTTCCTTTATCTTTATACCACCACCCCTTGAGAGGAGCAGAAAAATTGATNCAAAGTTGGGGGTGCAATTCATANGTTCAAAGTGGAAAGAAAAATAGTAAATTTGATAGTACTTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTATTTTATTTTATTAGTATCACTTTTTTATCTTGTTTTTGCAGATTAGGGGAAGTCTGAGTACCCAANAAAANNAAAGNAAAGGAGCACGTTTGAGCTTAAGTGTGGGGTGACGACCCTTGATGTAAATTTAGAGAACGTGCTACTAGCTAGGCCTAAAGGCCTCAGGGAGTTTTTCTAACCCTTGTTTTATATTTTATTTAATGCTTTGGGGACATAACATCTTTTTAAGTGTGGGGTGGAGGAATGAATTCCTAGTTTTTACTGTTTTATTGAGTCTTTTTTTTAGGATGGGTTCCTTGGCTTTTGTTTTCGGTTCTTTTCCTGAGGATAGTCCCTTTGAACCGAGTGTCTTTTATTTTATTTTTTAGGAATAAATTTTTTTTATTTATTTTTTTGGAGAGAAAANAAAAGACCCTTTTGAGTTGTGTGATACTTACTATTTGGGCCTAATTTGAGTANTTTCTTGTGAATGCTTGATTGCTNGTGAAANTGCAAACCCTTTGACATCTAGGCTCATGGTTGTGACTTTGTATATAGCTTATTTTATTTTGTAGTTTGTTATGATCCTGTCTCTCTTAGAAGTGGAATTGATCCATCTTGATTGATACTTGTGCCATGTGTGGTGAGATTTTATTTATTCCACGTTTTGCATCTTAGTCTAGAACTTGCCCTGCATGTTATTGAAGCGAAATAAAAAGTGTTGCTTTGTTTAGGAGATGATAATAGGCTTTCTTTGATTTGTCTCGTAAATTTTAGCCTTTTCAGATATTTTATCACTAGTTAGCCCTTTTGAGCCTGTAGCCTTTTGTTGGTAGCCATATTTTTCCCTGACTATTTTGTTGAATCCCTAGTTTTTGCGCCTTGCTTCCTTGAGCATCATAGCATAGACTTATTCTAATTATCAATTCTGAGAAAAAGGGATGGATGAGTGAAAAGGTAATCAATGATAGCTACAAAGTGCTTAAAANCCCTCTTTGAAAGAATGTGACNAAAAAATATAATCGGAATGTGACGTAAAAAAAAAGAAAAAGAAAAAAACGTTNNCCTCGATGATTACTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATTAAAAGGAGAAAAAAAAAGAGAATAATGATTGAAACATTCTTGAGATGATGAGAATTACTTGTGAAATAATTGTTGAAGAGAGGGCTGAAAATAAAGAGAAGAAAATAATGGGTGATGAAGTCTAAAATTGCAAAGTGCTTAAGGAAGTGTAAGTCACTCNNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTTGTTCTTGATATGAAGTCCTTAATTTATATTCAATCTTTTGAATTGAGTGTGTGGACTATTTCTTTTTGTGAGGGCACTTGTTTCATGATAGATAGGTGATGTTATTAACTTTCTTTGATGAGAGTAGGTGAGCAAACATAAATTTNATGAGTTCAAAGTCCTTCTTGAAGTTAGGAGGTTAGAGGTTTGTTGTTTACTTGGATGTCTTGCATAATGATTGAGAAGTCTACTTGATATTTTGAAATNGGTATATGGCCTAATTGTTTGTATTAATCAAAGTGATGACATTCCTAGTANNATTTTTTAGATGAGCTTTAATGTTTGCTCGAGGACGAGCAAAANTTTAAGTGTGGGGTGTTGATGTGAGGCCAAAATACACATTTTTATCATTATTTACCTCACATTTATTATTTATATTTGTCCGTTTTGAGCATAAATTTTATGGATTGTGCTAAATNGTGTATTTTATTTGTAGGATTAAATTGGTGNAAAAATGAAGAAGTTTGGAGCTAAAACGAATTAAAGATGGAAGGTTGAAGAAGGAAATCAAGCAGGCAACTTAATGGATTAAATTGAATAAAATAATATATTTATATATATATAGAAGGACGACTGAAATCGAATTAATTGAAAGTNTCGTTGCCACGTGGCAGCCACTGAAAGGGCTCNTAATTTGGAAGCGGAGGCGGCAATACATTCGAGATACAGAAATAATTTACGGAAATCAATTCCTTTTNGGTTTTGGNTTCCTAATTTGTTTTGGACTCAATTATTTTATTTAGGGTTTTCTATATCTATAAATAGNCCATAAAAATAATTATTTAGGGGAGGNCAAGGAAACAAGATACAAGACATAATATAAATTTTCTTCTAGCTTTGGAGCTTTGTAAGAGCCGCCGTGGAGGCCGGAGAATTGTGGTTTATTCTTTCTTCTCCTTTATTATTTAT

>rnd-5_family-274#Unknown ( Recon Family Size = 59 Final Multiple Alignment Size = 58 )

GAGAACCAATAGATTCCAAATGTTTAAGCTAGCGTTTGGCCATAGATTTTGGGAGTAGATTTTGAAAATTTATCTTCAAATATTTGTTTGACCATGAAATTTGATCAGATTTTGAAAATTTGATCTTCAAATATTTTCAAGTTCCCAAAAATTGGCTCAGACCAGTTTTTTGGGACTTCCACTCACAAAACTTCAAATNTTTTCCAAGTAAAATGCATGTCCAAACACAACTTAAAAACTCAAATTTTCAAGTTTCAACTTCAAAATCTATGGCCAAACGGGAGC

>rnd-5_family-353#DNA/TcMar-Stowaway ( Recon Family Size = 66 Final Multiple Alignment Size = 58 )

CTCCGTCCCATTTTATGTGGCAACATTTGACCGGGCACGGAGTTTAAGAAATAATGAAGACTTTGAAATGTTTACCAAATTGCCCTTCAAAAAAGTAAACTCACTTTTCTCTCTCCTCATAAATGTATTAGAGTACTATCTTTAAAATTAAGTGGGACCAACAAGGGTAAAAGAGGAATTGTACCTTTAAATATTTACCATATAAGAAAATGTGATATTCTTTTTGANACTGACCAAAAAGGAAATGGTGCCACATAAAATGGGACGGAGGGAGTAATTTTTTTTTGTTGTGTTATCATTATAAGTAGTTTTGGTAAGGCGGAACACATAAAATCACTACTACAAATCCTAGGTGATATTCATTTTGCTCTACCTATTCATGTATTTCATAAGCTTAGTATTTGATTGATGTTTATCTATACTTTGAAAAATTATTGTAATTTGTAATTATATTTTTATTAATCTATTTTTATCTTGTCTGTAGACATGTAAATACCAAATATTTATCACTTGGTCATTTTTCGTTCATAATATATGTTGGTGTCTTTGCCTACAATATGATATTAATTTTAATACTTTTTATTTATCTCGAATAGGTTTTTCATGAATTGTTTCCTCTATTTCTGTTTTTAAATTCTTATTAGCCACTCTTGATAAACATTTGATAATCGCTTAATTTTTTCACTCTTTATTATTTTTCTATAAACTTATGGAAGAAAAATATTTTCTTCTTTTCCAGTTTTCATGTCTTGACATTTTTCTTTTATACATTTGAGGATGTTAGCATCAGATTAATGCTTCAATTTTTCCTTTACACATCTCTAAGCATTCTTTTCTTTATTTTTTTCTCTACAATCTCGTGTAGCTCATGGTACACATATTCTACGTTTATGTATTTTATTTTAGATTAAGTTTATCAATTAACATGCGATACACGTGCATCGCACGTGTTCAGAAACTAGTATTTAGATAA

>rnd-5_family-727#DNA/CMC-EnSpm ( Recon Family Size = 64 Final Multiple Alignment Size = 56 )

AGTGGCGGACCCAGGATTTTCGTTCAGGAGGTTCGAAAAATAAAAATATAAACGTGTAAATAAGTCTTTAGAAATGGGACCCTTGAATTTTTTTGGGTTTAAAACCACACTTTTAGCACGTTTTTAAAATAAAAAATGCTTGAAAAACGGAACTGATTTTTTAAACAAAAATAAACTGAAACAAATAAATGNCGTGCAACTTAATATTCAAGGGACTTGCCACTGNGCCATCTATTTTTATTTGTTATTGAGGGGGTTCAAAATATATATATCTACAGAAATACAGAAAATTTACCTTATATATATCGTGTATTTTTTTGCCGAGGANGTTCGGGTGAACACCCTGAACCCAACGTGGATCCGCCC

>rnd-5_family-3497#LTR/Gypsy ( Recon Family Size = 55 Final Multiple Alignment Size = 53 )

TATGAGGACCGCATCCCAGGGTTAANATGCCTAGCATGGGTCATCCTCTTCTACCACTGATCAGCTGGTCACTTGTATCACATGCCCTACTANCGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATACGGAAACGGGCACTCCAGCTAGTAGACCTCCTCAGTAGGAGCACACGACACTCAGCTACTTTTGGTGAGCTCCAGGTTGATTCGGAGCTTTACTGAGTCCTTGGTAAATTCATTTTGGTATTGTATCGTAGTTAAGGGTAAGGCGGGGTCTGTCCCGACCTACTCTGGTCTTCTATCTTTTAGAGGCTTTGTAGACGTATGTACATGGTTCAGTTGTGTCTTAAGGAGTTGTGGCCTCAACGGCCAAGTCTTGTATATAACTTTTGGGTCTACTTATGTTGGTTCGTATCGCTGCGTCCTATGTGAACTTGTCACGATTGTTATAGTTATATGCATAGTAAGNACAGGTTACANGTTGGTTCTCTCGGGCCTTTAGGGCATCGGGTGCCTGTCCGTCTTAATGGGATTTGAGGCGTGAAAAAGTGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGATCATGCAATAAAACCGATNTCGTAGGTGAATCATATCTAATTTCTAAATTGTTTTACTATAGCAAAGATGCCGGTTACGAGAAGTAGTAAAAGTACTGGTAAGCGAGTAGATGTGGCTGCCCAAGAAGGGACCANCCAACCACCACCAAGTCAAGCTGTTCAAAGTGGGGCTCAAGATGAGTCTCTATCGCAGACTTCCCCGACGCCTCCATCTCCTGAAGAACTAAGGAGGGAAGATGAACCTCGGGAACCCCCTATTAATGCTACCGAGCAAGATTTGAGGAATGCAGTCCAATTATTGACTCGTATAGTTGCTGGTCGCGGCCAAAGGCAAGAAGGTCCAGTTGCAGGTACTAGTGGTGTAGATAGAGCAGCTGGAACGCGGATACGTGATTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATAGAGTTCATCGATATGTGGATAGATTAGACCCATATTTAGTTAGAGACTGTACCATTGCTTCGTTGAATAAAGATATGGATATAGCAAGGATGCAGGCTTTTGCGCAAAAGTTGGAGGATCAAAGGCAAAGAAGAAGGACACAAGAGTCGGAAACAGGGCATTCTAAGAGGGCCAGATCCATGGGGCAGTTTACACCATCCCAAGGTGAGTTTAGGCCTCGGTTCTCTAACANACCGCCTAGGCCATCATCTTTCTACTCTACAGCTAGTGCTCCACCACGGTTCCAAGGGTTTAGGGGCAATCAGTTTGGGCAAAGAAGTGAAAGCCAAGGCTCACAAATAGCGGGTCATCAAGAGCAGGGAAGTACGAGCCAATCAAGGCCTCCTCGACAGCCTTGTAAACAGTGTGGGAGGAATCATCTCGGTGCATGCAGGTTTGGGACAGATGTTTGTTTTTGGTGTGGC

>rnd-5_family-245#Unknown ( Recon Family Size = 55 Final Multiple Alignment Size = 53 )

TAAGTATATCAAATCATCAGTGTTTGATAAGAATGAAGTTTTAACAAGTTATTG

>rnd-5_family-2492#Unknown ( Recon Family Size = 58 Final Multiple Alignment Size = 53 )

CCCTCTATTCCATATTAACTGAATTTGTGAGGCAATGCACACTTATTAAGAAAAACATTCAAGGACATAATTTAAATCATANTTTTCACTATTGTCCTTTGTGAAATCATAAATATAACTTTGTAAGTAGTGTAATTTATCTCCTAGAAAATATNAAACTTCATTAAAGGAAAGGACAAATATGGAAAAAATTTCAAACATCCATCTTGAACTTTGAACAATTCAATTATTTTGAACAATGAAAAAACCTCAAAAATTCAGTTAATATGGAATAGAA

>rnd-5_family-704#LTR/Gypsy ( Recon Family Size = 60 Final Multiple Alignment Size = 53 )

TTAGACTTTTGGAGTTTATGGGAACTCTATTTANTTTTCTTAGCATTTAAACCTGCTTCCGTATCTTTAAATGC

>rnd-5_family-931#DNA/CMC-EnSpm ( Recon Family Size = 61 Final Multiple Alignment Size = 52 )

TCATTAATAAATCATATTTCGTCACTAAAAATCTTGTGTGACGAAAAATAATTCGTCACTCAGTCGTCACTAAATGTGTGTCTCTAAAAGTATACAAAGACGATTTAGTGCTTCGTCGCTAAAAGTATTATATTAACTACAAAAAGAAAAATCGTCCCCAAATGCTTAAACATTTGTGACAAATTTATTTGTCGTAAAAAGTATATTTTTTGTAGTTAATAGTATGCTTTGTCACTAAAAAGGTTATTACTACCGACAAAATTATATCGTCGCTAATTATTTTACTTCAATCAGTGACGAAATCAATTGTCTCTAAAGTTATATGTATTTCGTAGTTGAACAAAATCTAATTTCGTCACTAATGACTATATTTTATATACAAAAAATTATTTTGTTCTTAAATGTATATATGATAAAATTTATCATTATAAAAATGGTTTATACGAACTCACAACCTTAAGGTTGGAAGTGAAGAGTGCTTACCATCCGAGCAACTCTCTCTTGTCGTTCATTTTTGTTTTATTTTATACTTCATTCACTTCTTTCAAATTTAACTTTTGTAGAAACAATATATTATATGATTATTTATACTCATACACAAATGCATGAAATTTACCACCCACAATTCATTCAAATGTAGATTATATTTTAATTAAACTGTGTATTTTTTAAATATCTTTAAATATATTCAGTACGATTTTGTCATTTTATTTATTTATTTTTGTAAATTTTAAAAATTATTCAGTACAATAATAAATTTATTTAAAATTAAACTTTTGATTTTATTAAAAAATGAATAATCGGTTCAAGTTGAACATCGATACCAATAACTATAGTACTTCATCATAATATATTTGAAATCCTCGTTAGTTCATTTCTTTTATTTGTGCTTTTATTTTTTAGTTTATTTCAATTTTCACACTGATGGGAAAAGTTAATAGAAATTCATGAAATATATCGCACCTTTGCAAAGTCTAAGTTTGTAAGTCGATGTTATCTCTGTATAGTTACTCTACGTACGTATGTGGAATTACTATTAAATATGTACATATTTATAGACAGAAGCAAATAGATCGACTTAATCTATGTAGTTTACCAATCACAAATCAATAGACACGCACAAAAATTAGCACAAAGACTTGACAAATTATTTTTTTTATCGTGCTTATCAATGAAAGTGTATCAAATAAAAAATAAAAGTGCTAAACAAACAAATATTAGTGATCTAGTGGTAGAACCGTGCCCACTCACAATACTTATAACCCGGATTGTATTTTTCAAATGATGCATTTTATAATTGCGTAATTTAAGAAAATTGATGTATTGAACTTTTTCGTTTTTACAAAATCGACCGAATTCATTGGTTTTAATATTTTCACTTGCCAATTAACGAATGGACTCTGTCTACTTCTTATGAAGCACTTGTATTATTCTTTTTGTAAGTCGTCACTTGTAATTATGAACAATTGTAGCAAAAAAAATTGTATTTAGCTACGATTTTTTTCGTAGCAAATAGTTTAATTATTCACTACAAATTTTAAGTCGTCGCTATTTAACACCTTACATATTTTGTGACAATTTTTTTGTTGTCACTAAATCGTAGATTGATTAGAGACAATAAAATATTTGTCACCAATTATTTATATTATTAGTGACGAAATAAATGTCATAATTAAATATAAATTTTCGTGGCTAAAATTTATAATATTTAACTACGAACTCTAATTTGTCGATATTGTAACAACATATTTTTTAGATGAAATTTTTTTGTGTCCAAAATTTAATAAATTATAAGACAAAAA

>rnd-5_family-2086#LTR/Gypsy ( Recon Family Size = 53 Final Multiple Alignment Size = 51 )

CCCGTATTACGCATATGCTNGTTCTATTCNTGTGATACTTGACATAGACTTATAGTATAGGTGAGGGACCATGTTTCTTATATGATTAGTGTTGGTTTAAACTAGCTCGGAAGGTGATGTAACGCCTTGCACGTTTCAGCGTGTGTATTGCAAGTTGACTCCGACGGAAAGTATTTAAGTAGATATAGTAAGGTGGTAATTGAGCTTAAAGTTGAAAGTTAAGTGCTAAGTTGAAGAAAAAGGGATTAACATTCAGAAANTGGAATAAAATAATTGAGCTGCTTGCTTGGCTTAATTAAGCTAGCAGCTGCATCACCTACTTGAGCTATAGATATAGTTAAAGGGCCCAAGTTTGATGGACCAGATTTAGGCTTATATTAATGGGCTCACTTGAAGCCCAAACCTATTAAANGAAAATAAAAATGAAAGAAAGCCCAGCAGCCAAATCTGCCAAGGCCCAATATAGATAAAGCCCAAGTGAAAGCAACTAGGTGCATCACCTAGTTTGACCTTTTGAGCTGCTTGATGTGCATAAGCAGGTGCATCACCTACTTGACCAATTAGTGGCTGAAAATGGACCCCAAAAAAGGAGGTTCTAGAGGATATTTTTGTGGTCAATAAAGCTCCATATATATCCAATATGAGCAGATATCCTTCACCCATTTTAACACATAAAAATAAGAATTAACTCCAGCTCTCTCTCTCTTTTCTCTTAAAGATTAAACCAGCAGCCTTAANGTTTTCTAGGGTTCTTGAAGAAACCCTCATATCTGCAAACCAAGGTAGATGATTAGGAAAACATGTTATTCATGCTCTAATATAANTACAAAGGCAGAATATTTCCAGCAGCTACTGCTCACTTCCTTAGTTATTAAAATACCTTTCTCTTCTTCTTTGGTTTAAGTGTGAAGGGAAGCTGAAGTTCTAAAAGAATTCAAGTTATAAGGAGAAGTTGCAGAAATTGAGGTAAGGTGACTGCTCCATTTTTGTCTTCCTTATGTATGAGTTTGAGTGAGGAATTAGTGGTGTGCTGTCATGAAGAACTCAAGGGGGTGGTGAGTTCAATANTTGGTTGTATGATAAAGAATATTTGGGGNTGTTCTATGTGTATTACTGTTGGCGCAGCTTGGTTGATCTTGGGGAAAGGATGTATAATGTATGTGNTGGACAGAGAATGAGGGTGTGGTGATACACATTATGTTAAGGGCTGTATGGGCTCATTATCTGTCAAAGTTAGCTACTGTTTTACGAGGCTCACGGTGTGATAGCTGCTAATTTTAGTTTACCATGACTTAAATTGTAGATTAAAACCAAAAAGGGGAGGCTGAATCGTGATAGTATATCAGTCAGAGGATAAGGTATGTAAGGCTATTCGATTCTATATCCCTTTGGCATGAAATCTGATACTTGCGATTAATATCAATGAAGTGAATCTCATAAGTTNTATTCCTAGAAAAGGAAACATAGTGGCAGCGTACTATCTCCAAATAGCTAACAATATTTCCCCCTCTCCGTAGTGCATAGAACTACTTCATTATATGTTCACTATTTTATACTTGTGTAATTATCCCCCATGTGCTGGTATAGAAATGGTATTTGCAAAAGCAAGTCTGGTGAATCCTCCTCTTTGTTGTTTGAAGTCAATTGTGTCATTAAGCTCTTAAAGTAATGTGTTGATGTTACATAGCTCCTTATGTCATTGTTATTGCCTTGAAGTATTATTTTCATGTCTTCTATTACTGGTCCGTACTTCCATATCTCCAAAATGATTATGACCACCAAAATAACATCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>rnd-5_family-877#LTR/Gypsy ( Recon Family Size = 52 Final Multiple Alignment Size = 50 )

TTGTTGTATCGGGGGGATTGAAAATTAACTAGTTGTATGTTTTTGTAGATGTCGAGTCAGTTCCTNCGCTTCAAAATGGTCACCNAGGCGCCCGACATTCTTCGTGTATGGTGGGGCAACCTCAAAGANTGTCAAAAGAGAGAAATCTCGATTCACTTGGGTCACCTACCTTCGATAATGGACTTCAAGGTTTGGCCCACGTTTATCGAGGTAATNACTCGGTTCTGGGACGACAAAAGGATGGTTTTTCGATTTGGGGATGTCGAAATAACGCCGACANTAGAGGANATAAAAGATTGTCTGGATTCCATCGGAACGCGTGGCAAGAGGAAAAAGCGTCCAGATCATCACATCCTGCTACCGGATAGGCCGACTAGTCTAGAATTGAAAGACATGTTACTACTAGTGAACGCGGACTGGTTAGANACCCAAAGTATACCGCTGATGAGATTCTTCGAAAGGTGGGGGCACGATAGTTATTTCAGANTATTTCCGAACGAGTTCCACGATCATAGTACTTGGAGACAAACTCAGACTATCGCNTTCTCCGCATGCCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTACCGAGCTTCAAGTCCGAGANGATAGCAGCACAAGGGGCCAAACTNCCATTTTTAGTCCTTCCCGGCATCAGAGGATTGCGNCCCTACAACCCGACGAGAGTGATGCGGCAATTCGGNAGAGCACAAATCATACCCGTCCAAGGGGATGCCAGCTCTTTCGTCGTCGATTACAACGGGAAGGACAAAATACCTTTCGCTAAAATCATCCTCCAGGAATGGGCCGGACGTGTCAACATGAAGTGGGAGGTTACCGAAGACAGGTATGGAGCTGGGTATGTCGACGAATACAAGACATGGTTGCANAATGATTTGCGTGGTGTAGTGGATCCGACACCACGCGCGGGTCGGGAAATCGAAGACGTGCAGACGAGGCTTCAGATCCACGCGTACCATTTTCAGCAAGAGTGGGACCGAAGGGAGCAGGAATTTCATAAGAAAGAGCAGGAATTTCAACGAAGGGAGCGAGAGTACCAACTTCGGGAATTAGAAAGTCAGAGGGTTTTAGCCGTGACGTCACAAGAGTTAGCCGACGCGAGGGCTTGTCTGATGCGTTTGGACGCGATCCTGGACGAGCAGATGAACACTTTACGAGCCGTACCGACATCTTCCAAAGCTGCGTTCGCTGAGCCGTACGTGTTCACCAGCAAGTGCATCATCCGCGAAGAAGTGGAGAAGGCCAGAAGAGGAGCNGGACCGTCGACCTTTTAACTCCCCTGCGTGGGATTGATTTTNTATNTGTATTTGCANTACATCCCCTTCCTAAGATGTATCCCGTTTGATTTTAATTATGTAATGAACGCTATGATATCTAGTGAAGCTTATTTCGGGGGTACAATTGC

>rnd-5_family-1530#Unknown ( Recon Family Size = 51 Final Multiple Alignment Size = 49 )

TTGTTCAAAATCGAATCGAAATCGATAATTCGAATCGAAAAAAGTTATTGATTTATCGGTAATGGGTTATTGGTTTAGCGGTTTTGATAACGGTTTTGATTTTTTTATTATCGGGTTATCGATTCTTAACGGTTTGAGGTTTTTTCTTAACGGGTTAACCGATAACCCGATA

>rnd-5_family-30#LTR/Gypsy ( Recon Family Size = 52 Final Multiple Alignment Size = 47 )

TACTAGTTCATAGCTTAAGATAAGANACTTAGGTCATATTCACGACCATACTTCATAACCTAGATCAATTTCTCAAGAACTAGAATAATCGGATTACAACCATATATCACCCCAATTCANTCGTAATCGATATAATAACAACATAAANTAGCGATTCAAGCGTTAAGGATCAGCTAATCTAACCAAAACTANACCAATCCATCAAGAAATATCATAATCGAGTTAAAAGACACGTTAATCTAGTCANAATATCCAAAAAAAATCATAAACAAATNAATTCATAANATCAATTTCGAGATCGGAAAAAGACCCACTTGAAAANTCAACATTTGGAAATCAATTTGATGGAACCCTTTGNGGAAAGAGGTCTAAAAGGTGAATTAGATCCCGTACCTTACTAATTGATGAATATTGATGGTTAAAACTTGACCCTTTGAAGNCCCTAAACCCTCNCCTANCTTGGTCTTCAATGGAGTTCTTCACTAGAGAGAGAAAGAAGAGAGAAGGAAGAGAGTTTGGGTTTGTGAGTTGTGAGGGATTAGGTTAGTTTAATNGGGTTGGGGTCTTTATATAGGGCGTTAATTAACGTAATTAGACTTACCTTAACCCCTAACTAATNACCTAACCCCTTAATTAATTAATTAAAACTAATTNAAAACGTGCAGANAATTAAACAGTGNCCATAGACGACACNACGATCGACGGATCGTGGGTCAATCGACGGTCGACCACCGTGCCCTTCCGTGCTGCACATCCGTCGTTTTGGTCAGAGACTGTGGTTCGAAAGGGCCCTCAGCCANGATTTNTCTAAGTGTTGGTCGACGTATGGCTTCGACGCCCCGTCGATCAACGCACGCCGCGTCGATTCCCTTTCGCGCGTGGGTACACACTGCCNCTTGGGCANTTTTATCGACNTCCCAAACGCAAGGGTCCTCCTCGAGGGCCCTTNGTTGGTCCTTGGGGAGTCGTACCCGGACGTTTCGACCATGAANTAACTTAAACACGTGTTANACACCCTTCCACCAATTTTNATCAATTTNCGACTTTTAAAAGCTAGTCAAATAGGCTAAGGCGCGNTANCACCTCNTTGAACTAGTTTCCNGATGTCATGGACNTTCTTGGACGTTTTGGTTTCTAGACTTCCCAAATGGGCTTATATTCATCAAAATGGACCTTAAAACGGTGTCTAGACNTTATGGNACTTATGTTAGGCTCTANAACACGTCTTGGATTTTTAAAGTGTTACGATTGATATACCGTGGTTTCACGGTATTNTTAATACTTTTTCCTTAAGTTTAGTGTGTCCAAAAGCCTTTTTGTGCTAATTTTTATATAAGTTTCTCTTTGTTTTGCAGGAAATCTGTCCAAAGATGAACGCGGAGGTTTTTGAGCGAAGAAATGCAGAAGAGACCACCTACGGAGCTTGTGACGGTCCGTCGTGCTTGTGACGGTCCGTAGGTGGCAGCGTAGTGCAGCTGCTGAAGGAAGATGGGGAAGTCTGACCAAGTGTGGGGTTACGAAGCTCGTGACGGNCCGTCGTGGCCATGACGGTCCGTCCTGCAGGTTCGTCGTGAAGNTCAGAGAAGTAGTCCCAGTACCCANATTCCAAGAGTTNAAGTGTTTTGGAACGGAGACCCTCGACGGACCGTTGTGCCTATGACGGTCCGTCATACCTGCCGTCGAGGGTAATGAAGAGAGCAGCAGAAGAAATTGCACAAGTATGGGACGACGGAGTCCATGACGGTCCGTCGTGACCACGACGATCCGTCGCGAGGTCCGTCGACCCAGCCGCGTTTTGACAGATTTCCAGCAAATAGAGTCCTTGTTTAATTAGGTTTTTATTTTTTATAAATAGTTCGAAAAACCTCGTTTTTGAGGTTAGACTCCGGATTATTGTTAGACTCTTCATATTGTTAGACTCTTTGTTAGACTNTTGATTTTATTATTAGACTTTTGGAGATTNTTTGATCTTTGAGATTCTTGCAATTGATTGTTGGTGATTTTGTTGATTAATCAAGCAAACTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTACATGAATTCTTATNTAATATATTTGAATATTGTGATTATGACTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCGAATAATGAGGTAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTGATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGTATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAAATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTTATTAATTGATTAAACTCCAACATTCGAAGCTGTTAGTTGTCTCCTTTAATTTNGCTAGTTATTTTCATTCATTTAGAAATAGAAACCCCCCTTTTTATCGTTTTTGCTTTCCAAGGAAGTAATTGACTAAACAATAGTAATAATAGGTTGAAGTTAAGTCTAAACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTATTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAAAGTAGCTTTTAGATTAACTTGAACTTATTACTATAGTTTAGTCGATATTTTCTTGATTTTACTTCGTTTTATTGTTTTTNATTCTTGCAGAACTATCCTCCTTGTATGCCAAATACACGGAGAGGAAGAGAACCCTTGTTTCCCTACGATCACGAATTAGAGCGTACACTACGCAACATGAATCGAAACTTGGGAATTAATGATGATGATCCAAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGTTGTTACCCGATGCTCCGGGTGAACACCAACAGAGGGGACAAAATCCCGCTCCACGGCCCCAAGNATACTACAGAGGCTATGATAATATAGCAGACTCCGATGGGCCACTTGTCTTGCCCCCTCTACCACCAGGCCACACCTTTGTGGTAACTAGTAGCCTGATGCAAATGCTCACTGCCAGAGGTTTGTTTTCAGGGCTACCTTCTGAGGATCCACATGCCCATATAGCTAAGGTAAGGGCAGTGTGTAAAAGCTGTGTAGGGAGGCCTGATTTGGACTTGGATGTAATAGGGCTNAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATNTGGTTCACTGAGCTCCCTTACAACTCAATTTTCACTTGGAACCAACTAAGGGACGTTTTCTTAGCACGCTACTACCCGGTCTCCAAGAAACTAAACCACAAAGACAGAGTGAACAACTTTGTGGCACTACCAGGAGAGTCAGTTAGTAGTTCTTGGGATAGATTCACCTCGTTCTTGAGAAGCGTCCCAAATCACCGCATAGATGATGAGTCACTGAAGGAATACTTCTATCGGGGACAGGATGATAATAATAAAGCGGTGTTGGACACTATAGCGGGTGGATCTTATGGGGAGTGTCCTTATGCCGAGATTGCTGAAAAATTAGAGAAAATCTCCCGGAATAATAAAGCTTGGAGTACTAGGAAGTCAGATACCGGGAGAAATACCTTCGCAGTGCAGTCCACTCACAACCCAGCCACAGACGAGATTCGTGAAGAAATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTAAAACATGTCACTGGGGTGCAGAAAAGATAAATGCAGTTAACTACTTGCCTAAACCACCACCNCCTAATGATGAATGCTATTATGCGGAGGACTCCTATGCGGTAAATGAGCAGACGGGGGGTTTCCGACCGAGCGCCCAAGGCTCAAATCAGGATAATTGGCGCCAAGGTCAAGGGAACCAAGGTCGGAACTATGGTAACTATAACCGTGAGGGTCATTATGTCCGAGATGGAAACTACAACCGCGACAACAACTTCAACAGGGGTAACTACGGTAACAGAAATGATAGGAATGGGCCCTATGTCCCTCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGATAGTATGGCGCGAGTTGAGGATATGTTGCACAAAATGATGAGGAGGTTCGATGCTAGTGATGAGNACATTAAAGAGTTAAGGNGTGATTTAGCGGGTATTGGGCAAAAAGTCGATACACATGCAATATCGATTAAGCAGATCGAGTTGCAAATGGCCCAATTATCTGCGACTGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCGAAAAATGATGCGCACTGTATGGCAATCACTACTCGGGGTGGTAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGGAAAAGGCGAGAAAGGATAATGATAAGGTGGTAGAGGGTAGTGGTGAAGNAGAAGANAGCACTGGAAAAGATGCAGAAGTCCCTATGAAGGTAATTCCCATGCCTAGACCACCACCACCCTTCCCTCAGAGATTAGTGAAAAAGACCGAGGATGGTAAATATCGGCGTTTTATAACAATGCTGAAGCAGCTTTCTATCAATGTCCCTTTGGTAGAAGCTCTAGAACAAATGCCCGGTTATGCCAAGTTTATGAAAGATCTGGTCACAAAGAAAAGATCGGTCACTTTCGAGGATGATGATAGAATGCAGCATTGTAGTGCTATTGCTACAAGATCTCTCGTACAAAAGAAAGAAGATCCGGGTGCGTTCACTATTCCTTGTACAGTCGGGTCATTACATTTTGCGAAAGCATTATGTGATCTGGGGGCAAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGTGACCCAAAACCCACTGCGATGCGGCTACTGATGGCCGATCGGACAGTGAAAAGGCCTATAGGGATACTCCATGATGTGCTAGTAAAAGTGGAGTCGTTCATNTTTCCGGCTGATTTTGTTATTCTTGATTGCGAAGTCGATTTTGAAGTGCCTATTATTCTTGGGAGGCCATTCCTTGCTACGGGTAGAGCCTTAGTTGATATGGAAAAGGGGCAGATGAAATTTCGGTTGAACAATGAAGAAGCGACCTTCAACATTTGTAGGNCCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCCGCCATATCCCACAAAGAAAAGATGAAGAAGGAGAATGAACAAAAAAGTGAAAAACGAGAGTTTATGGTTGGGGATTTGGTGCTTTTAGACAGTTCCGGGTCGCCTTGTCTTCCGGGCAAGCTCAAGTCCAAATGGACTGGCCCTTACTTGATTACCCAAGTATTCCCTCATGGAGCAGTTGAGTTAAAAGCCAAGGAGGGAGTGCGGTTTAAGGTGAATAGAGAACGAATAAAACTCTATTTCGGGCATACNGCATCGGCGAATGAAGTGATAGAGGCATACCATCTTGATGAAGTCTGAGTAATCAAGTGTCCCCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACTTATAGTCTTTTTAGTAATGGTAGCATTTTTCTACTAATGGGTTTTTAAATTTGCAGGCACATCACCAGGAAATTCTGCAGAAAATTACTCTGCAGCAGTCACTGACGGATACATCGACGGACCGTCGCGCCCGCGACGGACCGTCGTACGCCTCCGTCGTACCAGGTACGTCTTTCTGTTATTTTCAAACTAGGGCACACGCGACGGAACCAACGACGGGTCGTCGCAACTGCGACGGACCGTCGTCGGGGAATCGTCGCGTGATTAATGAGGCGTACCCGACCCGACCCGGCTGGAGTTTATTATAAAATTTCACCATTTAAACTCCCCAACCCCTCATTTCACCCCATTCCTTCATTATTCCTCCCATTTCCCTCTCTTTTCAACTTCCACAATCCCTCCCTCTATCAACCGATCATTGCCCCCCCCGCAATTCTCCAAAGCCCTAAAAGTTATAATCTACTAGTCGGAGTTGCTGTTGTGGGTGTCTTCNTGGTCACCGAGTACCTTTCTTNCTTGTTTTTCTCGAATTCTNAGGTATGTGTCTCTAATTTCTACTCATTTATCTTGCATTTTTGTTTATTAATTAGTATTAGCTTAGTTNTTCGTGATATGTTCGTTTCCTTTATATAAGATTCTGTCTAACCTAGGTTAAAAATGCTCGAAATTGCCATGTTTACAACCCTAGACATAGGTGCTTTCGCATTGCTAGTTTCCTAGGTAGTTGGGTTAGACGAATGTAGGTCCAAAACACTACAAGTTCGATTTGGGTTCATNGGGGATGAATGGGGTACCACCAGTTCTNTCACTGANCTACAGAACGAGACCCCGATGACGGACCGTCGTACCCCGANGACGGACCGTCGTAGGGTCCGTTCCAAAANCCCTAACACCCCACTGTCCAATTTTCTCCAAGTGTCCACCGACGGACACATGCGACGGACCGTCGTGCCCACGACGGTCCGTCCTGCACAACCGTTCTGGTTGTCAGAGACCCTTTTTCTGAGGGTCTCTCACTTTTTCTAAGTGTCCTTCGACGGACACATGCGACGGACCGTCGTNCCCACGACGGTCCGTCCTGCACGACCGTTATGATGGTCAGAGACCCCTCTCCTAAGGGTCTCTCACTTTTTCTAAGTGTCCTCNAACGGACACNTGCGACGGACCGTCGTACCCGCGACGGTCCGTCCTGCACGACCGTCGTGACGGTCAGAGACCCCTCTCCTAAGGGTCTCCCAATCNTTTTCTAAGTGTCCTCCGACGGACACCTACGACGGACCGTCGTACCCGCGACGGTCCGTCCTGCACATACCGTCATACTAGTCAGAGACTCTCCTTCAGGGTTCTCCATATATACATAGTCTAAGTAAGACACGACGGACCCCACGACGGTCCGTCATAGTCACGACGAGCCGTCACCGGGCCCGTCGTGTGTCACTGTCACTATAGCAATGACATACNATTTTAATCTTTNATTTATTTCGTATGGTTTTGCTCGTCTTGTTTGCCACTACTCGTACTAATATTGATCCTTTACAGGTACTATCTACTATGGCACCCAAGCAAGATCGAATCTACGCACGCGGGCGATCNAAGTCTGTCGCCCCGTCTGCNCGCATGGTCATCGGCTCTGATGATGAGCGTGACCCCGAGTACGTGCCCCCAGGCACCTCCGCCCCTTCCCGTGCTGCACGTGCTCCCAGAGCCACGCCCAAAAAGGTGGCGTCCGGCGTAGTCACTGCCTCCCAGTCTGATGAGGAGCGCACACTGACCGGCACACCCTCTGGGTCAGCCACAAATGAAGAAGGAGCGTCTGGCTCCTTAGGAGTATCGTGGTCNGAGGAAGCCTCCGGCTCTGCTGAGGTTCCCGCACCCGCCACCGCTGCAGCGTCGGCCTCGTCTGATGAGGCCGACAGTTCGGAATCCACATCAGGTTCACCAGCTCGGGCCCCCACCCCAGCCACCGACCAGCCCAACCGGTGGTGCGTCGATGGGCAGTTTCAAGTCTACTCCGACGCCAAGTTCCTGACTGATAAAGGAGTGATGACTCGAACACTCACCTTGGAGCGGCGGGTCCTTACGGGGAGTCTCCCGACGATGCCNGAGATCCACAACCTCTTCACCAGGCATCGCCTGGAGTGGACAGCGCGTCCGTTGGGACGNTACAGTGAAGAGATGGTCCGAGAGTTCTACGCATCCTACGTAGCGACTCTCCGATCACAGATCGATAGGCGGGCTGCCCCCGCCAAACAGGCCCCACTGGAGCAGGTCCGAGTACGGGGCGTGCAGGTTGACATTTCCCTGCCCGCCATCCGCCGGTTTCTATACGGCGAGGGTGTTGATGCTACTCGGACCCCTCTCACCGCCGAGTTTGACTACCGCTGGCAGATTGTNAAAGATGGCCAGTTCCTGCGCGAGCCATCGCTGAGAGAGACCACCAAGAGGTGGATGGCCCTGCACTTGTCAGTCGACGGAGAGGGTGCCGACTGGGTNACCGAGCCGAAGGGGGCCATCAAGAAGGCCAACCTCACGTTCGCGGCGAAGTTCTTGTGGCTGNTCGTCCGCCACTGCCTTTCCCCCACAGCCGCTGATAACATCGTCACCTGGGATCGAGCAGTGCTGATGGCGGCGATGATAGCCGGGTTCGAGGTGGACTTCGCGTGGCTTCTNCAGGCAGTCATGCACGAGAGGGCNTTCAAGGTCACNACTACCTACCCTTTCCCGTGCATGATCTTTGCCCTCTGCAGGTCCGCAGGTGTGCCCATACGGCACGTAGATNAGCTCAAGACCCCGCAGGGCACTATTGACGTCGGCCTCATCAGAGACGAGGCCAATGAGTTGGCTCCACGNAGAGGGCCCCGTNCGGAGCTGCCCCCACTTGTGACACTTGCNGATACGGTAGCCCAGGCCCGCACGGCTACACAGGCGGCTTCCACTGACACTACCCCGGTCGAGTCTATCCCGGGTAGTAGCACTGCCCCGAGCTCCTCTCGCGCAGCCCCTCTACCGGCACCGGTCCCGCTTGCTAGGGTCCAAAAACTAGAGGCGCAAATGGCCACNCTTCTGCATCATATCCAGCCGTGGATGCAGAAGTCTATTGCTGAGTCCGAAGAGCGCCTAGAGCGGAGAATGGTCCAGTATACAGAGCGGAAGATCGCTGAGGTTAACCAGCGCCTGGACGCCTTTGAGTTGAGGGTGCTAGCCCGACCAGCCCCTCCGGTAGACGTGTCGACTCTTCAGGCTGCGGTCGNCAGTCTTCGCGCAGACATCGACACGATCCTAGAGGCAAGGGTGCCAGAGTCTGAGGCCCCTTCTGTCGAGCCTGCTGAGGACACAGTGTTGGCGGCCCTATTTNCCACTTCAGANATTCCACCACCTCCCCCTCGAGAGCGTGCCAAGAGGCGTAGGGGTCGAGCAGAGGACGAGGCGCGAGCACGGAAGAAGGAGCGCCGAGAGATGGAGGCCGCGAGGAGAGCCTCGCTTGCTGAGGAGGAGGCGCGCCAGATGAGAGCATCAGAGTTAGCGGCTGGGGCGTCTAGCTCCCGNACTGTGGAGATAGCGGGAGGCACTACTGATGGTGCGGTTGTTGCTGAGGACACCACTGAGGGTGTCCAGATTGCAGAGGACGTGGGTTCCGGGGAACCGGACCCACCAGCTTGCTGATCGACGGCGCTATGCGCCACAGGTTTGCTTCACCTACCACTCTAGTATTTAGATTTTTTATGCATTGGGGACAATTGCATGTTTTTTTGTTGGGGGTGGGGTAAATGGAAAGTGAGTGTTAGGGTGAAGTCTGAGTAGCCCAATTCACTATCCTCTTTTGGGGTTTTCTTGCCTGTGTTCTTTTTCCCCAAGAGACTGATTACTTTTTCTGTTGAACCGGCATGTCTATATCTTTTGTACATAGTTTAATTCTGAAGCATGATGGCTAAAATGATGCATGACTAGGCATAGTAACTGATAAATGCGTGGCTCTAAGCATGACATAGAGGTACACCACTGCATGACCCTAAGTCTAAAATTCGAACTAGGTGTCTGATAATCTGGTANAGTAATGAGATGTCAAGTGAGTGTGAGGAAGATTTGAATAGTCCACTATTGGTACTGAGCTAGAACTTGCCTGGTTAGTCCTGCTAAAAGTAAGCTGTAATAGACAATTAGGAAAGGATCATAGGCCCTTGTTCAATATAGCCAATTTTTAGCCTAAATAAAAAAAACCAAATGAAATTTATCCCTCTTTGATCCAAATGATTTGAGCTTAAATTA

GACCTTTCTTTTTCACCCCAACTGATCTTTTCTGGGAATAATGTGTTGGCCCTGGTCCCTCCTTGGACATGTGCACCTTAGCTTATGCCAAAAGCATAAGTTGAGGGTGGCTAATGCAGTAAACAACCCTCGTTATGGCCCTGACCCAACTTTGGGTATTGTGTACCTTGACTCATGGCAAAGCCATGAGTTGAGGGTGGCTATTATGAGGAATGCTCCGGAAAGTGGGGTTGAAAGAATAAAGAGAGAGAAAGAACGAAAGNAAAGTGACTCAAGAATTAGTTGAAAGAAAAGTAAAGAAAAAAAAAGTATACATGAAATACAAGCGAGAAAAGAAGAGANTCACTTACACAAATGAAGAAANANGGGAAAATAGCAAGGTGAAAGAATATGAGAAATNGGGCGAAATAAAATGATAGAAAGTGGNACGTTTAGCCGATATGTCAAGGAGGGAAAAAAGTCACTAAAGTATACCCAAATGTACCCTACCTGACCCTGAGCCTACGTTACAAGCCAAGAAAGTCCTATCGTGATCCTAAGAGTCGTATAGCGAACTTAAAGCAGTGAAAATAAGGGCAAGCTTATGGCAATATGTATGAATGAGTGTGAATTTGTTCTGAGAGCGAGTGTTGAANAGTAATCCTNATACTCAAACTGAAATCATTGTGTGAAAAATGAGGATGTCGTTTTGAAGTGAGGACACTAGTTGCGATACCGGAAATATTAGCACCTCGGCGAGAAATCGAAGAGGATAGGTGTCGGTGCGTGGTGAGTCTGTGTCATGGTCTGATTCCACATAATTCAAGCCTAATAGTGATAGCATGCATAAATGCGACGAGATTGATCGGGATTGATAGCCAAATGATTGCGAAGGATAAAACATGGATACTATTGTACAAAGATTTTGTATTGAGTCATAGTGCGTCGCTTGAGGACAAACAACGAATTTAAGTTGAGGGTGTTGATATACCGTGGTTTCACGGTATTTTTAATGCTTTTTCCTTAAGTTTAGTGTGTCCAAAAGCCTTTTTGTGNTAATTTTTATGTAAGTTTCTCTTTATTTTGCAGGAAATCTGTCCAAAGATGAACGCGGAGGTTTTGAGCGAAGAAATGCAGAAGAGACCACCTACGGAGCTTGCGACGGTCCGTCGTGCCCGCGACGGTCCGTAGGTGGCAGCGTAGTGNAGCTGCTGAAGGAAGATGGGGAAGTCTGACCAAGTGTGGGGTTACGGAGNGCGTGACGGACCGTCGTGTCCACGACGGTCCGTCCTGCAGGTTCGTCGTGAAGNTCAGAGAAGTAGTCCCAGTACCCATATTCCAAGAGTTTAAGTGTTNTGGAACGAAGACCCTCGACGGACCGTCGTGCCTGCGACGATCCGTCATACCTGCCGTCGAGGGTAACGAAGAGAGCAGCAGAAGAAATTGCACAAGTATGGGACGACGGAGTCCATGACGGCCCGTCGCGACCACGACGACCCGTCGCGAGGTCCGTCGACCCAGATTTCCAGCGAATAGAGTCCTTGTTTAATTAGGTTTTTGTTTTTATAAATAGTTCGAAAAACCTCGTTTTTGAGGTTAGACTCTCGNATTCATTGTTAGACTCTTAGTTGTTAGACTCTTTGTTAGATTNTTGATTATCGTTAGACTTTTGCGAGATTATTTGNTCTTCGATTACTTTTNGAAGTCGATTGTTGGTGATTTTGGCGATTAATCAAGCGAACTTTCGGATTTTACTCTTTCTCATTGAAGTAAGTACATGAATTCTTATATAATATATTTGAATATTGTGATTATGACTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCGAATAATGAGATAAAACCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTAATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATTGATTGGTACGAGGTAATAACTTAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGGATAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAGATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTNATTAATTGATTAAACTCCAACATTCGAAGCTGTTAAGTGTCTCTTTCAATTTCGTTAGTTATTTTCATTCATTTAGAAATAGAAACCCCCCCCTTTTATCGTTTTTGCTTTCCAAGGAAGTAATTGACTAAACAATAGTAATAATAGGTTGAAGTTAAGTCTAGACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTATTTACTTGACACGACCGCTTTACTTCTTATTTGAGAAGTAAGTTTGAGCGTATCA

>rnd-5_family-369#LTR/Gypsy ( Recon Family Size = 49 Final Multiple Alignment Size = 47 )

TAGGGTCTACGGACCCCATCGACGGGCCGTCGTTCGATCGACGGACCGTCGATGGTGTCCGTAGATCCCAGGTATGTCTCNAAATTTTGTCTAAGTCTGTGCGAAATCGACGGTCCAATCGACGGTCCGTCGACTGACTTACGGACCGTCGACGGGGTNTCGTNAGTCCAAAGANCCAGTGACCCGACCCGACCCGACCCGACCGGTTATATTAAAATGAAAACTTTCAGTTAACCTCCAAAATTTCTTTTNAAATTCCCTCCCAACCGTTTCCCTCCCCTTATTTCCTTCCTTTTCCATTAAATCNCCATATCTCTCCCTTCCATTTTCTTCAAAATCCCAAACTCCCACCGAATCCAAAACCCTACCCTCCCCAGATTCTACTCCGTCTCCCTTATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACCCTAGGAATGACGAACTNGTCTTGTAGTTGTTGCTAAGTGTTGGGTGAACCTATGACGTGCTTAAAGTTGTCAAAATGTGTTCNTTAAAAAAACTAAAAACAAATAAGTCCTGAAANCTGTCTCNGGCCAACAGTACGAGACCCCGTCGACGGACCGTCGATGGGGTCCGTCGATGACTACACCCTTTAAATNTGCCGAANTCTGAAACGACGGAAGTGGACTACGGTCCGTCGATTGATCGACGGGCCGTTCTGCACGTCCGTCGTTTCCAACTGAAACCCTGATTTGTGAGAAATTAAAAATTATTCTAAGTGTCAGACGACGGAAGTGGACTACGGTCCGTCGATTGATCGACGGGCCGTTCTGCACGTCCGTCGTTTCNAACTGAGACCCCGNTNTGAGAAATTTTAAGAATTATTCTAAGTGTCAGACGACGGAAGCGGACTACGGTTCGTCGATTGATCGACGGGCCGTTCTGCACGTCCGTCGTTTCCAACTGAGAGGTCTGTGAAATNAAGACTCGTAAAANTTTCTANGTGTCCANCGACGGACACTATCGACGGACCGTCGATAGTGCCCGTCGAGCGTTACAACAAGTCTACAATAGTCTAGGCTATGTGTTTCCAGTTTC

>rnd-5_family-1026#LINE/L1 ( Recon Family Size = 58 Final Multiple Alignment Size = 46 )

AAGTGCCACACAAAGTGGCATGCTTCGCGTGGTTACTAGCCAAAGAAGCAGTTTTGACATCGGACAATGTGGCCAAGAGAGGNATATCTCTATGCTNCAGATGTTCCTTNTGTGGGAAGGATACAGAGACAGTNAANCATCTNTTCCTACACTGCAANTTCACCGGNCAACTGTGGCAGATTTTCCTTAATCTCAGAGGCATNTCCTGGNGTATGCCTAGTAAGATTGNTGAGACTCTTTTCAGTTGGGAGGAGGCTGGAGTTGGGGCANAAACAGAAAGATATGGAAAATNATACCGGCTTGCGTNCGGTGGANNATCTGGAGGGAGAGAAATGNTAGGTGTTTCGAAGATAGGGANAACAACCTNCAGAAGATCAAGCTNAAATGTATTNTGTTGTTCTGTTTTTGGTGTACAATGTCTACTCCAATGAGACTGAGTCAATCGTAGATGNTTTAGGGTCCATCTAGATTCTGGTTCAGCNTTGGAAGGACTTTAATCTTTTTCTTGTTTTTGTAAATATGGTTTTTCAGTACTACCTAAGTACTGACTGAAATACAAATGTTACTAGTGTCAAAAAA

>rnd-5_family-379#Unknown ( Recon Family Size = 48 Final Multiple Alignment Size = 45 )

TTAAATTTTAAAAAAATGATGGTTCAATCGAACTCAAAAAGTTTCAAAGATCCGACACTACTAGAAACAAAGGTTTTTCCCATCGCGAGAAAATTTGTGTTATAAAATATGATTTTCTCACTCATTTTCCATCGAATCAGCTCACTGAAAAAACGCATGGTGAGAAACAGATTCTCACTGAAATANTGGAAAACTTCCTAATTTTTCCGTATGAAAATTCTCTATTTTTTCTTTTTCCACCGATTCAATCAAAATATCTATGAAAATAGCCACTGAACATTTTTCAGTGAAATTTCAATGGGAAAATAGTGATTTTTTAGTAGTG

>rnd-5_family-979#SINE ( Recon Family Size = 46 Final Multiple Alignment Size = 44 )

TTAAGGGGTGTCAATGGTTGTAGTAAAAATATAATTATGAGGCTAGTAGGACTTGAACACACGACCTCAAGGAATTTTTGCAACACCTTAACCACTAGACTAAACCTTTAACTTGTGTCAAGAGGTGTCAATACTTGTATATATATATTAAATCAAAATTTGACTTATATACAATGTAATTTTTCGACGAAGGGGTGTCGCTTGACACCCCTTGGNCAAGGGTAGCTCCGCCCTG

>rnd-5_family-2922#DNA/Harbinger ( Recon Family Size = 46 Final Multiple Alignment Size = 44 )

ATATGGGCTCATTTTGGTTATAACCTTGGGCCAAGTGGTCGAGGGTAAGACCATCTCCAACCCACCTCTATTTTACTCTCCATTCTCTATATTTGGAGAGTAAAATAGAGAATGGGCTCTCCAACCCACCTCCATATCACTCTCTATTCTCCAAATTTAGAGAGTTGAGTAGTACTTCTCCAAATTCTATTTCACTTTTTAATATTTTATTATTATTTTCATTACTTTNTAATTATTATATTATTTTACATATAATTTTATTAATTAAATATTTAATATTCGTAATTATTTTTAAATGTAATATAATATTTTTAAAAATATATTATTTAAATATACTACTTTCATTTCGAATTAATATATTTTTNTATAATTTTCATCAATAATAAAATTTTATTTTATTATTAATTTTCATTATAAAGAATACACAAAATTNAAATGATAATACGAAAATTTTAATTTAAATACAAGATAACAATACAATACATAACATAATAATTTAAATANAACATAAAATACAATAATAACATAATAATTAATTCGCGATGAAACAAGAATCATGTCGAAAAGATGTTGAACGCGCATTCGGAGTTTTGCAATTATTGCAAGTCCGTCACGTTTTCGGAGAAAGAAAGTGCTACATGATATAATGACTACATGTATTATACTACACGACATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTTATAGGATTTATGGGAGCAACGTAATAATTTCGAAAATTGAGTGTTTATGTAATGTTTATGTAATCGTATTTCACTTTTATTTGAATTTGTTCGTTAATTTGTATATTATATAATATTTTCGTGCAATTTATGTTATTTAAAATTTNGAATAAAATATAATTTTATATTAAATAAAAAATTTGAAAAAATAAAATTTTATATCACATGAAAATTATATAAAGTAATTATTGGNAAAAAATAAATGATTTATATTATGAAATAAGAAAATAAGAATGAAATAGAAATAATAATATAATATTGAGGAGAGAGAAAAAGATTCTTTTTTAGAGAGTAAAATAGAGAATTGGGTTGGAGTTGGTTGTCTGAAAAAATAGAGAACTCTATATTTGGAGAGTAAAATAGAGTGTAGGGTTGGAGATG

>rnd-5_family-1633#LTR/Gypsy ( Recon Family Size = 45 Final Multiple Alignment Size = 43 )

ACACCCCGAAAATTTCTAAGTTAAGACCCGAACCATTCTTCATTTGCGTATAAGGTCGTATCGGGTGATTCTTAAATTGTTCNTATGTGTAAAGGTCAATTCTTTAGTGTGGGAATGGNTTTGGATATGAATTAAGGTCACTAGAATCCCCTAGCACAAATT

>rnd-5_family-1773#DNA/CMC-EnSpm ( Recon Family Size = 51 Final Multiple Alignment Size = 42 )

TTATTTTTATAATTGTAAATACAACACATTAAAAATGTGGCCTTAGTGTTTTCACCAAAATTTTATATTCCCTCCAACATTTTAACATTAAAATTTCATCTCCCTCCCATTTTTATTTGGCCAAAAAAATAAAACATTAAAGAAAAATTAAAAAGAATAAAACATTAAAGAAATAAAAAAGGGCAACATTTCCTAAAACTTCAGCTGAAGCTTCCATTTTCAGCCGAAGAACACCATTTGCGNGAACTGAAGAAGACGATCGAAGAACGGAAGAAATCAGTTTGTNCTATGATTTTCGTCACATTTCTGTTAAACTTCAGCTGAAGAACACCATTTTCAGCTGAAGAATCGAAGAGCACTGCGATTTCTCTGAACACGAACTGAAGAAGACGATTTTCCTCTCAGCTTCGTTGTTCAAGATTGGAGAGCTGAAGAAGACGATTTTCTTCAAAGATTTCTGGGTAAACTGTTGTTCCATCAGATTTCCTTTTGAAAATTGAAAGAAAATGCTTCACAAATCAACTTGCCTCATGTCTTAAAGCTTTAGGTTGTTGGAATAGAGTTTATCAGGTAAGAGATTTTACCTTCAAAAGTCTAAATTATAGCTTTAAGATTTTGATATTCTTGTGTGTCAGTCAAAAATTNANGTTAGGGTTTTTATGTTCTTGTGTTGTTGATACGAATTTTGTTGATTTTGGGAGTTTAGTTTATAGTTGTATTACGTATAAATGGGCAGATTATCTTTGACNGACTAGTTTTTTCTCTTGAATGTTGAATGTAGAAGCTGAAGCTAAGTCGCCTTTATNTGAAGAACCGAGTTGTAGCTAAGTCGTCTTTCTTCGAAGAACTAAANTGTTGAAGCTGGCGATACCTACGATATTTTGTCCCTAATATANATTTCGTCAAGTGTAAGTAGCTACTCTACATGAATTTCAAAAGGTTTTAATGTCTGTTTTAATGTCACTGTTTTTTAGTCTTTTTGGTCTTCCTGAGTTCATAGTTGTGCTCGCCTTAAGCTTGGTTTGTTCCTTTGTTAACCACATTGATTCTGTCTTGTAGCTATTTGCTGGTAAAATTTTTCTTTTTTCGACTACACGCCTTGAAGTGTCTAGAAGTCATTTTGTTGTTTCTCTAGTGCATTTTCAAGTGTACATCAGAAACTTTAGTTCAATATTTCTTAGTTGTTTTGGGATCACCTCGTAGTATGAATTTGCTAAACTTTCTTTGTATTTTGAGTTGCACTATATAGAAAACGAATCATATGCCTTAGAGATAGGCGATATAGGATATATTTTTCAAGTCTAGAAGGGGTGGAGAGGGAGCAGTAACTTGTGAGAGTGTTTTGCAAGAGCTGGACATTACAGTTATGACAAATAGGAAATTTCNTCCTATAAAGGGATCTATCAGAAAAANAATAGTAATAGACTTTAACTTTTGTGGNTGGACAGTACATAATTTCTTATTTTTTACAATAACAAGTAACTGTGTATGACAAGTTTGATTGGTGACCTCAAAATACATTTTATTACCTTCTATAACTGGTAAAACTACAGTGATAGCGTAACATGCTTTAATTGTTAATGTATATAACTTAAATCCTTAGTAAAGCAATTGTTTCTACGTCTTTAATTGTTTTTGTTCTTTTTCTACTTTCAACTTGAGGATTATGCTTTCTTTCTTTTCTGCTAACTGTTACTAGCAATAACAGAATAGAAGTAGAAGATTTGTTTTTGTAGTATGGACAACCTGTTGAGTTTTGGATATTGTTGAAAGTGAGGCTTGCTTCATCTAAGTTTTAGAAAAATTAGGAGAAGTCAGTGCAAACAAAATGGAGAGAAAGTTTTGTATGATGCTAAAGTCTGTCCTATTTGATAAGCTAGATGCAACGGATGAGAAATAGCTTGTAACTTTCTAATTTCATTACATGTCAAGTTCTTGCATATAGAATAGAAGTAAATAGAACTGTAAAGATAGTCTATGGTCAAGTGCTATAAGACTGTCTATGGATGATGCTAAAGTCTGTTTCTACGTCTGTCCTCTTGATGAAGTTAACAACTTCATTATCAACCTTTTCCTCACTGACTTTATGTTTCTCCTTCCTATCGACTTCAATGGTTCTGTCATGCTCCACAAAGTGGGCTTTCTTTTGAGCTTCAGGGGGGGAGACCTATGGTGGTATCCACCAACACTTTTTCTCTGTGACTTCAGTTGATCGGATGCCTTTCCCTTTAGTCTATGTCAAACTGTGGATATTCCAGTTAGTAGTGAACACGAATAAGCCTACTGAAGAGCTTAAAATACATTTATTCTTTTGTAATTTTTGAAGAATAAACATGTTGTAATTTGTACGCTTCCAAGTTTGAAACTTGTGACCATATCTGTAAGACTAGAGTCTATTCATCTTCGTGATGAAACTAAATAAAAAAGTAGTTTTAACATATAAGAATCAACATCAGGAAACAATGTTGTTCTCTTCTTTACATTCCTAATCATAGAGAACCTCCTCACTTTTTTACAATGTATTGTTTCTTTTTTTACATTGACTGAAAAAAATAACTCATATAAAATGAGACAGGAGAAATAATCAATTTTGTTGTAAACTTGAAAAATGACAAATAATTTAAAAGAGAGAAAAAATGATGTAATTTCCAGTATGATTGGGGTGGCAGGGAGAGTGCAGACGAAAGGTGGGGGTGGTGAGAGCAAGGGGTTAATAGTATTGGGTGTTGAGTTGAGAGTTGATACANGTCGCCTCGTGATCGGAGAAGGCAGATCCATGGAAGACTGTTCCCCCTTGTCACGTGGGTTCTCTTTTGACTAACAATAATGAGTTATGANCCATTCGTTTCTTATCCATAGATATGAAATTACAAAAAGTTGTAACGTAACACATGAGAACTANNAGTATAACTCAGGTATTACTATATATAGTNACCACTTGGNATTTGCTTAGCTTATCAATACTAAACAGTCTCTCATGTAACACATGATCATATGGTCCCTACCCCTCTCCGCATTTTTTTNTGCAAACAAAGAATCCAAAAAAAACGTTTGACGACCGACGTGGACTACCCTGCACCTGCTGACTGATAATTTTATCAATTTATATAAATCAGCTAACAGACAATACGAGCTGACTGGAATGCCTTGGTCTATACAGTTTTAGATGAATAAAAAAGTGCAGGTCTAAATGCTTTGGCTGTTTTACATGATTCAAGAAAATATCCAGTTTTTATTTTTATCTAAACTTGTAAAGTTCACCAGTAACTACATTTGTAGCTTAAGAAATTTGGTCAAGTTTGCGTAAAAAGTTGTTTTCAAATAGATAAGCATGCAATATTTGAAAATCATGTCTCTCTGTTGATTTTTTCTAGTCACCTTTGTTGACTTCTTGTTCTATGGATGTGGAAATACTTNGTTTCAATTGATGTGGTATTTAGTGGACTTAATCCTTGATAAAGTAGGACCGACGAGGAATCATTGCTCCACAAGAATGTTGGNTTTACCGGTGGTTCTAACCATGTTCTTTCTAAACACTAGGGGTACTACCAGGTGTAATGAAAAATCACATGNTGAAGAAACACATGATGAATATGCTTGTTGAATTTCAAAAAATGCTTATGAATGATCGTTTACTTACATGATCTTGAGTCTTTGGTANTGAATTAGATTCAAGTATCGTTTTTGTGTTGAATTAGATTCAAAATACTTTTGTGTTTTGGTGTTTTGACGTGCTTACTCGGTTGCACGGGTTAAAACATAAGAAGATAAATCCACATCCTTTAAGTTTCAAAAATATCGTTAATGAATTCGTAAGAGAANTATAAAAGNNNNCGNNNCATATAGGACGTACATAAAATATAAACACGCTTAAAAATCCTTCATAAATCAAAGTTAAAACTTAAGNAAAAGTAGNATCAGGGAATGCAANCTGATTTAACAAACCGAGTGAGTCTTCTGTAAAGAATCTAACAGAGTACCCCCCCCCCCCCATGGATACTTATGGGGAATAAAGAAGTTCTTGAGTAAATTTAGGCCGCTAATGGAGGTTTCATATCGTCATTCTGATGCTTTCATTATTTCACTAAAAGTTATTTCTTTCTACTCTTATGCTTGACCTTTTGAATATCCTTGGACTATGATGCGTAATGTTTTTATTGATTGGGTTGGGCGTATTGTAGTTCTTTAGTTTACATTCATTCCTGCCGAAATCTTAATAACATGATAACATTTGTTAAAAATACTACACTCACAGAACATTCACCATAAAAGGTAAGGATAAAAAAGATCTTTCTTCATGTATCACTGATACAACAGTTCAGAAATATAAAAACCTGTTGTGTTACTAATACANNGTGANATTCGGAAATTGTTGTATCGNNTATCTAATACAACGGATNATAAAAATTATTGTATTACTAATACAAAGCGACATTCGTAAGTCGTTGATCGAATATCTATTATAGGATCATAAGAATGGATTTGCGTGAATGCTTTAACATGGTATTCTAAAAGGTCACGAAGATCTAAATGGAGCAAAGCCAAGAATTCAATTGCAAAACTTTAACTCTCAATCGTTTGAATTCTATTTATTTATTTTCTTTCTTAATTNTGTNTATCCTATTAATTGTACTTATTTTTTCCTTNGTAGTATCATCAACATTCGAAAACATTTGTGGAGGATTCAAGGTTTGATTTGGCATAGCGAAAGT

>rnd-5_family-1752#Unknown ( Recon Family Size = 42 Final Multiple Alignment Size = 41 )

TTTTGGACATTTGTTAGTTTCAAGAAAACTTGATCTCTTATTATGCCNAAAAAGAAGAGANGAAGAAATATGACAAATTAGTTAACTTGCGATAAAAGANGTGGACTAATTGTCTCTATACNAATATTCTAGGAAGAGTGCAATGACATACAAAATGTTTGTACCTAAGAAAGAACAATCAAAATAATATACTAACTGTGGCAAGNAAGAGAGCAATCTNTTTGGTTCTTTTAACAAACTTCATCATTGGTTNCGTATTAGTTATCANATATTTGTTGTTGTGTGCTATCAAATATAGCACAACCCACAAGAAATTTTCCCAAAAAGNTATNCGNANAANNNNNTANAANNGNNNAAANNNGANNNANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGATAGGAGGAAGAAAACTTTGAGGAATGAAACANACTTCATAAGAAGCTTAATTAATGTATTTGAATTCGACTACCCTATAGCGAAAAAACCTACAAATAATAGTGGCAGAAATAAAAGTTTTGTTTACTAAAGAACCAAATGTAATGAATTCAACCATTTCAACAGCGTTATGAGTTGTGGACTGAGAGGTNCAAGAGTAGTAATGTCGCATTGCGATTAGAACCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGNNNNNNNNNANNNNNNNNNNNNNNNNNNNNNNNNCTGGGTAGGAGGAAGAAAACTTTAAGGAATGAAACAAACTTCATAAGAAGCNTAATTAATGTATTTGAATTCGACTACCCTATAA

>rnd-5_family-347#Unknown ( Recon Family Size = 47 Final Multiple Alignment Size = 41 )

AGCTAGAAGTCCGCGTACGGGTTCGGTCGAATTCAGTAACTTTTGTTCAAATANTGTATTTGTATTAAGAAATTTATTAAATATGTACAAATATTAAATTTAGAACTCAGTTATTAACACTTGAAATCGTCATTATAAAATTCAGATCGCTTTTGATCTAAACTACATATATAAA

>rnd-5_family-224#LINE/L1 ( Recon Family Size = 44 Final Multiple Alignment Size = 40 )

TTAGTTAACGTGCGCAGTGAAGGTGAAAATGGCGAGGGGAAGAGGAAGAGGACGAGGAANNNCGAGGCCGGAAAACGTCAATAATGACGGTTGGTAGCTCAGTTGGAGCTCGGGTGGAAGCAATAGAGNTGAATGAGCAGGAACAAGCTCAAAATGAGGAAGNTAGTTCTGAAGATGGGGTNTCNGCGAGCGCTAAAGTANCTAGGAAATTGAGCTTAAACTNTNCACTGGAGAAGGAAGAAGNACATGAGAACTCAGATCTAGAACGNTTTGAAGNTGAGAATAAGGCGGANGGCAATGGAACAGTAACTGAAGATGACGAGAGTAAGGGAGGTATAGAGAGGGAGAAAAGTAAGGAACATAAGGAACCNTGGGTTAATATGTTTAAGAACAATCGCGCGGCTAGCAATGGAATGAAATTGACCTACTTTCCTCCGCAAGTAGTTAATGGGCAAACGATGGTGCAGCTGGAAGGGAAAGAGGTACAGGANGAAGAAGAGAAGTGGAAACGTGCNCTNATAGCCTATGTAATTGGTGAATGCCCTGGGTATAATACTATGAANAGGTACATANTGATGAACTGGTCGAAAGTGGGTAAACCTGANGTATTTCTTCATGAGGAAGGATACTACGTAATCAAGTTTAAGAGCCCGAGTGACATGAATGAGATTCTATTCTCAGGGCCATATACTATAAGCAATCGGCCNATNATATTGAAGCAATGGNGTCCCGANTTTGATTTTGGGAANGAGTTCTTAACCGAAATTCCNCTATGGGTTAACTTTCCNAAGTTGCCTCTAAATTGTTGGGGAGCGGGATCATTGAGTAGAATTGCNAGTGCTATAGGAGTGCCNCTATTTGCTGATGAATGCACTACAAAGCAGACGAGAATNTCCTATGCTAGAATGCTNATCGAAGTNAATGTTACTAAACCTATNCCTCAGAAGATNACAGTNGTGGATCCAAATGGGAGAACATTTNTGCAGGANGTTGTGATGGAGTGGAAGCCTCGATATTGTGATAAATGTCAGAAGATTGGACATCAATGTCAANCAGCAACAANGGAGGAGATGCCAAAGAAGAGAAGGCCATGGAAAAAAGTAACACAGACNTGGCAATATAAAGGACCAATTCAACANCAGGAGAAGAAGGGTGAACAAAGAAAGGTGCTAGAGAATANAGAAGATGAAGCTTATTATGCGCAGAAGGAGAAACAAGAGATAGAGCAAAGAAGAGANCAGGAAATCAAGCAAACACCAGAAATTAATCTAAGGCCTCATACTGGAAGTAAGCAGCTGGAGTTNAGTCTGTCNAATTTTCCTATGCTATCAGCTATACCAACGAGAAATGGATTTGAGAGCCTCATGAATAGCAAACTGGCTTCACTNCCTGTTGATAGAGGTGGAGCCCCAAAGACTTGTTAATGAAGTGGAGTTTTTGGAATGTGAGGGGTATGAATAAGAGGTATAAGCAGAAGGAGATNAAGCTGCTTTTACAGCANAATAAAGTTTCCTTAGCAGGGTTAATTGAAACAAGAGTTAAAGAGGTNAATGCGAAAACAACTCTTAAAGGNATNGCNCCAGGATGGAAGATCATGAACAATTATAAGGATGCTGCNAATGGNAGAATNTGGATGATATGGGATGATAGTTGGTATGANGTTAAGNTGATAACCAGTTCAGCTCAGATGNTGCATTGTCANGTNAATGAAAGAAGCAAAGGNTATCAGTTTAATCTCACAGTAGTATATGGNTTTAATACTGTAGAACAGAGAAAGAGCTTATGGAANGAAATGAACACGATGGTTCAAAATGTTNCNCAACCTTGGCTCATAATAGGAGATTTTAATGCTATTTTGTCCCCCAAGGATAGACTAGCTGGAGCTCCTGTTACTNTGAATGAGATAAAGGATTTTGNAGACTGTGTNAAGGATATGGGCGTTANTGAATTACAATGGAAAGGTAATTACTATACTTGGAATAATAAGCAGATTGGTAATGCCAGAATCTCAAGCAGAATTGATAGAGCCTTTGGGAATGATGAATGGATGGATAAATGGGGACATGTCGCTNTAGAATATGGGAATCCAGGTGTNTCNGATCATAGCCCTATGCAGTTGNTACTTCATCAAAGTNATCANCAGGTGAAAGTNAGCTTTAAATTCTTTAATGTATGGACTGAACATGAATCCTTCNTGGANCTGGTGGAGAAAGTGTGGAAGCAGGAGAAAGGAAGGGACGCAATGAAGAAGGTGTGGTATAAGTTGAAGGCTCTCCAGCCTGTCTTGAAACAGTTGAATAGGAAAGAGTTCGAATATATNGGCAAGCAGATTGAGGAGGCTAGAANTGAGCTTGCAGAAGTTCAAGATCAGCTNTGTAACCAAGCAAANGATGAGTTAGTTGCTAAAGAAAAAGAACTNCTAATAAAACTTGAAAAATGGTCNNTGATAGAAGAAAGTGCTCTNAGGCAAAAAGCAAGAGCAAAATGGATTAAGCTGGGGGATGCAAACAACAAATATTTCAGCTCAGTGATAAAGGAGAGAAATCAAAAGAAGCANATNAGGAGTATNATGTCATTAGATGGAAAGATGCTGTATGANCCTCAAGAGATTCAAGATGAGTTTGTCNTATTTTATAAAAGTCTTATGGGAACNTCAGCAGGTAANCTNCCAGCCATAAATGCTCAGGTGATGAAAAGAGGACCTGTTTTATCAAGGCAACANAGAATTCAACTNTGTGCAACAATAACTGANCAGGAGATATNTGAAGCTTTGAAGTCTATTGGGAATGATAAGGCTCCAGGTATTGATGGNTATAATGCTCTATTCTTTAAGCATACGTGGAAGATCATTGAANATGATGTTATTGATGCTGTCAAGAGTTTCTTCACAACAGGGAANCTNTTTAAGCCNTTCAATTGTACTCTTGTNNCTCTGATNCCNAAGGTTCAGAGTCCNAAGAATGTGAAAGAATACAGGCCNATTGCTTGTTGTACTGTGNTGTATAAAATCATCTCAAAAGTGATAACTNANAGANTGCATGAAGTNATTCATANTGTTATCNGTGATAGTCAAGCAGGATTCATCCCAGGGAGGAAGATCGCAGATAACATNATNCTNGCTCATGAGCTGGTTAAGGCCTATACTAGGAAGAATATTTCTCCTAGAAGCATGCTGAAGATTGATCTACAGAAAGCTTATGATTCAGTGGAATGGCCTTTCTTAGAGCAAGTAATGGTGGGNTTGGGNTTTCCTGAGATGTTTGTTCAATGGGTAATGAAGTGTGTCAAAACAGTGAACTACACTATTGTNGTTAATGGNCAGANTACTCAAAGNTTTGATGCAGCTAAAGGGCTNAGACAAGGAGATCCAATGTCACCTTTCCTATTTGCTATAGCNATGGAGTACCTNAGTAGGCCGCTCAAAGGACTTAAAGAAGAGAAGAACTTCAAATACCATCCTAAATGCTCTAAGCTGGATATNACTCATTTGTGTTTTGCAGATGATCTGCTATTGTTTTCTAGAGGTGATCTNGANTCTATTAAGGCNNTTCAAANATGTTTCTCAGAGTTTTCTCAAGCTTCAGGNCTGCAAGCTAACCTCAANAAAAGCTCAATATATTGTGGTGGAGTCCAGANGGAGGTGAGGCAACAAATTGTTCAACAACTNGGNTACACAATGGAAGAGCTNCCTTTCAAATACTTGGGAGTGCCNCTATCANCAAAGAAGCTGACTACAATNCAACGGTATCCCCTCATTGATAAAATCATGGCAAGAATCAACTCNTGGACAGCAAAAAAGCTATCTTATGCAGGAAGAGCTCAACTGGTNAAGACTGTNCTGTTTGGNGTGCAANCTTACTGGGCACAATTGTTCATTATTCCNGCNAAGATAATCAAGTTGATTGAAGGNTTATGTAGAAGCTATCTATGGTCAGGGGTNGGNCATGTTACGAAGAAGGCNCTAATAGCATGGGANAAAGTGTGTTGTCCTAAATATGAAGGAGGNTTAGGNCTGATCAACATGNAAGTATGGAATAGAGCTGCAATAGCTAAACTNCGTTGGGATCTAGCNAACAAAGAAGACAAGCTGTGGATCAAATGGATACATGCATACTATATAAAAGGGCAGAGGGAATGGAAGANGAGNAACCANGCAAGCTGGATGGTCAAGAAAGTAATGAATGCAAAGCANATAGTTGATCAAGTTCAGCAANTNCAAAGCAAAGGGAAAGGGGTGATCAGGCAAATNTACTATCACATGAAAGGAGNGNAACAAAGGCCAGCATGGACATGTCTNATGTNTAGNAATGCAGCAAGACCAAAAGCCTATNTCACAATGTGGATCATGATGAATCGAAAGCTAGCAACNGTNGATAGATTAACTCAATGGGGAATTGAAGTAGATAAGGCGTGTGTGTTGTGCAAGAATGCTGAAGAGANTATAGAACATNTGTTTCTACAATGTCANTNTGCAAGGAAGCTGTGGGAGAGACTACTGGGATGGATAGATNATCAAAGTANCGTTCCAATGGCNTGGGAGCAATTTCTGCAATGGTGTATTCAACATGGGAAGGGGAAGAGNGCAACAGCACAAATGTTCAAGACGGTGTTGGCNGAAGGAATNTATGGNTTATGGATNGAGAGAAACAATAGAATTTTTGAACACAAGAGCAAAAAGGAGGAGAGTATAGTTAAGGAGATAGCTTATGTAACTATTGCTAGAATTCCTT

>rnd-5_family-2771#Unknown ( Recon Family Size = 44 Final Multiple Alignment Size = 40 )

CCCTTACTAGGAGAACTCACCTTTACTCTTTCAAATCTCATCACCTTCCTTTCTATGGTTGGGGTCTTAAACAACTTCAAACCATCTCAACAACCACTCCTTCACATTTCTAACACTATACCTTACCATTCTTTCCAACTTAACTACCCTTCAAAAGGTAACTNAACCAACCTAAGGTCATCANCACAACCTNTCATACCTCATCTAACAAGTCACATCTCATCTTTTCTCTCCCTCAACCCAAC

>rnd-5_family-544#Unknown ( Recon Family Size = 42 Final Multiple Alignment Size = 39 )

CATAATTTTTGAGTGGGCGTTTGGCCATGTTTCATTGTGAAATTTGAAAAAATATAGTTTTGTTTTCAAAGTGAAAAATGATATTTGAAAATTGGAGTTGTGTTTGGCCATGAATACAAATTGGAGTTGTTTTTGAATTTTTGTGAGTAATTTGGAGTGAAAAAGTGAAAATACTTTTTGTTGTTTTCAAATTCTTGAATTCAACTTCAAGTTGAATTTTATGGCCAAACATGTTTTCTGGAGTTCAACTCTGAAAAAAAAAGTGAAAATTTTTCATG

>rnd-5_family-3553#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 39 )

ATTTGTTACAAATTTAAATAAATTAAATTGATATTTTTTAATTTTTGTAATTGTTTTATCCTTATTTTAATTTAATTTTTTTAAAATTACAAATTTTATTTATTTAATATTTACAAGATACAAGTTATAAATATAACTTATAAATATAACATATTAATGAATATAAGTAATAACTTATAAAGTATAAACTTCAAAAGATTTAAATCTTGAAAACTTNATTAGACTTTACTTGCAAACTTAACAACAACAAAAAAATTAATAAAATATCTTTAAAATAAACTTAAGTAAAAAATTATANTATAAATTTAAAAACTATTAATTTATACTTAAAAAATAAAAAAATAATTATATTTTCGTAATTCCAAAAAATATCGT

>rnd-5_family-772#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 39 )

TAGGGATGGCAATGGGGCGGTGCGGGGCGGGGCGGTGCGGGTTGAGCTTAACCCGCAAAAATTTTAATCCGCCCCGCCCCGCATAGCANAATTTTTCATTTTCAATCCGCCCCGCCCGCCCCGCCCCGCCCCGCATAGACCCGCCCCGCATGAACCCGCCCCGCATAATTTTTTTAATATTTTCTTTTTTTCTTAGTTANGTTTGATACTAAAAATAAAATTCATAAAATAAA

>rnd-5_family-2781#LTR/Gypsy ( Recon Family Size = 40 Final Multiple Alignment Size = 38 )

TATGAGCGTTTAAACTTGTAACGACCCGTTTAGTCGTTTTGAGCAGCAGACTTCAATTCTGGAAAAACTGGCAGAGGCGACGGACCCCACGACGGAACGTCATGGGCACGACGGACCGTCGAGGGGGTCTCGTTCCAAAACACTTAGAAANTCTGAAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTGACGGAATGGCAGGACGGACCGTCGCAGGCGCGACGGACCGTCACAGACCCTTCGGAGAATTTGGGTCTCTGAACTCTGCGACGGACCTGCAGGACGGACCGTCGCAGGCACGACGGCCCGTCACAGGCTGCGCAATCCCAGGCNGGGTCGGATTTCGGTTAAGTTTTAAGGGGCGTTTTGGACTATTCCTGCCTTAATTATAAAGTTAGTGGGTTNATGTTAATAACTCAAATTACTTGGGGGTTAAAAGAGGTAACCCTGAGTTAATTAGTGGGTTATTATTGCCATCTTTTATACTTAATTATATGCTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAGAAAAAGAAAAGAACAGAAAGAGAGGGAGAAACGAACGAGAAAGAGGAGAAACGAGGAGGAGAACAAAGCTTTGGGAAATTGCTTGCTTGATCGCTANTCTTCGGTGGAGGTAGGTTATGGTTTTTATGCTATTCGTAGTAAACTCTTAATAGCGAACGATATGTGTTGGGTAGTATTGTAAANTCTTCTATATGCTTAATTGTATGCTTGCATGAACGTGATTATATAATCGCGATGAAATAAGCATGATGAAGCTATCGAATCCTAAATCTTGAACGCCCTACTTCGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAGTAATGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAGTGTCATGTTCCGACACATAGTAGTAAGGGAGCGGAGTGTCACGTACCGACACGAGGTAATAAAGGTGATGAATCTTGAAAGATGTTAATATACTCAATCTAATGAACCTAATTCCCAAATGAGTATGATATGGAGGCTTGAGTCCTCATGAGTGTACTTGACGTTACTTATCAAAGATTCTTGTACATGTTGTTGCTACAGATTGAGTATTGTAGTTGACTTATGATATGANCTGATATATATTGTTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTGTATGTTTCTTTCCTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACCGCAACTCTAGCCAGTCTTCGTCACACCGGATCTTCAGGGTGAGCTAACGCTTCTAGCTTGGACTGGATCTTCTTCTTCACGTCTTGATGCCTTGAACTTCCGGCATGGACTAGCTTCTTATGTATTTTTAGCTTCTTAGAATACTCTTAGTTTAGTAATTTGATCGTAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGATAATAATAGTTGTTGAGTTTTTAGAAGTTATTGAATTGGTTTTTATTAATGAGTTTAAGTCTTCCGCATTACTTTCTGTTGATATTATATTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGGATTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTAAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCTTTCGTGCTATTACTTGGGTCCAATTGGTATCTAGGTGATACAAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACGACCGCGCCAACACCAACATCGGCGAGACAAGAAGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAGGAAGAGTAGCGGCAAGAGGCCGTGGTAGAGGTCGTGGGAGGACGTCCTCTAGAGGAAGAGGACGAGCACCTAGCCCATCTGATACTAGGGCGGTGACTCCTCCACCGACTGAAGAAGTAGTAAGAGAAGGGGAGGATGGGGAAAATGAACAAGTGCAGAATGAGGGATTGCCACCCCAACCTACCCCAGAGATGATAAATCAGGTTCTTGCTTATCTTAGTGGGTTATCTGATCAAGGTCAAACGCCTCCAGTGTTTTCTGCACCAGCACCTCGGGCTCCGGAGGTACAACATGCGGCTACTGCGGCTCCCCGCATGGATGCTTCATTGGAAATAGGCACGTTTCCTCGTCTGACTACAGGGCCTATAATGACAAATGATCAACATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCTTACGATTTTCTGGTTGACTGTCATGAGCTACTACACAAGATGGGTATAGTAGAACGGTTTGGTGTTGAGTTCGTGACTTATCAGTTTCAAGGGAACGCCAAAATGTGGTGGCGGTCACATGTTGAGTGTCAACCAACAGAGGCACCACCTATGACTTGGGCATCATTCTCTAGCTTGTTTATGGAGAAGTATATTCCCCGGACTTTGAGGGATAGGAAAAGAGATGAGTTTTTGAGCCTAGAGCAAGGTAGGATGTCGGTTACTGCATATGAGGCTAAGTTTCGTGCATTATCCAGGTATGCCACCCAACTTTGTTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGAACTGCGGATTTCAGCCTTACAGGTAGCGGCTACGGACAAAATCCTTTCAAGAAGTGGTAGACTTCGTGATAGAGGTGGAAGGAGTGAAGCCAGATGACTTCACCATGGCATCGACATCAAAAAGGTTTCGAAAGGGAGGTGAGNTTAATGGCTCTTACTCTAGAGGACAAGGTTCAGGAGGTTACTCAGTCCGACCAATTCAGTCTTCACTACAGACTGTAGTTGGGGGTCANCCCCAGACTCCGTCGACGNTTCTCACAGAGACCTATGCTTGACTCCAGAGAGTGTTATGGATGTGGGGAGACTGGACACATTAGGAGGAATTGTCCAAAACAGAGTTACAGACCCCCAATAGCCAGAGGTAGAGGTGGTCATGGNAGAGGCCGTTATTCTGGAGGACGTGGTGGCCGAGGTAATGGTGGTCATCAAAACGGCCGGGGTGACGGGCAAACGGGAACTACTGCAGCGCAACATGGTAGGGGCAACGGGCAGACAGGTGATAGGGCCCATTGTTACGCTTTCCCTGGGAGGTCTGAAGCGGAGACATCTGATGCTGTCATCACAGGTAATCTTTTGGTTTGTGATTGCATGGCTTCTGTATTATTTGATCCTGGNTCCACATTTTCATATGTATCTTCCTCATTTGCTACTGGTCTTAATTTACATTGTGAATCGCTTGACATGCCTATTCGTGTNTCTACTCCGGTGGGTGAGTCTGTGATAGTTGAAAAGGTGTATAGGTCTTGTCTNGTGACTTTTGTGGGGAGCAATACTCATGTAGACTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCGAATTTTGCGATCTTGGATTGTAATGCTAAAACTGTGACGTTGGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCACTCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGAGAATGGTTAGTAAGGGTTGTTTAGCTTTCTTGGCACACCTCAGGGATGATACTACCCAAGTACCTCCAATTGAGTCGGTTTCGATAGTCCGTGAGTTTCTGGATGTGTTTCCTGCAGACCTTCCTGGTATGCCACCGGATAGGGATATTGACTTCTGCATTGATCTNGAGCCGGGTACTCGCCCCATTTCCATACCCCCTTATAGAATGGCTCCCGCTGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTAAGCAAAGGCTTCATTAGACCAAGTGCATCCCCTTGGGGCGCTCCNGTTTTGTTTGTGAAGAAGAAGGATGGAAGTTTTCGGATGTGCATAGACTACAGGCAACTGAATAAGGTAACTGTTAAGAACAAGTATCCTCTTCCTCGCATCGATGATTTGTTCGATCAGTTACAAGGTGCTTGTGCCTTCTCGAAGATCGATTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCNAAGACTGCTTTTCGGACCAGGTATGGGCATTACGAGTTCTTAGTAATGTCTTTTGGGCTTACGAATGCCCCTGCTGCTTTCATGAGCTTGATGAACGGGATTTTTAAGCCATATCTGGATCTCTTTGTCATCGTATTCATTGATGATATACTGGTATACTCAAAGAGCAAGAAAGAACATGAGGAGCACTTGAGAATTGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAATTCTCCAAGTGCGAGTTTTGGCTAGATTCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGATGGAGTGATGGTGGATCCTTCTAAGATTGAGGCGGTGAAGAATTGGGTAAGACCTACTAATGTTACAGAGGTAAGGAGCTTCGTTGGTTTAGCTAGCTACTACCGTCGATTTGTCAAGGGATTTTCTTCCGTTGCTTCCCAATTGACGAACTTGACTAAGCAGAGTGTTCCATTTGTATGGTCGGACGAGTGTGAAGAAAGCTTTCAGAAGCTCAAGACNTTGTTGACTACTGCACCAATTCTTACCTTGCCAGTGGAAGGTAAGAATTTCATTGTCTATTGTGATGCATCCTATTCTGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAACGTAATTGCTTATGCCTCGAGGCAATTAAAGGTGCACGAACGTAATTATCCGACCCATGATTTGGAGTTGGCTGCGGTAGTGTTTGCATTAAAGCAATGGAGACATTATCTATATGGGGTTAAGTGTGAAGTCTACACGGATCATCGTAGTTTACAGTATGTCTTTACTCAGAAAGATTTGAATTTGAGACAGAGGAGGTGGATGGAACTACTGAAGGACTACGATATCACTATCTTGTATCATCCGGGAAAAGCTAATGTTGTGGCAGATGCTTTAAGTAGAAAGGCAGGGAGCATGGGAAGTCTAGCCCACTTGCAGGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACCTTATGAGGCTAGAAGTANNTGAGAAGGGAGGATTTTTGGCCTGTGTGGAGGCAAGATCTTCCTTTCTTGACAAGATTAAGGGAAAGCAGTTTACCGATGAGAAACTGATCCGGATTCGAGATAAGGTGTTGCGAGGAGAGGCTAAAGAAGCAAAAATCGATGAGGAAGGCGTTTTGAGAATTAAGGGAAGGGTATGTGTACCCCGCGTCGATGATTTGATCCACACTATTCTTACAGAGGCTCATAGTTCAAGGTATTCTATACATCCTGGTGCAACCAAGATGTATCGTGACCTAAAGCAACATTTTTGGTGGAGTAGGATGAAGCGCGACATTGTTGATTTTGTTGCTCAATGCCCGAATTGTCAGCAGGTAAAGTATGAACACCAGAGGCCTGGAGGGACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACATTGGGTAAGTNTGACTCCATTTGGGTAATCGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAGCTCTATATCTCAGAAATCGTTCGGTTGCATGGAGTTCCACTTTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCNGAATTGGGTACTAGGTTGGATCTTAGTACTGCGTTTCACCCTCAGACCGACGGTCAGTCTGAGCGAACGATTCAGGTNTTGGAGGATATGCTTCGTGCATGTGTGATAGAATTTGGTGGTCATTGGGATAACTTCTTACCCTTAGCAGAGTTCTCATACAACAATAGCTATCACTCAAGCATTGATATGGCCCCATTTGAGGCACTGTATGGGAGGAGATGTAGGTCTCCCATTGGNTGGTTTGACGCATTTGAGGTTAGACCTTGGGGTACCGACCTTTTGAGGGANTCGTTAGATAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCGCAGAGCAGGCAGAAGGAATACGCAGATCGAAAGGTTAGAGACTTGGAGTTTATGGAGGGTGAGCAAGTCTTGCTGAAGGTTTCACCCATGAAAGGGGTGATGCGGTTTGGTAAGCGAGGTAAGCTNAGTCCGAGGTACATTGGTCCATTCGAAGTNCTTAAGCGNGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCGGGAGTGCATCCGGTATTTCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATTCGTTGGGATTCAGTTTTGCTTGACGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCCATTCTAGATAGAGAAGTCCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAGGTTCAATGGAAGAATCGACCAGTTGAAGAGGCCACTTGGGAGAAGGAGGCNGATATGCGAGAAAGATACCCACACCTGTTTACANATTCAGGTACTCCTTTTCGCCCTTGTTTTTCTTCTTGTGATCGTTCGGGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCTGTTTAGTCGTTTCGAGCAGCAGATTTTATTTCTGGTAAAAACTGGCTGAGTCGACGGATCCCACGACGGACCGTCATGGGCACGACGGACCGTCGAGGGGTCTCGTTCCAAAACACTTAGAACTCTGAAAATTGGGTACTGAGATCGACTCTCTGAACTTCGCGACGAAATGGCAGGACGGACCGTCGTAGGCGCGACGGACCGTCACAGACTCTTCANNGAATTCGAGTCTCTGAACTCCGTGACGGAGCNGCAGGACGGACCGTCGCAGGCACGACGGGCCGTCACGGGCTGCGTAATCCCCGGCTGGGTCGGATTTCTGCTAAANGTTTTAAGGGGCGTTTTGGACTATTCCTGCTTATAATTATAAAGTTAGTGGGTTAATGTTAATAATTTAATTACTTGGGGGTTAAAGGAGGTAACCTTGAATTAATTAGTGGGTTACTTTGCCATCTTTTATACTTAATTATATGATAATTAGGGTAAAAGAAAGAGGGTTTGAATAAGAAAAANGAAAAGAACAGNAAGAGAGGGAGAAACGAGCGAGAAAAGGGAGAAGCGAAGAGGAAAACAAAGGCTTTGGGAAGTAGCTTGCTTGATCGCGATTCTTCGGTGGAGGTAGGTTATGGTTTTATGCTATTTCGTAGTAAACTCTAAATAGCGATCGATATGTGTTGGGTAGTATTGTAAAGTCTTCTATATGCTTGATTGTGTGCTTGCATGTTGTGATTGTGGAATCGTGATGGATTANAATGATGANGCTGTCGAATCCTAAACCTTGAAAACCNCCCTTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAATAGAATGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGTTTCGACACATAGTAGTAAGGGAGCGGAGTGTCACGTACCGACACGAGGGGAATAAAGAGAATGAATCTTGAAAGATGTTAATATACTCAATCTAATGAACCTAATTCCCAAATGAGTATGGTGNGGAGGCTTGAGTCCTCATTGGTGTGCTTGGCGTTGTNACCAANGGTTATGGTAACTGTTGTTGCCGCATGTTAAGTATTNTAGTTGATTTTATGATATTGCTTAATATATACTGTTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTNTATGTTTTCTTCTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCGACCGCAACTCTAGCCAGTCTTCGNCACATCGGAATTCAGGGTGAGCTANTGCTTCTAGCTCGGACTGGATCTTCTTCTTCACGTCTTGATGCCTTGAAGTTCCGGCATGGACTAGCTTTTACGTATTTTTAGCTTCTTAGAATACTCTTAGATTTAGTAATTTGATNATAGATGTTCTTGTGGTGATGACTTCCAGATTTTGGGGATAATAATAGTTGTTGAATTTTTAGAAGTTANTGAATTGGTTTTCGTTAATGAGTTTTAAGTCTTCCGCATTATTTTCTGTTGATATTATATTGAAATGTTGGGGTTTAGATTNGTTGGTTCGCTCACATAGGAGGATAAGTGTGGGTGCCACTCGCGGCTCGTTTTGGGTCGTGACANAACTAT

>rnd-5_family-3076#LTR/Gypsy ( Recon Family Size = 42 Final Multiple Alignment Size = 38 )

CAGATATGATACTATTACTACCCGGAGGGGTCATTTATTTGTATTGTCGATTGAGACGATACACTACCCGGAGGGTCATTTAGTTTTATTGTCGGACATGATATTATGCACTACCCGGAGGGTCATTTTATTTGTATTGTCGATCGAGACGATACACTACCCGGAGGGTCATTTTACCGTATCGTCGATTGAGACGATATCATTATCCAGAAGGCACCCAGAAGATCACTATGTTGCTCGATTGAAGCACTATCTTCATTTGGTACCAAGGA

>rnd-5_family-612#Unknown ( Recon Family Size = 40 Final Multiple Alignment Size = 38 )

AAATAAACGATTCCCCCCAAAAATAAATTTCACTAGTGAATAATAATGTTCACAAAGGGGAAATAAAGGATAAAANGNNAAAGACAAACCCACGCAGGGGCCATTTGAAAGTGCGATAAAGNCAGGCCCACGCAGGGGCTAAAACAACGTAAATACATA

>rnd-5_family-2329#DNA ( Recon Family Size = 41 Final Multiple Alignment Size = 38 )

GCTGGCAATTTAAGCCCATTTTTCACTGACCCGCCCAAATAGCCCATCAAATATGGGTTGAAAGAGTGATTTTAAATATGGGTAATATTTGGGATTATACCCATATTTTACCCATTAAAATATGGGTATATTATGGGTAAACTACGGGTCANATATGGGTATTGCAAGTTTTCTCCAAATTTTTAAAAAACCTTCTGTTACCGAGTTTTAGAAGCGATTTTTCAAAAACTTTCATATATGGGTCCCTATTAATATTTCAACCCCCGACCACCCACCCCCACCCCCCCCAAAAAAAAATTTAAANTTTATTTTTNAAAAATATTTTCAACTTCAAAATTTCATTTTTNAACCCCTACCCTCGACCCCCCCCCAGCCCACCCACCCCTACCAGCCCCCCCCCCCCCAAAAAATTAATTTTGTTTTTTAAAAATACTNTCAACTTCAAATTTTTATTTTTTCACTCCTACCCCCTCACCCCCCGTCCCACCCCCCTACCACCCCCAACCCCACCCAAAAAAANTATTTTANAATTTTTTTTTTTAAAAATACCACCGCTACCGGCCCCCTACCCCCACCCCCCACCCCCCAAAAAATTAAGTTTGTTTTTAAAAAATATTTTCAACTTCAAATTTTTATTTTTTCACCCTACCCCGCTCCCCCGCCCCCCTACCAGCCCCCCACCCCCACCCCACACCCCGACAATTTTTTTAAAGTTTCTTTTTTTACTTTTATAATAAAATAAAACTAAATGAAGCATTTTCAACANNTTTCATCTAAAAAAGACTAAAATATTTTCTCCATATTGAATTCTTAAGTAAAGAACTATTTATTCATGAAATATGGGTAAAATATGGGTAAACTAGTATTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTATGTTTACCCATTTTCAACCCGCCCACGTTTGACCCGACCCGCCCATTTGCCACCACT

>rnd-5_family-3662#LTR/Copia ( Recon Family Size = 37 Final Multiple Alignment Size = 37 )

CTACAAATCTTAGGAGGAAACAANTTTGAAATAACTTAATTTTGTTGCTACCATTACACGGTGAATTTAGGTACACCCATCATCGGAGTATACTATTGTTCTTTTTTNAAAAATAATTACTTTTGTTATTGTTGTTTTAATTAGGGTTTCTTCAGAGGGTGGCTCNATGCCTTTAAAGATGAGGCATATGCCTTAGGCTACCAAAAATTGAAAGGCCTAATGTTTTAGTAACAATAAAATTATCGTAAGCTTTTTGTAGCAAAAAAAAGAATGTTTTAATTTGTATGTAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAAACTATNTTTATGAAAAAGAAANAAATAACTTGAATCTCACATAAAAATAAAAAATAATTAAAATTCGNCCTCCAACTTATTTTTAGCTTTAGGACACTATCTAGCTTGAGCCGTCACTGAGTTTATTTTTTTTATCAATTATGTGTACTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTATGACTGGTATCAGAGCAATAAAGCTTTTCCGCTCTTTAACGTATTAGATCAAAATAAAAAACAACCAAATTATCAAACCGCAATGACCCCGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTGATGAGATTAACCGAAATCATCACAGAACCACGTTGACCGACCTGTTTCAATGGACGGACTACTAAGAAAAGTGTAACAGGCGAAAGGGTGCAGAAGACAACAACATTGTTGATGACTGGGAGGATAAGGATGTGTTACTAAGGAGTTGGATNTCAGGCACCTTGACAGAAGAAAGCATGTACCTGATTGTAGGCTGCTCAACTGCCAAGGAGATGTGGGAATGCTTGGAAGAAACATATCTTCAAGCAACNAAAGATAAGGAGTTCCAGCTCAAGCAACAACTGCAAAGTGTGAGGCTAGGAACACAAACAATTGACGAATACATTAAGGAATTCAAAGGCATATGTGATGGTCTTGCAACCATTCACAAGCCTGTAGATGAAGATAAAAAAGTGATTAATTTTGCTAGAGGTCTAGGTCNTAAGTACAAGACCTTCAGGACTGTCATGCTAGGTAAGACACCATATCCTACTTTTAATCAGTTTGTTAATGCTCTCAGGGGTTTTGATATGAGGGAGGATGAAGAAGAAGTGCCTCAACAAAACCATAACATGGCATTCTCTGCCCAAAGAGGCAGGGGAAGAGGAAACTACTCTCAAAGAAGAGGAAACAATAACTTCAATTCAAGAGGAAGAGGCTTCAAGCCTGCTGGACAAGGAACANGTTCTTATAACAGCAGAAACGGACCAGGTCCTCAGAACAGTCCTTCAAGTGGAAGTCATGAGAGGAACAATNCTGACGCGTGTCAAATTTGTGGTAGGAATAATCATACTGCTCTTAAGTGTTTTTACAGGTGGGACTACTCTTACCAAGCCGCAGATGAGCTACCACAAGCATTGGCTGCTACTAATCTACAAAACACTACTGATGACACCTTGTATGTGGACTCAGGAGCAAGTAGTCATATGACACGTAACTCAGGTATCCTAACTGATCTTAAACACTACAATGGACCAGATAAAATCATTATTGGGAATGGATCAAAGTTAGACATAACACATGTTGGAAACATATCTGGATCAGGTCTAAAGTTAAAGGAAGTTCTCGTAGTCCCTAAGATCAATAAGAATTTACTCTCAGTTAGTAAGCTTGCAAAGGATAATTGTTGCACTCTTGAATTTGATGAAACTAACTTTGTTGTAAAGGACAAGAAGACAAGGACACTGCTGGCCAAGGGATCTAAAAGGAATGGACTCTATGCTTTGGAAGATAACAATCTCTATGCTTTAACTGCTGCACACGATTGGAACACGTCAGACAACATGTGGCATACTAGATTAGGACACCCTAGTTTGAAGTCTTTAAAAGTTTTGAGTAGTAATAGTTGCATCAATATTAGTAGTCGGAATAAAATGCCTACTGTTTGTTCTAGTTGTCAGTTGGGAAAGAGTTGTAAACTTCATTTGGTTTGAGAAATAAAATTGAGAAAGAACCTTTATTGAAAATNCATCGTGACTTATGGGGACCAGCTCCTGTCGAATCTTCCCAACATATGAAATATTACGTCATTTTTGTTGATGATCGCACGAGATATACATGGATTTATCCACTGAAAAAGAAATCTGAATTCTTTGANGTCTTTGTAAAATTTTAAAAAATGGTGGAAAAACAATTTTCTAAAGAAATTAAGATATTTCAGTGTGATGGAGGTGGTGAGTTTATCNAAACAGACTTCGTNANGCATTTGGAAGATTGTGGCATCGTGAGACATATTTCATGTCCTAACTCACCTGAACAAAATGGATTTTCATAATGAAAACCTATGCATATTATGGAAACTAGCTTAACTCTACTACTTCATGCTAACCTCCATTTGTATCTGCGGGTTGAGANTTTCCTCACTGTAGTGCTCCTCATTAATATATTGTCCTCCTCAGTCTTAAAGATGGTGACTCCATTTGTTAAGTTGTATGGAGAGCAACCTGATTACAATAGCTTAAAAGTGTTTGGGTGTAGACGTTTTCCATATATCAAGGGTAGCAACAAGTTCAGTCCAAAGACNTATCCTTGTGTGTTCATAGGGTACAGCAGCTTACACAAAGGATATAGATGTTATCATCCNTCTACAAGGAGGGTTTACATATCCAGACATGTTGTGTTTGATGAAAACACATTACCCTATGTGTCTCCAAATCAATCTCAAACTAACATTGATGTCTCACCTCACCTTGCTACTTTTGTTGAATCTTTCTCTAAACTACAGGCACNTGATAATTATGATTCAGGGGAAGTACAGGTTGCTAGCCTACACATTACTGGTGATAATGCTGCTACACCTCATGTACTCGTTGATGATGAGAGTACTATTGACCTCTCAGGCGCAGGATCAGATGTTGAGGAACAGGTTGAANGTGATGATCCATACAGTAGCATTGAGACTCCAGCTGCAAATTTTGAATNTGCCAGCGGCGGTGAGGAACAGGTTGCACTTACAGGTCCAGCCAATGATCGTCATCAAACAACCACTTTAGTTNATGTACCAGTTGACCNTCAACTTGACAATGCTACACTCCAGTCCACTACCTTGGTTGATGTACCAGTTGAGGTACTTCCTGCACCACAAGGGCATCATATGATCACTAGGAACAAGGCGAAGGAACGACACTTGTTACTTGTTGCTCGCAGCAGCAAAGAAATTGTGAGAGAACCAAATACTACTAAGGAAGCACTAAAATAACCTCATTGGCTTGCANCAATGCANGAAGAAATCGATGTTTTACATACTAACAAGACATGGATATTGGTGCCCAAATCTCCTGGTATGAAATTGGTTTTATAAAAATAGGTGTTTAAGACAAAATTAAAAGTTGATGGGACAAAAGAGAGGTATAGTTCCAGACTTGTGGCAATGGGATTCTCGCAGCTTGAAGGGCTATATTTTGAAGTTAAGCTACAACTATTGAGGTGGTTCTATCCATTGTTGTCAGTTTAAAGT

>rnd-5_family-809#LTR/Gypsy ( Recon Family Size = 51 Final Multiple Alignment Size = 37 )

AGTTTGGATTCGTCCTAAAATCGTTAGAATATTGATATCTTGATACCCTTTCTTGAATTCATGTGTTGTTCTTGAATTGCCTGANTTGTGAAGTTTTTGAATTCGTTACGTCGCATTATGGGGTCGTTTCGGGTTAGGTTCTTAGGTATATTTGCTGGGTATCTGTATCTAAAAGTGATTTNAGAAAAAGAATCGAGTTTGGGCGAATTGGGGNAGAAAAACGAAGAAGAAANTTTGACGGGCGAAATTTGGACATGGNANCGCGTCGCGCGACCTGTTCCCAGNANATCGAAAATTTTCTCCGCGTCGCGGAGCTNACACGAGGTGTTCTGCCTCAAAAGNCATTTTCGGAACCAAAATTAAATTACGCCTCCGCGTCGCGGACCCACCCTCAAATTTTGATTTT

>rnd-5_family-3278#LTR/Copia ( Recon Family Size = 42 Final Multiple Alignment Size = 37 )

TCTCAACAAAAAGAAAAACAAAGAAAAGGAACAAGCAATGTATGCAGCCTGGGGAACAGGTTCTTCGGACATGTATGAGAAGACGNTGAGGACCTTGCCTTGATGGCGATAGAAGAATCAGACGCTGAACCTGAATCAGACTCTGAAGAAACTGAGGTAAACCTTCTTAACCTAAAAGATAAACTAGTAAAGTTCTCCAAGAAAAAGCTCTCATTCCTATTGCTCGCTTCCATAGACACAATTCAAGAACTTGTTAACACCAAGAGCCAACTACTTGCTTCCNTGTCTAGCTTAAAGTTTGAGCACATTGATCTTAATAAGAACAAACTCGACCTTCAAGAAAAAATCAAGCANTCTTGAGAAANTCAAGCAACTTGAANCTCGCAATCTGGAACTAAGAACTNAGAATTNAAAATTAAAAGTTCTTGGTAAAGAAAAAGAGGGCGAACCGCCTGACCAAAAACTTGAGGTCGACAAACTCAAAAAATAACTTAAGNCTAGAAAAGGAAAACTCTAGGAGAATAAATCTTGAATTGACTAGGATAAGAAGTGATCTGGAAAGAGCAAATAAATGGACAAAATCCTCCATGATAGTAACCCATCTAGGNAACAATAATAGGAACATCAAAACCGGAATAGGGTATGAACAACCCATAAATGGGAATCCTACGTTTTGTATTGTTTGTGGTAACTCAGGTCACTCTAAACAATATTGTCCTAAATACAAAATGCTACTGAAGAAAATAACNCAAAAGGAACCTATAAAACTGTTCAGAGGAACAGGTACATTCATAGGAAAAACAGTCTGCCCAAATGGGCTCATAGAGATCTTATTTATCCTTTTGATCAAAACAAAGGACCCAAGCTAGTCTGGGTTCCTAAATCTAACCTTTGAATTTGCAGGAAAAGTGAGAGGAAGCATGCAACATTCACCAATTGAACATGTTGCTTCAGATGCATGATTGAAACTAGAAGAAATTCCTCTCACTTGAGAAAAAAAAGGAACGGATGAATAACATTGACTGGAAAAAAAAGGGTTGAGAAAAAGAAAAAAAAGGGAAAGACTGAAGAAGCATGTGAAAGGAACAGGTCCAACCTATGCGGTATCTAACAGTTATGCGCACTCAGATGATCAATCAATCAAAAATATGATCAGCCAAGGAAAACACTTTCAAAAGGAAAAATTTGGAACTTGGGGATGATTAAGGTCACATGAGTATCCCTAAATGGCTAATGAACATTGCGCATACTGCCCTCTTAATCTTGAATTCTATGCTCAGTTTTGTACATTAAGTTGTATGTCTCTATACCACTTTTAAAGTCATGCTACTCATGCACTATAACATTGTATTTGCATCTAGCACAGGAGAGAGACTTAGTAAAATTGAAGCAAAATTCAGCATTATCCAGAGATCTAAGGTATGTGCACTACAATTATTCATGATTAAATATAAAGTCAATGCACTTGAACCTATTTCTTCCACTTGTCCCAAAAGATATTCATGCCCTAAATACTACCAAAACAAATATCTTCTTAAAAAGCCTTATCCCAATGTGATGGTCTATGGTTGAGATGAATTTGATGGAGGACACCTCTACTTTGGTGCCTTATAAAATATAGATTAAGAAAGTAGAGTGTGCTGGTTCTTAGGGGGAATCTTTTGTATTGAGTAAAGTCTTGGAGGATTTACATTGTGAGGGGGAATATTTTGGGGACCCTACACTTGAACAAAGTTCACTTGTTAGGCTCAACTTGGGTGCATCTAGTGAGGGGAATCGATGGGAGACCCATCTGTCGAACCTAGTTCTTCTATTGGGAACCATATAAACTGGGATTTCGGATTGATGTCAAAAAGTATTATTATAGTTGGTGTTGCACCTGATAGTACCACGTCCAGGGAACAGATTGAGAGAACGTGTTCCTTTACAAGTGATATTCAAGAAAATTTGTTCCTCTTACTGACTCTATTGAAATTAAAGATGAGTGAACTATTGTTTCTGCAGAGGGAACATGATTGATTGAACAAGTTCCTTAAAAGTGATATAAAAAGAAAAAAAAAGGATTGAGCGTGCATAGACCAAGGTTACCTTTGAAATTGAGAAGGCTGCTAATTTTGTTAATCCAAAAGATATTTTTGCTGCTGAAAAATGACTTTTATTTATCCTCTCATCTTTTGATATTACCTAGCCACTCTAGCCTTTGACTTCCAATTTTTTTTCATCGCAAGTGCTTGATTCTATGTTTAATTTTGATTACATTTGTGGTGTATATGCTTTTTGATTAATGCTAATGTTGGGTTTGAGTTTCAGGTTCATGTCTATCTCATATGTTTGTGCAAACGCTTTGTTATAGCTAACTGAGTTCTTGATTTTTAAGTGTTTGAGTAGGTATCGAATTTGTTTCTCTTAGTATGGTGTATGCCTTCACAGTGTTTTATTTTTGCCTAATGTCAAAAGGGGGAAGCAGCTGCATATGAGTTATGCGTACCTATTCAACGCAAGCAGATAAAATTTGTCATAGTCAAAAAGGGGAATTTGTTAAAGTCTCGTTGTTTTGAAGTATGACAAAGTTAAGGAGTTGTAGTNGTACACATGGCGAAAGAACTTGAGAAGNTGTGTGTCTTATCTGCTGCGTTCGTAATGTATGTTTGTCATCATCAAAAAGGGGGAATTTGTTAGAATGAGAAAGATTTTGATAATTGACAAATACAGGAACAGATGAAAGAAACAGGTTGTNCGACGTGTTCCTTACAGACCGAATCCGACTTGGATAAGGAGAACGTCAACCNCGCGAATTAGAAGTTATAAAGCTGTGGAANTATTGTTTTTTTCGACAAGCAANAAGTACAAAGAGTTTCCTTTTATAAAGGAGTTCGAAGCCAAGTTNAANAAGGAAAACTAATTCCTATTTAAGGAAATTATGTTTTCTTATTTATTTAAGGAAATTGTGTTTTCTTATTTATTTAAGGAAAT

>rnd-5_family-351#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 36 )

TAGTAATTTACTACTTTACCTCTACATAAATATAGTAAATATTAATATCAATACCTTATTGGTTACTGTCTTTGTCCTTTAGCCTTCAATTCACACTTCACAGTGACTTTGAGTTCACAACTTCACATTATACAAAACGTCAAAACCTAAAGTAAGAACCNTATTCCTCTTAATTTCTCTTTGTGTTACACTTGTATAGTTCTTTTCATGTTNGTTATTATTGTTTCTATTTTATGAGCGTTTGTAAAGTTACATTATTGTCTTGTCGCGTCAAATTATTGGAGAAGTCATATATTTATTTTATAAGCA

>rnd-5_family-2797#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 36 )

CTTATAGCCTGTTCGGCCAAGCTTTTGGAGGCCAAAAGTGCTTATTTTAGAAAGTTGAGGTGTTTGGCCAAGCTTTTAGGAGAAATAAGCGTTTTTGGGTAGTAGTAGAAGCTGTTTTTCAAAAGCTAAAAAAAAAGTAGCTTTTCTCCAGAAAGTACTTTTTTGAAAAGCACTTTTGAGAAATATGCACTTAGAAGCACTTTTGAAAGNTTGGCCAAACACNAATTGCTGCTCAAAAGTGCTTTTNAAATTGATTGGCCAAACACAAACTGCTTCTCGCCAAAAGTACTTTTTCAACATTTCAAAATAAGCTGATTTTAGAAGCTTGGCCAAACAGGCTATTAGTCTCTATATTATCCTAATATNCGCTTTTCTTTG

>rnd-5_family-799#Retroposon ( Recon Family Size = 37 Final Multiple Alignment Size = 36 )

TAACTAGGTAATTTACCCGCGCTTCGCGCGGGCATAAATAATCTTTCTAAGCTTTTGAACAACCTTTCCAATAATCGACTNTTATAAGAAAAAAAAGTAAATTTTAGTAGGTTTTAAGAACATTTCAACANAAATTAAATGATTTGACATTATCACATATCTCAAGAATTGTAAATATATAATNAATGATTAAAAATATCTTGATATCTAATTATTTTTATCTTTTACATAATTTATCATAATATATGTTTGATGATATAATTGTCTTGTTAAAATTGAGTGATGTTTTTATGTAGCGATTAAACATCATTTTTTCTATTTTTTTGTACATGAAAAATATAGAATCTGATAATTTTATGGTTAGAATAACTCCTTGTGAAAAAAAANTTATGTGAAAGTTTTTGATAATCAATATTAGTTATAAATAAGTTAAGACCGTTAAAAATGTACACCGCAACAACATAAATAATTTTTTTAGAGACAATCTACTTGTCTGAGGTCAAACGTTCACCACTTTTCGTTATTGTTACTTTGTTACTCTAACAAAATTTATAGAAGGAGAAAAATAAATTTGGAACAACAACAAAATAATATTGTTGACCCTTTTAGAAATTCATTCTTCATTAAACTGCTGCTTTGAAGGCCCTTCCGGATGCTTCATCAATGAAACTTTACGACTTTTTCAGAAATATGTATGTATGATTGTTGCATTATGAAAGTACAAGTAGATCAAAATGTTGGATTCTAGACTCATGTTAAAGAAATATTCTCGAACATTAAAAAATTAAAAATGAGTCTAACCTAGATAACTCAAACGCTCAGCAATGACTTGGGACATGAAGGACAACAAATCTATGTTAATAGACATATCTTTTGTAGCTTAAGATATTACTTTTATTTAGAGTAGGTTTTGTTTCATATTCTTCAAATTAAGCTTGNCGAAAATAGTCATAACTCACGCCAAAAATATTTAGAAGAGCCGAATGAGAAGGAAAAAAAGAAAACATTAAAAGGACGAAANCTTTGTCANAGTGAGATCATATACATACCAAACGAAAAATAATCAATACAATTTTAAGGAGACAACAAAACAGCGAGAAAAAACATACATTAAAGGGAGTAAACTATGAGATATCCAATGATGATAACAAATCATTCTAACCAGAAAAGTTCCTATGTTTTGAAATAACATACCTCAAAAAATTGACTAACACTTCAATCAACTTTCAATCCTTAAAGTACTCATAATATCCACTGATAAAATTTAGTAAAAATAGATAACAACATAAAAACAAAAAAATATGGGCATGCAAAGTTATTAACTCTCAGAGGATTTTCTGAAGAACACAAAATCGCATCCTTGTATGTGAAGGAATAACGTTGTTGATGAAGAAATTTGAGATTTGTAAGGCTTTTTTANTGTACCTTCAACAATTTCAGTAGAGAAAACTTGCTTGAATACTCAATTAACGTTTA

>rnd-5_family-1218#Unknown ( Recon Family Size = 38 Final Multiple Alignment Size = 36 )

TTATTAAAATAAATTAAGGAATTCTCTTCCCAATCGATTAAAATTAAACGTATAAAAAGTCGACAAGTCTCTTTAAATACTTACTTTAGATGGTACCTCCAGATCTGTCACATAAATAATTATAACGTAAAGATAAATCATACCTTGAAGATATAAGAACCTTATTGCATAACTTATGCAAGATCTCTTTTGCACTTTTCCCGTCTTCTTCATAATTCTT

>rnd-5_family-1861#DNA/Harbinger ( Recon Family Size = 58 Final Multiple Alignment Size = 36 )

CCGTTTGGTTACGGTATAAGAGGACATTTTATTCATGTATAAAANATTGTATTAGTTTTACNATGTTTGGTAGAAGTTTTTTATTAGGTANAAAAGTCAACATGACTTATACNATGTTTGGTTGCGTTTTTGTAGTCCTACATAATTAATACCAACATAACTTATGAGGGAATCTATGTATAAAGTTATGCAGGGTAGAAGGTGGAATAAGTTATGTGGGTATTAGTTATACATGTATTAAAGTGATAAATTACATATTTACCCTATTAATTTATTTTATTGTTTTTAATTGGAAACTTTATTGTTTTCCTATATATAGGTTTGTTGTTTTTATTTCTTTTTTATATTTAGACCATTTTTATTTCTTTTAATTATTTTATTTTTTTATTGGAAACTTTATTGTTTCCTATCAACATGTGTTGTTTTTATTTCTTATTATATATAGATTATTTTCATTTCTTTTTATATACTTACCGTTTTGATTGATTTATGCAAATATAAATATTTTTTTAATATTAGAAATTGATTGTATATTTTTTAACGGTACATATGCTAATCAAATATTAGCATTATATATTATTCAATATATTTCACATTTTATTAGCATGTATTATTATTTTGTAAATAATATATATTAATAATTTACAACAAGTTTAATATTCAATAGTTAATAATTCATGTATTGTAATCTCTACGTAACTAAATAATACCTACATAACTAATATCCGCATAACTAATACCCGCATAACTAAAC

>rnd-5_family-2770#LTR/Gypsy ( Recon Family Size = 42 Final Multiple Alignment Size = 35 )

TAAATGAGAAAATGAGTTTTCATGCATGGTATCTTCCTCATGGTTCATGTGCATCTAGTGTAGGTTGTCTAATTGTTTCATGAGGTNGAATAGTGAGCATGTCTAAATTGTTATATGAGATTGATTTGTTGAGCATGCCTAATGTGTTATTGAGAAGTTGCATGTTGAGCCTTTATGAGGAAAATTGCTCTAAATGTGCCTTATTGAAAATGTTGCATGATTNTNCTTTGATGAGAACTTGCATGATGTGCTAAGTGATGTTTAAATGAGCATGATGTAACTTGGAGAAGGAAGTTCCTCCAATATCATGAGAAATGGTAAAGAATGATGCATAAGGAGTTGGTATACGAAGNTCTANTNACTTGAATTGCATGAAGTTGATTGATANCCTTTTTATGTGGAGTGATGTTCCTCCTAGCTATGTGTATTGGTTTANGATANTGTATGCNTG

>rnd-5_family-907#DNA ( Recon Family Size = 45 Final Multiple Alignment Size = 35 )

TTCATAGTAGCTCTACCNCGTATCCTACTTTTCTTGTAGGTTTATCATTCAAATTATNGATGTGTGACATTATGTAACGACGAAGAACGATACAATCTATTCAAACATTATATTCATTAAAACAATACAATACGATACAATATAATACGATACATTATGAAACAATACGT

>rnd-5_family-253#LINE/L1 ( Recon Family Size = 47 Final Multiple Alignment Size = 35 )

AATGAGTCCTAGGTGCCTACTATGTGGTGAAGAAGAAGCAGAGACTGTCAACCATCTCTTCCTTCACTGTAGAATAACCAACATTTTGTGGAANATCTTCATCAATCTGAGGGGCATGAAATGGGCTATGCCTAGGAAAGTTACGCAGACTCTGAAGTTATGGAGCAGNTACGCAAGCGTTATCGGGCATAAAGAGAGATGGAGAATCGTCCCGGCTTGCATTTGGTGGACNGTGTGGAAAGAAAGAAACCTCAGATGCTTCCAGAACAAGAGCAATNCCATCCAGAAGATNAAGATGAACTGCTTAGTTTTGTTTCTTTTTTGGTGTAAACAGGAGTACATGGAAGATCTAGAATCAGTTATNGATGTTTTAGGNTCCTTGTAAATTTTGCTATAGGATTGAAGATCTTCCTGGTACTCTCCACAATTGTAATTAGGAACCTGTAACTTGTTGTGGCAGGTTCTGNTTTTTGTTTTGGAATAGAATACAAGTTGTTACCTTCTCAAAAAAAAAA

>rnd-5_family-2362#DNA/CMC-EnSpm ( Recon Family Size = 42 Final Multiple Alignment Size = 35 )

TTATTTTNCAATTTATNTTGGAAAAAAGGNTAAAAAATGTCTTTAACTATGTGAAANNGAACAAAAATGTTCTTCGTTTATAGTTTGGTTCAAAAATGTTTTTACCGTCAATANTTTGGTTCAAAAATGTCTTTGCNGTCAATANTTTGATCCAGAAATGCCCCTATAGTTACNAAATGGGTCAAAAATGCCCTTTTTCCGAATAAATATATTATTTTTTTTCTTTTTTTCTTCCTAATTAAAATATTATTAAAGAACACTATTCTTGTTTTCTTTCTTCTAAAATCACTTTAACAAATAAAAATGTAGGAAATATTTTTTTCTTCTTAATCTCATTTTATCAATTAAAATAGAATAATTTCATGTACCCTTTCGACGGATAATATATGTCATATATATAAGATCATAGTATATCCATCATTAATTTATATTTATATAACGATAAAAAAAATATTGATGATAAAATAAGAAATATTTTCATTATTTTTTTCTNTGAATTGAAGTAGGATAAACATTTGCTAATTTTTTTAAAAACATTATTAGAAAAAAAATGTGTTAAAAAGAAAATAATAATATATTTATTTG

>rnd-5_family-114#LTR/Copia ( Recon Family Size = 40 Final Multiple Alignment Size = 35 )

ATAGTAGAATATTCTAGAATTTTGTAGAGTGAGGTACAAAAATATCTTAGATATTTAAAGTAGAATTTTCTAGAATTCTGTANAGTAGAATATCTTAGATATTTATGTAGAACGNTNTAGAGTAATATCTAGATAAAAAATATCTAGATATTTTGTAGATAAAGTTCATAGAATTTTATTGTAGAAGTATCTAGAATAATTTCTAGAATCATCTCAAATAAGTATAAATAGGGGTATCTTAGCCATCTGTAAACAACTCAAATCAAACAGTCTTCTTCTATAAACAAGTTTTCTTTTCCAGANATACTCTTTCTCCGTTCTAGCTTNCTCTTCTTTAGCCGAATCTTCCCAATTATACTTTTCTTCTGCTATTCTCTACATGGTATCAGAGCCATAGCCGTNNATTGACTTTTGAATTTTATTTCAAGATCGGGTTAGCGGTAGATTCAACTGGTTTGTCTATATGGATTTTAGCGGTCGTGTTAATGGACTGGGGATGGAGTTGTTGAATCAGTCCAATTACAAGGTATGGAAGACATGTATGGAATCATACCTTGTGGGAGAGGATTTGTGGGATGTTGTTAATGGGAATGACACAAGTCCTCCTGCTGACGGACCGGAAAATAGNAGCGCATACAAGAAGTGGAAGCAGGTTAATGCGAAGGCGGAGTTCATTCCGAAGAGGACAATCTCCTCCGGTTTATTTGATATGGAGGACCCTCGATCGCTTGTTCAACAAGAAGAATGAAGCTCGGCTGCAGATATTGGAGAATGAATTGGCTAACACCACTCAAGGTAATCTTTCTATCTCCGAGTATTTTTTGAAGATTAAGAACTTATGTTCTGAGATATCTTTGTTGAATCCGGAAGAGGCTATTTCTGAAGCACGAATGAGAAGAATAGTCATTCGTGGGTTGAAACCCGAATATATTCCATTTGTGACGTCGATTCAAGGATGGGCTCAACAACCATCCTTGGAGGAATTTGAAAATTTGTTGTCGTCACAGGAATTACTAGCCAAGCAGTTGGCTAGTGTGTTTGTCAAAGACGGAGAAGGAGATGCTCTTGTAGCCGACAAGAGAAACTTCAAAGGAAAANTAAGAGATATGCCGCACTCTCGATCCTCGGGTGGTTCACGCTCGCCTAGAGAGAATGAAGAGCCTTCTAACTATTACGGTAAGAAGCCTCTCGGATGTTATCGTTGTGGCGAAGTAGGACACATAAAAAGATATTGTCGAGCCAAGGAGAGCAATATGGCTCAAAAAGTTGCTGAAGAAGAAGAAGAGTGGGAAAAATGTTTAGTAGCTGAGGCTCGAGCAATAGATGTCATGATTTCCATCAATCTTGAAAGAGATTGGATCGAGGATTTAGAATATAATATAGTCGATCACGTGGAGAAGCAAGAAACTGATGTCGTCGGCATGAAGCAAGAAACTTTTGAGGATGTTCCCAGTGGTGATATGGTAGCTTCTATCGAAGAAATCGAAAAAGAAGATCTCGAACATGCAGTATCTGAAACTACATGTGCTAATGGCGACCTTTACAAAGAAAGCATTGATGGAGATGTATTGGAAGCGGAAGTATNTGGTCAATCATCTGCAATATCAAGGTCAACTAATGACTTAGAGCAAATTTTGGAAGCANATGGAGAAAGTAGATATCGAATAGAGGAAGAAGACGATATTGAAGTCTTAGAGACAAACGATATGATTTTCGAAAGTTCTGAAGCTGCCAAAAAATNTATCGANGAGATGATAAGAGAATATGACGGTGGATCCTATGTTGGTGTTGAGACTTCACAGGAAATCGATAGTGTTTCTCTNGATAATATAATTGTCGAGAAGTCGAGAGAAAGGGGGAGTTTGAGAACTCAACAAGGAGATAATCTACATGGATCAACTGACGACGAAAAATCTTTATCATTTGAAGAAGCAAGAGGAGTTCGAAAGAAATTGCTGAGATTTTCACCAAGACGTGGCTCAAAGCTTCGTTTGAGTTCTTCCGCGACAAATGTGGGATAGTTTCCAAAAATCACTTTAAGGGGGAGTGTGAAAAATAATAAAGTTGATTTTTGGAATATCATAGATTGTTCTAGTAGATATTTCTAGAATATTNTAGAGTAATATCTAGTATAAAAAATATCTAGATATCTAGAAGATAAAGTTCACTAGAATTTTCTTTGTAGAAGTATCTAGAATAATTTCTAGAANCATCCNTACACAAGTATAAATAGGGGTGGTCTTGTACATTTGTAANCAACCCAAATCAAANAGTCTTCTTCTATAACAAAGTTTTCTTATCCAAAATACTCCTTCTCCTTTCTAGCTTCCTCTTCTTTAGTTGAATCTTCCGATCTTAGTTAACGATCTTGGGCTAGCAGAAGGTTTCCCCGATTATACTTTTCTTCTGCTATTCTCTACAGGCGTAATTTGTTATGGATACTNNTTTTGTTNATTATGTAGGGTGGGACCTGGTCTCATTA

>rnd-5_family-254#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 34 )

TTTTTTTTTTTACCTATATTACCCTTANTATTAAATAACTACATAAAATAGTAGTAGTCAAATTTAGAGTTTCAAAACATCATTAATAAGGTTAGTTTAGTAAAATACACCTCTAATTAAAATTTTCTTAAGGGATGTGTCAAGTCAACANGAGCCAAGTAATATGAAACGG

>rnd-5_family-1774#Unknown ( Recon Family Size = 40 Final Multiple Alignment Size = 34 )

ATGACTTTCTAACTCTCAAGCTTGAATTGAATAGAAGAGANGAGACAACAATCCACAACCCAACTACTCACCATACTCCCCACTTAGAAGGAACCCATCACAACTAANGAG

>rnd-5_family-882#LTR/Gypsy ( Recon Family Size = 35 Final Multiple Alignment Size = 34 )

TTCTCTCAAACCCTAAGGAAAAACCCTAAGGAAAAATCAAAGTAGAAGACTTCATTCAAGATTCTTCTTCAAGGTAAGTCTTTCTCCAAGAATTCCATTCTTTCCAACTCAAATTCCTCCATACAATTATGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTAGGTATGTAAGGNTATCATAGTGTTGGACTAGTTCGTCCTCACGCCCTACATCTACTTTCAAATNAGTAAAAGAGTAATCTAGGATTCTACCCCTAGATTTGAGTATTCTTGAGATAAGTTTAA

>rnd-5_family-1262#Unknown ( Recon Family Size = 35 Final Multiple Alignment Size = 33 )

GACGACCATGTCGAACTTCGGGAAACGATCCATATCTGCAAAACAGAAACCCGTTAGGTTTTCCCCTACCCCCAAGTTGG

>rnd-5_family-3429#DNA/MULE-MuDR ( Recon Family Size = 34 Final Multiple Alignment Size = 32 )

TATTTTCATTTACTTTTTTTTTAAAAATGATTTGGATNGAATTATAAAAGTTGAAAAATGAAGTGTTTTTTTGTATTTTATAAAAGATTAGAAAGTTTTAAAAATGTTAATTTGGTCCCAAATTTACTTAATTACATTTTAAAGAGGATTTGACCAGCTCTTGGTCAATCTGTCACCAAAAACNAAACCAAGACTTATTTGACACCTTTCATTTAATTTTCT

>rnd-5_family-348#DNA/hAT-Tip100 ( Recon Family Size = 43 Final Multiple Alignment Size = 32 )

AGTGGCGGAGCCAGAAATTTCACGAAGGGTGTCCAAAAAAAAGTAGAAAAAAATTGNTACTAGTGAGATTCAAACACGCGAGCACTNNCTCATTTCAAGGCGTCTGAAATCACTAGGCTACAACANCTTGTTATGTCAAGGGTGTCCAAAATATGTTATTTAATCATTTCGTGTATCATTTTACTTGTATATACGGTATTTTTTTCCGACGAAGGGTGTCCAATTGGACACCCTGACTATAGCGTGGCTACGCC

>rnd-5_family-1446#LTR/Gypsy ( Recon Family Size = 45 Final Multiple Alignment Size = 32 )

TGTGGTTGGCNAGNCCCAGTTTTCCAAAATGTCAAAGTCCNAGTACTTTTNTACGGTTCACCAGGACGGTCCGTCGTTCAATGCACGAGTCGTAGGTAGGTCTCGTAGGTGAGTCCCAGACTTAGNGAAATTTTAGGATCGAAAGTTGGGACCCACGGCCGCGGTGCACGGTCCGTAGGTGGACCCACGGACCGTACGTGGGGTCCCGTCGTTGGGGGTCCAAAATNGTGGTTTCTGAACCNACCGACGGNCGACCAGGATGGTCCGTGGNACGACAAACGGACCGTAGTTGTGTCCATNGTCGAGGTCGANAGTTATTTTACAAGGGCTTTTAGGTCTTTTCCTAATTATTCTAACCTAATACTATGTCGTTTTACCTTCTATTAAAGATCCTATATAAGCGTTTANTCCNAAAATTCCCCAATTGAAATCATTCTCCTAAATTCCCAAAATNCGTCNAAGTTCATCCCCAAATATTTCTCTCTCTAGAAGCTTGAAGAAGAAGGCTAGGGTTTCGAGGTCAAGTCTCCAAATNCACCATTGATTGTAAGATTTTGGCATCAAGGTATGATAGTATTCACCTACGGAGTCCTTTCCTCCATAGGGTTCCTAAATTCTCAAATTTTACAAGTTAGAATCTCCAATCGAAGTTAGGGTTTTATTCAATTTCATGGGTTCTTTTCAATGNTGATCCAATCGATTGTTTTATGTCTTTTTATGCATGAATTGAGATAATTGCATGATTTTGAGATAAATCCATGNTTTCTAGAATTGATCATATGAATGAGTNTTTTGAACTATGAAAGATGAGTTTATGAANATATGCATGTTCTTATGAAATTGATGAAAATGATTTAAGATTCTTTGAGAGTGAAGCATCGATGTTGTTGTTATTGTGAAAGGATTTCTCACATAAAGGATTCATAANGTTGAAAGGTTTTCTCACCTAATATGAATCAAGATTTAAGGGTCTATTNTAATGAAACCTAGCTTGGATTGGCTGCTTGATGTGCCTTCCA

>rnd-5_family-1282#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 32 )

CTACACCATTTTAGGCCTACGACCACCCTAGNAAAGTGTAGCCTAAACTANNAAAAAGTGTGGCCTTTGATAAAA

>rnd-5_family-815#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 31 )

TTAATTTTTATTTTTTCGATAAATCCCGAAAATGAGTAATTGATTAATAAAAAATAGGAAAAATATGAAAAAAATTAACGCCAAAAATTCACAAATAAATATAGTAACCTTAAATTCAATTTAACATTTTTAATTTTTTTTTATTTTTTTCGATAAATCCCGAAAATGAGTAATTGATTAATAAAAAATATGAAAAAAATATAAAATTAACGCCAAAAATTCACAAATAAATATAGTAACCTTAAATTCAACAATTTCAACATTTTTTTAATTTTTATTTTTTTCGGCAAATCCCGAAAATGAGTAATTTATTAATAAAAAATATGAAAAATATAAAAATNACGCAAAAAATTCACAAATAAAAAATAGTAAAATATTAAATTAAANAATTGTCGAAATTGTTGAATTTAAGGTTACTATATTTATTTNTGAATTTTGGCGTTAATTTTTTATTTTTTTTCATATTTTTCTTTTTTATTAATNAATTACTCATTTTCGGGATTTGTCGAAAAAANTAAAAATTTNAAAAAAATTGTTGAATTNAAGGTTACTATATTTATTTNTGAATTTTTGGCGTTAATTTATATTTTTTTCATATTTTTCATATTTTTTATTAATCAATTACTCATTTTCGGAATTTTCATATTNTTTATTTGTGAATTTTATTATTTTNATTTTCNTATTTTTTATTAATNAATTACTCATTTTCGGGATTTGCCGAAAAAATTAAAAATTAAAAAAAATTATTGAAATTGTCGAATTTAAGGTTACTATATTTATTTGTGAATTTTTGGCGTTAATTTTATAATTTTTTNCGATTTTTCGTATTTTTTATTAATCAATTACTCATTTTCGGGATTTATCGAAAAAATAAAAANTTTTTAAAAAAATTNTTGAAATTGAATTTAAGGTTACTATATTTATTTGTGAATTTTTGGCGTTAATTTTATATTTTTTTCATATTTTTCCTATTTTTTATTAATCAATTACTCATTTTCGGAATTTATCGAAAAAAATAAAAATTAAACAAAATTGTTGAAAATCGATCGGATAATTT

>rnd-5_family-1860#DNA ( Recon Family Size = 33 Final Multiple Alignment Size = 31 )

AAATTAAGTTTGTTTTTTAAAAAATATTTTCAACTTCAAAATTTTATTTTTTCACCCCATCCTCGCCCCGCCCTACCCCCGCCCCCCAATGCCCCCCCCCCCCCAAAAAAAAAAATTTTATTTTTTTTAAAAAAATTTTCAACTTCAAATTTTTATTTTTTCACCCCTACCCTCGACCCCCCACCCCCCCCCCCCCCCAAAAAAAANTTAANTTTGTTTTTAAAAAATATTTTCAACTTCAAATTTTTATTTTTTTCACCCCTACCCTCGAACCCCGCCCCCAACCCCCCCCCCACCCCACCCCACCCCCCCAAAAAATTAAATTTTATTTTTTAAAAAATATTNTCAACTTCAAATTTTTATTTTTTCACCCCTACCCCCACCCCCCCACCCCACCTCCCGACAAAAAATATTTAAGTTTGTTTTATAAAAAATATTTTCAATTTCAAATTTTTATTTTTTTACCCCTACCCTCTCCCCACCCCTAACCCCCCTACCNACCCCACCACCCCCACCCCCAACAAAACCAAAAAAATAAATTAAAGCTTGTTTTAAAAAAATATTTTTCGACTTCAATTTTTNNTTTTTTACCCCGTCCTCACCCCTNCCCCCCCCCCCCCCCACCGCCCTACCNNCCCCACCCCCCACCCCACCCCCCAAAAAAATANATAATTTAAGTTTGTTTTTTAAAAATNTTTTCGACTTCAAATTTTTATTTTTTCACCCCTACCTCGACCCCCCGACCCCCACCCCGCCTCCCAAAAAANTTTTAAGTTTGTTTTTAAAAAATATTTTCAACTTCAAATTTTTTTTTTTTCACCCCTCC

>rnd-5_family-587#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 31 )

TTGACTACTTGGCTGACCCATTNTACTCGATCTTGGCTTCTTTCGCTGCGTACATTTGCTACTGTTNTTTGCGCTTCTTGTCTATCATCAAAACACGAATTATCGATTCTATCATGATTCTATCATATTCCCCCTTTTTGATGAAGACAAACACGTNTACGTGTGATGCATGCGCAAATAACTCTTCCCCCTTTTGACGAATCAAAAAGAATCCAACAGCGGCTAANCAAANCCAATCAACATCCATAGCAACAAAATACGCCCAGCCAGTTGAGCANNATAAAATGTTCTGGCAACAAAACAAAGAGCAACAACACAGAGTNAAANCAACTAAGAGAACCAGGTTCAAACAAGATGCTTTTTCAATGTGGAGGTTGACCAGGCTTAGTTGAAGCAGAAGCCAGCATATCCAGAACTCTGTCAACTCTTGCATTGTTAGCAAGTTGCTGCTGCACCAACTGATCCTTCAACCTGTGNATTTCAGCATTTGAAGNATCGAGTTCAGCACGTAACTTCTGGTTTTCTGACTCAAGAGTGGCGTTCTTTTCTTCAGCTACTTTAAGTTCCCTGAGTAACTGAGCAACAGGACCAGATGTACGTGGAGACGCAGTTGCAACCTGCTCCGACTCCATGGGAATGCCACAATCAGCAAGGATGGTTTGAGTGAACATATCTGCACGAGTTAAAATCCTGCCTTCTCCCAATGGTACTTCAAATGCATCAAACACTCTAGTTAACAGATTTCCAAAAGCTAACTGATGAGAACCTAGTTTAGGATCAACAATTCTAGCAAGATGTTTGATAATCAGTGTGGGCCAGTCAATGCGTTCTTTGCACTCAAGAGCATTCATAAGTCCCATGTCTCTTATGGAGGCAATGTGACGTTGGTGACCTCTAGGCAGTATCACCTTATGAACTATCTCGAAAAGAAGCTTATGCAAAGATCTCATAATNCCCTTTAAAACAGTTTGTGCCCTAGAATTGACTCTACCTTGAGAGAATTTGGCTGGCAGGCTAGAATATTCATCAAAACCCCAATCGTACTCATTAATNCCCACAGATGGTATATGCAAGATTTCCCCAAGTTTGGTTGCATCAAANACAATGTCAACCCCCTTCACACTAGACGATACCACATCTCCTTCCAAGATTACCAAGTTCGTATAGAAATCTACCACTTCNTGTTCATAAATCAAATTAGGTTCAAGGAATAACTCCTCCCACCCCTGAAACCTTAGTAGTTCACAAACCTGCTTGACTATATCCATTGANAGTATATCAGGATGAAAAGTTCTACCCCTAAGCACTGTTTTGGTTTGGAAATACTTTTTCTTTCCCACTTTGAGAAATTTATCCGCATTTCTTTTCGCAGATTTTGATTTTGATTGAGGGGTTGCAGAATGTTTACCCTCAGAGACATCATCAGTTTCAGAATCAAGATTCATTGGAGAAACAGATGAGTGAACAGGAGACTTACCCAGACGACGACGCTTCACACTAGATGTTGCATCATCAGTTGGTTTGACCACATTCGCACTCCGAGTCACTGGCCTGTGCGGACGAACCTGTTTGACTGCAATGTGCTTTCTTGGCCGCCTTGGTTTTTTAGGGTGAAGGGTGCTCAGAAGAATGTCATCATTGNTTGGAGAATGTGGAGATGGTGGTGGATTTTGAGGAGTGGTTTTGTGAGATGGGGAAGAAGGGGGGTTNTTTGGGACGGTGGTTGTGGGGGTTTCTGGGTTTGGTGATAATGGGGTTTCTTGGACTGGTGGTGGTGGAGATTCTATGACGGGTGGTGGTGGAGATTCTGCAACNACAGGTGGAGATGCTTCTTTAACTGGTGGTGGTGGAGATGTAGACGGATCTGATTTGGGTGAAGATGTAGACGGTTTGGTTGGAAGTTGGNTTTCTTCCCCNCGATCGGGCACAACATCAACGACCGGGTTCTCTTCCCCCTGAGAAGATGCACTGTCAGACGAGTTTTCGTCATCTGAGTAAGCAACGAGTGGATTAACCATGGTGATGGAGGGGATTTCGTTTTCTTGTTTTCTGAAGAATGAAGATGAGAAAGAGTTGGTTGCTTGTTTAGAGAGAGTGCTTTATTGGGAACGGTTTTGATGTTGTATTCGAGGGGTTTGAGTAATTATGGGGGATTGACATCGAGGAGACGTGCGCTTTGACGGTTGCACCTGCTTTTCAGAGACGTGACATAGGAGAGAGAAGATGAAATTGTTTTCCCCCTTCTCTTTTTTTTTTTTAAATTTTTGACGCTAAGTGTAAAGCAGTTGTAGAACCAACTTGACTGAACCTGGTTCATATCTCCTTAGAACTTGGTTGGACAGAGTTCAATCTAAAAAGATG

>rnd-5_family-736#LTR/Gypsy ( Recon Family Size = 35 Final Multiple Alignment Size = 30 )

GCTCGTTTCGTCTCCAGCTCGCTGCCCCGGAGAAGGTGAACTTCCTAAATCTCTACTCACTCGTTATGTTAGTTTGTCATGTTTCAGCGAGCATGAAGTTCTCCGTCGATTTTCTCTCCTCTTGCTCGTTTGTTTTCCGTTCTCTGTGAGTTATATTGGNTAGTGATGAGAGTTTCGTTTGGTTTCGAATAGTTTGTCTTGTGTTTAAGGTATATATATGTTGTTGATGTGGGCTGCCCGTCTTCAAACACCCATGAAGATTGAGAAGAGAATGAGAGGTCTGTCGGTTTTGTTTATATGATTCGAATACGGTCTGTTATTGTTGGATTGATTTTGAAATCTTTCGAGCATGTTTTCCTCCCGTTCATAGTGATGGATTTAAGAATATGGTTCGAAATGCATATGAGGCTTCAATTTTCCTCGAATTTTTGCNTATAATCGTTGTGTGTTTTTTTCTCTTCGAANGTTTGTGATCTTAAAGGTTGGTTCTACTCCGTTATAGTTAAAATGTGTATCTTCTGTTTTTATGTATTGCATCCCGTGGCTGCTTATGTCGATCCGTGGGTCTCCTTCCTTGTTAGAAATCGGAGAGAATGCCTAAAGGGGCAGTTCACCCGTTTGTTTCCATTCTTGAACTTCCATTAGCAGTTGGCTGCCATAAGCATAGTTNNTTGCTTAAATTTTCCTTCCAATTAGCAGGTAGTATCCTTGACAAGCAGCAGTGTAAAGTCCCTACTTTATTGCCTCCTTNAATGNTGGTTTGCTTGAATATCATGTGTTCTTTTGAGTAAGTATAATCACTTCTTCGCCTACACTTTCTAAGTTGTTCAAGAAGTGGCCTTCTAGCTTAGTTGTTTGGTTTTGTCTCAACTCTTATTCCTTAAGATTACGGTGCTCTTGTGTATGTGCAAAGAGCGTCTTGGAGTTATGTTTTTTTAGTCTTTATGANATTGAGCTATGGTAACTATCATGCAACTTTATTTTAGCTTGATTTTATGTATTTGTAGTTTGCGAGAATAGTAATGATCTCCCTTTTAGTTTCTATTTTTTGTGTTATTTCCTCGATAATTTTGTTCTAAAGTTTCTTCTTCTCGNTTTGTTGCATGTGAAATCAACCCGAGTTCATCATGAACTCCTCTATTTGCATTCCTCGTTGAGCCATGAAGGCTCAAAACACCCTTACCGAGTCAGTAAACCTCCTGAAAGGATGTACAGGTCGGAAAAACCAGCAGAGGCTGCTGGAAAATTACAGTTTGCAGGTGTTGAAGAAATCTGTATACCAGTTATATACACATGTTATACCATGATATACAGGTCTAAAATGCACAGGTGGATCCAAATTCAAAATCTGGGTTTTTAGCAGTCCAGATACGCTGCTGAAAAGGAGTTTTCGACTTTCGAAAGTTGAAAAAACAGGCTGATATACAGCCTGTATACACTGATATACATAGACGCTATACCTTAAATATGTGTAAAAAATTGCGAATTGCAGGTTAACGTACAGGGACGCCAATTTCGGATAAAATACGGGAATAGGCAATGAATACGTGCATAGGATACAGCCCGTATACATTGGTATACATCTTTTNGGCGACGATATACAATTGTTAAGCAGGTTTAGAAATGGTACAGGTACAAATACGCCGAATTAATATGGGAAATGCAGGGTGAATAGCGAGAAATGCGTATTCGAACAAGTGCAGGGTTCAAAAAGTCCGNAATACGAATTGGATATATACAGTATACATCATTTGTATACTTTAACTTCTTGTTTNNNNCAGGAAATGGGCCAGGGCCCTTTTCAGCAACAATTTTGATAGGCCCAAAAGGCCATAAACGTTTTCCGCAGGATTCTAAATTGTTAAAAAAGGGCCCAAGCCCACATTTTGAAATCAGTTTAGGACAGGTGGGCCAAATCCCAAGTGAATGAATTTGGGCAATCAAGCCCAAGTTCAAATATTTTTCTCTCTTTATTTATTTGTTTGAATTAATTAATATTTTGGTAGAATTTTAATAATCTCCTAAAGGGCAGCCATTTTTTTCATCATTTTAAATTTTACTATTTTATTTACTTATTTTGTTTTATTTACTTTTATCACCATTTAGTTTTCCTTAAGTTAATTTCTTCTAAATGTTTTCCTTTAGAAATACTAAGGAATAAAAAATAGAATAAAATACATCAAAACGAATNNNNTCTTTACTTAGTTNAAAATTTTATTTTAAAGGTCATTTAGTCAAATCGCCGGTCAACCGCGAGTTAGCGGGCATCCCGAGGGCCTAATACCTTCTCAAGATGCACATTGAACTTCGAACCTTTTCAATCGATTTTTTAATCTGTTTTTAAATCTTTTAAAAAAATTTCTTGATATTATCAAAAATNAAGTGGCGANTCCGTAATTCGGAAAGTCGATTTTTCTTAAATAATAAGATTAATTGATTTTTCGAAACTTAGTCATCTTCNCACCATTTTTAANCAAATAGTATATTTTTAAAGTAAAACATTAATAACATCATTGCAATAGTTAAGAAGAACCGTTGTAATAGGTCGTTTGCAACGACTCGCAACTGTTGCAGAAACCGTAGAAAAGTGTCGTCCTAGAATAAAAAATAATTGTTGCTATANGATAGTGTGTCGCAAAAGTTCACAGTCGTCGCTATAAAACCTTTTGCAACGGTTCGACAACTGTTGCAACAACCGCATGAAAAGTGTCGTCCTAAACTAAAAAATAATTGTCGTTCCGGACGCAGAAAAGTCGTCGTCCTAAACAAAAAAATAATTGTNTGTTCTGGACGGTGTGTGTCAACGNCGTTTATCACCGTCGCTATAAACTCTTTTGCAACGGTTCGGCAACTGTTGCGAATAGCTGCAGAAAAGTTTCGTCCTAGACTAAAGAATAAATCGTTGCTACAGATGGTCCGTGGCAACGACTTTCAACTGTTGCTAGTAAACCGATACTACTGATATATCGCAACAGCCTTATACGTGCAACACGCTAGTTTTCGTTGCCATAACTCCGAATTGCAACACTCTTTGAGTCTATGACAATAATTATTCTTCGTGCTGCGACAGACACGTTTTCTAGTAGTTAGGCACCTCACTCATCATTTTCATTGGTCCAACCTCCGTCTTGCACGGTGTGATCATATCATCCCCAAAAGTCAAGTTTGAGCATGTAATCATATTGAACTTTATTCTGCTTGGATTTTATTTCTCCTGTAAGATCACCTTCTTCATTAATATTTACTCGTTGGGTAGCTTTGCAGCCAAATTCACTTCAATTTGGACTCTTGCACAATTTCGTGTTTGATTTTTTGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGTCTAGGCTTTATCCAATGTCAAGTTTACTACTTGAGTCCAACATCTATAACAACCACAATAATAGACTATAATAGATTTCAATTTTTCTAGAATTGAAGTGCGATTGTTATTTAATAATCTGGTCTTTGATTCCTATTAATCCCACTAATCAAAATTCGTGTTGAGTATACTTGTTGAGTGAGTAAAATTTTATATCGAAAAGTTCTCCGCTTAAATTGGTGCTCAAAATCAAGACATCTAGTAGATCCAACCTTTCCAGTTATACATTTATTATTATTATTTTGCAATCAGAAATTCATCGACATACTCATATATCCTCTTAATTAGTTCCAGTTTGATAACAAATGCACTATTTTATTTTATGAACAAAAAAATTAATAGTAATAATAATATTGTTAATTTCAATATTTTCTATCTTCTAACTCACTTTTAAATAAATAAAAAATTATAATAATAGCAAGGGACAAACGTGCAACGCACGTTACGAGAAACTAGTATTAAAAAAACAAAGCAAGTCTTTTACACAGTTAGACCAATTTTCAATAGTAAATAAGAAATCAGATCGAGTCCTCTTCGTTCATGGAAGCTGGCATGATTCTAGAATCAGCTAAAGCTAAAGCTTTTCTTTCCATCTCGAGACGATATCAATCAAGCACAACCAAGTCGTAGAACGCAACTCAAACACAGGATTACACTCCTTTAGTAGAACCCTGCAACCAGATATGCAAAAATATCAAATCCGATACGAAAGAAGAGGAAAAGAACATCATACTCAAAATTAATAATATAAAAGAAGTAATTTATTATTAAGAACTAACATGTATCGAACCTCAAAGATCTAAATTAATCGAAAATCAGCGAAAATCATCATAATTCTGCAAAGTAGACAGAATAAACCTAAAACATTATCAGTAAATATAACTAGGTTCAAATCGAGGCATAGTTGATTGATTGAGTGAACGATATAGATCATATATCAGGTAACACGAAATCAATATTTATCACTCATTAGATCTTATATATAGATCATATATCAGGTACATTCAACTAGGTTCGGATTGAGGCACGATTGATTGGTTTATTGAACATATCATATATCATATATTATTATAAGTGGAAACCTCAAAAGTAAAAAGTTGAATTACCATTTTACCCTTATACTAAATTCAAACGTTATTAAATATTTAATTAATTAAATANTAAATAGTAGAATTTCTATAATTAAATATTTTTAGTTGGTATACATGTGAGTAAATTAAATAGAAAAAAATNNNNNNAAAAGTTATTCCTTTNAATAGATAGATATATGTGTATTATATTCCAAATTAAGTTATGTTTTTAAGTAATATTTTTCTTTACTTTGTTGTATTCGTAAGCGAATCTTCATATTCCAAAGCTATAATTTTTCCTATATATACAAGTTTTTCAATTAGTATTTTCATAGAAAGATTTACATGTAATATAATTTTCGTGCGTGGAAGACTAGAGAAGCTTTAATCAAGTGAAGAAAATTTCAAGGTAGAAAAGTTGAATTATCATTTTACCCTTATGCTAAATTCAAATGTTATTAAAATATTTAATTAATTAAATAGTAAATAGTAGATTTTCTGTAATATTTTTTGTCGGTATACATGTGAGTATATTAAATAGAAANATAAAAATAAAAATAACAGTTATCCCTTTAAATAGATACATGTATGTGTTTCATCGTCCAAACTAATTTATATTCTTAATTAATATTTGTCTTTAATTTTTGTAACACTTGACCTTTCAACTTTGTAAGTGAATCTTCATATTCCAAAGCTATATTTTTTCCTATAAATACAAATCTTTTAACATTATTTTCATAGAAAGATTTATATGTGATACAATTTTTGTGTGTGGAAGACTAGAGAAGCTTTAATCAAGTGAAGAAAATTTCAAGGCAAGAGGATTTGTGTCAAGATTACAAGGCATAGTATGATTACAGGGATGGATAACACTCCGATTACTAAAGTATCGAAGCTTGATGTATTTTTTTTTTTTTACTTATTTGTCGAGATCGGAACTATGGTAAGACCCCTCCATTTATGTAGTTGAATATCACTTCCATTAACTTGTCTTCCAAANATTTTAATTTTTTTTGTCAAAGTTGAATGTTTATTACTATAACTTTGTTTCAATTTGCATTATCAAGAAAAAACGGGAAAAGGATTGTCTTAGAATTTTTCTATTTTTCGTTGGTNGCCTTATGCTAAACTTGCTCCTATATATGATACTTTNTCTTTGTATTTGTAATTTCGTTTTAAGAA

>rnd-5_family-61#DNA/CMC-EnSpm ( Recon Family Size = 33 Final Multiple Alignment Size = 30 )

AGGCTTAATACATAGACAATCCTTTAAATTCGTCAGNATATTTCATTTAGACACTCGAATTANGNCATGTTTTAATTGAACACCTNAACNCNTAATAAAGTGTTTCTATTAGACACTTTCGATTCAAATTTTGAAGTTTTTTTGCGTGTGTTCTCAAATGTCTACTACNTGATTAGTTAATCGCTTAAAATATGTCGTCTCCTTTAATNATACGCATCAGCCTCAATCGAAATATGCGTAAGGTTTTACGACTTATTGAGACTAATGCGTATAATTAAAGGAGGTGACATATTTTAAGTGGTTAACTTATCTACGTAATGAACACTTGAGAACACGNGCGAAAGTTTTCCAAAGTGTGTAATAGGAATACTTTATCATATGTTCAGATGCTCAATTGAAACAAGTCGTAATTCGAATGTCTAAATAAAATTTACTGACAAATTTAAGGGGTTGTCGATATATTTA

>rnd-5_family-1920#LTR/Copia ( Recon Family Size = 33 Final Multiple Alignment Size = 29 )

TTTCAATTTGGTATCAGAGCAGGTCTCACAGNTTAAGTGTTTAACCACACGTGAGCAAAGATCNAATGACACACTATCAAATTCCTGGCGCGTTACTTCAAGACGGACACTCNTCACACCGACCACCATACTTCAATGGACAACATTACTCTCACTGGAAAGACAGATTCAGAATCTTTGTCTCTTCAAATGATCATCAAGCATGGATAGTNATCAAGAAGGGNCCGAAGCCTATTCCNGGATTGACTGAAAAAGATGGCACTGAAAAGCCATTTGATCCTGAATCATTCGATATCACTAAGGAACAACAAGAGGTAATTCAAACTAATGCTAGAGCTATAAGTTTGTTATATTGTGCAGTGAGCGGAGCAGAATATGACAAAATATCAACATGTGAAACTGCGAAAGAAATGTGGGACAAACTAGAAGTGACTTATGAAGGAACCACTAAAGTAAAGGAAGCTCGAATCAGTTCACTTGTAAATGAATATGAGTTGTTCAAAATGGCCGAAGATGAAAATGTTGAATCCATGTTCTCGAGATTCAGTAAAATTGTCTGCGAACTCAAATCACTTGGAATGGTGTATTCAAATGCACTNCAAGTTAGAAAACTCGTTAGAAGTCTCCCCAAGGCTTGGGAAACTAAAGCTNCCATTCTTGAAGATGGAGATCTGCAGAAAATGACATACGATGAACTTCGAGGAAACTTAATGGCCTATGAACAAAATCATATTAACAGGTACAACAAGGATGATAAAAAGAAGATTGTGGCATTTACGGTTGAGACATCTGANATTGGAGAGGAAGTCGATGAANATCAAGGCGAAGGAATGACTCTCATAAATCGAGGAGTAAGACAAATGCTTAGACAAAGAAGACAGAGACCTCAACAGGANTTTAAGAACAATGAATTCAAAAGAAATGATGATCGNTGCTACTATTGTGGAAAACCAGGACATATCAAACAAAACTGTCCAGAACGAAGAAGAAGAAACAATCGAAGAAATGAAGATCCAAAAAGTCCTGGAGTCAAGGAGAAACANCTGANGATGATCATGATGAAACGGCCAACNTATGTTTCATGGCACTAGGTGAAACAAGTGAGGTAAGATCTTTTAACTGTTCTAATTGTAATGACTTACAAAACTCTTTGGACATGGTTACTGATGAATTACAGAAAGTTATCGACGAATACAATAAGATTGCTCAAGAAAAGAAAGACTGGCAGATTCTTCTCGAAGCAAGTCAGATTGAAGTCGACTTACTAGCANAAGAACTGGAAGAAGTAAAAGTGCAGCTGAACAACATCAGAAAATCTCCTAGTCATAGTTCTGTCCGATCTAACAGAACTACTTTCAACAGGAGAAGATATTCTAATCANAGTTCCAACAGATCAAACAGATCTATATCTAATTCCTCTTATCATTCTGCTGAAACTNCTATTAANNTCACTTGTTATACTTGTGGTGACATTGGTCACAAATCTTTTAATTGTAGGAAATTTTCTTCTGGAAAATGGATTTGGAGACCAAAAGTTGTTAATCCTAACCCTCGAGGACCCAAAAATACTTGGGTACCAAAAAGAAACTAATCTACTTGTTTTGCAGGAGCAANCNAAGAAAACCTACAGGAAGGGAATGTGGGTGGATGCTCCAGACATATGTGCGGAAAGAAAGAAAATTTCGAAACTATAAAAAAAATCGATGGAGGATGTGTNAGATTTGGAGATAATGCNAAAGGAGAAGTAACTGGAGTCGGAACTATCACCCTCAGCTCATCATGTGATCTAGTGNAGTCTCGAGCGATCCTTGGNTATGGCATCGAAAGCTTGGACACGCAAAGAAGCAGATCATATAAGCAAAATAGAGTGGTAAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACTATACCAAGAATATATGAAAGTGACGCAGGCGAGGATGAAAGTAATCCATCAAAACTAGCAGACGANGTTTCAAAAGCGTCCACTGAAAATCTCACTGAAGAGCCAGCTACTGCAGAAGTAGAGTCGACTANTCCAGCCGACAAAGCGAANATTCCCAAGGAATGGAGACACAACGCCANCTATCCTGAAAACTTCATTCTAGGAAAACCAGATGAC

>rnd-5_family-651#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 29 )

AATAACATAATACATTATTNAAATACTAACAAATATGCAATCTAGTATTAGTATAAACTAAATGTTTAGAAGTTGAAACTTTGACTACTCTATTTTGATTGAAATGTATTTGAATTGTAATTGATTAACGAAAGGAGTTGTTTGTACTTTNTTTTGAATATATATTTCTACATGTGTAATGTGTTAGTATGATACAATTGAGACNTTTTTTAAATTGTCGAAGTCATAATACTCTATTATACGAGTATATATTAGTCGAAGTCGAACAAACTATGATTACCGATTTACCGTACCGCAAAATACCGAAACCGAACTTCAANATACCGAACCGTACCGAATTAAATTGATATGGTAATAATATAACGTTTTAAAAATCGAATACCGAAATTACGGTATCGAAACTTTCAAATACCGTACCGTACCATACCATGCCCACCCCTAATTTGTTGNGCTATCAGTTTNAACACCTAACTACCAAACCTTAAAATCAAAA

>rnd-5_family-109#LTR/Gypsy ( Recon Family Size = 38 Final Multiple Alignment Size = 29 )

AGAAAAAGACGTTCCCACACTGTCTAGCTCTGGGTTTTTGATCTTTAACATTCTAAAACATTGTTTTTACATTTTTAGTAGAGATTTAGGGTTTGGATTTTGATTTTAGCTTNGATTTNAGCGTTTGGGGATCGCGGATCGTTANCAAATCNGATGGAAAACATTGTTGGTAACGATTTCTTGCTTTTCGTTATGTTTGGCTAAAACCCCTTACCTTAGGGGTGTGATCATGTAGTTGAATGCGTTAATTAGCTTATGGGTGTTGTTANTTNCTGATTTTAATGTTGTTTTGAAGTGGGTTNAATTGTTTGTTCATGTTTTAATTGATGAANTGAAGTTGCAAATTCGATTCTAGCTTAGTTCTCTATGCTTTCTTGAGAAAGANGTATACGGTAGAATGATTGATTGATGATTGCGTCTTTACGAACCTACTTGAGAAAGTGGGTTTNAATTCAATCTTTACGAATCTAGCTTGANAAAGTAGGGTTGATTAAGGTATTGGGTTGTTTGGTCGTGTTACGCTCGTCGAGGTTCGCGATAGTTGATTGAGAAATGACTATTGCATCCAAANCCTAGCCTACCCATTGAGATTCAACGACTTTTAGTAANTAGTAATCACCCATTTNGCGAAATTAGCATTCAATTTATCACACTCCCAAGGANCCCTCTCTACTTGTTTACTCCCGNTTATTTGTAGTCGTTAATTGGTTACCCAAATCCCCCT

>rnd-5_family-580#Unknown ( Recon Family Size = 36 Final Multiple Alignment Size = 29 )

CTTCCTCCATTTCATATTAATTNAATTGTTTAGAGATATTTTTTATTTTTCAAATTAACTTAATTGTTCAATTTTCAAGACTATTTTTAAAATATTCTTTCAATTTTACCCTTCATTAGTTAGTATTGAAATTAGTNATTAATTAATATTTAGTTATTTTAATCATAAATTTGACAATAATTAATAAGGATAAAAATGAAAAATTATGTTTAATTTATGTCTTAATCTACTTTTCTTAAAGAGTGTGAAACACCTCAANAATTCAATTT

>rnd-5_family-2953#LTR/Copia ( Recon Family Size = 28 Final Multiple Alignment Size = 28 )

ACTATTTCGAAGGTGGAATTCACTTAAATCAAAGCAAGTATGTTGCTGAGCTGTTGGCCAAGACAGAGATGACTTTGGCAAAGGCTGTAGCCACTCCTTTGGCTAGAAAACATGGTTTGCATGAAGTTGTGGGAAGTCTTGTATATGCATCNTTTTACAGAATGATAGTAGGGAGTCTTCAATATTTGACTCTCACAAGACCTGATATCACTCATGCTGTGAATTTAGCAAGCCANTTTATGCAAAGCCCAAACATTGAACATCTTCAAGGGGTAAAAAGGATTCTCAGGTACATCAAAGGTACTCTACACTTTGGACTCAGANTTATTTCACAATCACCATGTAGGTTGTACGGCTACTCAGATGCTGATTGGGGAGGTTGTACCACAACTAGGAGATCAACTACAGGTTATAGNATCTACCTAGGTGCAAATTGTATTTCTTGGACCTCCGAGAAACAGNCCACAGTAGCTCGATCGAGCGCTGAAGCTGAGTATAGAGCACTNGCCTCCACTGCCNCAGAGATGACATGGATCGTGTATCTACTTCATGACCTTGGGGTGTTCCTTCGATATGTTCCTACATTGTATTGNNATAATATGAGTGCNTTGTACATGANAATTAATCCAGTTATGCATGCTAGAACCAAACATGTTGAAGTGGACTNTCATTTTGTTCGTGAGAAGGTGTCCAGAGGACAACTTCTTACTCAGTTTGTGAAGTCTAAGGATCAGCTAGCGGATATTCATACCAAAGCATTAACAAAATAGGTTTTTGNTGAGTTTTTGGAATTCGTGGGTTCTAGGACTTAATAAGAACCATTCTCTTTCTTTTATCTAGATTCCTAACATGATGTATTAAATCTATCAAAAAAATATTGTTGTAGTTTATTAAATGCCCATTCTAACACATTTTTCTTTCTTCAATCTTAATAGTGGTTGTCTAAAATCTTATGTCATAATAGAATATAAAAGTATGTGGCTACAACAAGCAAAAATGGGCTTAAAAATTGAAGACTTCATGTGCA

>rnd-5_family-1902#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 28 )

ATTATATAATGTCGAAATTAGAAATATTAGTTTTACCAATTTATATTTTATTCATTAAATAAAATTCATAATAATCGAATAGTACATTGACCATCAAGCAAGAAATATGGAAAAATAATTATATTACTATAGCATCTAATAATATGAATATATCTATATGACTTATCCTTAATAATCTCTCATTACGCTCCATATTAGTAAGTACACAAATATGTAGCTACTTAAAGAAACTATATTAGTAAGGAAAGGATAAAAGNAAATAAATATTATAAAAGTACATTTAAAAACGAATNTAAANGTCATAAATTAGTAATTTCAGCACTAATAAAAATAGACTTATAACATTCATAATTTCATAGAAGATTANATTAAAGAAGTATAAATCGGTAAAGAATACAAAAAAATTAAACAGATAAGAACAAATACAACATTCATATCCTTCTTAAGACTTTAATTATAACAATATATATAGTAAAAAGAAATACACAAGGAGTAGAGTTCTTGCTTCTCCCGTAACAAAAAAAACAATCTAAAATGGTAAAGATAAAATTTATGATNCAAAATATCATTCTAATGAGGATCAAACAAATATTAATATTTCAAAACAAAAAAAGTACCTGAAAATTGCCTAATGATTCACATCAACACGAGGCAAGTGGTAAAGAAAAATTATTTTTTCATGATACATATATATAGCTAAAGATTCATNGGATAAGATGAAAAGGTGAAGAGTTGTTTAAGTTAATTTTCAGAAGTTAAGTGATCTTAGACATGGGGTAGAGGGAAAGGTGATTGTTTTTACTAATAATTCAATACATTTAATTATACTAACTANAGAGAGAGGATAACAAATTTAATCATTTAACCACACTAATTATAGAGAAAGAATAGATAATTTTTATTTTAAAAAAAAAAGTAATTCCTAACAATTTCCTATGAAATAATTTCTAACAATTTTCTATAAAATATTTTTGTCTTTCAAAGTTTGACTTTACACCTTCTTATTTTAGTATTTAGTATAATATAATATAATTATTACTTAGTATNTAAATAATTAGAATTTAAACCATTGTGTCTAGATGCATA

>rnd-5_family-1740#RC/Helitron ( Recon Family Size = 30 Final Multiple Alignment Size = 28 )

TGCAATGTATATCCTCATACATAAAAAAGGTTTGCATACATCCTACCCTATAATAGATGTTNTNTTTCCTATATATGTCAAATATATGACTACAATTGCCATTAATGATTCCGTTATGTTTTAGATCACTGCAAAATTACATATGCTAGATAGGACGAGATAAGAGAAGTGTCACACCAACAATCCAAAATTTATCGCCATCAAATCAACAATGACACACAACCAACATCAAGGTAAATCTAGTATGTTAAGTACTTATCATAATTAAAAATTAAATATAACCCTTCTATTCAATTCACTTCACGGGTGATAAAAATAACATCACTCTTTTCACGCCAAATCCAGCAGGTGATAAAGGAAAAAACATTCCTTCTACCAGTAAAACTGATCAGCATGACAACCATACAAAAAACAATTTCAGCAACACAAGTAAGAACTTACATAATCATGTAAAATCCAACATACATGAGTAGTTAGTACAACGCGAACATATTCGCATACATACATACAAAAGTATTACATCCTTCGTCTAAATGTACCAAAAAATGTTCCCCTTATAGAGAAAAGTCAATTGCGAAGCGCATTGCGAAGAGTGGATAAGTATATATTAGCAACCCAAACAATAGCACATCTAGAAGATGAACGTCCACGTTTGAAAAAGCAACCTAAAATCAATTGGCTATTTAGAGCATTATCTGAAGAGTCTGAAGCTAGAGGTACATTGGAAAACCCTATTCGTATCTTACATAACTTCAACATTCAATAACTTTATGAAATTACATTCTTAACATATATCTCTCCCAATATTCGTATATATAGGAACTGTTGCTTATAACTTATNTTTATCATATCTGCACGTGCTGAAAACCGTCCCAGAATGTATTTATTGTGCTGCAAAAAGATTGGAACATGAACCTCCAGCATTCTGTTGCGCAAGCGGATATATCAAATTNGCAACCACTGAAGCACCAACGGAACTATACGAAACGTTTGTGGCATCTACTCCAGACGCGGTAGAGTTTCGCAAAAATATTCGTGCATATAATAACATCTTTGCTTTTACATCTTTTGGTGTTAACCTGGATAAGGAACTAGCATCTGCAAAAAAAGGAGTGTACGCATTCAGGGCACAAGGTCAAATTTATCACGATCTACCATCGTTGGTACCACGTGATAACAATCCATGTTACTTCCAACTATACTTCTTTGATACAGACAACGAGTCGACCAACAGNCTATCAAAGGTGAATGAAGGAATTCTTTTAGACCAAATTGCAAAAAACTTNAACGAGGTAATGGAGGGTAACCCATATGCACAAATATTTCGCCAATTAAAAGACCAAACAAGTTTCCACAATTTCCAACTTCGTATTNCTGCAAACGCCTCTTTGGATCAACGAGTGTACGACACACCCTCGGTAAGTCAAGTAGTAGCAATTTGGATCGATGGAAACAATCCAAATATACCTTTTGACCGAGAAATAATTGTTCATGAGCACTCAGGGTACAAACATAGAGTAAAACACTATTTCGGTTGTTATGACCCTCTTNAATATCCTTTGTTATTCCCAAGAGGTGAAGGTGGATGTCATCAAGGAATAAGAAAACGNAGCAAAAGACCGCCTCACAGAAGAAGCGCTCACTCCCCACCTATAGCCGATGATATTCCAACATTCATATAAGCTGATGCAATATTAGCCAACGAGGATCAAGGTAAAATATATCACNTTATGCCCTCTTATAGAAAAAATTTAGTCACGTTCTTCACAAGTTAGCAACTGATAAAAAACACATACACGATATAAAATAATACTACCAAAGGCGTACAAAATACAATTATAAGAAAATACACTTTTCTATTATACCAATATGATAACCAACATAAAATAAAAATAATATTAATATGATTCCTTACACTTGTAGATGTCCGCCGCGAGACAAAGGGAAATGTTTCTTGCAGAGAGTACTATTGTTATAAGCTACAACTACGAGAAACAGAGAGGTCAGTATTACTACTATGTGGAAGATTACTACAACAATTTGTGGTTGACATGTACATAAAATTGGAAACAACGAGGCTAGAATATTTCAGAAAGGAACAATCAAATTTTAGAAGAGAGGTTTATCAAGGTATTGTTGATAGTGTCAGCGCGGGAGAATGCAGGGGAGATAGAATTGGGCAAAGAATACTACTTCCATCATCTTTTATTGGGGGANCACGAGATATGAAAAAACGCTATATGGATGCAATGGCTTTGGTACAACATTTTGGAAGGCCAGATCTGTTTATAACAATGACGTGCAATCCTGACCGGATTGAAATCCAACAAGAATTGCGCCCCAGACAAACTCCTCAAGATAGACCTGACTTGGTAACAAGAGTATTCAGAGCTAAGTTGCAAGATCTAAAAGACCAAATTTTCAAGAAAGAAATATTTGGAATTGTTGTTGCTCATGTATTCGTGGTAGAATTCCAAAAACGGGGACTACCACACATACACCTACTTCTCATATTAAAAGAAGGGCACAAGATCAAATCAGGAGATCAGTACGATAGGTTTATCTCAGCAGAGATTCCAGATAAATACGAGTATCCTATATTGCATAAATTAGTGATCAAGCATATGATGCATGGTCCGTGTGGAAACAAACGTCCGACAAACACATGCACGCAAAATGGACAGTGTAAATNTCATTATCCAAGGACATACAACAACAAATCAATCCAAGAAAAGGATGGATATCCAATTTATAAAAGAAGAATGGATGGAAGAATAGAGATTGTTCGTGGAATGAATATGACAAATCAATGGGTGGTACCTTATAGCCCTTATTTGCTTACGAGATACAATTGTCACATTAATGTTGAGGTNTGCTCAGGAGTCAAAGCAATAAAGTATCTATACAAGTATATATATAAAGGACATGATCGGTGTGCAGTTTATGTTCAGTNTGACGATGGTGAAAATGTTATTGACGAAATACGAACATTCCAAGATGCGCGATGGGTNTCACCGCCTGAAGCACTATGGAGAATATATGAATTCAACTTGACTGAAATGCAACCTGCAGTCATCAACCTTCAACTACATCTGCCAGGAAAACATTCAGGTACACATATTAATGCATTATAATACACATTTACTTAAAAAAACTAATTAAAATTGTCAAAATACAAATACTAACTCAAAACAAAATCACGGTGTTTTACTGGAAAAATCAAAATTTAAAAAATGTCATCGCCTGGGATGGTGTCAAGCAAACAATGTTGACCGAGTATTTCAGAATGTGCTCAATTGACTCTGAAGCAAAAACATATCTTTATAGAGAATTCCCAAAGTATTATGTTTGGAATTCAAAGGTAAANACTTGGACAAAAAGGAAAACAAGATCTGTAATTGGTCGCATTGCAATCGGTAAGNCGAATGTAGTAAGCTATAAAATCATACACATTGATAATTTTTAAACTTATTAATTAGTANATATTGATTATATTGTACAGCTAATCCTCGAGAAGGGGAAAGATATTATGAGCGGTTATTACTAAACCATGTAAGGGGACCATCGTCATTCAACGACCTACTCACGGTCAATGGCGAGCAATGTCAGACCTTCAAAGAAGCATCCAAAGAAAGAGGGTTACTTGAGTCCGACAACAGTATATCAGAATGTTCGAGAGAGGCTGTTGTCTTCAAAATGCCATTGGCTCTTAGAAGTTTGTTTGCTACAATTTTGGTTCATTGTAACCCAACGGATATTAGAAAACTATGGGATACTTATTACGAGGATATGTCGGAGGACTTCAGCAGGCTATATGGCAACTCACACAATACTATACTACAGTCTACTCTGAATAGTATTAATAATTGCTTGCAGAGTATGGGCAAGAGCGTAGACATATATGACATTCCTCAACTAGATNACAATTTCCTCGAAGTTGGTTCATCAGAATGTAGAGAAATAAATGAAGAAATATCCGTGCAGATACCAACAGAAGATTTTGACGCACAGTCAAAATTAAATCCAGAACAACATCGTGCTTTTACAAAAATAATGCAAACAATCAATGCTGGAACAACTNCAATATTCTTTGTGGATGGACCCGGGGGAACTGGAAAAACGTACCTATACCGTGCATTACTTGCCAATGTTAGATCAAGAGGTATGATAGGTTTGGCAACAACAACCAGTGGCGTAGCTGCTTCAATCTTACCAGGAGGACGTACAACGCACTCGAGGTTCGAGATCCCTCTTCAAACAAGTGAATCAACTATGACAAACATGTCAAAGCAAAGTGGTGCTGCCAAATTGATTAGAAAAGCAAAAGTGATTATATGGGATGAAGCACCAATGGCCAGACGACAAACGATAGAAACAGTCGACAGGAGATTCAAAGACATAATGGACATCGATAAACCATTCGGCGGAAAAGTCATGGTTTTTGGAGGAGATTTTCGGCAGGTGTTACCAGTAGTTCCAAAATCAACTCGAGCAGAAATTGTAAATGCAAGCTTGGTCAAATCATATCTCTGGCCTTTGATGGAGAAGATTCAATTTACTAGAAATATGAGAGCAAGAACAGATCCAACATTCAGTGAGTTCTTACTTCGAGTGGGTAACGGTGATGAACCAANAATAAGAGAAAATTTAATCCCCCCTCCCAGAACAATTAACAATCAAACATTCTCAGGATGGAATTCCAGAAGAATCCATAATAAAAGAGATATTTCAAAACCTGCAAGAAAATGCTGCTACAACAAAATATGTCACTGAAAGAGCTATTTTAGCAAGCAGAAATGACCATGTGGATAAAATTAACGATAAGTTAATATCTCAATTCCCAGGTGAAAGNAAGATATTCAATAGCTTTGACTCAGCAGAAGATGACACCAACAACTATTACCAAGAAGAATATCTAAATACTTTAACACCAAACGGTCTCCCGCCACATAGGTATCGAACATAATACATTACAACTTACAAGAGGCGGAAAAAATAAAAAAATGGATAGATTTTGACATATCTTATTAAATGCAGGTTAGAATTGAAGGAAAATGCACCTATCATGTTGCTAAGGAATTTAGACCCTTCAAGTGGCTTATGCAATGGCACACGAATGATATGTCGAGGTTTCTCTAAAAATGTCCTGCATGCAAAAATATCAAGTGGTCATTCTGCAACGAAACATGTGTTTCTTCCGAGAATACAACTATCACCACCAGAAAATGAAGGATATCCATTTAAATTCATTCGAAAGCAATTCCCNATACGCCTTTGCTTTGCAATGACTATAAATAAAGCTCAAGGTCAAACAATTCACAATGTTGGNTTGTATTTGCCCCAACATGTTTTCTCACATGGTCAATTGTACGTGGCGCTATCGAGAGGGATATCTATGTCCACAACGAAAGTACTTGTCCTAACAGAGCAACCCAAACGTCAAAAAGGAACGTACACAAAGAACATCGTCTATAAGGAAGTTTTAGGTACGATAACCCCATATACATATATGGTCATTCTAACACATATAATTAACTATTTACAAATACTATATACTAACAACATTACATTGCTTCAAATCACAGGTTTAGAAGACGCAAACAAACCTATGCAAGCATAATGGATTCTTCAACGACCCACACTCTTCAATGCGTTAGGGTCATTTTCGGAATATTTCTTTCATTACTATTATCAGCTTTCTTAACATTATATTCTATTATAATGTTTAAATATTAGTATTATTAACAATTAACCGTACTTTCGTACTTCTGTTTAAACACTTCATATTAACTGCATGTTATCGTTCCTACTTATTATTAAATGCGTCAAATCTTTTTCACTATACGACATCACTAATACCTCATGTAATCATCAAAAGACTAATAAACACAATGTACGCTTCTACTACATCAATAACAATTCACCCAATCATGAAAACACNAATTTAAAAANGANCTTCACAGAGAATGATATAACTTACCATGGCTCACACGTGCAACGCACGTGCCCCTGACTAG

>rnd-5_family-1107#Unknown ( Recon Family Size = 37 Final Multiple Alignment Size = 28 )

CTTGTATTTAAATTAAGTTAATACGTTTTTTTACCTTGTATCGAAACTTTCTTTTTACTTACGTTCATTTTTTTCTCTTTTATTTTCTNTTANTTTATTTTCTTTGTNTTTNATTTCGATTTAATTTCAAATGTCTTGTATTTAAAATAAGTTAATTTTGAACGGATATCAAAATAAGTGAAAAATCAAATAAAACATAAAAATATTAAAACGTTAAAATTAAAGGACACTTTTAAATTATTTTTTAAAATACACATAATTTATTAAAAATAATTAAAAGTGAAAAGANAATAAATTAAATTTGAAAAAATTTTAAAAATAAAAATAATTAAATAAATATTTTACAATAAATATGTGTACTAACTAATTATAAAGTTACCAATTAAAAAATGACATGTGTCCAATTTGTGCACTCATCACTTGCCTTCAAGAGAGTGTGCACACTCTATGTCACGTCAGCGTTTGTGGTGTATTTATTTCATTTTAAATTAGTTTAGGGGGTG

>rnd-5_family-216#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 28 )

TTTACCTAGAGAGGATGGTTACCCTAAGTCTCTAGAAAAGTGGTAGTGGATCTTAAGAGTTCCAACATGTGTGATATGCTTCGTTAGCATCCGGGATTTCTATAGTCCTAAGTTGGAGGGAGATTCTCTAAAGGCTATAGATGAACTACCTAAGGTGATGAACCTTGTAGGCTTGAATCCGGAACTACTTACCTTGTTANGACTTGGTGGTAGAATGTGATGAAATATGGAATTACCCTTGGTATTCATGGAGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCGGNNNGGGGTTCTTGAGGNGTACCTCTTGATGATTGAGTTAGTAAGCTCCTTGATATGAGATTAGGAGTGGAAACCCTCAATGATGTCAAACCTTCTTGTGTGA

>rnd-5_family-1723#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 28 )

ATTGTCCGCTCTGGTAGGCCTAGGCCCGCACGACTTTAAAACGCATCACTAGTTAGTAAGACCTACTTACTTATATACCCAACATCTCTTATGTATTTTGTCGATGTGAGACTTCTTATCTTAAGTTGGGGCGTCACATACGCACACTTATGGACTCGGCGTCCTCGTTGAGGTTCGCCCCACCGTATGAGGTTTGCCTANACTNAGCACCGAGGTTTGCGCCTGCCTTATCGGGATTTGCCTAAATTCAGTTGAANTTCGACCCGCATCGACAAGGTTGACACAAGTGTAGCTCTGATACCATTTGTAACGACCCAGCCCGCTAGTGATATTGTCCGCTTTGGGCCTAGGCCCGCACGACTTTAAAACGCGTCACTAGTTGGTAAGGCNTGCTTACTTATATACCCAACATCTCTCCTGTGTTTTGTCGATGTGGGACTTCTTATCTTAAGCTGGGGCG

>rnd-5_family-1673#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 28 )

TCACGTGAACCCAATAGCTTTTGTCCAGACCCTGTATATATGTTTAGAAATCTACTAAATATCTATAAATATTTGACTGTGAACTCAGTTATTATTGTATATTAACTTGAGGTCGTTGTAGGAACTCATAAACTTAAATCT

>rnd-5_family-508#LINE/L1 ( Recon Family Size = 31 Final Multiple Alignment Size = 28 )

AAGTGCAGGGGACGCTGAGAAAGAATTGGTGGAGGAATGCGTTGGTATGTCTAAAGGTCGNTTTCCTTTAAAATACCTTGGTCGCCGTATCACCCACTCCAGAAAAGGGAAACAACACTACGANGAGCTTATAAAGAGGGTGAGGNAAAATTTCAAGCTTNGAAAGGAAATATACTGTCATATGGAGGTAAAGAGGTCCTAATCAATAGTGTGCTACAGAGTGTTCCNATTCATGTCTTATCNGCTATNGTTCCTCCTATATGTGTNATNAAGGAACTTCATAGGATTTTTGCAANATTCTTTTGGAGTAATAAAGTTACGGGCAAGAGTAAACACTGGGCTACTTGGGAGAAATTGTGTTTNCCTAAACAGGAAGGAGGATTGGGTTTTAGATCNNTGTTTGATGTNTCNAAAGCNATGTATGCNAAACTNTGGTGGAGATTCAGGACTCAAAATACCACCTTACGGGCTAATTTTATGTGGAACAAATATTGTAAGAAGCGNATTCCNACTTTGGTTCAATGGAAAGGNGGATCTCAANTGTGGAAAAACGTGTTAGANAACAGGGAGTGCATTGAANAATTTCGATGGTGGGAACCTAAGGGTGGGACTTCTTCCGTTTGGTATGATAATTGGACCCAANTTGGGCCTCTTTACACATATCAAACTGAAGTGCAAACTCGTCACCCGTCGACGGACGTTGATATTTTCCTANAGGAANNAGGATGGGATTACGATAGTATGCATGATCATTTGCATAATAATGTTGTGGANCGTGTCAAACTTCGCATGGATCTGNTAATAGACGAATTCGATGGACCGTGGTGGACCAAAACAAGCGCTTGACAGTTTCGAGTCAAGAGTGCTTGGGAANTNTTGAGAAAGAAAGGGAGAAAACGCGATTTTTAAGAACGGTATGGGAAGATATGGNTGGTTAAGNTACCTTTTAAAATNTCTTTCTTTCGNATGGTAGAGTGTGGACAAACAGTAGCTAGTCGCCATGGACAATTGGAACCTAGTCCGTCTCTTCTATGTAATTGTTGTAATGTTCCAGAAAGAGAGACTACGGAACATTTATTCGTTNAAAGGNGAAGTNGCANATATTGTGTGGAGATATTTTNCACGAGCTGTTGGGTTTATTGGTCCTNGGATTCAGNTGAAACAANCTATGAAAAAGTGGTGGGATNNTCAAGGAAATANTAGGCGAAAGATGATTTTTCAGNCAATNCCTAATNTTATTNTGTGGTTCNTATGGAAGAGGANAAATACCGTTCTTCATGGCGGTNATTATACCANTCGAGTAAAGTGATTTTGGACGTACGAATTCACGAAGTTGAGAGTNTGAATGCACTTATATCCCTTCCAAACTTGGCCTCGGCTAGTTTCTTTATTAGATGGTTTTAGNCCTGAGTTTATTTCGAAANTGGTNAAATGGTGTCCNCCNCCTACGGGGTGGTGGAAATGTAATACAGATGGGGCTTCGAGGGGNAATCCTGGTACCTAGTAGTACTGCTACCTTTTGTGTCACGAACCATGAAGGAGAGTTAATGTTGGGTGCTAAGGGGTGCGAAGATNNCCGGTTCTACGAACGTGGTTGTTGAGGCTATTGCTATNAAAGAAGGTCTTCAATATTGTATTGGGAAACAATTNTCTAAGGATCATAATTGAAACAGATTCTTTGGCNTTGGTGCATATNCTGAATGGAGGGTGCGGAGTGCCTTGGAANGTAACAATGGATGTCNATTCCATCAACATAGGTTAAGAAACTCNATGNCAGTAAGAGTACAANACTCCTTAAGGGAGGGAATACTCTNGCTGATTTTTTCGCTAACTTGGTTTTTCCTTTTGCAGGTACGTNTGAATTTAGCANCTTTTCGAGAGGTTCCNAATGCAATNAAAAGAATTATACAGCTGAGGATAANGCAGTCAAATACAACAGGGTACTCATAAATTTAACCATTTTCAGGAAGTCCCAAGTGAAGGAATNAGAATCATCAATTTAGATAAACGCAGCATTCAACAGTTGATATTAAGACAAACAAGTATGACTCAATAAAGTAATCTTTATTGTATCAAGTCTCAATTNCATATGAAGTTTTACGTGAATCATAGATTGAGTAGGCTACTAACATACCTCAAGATGTCTGAATTAGTTTCTGTTTGTTAATATATCATGCACCTGGTGAGAGCATTGAGGTGTCGCATATGATATAAAAT

>rnd-5_family-2641#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 28 )

AGTTAATATCTCAAAAGGTCACTCAACTTTGAGAATTTATCTAGTAAAGTCATTAAATTTTGTTTTGTATCAATAAAATCACTCAACTTAAATTTTTATATCAATAAAATCACTCAACTTTAAAAATTTATCTAGCAAAGTCGTTAAANTTTATTTTGTATCAATAAAATCACTCAACTTAGATTTTTATATCAATAAAATCACTCAACTTAAATTTATTATTAANAAAATCANTAAATAAAATTTATCATTAATTNTTTTTATGCCATATAAATATGAACCCCACAAATAAATAAAATTAAGAAAAATAAT

>rnd-5_family-808#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 28 )

ACCGACTAGTAAGATCACAATATAAGCCACCCGCTTCCTAACCGCTCTCGTAACAACTTACTNACCCTATTCAAGATCATATCCTAANCATTCTAACACATTAACGNAACCCCCAAATCCACCAACGAGCACTTCAACTAAACGCGGCGCCANNACTCTTACTTTCCTGTCACATTACTCAATCATGATCACATTGTACACTACGAAAACTTCCTTACACATTAAGTCNAATNTNTATCCCCAAGGTGAAACCTACCTAAGCATATTTCATCGCATACGCTACCTCTACTTCCCTTTCGCAATTAAAACACATGGTAAACCATCGTTATCCATTACTCGTCACTTGAACCCTTTGCCCTTCCACTATACCCCAGGTTCGCTCNATCACGAGGAAAATCCGACGTAAACNATCGTAANATCATAACCACTAAGTGCAACATATATGATTCAACACGACAATATCGTNACATGCATATATATCAACATATACAACATTATCGACATGAAGAATCAACAACACATTTCACATTTTCCAAATATAACAGTTAAATAAACTAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGGGTTCCTCGTCACGCACATCANCGAACCNTAATTCGACCATACTCAACCCTAATTCATCGTCTAAGGCTTCTTTCTAGGGTTTAAATCATAAATCGTTCGGTGCACGAAGGCCTACGCATAAATCCTACCATTGATTTACATATATTACGCAACGAGCACAGATTTAAACTACTCGATTCATAAAACCTAGCCTACCTGGGCGCCAAGTAGTTGCACGGAGTTTTGACTTCGATTCTNGTTTTTCGAGCTTCGTGACGGTGAATTTGGCCAAGAATCCGCAAGATNTCACCGTCCCCACGCTAGAAATCTCCTTCTCCTTCNTTCCCAAGCTTAGAGCAGCTTTTCTGAGGTTTCTAGGGTGTTTTACGACTTATTTAGGTATTTTAGGAAGATGGAGAAAATAGGATTTCTCGTAATTTACGTTCTGTCTCGCCTATCCCGCTCTGGCGCCAGCTTACCCCGCCCTAGCGGCATCTGGCCCGCCGCGGCGGGACAGTGGCCCAGAATTTCTCAAATTTTTGTTTCTCCTAAATAACGACTGTTCGGGTCGTTA

>rnd-5_family-2759#LTR/Gypsy ( Recon Family Size = 35 Final Multiple Alignment Size = 28 )

TTGAGACACAGTGTACGAAGGGGTTACACTGGTCATAGTTGGGTATAAACGTGGATCGTAGAGGATGTTCGTGGTTCAACGTCAGAAAGATAAACTTGAACACGTTCACGAACGATCAAGTACGGTCCGTACGAAGTTCGAAGAGTACGAACCATACATAGGGTTCGTANAAGTGTTTCGACAGTTNTTTCTCAGGGTTATTGAANTNTTTCCTACTTTTTAATTCCTANACTACGTCATTTTAAGCCTATTNCTAAGACCTATAACCGTTTCTAAGACTCAAACCCCACCGTTCACTCTCAANCTCCCAAAGCTCTCAAGTCTTCTTCTCCANATTCTCTCAAGGTCGNNGAATCTAGGGTTCTTCAAGCTTCAAGTCTCCTTTTCANATTTCGNTCGAGGNTTNTTCATCAAGGTATGTGAGAANTTCATCAATGGGTCCCTCTTCACCCATTGAGTCCCAAAGAANCCTCAANTTCTCTCCATGATTCTTATCCAAATTNCTAGGGTTTCATGATTCTNTTATGGGTTTAATTGATTTCAAGTTTATTCATNATGATTGATCTTATTATGCATGATTTGATTATAATTACATGTTTTCAATGATTTTCACATGAACCCATGCTATGCAAGTGATTATGATTATGAATTGAAGAATTTATGAANTATGNATGTTTTGAATAAAGTATCAACATGATTTTATGAAATNAGGTTGCTTTCGATTGAAGTATTCTCATTATGAAAAGATTATCATGATTNAGATGNTTCGATAAGTGTTTCTCACGAAGTATGTTACGAAATCATGATATTTTAAAGGAGCTATTCTTATGATTATGAGACTTTATGATTGANTTGGTATTACTANATTCTTACCGTTTCAAGGATTATGAATATGATATGATTACGCATATTTCCGTTGGGATTTTACTTAGCACGAGGCGNACTTCGNAGTGGACGNTCACCCATTAGTAGAACCAAAGTTGCGTGCCTTGGTATAAATTCCTTTGTCTTATAACTAGTTAATCGATCTTCCTAAGCTTAAGAACATTGTTGTTACCATGGAAAGTAACATACTCATATTTTTTTTTTGTGAGAAGTATACTAAACTCCTTGTTATAGATTACATGGATCATATCAATAAATGGTATCTCCCACAACAATTTGTGATTTCCTCGAAAGATTATGATTTAAGCTTATGATATGATTTTCAGAATATTGNATTGACCTTGTNCTACGNTTTATGAACTCAACTTATCAAATTATTTCATGTTTTACTTGGTCATGC

>rnd-5_family-984#DNA/Harbinger ( Recon Family Size = 33 Final Multiple Alignment Size = 27 )

TTTCACGGGACCTTCAAGATTTTATTACTCAACAATCGTTAAGTGTGAGTTAAAGTGACTATATGTTGGTGAGAATAATAAATTNTATGTCGGCGAGAATAATAAATTTTATGTCGGCGAGAATATTANNTTAAAAAGTAATGATGTGATTATAAATTTTATTTACATGCTGAGAGTAATAAATGGTTANTAGATATAAACGTTGGGTCGTTTTACCTACCTNCAAAATATAAACTCGTGGATTAATTTTTTATTAATAGGCGTTTGGCCATGCGATATCATATCACGATATGGTATCGTGAGATGGAATCAGCGTTTGGACATGCGATTTTACGCTGATTTCATCTCATGATTCCATATCATGAGATGTGATTTCATATTCTCCAAAAATCATGATATGGAATCATATGGGAATNTCATATCATGATTTGAGATATTTTAATACAAAAATTGATCCACGAGTTTATATTTTGTTAAAACAACCCCACATTTATATCTACTAACCATTTATTTCACATGTAAATAAAATTTATAATCACATCATTACTTTTTAAAATTTATTATTCTCACCGACATAAAATTTATTATTCTCACCAACATATAGTCACTTTAACTCACACTTCACGATTGTTGAGTAATAAAATCTTGAAGAGCCCGTGAAAG

>rnd-5_family-2150#LINE/L1 ( Recon Family Size = 34 Final Multiple Alignment Size = 27 )

ATCCCCTTTCCTGTTCGTCNTGGCCATGGAAGGNTTNGACAGTNTGATGAGGANNGCNNCTCNAAACAGNTGGATTAGAGGCTTCAAGATAAAGAGGGGCGANGAGGCGAAGATATGNCTCATCTGTTNTATGCGGATGACACAATNATTTTTTGTGAAGCNACGGAACAGGNCAAANCTCGTCANATCGGAATTATTCTGGTGNTTTTTGAAGCGTGCTCTGGNCTNAAGGTGAATTGGAGGAAAAGTAGTATTTTCCCTATCGAAGAGGTCCAANANATTCAGGCTTTGGCCAATATATTGGAGCGCGAAATAGGGATGTTGCCTACGATNTATTTGGGNATGCCATTGGAGCTAAGCGTAAGTCAATAGAGATATGGGACGGCGTAGTAGAAANGTNAGAAAGGAGACTGGCAACGTGGAAAACNCAATATTTATCCTTAGGGGGAAGAGTNACTCTGATNAACTCGGCGTTAGACTCTCTNCCGACNTACGTGATGTCGCTTTTTCCCATTCCCGACAGTGTAGTGAACGAGCTAGATAGACTNAGGAGAAATTTTCTTTGGCAAGGNAACGAGGAGAAGAGGAGTTATAATCTGGTTAAATGGANGGCCGCTCAATTAAGAAAAGAACACAAGGGATTGGGAATAAGAAACCTGAAGATNCANAACAGGGCCTTNTGACGAAATGGCTGTGGAGATTCTGCGATGAAGATCAAGCTCCCTNTGGAAGGAAGTCATTATTCAAAAGTTCGGACGGGACAGATCATTGGTGCTCAAATGAAGTGACTTCGCATTATGGGACGGGTGTATGGAGATCTATCAGANATTTNTGGGATCGAAGCTCCAGAAGAANTANAAGGATTNAAAGTGGGCAATGCGGTAANAATTGTTAGGTTTTGGAAGGATANTTGGNATAGGAGACGGTACCGCTGCAGGATAAATTTCCAGATCTCATGTTACTATCTTAGCGACCCCGAAATTGGTTCGTCCGATCGCTGGTCCCCCCAGGGGTGGGATCTAAACTTCAGAAGGCACTTAAATGATTGGGAGGTAGGAGGTAGTAGTTGACCTGCTTAAAGAAGAGGTGGATACTTTTGGTGGGACAATTTTTAATGGAGCCTGATAGACTTAGATGGAGACACAGTTCAGAAGGAAGTTTCACCGTNAATAAGGTATACAAGAGGGAGAATAGCGTTATGCAGGAGGAAGAGCCAAAGATATGGAAATACGTATGGAAGAACATAGCCCCTACAAAAGTGAGATGTTTCACATGGCTAGTGGTAAGAAAGGCATGTCTTACGCGTGAAGTGCTACAAAAGAAGGGGAGAGTCGTGGCGACTAGATGTTTTTTGTGCGATGAGACTAGGGAGACAAACAATCATTTGTTCCTNCACCGTAAGTTCACTACCCAANTGTGGAACATGTTTTTCAGTCTCACAAAGACGGCGTGGACGATGCCAGAGCATACAGCCGATCTGATGAGTTGCTGGACGAAGAGAGGGGGAAGTAAGAGTCAGAAAAAATGGTGGAAGATAATACCATCNTGCGTACGGTGGTCAGTCTGGAAGGAAAGAAATCGGACCGGTCAGTATGGNGAGAAAGAAATGGAAGGTGTTTTGAAGACAAAATCAGACCNGTCCACGATGTGAAATGGAATTGCCTAGAGNCTTTAATTTTTTGGTGTAAACAANAGTTGTATAGAGGAAATAGAGGAGTTAGTCGATTTCATAGGNAACTTGTAAAGTTCGTGTACGTGTTTTG

>rnd-5_family-1686#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

AAAAATTATTTGCAAGTTCAATGCAATTATTATTTATGACCGCGCGAAGCGCGGACAAATTACCTAG

>rnd-5_family-1614#LTR/Gypsy ( Recon Family Size = 34 Final Multiple Alignment Size = 27 )

TATCCAAGTAGGTCTCATGAGGCGGGAGTCCTTCACGTAGTNGAGTCAAGGTATCCTAGTAGAGATCTCCATATCCTATGAACTTAGACGTGCTTGAGAAGCATCTCGTAGTGTTCAAAGCAATGAATGAACTTAGACGTGCTCGAGAAGTATCTCGTAGTGTTCATAATGTGTGAATGAACTTAGACATGCCCAAGGGGTATCTCGTAGTGTTCGTAATGTGTGAATGGACTTAGACATGCCCAAGGGGTATCTCGTAGTGTTCATGTNATTAAGGGATCAAGACATACCTTAAAAAAGTATCTCGTAGGGTCCATATGATTAAGGAACTTAGACATACTTAAAGAAGTATCTCATAGTGTTCAAAAGATAAAGATAGGGGCTAGGCTCCAAAGTAAGAAGTAATAGAGAAAGGATCCAAAAGTAGTACCTTGCATGAATGGTGTTATGGGGCATCATGAGTGCATTGCACAAGGTATAACCTAGGGTCACTAAAGAAGAAGAGATTGAAGATAGGATTGGACTAGAGTTGCCTTTCCTAGTAAAGTAGACTAAANACGAGAGAATCTTANTAAATGAAGTTAAGTAATGATAAGGCTATGGAGGGTGGAC

>rnd-5_family-2316#LTR/Gypsy ( Recon Family Size = 50 Final Multiple Alignment Size = 27 )

AAGGGGCGTGACAGATGGCGACTCCGCTGGGGACAACCAGAATTCGAGCTTATAATATTGATTATGTATGACTATTACTTATTTATTTACGTTTTTGGATATTGTATTTATTGTCTTAATGTGCTAATTGTNTATTTATTTACTATTTTGATATTATTTGAACGGTATATAAATTGTTTTCTCGCACGCAACTATGAGTATTCATTAATATAATTATGGGAATTGCGACTGCGCACCCCANTTCTGTAAAGATAGCCAGTGGATCTTCGGTCCATGGTGAAGGATNTTTAGTCACACATNTTTAGGATGGGGAGCACCCATGCACAAAGCCGGAAAGCGCTGCTACCGGTACGTTGCTACTCCCTGACTCGAGTTGTCCGCTCGTTTTACAGCCAGTCTAGATACATTTCTCCATCGAGTTTAANCTTGGTAGAACTGAAATCAGATATGGTTGTCCCTAGTAGACTTCAATTATTTGAATCATTTACATNTGACTTAATGAGACTCNACATATGATCGAATCCATCTAGGATAGATANCCCAATTTACCATTTAGTAANTTAAATTATTCGCATATGNTNTAATGAAAGACGTATCTACATATGATCGAATCTATCTAGTGAAATGTAANNCAATTTACCATTTTAAATTAAAATCAGAACAACGGAAGAAAAAGTTTTTCTTTTACAATGTAAAGTTCACAAAAAGAAATTTTAAAAGTTTTCTTATATCACTTTAAACGAAGAATAGAGTTGCATTTGTCAACAAATTTCTAACAAAAATTATTTAATTTGAATATGAAAGAACTACGCGCACCTGATTCTCGCNTTATATAAGATACGTAGGCAACGGGTTCGGTGATCCTTTATTAAAATTAATAAAATTTAAAAAATATCTTAATTATTATTTAAAAATTAAAAAATGAAATAATATGTGTATATATTAAAAAGGGAATTTGTCCTTAAGAAAACAAAAATATTTTTACTCATATTTCTNAAACGTTCGATNCGATNNTCGNTTCGACGANATACGTACGCAATCTTATCGTGAGGTTCGGTCCAACCGAGAAAAAAAATCCTAAAAATCCTAGTCACATAAACTGGGGCAAAAAAAATAGATTTTTTTTCTTTGACTTGGTTGGTAACAACATGCTTAGGATTATGCATAAGAAAAAAAATAAAGTGTTAAACTATTTGGTAAGACAGATCAACTTTGTTGTGACCTATAGACTTCTATTGGCATCTCTCAATACATTTATGTCATACTTGAGAAATTATCTTGTTTAAAGTTATGGATAAAATAAATTTGACCTCATTGTTTCAAATGCATTGTGTGGTGAGCTTTACGACGTAAAATTCAAAGTCATGATTTTGCTGATCTAGAACTTGGCCCGAATGTTGGTTGAGACGAAATTTTGAGCAACATTTAACTTGAGAAAGGATTATAGGCTTTCTTTGAATCGATTGTGCCTTTCAAGCCTACCGAATGACATGTTATCTACAGAACTCCCATTTCGACCCTGAAAGCTTTTTATTTGAATAACCGCATCTTAGCATATACCTTTTGAGTGTANAAATGCACTAATCCCTTTATCTCACCTCCTTGAGCGCACTATGAAATATCTATATAACATCAAAGACCTAAGTTGGGTAACAAAGTGAAAAAGACCGAATATGTCCAAAAAAAAAGATAGAACGAAAAATGAAAAAAAAATCTCCAACAAAAAGGAGAGAAGATNAAAAAAATGAAGAGAAAAAAAATGAAAAAGACCTTACAAGAAAACAAAGGTCAAATGCAAAAACGAAAAAATATCGAAAGCATCGTGCGAATTCTAAGGAGGAAACANTCACTTTATCTCGAATAAATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGAACTNTAAAACGTTTATATTGTGTGAAGTAGGACTTTCATATATTGAGAGTGCATTTGAAACATGAGGATACGAATAATTCTATCCCTTAATTTTGGCAAGATAAATTGATCTTGTAATTACTTAAATATATTTGAGATACAATTTGAAACTATATAAATTACTCAAAGTTGACCTCAAATTTATTTGAAAGTAGTTGAATGTAGTTCATATGCATAATACTAATTGTTGGTACCAACTAAAGTCAAAGCATTATCAAACATGAACTAATTCTTTTTCCAATTTTTCCATTATATTTCTAAAAATAAATCAAGAAAAAGAAAAATAAGTTTTTATTATTGANCTACGTTTGAACTTATTCCTAAGAAAATAGTTACTTATCCCNTCATTGAGNTCGGGTCTAAAAAATAATGATCATGCTATTTNAAATCTCCAAGGTAAGTTTTGAAACATGACATTGTAGCCTATGGTATGTTACAAAAAAAATAAGAGGGTCTTATGAGTGAAAACTCTCACGAGAACCATAAGACGACAGTAAAAAGATAAGAATGTCTACTTGGTAAAAAATCACGAATGACGCCATTNATCAAATGATGACATTCCGTCTTGGCATGAGCACAATAAAGATAGAAATAAAGTTATAGGCTGAAAGAGCTATAAAGACAAATCGTGCAAGTAATTCGCTAGAGACAAACGCCGCGATGGTAAGTTTTTGAATCCTTGTCTCTCATATAATATGCAAAAAAAATAATAAAAAGATTNTTTTTCCTTAATAAAATCTGGGGCATTTTATTTTATTTTTAAATTGGTCAATGTACTAATAAAAATAAAATAAAATAATATTNAATAATAATAATATAAGTAAAAAAAATAACCCCTAGTTNCATATAGGGCACAATAACCCCTATCATTTTTTTTAATTTCTTCACAGGGCACAATAACCCCTGNATTTCATATAGGGCACAATAACCCCTATCTTATTTTTCATGTCTTCACAGGGCACAATAACCCCTGGTTGCATATAGGGCACAATAACCCCTATCCTATTTTTCATGTCTTCA

>rnd-5_family-1808#LTR/Copia ( Recon Family Size = 45 Final Multiple Alignment Size = 27 )

CTGTTAGGAATCTGCTTTTNAACTGCAGTAAATTTAATTTTACTGCCTATGTTTTAAGTAAGACTTAGTCAATTAGTTGTTAGTCATGCTTTCCTATTATTTAGGAGTTGTTTAGTGAACTGCTAGATCGTGTGTTATTATTTTCTACTTTTCATTCTAGGCTCTTATATATCTAATCTGAAGCATTAATAAAATNGCNCTTCTCTGCTTCTATTCTNTTTTCTCTCCTCTTCTTTTGTTTTAGGCGCAGTCTTCGATTTCCCTTGTGTTATTTAGNTTAAACAGGTTTTTTTAAACCTTCAATTGGTATCAGAGCTTTATTTCTTAAGGGACCCGTGNGTGTGGGCGCCAATCAGATTTNGTGAATACCATGGACGGAGAAGCACGTTTTTCTTCAATGGCACCACCAGCTTTTGATGGAGAAAACTATCAGATNTGGGCTGTNAGGATGNAGGCATATCTNGAAGCTTTNGATCTCTGGGAGGCAGTAGAAGAGGATTACGAAGTTCCTCCCTTGCCAAACAATCCNACAATGGCNCAAATCAAAAATCACAAGGAAAGGAAAACAAGGAAATCAAAGGCGAAGGCATGCTTATNTGCCGCAGTTTCATCTACNATCTTCACCCGAATCATGNCNCTGAAGTCGGCAAAAGCGGTCTGGGATTATCTCAAGGAAGAATACGAAGGAGATGAAAGAATCGGAGGTATGCAAGTGCTGAATCTNATAAGNGAATTTGAGATGCAAAGGATGAAGGANACTGAAACCGTCAAAGAGTACTCTGANAGGCTTCTTAGCATNGCGAACAGGGTAAGATTGCTTGGTTCCGCGTTTANCGATTCAAGGATTGTTGAGAAGATNCTTGTAACGGTACCNGAAAGATTTGAAGCAACCATTGCTNCCTTAGAAAATACTAAGGATCTGTCAAAGATCACTTTGGCGGAGTTATTGAATGCNTTGCAGGCACAAGAACAAAGAAGNGTNATGAGACAAGAAGGANNTGTTGAGGGAGCNTACTTGCCAAGCGTCAAGACGATGGAAGACAAAAGAAAAAGAAGAACAAGAAANACTAGAACAATGGAGAAGNTNCAGCACGCAATAACGAAAGCAAANCAGGCAGCNTCAAAGGAAACTATCCTCCNCGTNAGCATTGCGGAAAGAAGGATCATCCNCCCTTCAAATGTTGGAGAAGGCCNGATGCGAGATGCAGNAAGTGCAATNAACTCGGGCATGAAGCGATCATTTGCAAGGACAAAGGTCAGCAACAAGAAGNAGANGCTCAAGTTGCAAATCAACANGAAGAAGATCAACTATTTGTTGCAACNTGTTTTGCAAGCAATGTTTCAAGCGAGTTGTGGTTAATTGATAGCGGTTGCACAAACCACATGACTCATGATAANGANNTTTTCAAAGAATTGAAACCTACTCGAGTTTCAAAAGTTAGAATAGGCCGTGGTGGTCANATTCCAGCCAAAGGGAAAGATGCGGNAACTATTGCAAGCTGAAACACAATCAGGTACTAAAGANAATA

>rnd-5_family-578#LINE/L1 ( Recon Family Size = 32 Final Multiple Alignment Size = 27 )

GAAAGGTGGGTGAAACCAGGGAGCATCAAAGGAGTTCTGAGCAGCTGGAATAGGGATGGCAATGCTTCCGAGAAGGAGGAGAGATGGAAGATTGTCCCNGCATGTATTTGGTGGACAATNTGGAAAGAGAGAAATAGCAGGCGTTTTGAAGACTGGCAGAACAACTTACAGAAGNTCAAGACGAACTGCTTAGCTCTTTNCTATTTTTGGTGTAAACAAGATATATTAACTCGAACAGAAGATATCTTTGACGTTNTAGACTGTTTGTAAGGACAACAGATNGANGNTCAAGATGTAAGTTGTAANACTTTTGAAGGGGAACTACACTTTTGATGTAGTATACCTGTGGATATATAGGCTAANTGTTACCATTCTCAAAAAA

>rnd-5_family-2153#DNA/MULE-MuDR ( Recon Family Size = 30 Final Multiple Alignment Size = 27 )

AAGCCACCAGCAAGCTGTACCAAAAGGGGAAATAAAATATTTTCCCCCGCCTCTCGTCGTATTCTTCTTCTTCCTCCTCCTCTTCTTCTTCTTNCTCTTCTTCTTCTTCGTTCTCGCTTGCTTGCTTGTCTTTCTTCCCGTTCTCTTTATCTTCTTCTTCTTCTTTTCGTACATTATTGGTCTTGGCTGCTAGTCCTTGAGCTTTCTTCTTTTCTTCTTCTTGAATCAGATTTAACTAATTTAATCAGTGGACCAGATTTCGTTTTGTNTCAATTGGAATTACTTCATAAACGATTAGGGTCACACACCATTGTTTTGATATGTAAAATTAATAGTTCTTTGAAATCATTCATCATCATCTGGGCACCTGCAATTTTTTCAATAATTTGCATTCGCGTTTCCAACAGATTGTTATATGTTGCAACAATTGACTATTGNAACANATTATAGCCATATGTAGCAACANAAAGGTTATTTCAATAGCAACAGAATNGACANATGTTGCAACGTATAACTTACACAAGCTGCAACATATAAGCTAGACATGTAGCAACATATGACTTACATGTCGCAANCGACATGATAGTTATATAATACCCTTGTAAATCATTGTTTCAAGTGTTATANCATATTTTTATTGCTTAATTATGGTTCAAAGTACTAAAATTTTGTCCAATTTGACATTTTTTCATTCCTAAATCGCTCAATTTATCGATTAAGTCATCCTTGAAGTGACATATGTGGCAACATATGCACGTTCTGTTGGGAAAATTGCAACAGAAATGTCATATGTGACAACATATGTATATCATAAAATGATCTTTTGGGGGTTAATTCAATTAAATTGTCACCTAATTCAACATGTAACACTAATATATAGTCCTACAACATGTCTAAGTACAAAATTATGGTCTAATACAACAACCTTCATCAATTCTATCAATTATTTTTACAAAGACTATCANNTACCACTAGTTCATCATACAATGACCAAGTAACTACATATGATAGTTATATAACACCCTTGTAAATCGTTGTTTCAAGTGTTATAACATATTTTTATTGCATAATTATGGTTCAAAGTACTAAAATTTGGTCCAATTCGACATTTTTCCATTCCTAAATTGCTCAATTTATCGATTAAGTCATCNTTGAAATGACATATGTGACAACATATGCACGTTCTGTTGGAAAAATTGCAACAGAAATGTCATATGTGGCAACATATGTATATCATAAAATGGTCTTTTAGGGGTTAATTCAATTAAATTGTCACCTAATTCAACATGTAACACTAATATATAGTCCTACAACATGTCTAAGTACAAAATTATGGTCTAATACAACAACCTTCATCAATTCTATCAATTATTTTTACAAAGACTATCATACCACTAGTTCATCATACAATGACCAAGTAACTTCATATGATAGTTATATAACACCCTTGTAAATCGTTGTTCCAAGTGTTATAACATATTTTTATTGCTTAATTATGGTCCAAAGTACTAAAATTTGGTCCAATTTGACATTTTTCCATTCCTAAATCGTTCAATTTATCGATTAACCCATTCTTGAAGTGACATATGTGGCAACATATGCACGTCCTGTTGAAAAAATTGCAACAGACATGTCATATGTGGCAACATATGTATATCATAAAATGGTCTTTTGGGGTTAATTCAATTAAATTGTCACCTAATTCAACATGTAACACTAATATATAGTCATACAACATGTCTAAGTATAAAANTATGGTCTAATACAACAACCTTCATCAATTCTATCAATTATTTTTACAAAGACTATCATATCACTAGTTCATCATACAATGACCAAGTAACTTCATATGATAGTTATATAACACCCATGTAAATCGTTGTTCCAAGTGTTATAACATATTTTTATTGCTTAATTATGGTCCAAAGTACTAAAATTTGATCCAATTTGACATTTTTTCATTCCTAAATCGCCCAATTATCGATTAAGTCAACCTTGAAGTGACATATGTGACAACATATGCACGTTTTGTTGGAAAAATTGCAACAGACATGTCATATGTGGCAACATGTACGTCTTAAAATGTATTTTTTTCCAGATAATATTTCAAAAGGAATAACAACCTAACGATCCTACAAACAAATAAGTGATAAAAACCACTAAAAAAGTCCTGATTTAATACCAATAACTATTATATTTTATNTTAGAAGATATCAACGATAAACTAGAAATGATGAGGGCAACGACGCTTTGTTGTAGAAGAAAATCGCAACATATTACCACTGATGTTGTAGAAAACATAGCAACAATTTGAATTATAAAGAAATAATGGAACGAGAGAAAGGAAAGAGAGAAAAGAAAACGAAAATTAGTAAAAATAAATTAAATTTGAAATATGAAACGAAACGACCTTTTATAGACGAGAGGAGAGAAGGAAAATGAAAAANNAAGGNTTTTNNNTATTTTNATTTNATTTTNNTAATTCGNNNTTTTTCGGATAATTCATAGTTTTGGATANTTTTANTTTTTTTGACAATTCATAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATAACAATGAAATGTTGACAGGTANNNNNNNNNNACGACGAAATGTTGACACATATCTCNTTTCTCAAGCGACATATGNTAATGTTGCCACATATCTCCTTTCTGCGACATATATTACCACATATCTCCTTTCTGTGCCATATGTTACCACATATTTGCTTTTGTGACAATGTAATGTTGCCACATATCTTCTTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>rnd-5_family-3975#DNA/hAT-Tag1 ( Recon Family Size = 45 Final Multiple Alignment Size = 26 )

TGAGGTACAAGACCTCTTTTTTTGTTTTCTTCTTCAGTTCTTCTCAGTTCTTCTTATCTCCGAGTTCTTCGCGTCTTCGGTCTTGCTCTGTTTCTTCAATAGTGAGTGGTTGAGACTACGCTCTGTTTTCAGTGGTCGCGGTAGTGACTGGTCGAGACTACGCTCTGTTTTTAGTCGGTAGTCGATTTTGTATGTGACTAGTGAACTCGCCGNTCAATCTTTAGCGGCAGCGATTCTGCCGATATTACTGCTTACTGCTTTGTGTAAGTGTAACGACAGTGTTAATTTTTTTTAAAAAAATTCTTTTCCTAAACCTAATTATTTATTCCAATATNTCCTAAACAGCGAACTAATTGAATTCGATAACCAATGGCGGATGCTAGCAAAAAGAGGGACATTGGATGGAATTATGGCACTCAAGGAGCGACGAAAGATTCGGTCGCTTGTAACTTTTGTGGGAGTACTTTCAATGGTGGAATAACTCGACACAAGCAACATTTAGTGGGTGGTTTCAAGAATGTTAAACAATGTGCCGCTTGTCCGTCGGAGATTAGAGAAGAAGTAAGGGCTTATATGCAAAACAAAATCGCTAATAATCCCAAATTTCAAGTGAGGCAACCGGAAGAATATGTTGATATTGATGATCTTGATGAAATGGATGATTATGCGGAAATGANGCCTCCCTCCAAAACTCAAAAGATATCTTCTAGTGGAGGTGCGTCATCCACCGCACGGAGTGCGACGAAAGGCCCTTTGAATCTCTATTTTTCGCAGAAATCAACACAAAAAGGAGGCTTCGAAAAAGGAGGAGGAATTGATGAAANCAAAGAAAATTCTAAGAGAGCGTGCGGTAAGTGCTTTTGCAATTTGGATGTATGATGCGGGCTCCCTTTTAATTGTGTTAATCACAAATCATTCGATAAATTTATTGAGGCGGTAGGACAACATGGCCCCGGAATGAAGCCTCCTACATTCCATGAAGTTAGAGTTACTCACCTAAAAAAAGAGGTGGAGAAAGTAGAAAAAATTGTTGACGAGCATAAAGTGCAATGGACAAAGTTCGGATGTTCCATTATGACGGATAAATGGACACGCGAAATGGNAAAATGATCATCAATNTTTTGGTGAATTCTCCAATCGGTAGTGTATTTCTTGGTTCTGTTGATGCTAGCAACGAATCTACCGATTCCACCAAAATGTACAAGTTGTTTGAAAGCACTATCGAAAGAATTGGACCGGAAAATGTTGTACAAATTGTCACCGATAATGCTAGTGAGAACGTTAAAGCGGGAAGCGTGATGATGGGTGCGTACCCACACATTTATTGGACTCCATGTGCCGCTCATTGCATCAACTTGATGTTTGGTGACATATTCAAGGTTAAGCCATATGCTTCCGGTAATATCACTCTCCTATCGACCTATCCTAACTTTCTTTATAGTCAATACTCAATANTCATTAGCTACTAATTAATATAATATAATCTTTCTGTAACAGTTTTTAAGAAGGCCATCAAAATCCATTCTTACATTAGTCAAAGGCCGTTGTTGTTGAACTTGATGAGAAAATTCACCAAAGAAAGAAATTTGGTGAAACCGGCCAAGACAAGATTCGCAACGGCCTTCTTAACTTTGAGAGCTATGTAGTAAATTTGCAAAGGAAACTTTCGGGAAAGAAGTTGCGAATCTTATTATTTCTGTCCACTTTTGGAATGACGTTGTTCGGGCACTTACAGTTTGTGGCCCTTTGACGAAAGTGCTTCGTTTGGTGGATGGGGAGAAAAAACCACCAATGGGTTACATTTATGAAGCAATGGATAGAGCCAAAGAAGCTATTGCACAGGGTTTTCGTGGAGTTAAGAAGCAATATGAGAAAGTGTTTGAAATTATTGATGCAAGGTGGTCAGACCAACTCCATCGGCCTTTGCATGCTGCAGGCCATGTTTTGAACCCAGGGTTATATTATAAAGCTCAAGAAGAGGGAACTNTACTAAAGANTTTGTGGACCGAGTATTATGCATGTGTTGAGAAGATGGTCCGCGATACAACAATACAAGATGCACTAGTCGCTGAGCTTCCTAAGTACAAAATGGCGGATGGACTATTTGGTTGTGGTCCGGCTAAAAGAGCTAGAGACACAAGGTCACCGGGTAAGTGGGTTGATTTAGATCTTACTTAAATTATTTGACTTATTTATACTCATTAACCTTTAAATTTATTTTATTATAGTTGAATGGTGGTCGCTATTTGGTAGTNAAACNCCAAACTTGCAAAAGTTTGCCATGAAAGTATTAAGCCTAACTTGTAGCTCATCCGGATGTGAGCGAAATCGGAGTGTGTTTGAACACGCGAGTAAATAATTTATATCCTANTTTCCATATTATATTATTATCAATATCGACTAGTTAATATCAATAACTTATGCGCAGATTCATTCCAAAAAGAGGAATAGGCTTGCGCTATCGCGTCTCAATGATCTAGTGTACATTA

>rnd-5_family-3647#Unknown ( Recon Family Size = 63 Final Multiple Alignment Size = 26 )

TTCTAATTATTTGTATTTTGAACAATTTATAAAATTGCATACATATTAAAATTACAACTTGCAATTTTTATGTGTAAATGTAGATGGTTTATTCAATTTTACTATTGTTTACCGTCTTTTCGATTTTAAAAGTAGATGGTTTATCTTTTTTAAATTGAAAATTGACATTCGT

>rnd-5_family-523#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

GTGCCCCATAGTGAGANTNATATTTTCATTTCTTTTCATTTTGCNCTNGAAAAGATCTATTTGTGTACAATAGAAGTAGCATCCTAAGGTGTAAATACCATACATTGCAAATCAATCAACCCTAGCAGTGTAAAATTGAAATTAGGGCTTGGATTTAATCTGCATGTTGCCATGCTTATTTGGTTCTTGTAGCTTCTTCTTATTTCCCTTTGCTTGTTATTATGTATTGTTTGTTGTGTTGGTGTTTGCATTTTGTTCTTGGGTTCTTGTATGGTTGTGCTTTTATGTTGTTGGGTGCATCATTGATATGATTCATATCTATTGAACCAGCAATTAAGTTNTTTTTGACTAAGCCAATCCTAGAAAGATTACGCCAAATTTGTTTATGTACTNTTCAATAAAGATCCGAAATTNNNTCGTTGTTTTTTGTCTTCCGTGAATACTTGCAATNAAACAAAACTAGATTTAGTTAAAAGTTTTGTTTATCATATTCTCCTCCCATCAGGGGATTTGTTCATGATAANTAGTGAACTCCTTCCNTTTTTCACCGCAAATTTTCATCTCTCGCATGATTTGATCCTTACGTAAGGGCAGTTTAGCTAATCATTATTAATTAGTATCCTTCCCTAAACTCCCAGATCCAAGAAACACTACGTATTTTCTTCTCCTTCATCTAGTGTTGTATTCTCGAGATGATTAGCATGTCGATTNCCTTCCCTTATAATATGAGTTATTTAGATATTTTNGTTACTCANCCTCNTCCATATCTCTTTCACCACTTCAATTATTGTCCACGAGACCTCNCAAGTTTTAAGCATGAAATACCTTAATAATAAAGAGTCAATCTCAATATCACTTGTTGATATTAGTTATTCTTTATATATCTCATTGCCTTAGTATAGTNATAACTTATATNTGAGTATTGGCGTATCGTAAAATACTCATTCTTTTGCCTTATTAGAAAATAAATTGNCATTCATATCCTTCGTACAAAATTCCCTTGATCCTCTGTGAGGATTTTCTCTAGATGTACCATCTATAGTACATTTGACAAAGTAATATTGATTTAAGATATCNNTGATATAAGATTCAAATGAATATCGAACATAAGAAAGAAAGAAAAAATAGCTTAAATNTATCCACACACTATATTTCTTTCCAACATACCCTTTTTATTTAAGAAAATGGATATTTTATTCTATTCGAAAGTCNTATATCTCCACACTTGTTTGATTGAGTACCATGTCATTNAATAGTTTAAGANCATGAGATTTTTATTTGGAGCTATAAAAATCATCATCATACACCACAANGAAANCTAGGCATAAAATNAATCTAATTGACAAATAATCATCTCCTTCAAAAAAATTATTATCAACACTAAATGAATCTAAATTAGTAGCACATAAAANAAATATGAAATCAATACTTTATATGTAGAGTAAACAATAAAANNAGTAAAAGTTTTCATTAAGAAGATTGAGCGGTTATTCACTAAAAGATGGACATTTGATGAGTCCAATNTCATAATCTNTGAGCTCACCCTCAATTTTTTTTGCAAAATNACCTATTATTCATAAGTANAAGAAGAAAATATTTTTTACTTGGTTTNCGATATTCTTATTTGGACACCGTTAGTTTCGACTAACGGAAAGTTCCANATTGAGGGTAAACTTCTCCGAANAAACTCATGCCCAAAACTCAAACTCGACACTTCCGGTCAAGGATAAAGNAATACTAACTTCTNCTCNANCATAATCCTTGTTGGTAGAACNCAATAACTNAATCCAACATATTGCCGAATATGCAAGAGAGNGTGAATTAAGTTATTATTATAAGTTTAGAACCAACAATAGTTACGGGGGGATGTATATGAAATATCCATCCTTNACCANCGGTCTCGATTTGAGCCGTGGATATCAAGAAAATATTTTTAANATTTTCCTCGGAATTCAAATTAGTCGGAGANTCAATATGGTATAATGAAAAATAGTGAATATGATATTAATTACAATTTTCAATTTATTCCGAATTCCATTGGAACTCATCTATTATGAAGAACCACTAATTTCTATAATAATTATAATGAGTTATCACGTTTAATATTTCATTGAGATATGTTATTTTTGATTTTTTAATATGCGTTGAAAAGAAAATATAAATATGTCAGTAGAATATGTAGAATTTACTTCTTAGTAGTAAATTTTTTAAAGTAATATTTACTCCTGATTTTGATTCAAAACCATGAAATTTATAGGTTAAGAAATAAGAAAACAAGATTTTATNTGGATCTNTAAAAATCATCATCACATACCGCAAAGAAAGNTAGTAAGAAAATTAATNTAAATTACAAACAATCACTTTCCTTCAAGNATATATTTATCGTTATCAACAATAAATGAATCGAAATAACAGGATAGAGAAAAAGAAAATAACATACGTAAGATACCTCGTATGTAGAGAACAATAAAAAAATGAAAAGTAAAAAAATTCATGAAAAAGATTGTGGGTTATTCACAAAAAGATGGAGAGTTGATGAGACTAATCTCATAAT

>rnd-5_family-731#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

ATGCTAGGTGGGANAGAGGTAAGGACACGGGGAGGCATAACACCCTCCACTTTGCNAATTTTAATCAGGTGGCTAGAGTGTGGTTGAAGATAGTGTGTAGCGTGTTCCTTCCCGCTAAACACTTGACTGATGTGACTCGGGATAGGGTGGTGTTNGTTTACATGTTGATGAAAGGAATGCCCGTTAATGTGGGGGCTATNTTGAGANAAAATATGATGAAGTTTCGGAATAATTTGAGGTGGAGATTTTGCTATGGGGGGTTAATTACCCGTTTTCTGAGGAGTCATGAGATTAAGGAGGAGGAGTTGGACATGACTGTTNCTAGGCACCCGGANTTGACGGGTAAGTTGGTNGATGTNACTCGCACAAAGGCGCTAGACACATCCCATGGGCCTGTCTTGTCGGCTCCGGANAGGCAAGCCCGCGATGACAGCGTTATGGCACGCATGTTTGGTATGGCTGAGTTGCAGTTGCGAATCGGAGGCCGCCCAGTCACTGATGATGAGATGGAGGCTTTGGCAGAGCGCTATCCGTTGATNGATAGTGCGGCCTTTCTGTGCAAGACTGGTCCCGCCTTTTCGGAGCCTGTGGACGATGATGAGCCCACCGCTGATGAGGCAATGGATGATGAGGAGGACGACGACGCTGTGGATGAGGCGAATGCCTTAATGGCGTTCGATCGCGGCGACGACGAGTCCTAGAGGCCCCAGGGAGTATTCCTACCATTTTACNTTGTTTTACTTGTGCACTGAGGACAGTGCTTATCTTTAAAGTGTGGGGTAGGGGTATTCTCTATGTATATAGTTNTTTACTACTTTATCGAGTCTAGTTTTAGTCTTTAGTTGTTTTTGTTATTTTTTGCTTTTGGGTTCCTCAGAGTTTGTTTTCGGTACTTTTACTGAGGATTGTCCCTTTGAACCGTATATGATTAGTTTACTGCTTTATCGAGTCTTAGAGTCGTCGTAGGAGTGACAGTTCCCAATGATAGATGGATGACGACCGTCTTAAGGGAAAATTAGTCACATAGAGGAGTAGGATAGACAAAACCAACCTTGGTCTTTTGAAGCTATGTCCCAATAAGTTAGCCGAACTTCATGGGTAGTTATACTTGGAAAAATGCAATGACTTGTTGACCTTGTAATTAGCATGTGTTCTTATGTTTGACTCAAATGTTGAAGTATGGGCTTAATCGTGTAGTAATACCGTAATGCAAGCTGTATGAGCATGTTAGTCGGTATATCCGTATATGTGTCATAATGCCATGTGTGGTGAGANTTGATTGTTCTTTCTTGACTTGATATCTAGAACTTTCCTTGTGTGTGTTGAATGAGTAGCTTGTATGACTTAAGGAATGCGATTGAGGCGTTTCTTTGAAATAGCCAATTCTTGACTCTACTTGTATGCCTACCATGAAATTGTCCCCTTGTGAANCCCCATTGAGCCTTTAGCCTTGTTCATTTGATAAGCCACATGATAAGCCGAAACCCATTGTTTGATACCAAGTCTTTTGATCCTCTTAAGGTCCTTAATNCACTATGTTAAGAAGAAGGGTTGAAAAATAAGGTNGAATGAGCTAAGGGTGAATTGCTACATTGTGTGGAAAAGAAAATCCTAATTTGGCCCTGGTCCTTAGTGACAATGTGCACCTCGACTGAAATCGAGGGTGGCTAATTTAGGACTATGCTCNAAACATTGGCCCTGATCCTATCAAGGATAATGTGCACCTTACTCGGACGAAAAGTCTAGAGTTTGGGTGGCTAGTGCAAAAGCATTTAAAAAAATGGAGAAATAAAAAGGGCAAATATGGAGCAATAAAGGGGTATTTAGTCATGAAGTGTGTACTAGAAGAAAAGAATAGTATGAAGGATGGTGTTCGCTAAATGATAACATGTGCATTAGGGAGGAGTAGTCACTATAATGAATTCCAAANATTCCCTCCATTACCTAAAGCCGACATTACAACCAAATGAAAGTCCTCTTGATTCCTTGAGAAGTACGATGTGAAAGTTGAANTACACTATNGGCAAGCATATGGCATGTTGAGGAAAGTAAGAACTTTACTTGTGAGNGTGAGTTGATTATGTTGAGAAAAATAGGCCTTGTGATTTTGACATTGCTTGAGTGAAAGGCTGTACTAAAAACATAAACAAGTGAGGGCATCTATGACATGTGTAGGAGTATCTAGTTGACGTGTTNGTATGAGTTTGCATTAGCCCGGGAAAAGAATAATAATAAAAGAGTCATTCTTTGAGCATGTGTTGTACTTGGCGTATATGTGGAAAATTGTTGCATCCAATGTGAACTACACGATCATGATTAAAAANGTTTGGTTGATTTTAAGGTGAGTTGATAAGTCAAGGGTTATGAAAAAGAGTTGATGGTCTAAAGATTGTTCGAGGACAAACAAAAGTCTAAGTGTGGGGTGGTGATCTTAGGCGTATTTATATGCCTAAGTNGTCAATATTTGCCCATAATTTGGTGNTGTTAAAGGACGATCTTNAGTTTATTAGCTTGATTTTGTGGTATGCTTGCGATGATTATGCACTTACACACATGATTAGTGATTTCAGGAACTCTCGGAGAAATCGGAGTTGGAACGAAGAAAGAAGGAGCAAAGACGGACGCGAAAATGGCTAAGTATGGAAGCACCTAGGCGAGGCGCACTGNCAGGCGCGCCGCGCCAAGGCCGTCTACGCAGAGCCAGTCTTGAGGCGCGCTGCTAGGCGCGCCGCGCCAAGGCCTNACGCNCAGAGACGTTGTTGAGGCGCGCTGNTAGGCGCGCCGCGCCAAGGCTTGACGCTCAGAGGNCGCTCTTAGGCGCGATGGTGGCGCGCCGCGCCATGCAGTACCAGATGTTCTAGGCGCGATGGAGGCGCGCCGCCCCAACCCGATTCCGACTTTTCCAAGTTTTAAACATTAACTAGGAGTTCTAATTTGAGTAGGATTTGTTCTTAACTTTATCTACTATTATAAATAGATCCTAGGGCTGCCATTGTTNGGGTTCGACTTTTGTTTAGTGTGAAGGGCAAGAATCAAGTTTGTAATCCTCTTAACTCTTCTATTTTTCGGATTTGTTTATGAACAATTATCTTTTCTTGATTACTAAGAGCATGAGTAGCTAAACGCCCTAGTTCTGGGGCTGTAGCTACGAATCGATTGTCGAATATTTGAGGCTTTATGAATTAATCTTCGGTTGTCAATTCAAATTACTTTTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGGTTAACCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATTTTTTTAAATTGCTTGAAACATTATATCAAAGTCGTTCACCATTGTTTACTTTAANTTAGTGCATATTAGTCGTAGTTAACCATAAATCATAATCTCTTTA

>rnd-5_family-4167#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

ATGGCAGACAGGGTACATCGTTATGTGATGGGATTGGATCGTTATCTGATTGACGGTTGTATGGCAGTGACTCTTCAGCCAGGTATGGACATTGCTCGGGTGCAGGCATATGCACAGGGGGTAGAGGATCGGCACCGGGGACGTCAGCCAGATAGAGATTATAATAGAGGCCAGCATAAGAGGGCTAGATCAGCAGGTTATCCTGACGAGTTTCGAAGCGGGCAGTCTCAGCAGCATGTTAGATTTTCTTCCCAGCCAGCACAGAGTGCACCCCCACGTTTCATGGGTAGGGGGTTCGATCGTATGGGATATTCGGAAGCTGGTCAGAGCTCTAGGGCGTCAGGGTCACAGATGGGCAGGGGTTTGAGCCAGTCGAGGCCACCTTTGCCTCGGTGTTCTCGCTGTGGTAAGTCCCATCCTGGGGAATGTCGTTGGGCTACAGGTGCGTGTTTTTCTTGCGGCCGTCAGGGCCATACTATGAGGGAGTGTCACCTTAGAGGTAGTGCAGGTGGTATGGCACAGCCTACAGGGTCCGTTGCTGGTTCATCTTCTTCTGTGGCTATGCGCCCTACGGGGCAGGGTATTCAGGCGCCAGCAGGCCGTGGTAGAGGACGTGGT

>rnd-5_family-1197#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 26 )

ACTAAATGATTTATTAACATAAGCGTGAACGATCATGCTAAGTAAATCTTATTATTCCTAATATTAATTTAACAAAGAACGGATAACGCCCAGAGTTCCTACAATCTATTTACCAAATTTTGGNAAAATCGACGAAATTTAAAGAACGTTTAGAACTCCTAGCTTATTCTCCTCTTAGAACCTTACTCTAAAGACTTGAAATGTTAATGAACGTAAATGAACTNATTAAAACCTTCTAATCCCTTAACTAGATGTAAAACATCGTGGTTTAGGGTTAAAATAAGAACTTAAATAACGTAGCTTAGGTACCAAACACATAGGGGAAAGAACGAAATGACCCTAACTCAAAAAACTGATGAAGTTCCCTTAAAGGAAAGCTTCACGGACTGTTCAGGGCCCCACAGTCCGTCAAAAAATTCNTTGGTCGTATAGTCATCCGTGAAACTTTGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATANACTNAACTTCGTGCTAGGGGATTTTAGTGACCTTAATTCATATCGAAAATCATTCCCATATTTTNAAGGATTTATATAAACTTAAAAATTGACGAGCGACTGTGAAGACCCGTAAACGGGTCATACAACTCACCATGGTGCATCTAGGGTCCTATCCAGGTGACTCAAATCTTGGAAGCCCTAGATGGTTGGGATACCTCCACTAAACATGTTGTGGACCCCTAAACGGACTAATTTAGGGCTTCCTTAAAGGGTCCATGGTCCATTTTGGGTTCGTGGACTTGGTTGTTATCCTTCTTTATCCTTTCTCGATGCGCAAGGTGTTACACCCTTGATAGACTCCCTAGATACCTTAATTGAAGACCTAAGCAGTGATGAAGAAAGGAGACTTGAACTTGAAAAACCCTCGTTTCTTCTTCCTTCGTCTAAAGAGAAGATTTTGGAGAAAACATAGAAGAGAATTTGGAAATTTAGGGGAATAAAGTTAGGGTGGGTAGTTTTAGGACTTGAAAAACTTATATAAGGCTAGGGATTAGAGTAAAACGATATAACTTAGGTTTTAAGCACATAGGAAAATAATCAAATATTCTTAAAATAATTGTTGGATTGATCCTACGGTTATGATCTACGGTCCTTAATTCCTATGGACTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGTATGTAATTAGAGTATTTTTATGAATATTCGAAAATCGTCTCAAAAGGATTTTNGTTTAATTAAGTATTTGGCTTATTAGTTTAGTTTAAGTTATGGTCTATATNTTGAGTTAACTAATTTATAATTAAGTTAATTATTTTATTTCGTTAAGATTAAGAAGCTCATTAATTGATTAATANCAATTCATTTTTAGCTTATTTTGACCGAATTCAACTAATTGCCTCAGTTTGATCGAAATAGCGATTCACATGATTATTTTTCTTAAGTCAAATTAACTACATTCTTGGCTTCTTTTTNAAGACCCGTTTGCCTCAATAACCCAACAATTCTCACCCAATCCAATATCCATCCAAAGCCGACCCATTACAATACACAACCCAACTTAATTCTCCACGAAAGATTTAATCATATTCCTTTAAACATTCAATACAATCAGCAAATCTTGTTTGTTGTTTTGTTTCTATCCGTCGACTATTTTCTTTGAAATTTCATGTGTTGATTTATGTCTTGTCGTGCCTTTTAATATGAATTTAAAATTAAGAATGTTGTATCCATTGTTTGCTGCTAGAGTACTATGTTTTGAGGTACATTTTATTTGGTCTTCCTTACTTTCTCCTATCATACTCTCATTTTTAGTTAAATCTTTAGTCTTTAGTTAATGCTTGGTTCAATTCTCTCTTTAATACTATTATTATCTAAATCTCTTGTGGATAGCCTCTTAAGTTTATAGAAATTTGTAGCCACTTGAGTATAAACCTGGAAGTTGTAAAGATCTATTTACATGCTTGATTCTTGATTTTCTCTCTTTTTTCTGTTAAGTCTGGTTCCTGAGAATTCTGTTTGGTTGAATTGAATCTTTTGTCGTTACTTTGTCACATTCTTTTGCGATCAGATTTTTTATTGAGTTTTCATATCTGCATGTAGTCATTAGAGTCTTAATTTGAGTATTCATATATCACTTTATTTATGCTCAAGTTTAGTTTAAATTCTTTTTATATACATCTGACGGGTCTAGCTTGGTGAACATTTGATCCGTTCAAGTGTAAGTTTAGTAGCTTGTGAGCAAGTTTTCTTCTTTTTCGTTTGAGTTTGATGTTTGAATTAAATATTTGTGCTTAAATTCAAATTAATTTTTAGCCTTTTTAGTGTACCATTTAATCTAAATTCCTTTATAATATGTGAGGGTGCATCTTCGCCATTAATTGTCCTTATTTTCTCATGTTTTCAAAAGCTCTATGTTACGGTTGATGTGCGTCTTGCGTTACATCTAATGGATTGTGTTTTATTGCATAACAGAGAAATAGATCGTCTTGTCTTGGTAGTGGTTAGATTAATTGATATATTCTTTACATGTGTTGCTATCCTTTTTTAAGAGTAAGTTAAGCTTCTATTTTCATCTTCCCTTATTTACTGGTAGTAATAAATTGCTTGCTCATAGACTTGAATGTTATATCCCATTTATTCTATTAGTTCTTTTCTTTTACTTTGTTTACATGTGATATTGGTTGAGTCCAATGGAACCTAATTCTTGCATTTCGTTGAGTTATAGATCCATTATCAAGTCAACTTCGTCATTTAAAAAATCGGAAATTGAACATAGGGCCGAAGCTAATTTTGAGGTCTCATGAGTTAAAAACTGACTTATACACAATGATATATGGATAGTATATGATCGGTATACAAAAATTAAAATTGGGTCAAAGCCTAGAAAATCAGTAGTTTTTGGGCCCAATGTTTTTGTGCACCAGTAGGCCCAAAAGCTCCCAATTCTTCTTCCCTCTCTTTATTATATGATCGTAATTATATTTATTTTATTTTAACTCTAACTCTTATCTTAATTATCTTCATAAAATTCCATTGAAGATTACCCATCTTTATTATAANTTAAATGATCTAACTATCTCTTTACTCGATCATTTTGTAATTAGATTTTACATTTTTNATAAATTGCAAAATTGTTTTAAGTGCTTTAAGTTATTTTATTTTCAAGCGATTTTTATTTGTCATTATATTNTTTAAGTATTTTTTTGGAGTTNGTCAAAATGTTTTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCTTTTAAAATTGATTATTCTTTAAAAAGTTAAATAAATTTTTGAAAATAATATTTTTTTACTTATTAGAAATGACGACTTTGATAGGGATTTAATTAGTTCTAACCATAATGAATCGAATCTTTTTGACTATTTGTTAATACTTGTTGAATTATTTTGCCTCATATATGTCTTATTTGTTTAAATTGTGATATTAGCTGTCATTGCATGCATATCATTTACTCCGTCAAATGAATTTTTTATTTTTCACTTAAAGGAAGATTATACGGGCTTGAGTCGAACGTTAACCGAACTGTTTCTCTNGTACCTCGGTGAATGTAGTTGGTCACTGGATGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATTTGGCAAACCATTGACTCTTGGGTAGAGAGTTTAATAGGCTGTTCGAGTCAAAGAAGAATCAAGTTATTATTGCATACAAAAGCGTGGACATCATTATTCATGCCAAATGAGTGGAAAGATACAAAGTAAATAATCAAAATAGAGAAAAAACGGTTAAGAATAAGGTAACTTTTGAAACTTGTGTTATTAGACACGCCATAACATTTTTGTAGGTACAAAACAATTGAAGGATGTGTGGCTNTAAAAGCTTGCCATCAAAGAAAAAAATAAAAACTTACACATAAATTATTCTCAAATTTAAAGAGGGAGCATTCTTTTGGAAAAANCTAAAAATAAGTCACATAATTGAAGGGTGTATTTGTTAACATAGTCTACCATCCTAGTCACAACTCAAAAGCAAACACGTCCCTAGAATTCATGCTTCAAGCTTCGCTAACATAGAGTGTTTCAAACAACAAAAAAGAAAATACTCACATGCAACACTACTTATTAGCATCGTGTACGAGTAAAGCAAGACCCTGATTAAAAAACCATTCGAAGAACATTAAATATCAACGACCAACATAAATTGCTGATAAGCATCGCGATTCTCTTTCTTANAAGCAGAGAAATATGTTTGAAGTCTCCCAATTTATATAGAGAGATATATATGAAATAAAAATAAAAAGGTTAAAATCCAAACACGGGAAGGTCCACATAATATCGAATGAACATGAAGAATGAAGACAGGAAAAAAGTCGTAATATTACTGTGAAGCTATACTCAAGCCTCCTCACTTAAAGAAGACTGTATATGCACATTATAGCTAGACGATTCCCAAATAAAATTTCACATGCTAAACAAGTAGTTGTTTGAACATGTTTTACTTTATTAAAAGACACAAAATATCTTGAGCCTTTAAATAATATCACTACAATAACTTCTTTTATACAAGTTGAACTTATCAATGAGAAAACATCAAATTTCATCCGAACAAAATTAGACACTAAAAGAACCCCATCTCAGCCATGGACTTCCTGAATAATAGACTTCAACAAGTCATCACCACCACCAACAGATTGTAACTGTGTCATGAAATGTTTTTCCCTACTTTGCCTTCGTGTGAAAAGATTGTATTAGAAGTCGAGATAAAAATAATGGTCTTGAAATCATATTCACCACCTATATGTAGTAAATCCTTNAATAATCAAAGTTAAAAAGGGAAATCCAAACTTATATGATTGGAGCTATACAAACTTTGGAACTCCANCTGTTTTTGGTGGGGGGAGTGAACTCTATATCTTTATCNGAATCAATGCACAATGAGCATGAGCACCACCATTCAGTCGACCTGTATTTGCACTTGATTGTTTCTTTCTCTCGTGACATTTAAAAGTAATTGAAAGGAACGAATAACGGAAAGGAGCAATACTTACCTGACATATGAAAATTAGATTTATAATTGACTATAAACAAGGGTAGANTTTGGGTGTTCATATTGCTACACCACATGCAACTTTGGATTGATTAAGTCATCAACTCCAGTATCAAAATTCGCACTTGACGGAAACAATTGTTGAGATCCTAACTNAACCTTCTCATGCTTTCCCAATATAACTCGATATAACATGATACGATTTTCATCATTTTCATCTATCTCGCACATTATTTCACTACACACACAACCAATAACAAGTANCAAAAAGGAACAAACGAGTTAGGAAAGAGGAAGACGGAAAGTGAGGAAAACAAAGTGGTAAGGCGAGNAGGAAGTTNATCTAGGAATGTGATAGATCAGTGTGTTGTCTCTGTACCTATTGAATTGCTTCAACCAAAGTGGCCTAGGAAATCTTTCGATAGTGTTCCTCCTCATTCCCTAACGACCCTATCCTAGGGAACTTTGGTGGAAGCAATNCAGTAGGCGCAAAGANAACACAATGATCTATCACATTTCTAGATGAACTACCTACTTCGNTCACCACTTTGTTTTCCTCACTTTCCCTCTTCCTCTTTCCTAACTCGTCTTTCCCCTTTTGGTACTTGTTATTGGTTATGTGTGTAGTGAAATGATGTGCGAGATAGATNAAAATGATGAAAANCATATCATGTTATGTCGAGTTATATTGGGAAAGATCGAGAAGGTTGAGTTAGGATCTCAACAGCTATTTTCGTCAAGTGCGAATTTTGATACTGGAGTTGATGACTTAATCAATTCAAAGTTGCGTNTGGTATGGTGTAGCAACATGAACACCCACATTCTACCCTTGTTTATAGTCAGCTATAAGTCTAATTTTCATATGTCATGTAAGNATTGCTCATTTTCGTTATTCATTCCTTTCAATTACTTTTAAATGTCACGAGAGAAATGGAACGATCAAGTGCAAATACAGNTCGATTGAATGGTGGTACTCATGCTCATAGCGCATTGATTCTAATNAATCTATAGAGTTCGCTCCCCGACCAAAAAANCTGGAGTTCCAAAGTTTGTATANCTCCTATCAGGTANGTTTGGATTTCCCCTTTTTAACTTTGGTTATTCAAGGATTTACTATATACAGGTGGTGAATCTGGTTTCAAGATCATTATTTTGATGTTAACTTCTAATACAAATTGTTCACATGAAGGAAAAGTAGGTAAATAAATTTTTATGACACAGAGTTCCTCTCTATTATTCTTATCTCAAGTTTAATACTAACTTTTCATCAACATTTACCTCATTTTTATCGAACTTTTCTGAACCCTTAGTGAAGACCTTAGAGTAAAAATCCTTACAATCAACATCAATCCAAGCGATGGGCAACTTCGTTCCCACTTTCCAAATTGATTTCTATGATTTCACAAAACTAAAAAAATCAAATTACACCCTTCCATTTCCATTTCGATGATAGCCTCGCAACTCACAAAATCTGAAACCATCACATCCATGGCATTTTCCTCAAAATCCACCCACGTTCCATCCTTAAACAACATAAACCTCACCCACATCCCACTCTCCTTGAAATTTCGGTCGTTTTGAACGAAAAACTGAGCATGATCAGTCAACTAGCCACGGAATCAACCAGCTCCTTGGAATAGGAACCTCAACCCTCACTTTCATCTCATAGACACCGTCGTCGCCGCTTCCACCTACTGTCTTNTAGAAAGGAACAACTATCTCCACCTTGTTATCATTGAAAACAGCTGAAACTGAATCGGCTTCATCGTTAACGATAATCGGACCACTCGAACCGATCGAAGCTATCTACATCCCTTCGAATTCCATTGAGTGATACAAACAAGAGGAGAAGAAAGAACTTCGAAGGAATAATCAGAATTTGATACAAACGAGATAAAGAAGAAAAAGAAGGCACACGATACAAACAAGTTCTCTAATAGTAAGAAAAAACAAAAAATTAAATGATGTTGGAGAAGACGAATAAAAGAAAATGATCATCTTAACCTTAGTTTAACTTCACTTCAATTGTAACAGTTTGTTTTTAGTGTGAGAGAATATTTGGATAATTTAAAAATTATTGACCCGAGAAATGTGATTGTTGACCAAACTAGATTAGTAATCAATAATTTTATGATAAAAATTCTAATTGTATTTTATATTTGACCATTTTTCACATAATATTTTTTTTATAATTATCAAGTCTTTAAGGACGAATTTATNAAAGAAATTTACAAAAAATAATATTTTAATTTTTGTTAATGAGACGAAAGTTGTTATAATTTTTTTNCGTTTTATTNTAAAAAAGGAATAAGAACAAGAGTCATTGAATGGCGGACCAACATGCTTA

>rnd-5_family-3050#LINE/L1 ( Recon Family Size = 28 Final Multiple Alignment Size = 26 )

AGGGCTGGGANGCGTTCGATGANAACACTNCTTTCNGAGCTGGGTNAAGGGAGTAGGGTGAGATTTTGGGGTCATAGGTGGCGCGGAGGCANTGNTNNTTGAGGCTCACTTCCCNTGGCATAGTATAGAATCTCTTGNCCAAAAGGGACGTCGTCCGTTCAACAAGTTAGGGGGACTCACGAGGGANGGGACTTTTTGGGATTTGAGATTTAGGAGGAATTTTCAAGATCGGGNAGTGAACGAGTTTCAAATAAATTGCTAGGCTTGCTCCACAAGCGAACGNCTACCATGGGTTNTCAGACCCGATGCTTGGAGATGGGAGTTGGGGAATAATGGAGTGTCCGCGGTNAAGTCCTNCTTTATGAGAAGCTATGGTTNAGGGAGGAGACGGTTTTCCACACGNCTCGATATGGATCCCGAGAGTGCCGAGGAAGGCGTACGTTTTTTCACGCGGTTGGCACCAGAGGAGCGATTCTGACGGCGGAGAATATGAGGGAANGAAGGGTCGTCGACGTTAGTTGGTGCTTTATNTGCAAGGAGACGGGTGAGGACGTGGATCATATTTTGTTACATTGCAANTTAGCTANCGAGGTTATGGGAGGATGTCTTTAGATGGTTTGGNGTCNATTGGATAATGCCAAGNACCGTGAAGAGTTGATGCTCAGTTGGAAGAGTGGAGGAGGAGAAGAAGGCACGAGGCGTGGATGTTACTCCTCTAGCTCTNATGTGGGTCGTTTGGAAAGAGAGGAATAGGAGAGCTTTTGAAGGGGTAGAGATGAGTTTCGTTCANTTGAGGAGTAGCCTCTTATCCCTTANTTTCTTTTGGTGCACCCACGNAGTTCCTGTTTGTATAGAGGATTGGGTGTCTTTTGTAGAGAACCATATTTTGTGTAGGTTTCTCCTNTTTTTTGGTATATCGCTTGTATACGGCAAGTTGNCCTTGTTATTATCAATGAAANCTTTACCTTATTAAAAAA

>rnd-5_family-1163#LINE/L1 ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

GAGGAAAGCAGTAACTTAGGAGCAAGCCTTCGGAGAGGAGGAAGTACTGAATGCAACCATTAANTCANGTGCCCCTGANAAAGCCCCCGGGCCTGGTGGCTTTACTATGGCGTTTTTTCCAGAGNTCTTGGGANTTTATCAAGCCAGATATNTTAGCAGCTCGCAATCACTACCACCAACGATTGCCGGATGGTGAAATCTTNCAATGCCTCNTTCATNGCACTCGTCCCTAATAAAAGGAGGGNGCGATNGAACTNAGAGATTACAGGCCNATCAGTCTAATTGGTAGCGTATACAAGATCGTTGCNAAAGTCCTCGCAAANAGGTTGAAGAAGGTNATTGGGAAACTAGTNTCAAGCCGTCAGAATGCNTTCGTTAAAGGGAGGCAAATCACTGATGCNNCACTNATNGCAAATGAAGTGCTNGATTGGCAANCGAAACAGGGGAACGCCGGACTTCTNTGCAAACTNGACGTNGAGAAAGCNTTCGACCANGTGAATTGGCCTTACCTCGTGNCTATNCTCAGGCAGATGGGNTTTGGTGANAGATGGATNAAGTGGATNAAGTTTCGCATCTCCACAGCGAAGTACTCGGTNCTNATNAACGGAAGCCCAGTGGGNTTCTTCTCTCCATAGAGAGGCTTAAGGCAAGGCGACCCCCTATCGCCCTTTCTNTTTATNCTGGCTATGGAAGGNTTGAGTAGGATGTTGGACAAGGCCAAACAACTTCAACGGNTNAAAGGTTTCGATGTAGNCAACGGNTAAGGTNCACGGTATCGATCTCACATTTGCTTTATGCTGATGATACGTTGATTTTCTGTGGGGCTGAGAGATNTCGGGTNCAATATCTTAATNTCACNCTACTNNTATTTGAAGCTTGTTTCAGGTCTCCATATGAACATGTTCAAGAGCGCGATNTATCCTGTTAATGAGGTNCCGACTCTTGAAGAGATGGCAGATATCATGTGTTGTGGAACGGCTCCTTTCCCNACCACCTACTTGGGCATGCCTTTGGGTGCCATGAATAGATCAAGGCGGAAGGCATCTNGAGTTTGGAATGTGATTGTGATTGCGGAAAAGTTTGAGAGAAGGTTAGCTACTCCTCGCGACGACGATACCCCTCTATGGGNGGNAGACCTACACTCATAAGCAGTGTACTTGACAGTATTCCCACCTATATTATGTCACTACGTCCCGTATGCCAGNTAAGGTGAAGCAACAACTNGACAAAATCAGAAGGGACTTTCTCTATGGGGAAGGGAACAACGAAGGCCACAAAATCCATCTGGTCGAGTGGGCCAANAGTCGCTGTTGCCAAAACAACGTNNGGAGGATTGGGNATTAGAGACTTAGCACTGCACAACAAGTGTCCGCTAATGAAGTGGCGGTGGAGATACGCTCAAGAGGAGCGTAGCTTNTGGAAGGANGTGATCATTGCTAAATATGGTAGCGATAAACCACTGGTGCTCTAATAGANTCAGCAGCGCTATATGGAGTCGGNGTTCGGAGTAGTACGAGCAAACTGAAAGATGGGAGATATTCTCTCAGCGACGCGCGCACTTAATGGCGGGGAATGGGCAACATATTCAAGTTTTGGAAAGACAGGTGGCTNGACGGGCAACTCCTCCTTAATGGCCGCCCATCCTAACATCTTCCACATAGCAAGGGAGCTTGACCCGTACTATTCAGCGGCGCAATACAGAGAAGGCGAAATATAAGTTCCTTGAACATCATCCTCAGGAGGAACAGGGAGTTGGAAGAGNTNNTCAGCCTNNTAGCGGCACCATTCAGACTAGTGCAATCAATAGTCAAACGCCTCAACTAGGGAGAAAAAAGGGGTGGGAAGTTCTCCGGAGNCANAGCACGGACGTATCCTACTCGGTTAAAGCGCGCTACCTTCGACAAGGCTCCAAGAAAACCTTAATCAGATCACTGACCACTGGCCCTGGAAACTTATTTGGAAGACCAAATTGCCACCTAAGATTATTCGCTTCAGNTGGATTGCACTCCACGGACGCTTGCTTAACTCAGGATAACTTGATGAGAAGGAAGTTTCAGATGGTCAACAGATGCTACACGTGCCTGTNGCGACNCAGAAACTATTAATCACTTGTTCCTTCATTGCACAGTTGCAACAGGCCTATGGAACATGTTCTTCGCTCTTTTTGGCGTCAACTGGGTCATGCCTCAGAATATCAGGGAAAGGCCTTTATGAATGCTGGGGTTCNTGGAAAGTTGGTAGGNCCATCAAGAGAATCTGGNAGATGATTCCTGCAGCCTGTATTTTTTGGNGTNTCTGGANNGAAAGGAACAGAAGATGCTTTGATGGAATATCAACTACCTACCAATCTTTAAAAGCTAACTGCCTCATGTTTTTGTATAGTTGGGTTTATTTATCCCCTCTAGATTGCCCTGATTCATTTCTGAACTTTGTCAGCTCCCTGATTCTCAATTAACAATGTAAAGGAGAGCTGACCTTTTGCTACTAAGCTTTTGTAACTATTATGCATCTACTTGATGCCTGCAATAGAACTAATTACTTCATCAAAAAAAATA

>rnd-5_family-373#DNA/Harbinger ( Recon Family Size = 31 Final Multiple Alignment Size = 26 )

AAAAATATCTTTTTCNATATATACATATTTATNAATATATCTCTTATTTAATTAATTAACATATTTCATAAGTTTGATTTAAGAATTTCTTATTTTNATATAATAAATTTTATANTTTATTTTACGTTTATATATTATTATTTATATTTTATATATTATTTTACGTATTATTTTGCAGAATTAGAAAAAGNTAACAACAATATTTTTGCAAGATTAGAAAAAAAATAACAATTAAAGATTTCAGCCTCTCAAAAAAGGTATAATATTGATTGAAAATTTGAATATGTACATTTTAATTTAATAAAAATAAAAATTNAATTAATTTTTTTATAATAGATATTTAAAATAGTTTCTCTCTATAAAATAATCTTAATATTAAAAGTACATTAATATTTGTCTTTTTTTTCGTAATTTGACTCTCAAAAATACTTTTTNAAAAATATTAGTCAAACACAATTTACTTATGAAAACACTTTTCAAATGAATTAGCCAAACACAAATTATTNTTTTTTTCAAAAGTACTTTTCTAAAAAGCCATTTTTAAAAAATGTGTTTCTAAAANTAAGCCGTTTTTAGCATCAATGTCAAACAAGCTGTGCTTNGTATCGAAAATAAGTCATGATCTTAGTATCAACATTCAGACATGCTCTTGATCTCAAACTGTTTGGACATGCGATATAAAACCGGCGTATGTACGCGCAATCTCACGCTAATTTCANNCANCGTGAGATCGAAATTTCGAATTTTCGAAAAAAATGTGATTTGAGATTTTTNAAATACNNANAATCGANCCAAAAGTATATACATATTTCGTAAAAATAACACCCATATTTATATCTGCCGACCATTTATTTCATATGTAAATAAAATTTATAATTCATATCATTACTTTTNAAATCATTTATATCTCATATAACGATTATTCTCACCAACATATAAATTTATTATTACTTCAAATCAATTCATACTTTACCATTTATATTCACCAAATTCATTATTNTTTAATCAAATNTATTTACCAATCAAATTGACCAACAAATGGCTCAAAGTAACAATGTTGGTTCGTCTTCTCGGTCATATA

>rnd-5_family-1515#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 26 )

AGGAAGAGAATGAGGAGGTTCCCCTTCAAGAACCTCAAGTGCCTCCGGAACCTCAAGAACCTCAAGTGCCCCAAGTGCCTCCTATGCCCCAAGGTCCTCAAGCTCCTTTGTTGAAGGGGATATGACTAATGCGGAGTTGAGGGCTGCCCTAATGAATTTGACCCAACTCATGACGGCTCAAGCTCATGTCGTCAATAA

>rnd-5_family-1335#DNA ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

ATAANGGGAAAATTATGNGACAAACTACATTTANTTTNTCTAATTAGACATTTATATATATAGAGGGAAAATTACGCGGAATANCAAACATTTAGNTTATATTAGGTATTATAGCTACGGTTTAAGGAAATTNTAATTCGCGGCTATATTTTTCTNATTTNTTGCTATTCGCCTAATTTGTATAATTCGGTTTTTGATTGTATAAATTCAAGATTTTGTATATGCTTACCCTAGCTATTTGTATACGATTTATGAAAAATCGTAATAAATTACCNTGTTTGTATATTGACAAGCGAAATATACAAATAGAGTTCTGAAAAATTCCTAAATGTATAAATACAAAATTTGTATATACTTACCCTATTTGTATATTCGCAAGCGAAATATACAAACGGGCAGAAATATACAAACCGCAACCTCCATAGCGAACGAAACTATAGCTATGGAGCGCAATTATCGAAACTATAGCTATAGAGCCTTATTATATTTATTATNTTTGCTATTTCTGAAATTTTCTCTATTATATACTTATAATTTTTACGGAAGAGTTACAAATATATTCAAATTAGAAATCTTAAGTGTTTTAG

>rnd-5_family-96#LTR/Copia ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

GACCTCCCAAGAAAAATAATGGTGAAAATCACCAAGCACAAAATCAACAAGTTCAAGAAAAGGGACCATGCTTTGTTTGTGGCAAGAGTGGGCATATTGCTCGATTTTGCAGATTCCGGAAACGTGGTCCTAACCCTCAGGCAAACGTTACCGAAGAACCTTTTGTGGCGGTGATTACCGACATAAACATGGTTGAGAATGTTGATGGATGGTGGGCTGATTCTGGTGCAAACCGTCATGTCTGTTATGACAAAGACTGGTTTAAAAAATATACTCATTTTGAGGAGCCCAAAACCATCATGCTTGGTGATGCTCACACTACTCAAGTGCTTGGAAAGGGAGATGTCGAATTGTGTTTTACTTCTGGAAGGGTATTAACTTTGAAAGATGTACTTTATACTCCTTCC

>rnd-5_family-817#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 25 )

TAGTTTATTAAGAATAAATTTTCATACTTAAGAATCTTTTATCATAATTAAACTTTTTATTTTTTTATGTTATGAAGAATACGTTTTTAAAACGTACTATAATNTCATCAATTTTGAATACTTATAAACACATATATTCAAAAAATATTGATATACAAATCACTCATGAACGCTAATTTACATCAATTAATCATAAATTGTATAATGAATCAATAATATTAAAGGTCGATTAACTATTAAAAAATAATTANTTGGGTGCTTTGAAATCCATATATACTTACGATATCTNTTTTTAAAAGAAAATAGAAAGTGAATAATATTTATAGAAAATAAAATTTAATCTTTATTTATCAGTATATTAATCTCATATAATATGTATANTATCGAATTAAATTAGGNAATTCAATTAATTATTANTTGTATTTATTGATGTTTAATTGTATGAGAAGTTATAATATAATATAAAATAAAAGAATAAAAATAAAAAAAAAAGTTAAATAATAATTTTCTCTTTCTTACCAATTTTTTTGTCAACCTTACAAATTTATCTGAATACTTTTATNAAAAAATTGCTTAAAATTTTCAAATAATTTACTTAGGAATTTTAAAATTATCAGGTAATAATTGCGCACAGAGATTTTTTCATTGAATTTTGTTTGGTGAAAATATATAAAGTTACTAGACTTTTTAAATTATTTTTTTATAATCTTCATAAATTCTCATGTAATTTATATATTTGTTTTGTAGAGACATAAGTTTGATGAATTAAATAGGTCTATTATTTTTTAAAATGATGATTTAATGACATGACATATCAACTAGAATAGAAGGAGACTTTTGAGGTATTTAGTATTTCTNATGGATAAAAAATATAATATTATTCACTTTCTTTTTTTTTTTTAAAAAAAATATATCGTAAGCATGAATTTCAAAATACACAATTAATATTATTGTAATAGTTAATTGACCTTTAATATTATTGATTTATTATACAACTTATGATTAATTGATGTAAATTAGCGTTNATGAGTGATTTGTATATCAATATTTTTTTGAATGTATGTGTTTATAAGTATTCAAAATTGATGANATTATAGTACGTTTTAAAAACGTATTCTTCATAACATAAAAAAAAAGTTTAATTATGATAAAAGATTTTAAGTATGAAAATTTATTCTTAAT

>rnd-5_family-2649#Unknown ( Recon Family Size = 30 Final Multiple Alignment Size = 25 )

TCCCTCTATCTCAATTTATGTGACACTTTTTNATTTTTCGAGAGTCAAATAGTTTAANTTTGATCGGAAATTCGCGTATGAAATCTTTAATTTTTNAAAATAAAATTTATATATTTGTAAACTACGTAAAAAGTACTATAAGTCACAATAATTGATAATTCAAAATGTTTAAAAGATCTATAAAAATTTACGGTCAAAGATAGACTTGTTTGAATCTCGAAATNCGAAAAGTGNCACATAAAATGGGACGGAGA

>rnd-5_family-3056#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

AGTTTGAATTTTAAAAAATATTCATTAGAATTTGAATTTCAAACATTTTGTTCGAAAAATTACATATTAATACAACTTAAGATATTATAATTCCCTCTCGAATACATCTCTATCCCCTCTCGAATACATCTATTTCTTCTCGGATACATCCCTATCCCCTCTCGGATACATCCCTCCCATTAAGTAATGTATCATTTGCAATGTATCGGACAACCAAGGAATGTATCCGAGAGCAATGAAAAATTCGAGATTTTTGTAATTGAGAAAACTTCCGGGATATGATGTAATTAGCCTCCAAATATATGAGATTTCTGTACTTTATACTATTTTTTCTTCAGTAAACAACTTCAATATATTACTTNATAATCTNTTTCAAATGNTCATACGACATAAATGTGTCGTTTACAACCTAAATTGAGAAAGTTGAATTCTAAAAAATTCTNTGCAGCAAGGAAATAGAGAATTGCGTTAGATTATGAGTTAAAACATTTCGTATTCGAGGAATATATAAAATGTTGATATCTTTGAAAAAGTTCATCGATCTTCATATATATTCGCAAGTGGTATCTATTTTCCACAATGTTATTATCTTCGTTTTGTAATATTTGCACCATAAGCTTTGCATATGATAAAATACTAATCATTGATCAATCAATTCGTAAAGATCGATTCGAAGTCTTTCAAATCTCTATTGCTTCAACTTANGTATAATGTGTTTGTANTTGGCTTTGTCGATGAATTTTGTGATACATTTTATTATTGTCTTCGATAAATAGAAATACTTAAAAAAACGATTTNTAACTTCACAACAATAAAAACAATCGAGAAANCAACTTTATTCCTATATACAATAACAATTATCGTAATGTTATATTCTAAATATTGAAAGTATTTATTAAAAAAATAATTTTTGACTCCACAANAATAAAAACAATCATGAAAGAAACTTTATTTCTATATACAATAACAATTATCGTAATGTTATATTCTAAATTACAATTAATTAATTTTATTTTTTATACTACACTNATATATCATGTCGTAAAGAAAACTCTAAAGCTTACCCCCCACAAAATAACCAATATACTATTTTTTTCAGATTATTTTTTTCTAATTTATTTATTTTTTAGTTTTTTTCTTCCTCTATATTTCTNAACAAAGTCTTTTTCTATTGACATTTTCTTTTGTTGTTCTTCTTTATTTTTTAACTACTCATTTTTTGTTAGTTTGAATTTCGATATTCATTAGAATTTGAATGTTAAACGTTGNCCTTGTCAAATTTTCTCTGTTAAATAGTTTATCATATTTGATATTAAGAAAATATAAAAATGAAANTTTTATATTTTATAATCTTTCGATGAATACATTATCAAATTATTGATTTCTTGATAATCAAACATTGTTCATTCTTTTAGTCACGAAATTTGATATTTTCTTCAAATTAATTAAAAACTACTGATACGTCATTTTAAAGACTATTTTAATAATCAAAATACGAATTTAGTGGTCATATTATGTAACGTAATATTAAAAATATGTTTACGCAATATTCCTTTAAAGTATTTCTTGGAACAAAATATTAACTATTCAAACACATTTTATTTTAATTAGTTCAANATTTTCTTTCTAAAATATGTCAAAACACGCTTAAAACTCATTATTTGAAAGAAGTTACAATAATATCCTTATGAGCCCAAAACAAAAATTAAGACATGTATGAATTATTCTAGATTTTTCATTTTGACCATAAATTACACAATTATTATTTTGCCCTTAAATGATGTTAAAATTACTAAAATGTCATTGGTCGT

>rnd-5_family-1460#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 25 )

AACCTCCTAAGCAAACAAAGGAGGAAGAGAGGTAGAAAAAACGCAAATGAACAAAGAGAGACGACAAAATTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATTTTGTAGTCTCTCTTTGTTCATTTGTGCTTTTTCTACCTCTCTTCCTCTTNAGTTTTTTTAGGAGGTTCAACGGTTCACTAGAATTTANATTTTTACAAAAATAACCAAATTAATCTCAATTCGTTCTTATACACAACCAATATCACAGTACATATTCGAAAAAAATGACTGAATGCCAATCACATACCGAAAGTAGTAATTGGGATCTTCAGTGTCAATTCCTAACTCTCGTTGTGGTTTCACAAAAGATTGGGACACGGTTTTCTCACAACAAGATGCTAGCGCAGATGCAGAGCACGGGATTATTAGACAATGCTTATAATCCATGTTCTGCATTTGCGCTAGCATCTTATTGTGAGAAAATNTTTTCCCTATCTTTTTGCAATCATAAAGAGAGTTCGAGATTGATACCGAAGATCCTAGTTACTATTCGTGGNATATGCTAAGTNTTTCAGTCATTTTTTTGAATATACTTCTTGTGTAGAAGAACGGAACTAAGGTTGATTTTTTCTTATTTGTAAATCTACTTTCTAGTGAACGGTTGAACCTCCTAAATAGACTGAGGAGGAAGTGAGGTAGAAAAAGCACAAATGAAAACAAAATCCAGAGCGAAGTTGTTAATAAAACTAGTAGGCAAAGGTAATGCTCAAAATTGAGGTGGATGTTCATGGAAAGTTCGTTGTTGTCATCCAAAGACTTGGTGAAGAAGGAAACTTTACCACACAAATGTACTGCAATTTCCTTTGATATTGTCAATCCCCGAGATTTATGGGCATATAGATATAATCTAGCTAATAATTCTAGGCTGAAATGCGAAATTGGGACATTGATCTCTCTTGAATTATCTTTAGTCATTGTGTGCACACGTTATGTATTTCAAAAATAAAGGTATCATGTATGGTGCAACCTGTCTTAGTTTATCTCTTTTGGGTATAGTATCAAAGAAACCTTGCTTATTCCGGTTTCAACAACTCACACATGATTATACCNAACCCGAACATTANTTTTAGGGTGAACCCATCGGCGTCCCGTTAAAGTTGGCACGAAATATCACATATANACTTTAATTATTCTATGTTCATTTTGAACACCTGTNATAGTCATTTACTGTGTCATTTCGACGCTTTATTTATATTCCCAGATCCAANTAAAGCGTGTGTTGACTAACGCTTTTGCTGGAAAAATAGACAAATCTTTAAGTGACAAGTGGACTTTTTTCTTAAAAGAAAAAAGAATCACTTTTAATTCGTTTTTTTTCTCCGGGTCTGTAATCCCATGCCCTAGACCCCATTTCTTCATCTTCTTCTTTTTTAACTCCACCAAGAACGCATAATCTTTCACTAATCTCAGTAATTTCATTCTTCTTATTTTGTGCCTCGAAATTATTATTTTTTTCTTCTCAGTAATTTCNCTGCAATTTTTTTAAAAAAAAATAATTTCTTCTCATCCATTTTCTATGTTTAATCTCTTCTATCCCAACCCATTTCCTCCATCTTTTTTTTTCTTTTCTATTATGTATTTTTTCTTTTACGAATACTCATTATAATGTAGTAGGAGATACAAATAAAAGAACTAACTTTTTTGAAATATTTATTTCCATTGTAGTCGGAGAGGATCCGATAATTATCAATTAAATAATTTCATTATTTATGTCTCCTCTAGTGGATATAGTGCAAAAGAAGTGGAAAAATATTTTTTTGTGTATTTTATATTAGTATTGAATGATGGATAAAAAATTAAATTAGATTTTCAGGGAATAACCAAAAAACTAAGTAGTATACATGCCCAACTAAAATAATATATTTTCTCAAAATTTGGTTGGTGATGAGGGATGGTCTATGGTTGCAGAGAAAATGAGCGAGCGGGAAGGAGTAAAAAAAATAATCAATGGAGAGTGGTGAAAGATTGCAGAGAGAAACAGTGAGGAAGAAGAAGAAAGAGAAAAAAATTCACCAAAAAGGCTTCTCAAACGCGCATAAAATACGTGTTACACAATTACTATGTTGAGTCAGCAAAAAGTGTCNAAATGACAATGTGNAGCCCTACATAAGGTTTTTAAAATGAACAAAGTTTAATTAAAGTGTCTAAGTGAAANTTCGTGCCAAATTTACGAAGTCGCCGATGGGTTTCCCCTTATTTTTATACTGATTAACATTTTGCATACTTTGTGATGTAGTTGATATGTTCTTAAGATGATAAAGGACATGAAATTTTGTTCACCTTTTGGGTCAACCAATAACCCTAAGGAGAAACTTCCTGCCCTTGAAGCTCCCAAACATAAGCGGTTGAATTGCATTCGTAAGATTATAGCTGATGAAAGTGTATAAAAGGAAATTGGTNATATGTCAGCACACATGGGCTCTCTAGCAACATAAAATTAGTAGAGCTAGTAATCACAAATTCATCACCAATTTCATGTCATGTAATTTCGTTAGCTACAATCTTAGCGATGCAATTGTCACACCATGCACCACTAATGTTTGGGAACTTAAAGGGGAGGAAGTTCGTCCTTGCGGTTACTATTTGATCCAAAAGGTGAATAAATATGCATATACTTATTTCTTATCTAACAATATATTGATTGTATCATAAAGCATGTGAAATGTTAATTAGAAACCAAATAACATATGATTTGTTTATAATAAAGTGCGGGTTGATGACGCCAGAATAGGCCGGGATGTCTTTGACAGTATACAAAAGAGAGACGAATCAAGAAAGTTGTATCGAAAAGGATGCCTTTAATTTNTAAAGACATAGCTTGCGCACATGAACTAAAGAGGATACTAGAGATATTAGTGCCCCAGTTCCGTATTACAACCTAGAATTTTAGTCGGAACGGATTTGTGTGGCCATAAATTTCGNGGAATAACAACACTAGAAGAAATTCTAGTATATTTTTGAGGTAAATTACCTCATTCATGAATTTGTTGCATGAACTTCATGAATTTGACATGAAAATTACCTATTTATTTTATGCATTTCCTTCGCCTAACGGTCTTATTAATAGTACTGCTCTGCCTTTTATTTTCTTCGTTAAAGACTGTTTTGCTCAAAATGTTAATTTTTTCCACATTGGCGGGAGAAAAGAACTTTTAAATGATTAAATATAGAAGAAATTCTATGTTGTTAAAGGGGTTAAGAAGATTTCAACTCTTGTTTTACCGTTGTCGGTCATTCGACTCAAGTTGGACTTTGGCAAATATATCCATTGAGAAATTTTTNTTTTGGACAAAAAAATAAACCCACAATATTTCTCGTGGCTGCATGAATTGAAGTGCGTACAACACATTAATGCACGGTGAAGAGACACATCTCTTTAGTCAAGGGTGTGCACTAGAAGTGTTAACTGCACTTGGACATGTGTCACTGCACAGATACAACACAACCTAAAAAATGTAATTTTACGCAAATTTTAATGCGACGAAGA

>rnd-5_family-407#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 25 )

TAACGAAAAGAGCAAATCATGTACGCTCACACCTTCCAAACATTTTTNGTTTCCGTAAGCAATAGTGTCTAAGATTTTAATATTTTTTTCAAGAACTTCTTATAGCAAGTAATGAAATTATGCAGGAAAACTTTTGTTGATAGTCACGTNAACTGCTC

>rnd-5_family-863#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

GTGTGTTGAACATNAGACAAGAAGTCNCTCCCNATCACAAGAGGTCAATTGGCGCCAAGCTCTTGGAGTCGATACCTCCAAGATTTCAGAATTTAGGATGATTCCCCCCATGTTATCCCTTTCCCCTTAGTTTATTTCAGTTTTGTTTTTCGATTATGATGTAATGTTCGAATTNTNTCAATAAATGAAAGTCGTTTTATTNTTTCTAACTCTAAACTCCAAATTGGCAAATAAGGCTTGAATTAATTATTATGCATCACTTATGTGTCGCTTAGGCCTACCTCTGGCTCAACGAGGCTCCTTTGCATTTAGGGCGTTTATCTCAAAACAACGTGTTTGATATNGCGATATTATNCTAACGCCCTAACTCGGGTTTTNTTTTGNTTTTATTTTTTGTTTTACCCTTCCCCAATGGTTGATCTGTAGACCATGGTTCACCACACGCGATCAAAGGGCTCTCCTCCTTCTCTCCCAAATGAGNAATCGCAAAGGNAAAGGTGAAAGTGGCTAACGACAACGNCATATGCAAGACTGTTGAAAAGAAGCGTCTTTCAGACGAGTTGGTCCCAAGCCTTGAGCGNAAAATAAAGAAGTTAGAAGAAGAGGTGTTCGATATGCGCGAGTGGGACAAGTTGTTACTCTCCGCCAATCCCACTTTGGAGACAAACATGGATATGTCGCCTTTCGCAAGTCAAGCCACTCTCCAAAATAATCCTCCTCCAANTTACCCTACTTCTCAAAGTCAACCGAGCTCCATTCAAATGCCTCCAAAGAACATCCACTTTCCAAATCACCCATATCCTCCGCAACATCATGCATATGCTCCTAGACCTCAACATCTTACTCCACACCCGCANAATCCTANCATGCAAGCTCCTCGATACGAAACACCTCTGCACCAAGTTCCTTGGCATCATGCGCCTCTCATACCATTTCCAATCCCTCCATATCAAATGTCTCCGTACCAAAGGCCTCCTCTGCCATATCGACAACCAACATATCCTGNCCACAATGCCAAAGTCGTCACTCGACCGCATATTCGCAAAAACCTCTTCAAGGTTGAGAAGAAGCTTGGCAAAATTTATACTCCTCTGACTGAGCCTATAGGCCAACTCTATGAAAAGTTGAGGATCGCTGGTCACATCGCTCCTATCAATGAAATAAGGATGAATACGCGTGCATCGTGGATTGAACCCTCTAAGGTTTGTGCTTATCATTCAGGAATGGAAGGACATACCATAGAAGAATGTCGCGATCTGAAGGACAAGATTCAACAATTGATTGATACTAAGGTCATACGCTTGGAGGACTTTACAACAAAGAAAGTTCAAATGTGAACGCGCCAAAGTTTACTTGANCCAGTTTCNCAATAAGGCTTGCGCCATTTAAGTTCATGTTTTCCACATTCAGACACCCATGATAACATATGGGCAAATAAGTTGGTCAAAATCTACCATTCAATTGCTGCTCAAGAATGCT

>rnd-5_family-511#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 25 )

GGGTGACAAAATGGGTAAATAATATGGGTATCCATTCATATTATCCATTTTAAATGAATTGGATATCCAACTCATTTAAAAATGGGTAAAAAACGAGTAATACCCATATTACTCATTTAAAAGTGGATAGTTAAATGGATAAAATGGGTAAAAGCAAACAAAAAAAAGTGATAAAGGGTTGGGTAGTAAGAAAGTTTTTTTTAAAAAAAAAAATTTAAAAAAAAANTTATTTTTTACATTTGNTTTGGGATAGGGGNGGTAGGGGTATGGGGGTGGGGGGGTTGGTGAGGGGNTGGAATGGTAATTNTTTTTTACATTTTATTTGGGATGGGGCGTTGGGGGGCGGGGTGGGTGNGGGGGGGGGGGGGTGGGGTGCGGGGGGGGGGTAGGGGTGTGGTATTTTTTTNAAAAAAAATTAAAAATNTTAATGAAAATTTGGTTAATTTTTTTTTGGGATGGGGTGTTGAGGGGGGGTGGTGGGGGGGGTAGGGGTTGGGGTAGGGGGTGGGGTGGTATTTTTAATTTTTTTTAAAAAAATTTTTAATTTTTTTTTTTTGGACGGGGGTGTGGGGGGGGGCTGGTAGGGGTGGGGTGAAGTGATAATTTTTTTAAAAGCTTTTAACAAGATCTCTAATATAATATGGGTAAATATGGTTACCCATATTATCCATTGGGTAACTCGTTTTACCCATTTAAAATATGAGTCGAGTCGGGTAACTTACCCATTTTTATTTAACTCGTTTTTTGATCGACTCATATTCGACTCGACTCGCTCGTTTTCGCCCT

>rnd-5_family-2767#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 25 )

TCGATTTCTAGTTTCCCGATCTTTCTTATTACTTGGTGTTTATGCTTTTGCTATCTTTTGAGCTCAGTCGGTCGTTTCCTGATGAGTACTCTTTTTGGTACTCATACTACACTTCTACCCCCTGTAGATCGCAGTTAAGTTATCGCCGTTGATTTTGAGTCGTGCGGAGAATCTTGGGATGTCGAAGATTAGGGTGAGCTCCTGGCTTTGGAGCTACCGGTTTNCGTCTGTTTTNGCTAGGCTTAGTCTTTATATTGTATTTAGAGACAACGTGTACTTGTNTTGTAATTGTGAAAGCCTTGTACTCNTATTTTAGATTAGATGNTCAACTACTAACTGATGTCGGGTCTTGGGATGGTTTTGTTAATTACCTTTCTCACGTTGTTCTAAGCTCTTACTTCTTGTTGTCTTCCGCTTGGTAGTCCGTTGCTTATGGCTCCGGACTAAGGGTTAGGCTTACCTACTGGTGCGGTGTAGTAGGTGCCATCATGACCTGAGAAATCGGGTCGTGACATCTATAATTCGTGATTATTTTAGTTTCCTTCTCGGCCTCATCTAAATTGGCTATTGCTTGTATTGGTGTCTTTCCTGTCNAGTTCATTGTGATCAACTGTTGTGAGTTAATTCCTTTGTTTCGTTGTTCAGTCCCCATATTCATGGTTGCTTGTGTATCTTTAAATAATTTTTATTTCCTATCACTAACGGGCGCATCTTTACCATATTTGTGCATGAATTCCTTCCACTTGACTCCCTATTNTCCCTTGGCATTTCGATGTTGGGCCGCGGAGGCCCAAATTCTTCTGATTGAGTCTGCCTGCGTCGGCTTGAAGTTTNAAAAGGAAGCTAATATGAAAGGATCAGAAAGCTAATATTGTAGGCGTAAGGCCAAGAAATTTAAAGCNTCAAATTAAACGGGCAAAGACCCAAAAAAANTTGAGTCTCCAATCCGGGTTCTTCTAAACCCCTCTTCACCTTATTTCTTCATTTTCGATTGTAGTTAATTATTTCCATTGTATATTTTAGTTAGATTTATTTTTGTTGCATGTTTAGTTTACAGTTATATTTATTTGATTCGAATTCTATTAGTTGAACTTGAATGAATCCTCTAGTAAAGTTGTCATATGTGGGTTTCAAAGTCTCTTTACTTTGTCAAATTATTTNATTATCAATTTTGAGTGATTATCAATTTTTGTTCATCACTTGTTCAATTTCTTTAAAANTAACTCAAAGTTTCTTGAAATAATTGATTCAAGTTTTTCTTATCATATGTTTTAAATTNTAACAAAAAAACATCAANTTTTAGTCAAACAAATGATTCGCCGGATAACCGCATATTGTTAGCATACATTTCAAGGGCTAACAACTTGTTTATATGNAAATAGGAACCACGTANTTGTTCTTTGGACTTCAAAAAAATTTTTTTTTAATTTTTTTNAGATTAACTNAAATGTTTCTTGATTTTCCTTTGTTATACAGTTAAGCATATTTAATCCTAATTTACTTAGATGTATAGTTTTTGTCCATAAAACCAAATAAATGAGGGTAACCTTTTGTCAAGGTGGAGTCCAATCTCAATAATAATAAAAAAGTTTTCATAGGGGATACATGACACTTGGAGGTCCTAATTGGGGTATAATTGGGTCGGTTTGCTAACAACAAAGGCATTTTTATCCTATATCTAATAGTTCAAGTGTATTGTTGGACCTAAATACCCGACTTATTCAAGGTTCTTTTTTGGCCGTTTTCTCTATTTTATGATAATTTTGTTAAGCACTCAACTTCCGTCAATTTTAAGGACGAAATATACATTATAGATTTATTAAAAGTTATATGTGAATATTACGAGGATCAAAATTGGATAACTCACCGACCAAAATTGTTATTTTTCCTTTTATAAAATAACATTGATGTTA

>rnd-5_family-457#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

TGCTTGTTCCGCTTCATCTACTCTTGCAAGGTGAAACTTTCACGACATTGGATAAATACCATTTGAAGCTAAGGATCTAACCTCCGACCTCTTCGTTAAAGCCATCTAAGAGTGGTTGGGTATCTGCATTAAGGCTTAGAAATCCTCGACCTTATGAGGCATTCGGTAAGTAGCGCCTCCCAAGCCACAACAACCCCACTTTCACAAACCTCCTATACAAGAGCATACTGGTGAACATATGTCTATAGAAAATTCGGAGCGGCTTCTTCAAAATCACAAGGAGGTTGCCGGGGTGATTCAAGAGATCCACCGGGAACTCCACGCATGCGTTCCGGGGAGTTTTCAAGCCGAGCGCATCACAGAAATGCTGGAGGAGAGACACAGGGGGGGGGGGTGGGGGTGGGGATGGTGGGGAGGGGGGAGGATGGAAGAAATCCTCCAGAGTATCCAAACAGAGAGACACCAAAGCCCCTACTTTCGGAAAGTCGAAACGTATTTTCGAAACATAGGGGGTACTGGAGGTACGGTGATGCAACTGCGAAAGAAATGGCAGGGTCTCACATGAAACCTCCTAGGAAGTATTATGGTTCGAGGAACCGATGGTCAAAGGAAANGTTAAGGTCCTTATTCCGGGACGGAGCCGTATGACGCGAGAGTGTCACGCACGGTTCCTTTGAGAAAGGTGTTTAACTAATCACCCTTCACAAGCAAATTATTATATTGTGTGTATAAATCATATCACTTTGAATTTATCATTTTAATTTATTTGGGCGTACGACGTCTCGTATGATCCGGAATAACGCATAAAATGATAAATGAAAATAGGTGTTATAGTANATATCGTAAATTGTTACTATTATTTATTCTCATTTNCTTGCAAGTAATCATAATAGGTTATTAGGTATTTCATAGTATATGAAAACTATATCTTGTTAGGTNTTAATTCATTATATAGTAAGACTCATATGATATTAGGTATTTATATTCCACCTCAGCAACGCGGATACACTTTGAACAAGAAAAAGTATACGATACGAGCGAGAAGAAAGAGAGTGAATTAGATAGAGTTACCTACAGAAAGTCAGACAAAGGATGAGAAGGAACGGGTAAAAAAGACTTCTTGGCTAAGAAAGATAAGAGTAGAAGAATAAGTGATTAGGGTAATCGGGGATATATAGTTAACGTATAGTGTTTNAAGCTGCTACCACTAAGACTGATTTGAACCTTAGATCAAGTATATGATAATATTTATTGTTAGGTATTAATTTTATATGATAAGTACCAGATGATATGAGTTATTAGGTATTTTATAGTATATGATAATATATGTTGTTAGGTATTTATTCTATATGGTAAGTACAATATATTATGATAAACAATTCTTATATATACAGACGTATATATNNNNNNNCACATACATACATAACGGTATCACGAACCCTCTAAATTCTCTACAACATCATACCAAGATCCGCTTGATCTCAAGAACTCTAACATGATTCCTAAACCACCTACCCGTCCAACCGTAAAAAANTCTACACTACAACATACATAAATACTCTCTCTAAAGGATGNATTAAATATAATNTTCATTTTTAAGGATTCTCACTTCTCTCTAAAGGGTGGATGATACACTATGTTCGTTTTAAAGATTCTAGAGAATTTCTTATCAAACTCATTTTCTAAGATATAGAGATATTGTAGTATACTACTAGGGAGAACTTCCGCTTTTACTCTTCTGTCAAAAGTAAGAAAGAGCAAGTGTCTAATATGATCAATTAAGCGATAGGGACAGAGANTTTACTTCGCTAGGACGNAGTTGCTCTCGATTGAGGATTGGCCGAGGGCCCTTTTTCTTTTATAAGGGAAGAAACTGTAGTTGGGTACAAAATAGGCCGGTGAAAGACGAGTAGGCAAGCACGCGGGTTGTACCGGTCATCTTTGAGCTGTCGAGTGACGATTGGCCGAGGGGACTTNCATCATGTAGCTGGGTACAAATAAGCCAGTTAAAGACGAGTAGGCAGGGCGTTAGGCTAGTGCCAGTGGGGTGCGTAAACGAGGACAAATCACATGGTTTTGTACTGGTCAGTTTTGAGCTGTCGAGTGACGATTGCTTCATCTCTTAAGAAAAGACGAGGGGATGNGGGGAGGGGCTGTCTTATAATAAAGGGGGTACTCTCTTCTCTGATGTGCGCTATATTATTGTGTCCTATTCCTTAAGGAGTGATCCGAGATTAAGCCACGTGACGATACCCGCCAAAAGAAAGGGGGCCTTGAGCACTCAAATGCGTANGGGGAAAGAACGATTATTCAACACACTTAAATCTAGTGGATGGAGTTCCATATTCATGAAAANCCAGGTTTAAACATGTTACGGAACCAAGACAACCTATCTTACTAATAGTAAGAAAGGGTTAGGGCCTCCAACGCCTATAAATAGAAGCTTNNTTCTCTATTCGGCAAAGCAAAGGGATATATGGATCCAACTACCACTAAAAGACTTTCTCAAATTAATCAAAGAATTCTAAATGTTGAAAATGAAAGGCGCGAACGTCCGCAAACGCTTCATGCTTTTTTAGAGCATGTGCCTGCTGTTTTTCCGGAGTTGGTGGAACAACGCATTCAACAACTCCTTAACCAAATTCAAACCCCGGAAGAAGAGGGGAGGACCCTTTCCCGAGACAGGGAAGACCTTATTGTTAGGATGGCCTTCCGCATCCGCGACGGAAACAACTAAGAGTCAGTCGACTCTTTGGAGTTTAAGAAAGTTTAAAATAAGTGTTTTTAGATGCACAGTAGTGTGTTTCTTTTTTTTCTTTCTCTAAAAATTTGTTTAGTGGAGCTCTACTCAT

>rnd-5_family-560#LTR/Gypsy ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

AATCGTGCGTTTGANCTAAAAGCGAGTTGTACTCTTTTCCCTGATAAGCCTTGTTTCAGCTGAGATCCTTATGAGAAAGTATGTTTAGAGCTTGGGTAGTATTTTCACCCAAAAAGGTAGCATGAGTTACGAGATCATGAGCAGTAGTAGTGAAAGAGCCCAGAGTTAGAGGAAAGTATGCAGAGGTTTAGTAATCCTAGAAAGGGAGATAGTGTTTTGAAGAGCTATGTTACTATAGTCATGNACCTAGTAAGTTANTAATGAGGAGTTTTCCCTTATGGGTAGACTAAGAAGTGATGAGTTGTGAAGANCTCGCGATAGGAGGTAGAGTAAGAGTTGCAAGTCAAGATGAGTTAGAATATACTTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGGCATTGATATATAGTGAGTGAGTGAATAGTACTTAAGTTGTGAAGTGGAAATGTGATAGTAAATTGTAAGTATGCAGACTAAGAGGTGAGGATTGACTACTTGTCATAAGGTCCTAGTGGACGAGTGTTTCTNAATTTGCGCCTAGTAGTTGCGAGTTAGTATAGTAGGCGAGAGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGGATCAGGAATTGAGATGTTAGCTGCAATAAATATGAGTGGTACAAGTGAGAGACCCTAACCTTTAGATAAGGGCAGTGAAGTGTGGCTAAGTCACAAGAGTAACAAGAGCATTAAGAGGTGTACCGAGANGGTATGTAATCAGAAGAGGTTCCAATTGAGTTATGATTTTCCATGTGTGCCTAGATAGCATAATTGAGTTGTCGAAGATGTAGACCATTTAGAGATGATGGAACAGGTCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATTCCAAAGAGTATGGGAGATATCTTTTCGGAGGTCCTTTTAGTAATGGAGTGATGTTAGAAGGAGAAGGTTAATGATCTTATCGTGATAATGATGGTGTGATAATTCCATCTAAGGTTATAAAGGAAGAGGAGGATGAGGTTTTACTATGAGAAATAGTTAAATGAGAGCCCTTAGTTGGTTCCGAAGGAGTTGGTTAGTAGGAGTCCATGGAGTTGTTAGAGTACTAAGCTTGAATGTGGTGTTGTTAAACATTAGGTGGTTCTNGATATGATCCCAATGTGGTGGTAAAGAGTAATAGTTTTGGGATGAGATTCCCTATAGAGAGGTATAGAACCCGAACCTAAGGATTTGGGTTAAGCTTGAATATAGTAAGAGCGTACCGTTAGACTCAGACCTTAGTAAGAGTAACAATTCCATA

>rnd-5_family-1011#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 24 )

TTCTTTATTTCCTTGAANAATATATAGTTTAATATGGAGTTAATGGTCAAAAACACACCTAAAGTATCCCGNTTTTTGAGTTTCATACCTGAACTATCAGGTGTTCGAGTTTCCTACCTGAACTATCACCAANTATTTATCGAAACACACCTCAACTATCAATTGTTCNCTTTTCCTACCCGAAATATCGCCATCGTTCAGGTAGGAAAAGTGACAATTGATAGTTGATGTTTCGATAAATGTTTGGTGATAGTTCAGGTAGAAAACTCGCACACCTGATAGTTCAGGTATGAAACTCGAAAAAAACGGGATACTTCAGATGTGTTTTTGACCNTTCACTCTTTTATATATATAGTGGAAATTGAAGTG

>rnd-5_family-2019#LINE/RTE-BovB ( Recon Family Size = 28 Final Multiple Alignment Size = 24 )

AAGTTGATTAGACAATATATGGCGCANCTTCAGCTTACCGAGGACATGACCCTAGATAGGAGGGTGTGGAGGTCGAGGATTAGGGTAGAAGGTTAGTAGGTAGTCGAGTCTTGTCTTGTTTTTCGACGGGTTAGTAGGTTAGTTGGTATTCGGGTATCGTATTAGCCTATTCTCGTACGTATCTTGNTCCTTCGATTTCCGTTATCACCTGTTGTTCGCTTGTGCTTCGGTTATCGCATTATTTTGTTGTTGTTACTGTTCCTTAATTAGTTGCTGTGTTTTCTTTACGTTGTNTTCCCGTTTCGTAGCTGNTTCGATTTGTTTTACTCGAGCCGAGGGTCTATCGGAAACAGCCTCTCTACCTCCGCGAGGTAGGGGTAAGGTCTGCGTACACTCTACCCTCCCCAGACCCCGCTTGTGGGATTACACTGGGTATGTTGTTGTTAAATAGATGGCGTGATCTATTGTGGCATCTAG

>rnd-5_family-673#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 24 )

AATCGCNCACGGGGTGAGCATCACGTTAGGCGANTGGCGAGGTAAAACGAANTTTACCGTCGCTCCTTTAGACATATTCCGATATTATTCTCGGGCAGGAATTCTTTCAGANGTTGCCACACCATGATCGACCCCTACCTCCAANAACTGAACATCGTGGTAGAAGGGNAGGGNCATNTACGGTNCCTNTNGTNAAGGCGCGGGCGACGGAGGGACGGGCCCGACTGATCGGCCATGNAGATCGTGAAGGGTCGACGTAAAGAAAGGAGCGCCGACATTCTTAGCCACCATCGCAAGCTCGGAGGAAGACCATGGTGCTATGGAGACCTTNCCACCGATCATAGAGACGGTTCTCGCAGGAAAACAGTGACGTGATGCCGAACGAGCTGCCGAAGACTCTACCTCCAAGGCGCGAGGTAGACCACAAGATCGAGTTGGAGGCCGGAGNCGAGCCACCTGCGCATGCACCTTATCGCACGGCTCCGNCCGAGTTAGAGGAACTAAGGAAGCAATTGAANGAACTCCTCGAAGCCGGATCGCATTCGTCCGTCCAAGGCACCCTATGGCGCGCCGGTGCTGTTTCAGAAGAAGAAAGACGGGTCGATGCGNNTGTGCGTTGACTACAGGGCGCTCAATAAGATCACAATNAAGAACAAATATCCGATCCCGCTGATCGCAGATTTATTTGATCGTCTTGGACAGGNCAAGCTACTTCACCAAGATGGATCTCCGGAAAGGCTACTANCAGGTGCGCATCGCGGAGGGGGATGAGCCAAAGACAGCGTGCGTGAAAAGGTACGGAGCATTCGAGTGGTTGGTGATGCCCTTCGGCTAAACCAATGCACCTGCCACATTTTGCACGCTGATGAACGAGATTCTGCGTCCCTACTTGGACCAGTTAGTGGTGGTGTACCTGTATGACATAGTCGTCTATAGTGGCACCTTGCAGGAACACGTGGAGCACTTGAGGAAGGTCTTCAACGTCTCGCGGGAGAACCAGCTCTACGTCGANCGGCGGGAGAAGTGCCAGTTCGCCCAACCCGAGGTACATTTCTTAGGCCATATTATCAGCCAAGGCGAACTTCGGATGGACGAGGCAAAAGTTAAGGCGATCCAAGAGTGGGAAGCGCCTACGAAGGTGACCGAGCTGCGTTCATTTCTTGGACTTGCGAACTATTATCGCAGGTTCATTAGCGGGTACTCCGCTAAAGCTGCCCCACTGACCGAGCTATTGAAGAAGAATAGGCCGTGGGTGTGGAGCGAGGAGTGCCAGGAAGCATTCGAAGGTCTCAAGACTGCGGTTATAGAAGAACCGGTCTTGATGTTGCCCGATTTCACAAAGACCTTCGAGATTCATACGGATGCCTCCGATTTTGCCATTGGGGGAGTCTTGATTGCAGGAGAGACACCCAATAGCATTTGAAAGCCGAAAGTTGAATGAAGCTGAACGACGGTACACGGTGCGAGAAAAGGAGATGACGGCCATCGTACATTGTCTACGCACATGGAGACACTATCTACTAGGCTCCAAATTCGTGGTGAAAACCGACAATGTTGCCACTAGCTATTTTCAGTCGCAGAAGAAGATCACACCAAAGCAGGCTAGATGGCAAGANTTCTTGGCGGAATTCGACTACGTCTTGGAGTACAAACCAGGAAGGGGAAATGTAGTGGCCGATGCATTGAGCAGGAAGGCCGAGCTAGCGGCCATCTCCACAGCTCGTTGTTGAATCCAAGAGCGCAATCAAAGATGGTATGCGACGCGATNCGGAAGCCAAGAAGATAATGGAGCTGGCTGCCCAAGGCCAAACCAGGCGTTTTTGGGTAGAAGACGGATTCTTGCTTACCGCCGGACGGAGAGTTTATGTACCCAAGTTCGGATCTATCAGGCGGCGTATTATNAAAGAAAGCCACGACACGCCGTGGGCTGGGNATCCGGGGCAGCGAAGAACGAGGGCGTTGATCGAGACTCTCTATTTCTGGCCACGTATGCGGGACGACATCGAGCGTTACGTGCATACTTGTCTTGTGTGCCAACAAGACAAGGTAGAGCAAAGGCGACCAGGAGGGCTGCTAGAGCCGCTACCCGTAGCAGATCGTCCGTGGGAGAGCGTAACCATGGACTTCATCACTTCTTTGCCGAAGTCAGACGGGTATGGNACGATTATGGTCGTGGTGGACGGGTTTTCCAAATATGCTACCTTCGTGCCTGCCACAGCCGGTTGCACCGCTAAGGAGGCCGCTCAATTGTTTTTCAAAAACGTAGTGAAATATTGGGGGCTGCCGAGGTACATCATTAGCGATCGAGATCCCCGCTTCACCGGGAACTTTTGGAGNGAACTNTTCGAGATACTTGGCACAAAACTTCACTTCTCCACAAGTTTCCACCCGCAAACCGACGGCCANACTGAACGCGTCAACGCCCTGTTAGAGTGCTATCTTAGGCACTATGTCAGTGCGCACCAGAAAGATTGGGCTAAGCTCCTAGACATGGCGCAATTTTCTTACAATTTGCAGAGGAGTGAGTCCACCGGGCGCACACCGTTCGAGTTGGCGACAGGCCAACAACCCCAAACTCCGCATTCGCTGCCGACTGCTTTTGAGGGGAAGAGTTTGGGCGCCTACCATCTTGCCAAGGGATGGGAGGAACAACTTGACACTGCCAAGTCCTACTTGGACAAGGCAGCCAAGAGGATGAAAAAGTTTGCCGACCGAAAGCGTCGTCCCACGGACTACAAGNAAGGCGACATGGTTTTGGTAAAGTTCAATCCGAGGCAGTTTAAGGCACTAAGAGGCGTCCATCACAACTTAGTGCGTAAATATGAGGGTCCGTTCAAGATTGTTGCCAAGGTGGACAAAATTTCATACAAGTTGGAGTTACCTCCANACTTGAAGATCCACCCGGTCTTTCATGCAAGCGTCCTTAAGCCGTATCATGAAGATAAGGACGATCCCAGCCGGAACGAATCGCGACGGGCCCCTATCACTGTCACCGCCTCGCACGATCGAGAGATTGAGGCTATCATAGATTATCAAGCCAAACGGAAGCGAGGNCAACAAGCCAGCGCCATGTTCCTCGTACATTGGAAGGGACAAACTCCGGAAGAAGCCACATGGGAGAAATACGAAGACTTGTGGCAATTCAAGGACAAAGTCCAGGAGTTCTTGCAGCAATGCGTCGCGGTCGTCGCATCATCGGGTGGGGGAGGG

>rnd-5_family-1941#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 24 )

TCTAGGTATTAATCTAAACAAAACGAAAAACCCCCATTTGACATTCGTGTCACCCCTTTTATTTGATATGTCTTTATTCGATAATTTCTATTCCTATGGCTNATTTGANCACGTTCGTACTTCCTAATTGAATCTTAAACACGTACCGCTCCCTGTGGGATTCGACCCCAACTCATTTAGTTGGGTTTTATACTGATTNACGATCGTTGAACACCTAGAATTGGATGAAGTGTCCTTGAAATG

>rnd-5_family-1477#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

ACTACATGACTATAGGCTAGTGCGAGTGAGACAAGATGCATCTACGCCTAAAAATCAATGTCACCAAAAGAAAGTGTTAAGAATGAATTCATAGTTAATATGTAAAGAAAAGAGTGACTACATGACTATAGGCTAGTGCAAGTGAGACAAGCTGCATCTACGCCTAAAAATCAATGTCACTAAATGAAATTTCTAAGAGAGTATATTTATGCTAAACGATGAATAAGCAAAGAAAGAGTGGCTACATGAGGATAGGCTAGTACAAGTGAGACAAGTTGTATCTACGCCTAGAATCAATGTCCCTCAATGTAAACTCCAAGA

>rnd-5_family-1735#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

GAGATAAAAAAGAGCGACAAAGAAGCGGANAAAGAAAAGAGAGGAAGAAAAAGCGAGAGAGAGAAAAAAAGGAGCGAAAAAGAGAAGAAAAAAAGAGCGAGAGAAAAGAAAAAGAGCGAGAGAGACAATCTAATAAAATATATAATATTGTTATATATTGCTATAAATGGTAATAATTAAAGAGTATATCTAAAATAAGTAATTATTTTTTAAAAGGGATTCACTCAAGTAATTAATCT

>rnd-5_family-1698#LINE/RTE-BovB ( Recon Family Size = 31 Final Multiple Alignment Size = 24 )

TGTTGTTTATTGTGTTTCGATTATCGCACTATGTTTTGATGTTGTTATTGTTTCTTTCTCGTAGACTTTACACTGCTTTTCTTATTAACTACTATGCTTTCTTCATTGTTTTCTTCTTCTTTTACTTGATTTGATGCACTTGAGCCGAAGATCTTTCGAAAATAATCTTTCTAATTCTACACGAGATAATGATAAAATTTGCGTACATTTTATCTTCTCCAGACCTCACTG

>rnd-5_family-1395#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 24 )

TAGATTTTCGACACGTGTGTTGCACGTGATTATCAATTCAGAAAATTTAAGTGAANATTTGAATAATAAGCTTTGCACAAAATAATATTGCAGATTCTTTCGTGAATGTTCAATGTGGATCGTCATATATATCTCTTATTCACGCGAACCTACGAAGATGGTCAATGAAATTTTTTATTAGTTAAATGTAATAATGTATATATTTATTTTAATTTGATGAGGTTCAATCATGTAATTAGTCGTATCTCANTAATATTACCTTATAGACGATATTTGTTGTGTATTTTTCTTGTCATCTAACCANATGTGCTTTGCACGTGTATTTCACGTTAAATTGTTTAGATGTCATATGAACATGTGAAGAGAACAACTACATTTTATTTTTTAGAACTATTTTTTGTATATTAATTTTTATTTTATAAGTTATAACATAATAGATGACGTTCTTGTTGTTGGCTCTCATATTTGACTTCTCGATTGACTGTGTACATAAATTAAAGATAGTTATTTGACTGTCCATANTTAACTGAGAAAAGTTTCCTTTTTTTNCCGGAAAACTAAAAATTAAAATTAAAGAATATATTTTATCCGTGAANTCGTTATATAATCACGTGTTTATCTTACACCCAACAAAGNTGTAGTTCATATACTTGTAAACGATTTTCAATTTATTCAATCAAGCATGATTCATCCAGGAAAAATAACGACATCGTGTTATCACATATATAGGGGCGGTGTAATAATACGAAANAAGACGAAAGATAGAAATAAATAATGTAAAGATAGAATTAATAATGTNATAACTACGAGAATTCATAATANTGTANTAAAAAACGTTTGNAATAATTAGTAATAACTAAGAGAATTTATAATGTTATAAATAAAGAATTAATGTTNTAAATANAGAATTNATTTCTAATAAATTTTATACTTATATAAATAAATAGGANTTTTAATTAATGTTACTAGTTTTTTTTTNTATTAGTTATTAGATTTCAATTAAATGTAGGAAAAAAATGTAAATGTTTATTCCATATTACTAAGCATAAAATTTATTTTGTAAATGATAAATTTTCAATGATTCGTGTATATTCACGCGATATATGTTGTGGGTTTTTTTGGAATATCTTATTGAAATTCGAAAATTTTGTTAACTCGATAATACATTGATGACATATATAATACATTAATTTAAATAAAAATACCTACCCATATATAAATTTGAAAAAAATATTCAGAANCATATATCTANATCGCAAGAGAAATTGTTAACTAAAAANAAATGAATTTAGACTANAACAAAAATTAAACTAATACAAACTTCAANCGGCGTTATTACAAGTCATATAAACTTTTCTTCGTCGAAAATACTTAAATATTAAGAAATAGTAAATCAGTAAAACAAAAGGGCAATGTTTATATAGTAATAACTATTTTGAAGCAAACTTCCTGACAATCTAAATCACATAAGTAGCGTCGATAAATAAAGTCATTCTTTTGTCTTGAGCATAAAAAAATAAATCGTGACAATTCTCTAACTTTTGAGAAGATATATCTAATCACGAGAAAAATATTAACAGAAACATATATCTANACCACATCATGTTAACTTCATATATTGGAACATTACATACTAATGTATATACTAAGCGAAAAAATAATTATTATATCATC

>rnd-5_family-2783#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

ACCCCAAAGAACCCAAGAAACCAAAAAGCTGCCAAAAATNTAGTGACCTACGGATGGGACCTACGCCCCGTAGGTCCATCCACGCCCCGTGGACGGGNTCCGTGGGTCAAGGCCCCAAATGGCGAGCCTCAGACCCAAACCACGAGACGCAAGTACGGGGCGTCACCCCACCCACGGTCCGTGGGTCGTGGGNCGTNGGTCGCACCTGTAAATTTGTCAAGGCTCGGCCAATGTAGGGGTGGTTTGGTAAATTCCTNTTAAGGTTAGTTATGTTAGGGGACGGTTATTATTGATCCGTTAAAGTATTTTAAGGATTTTAAAGGTATTAAACTCCTTTTCTCCATTTNTCNATTTCAAANCANNNCAAAACANAAANCANNNNCCACCCGNCTNTTNAATATNCTCTCNCCCNGGAACCACCACCGNNGGAGAAGGATTCAAGNNTTCAAGCTNNCAAGATCTCAAGACCTTACCTCCCTCACTCGATTTCCATGGATTTTTTCCCTAAGGCATGGCATGGTATCAAAATCGATGATTTCAAGNTTTTACTAANATCCCCCCAAAACCTAGGGTTTTCTAATCTATGCATGGGTTCAATTCCAAAACGNTTTCAAAGGATTTATATATGATGATTTAATATTGAATTGATGATTAATTAAGATGATTTAACCTCGAGCCATGTTTTCANACGATCCCAAAACACTGATTTGGAANTTTGTGATTTGGNTTGATTGATCATGAATGTATGTTGAATTGNTTATGTTTATATTNAATTAANTTATNGAATCATGTTGATTCCCTTATCTAATGAAGTATTCTAGATGTTTGGTTNGAGATGATTCGTAAGCCTCGAAGGGAAATTTATGAAGGATCTATGTATGATCATGATGTGAAGTATATGCGTGCGATTTCAATGAAAGTATTATGATCACGTNTAGAACGTAATTGTGTTGTTATTGAAAGCATATTCTCAATTAACACTCATGAATGATGATGATAGAATGTGAAGGGTTTCTATAATGTGATGTTACATCTTGAATTGGTAGGCTTAGGCATCCTCTTCTTGTATAAATGAAAGTAATGTGGATTGATGTATCTTGAATTGGTAGGCTTAAGACATCCTTTTCTTGTATTGATGAATGTGATNTTGATTGAAGTANCTTGAATTCGTAGGCTAAGATATAATCTTCTTCTATAATGAATGTGNATTNATCTAATGACGANGTTAATCGGTAGACCTAGTGTTGGNANCCCTTTCATGAATGACTAACGAATGTCTCGATNNAATAAACATGAATCGATAGACCTANTGTTGGTAGCCCTTTCATGAGTGAANTTAATGTAATGACGACTCTTGAATCGATAGGCTTATGGCGTCCCTTTCCTAATGAGTCAACGAACTAATATACCTTGAATCGATAGGCTTATCGCATTCCTTTCATGTATACTATNGTAATGATGAACCATGAATCGATAGGCCTACGGCGTTCCTNTCATGAGGATTCAATGAGCTATCTCAATAATGTACCATNAATCGATAGGCTTATGGCGTTCCTTTCATGTGTAATANTNTACCTTG

>rnd-5_family-1677#DNA/Harbinger ( Recon Family Size = 29 Final Multiple Alignment Size = 23 )

TTTGATTTTTAATGATAGTTTTGCTTATATTTAGATTCCACTCTTTTTTATGAACTCTTTTGACATTACAATAATTCGCTTGCGTTTGGACACGCGATATGAAGTCATGNAATCAAATAAGCGCTTNGATATGCTATTTGGGATCATGATTTCAAATCCCGAATCCTCCAAAAAATATATTATTCGGGATTTCGAATCGTGATTTCAATTTTTTTTAAATGTAAAATTTGACTCATAAATTTATATTTTATAAAAAAAAAGACTCATNATTTAAAATTTTGCAAAAAAAGACTCATATTCGATGTGAAGAGATTGTNCGTACCACGTGAAAGGATTATATTAAAGAATAACTAGTTATTACTATTGTTGACTAGTGGATCTTTATAAAATTATGTGTATTTGAAAGTTTGTAATCGCAAACATTTATTTATAAAAGGAACATGGAGATATGCGATTTATCAATGCGACGNCTTAGGATATTTCGATAT

>rnd-5_family-605#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 23 )

ATCTGGAGTCAACATTTTGCCTATCCGCACATTGAAGGAACTTGGCATCACGACTGGGGAACTTAGTGAAAGTCGTTTGTTGATACAAGGATTCAATCAAGGNGGGCAGAGGTCCATAGGCTCTATTAAATTAGAGATCCACATGGAAGATTTGCGATCAAGCGCGTGGATGCATGTGATCGACGCAAAGACATCATACAATATATTACTTGGCAGGCCTTGGGTACATGAGAATAGAATNGTCTCATCTTCTTACTATCAATGTTTGAAGTATCTTGAAGGTGGAATTGAAAGAAAGATAGTTGCAGATGATAATCCTTTCACCGAAGTTGAGACACACTTTGCCGATGCGAAATTCTATTTGAAAAGTTATGTTGTTAAAGGGGTCAAATCCGATGACGTCGAATCAATCAAGATTGATAAGATCGTAAGCAAAAGAATCGATGCGGCTATCGAAAAGGTGAAAATTGACACTAAAGACTCTTGTCCCATTCTTAATGAAGGGAAGATCGTGTCTTCAAAGAAGAAGCTGACTTCTAGGCTTCGCTATGTTCCAAAGGCGAAGAAAGAACAAGATCAACCATCTAACCTTGAAGAAAATGCGTTGAGAGGGCTAACTCTTCCTATCAGACGGATTGATGCGATAAACTCGTCTTCAAAGTTGCCAGAAAAGTCAGTCGCTCAAGATCAAGTGCGAGATATGGCTCTCCCTACGAAGCGCACAAGAGAAGGTTTTGATCCCAATGCCTACAAGTTATTTGCGAAGGCNGGATACAACCCTAGTGAGCCATCAGCGCTAGGGAAACTTCCATCAGAAGATACAACTAGGCAAGCGCGTGAAGGCCTAGGTTATAANCAACCGCCGCCAATTCGCATTTCCATAAGAAGGGCGAGCAATAATCATATAACTTTTGAAGATGACGTCGCTGCTCCCAACAAAAGGCCTTCCGTCTTCGATCGACTTGGNGAAGCGACAACAAGAATTTCTGTGTTTGAGAGGTTAGGTCCNTTGAAGAAGAATAACAAGAACCTGAGAAGTTATTTAAAAGTTACAACGCCTGCTTCACNCGNATTTGATTCGAAAGGATTTCAGAAGTTTGATTCCTTCTAGGATGAGGCGACGAGCGGAACTTGTGGTTTCCTGTAAAGAGGAACTCAAGGCAAAGGCTCATACTGTGGTTTACACCAAAGAGCGCGAGGAAGATGAAGAAAGTGTAGGTTCCTCANATCATGTTACNATCCAAAATGAGTACGATTCTTTGCCTCAAATGAAGATTGNTGAAGAGNTAGAAGATATTGTCTCGTGTTGTCATATATCTGTCAATGACAATGATCCTCTGGAAGAGGAAGATGCTAAAGATGCTCCACCAGAACTTGAAGAAGGAGTAAAGATCACAATAGATCCTTTGAAGGAAGTTAACCTTGGCACTGATGAAGACCCAAAGCCAACTTACTTGAGTGCNTTTCTAGAAATTGATGAAGAAGTCGCTTACATGAATATACT

>rnd-5_family-852#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

AAAATATATAAAAACTCCCCCCCCCCCCAAAAAAAAAGCTTCGCAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTTTTCACCTGAGACTATAACACCACTCTCACCCGCCACATCATAGCCACGTAAGCGCCACATCGTAACCATGTAGGCACCATGTCATTAATTTTTATTTCTTTTATACTTATTCACTATTTTTTNTTAAACACTTTTTTAAAATTAATTATATTAATTAATTAATTCATAAATGCATACCTCCCACCCCTCTCTTTCTTCTTCCTTGTTGTTCACCATTTCTCAACCTTCAATACTTNTTTTTCTTCTTCTTCACTATTCAACANTTTTTTAANTAATTCGAATGAAAAAATTCACTATAATATTCACATTATCTTCTTCGAACCCTCCCCACGAATTCGCCCTNTCGGAGAATGAATTCTTTTTAAAGTCATTTTTTCTTGACAACTCAAATAAGAAATGAAGATTGCGTAAGAAAGTTGATAAAAAAATATAAATTCTATGAGAAATGTTTGAATAGATCTAGAAATCAAAATGGGTCACTCAAAATTCAAGAAAGTTTACATTCGCGAAATCGACACCAATAATATAGAGCGAAATCGACGTCAATAAAATGACGTTGGTATTGAATTTTACGGATTAGTAAAGGACTAGTGAAATGAAAATGGATTTTNTGANATANGNAGGGAGAAAGATGGATGAGGAGGTGTTTCAATGGAGAAAAAAGCGTTTGGGGAAGACAACAAAATGAAAAGAAAAAATTAAAGAAATTAAAAAAGGGACCCACNAATTCCATTTACCTCTAAATAAAAGAAATTNCATATTTTTAAAAATTTAATNTATCAAGAAAAACTATTNAAAATATTAGTTATATATTGGCCAATAAAAAAATGTCATGTGTACGACTTTAAAAATTNANTTTATTTTTCATTATTTCACGCGCTTTTAGGAGAGTGAGTACACTCACTTTGCCACGTCAGCTCTTAGGGGTGT

>rnd-5_family-74#LTR/Copia ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

TGGAAGTTTGCTTTTAGTTACTGCAGTAATTTTTAGCAAAATAAGTTGTTTAGTTTAAGATGAATTTGAATTTTGAATTTTNGTTAGNTTGTTTNAGTTNTTGAGATATTTTAGNTTGTTTAAATTTTAAATTATGCAGATTATGTGTTTTATGTTGGCTATTTAAAGCCCCTCAATGCTTAATAAAATTATTGAAAGCTATTGAAAGTCATTTCAATCCTTGAGAGACATTTTCAATCATTTTTGTGCTGCCCCATCTTTTAAAANACCAACGGTATCAAGAGCTTCATTGATCTTANGGGATCTGTGAAATCTTCNAAAGAACTACCATACCATTTTTAACCCGTAAGGGCTACTTTTTTAACCCGTCAGGGCTACCCATTTTAACCCGTCAGGGNTACCNTTTTCAACCCGTCCTTTTTTCAACGCACATGCTTTTCTAAACTAATTTTTAACCAAAATAATGGCAAGCAACAGTCTCTCTTTGAATGCCCCAAAAATTTTCACAGACGAAAACTATCAAATTTGGTCTGTGAGAATAAAACCATATTTTGAAACCTATGTGATATGTGATGTTGTGATGGAAGAAAAATCCTTACAACNNCACTTTGCAAATCCTACAAAAGTTCAGATTAAAGCACTTTCAAATAAACTTCTACACAAGACAATGTCATTGAAGGTGTTTTTGAAGCACAAAATCAAAAGAAGAAAAAGAAAAANGAAGAAATTTTGCAAGTTCAAAAACAATTNAAAAAATCCAGCATCAACTGCCGAAGCAAAAATTGAGGAGGAACATTTTTTACAATTGCAGTANCTAAAGCAAAGGAGGAGTGTTGAAGTTTGTTTTTAGTTACTGCAATAATTTTTTAGTTTAAGATGAATTCGAATTTTAAATTTTAGTTAGGTTGTTTGAGTTGTTGAGATATTTTAGGTCGTTTAAATTTTAAATTATGCAGATTATGTATTTTTTTCGTTGGCTATTTAAAGCAAA

>rnd-5_family-15#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

TTACACCCCTAAAATACTAGACCANGATTCGCATGTCGATACATCATTGCTTAATTACTATAATATGTTTTATTCTCATTTTGGGAACTTGAAATTTTGTGATAATTGNAAACGTGCCTAACATAAGTTGTTATCGTAATTTAAGGTATTGTATGGGGGTATTTGCGTAAATTGACTAATTANAATTACANATAAATTGGAAGTNTTGGTATNAGGTATATANATATAGGTGTATATGTATGCGTTTTGGGCAGCACACAATTATTTGGGCAGCACCTTTTGGTGACATCTGTNCATGTGACGAGGATCACTTTTGTAGCTATATATTTNACACCTCCTCTTGTGAATTTCGTTTNACTTGAAGTNTAAGAACCTTANAACATTANCTAAANAGTTGTTCTTCAAAATCAAGAGAAAAACTAGNTCCTTTTGGCTNGAATTCGACACACACACTTCNTCTTGGTAAGTGATAAAAAATTTATTTTNATACTGGGTAGTGTTTGGTANTTTAATCATATCTCGTTCAATAGAACTTCGTTTACAGTGAATAAATATGATTTGGAAAGATAATTCGTANTTCTACAACTCTTATGTTTATGNAAAACTCTAATTTTGCTGTTATGGATTCGAAATA

>rnd-5_family-7169#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 23 )

GAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTTAGGAAAATGACTTAACTCGAGAAAATAGTTAAACAAGGAATACTTTTTAATTTTTAAGAAAAGAAGATATAAATTAAAATAATTGAATTAATTGCAAGTGATTAAGACTTTAANAAAACTAGATTAACTAGAATTATTATTTTTTTGAATTATTTTAAATAATAATTCGAACTAAATTAGTTAATTTAAGCATGAAACTATTTNTAATTAATTAATTTTTTAAATTGACTAAAGATTTTAAATNAATGTATGAGAGTTGATTAAAAAANGATTTAAAATGTACTAACATAAAAGGACATCGTTCATCTTTTGGGAAATTTAATTAAGCTAACCTTAAAGTTAATTAGCAAATAAACTAGTAAGGTAAGACAAATTAATAAATTCGAATAGAGAGAGTGAGGGAGGAAGATTTGGGCCTTTCTGATCTTGGGCTTTTGCCCCATTTCTCTGTCCTACACTATTGTAAAGGCTGCGCAAATATCAGATGGGCTTTGACCCGACTTCCANATAAAGTTGCCTGAATTTCTTGGGGCTTTTGGCCCGTTTCTGATTTTCGTATACAGACCGTATACTGTCCGTACATCAGTGTATATAACTCTGTTTTTAAACACCGAGACTTGNATTTTCGTCTTCGACCTGTATATCCGCAGTTTGGANCTATATTTCAGCACCTCGAACTGTATATCAGTGTATAAACATTGTATACAACATATATACAACCCATTCCTTGGGCTTTTGAACTAATTTNCAGCAACATGTTGGAGCTCCGAACTGTAACAAGATTCGAATATAGAGGGAGGGGGCTGACTCGATGGAACAAATGTGAAAGGAGGAGTCCAAGAGACTCGAGGAGAGCTAAGTAAATGAGAAAATTNTTTAATAAATTAGGTTATAAGGTTTAAGGATAATTATTTCAACAATTTGTCTACCACCACAATTNAACCAACAAACACATTACTATCAAAGAGCTACTGTCTTGACATTTTAGAATTAATCATAAGGCAAGTAAAATTATAACTTAGAAGCATATAAGAATTGAGAAAATTTCATAACCAATATATACTTCTCATAATGAATAAGAAAGTCAATCAAAGGATATCTTCATAACGACCGATCGTGACATAAGGACCATTTAAACAATAATCAACACTTTAGAACTATGTAGTAATTAACAGAGGAATAAAACATATTTAGTAGCTTTGGAAACCGTCACACATTGATTTCAATATTTAAACAGAGTGAGCACCAAAATGACGACTAAAGAATTAGATTTAACGTAGGATCCCGAAAGGTTACCTTCGCATGCCTATCCCGAATGANAAAATCGTATTATCAAGCATCAATAATACAGTATACAACCCATGGATCTAAGTCGAGATGCGACATTTCATGCAAAAACAATATCATAAACGTAAGGCAACAAGATAATCGAAGTAAAAAACCTTAGTACCATAGCAAATTTATCACTCTCTAATCAGATTTTAATACAAAAAGCATTTAAACCAAGTCTATAGCGGAGTCATGATAAGCAAGGAAGGAATAAAGTAAATAAAGCAGTTCGAAAAAAAGAAAAAAAACAGATCACCGCAAGGCTATGAGAATCAACGCAATAAGAGTAGTAATAGCATGATACCAAATTTCCAAAATTCAATATATACTAGTCATGCTCGGAAACAAAAGGCTATTAGCTCAATGAGAACGAGAAATTCATTTCCTACTTGGAACTAATTAGAAGACAGAACAAAGACTGGAAAATATTCTCGTACTAATAATAGAAGATCAAGAATTAAACCAGCAAAGGAGGTATAAAATCGAATCAGCCATACCAAACATCAAATTACGGTNAGAATAGTAAAGAACGTAAATAAGATGAAGAAGTATACCTTTTCCGGAGAAGCCATTGGGGCGACGAGCTTGAAAGTAGCGATTTCCACACCTCAATTCAAATACGAACGGCAAACTAAGAATCCCCAAGCAGAATCTAAGCGACGAACTTCTCGNAATTTAANATTAGAGAATCGTTTTAGAATGTCAAGTGTAAAACATATTATCGCTTCAAAAATCAAACTCAAAAGCCGTCAAAATCCAATTTCAAANCCTCTGTCTNTATCACTGAGGGTAGAGGGCTATTTATAGGGAAGAAGAGCCGGTTTTGGGGGGAAATCCGTTGGAGAAATTTTGAGTTTCTTTCCCCCTTTCCGAGGCGAACAGTGAAAGAGATTTGAAGATCTCTCAAAAAAGGGGAAAAGGGAACAATGATTTGATCGATTAGGTTGCTAGGGTTATGGGTTCTGCAGGGTAGTTTGATGAGGGTAGTGGTTTCTTCGCATGTGATTATGGGTTCGTAGAATGATTTGCTCGCTGGATTTTACTTTTGACTGTCGCGTAAAGGAGAAGAAGACGCAGAGTCGCATATTGGTCTTATACGCAGCTGCAGATTGTTGTTGTATTGGAATGTGTTTGGGCCGGGCAATCGTGAAATTGGAATNGGGATGAGAATATGTATGTTTGGGTCTTTGGGCTGATGGATAATTGTAAAAAAGCCCAAAATTTTGGTCTCAAAATTGAGTCGACGTGGGCGATAGAATAANAGGAAAATGACCATNTGAATTTCAATTATAGCCAATTGGAATTAAGAAATATAGCCAATTTGAATTTAAGTAACAAAATTGGCTAAAAATTAAATAAGACGAATTAATATAATCAACTAACGAGCTTCTTAATCTTAACGAAATAAAATAANTAACTCGATTATAAACTAATTAACTCAAAATTATAAATATAACTTANANTAAATTAAATTAAAATATTTAACTAAAGCGTAAAATTCTTTGTGATGATTTTCCGAATATTTATAATATAACGNGATTGTAAAAATATACATATTTATTATTTAAATTGATAAAATTACTTTGAAAATAACTTGAAAGTATTTTGAATTTCATAAAATTATTAATTCAAAANTACAACCATCACTAATAAAGTATTTAAAATAAAAAATATTTTGAGATGATTTTTGAATATTCATAAAATACATTAATTATATACATAATTATATTAAACACATATATTATTTAAATATCATAAAAAGAGGGANAAAACTCGCAAACTATATATATATTTTTTCCTTTT

>rnd-5_family-3543#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

AAAATCTTAGTAGCTCAGCTTAATTGGTTGACTATCTGAACTTTCACCTTATTGGTGAGGATTCGATTCTCCACNTTGTAATTCCCTTCCCCTACCCC

>rnd-5_family-5023#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 23 )

GGATTACCTCAACTAACAACAAACGTATCAAGTGTAATTCCACGTTATTGAGGTTTGAAGAACTTAANAACTTTCTNAGTCTAATTAGTTTAGTTTTAACTTAATTCCAACAACTATATTCACCAACTAAATCGCATTATTTTAACTTATTTAAAGAACTTAACAACTTTCTAAGTCTAATTAGTTTAGTTTTAACTTAATTCCAACACTATATTCACCAACTAAATCGCATTAAATTTCTTATTTAAAGAACTTAACAACTTTCTAAGTCTAATTAGTTTAGTTTTAACTTAATTCCAACACTATATTCACCAACTAAATCACATTAACTTATTTAAANAACTTAACAACTTTCTAAGTCTAATTAGTTTAGTTTTAACTTAATTCCAACACTATATTCACCAACTAAATCACATTATTTATTTTAACTTATTTGAACAACTTAACAACTTTTTAAGTCTAATTAGTTTAGTTTTAACTTAATTCCAACACTATATTCGCCAACTAAATCACATTAAAANTTAACNTTATTTGAAGATCTTAACAACTTTCCAAGTCTAATTAGTTTAGTTTTAACNTAATTCCAACACAATATTCACCAACTATAATCACGTTATATAATTTCGACTTATTAAACGNNNTAAACAAANNCTNNANTCCAACTNGTTTAAGTCNAAGTCAAANCTAAGTTTAAGTCTAAGTGTCTAGTTTGGTTCGGTTTGGTTTGGTCTNANCNNGTTTAACTTAATTCACTA

>rnd-5_family-1035#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 23 )

TAGGGCAAAGGCCAAGGAAGGGAGCTTGGGCATCCTAGACTTCACAAAGCACTGCCTACCTTCCCACGACCACAACGACGGTTCGTGGTAAAGTACCACGAGTTTTGGTGAGGTTCCTGCACCCAAAAGAAGACCCTTCCCACGAGCCACTAGGCATATTATGTAAGCCATCACGATCATGGGAGGGGTCGTGGTCCTAACTTAGTTTTTAAGGGGGCGGCAACCTATCCACTAGTCCAATACCATAGAGGCCANCACCACTCGTGGTAGGGACCACGGCTTGTGGAGCCCCACATGGTGGTGAGGCAATCCACTGCTAGTTGGGGGTTAAATGGTTTTTCCCGTTTTAATTAGGTTAAAGCTATGTTGTTTTACCCAAGCCTAAGACCCCTATATAAGTCATTTTAACTCCAAAACTCACCAATTCAAGTCTTTAATTCCAAAACCCAAAAGAAATCCCCAAATTTCTCCTCTCAAATATTTCTCTCTCTAGAACTTAAAGAAGAAGAAAGGGCTCAATCTAGGATCAAGGTCAAGNCTCAATTCCTCCATCNAATTTAAGCATTGGGATTTGAGATATGATAGTTTCANCAATGGATTCCTTTCATCCATAGAGTTNCCAAATTTCTCTATTTTTAAAGTTAGAAATCCCTAATTGAGTTAGGGTTTTCTTCGATTGTCATGGGTTCTGTTCAANGTTGATTTAAATGATTGAGTTATGNTATCTTANGCATGAATTGATGAANTATGATGGTTTTNTGATGANTNNCCATGAACCCATGTAACCCCCATGTTTTCGCGTTTTGAATCATGATTTTGATTGTAAGTAAAGAGTTTTATGAAATTCAGCATGTATCGCAATATTTACATGGAATTATGATTANATCCATATNTAACCTATGTTTTCTATGTATTGAAGATTTAAAGTGAGTTTTGAACCTCGAGAGGTAAATTATGGNTTTATGCATTTTCTTATGAAATCTATGCAAATGTTTTAAGGGTGCTTTGAGAGTAAAGTACCAATGATGNTGATGTTGTCGTATTGTTGAAAGGATATTCTCGTCTTNTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAAAGAAGGACCCTAAAGAAAATGAGAATCAGTAGCTTAAATCGCTACAGAAAAACAACTATCCATCCATACTTCAAACACTATACAATCACCCTTTATTTTATTATAAAATAATTATCNAATATTTATCTAATCATGGACAATTAATGTCATCACGAAGAATGCCCAGTTACCTGACAAAATGTGATACTATTAATCTATATTCCTCCCTCACCACATAATTATTGGTTTACGATTGTACTTAATTTNCACGAAAAGCGTAATACATNTTACAGTAACAACAACAATTTATTCGCTTTGCTCTTCGCCAACAATATAATATTATATTTCCTCTANAATCAATACCTAATTTGTTCATATCCTAGAAATTATAATACGCATTTAATGGATTGAATTTTTTANTTGAAGTTCTCACCTGAATNTCGTCGTCGATGCCGCATATAAGTCCTGACCCCTTTTATCTTTCGTAAATTATGAACTTAANNATTTCTTAACCCTAATAGTTTGTTTTCATATATAGGTCAAGTAAATTATAAAGTTGACCCATTAAATATTAACTAAAATTCGTTATTTTATTATATATGGGTCAAGTAGNATAGGGTNTTAAATAAATTATCGCTTTGGCCCATTAACTACCAATTAAATAAATTATTTAATAAATACCCGTCAACTAATTAACTATAGTTAAACGAATAGTTTAAAATTCTCGAACCAACTTCACCGACTAA

>rnd-5_family-1983#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

TATCGTGAAAAGCATTGTAACACCGCTTATTCNAAAACACCACCAAAAATGAAGATTTTCAGAAGTTGTAGGTGCCACCGACGGTCAGTCGACTTACGGTCCGTCAGTCGACTCCGTCGATGGGCCAGTCGACTCTCAGTTCTCAGTCGCGAACGACGGTCGACCAAGTCGCGGACGACGATCGANATTACGGACCGTCAGTCGACTTACGGTCCGTCAATCGGCTCCGTCGATGGGCCAGCCGACTTTCAGTTCTCAGTCGCGAACGACGGTCGACCAGTACGGACCGTCAGTCGACTTACGGTCCGTCAGTCGACTCCGTCGATGGGCCAGTCGACTTTCAGTCCTCAGTCGCGAACGACGGTCGACCAGTACGGACCGTCAGTCGACTTACGGTCCGTCAGTCGACTCCGTCGATGGGCCAGCCGACTTTCAGTCCTCAGTCGCGAACGACGGTCGACCAGTACGGACCGTCAGTCGACTTACGGTCCGTCAGTCGACTCCGTCGATTCGCCAGCTGACTTTCAACTCTCAGTCACGAACGACGGTCGACCANTACGGACCGTCAATCGACTC

>rnd-5_family-3903#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

TATGAGGACANCATCCCAGGGGTTAAAATGCCTAGCATGGGTCATCCTCTTCTACCGCTGATCAGCTGGTCATTTGTATCATATGTCTTACAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACTCAACAAGTAGATCTCCCCAATAGAAGCACATGATACTCAGCGGTTGTTGGTGAGCTCCAGGTTGATTCGGGGCTTTGCCGAGTCTTTACTATGTGTATTTTCGTAGTGGTACANTCATGGATTCNAGTAGAGGNTTTGTAGACATTGTAAAGCTATCATCTATATTCATAGTTTCACTTGTCACATGTATCGGTTCAGCTAGTCAACATGTGTTGTATATGAAGCTTCTCATCAGTAAATCTATCTGCATAGTAGTTTACTTTCTCATCATAGGTTACTTGTAAAACATGTGTTCATANGGTACTTGTCCGCCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAAGTTAAGAAGCAAAACTCGCACCTGATCATTTTATTCATATAATGCTTACTATGGTTAAGGTTAATCGTTGCTAAAGTGTCANCATGTAACATACAGAAAGGATCATAAGTTATAAAATGTTCGACTAGATTGGGCTCATTTTATTCTACCGTCCCACTCCATAAGGCGTGTAAAGNTTTTTATGGTATTTGCATTTTAAGTTGCATTTGTACCCGTTTNTANCACGTTGGTTCAATTGAGAAAGATATAGTACTATGCTTAAAAAATTGATTGGTTACCTAGTTACGTATATGAGCTATAGCATTTCCAGGCAGATCTAGGAGGATATCACCGACTCTTGAGTTCTATATTTCCTCCATANTCGTATGATCTATTCCTATAGAGGACACTCGTTCTTAGTCTGTGCTATACATNGAATTNTCGGCATTACACATGTACTCAAAAGCGGTGTAGTTGAACCAGTTTCTTTTAGTTGGAAGAAGGCAGTGACACAATTTGATAGGTGAATGTATCAATGCAATAGTGTTACTAGNGATTCACCTTANNTGGNTGGCAAGGCCCANNTTCTNACCNTATATCGTCCCAGAGTATGTTAACGCTTTTGCNTTTGTATGNTATGTNCCAGCNACCCTGAGTAAGTACTAATANCATTTGTATNCTTTTCATGGTTATANNACTTNNGGATAAGNGTGNTGATTGCTGAAAATNATNTATGTATGNNAGTTCCNNTTANGATCTATGTTTTNGNTACGGAGNATCGCNATGTNACTAAAGNGTAAGGTTNACAAAAGGAAAANTNATTGGTTAGACCTAAGTTGTGATTAGTCAGGTTGTACATAGTGGGATTAGANTGCATGAAGCTANNAGTTTTGATCAAAAGGTACATATTAAAAGATAGGAANCATGTGAGAATNAAGCTTGAGNGACACGGGCAGAAAAACTACGTAGACCTTCTAGTTTGAAAGAGATGGCATATGTCANATTCCCNAACATAGGGGTGGGGGTGATATGAGGATGCCCTAGCATAGAGTTACTTAGGTTGTTATGAAAGAGTGATTTCAAGTGTACGAGGCAAGAAAAAGGTATCAACTCTTCGACCCTAATGGTATTATAATGGCGCACCTGGGAAAAACATTGTGAAACTTTGTTACACAGGGAAGTCACAATTCTAGCATTGTTTCAAGCCTTGATATTAGGTCCTGATAACAACAAGAATAAATGGGCTGAATTGAAAGGTTACATGTATAGAAGACACATGGACCTAGTTCATCCACGTAATTAGTACAAAAGAGGAGTACAGCATCAGACACATGTATATACATCAATCAAATTGATAAGATGCCACGACAAGGTTCATTTAATATATGCGTGCATTAATTTGTCAATCATACTCAAGTGAAGGGAGAGGAAAAAATTGACC

>rnd-5_family-2553#LTR/Copia ( Recon Family Size = 28 Final Multiple Alignment Size = 22 )

ATCTTATATATGTTTTCATCAAAATTTATTTATAATTTACTTATGAAAGCAAAAACGTCCAAGGTGAGAACATTTATCTTATTGGTTTCATGTATATGAGTGTCTATGACAATTCTTTGTGGGACTAAAAATGTCANTGTCTCTTCCTTCTAGGCCAAAATAGTGAATTTTGAAGCTTTATTCATAGTAAATTCAGTGATCGAAAGTTCTGTAATGTCAGTCATTCTAACTATTTTTTCGTTTTGAATGAATTGTTGTCACTTTTTTCACGTTTTGAATGAATTGTTTC

>rnd-5_family-1239#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

TTACTTTCTCATAGGATAAACATTTCCTAGTCTAGATTTTTAGTTTTATTTTCTCCTAGGATAAACACTTCCTAGTCGGAGTTTATGTTTTCTATTTACATTTGCTAATAACTCACAAAAAATTTTCCAGTGAAAACTGGGGCAAAAATTTTGTTTATTTCTTTTGTTTGTGGTGGTTTTCAGGTTTCCTCAAGCGAGACATGAATTTGAAATTCAAGAACAAAGTTTTAACTTTTTTAGAATGATCAATTCAATGATGGTTAGAATTAGCTTCTTCAATGCATGTAGCAGCCTGACTTNCTCACATCTTTTACTATTCAACTTTTGATCAAGAAAACACGCAGCTATTCAAGAGCATTTTTCAAATTGTCATTTTGAAGAATGTCAAAAGTTCCGTCTAAGTGACAAGTTCAGCCTCCATTCCAATTCTAGGTTAAGATATTCACCCGAAAATCAAGGTGATATCTTAAAGTCAAAATTCAAGTGAAGATTCAAGAAAAGCTGCATGGATAGAAATTTGTACGTTTGTTTTTCTTTCGACTATTAGCTTTCAATTTTATATTTTTATGTAAGGATAAGAGTCGCGATCTAGAGCCTCGATGGAACCTCACTTAACTCCAACTCATCACCTCATCTCCTTGAACTACATGTGACCCGATTCCCTTATAACCCGGGATATGTAGGATGTCCAAAACAAGGACTCGATCGAACATATTTTTTNNTNTCAAATAAGAGTCTTGTAAAAACCTGTCACTTTGTNTACTTCTTTGTCTAAAAACTCTCTGTATTTCCAGACAAAGAGCGGCAAATTATAGACACGTAATTTTTTTATCGAATTTAAGTTTTATACCCTTTTTAGAGCTTAAATTATTTTAAGNTATAAATATTTTGANTTTTATCTTATTTTATTAAGTTTATTTTTAAAAGATATGAAAACNACAAAAATAGAATCACACTTTAAGGTATATTTTTATTTATTCATTCAAAGTTTTAATAAATTAGTAATTTTTATTTTTATTTTTATTTAATCTAGCTATTTAATTTTTATTAATTAATATTATTATTATTTTATAACGAAAAAATAATTAAAAGAAATTAACCTACCCATTATCCCANCCCCACTTCACCATTTCTCTCCACTCACCCCACACCCCACTCCACTAATCCAACTCTTCCATACACATGTACACACATTTTACATAAATATATACACATTAATAATGGGAGGGAGGAAGAAGAAGAAAAAGNGGTACAAAGGAAAAGAGAAAAAAAATCAGCAAAAGGGAGGAATCAAAAAAGAAAAAAATCAGCAAAAGAGAGGAAAAGAAAAACAAAAGAAGAAAAAAAAAACTTTTCACCTTNTTTTTCCTAAGGAACACACGCACAAAAAATAACTCAAAAATAGTGGAATTCGAGGCTTCGAATTCGTGGTCCTTATCGAGGTATTTTCTTTGTGAATTAATTTTCACAAAAGGTAACACTTGATCTTTATTACATTATTTGGTTTCANAATCATGCAAGATATGATTTCAATGATATAAAGTGTTTTAAATTTATGCATGTTTAATTTTTACATTATGATATGAAATAGATTGAGATTTTATATTATTAAATTTAGAGTAAAATTTATATAACATGTATTTATTCTTGCTTGCTCTAAAGTTTCCTTTTATCTTGTTCTTTATTAAAATNCGAAGCTTAATATTCTACGGTATGCAGTTAGTAATAATTAGATGAAATTTAGTTCTTATTTGTTAAGTTACTTTTTCACTTTGTATATTTAATAAAACTGTATTTATTTATTTTTAAAAAAGAGAAGAATAAAAATAAAAATAAAATAAATCAAACCTACACTATCTTTACATTTCTTTTAATGCGAAACTTTTTTTAAAAAAAATCAATTAATTTATTCATGTTGAAAGAATAAAAAATAAAAATTTATATAAAAGAAAAGACGTAAAAGAAAATTATAAAACATAAAAGTANAAAAATAAGAAGGAGAAAATATAAAAGAAAAATAAGGTAAAGTATAAGAAGAAAGAGAAACAAAATAAAAAAAATGAAAAACAATATTAAAGTGACCCAAAACGTGCAAAATAAATAAATAAATAAAATTGATTTTAATTACTGGGTTCTTTTCATTTTAATGACTAAAATAAGAAAAAGTAAAAAATTTATGTGAAAAGGTGTATTATTTTAATTTATTTTTATCTTATGTTCTTATTAATATATTGTTCATTTTTTTTTAGAAAAATAAAACTAAGATAATGTATAATTTAGGCTTATGATAATGATAATACTAATAAAATATTAAGATCCGAAAAACATTAAACTACTTTTAGTCTTTAAATACAAACAAATAAACAATTTGTGGCGAGGTTGGAAAGAGCTGCTACCAATAAACCACACGCTAATAAAATATGACAATTTTACAAAGTAATTTAAAATAAATCAAAGAAAGCGGGACATAAG

>rnd-5_family-3075#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

AATGAAAATAATAATTAAAATTTTAGNTTGCGAGTTATTTTAAATAAGGTTTTGACGCTTGTTTATANTGTTTTAGCTAACGTATATGTCTTACGTAATTATTCGTATAATTAGTATATTTTATGAATATTCGAAAATCGNCNNAAAAGATTTTAATATTTATAGTAATACTTTATTTACAANTAGTTTGGTTAATTATTAGNTTATATTTTNAATCTTTAGTTTATAATTAAGTTAATTATTTTATTTCGTTAAAATTAAGAAGCTCGTTAATTAATTATATTAATTCGTCTTATTTTTAAAATTTTAGCCGAATTCGCCAATTTCAATTCGGCTAAATTTGTAATATTCGCTAAAAAGACCANNTTTGGGCCATTCTTTAGTCCAATTTCCGAGCCCATCTCGGGCCCAATTCCTAAGCCCACTTTCCAAACCTCAGCCCACTTATCTAATAAAGCGTTCGGGCCCCAGCCTATCACTTCGACTCAAAATCAGGGAAAGAGCATGACCCGATCTAGCGGCCATCCATCCCGANTCGGCCACTTTTCCCANCTCAAATTTCANCATTCACGTTAATCGTACGCAGCAGCCTNCANCATTTCGNNNNACCCGACCCAATCGTGCCCTTTCTCACCTTCGCACGAGAGAGANACAACAGCAAGGGGANTAACNGCTTTTTTGTCTCTTTCTTAACGTCCCCTTACGATCGTACCGTCGCAGCAGTAGAGGCACGCGANAATCGTCCTTGATNCGTCGAGATTGCTCCACGTCGCANCTCCAAGGACGGGAGAGTCGATCCGGACCGTCCGTNTCCCCTTTCCCTCTTCGGAATGGGGCGAATTTTCGGAAAAGGTGTGTTTCCNTATTTTGGAGAAGATTTCGATTTCGANATTTTGAATCCCGANNTGGGCCCGTTTTCNCGGATCTGGGTTTTTGAAGTCCGCTCTCCCCCCCCCCTCCGAAGGAAACCCTAATTCCTCNCCTATAAATACTCCCTCTTNTCCTTTAACGAAGGGAGGAGAAATTTTGGGGNTGACTTTTTCCTGGGGATTATTCTTAAGCAGAGAACACTCATATCGGGTGAAGAAAA

>rnd-5_family-1936#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 22 )

TAAAAATTACTTTTTAAGTGTTCCGCCAATTATATATAGGTTGTTCATTTTCTTTTTTCTTTTTCGAAGGGTACTTTGGTCGTTTTCCTTTTCCTTCTAAGCCTAANCACGTTTTTCCTCACCCAATTAAGGGTCTAATCAGAGTTAAACCATTNTTTTCACGTTCCTAAACGCTTAGAGANTTTAGAGCAAGGTTTCAAGGAGAAGAAAATCTAGGTTTCAAGCGTTCTTCAAGATTTATCGATTTTCGCCAAGAACNTTGTTCTTTCCAGGTATGTAAGGCTTCTCATAGTGTTGGACTTGTTCNTCCTCACGCCGTACATCTCAATTTATCCACGAAATTGTTATATCTAAAGGATTCTTGCGTAGTTCTTGATTTTTAGTTCAATTCTTTAACAATGGAGGTTTTGATTTTTTTGTGTTGTGAATCTTTAGTAAAAGTTATGTTTTCGAAGGGATTGTATGAAAGTTCTCATGTATTCGTGTTGGGTTTATGAATCAAAAAGAGTTTAGAAGAAATCGCTCGATTCTAGACGAGTTAGGNCCCGAATTTAAGCTCGAAAATTCGTCCGGATTTTCGGGNANGGGCGTGGGGCGGCGCGCCACCATAGCGCCAGCGNCTGACTTCAGTAGTTTAGGGCCTGGTGCGGCGCACCANAGGTACGCCACGTCCTGACTCTAGTAGTTCAGGCCTTGGNGCGACGCGCCAACAGTACGCCAAGGCCCGACTTCNGAAGTTCGGGTCTTGGCGCCNTGCGCCAACAGTACGCGGAGGACTGTTGGGCCCGACTTTTTTCTNTGTTTCATCTGACGCGTGTTCCTTTAAGTTGTGACTACGTTTCCCTTCTTTGCATTAGCTCCTATAAGCTCCATTTACCTTTGAAAATTCCTACATGTCCTAATCACATGTCTTAATTTACATTCGAAACTAAAGTGAGTTTAAGAGGAAAGTTTAAGAGTTCTTTTCGAGAATCTTTTGTAACGAAAAATGNTTTTAAACTAATTCTCTGAATAAGTAAATATAAAACCCCG

>rnd-5_family-2875#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

AGGAAAAATTAGTAAACTAGTCAAAATAAATAACATATTTAGTAAAAATATCCATACTTTATAAATATTAGCAATAATGTCAAAAATGTCATTATTTTAAAAAATTTATGTGTCCCAATTTTCTTCCTATTTTATCTCTCTTTTTCAATTAATTCTATATATCCTTTTTTTTTAAAAAAAATCATTCTCTCTCGTATTTATCTTTTCAAATTGTTAATTCTCTCTCCCATTTAATTTTTTCTCTCTCTCATGATTATCTTTTCTGATTTTCCTCCAACATTCAAGTTGCAAATATTTTTTTGCCATATATTTTGGTTGTTTTTTTAATCCAAAATTGAATCAACAAGAATCCCTTTGATTAAGGTATCTCTAATCTTTATCCTATTTTCAGATTTCTTTTCTNATTTTATTTTTGTTTAAATCTTAAAAAAATGTTGTTTGTATTTTTCAATTTCCGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTAGAATCTTTGTCTACTCGTGAGGATCTTGAAAAAGACGACGAAGATCGGATAGTTGTCGAACAATTTTCTATTAGTTTGTTTTGTATTTATAGTTNTTTTTTAGAATTTGGTATGCTTTCTTAATTTGTATTCAAATCACTATGTATACTATCAATATTTGTATTTATTAAAAATTTCATGTTGCATGGTTTATGAATCTTGTATTTGTCCCTAATTTGTATTCATCCAAATGTATGTCAACTAGTTATGTATTTTATTTATAAGAAGAAGAACTTTCTATTAGTTTATTTGTATTCGAATACAAATACAAATAATATACATATTGGAATGAATACGACTTAGAAAAGGAAACAAGATTTTGAAAAGAAAAATAAATACACAGTGAAAAATATATACGAATACAAATGTATTTCTTAAATAGCTACATTTTATTTGACATACATATTGGAATGAATACAAACTAATAAAGGTATGTCAACTGAATTTGACATTTTTTTCTAATTTGTATTTATTCTAAAGGTATGTCAACTAGTTATGTGTTTTATTTAAGAATGAGTACACCAAATATTCAATTATTTCTTTTCAATTTTATATTTCATTCACTTTTTCATCATACTAATTTTTTGTATTTTATATATTATTATACAAAATTCTAAATAAAAACTAGAATAAATAGAAATACAAATAAAATACATATTGAAATGAATACATACAGGATTTTTGAAGAAAAAAATAACTATATAGGGAAAAAATATATGAAAATACAAATATATTTCTTAAATGACTATATAGATAAATTCGGCATACCTATTGAAATGAATACAAACTAATAAAAAACTATAATAAATATAAATAGAATATATTGTGGAATGAATATAATTTTAAAAAGGTAAAATTCTGGAGAAAAAAAAAACAAAGTTTAAATTTNATTTGAAAATGTAACTGATGAGAAAATTAAGGATGCTTGCCTTTTTTTTGAAATATTCCCCCCTTAATTTTCTCCTTTTTGTTATTAAATAATTATATTCTTTAAATAAAAATAAATAATAAAAACATAAATAGATACATAACAAACTAAAATGACATTTTTACTAAATATTGAAANTGTTGCTAATGAGTCCTCTTAAATGCTAAAATATTGACATTTTAAAAAATTT

>rnd-5_family-3932#LTR/Copia ( Recon Family Size = 26 Final Multiple Alignment Size = 22 )

TTTTCCGAAAGATTGCGACTTTTNTAAAGGTTTGTGACCNTTCCGATAAGGCACAATAAGAACCTTTTCGCACTATCCTTTGTTNTCTATAAATTGAGGNATTTNCTCTCATTTTAAAAATAGANTTTATGGACTTCTTCTTCTACTACTAAATCTAGTATTCTAAGTGTACTTTACTGCCGTTGAGTGGTTCGCTGACACCGGCGTTTTGGGTATCAATACACTGGTGATTGAGATCATTCTACCCTGGGAGGACATATTCCAAATCAAACCTCGGATACTAGAGGGGAATAATTTCCTTAAGGGGACACTGTGCATTCAGTGGGCTTGATCTTCTTTCTNTTNTTTTCCAGATTCTGGTATGTGTTACAGATTTTAGATTTGTGAATTAATTTCAGTTCTTCTGTTCTTCTGTTCTTCACTGGTTCATTAAACTTTGGTAACTTCGTGTTTCTGCAAAGTTTGTTGGAATCAGTAAGATTCTTTAGACACATATTAACAACAATTCTTCTTTAAGAAAAATATTTCGTATATTTTTTCTAATCTGTTTCTGATTCTAGTTTCGCTACTAGTTTTAATTTTCTAGTTNTGAAAATGTTCTTAAACTTTGTTGTCTTACAAAGTTNTTCAAAGTTTTGTTCTAAGTATGTTAGGAATACAAGATGAACAACAATCTTAAGAAAATTATTATACTGTTAGTATTTCTTGTATTCTACTGATGGGAATAGAAGATAGATGCATTANTTCTCGATAATTCGTTGCTTCGCTTTAGCAAGGTCGAAGTCGAACGTGAGAACGNNCAAAAAATAATTGGTGGTATTCCGATTAAAGATTACACCGGGTAACCTTCTTATTGTTTATGTTAGGAGGAAAATAGTTTGTAAGAGTTAAAATTTTTGATATTTTTTNATCATGTGTATCATTNGGAAAAAGATCTGNAAACCGTATATTTCGTTGAATGAATTTTGCTCGGCGAATAGTGTTGCNTTTAAAATTCTTTAGTTTGCAAAAATGAGAGATACATTATTTTTGTTTGATAAAATAGTATGTNAAAATGTTATAGTTCGAAGACTATTTGAAAACGAAAAACATTTCTATGTGATGGTCNAAGAATATGTGTTATTCTGTTTGGAGANNAAAAAACCTTTGTAGTTTTGTACTCCACGTGAAATGTTAGTGTGTCTGATTTTTGTAGAACGTAAAAACTTTTGTAGTTTTCTACTCTGGATAAATCTGACTATGCAATTGGTTTGAAGAATATGAAAACTTCACATAATAAGTCAGTGTTCGTACTATTGATTGTCTATAAACTTCAACGTTATATAGAAATAAATTGTACAATTTTTTAGTCCTTATTGTTAGTATTCTAAATACTAAGTGGTATGTCTATTTGTGATAGAGAAAAAATACAAGTGACTTAGAGTTTGTGATTTTGTTCGTCCGTGGAATGAACTTCGACATTGTGTAAACATTGTCAAAGAGAATTGAAGCACTATAATTCTTTCGTAGAATAATATTTCCAAAAGAGGCTTCATATTAAAGTAGATGACATTTCGAAAGTCTATGAAAATAAGTGTCGAAAAATATTTTTCANATACTTGAAAAATATTTTTNANATCTCATTTAAAATGTGGNGGGTTCTTTTCTTTTGACGAAGAAAAGANTGGACTTGGTGTNTAATTTAAATTTGGAGCACGAGATACGAAATTCAACGATACTTTTGTATTATGTTAGACCGACAAAATTCTTAGAGTATATTTGATATTGTGGTCGTTGAGTTTCTCTGTTTACTAGTATACGGCGTGACTAGTATACGGTGCGACTAGTANGAAACTGCCAAATTATATGTATACTTGTTCAAAATGATTGTGTTCTTTTAATAAAAAAGTGTCACTTGAAAATGTTGTGATTTTTCATGAAAAGATACGTCTATTAAATATAACTATTTGCATAGACATGAATATTGGTGAATAGTCATTTGTCATGTTTCGTAAAAGAAGTATTCGGAATTTATATTGCCTTTATCGGACCCGATGAAATTTTGTTCGTGGGTAGTTCTATAACAATCAAATTGAAAGTTATGGAAAGGTCCTTCTGAAAAGGACATTTGACGAGGCCGACGACTCTAAACGATGTTTGTATCGCACGAAATTGTAAGAAATAGGAATAAGATATTNTTTAGAAAAAGCTACCTCGCGAATAGCTTTTCGAACTCAATATTTTTATTTGTTTTTACTTTCTTGAGTCAAACGNTTTGCGACATGAACGCTTGGGACATGTCAATTACAAAACCTTGTAAGAAAAACCGATCAACTTAGAAGTATTGTNTAACTTCGAGTGCGATAAATAAAAATGTCAAGTTTNTGTGGAATCTAAGTATGTCGAGCATTCTTATAAATCTGTTGAAAGGAATTCTAATCCCTTAGAATTGATTTACACTGACATTTGCGATATGAAGTCAACACCATCTCGTTGTGGGAAAAAGTATTTCGTAACTTTTATTGACAATTGCATTAGAAATGACTATGTCTATTTGCTGAATGGTAAGGATGAAGNAATAGAAACGTCTAGACGATATAATATCGAAGTTGAAAATTAGATCGGAAAAATATAAGAAGTGATAAGAATGGAGAGTATAAATCTCNTTNTGCAGAAATATGTTTGGAAAGTGAAATTATCCATCAAACTACTGCCGTATTCACCTCAATCTAATGAAAAACCGAACGTTGAAGGAAATGATGGNCGCGTTATTTATAAGTTCGGGTTTACCACAAAACTTGTGTGNAGGAACTATCCTTACTGGAAAAGGGAACAACAAAAAGTTTTGTCTTTTCANAAAGAAANCGATTTTGTTTGTTCAGAACACAATCTATTTCATATGAGAAATGGAAAGAAAGGAAATCCAACTTGAAATATTTCAAAGCGTGCGGGGTNTCTAGTCAAACGTCCAAGTTCCTATTCCTAAAAGGATTAAAATAGGACCTAAGACTGTGGACTGTAAAATTAGACTTGAGTAGTCTAGTGAAGGGTCTAAACGGCCTCGGAAAGTAAAAAAGGANATGTACTTAATAAAGAGATTCAGAGGCGAAGTAAATGTNAAAGGACATTTACTTCCTTCGAATATGATTTTGTAACATTTCTTGCGTCTTCTGTAGACTCATCCTTCGGAAAGATGGTGTCAATAGTGAGATTGGTTCGATCTTGAGCAACCATATTGGAAGTTGGTTGATCTTTCTCAAGAAAATAAACCTTTGGGTTCAAAGTGAATCCTCAGAAGGAAAATAATAGTTGATGGAACTGTTGAAAANTATAAAGCAAGACTTTGTGTCAAAGGCTTTAGACAAAAATAGGGTTTTGATCTTGTCCATATATATACTCGTTAGTAACTAGAATTACATCCATTCGGATGCTTAAATTATTAGTTGCGGTATATGACCTCCAAATTCATCAAATGAATGTGAAAAGAACTCTNTTAAATGNAGAATTGGAGGAAGAAATTTACATGGAACAACCCGAGGGTTTTGTGGTTCCTGGTAAATAAAAGAAAGTGTGCGAACTTGTTAAGTCACATTATGGACTAAAACAAGCACCGAAACAATGACATAAGAAATTCGACCAAATCATGTCGGCAAATGGATTTAAGAT

>rnd-5_family-9662#SINE/tRNA ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

TAGAGGTGTGGCCTAGTGGTCAATGAAGTGGGTTGAGAACCGTGAGGTCTCGGGTTCAAATCCCAGCGGAGACAAAACACTAGGTGATTTCTTCCCATCTGTCCNAGCCTTGGTGGACAGAGTTACCTGGTACNTGTTGCTGGTGGAGGTGGCAGGTATCTCGTGGAATTAGTCGAGGTGCGCGCAAGCTGGCCCGGACACCACGGTTATAAAAAGAA

>rnd-5_family-2124#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 22 )

TATTAGGCTTGTATGGTTATGTATACTAAGGTGTAACATCTCGCAANTTGAAATAACTAGGAAGAATCTAAAATTGGAAATAGTCATTTTTGTAAATGAACAAAAATCTGGAAATTTTATTAAGTTCGAAAAAGTTGAGTTTTCGANCAACTTNAAACGGCCATAACTTCTAGCTCAGGATGAGTTAGGTATAGTTNCAAATATGGTTGGAAATATCTTGGAATAATCTTTCCAACGCCGCCGAGTTTGCGCGATTCCGAGTTCGTATGAGTGAGTTATGCCCTTTGGAAGTTGGGCTGTTGGAATAAGGAAAGTCTAATCCGGATTTTNGAAGGGTAGTTTGGTCTTTTCCNTACCCAATTATTTTATTCGTTTTTGGANATTAAGTTAGGGTCAAATCAAAATTAGACTCAGTTTACGCTTTTAACAAATACGCTTGGGGNTTGGGAGAAAAGAGAAAAGAGGAGAAAGGAGAAGACAAGAAATTNATCAAGATCGTCAAGNTTAGCTTGCGGATTTCGTCAAGGGGTGATCCCTACAAGGTATGTGAGATCACATAGCGTTGGGTTCGTTCACCCACGCGCCAATCATGTTTCATTTCAACGAATTTAAGTTCTTCGAAGTTTCGAAAATTTGAGTTCTTGACGAGNGTTGTTGAAGTTCTGTTGNATTCTTNATTCGTCGAAGTTGTTCTACGGAGGCTTTGCTTCAAATGCATGTTTCTAGACTTGTGTTTTCGGGTCNAATCTANNGNGTANTGAGAGTATTGATAGATTCTAAGCGTTTGGGGGAAGGACCAATTGAGTTTACGGGGTTTGGAGATGAAAAGACGAGAAGAAAAGTCGCCAGACGTCATGGCGGATTTTCGCNTGGGGCGCCGCGCCAGCCAGCACACCCCATAAAGCAATTTTTGTACTTTCAGNCCTCGGGGCGCCGCGCCAGCCAGTGTGCCCTCAGGTCTGGCTCTGATCTTCAAGGCCTCGGAGCCCCGCGCCTCTCGAAGCGCCAGGGACACCAGTTCCGANACCCCATTCNCCCCCANCCTTTTTGTACTACTTCCTTAGTGATNGTACCTATGTTNTCTACCTTTCGGTTCTACTCGATTCCAACGCGTCTAGCGTATATCTAAATATCATGAAATCATCCATAAACATGAGATCATGAGACCTTGAATNCATAATTCAATTCAANGAAAGCTAAGATNAAAGTNAAGGAAGTTAAGAGTCAAGCCTAAAAGCTAAGAAGCAAGTTAAAGTGAAGTTCNTAAAGTCTTNCAAAAGTCTTTTACAAATATTATGACTTTATTTTAAGACATAAAGCTCAAGTTTAAAGCTAAAAATAAAAAAAAATTTGAAGTTATTTTCTTCAAAAGTATATGAGGACTACGTATTCCCAAAGNGCTTAAAATGTTTTNACATTTAAACANGAAAAGAAACNTTGATTTCCAAGGAGCCTTAGAGCTAGTTTTATGAAAAGAGCNNNCTCATTTNAAGCAAGAGAGGAAACTATGATTTCCAAGATAGNTTTTGAGCTAAGTTTTTGAGCAATTATCTCAAATCACGGAAAGAAATATTTTTTTAAAACATAAGAGATAGTATCATATTTTGGGAGTAGTATTGAGCACCGATATNGGGAAGAGTTCAGACAACTCACGNCCCCCATAAACCATGTAGCCATCATGGGTAGAAAAGGGTCATACTTTTTAGATGATTAATCGCTTTTNAGCATAGACTAGTGGATCCACTNGGTAGTTNAGGTTCTATACCTNCGGCAAGGTATAGGAAGGCNTTGGCAGCGTGAGGCAAGACGTTGTATCATCACGATAGCTCNTAATTGATGGTTGTCGGTTAGAGAAACTCCCACANAAGTATATTGTATTTTTATATATAAAGTTTATTGTATTTTTACATACATGTCAGAGTTAATTGTATCTTTGCATACATTCAGATGTTTCGAACTTNATGTTTCGTACAGTTTTTCTNTATANCGCATTTATTTTAATTGACTTATATTGAAATGAGTTNAGTTATTTATGAGTTGAGTAGAGCCAAGGTAAGTTCTTCANATTATTTTCAAGCTTATGTTGTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTANTGATGCCAGTTGGCCTGCATCGTCTTATGATGCAGACGCAGGTAACTAGGATCAACACGCGACACGTCGTTGATCCAGTGAGCACTCCAGAGTCAGTTGGTGAGCCTCCTTNCATTTCGGAGGACTCCTTTTATTGATTTCAGTTATTTAGTATTTAGTTGTTAGGATGTTTTGGGGTCTGTCCCAACATCCATATTTATTTTAGAGGCTTCGTAGANAGTNATATGTAGTTTTCTTAGTCATTTNCTTTCGTNTTTATAATTTNACGNTGAGACTTGAGTTTGCGTTTTGGCCAATTACTTTTTTTTATAACATTCCGAGTTATTTATCTCATTGGNTTAAGTCTTCCGTTGAGTTAAGTAAGCCAGGCCAAGGGTTCCTTAAGGACAGCAATGGTCATCGGGTGCCGGCCGCGTCTAGGGTGTAGGCTCGGGGCGTGACAAACTTGGTATCAGAGCNCAGAGTTCAAGAGTCCTAGGGAGTCTACGAAGTCGTGTCTGTAGAGTCTTAGTCATCGGTGTGAAGCGTGCCACATCTATGATTANGAGGCTACAACATTTAGGAAANTTTTCGCTTCTTTCACACTCATATCGTGCGTTAGAGTTTATCTCTANAAAGTTTCCCTCTAATTCGTGCTTACGCGTGTGTTTCAGATCATNATGCCTCCACGAAGAGCAGATAAGAGGTCGTCCAACTNGGAGAAACGTTGAGGAGCACGAGGTTCCTAACGCACCCGAAGTNCAACCTCAAGGCGAAGTTACNAATGCTGAGTTTCGCGANGCTATNCGGATGCTAAGCCAAGCGGTGACNAACCAAGTTAGGCAACAGAGAGGAGCTCGACAGGAAGGGGCTGACACCTCGAGGATTCGTGAGTTCTTGAGGATGAATCCTCCAAGCTTCACCGGTTCGAGCACNACTGAGGATCCGGAAAACTTTGTGGAGGAGTTGAAGAATGTTTTCGATGTGATGCATGTGGTTGATGCTGAGAGAGTCGAGCTAGNTGCATATCAACTGAAGAACGTCGCTAGGACNTGGTTCGACCAATGGAAGGAGGGNAGAGNTGAGGACGCACCACNTNCGAGTTGGGCTTGTTTTGAAGAGGCTTTCTTAGGGCGTTTCTTTCCCCGAGAACTGAAGGAGGCGAAGGTACGNGAGTTCNTTACACTTAAANAAGAATCCNTGAGTGTNCATGAGTACGNGTTGAAGTTCACCCAACTGTCCCGCTATGCTCCGGAGATGGTTANGGATACGAGGAGTAGAATGAGTTTGTTCGTCGCTGGTTGTCTCGTCTATCTAGCAAAGAGGGNAGCGGCNACGTTGATTGGTGACATGGACATATCNAGGTTGATGGTCCATGTGCAACAGGTTGAGGAAGAGAAGCTGAGGGATAGAGAAGAGTACAAGAACAAGAGATCCAAGACANGGAATGAGTCCGGGCAGCAGAAAAGTAATNCGAACCGGTCATNNTTCCAACATAAACAAAAGGGACATGCTCCATCATCTTCTAGTGCACCTGCGCCNAGAAACAGATGTGAGTACAATNGTCAGAATTTCAGAGCTAGACCTGCATANTCNCAAGGTAGTGTGGCGCAAGGAGGTAGTAAGNCTCNTGCATGTACTAAGTGTGGTAGAAACCACTCGGGTGTTTGTCGTGATGGCTCCACTGGTTGCTTCAAGTGCGGCCAGAACGNTCATTTCATGAGAGAGTGCCCAAAGAACAAGCAAGGTGGTGGTAATGGGGGNAATAGAGCTCAATCTTCNTCAGTTGCTCCACCAGACAGGGCTGCACCTANAGGAGCTACTTTCGGTACTGGCGGAGGAGCAAACCGTTTGTATGCCATCAATAGTCGCCAAGAACAAGAGAATTCGCCAGATGTTGTCACTGGTATGATCAAAGTCTTTNACTTGATGTTTATGCTTTGCTAGACCNAGGAGCGAGTTTATATTTTGTGACTCCTTATGTTGCTATGAAGTTTGATATTNTTCCTGAGNAACTTCGTGAACCNTTTTGTGTTTCTACACCTGTTGGTGAGTCTATTCTAGCGGAGAGAGTCTATCGNGATTGTCCTATTTCCGTCAATCACAAGAGCACCATGGCTGACTTAGTCGAGTTAGACATGGTAGATTTTGATGTCATTCTAGGTATGGATTGGCTTCATGCCTGTTATGCNTCAATAGATTGTAGAACTCGAGTTGTCAAGTTTCATTTTCTAATGAGCCAGTCATAGAGTGGAAAGTAGTTCAGCAGTGCCTAAGGGTCGTTTTATTTCGTACCTTAAGGCGAGAAAGTTANTTTCCAAGGGGTGCGTCTATCACTTAGTCCGAGTTAATGANTCAAGTGTTGAGATACCTCCTATTCAGTCAGTTCCGNTNGTAAAAGAGTTTCCAGAAGTCTTTCCNGATGATCTACCCGGAGTCCCTCCTGAGAGAGAGATAGACTTCGGTATAGATATTNTCCCAGATACTCGTCCTATNTCTATTCCGCCATATAGAATGGCACCAGCAGAGTTNAAAGAGCTTAAAGAGCANTCGAAAGATCTNTTAGATAAGGGCTTCATTCGACCAAGTGTCTCGCCTTGGGGCGCTCCGGTCTTATTTGTGAGGAAGAAAGATGGTTCCCTTAGGATGTGTATAGATTACCGTCAATTGAATAAGGTTACCATCAAGAATAAGTATCCTCTCCCAAGGTTACGTNTACTTGCTTCTCCAAGATTGACCTCAGATCGGGCTACCATCAGTTGAGAGTAAGGGAATGTGACATTCCAAAGACGGCTTTCAGGACCCGATATGGTCATTATGAGTTTCTGGTCATGTCNTTCGGTTTGACTAATGCGCCTGCGGCGTTCATGGATCTTATGAATAGAGTCTTCAAACCTTATTTAGATATGTTTTTGTTATCGTNTTCATTGATGACATACTAATCTATTCGAGGAATGAAGAAGATCGTGCTAGTCATCTNAGAATAGTTCTTCAGACTTTGAAAGATAAGGAGTTGTATGCCAAGTTCTCCAAGTGTGAGTTTTGTCTTGAGTCTGTGGCATTCTTGGTGAGTTTTGGCTTGAGTCTGTGGCATTCTTGGGNCACATNGTCTCTGGTGATGGGATTAGAGTTGATACTCAGAAAATNGAGGTAGTGCAGAATTGGCCTAGACCCACGTCTCCAACTGATATTAGGAGTTTCTTGGGTTTGGATGGCTATTATAGAAGGTTTGTCGAGGGGTTTTCGTCTATTTCGTCTCCTTTGACCAAGTTGACTNAGAANACAGTGAAGTTTCAA

>rnd-5_family-2834#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

TTTAGCTTAGGGTCTTCATTGCAGGTACAATTCCTAAACAAGCTTGGATTGGGGCATTTGAACATCAAAG

>rnd-5_family-3253#Unknown ( Recon Family Size = 33 Final Multiple Alignment Size = 22 )

ACTCCCTTCGTCTCAATTTATGTGACACATTTCGGATTTCGAGAGTCAAACAATCTANNTTTGATCGTGAATTTNNACATAGAATCTTTAAATTTTTTGAAATAAAATTTATATATTTGAAAACTACGTAAAAATAATATTATAAGTCGCAACAATTGACAATTTAAAATATTTAAAAGACATATGAAAAAATTATGGTNAAAGANAGANTT

>rnd-5_family-3316#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

GTGGTGGCAAATGGGCGGGTTGGGTCAAATNTGGGCGGGTTGAAAATGGGTNAACTNNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAATACTAGTTTAGCCACATGTTTACCCATATTTTCATGAGTAAATAGTACTTTACTTAAGAATTCAATATGGAGAAGATATTTTAGTCTTTTTTAGATGAAAAATGTTGAACATGCTTCATTTAGTTTTATTGTATCATAAAAATAAAAAAAAATCCTATAACTTTTCAATATAAAATAAATTTATGTAATAACAAGGTGAAAATATTTTTAATTTCAAAGTAAATGAATATTTGCATTTTAGGACTAAAACATGCTTAATGCACTTTAAGCAATGTCAATACTAATACATGATTTGCTTATTTTACGCTATTATTGATTATCCAATATAAAATTAAATAAATAAAATGTAATTATAATTAACAAAAGAAATGTACATTTAAATTATATATTTTTGGAGGGTCAAAGACTTCACCTTTTCAATTANAGAGAAGAATAGTTAGTTCTATAGAANAACATAAAAAGGAAGAGAAGTTACACTATTTTTAGTGATATCATGAATTTTGAGTGAATAAAAGTTAGAAGCTTAACTCATTTGGCTAATCATATTTTACCCATATTTTATGGGTCAAATATGGGTATCGACCCATATTTTACCCATGTGAAAAATCACTCACCCAACCCATTAAAATATGGGCGGGTTGGGCGGGTCACCAAAATATGGGCTCATTTTGCCGGCACT

>rnd-5_family-4765#LTR/Copia ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

ACCTCCCAAGAAAAATAATGGTGAAAATCACCAAGCACAAAATCAACAAGTTCAAGAAAAGGGACCATGCTTTGTTTGTGGCAAGAGTGGGCATATTGCTCGATTTTGCAGATTCCGGAAACGTGGTCCTAACCCTCAGGCAAACGTTACCGAAGAACCTTTTGTGGCGGTGATTACCGACATAAACATGGTTGAGAATGTTGATGGATGGTGGGCTGATTCTGGTGCAAACCGTCACGTCTGTTATGACAAAGACTGGTTTAAAAAATATACTCATTTTNAGGAGCCCAAAACCATCATGCTTGGTGATNCTCACACTACTCAAGTGCTTGGAAAGGGAGATGTCGAATTGTGTTTTACTTCTGGAAGGGTATTAACTTTGAAAGATGTACTTTATACTCCTTCCATGAGAAAAAATTTGATGTCTAGTTTTCTTCTTAATAAAGCGGGCTTNAAACGGATTATTGAATCTGATCAATATGTAATAGTGAATAAAGGTATTTTTGTGGGGAAGGGGTATGCATGTGATGGGATGTTTAAGTTGAACGTTGAAATGAATAAAACTTCTANTTCTGTTTATATGNTTTGTTCTACTAATNNTTTTGGCATGCTCGTTTGTGTCATATTAATGATCGTTATGTTNGAATCATGAGTAGTTTAGGATTAATCCCAATGGTTAAAAAGAATTTTGAAAAGTGTGAGGCTTGTAGTAAAGCCAAGATCACTAAAAGGCCTCATTTTCAAGTCGAAAGAAAAACNGATTTGTTAGAATTAGTTCATACTGATATTTGTGAACTTTGCGGAATTCTAACTCGTGGAGGTAATAGATATTNTATCACTTTCATTGATGATTTTTCTAAGTTTACATATGTTTACTTGATGAAGAATAAAAGTGATGCTTTTGAAAATTTTAAAANTTATCTCAATGAGGTTGAAAATCAGTTTGGAAGAAAAATAAAAAGAATTAGAAGCGATAGAGGCCGTGAATATGAATCAAATGAGTTTAATTCTTTTGTTAGATGATGGGAATAATTCATGAAACTACTCCTCCTTATTCTCCTTCGTCTAATGGAGTAGCGGAAAGGAAAAATAGAACTTTGGTTGAATTGACTAATGACATGCTTATTGAGTCACATGCACCTTTAAATTTTTGGGGTGAAACTATTTTAACCGCTTGTTATGTGTTGAATCGTGCGCCTCATAAAAAGTCAAAATTGACACCTTTTGAATTGTGGAAAGGTCACAAGCCAAGTTTGGGATATCTAAGAGTTTGGGGTTGTCTAGCCTTTGTGAGGCTAATGGATCCCAAGATTACAAAGTTGGGTAAGAAAGTTACTACTTGTGCTTTTCTTTGTTATGCTTCAAATAGTACAACCTATAGATTTTTTAATCTTGAAGATAATATTGTAATAGAATCCGGTGATGCTATTTTTCATGAAAATAAATTTCCTTTTGATACTAAAAATAGTGGGGGTCGAAGAATTGAACAAAATATTTTGTNACTACCTAGTTCTTCTACTTCTACTTTGAAAAATAAAGAAGTCGATGATTTTGAGTTAAGAAGAAGTAAAAGAGTTAGAGTANAAAAAGATTTTGGTCCTGATTTTTATGTGTTTAATGTTGAAAATGACCCTCTAACTTTGAAAGAAGCATTATCTTCACATGATTCTATTTTTCGGAAAGAGGTCGTAAATGATGAAATGGAATCACTAATTTCTAATAAAACTTGGAAGTTAGTTGATTTACCACCGGGTTGTAAAACAATTGGTTGCAAATGCGTCTTAAGAAAAAAGTCGAAACCGGATGGATCTATTGATAAATACAAGTCTAGGCTAGTTGCAAAAGGTTTTAAACAACTAGAAGGCCTAGAGTTTTTTGATACTTTTTCTCCGGTAACAAGAATTACATCCATTAGACTTTTAGTTGCTATGGCTGCAAATTTTTATTTGCAAATTCATCAAACGGATGTAAAAACTGCTTTTCTAAATGGAGACCTAAATGAAGAAATTTATATGGACCAACCCGAGTGTTTTGTTGAAGCAGGCCAAGAAAGCAAAGTACGTAAACTTACTAAATCCCTATACGGCTTGAAACAGGCATCAAACCAATGGCATGAAAAGTTCGATTCCTGCATGATTGAAAATGGTTTTAAAAAAATATGAGTGTGATAAGTGCATATATCGTAAGTCTTGGAATAATTCACATGTGATCATTTGCCTATATGTTGATGATTTGTTGATCTTTGGCTCTAACATAAATGTTATTGATGAAGCTAAAAATGTTCTTAGAAGCCATTTTGATATGAAAGATCTTGGTGAGGCAAATTTTATTCTTGGAATAAAAATAACAAGAACATGTGAGGGAATTTTCCTTGACCAGTCACATTATGTTGAGAAAATTTTGAAAAAATATAACTTTCATGATTGCAAGCATGTTGCTACTCCTTTTGATTCAAGTGTTCACTTATTTCCTCTTGAAAGTGAAAACGACGTAATAAATCAAAAGGAATATGCTAGTATAATCGAAAGTTTGAGATATGTGACTGATTGCACTAGGCCCGATATTGCATATGCAGTAGGAGTACTTGGCAGGTTTACAAGCAAGCCATCGNTAATGAACATTGACATGCTATAACAAGAGTTATGAGATATTTAATCGGAACGAAAAATTGTGGTTTGTTCTATAAAAAATATCCTGCTGTACTTGAAGGCTTTTGTGATGCGGATTGGAACACTTTGTCAGGTGATTCATGTTCTACCACTGGTTATGTCTTTACTTTAGGTGGTGGTGCTATTTGTTGGAGATCAAAAAANCAAACTATAATTGCTAACTCTACCATGGAGGCTGAACTAATTGCTTTAGCTTCAGCTAGTGAGGAAGCGAATCGGTTTAAGAGATTTATTGATTTCAAATTCCTTATTTTGAAAAACCAATTCCTCCTATTTTAATTCATTGCGATAGCACCGCTGCAATTGGTAGAGTTCAAAACCGTTATTACAACGGTAAATCCAGACATATAAGGAGGAAACACAGTAATGTAAGACCGTATTTGACAAATGGTGCCATTAATGTTTATTACGTCAAATCTTGTGATAATCTTGCAGATCCTCTTACGAAGGCCTTAACAAGAGAAAATGTTTGGAGCACATCGAGGGGGGTGGGATTGAAGCCTACAAATCCTTGAGTCATATATGAGGAAACCCAACCTGGGGACTAGAGATCATATAACCAGGTTCAAAGGGAAAAGCTAATCATATGATGACTTGTTGTGAAAAATGCACTATATTTTCCCTCCCTATGATGTGAGTGCATTGCTTCCTGTAGTTTGTGAAGGTTGAGTTGATAAAACTCTTGATGAATATTTGTAGCCCGTATGGGTGGGGTGTTAATCTTACAGGAGCACTCTCAACAGATTTCACCTATGTGATGTGTGGAAGTAGGTCGCTTCCTATGAGAATGGGGCTTACTCTCAAATGCACTCATGAAACCGGGATAGCACATGGCCATAACGTGCCGGCAGTTAAAGCTCATGTCAACACCTTGATTATTATGTGTGAGAAGTGATATTTTATTTCCCTTAAGCA

>rnd-5_family-326#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

ATTTTATATATTNTTGAGTTTTTAATTATTCTTTTTTAAATTTAGAATTACGTAAANAGTACTATAAATCGCAATAATTAACAACTTAAAATATTTAGAAGATATTAAAAAATTTGGTTAACTCTCGAAATTTTATTGGCGTCACATAAATTGGGACAGAAGAAATAACATATATTATTTAAAATTACGTAAAAAGTACTATAAATTACAATAATTAACGACTTAAAATATTTAAAAAATATNAAATTTTAGTGGTACTCTAAATTTTATNTGTGCCACGTAAATTGAGACAAAGGAAGTAACATATATTATTTGAAAATTACGTAAAAAGTACTATAAATTACAATAATTAATAACTTAAAATATTTNAAAAACATATATAAAATTTGATTGACTCTCGAAATTTTATCTATGCCACATAAATTGGGACAGAGAAAGTAACATATATTATTTAAAAATAANNTCGAAATACTATAAATCGCAATAATTAACAACTTCAAATTAAAATATCATATAAAAAATNTTGATCGACTCTCAAAATATTCACGTGTACCACATATATTGAGA

>rnd-5_family-570#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

TTATGTATTTAAAACTAGTAAACTTAGCCGCGCTATGCGCGGTGTCTAAAAGTTTTCATTTTTATTTAATTTTTAAATCCAAATAGATTAGTTAATAAATTTTATCATTTAGCTTTGTAATTTCAACTCAATTCATGAATTAATTTTATNCAAAAAATAAATACCTTAAATTAGCAGTACGGTCAAATACCTATACTTTTTTTTGGTTGAATAGTACCTATTCTTTTATGTTAGTTATAATATATAATTAAGAATTTATGACTTCATTATCCATTTGAATGAGTTCTCAAAATTAAATATGGTTAACTTTGATGTTTTGTTAAAAATTTAAAGTGAGATTTTTAGTCTTTTAAATTTTTTAAAAAATATCAAAAGAATTAAAATAGTAATAAATTCAAAAACAGACTTAGAAATATGAAAAATTATTCGTAATAGATAAGCTACCTATAATTTGAAGACTTAAAAAAGTACTTCAATATTTATATATTAAAATATAAAGTTCTCTATATATTGATTCTTTGGAAGAAAATGGGTGATACATGATTTTAGTTCGGTAAAATAATTTTTAGTGATATAGAATTAACATAAAAATAATATATTATTGTTAAAATGCATAATAAAATAAGTAATAAATGAACAATTATAAATGAATGATAAAAGGTTTTATGTTAAGATTAAAAAAAAACTTATATATCTACTAAAAACTTATAATTAGACTCTTGAATTTTTTCTAAATAAAGTAAACATAAAAAAACTGTTCACAAATAATATGAATATTTATAATTATTAACGATAAATAATATTTTCTTATAATTAAAGTGTAGGAGAAAAAGTTAAGTAAATTTTTAGAATCATTATAATGGAGGATGAATGGTTAAGTAATAAGTATATTTGAAATGATTATCTGTATTAATTTTTTCCTTGATAAATTCTCTTCTATAATTCTAAGTTTTTTTTAAAAAAATTATTTCAACGCTATTTTTAGTCTCCTTTTTTTTTAGTCTTTGCTTATTTAATTCTATTAAGAAAACACAAACAATTAGCATCGTAATTAAGAGAATGAAGTTTGCTCGTCTTTAGTATTTTTACTAATTTATATATATTTTTGTAAAACAGTAACAATTAGCATCGTATCTTAACATAATCAAGTTAGCTTGTCTTNAGCTTTTTATTAATTTAAGCAAAATGTTTAAATGAATTCTCTTAATTAATTTTTATTATATTTTTCATGATTCATATTTTATTTAAAATTTAAAAATAACTTCATAATAATTTTGATTATCTCCCGCCGCTAAGCGTATCTACAAATACATTTTAATGTTTTCAAGAATTGTTTTTGTCTTACTTTTAGTAATGATCTTGCTCTTATAATTTCATGCAAAAAAACAAATCAATTATTCTCTTTTATATATCTTATTTTGTATCATTCTTATTAGAAGTAAAAATAATTACACAAAGNAGTCTTTGTCGATAGATTTTGCATTACAAGATTAAAGTAGAGGACAATTAAGCTAAACATAAATATATTTGGTTAGAAATATTTTTTGATGTGNTTTTAAGATGTCACAAATTTAAACATTAAGTAATTTGGGGTTATGAAGGTATAAAGTTGGAAGTTATAGGTATTACTAATAAGTATTAATTAAGTATAGAGGTTNTGAAAGATGAAGAGGTGTGAGTTTATGATAAAAATTAAATTAAAAATAAATATATAAAAATAAGAGAAAAAGGTAAAAAAAAATGTNACATATTTTTTTAATAAACAAAAATATGTTTAAGTAAAATCCTCCACCGTTTTTATGATTTATTTTATTATATGACATATTTTCTTTTTACCTCATTTTAGAAATTTCAAATTATTAAAAGTCTCCAAATATGCTTCTAATAATAAACATTATTTTTAGTAATTACTATTATTTTGAACAATATATACTTTTTCTCTTATTTTATATTATAGGAGAGATATCTATTAAGAGAAAAATTAATTAAAAACAAATTTAAAAAGGGACACAGAATTAAAAAGTTAGTCAAAAGGAATAGAAATTTTTTTGAAATTATCAAAAAAAAAAGTAATCGTACGAATGTTTTAAAATAAAATTAAAAAATATTTAATTTTTTGTTGATTAAATTCTCAAAATTGTGAAACATTTGGCCTATAAATAATNNCTATATATGAATAATATAAAAAATAATGCAACGTTAAAATTATGTATTTTTACCATATCATTGTTATGTGATTGTGAGATACGAAACTATAACAGGAATCGATTTATTTGATTCTTAGCTATATAATATTTGTATTTAATATTTAGTATTTTATTTACTTTATATTGAGATGTGATATATTACTTTTTTTATTACTTATATTTATTATATATTTGTATAACATTTTTATAGCTAGCGAGGAGGATGATATTGTTAGACGAAATCAGAAATAAGATATATTGGCGTTTTTTCAATTAACTAATTAATCTGATAAGGAACCAATCAACTCTTGTTGCATCGGTGGTTTAACCGGAGAACTATAAACAATCCNTACAATAATACCAACAAACATACATAAAATTAATTAACTAATCAAGCAAAAATATTTAAAATATACGATTCTTCAAATTTACAAAGTGAATAAAGACAATCAGTGTCGGTAGAAACTACAAGANTAAGAAAAAAAATCTCAAAAAACTACAAAGAGAAGCAAAAAAGAAAATGAACAAATTATTTTTTCTATAAAAGAATCATGATTTGTATCATCAACAACCCAACCTAATAATATCAAATATATATGTAATTACAATAGAACAAAAGTGATAATGATAATTAGACATATCAAATCATTTTACCTCACAAAATCAAAATATGCAAAATATATAACATTTTTCATTATACATCCCTCTCCTGCAAAAATCAGATCAAAGAAGACAAAAAAAAATTAACAAATCAAAGGNATAAAAAATGAAGAATAAGGAAAATAAAAATAAAATGACCATCATGCAATGTCTCAAAGTGGGTTTTTATAGGTGTAATATTTAGGAGTTATAATTTTTATATTAAATATTTTGAAGGTTATGAATATGAAAGGTTAGGAGTTAGGAGGTGTAATGCTCATTAANTAATTTATTAATAGCAATATATATATATACACATAATATTATTGTGTAAAAAGAAATAATCTAAAAAGCCCTTTTTTTTAAAAAAAATAAAAATATATATTTTTCTCATCATTGAGGCATGCCACATAGGCGGATTGAAGATCCTCATTTATATATATATATTGATTGATTA

>rnd-5_family-1392#LTR/Copia ( Recon Family Size = 29 Final Multiple Alignment Size = 21 )

CTATTATTTTTAACTTAATTTTTCTATATTATATATAGCCTTAAACTATCTGAGGGTCCTACCACCCTCTTAAAATAATTGTCAAAAATCTACTTCTTGTTGTGTTTAAACTATTAAGTACACTTTTGCACTCATTATTGTATTTATGAAACAACATGAATCATTTTAGTATTGAAAAATTATTATTGATAATTTGCACAAGTTTTCTTTATTTATAAAATTTTCATGCACTTGTAANGCTATTGATACATTGTACAAGTTCCTTTAATNTATTTGGTATATAAAACTGGAGCAAAACTACAATTAGACAACAAAACAAATTGGACAAAAATAATTCAGGGGTTTAAATTATATGGAAAACTTAAGTTTAGTGAGTAATAGCACCCTCACATAGATTAGAAGTGTAAATAATAAATAAAACTTAAATTCAAAGGGATAATATGACATTTAGATAATTTAAAGGTATAATGAATAACTTTGTGAAAATTCAAGGGGGATTATTATGCCTTATTCCTACTTTTATTTTGTAGCTGCTTAGTAGTACACAATTACTACATACGTACTATCCAAAAAGNATTTAAAGGAATGAACAAGTGGTCGCTGACTCACCCCGTACACATATCTTTGGTCAACATGACGTAATAAGAACAAATATGGATCTCAACTAGAAAGTACAAATACAAACAAGACTAATTTAAATTTACACTGCGCAGGATCCATTCGGGAGAAGCGCTGCCTAATAAAGAAAGATAATAAATAAATTTCCACTTTGAAATATCTTATTGGAGAAGACTAATNCATTAAAGGAAAAATATTAATGATAGTGAAAAGATTTGTCATCTTTTATTATNGATATAGAAAAAAATAATTTCAATATCACAAGTGTCATATTTAAGACAANAAATTAAATAAAAGTTCGGTCAATGCATATCTTTTATTAGTTATAAAGTTTTTAAAATCATTCTTACTAATTAACTTTGTATTTGGTCAAACTAAGATCCATAAAATGAAACAAATATGGAAAAAAATTTACAATATGCTAGTCTTTCATATATCTTTTTCAAATCTTGAACAAAGTATAAAAGGATAGCGCCTCTGATGTGTGTATATAAGCACATAGATACATTACTTTTCCATANAAGTTCATACTCTATATTCACATTTCACATCGATTATTATTTTCCTTCCCCCACCCACCCCCTCATATAAAATCCCCTTTCTTCTCTCAAGTATTTTTGGTTTATAAATCCTTATTTGTAACATATGGAGGGTCATCTTCATCAACAACAATTTACAGGTAATCAACAACAACATAACATACCCGGTATATTTTCACAAGTGAATTATACGAGTGGTGGTATGTATGCATCCGTAGCACAACCTTGCGAAGGTGTGAATATTAATACAAATGGTGGAGATAAGTCGTTCGGAAAATGGAGTCTTGTACAACCAACTGATTCCTTGATGATTCAAGATCAACATCGATTTAAGAGTCATCAAGATGTGAATACTGATACAGGTGGTGGAGATAAGTTGTTTGCACAACGGANTGTTGTAAAGCCAAGCGATTTCNTGATGAATCATAACCAACATCAGTTTATGAATCATCAAGGTGTTAATACAGATACTGGTGGCGGAGATAGGTTGTTTGCACAACAAAGTGTTGTAGAGCCATGTGATTTCTCGATGGCTCAATATTGGCAGCATAACCAACATCAATTTTTGAGTCATCAAGATGTTAATATTAATACAAGTAGTGCACATGAGTTATTTCCACAACAGAATGATGTATATCCAACCAATGNCTTGAATCAACATCAATATATGAGTCATCAAGGTGGTCATACTGATATATGTAGTTTAGATGAGTTATTTGCACAGTGGAGTGCATTCATTGAAGATCAACCTTATGATCAACATCANCTGATGATTCATCAAGGTGTTAATATTAATACAAGTAATGCACATGAGTTATTTCCANAACAGAATGATATAGAGCCAATGGACGCCTTGATGATTCAGGAACAACGTTATGATCAACATCAGCTTATGAGTCATCAAGGTGTTAANACTAANACAAATGGTGGAGATAGGTTGTTTCCACAACGAAGTGTTGTAGAGACAAGTTATTTCTCGATGACCCAAGGTAGTGCACATGAGTTATTACCACAACAGAATGATACAAGCCATCAGACGCCTTGATGACTCATGATCAACATCAATTTATGAGTTATCAAGGTGTTAATNCTGATACATATAGTGGAGATGATAGTTTCTTTTNAGAATTTAGTATAGAAGAGTTACAAGAATTATTTGATATTTGAGGGAGTTCAACCAGAATTTTCATGTAGACCTAATGCGACATGATTTTATGGGAAGACATATCCAACAAAATGAAACTTATTATGGAAAGGCATATCCAACAAGATTTGGCTAGAACTTATGCTCAAGCATTTGAAGTATTACTACTTTGTAATGATTAACTTCAAGTATTATTATCACGTTAAGGNCCAATTTAGCACATAAGTTTAAAAGCATCATCGTATAATAAATACGAACAGTAAATACAATATTATTTCTGAATATATAGTTTCCNGATTTTTCTTAATTNTTAACCTTCATTGTAAAAGAGATATAACGTGATTTTATCTTCTCGTACAACCATGATTATTTGTTGTATCCCGTTAGCACTCATTGTTGTATCAACGCTTATATTTATTCTTCATCAGCTTATGAATAATGCAGAATACTTCTCATTCCCAGTNTAGTCGTATAAGTTGTTTTATGGTATCAGGGCTATAAAACCTCACACGAGTATGATCCCAATTTTTTCCCCTCTAATCCTAGCTGCCGCTACGCGCATAATTGGCACCCAATGCCGCTGTTCTTAATGCAGATACCACAACCACTAACATTGTCATCGTGCAATTCAACCCTGCCTTTCAATTACCCATCAAACTTGCCGGCAGCCATAACTTCACCACCTGGAAGGCATAGGTGTCGTTGCTTATGCACGGACATAACCTTTTCGGTCATATTGATGGCACAACTGTTGCTCCTCCAATCTCACTTACAAGAAACAACGAAACCACTCTCAATCCACCTTATATGAACCGGTTTCGACAAAATCAGCTTGTCCAAAATACCATCTTAGCATCAGTGGGACCTACACTTGCATCAACTATTGCAACAGTCACATTGGCACACAAAGCTTGGGAATCCCTGCACACTACCTTCGCCAATAAATCACATACAAGAATTATCTGTCTCCGAGATCAACTAGCTCATATTACCAAAGATTATTGGCCTGATAGAACATTCAATTNCTCGCGATCGGTGGAGCACCAATCGCTGATGTGCAACTTAATGTGAGAATCCTTGGGCCCGATTATGACACTATCTTTGCAGCCATCCGGTCNCGTGAAACATTGATNACCTAGTGAAGAACTTTATGAAAAACTGCTTGACTATGAGATCTTTCTTATCTATGAAGANGCCAAACGAACAACACTAATTAGCGCTCCAATTGCTCAAAGAAACAACCAAGCACCTTCAAGAAATAACATAAACTGAAAACAGGCAAGTAATGCCTCACAAGGTATCCAACGATGGAGTTTACAGAAAGGCAGAGACTCATCAAATACCCAGCAGTGGCGCTCTCGTCGAAATAGCAACCTCTCTCTTAACATNCCTGAGAACGTCCGAAATGCGGACTCCACCACTAGCAACAACTCTAACGTTGTCGATCAGTTTAATNTGTGTTCCAGCAACCGATAAAGCTTGTTGGCANCCAAAATATTCTACTTGGAAGGCCCGNACTTCCATGCTCGTGCGCGGGCACAATCTGTTTGGCCATCTTGATAGATCTTCCCGAGCTTCTTCCACAACTATTACACAAAAAAATAGCGAGGTCGCATACCC

>rnd-5_family-1219#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

GTTTTTCTAGTCTTCTAGAAAAACTAGGTTTTCTAGTCCTCTTTGGACTAGGAAGACANCTCTATAAATAGGGATTCAATTCTAACCTAGAAAATAGAGGATTAGTTTTCTATNCGATACTTGTCCACCCAAGTATTGAGAGAGTTCGGCNATGTGAACTTGGGATCACTGTAGAAGACCGTCTANCTTGTAGATTCGCTTGAAGATCTGTCTATCTTGNGGATTCGCTTGAAGGTATCCGCTCACGCTTCAAGAGGTANTTATCGAATTAAATTTCAGNATGTTTATGTGTTCTAGCATGATTATATGTTCTAGCATAAACGGTATTGGTTATCTATTATTCATGTAAGCAGTAAAGATCCTGATATGCTTCCGTTGTGCATATATGTTTTCCAA

>rnd-5_family-552#LTR/Gypsy ( Recon Family Size = 26 Final Multiple Alignment Size = 21 )

TAGAACAATGTANGTAACGAAATGTTATTAAAANGTAATGATTGNTTGAAGTAGCTTATTGTAACACCTCGCAACTCTACTCTTAGGATCCGAATCGTTCGTCGTAAGTATATGAGCTTGAACCGGGTGATGTCCTACTTGCTCATGTGTTTTAAGGTCCTTTACCAAGTGTAGAAATGTATCGGATGTGGTTTAGGGTCATAAGGGACCTCTAACACCAAGTCAAGTTCAAAGCATTTCTATCGACTAAGTTTTCGCATGA

>rnd-5_family-13#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

GTTTATAGCTATCTCCTAGTTCACTTATGAATATGCGTTTGGTCTATATTGCTAAAGTATGATGNTATGTACTNTTNAAATGCTATGCTATGTGAAGTNGGACGTTGNTCATGNTTCTTGTTGGGTTACTTGATTGAGTAAGGTTATGGGGCTTTGCTTGGTCATTGCACTTGTNGACTTGATAAGGGTTCGTGAGTAATTGTCTTGCTTCGGTTATGATATGATGAACTCTTATTCATGCTTGTCGATGTTATGACTTGATGATAGGGTTATATTGAATTNGTTTCGATTATGTCGNTATGCATGTTGACTTGCTATGACTTAATGAATATGTCTTGTTGATTGGTATGGTCTTCTTGAATGTGCATAAGGNTTTCTAAAGTAAATTGCATGCTTTAATGAAATGTCCCTTTTTTAGCATGATTTNATNGTATATGTGCATATGGTCTCATACTTAGTACAAGTGGTGTACTAACCCCATTTTCTCCTTTTTTCCCCAACATTTTAGGTTCCGGTCGTTGAAGGGTCTTGGAGACGACTTTGAAGAAGGCTTGGATCTCTTATTCATCCAAGTAGGGTAGGTCCTCACTNTCCGAGGGCGATGCCACTATCTAGCTTATGGANTTGTTTTAGTCTAAAGACNNTTATGTTCTTTCCTTGTTCATTTGAGTATTGAAACGTTGTATGGCCTATATGTGGCNCTTNTTATATTGATGTATGGGCTATGCCCGAATTGTTATACTCTTGTTAGATGGTTATGAGATGAGACGACTGTTTTAAGACTATNTTATATCTTATATATATGTATGTGCAATAAAAGTAGAAGACTATGTAATCTTCCTATACGAAGGGTCTATGTATACTCGATATGAATATATTATGTGTATGTAGAGGTCTATGTAAACCTCAATGTAGAAGTAATGAAAAGTTTTAAATTTTCCGCATTTTTAACCTATGAATGTAATGATGTAAGCTAAGAGGCTAGTCTTAGTCCTCGAAGAGGACGACGACGCCGGTTACGTCTAGGGGGTGCTCCCCGGATGTGACAAACTTGGTATCGGAGCACGAGGTCGAATATCTTTGAGTTNATGTCTCTCGCAACCACGTCTATGTAGATTCGTATTCATAATTGTGAAGCGCGCCACACTTATGAATAAGAACATATGTGATTCTTGTGTTNTGGTTANAGGCACGAATACTCGAAGGAACGCGGNTCGAAGACTTGAAGAAGAGATTGCCAATGCGGGAGTTCCTCCCCGGGCGATCAAGTTCCTCCTCTTGAAGAAGATGCTAATGATGACCAAGCTCCGGTTAATCCTCCATCTTTGACGAAGGGTGAGAATAGACGGGCCTCTCGTCTTAAAATGGCCCATGCCATCGCCACTCAAATATAAGCGCCCACAACTACGNAAGCCGAAGCTATGACGGCTCGAGAAAACTGGGAGGTTGTTCCCTTTCCTTANCAANNNCAAATCGTTNNNACTATGGCATCCCGGTTACTGAGGGACTTCACTAGGATGAANCCTCCTACTTTCTATGGGTCNAAGGTTGAGGAAGACCCTCAAGANTTCNTCGATGAAANNTCTAAAAGATTCTTTATGCTATGGGGTTGACTACTAATCGNAAAGGTCGAGTTAGCCACTTACCAANTCAAGGATGTGGANCAAACATGGTACGTCCAATGGAGGGACAATAGGCCCCTAAGGGGTTGANCGGTGACTTGGGAGATTTTTAAGAAGGCTTTTCTTGATAGGTTCTTTCCTAGGGAGAANAGNGANNCCAAGGTGGATCGAGTTAATCACTNTTCGCCGAGGAGGTATGAGTGTACTTGANTACTCTTTNAAATTCACTAAATCGTCAAAATACGCTCCTTCTTTCGGTTTCCGATCCTAGAGATNAAATCAGTCTNTTTGTGACGGGAATGTCGGANGACTTGCAAGAGGAGTGTCGTTCGGCTATGCTACATGACAATATGAACATTTNTCGTCTCATGGTTCATTCTCGANAAGTGGAAGAGGCAAGGGCTAAGCGAAAGAGTAGAGATGCTCAAAGGGAACAAGGTNTTTTGATGGCGGTTCTTCAAAGGGTAGGCTTGANATNCAACGACAACCCTAGGTTCAANAAGNAGGTTNTCTAATCAAGTTCCTACCAAATTCCCGTAAGACTCGTGATGATANGGTGTCTAACCCTACGNTTTAAAAGGGNNAAGTGGTNCGAACTCACCAAACGAGAAGCCAACTTGTGGAAAGTGTGGCAAAAAGGNCTATNTTGGTGATTGCTTTGTTGGAACGGATAATTGTTTTGGTTGTGGCAAGAGTGGCCACAAGATTAGGGATTGCCAAAACGTGAAGGGTCAAGACAAGGGTGGCGGTCAAGATCAAGCNAGTGGTTCTAATGTGGATNCTCCNAAGAAGAACNNCCTCTATNCNCTCCGCTCTAGGGTTGAGCAAGANAGNTCTCNCGATGTGGNGACCGGNATGCTACGAGTCTTCTCTATCGACGTATACTANNTTACTTGATCCGGGTGCCACATTGCCTTTTTTTACTCCCCTAATAGCTAGAAAGTTTGATACTTTGCCCGATATCCTGAATGAACCTTTCATGGTGACTACCCCGGTGGGTGGGTCGGTAGTTGGAAAGAGGGTGTATAGAAATTGTCCTACGACGTCGACCGATAGAGTTACTGATNTTGAACTAGTAGAANTTGNTATGGTCGTTCTTTTATGTCATTTTGGGTATGGATTGGCTGCATGGTTGTGTTGCGTCCATTGATTGTAAAACTCGAAGGGTNGTGAAGNTCAACTTTCCAAATGAACCCATTTTAGAGTGGAAGGGCGGAAATTCTATTCCTAGAGGTCGTATCATNTCTTNTCTAAATAGCATGGCAAAATGATCTGTAAAGGTTGCCTATATCACATAGTAAGAGTCCCAGATTTAGACTAAAAAATTCCTCCCATTGAGTCGGTCCCCGCAGTGAGTGAATTTCCACATTTTTTTCAAAATGATCTTCCCGGTATTCCTCCTGAACGATAAATTGGTTTTTGTATCGATTTTGTATTGGTTACAAATAGNATTTNAATTCCTACCTATCGGGTGGCCCCGGNCNAATTGAAAGAGTTGAAGGATCAACTTAAGGATTTCCTAGACAAAGGCTTCATTAGACCTAGTATTTCTCCATGGGGTGCTCCGGTTNTGTTTGTGAAGAAGAAGGATGGGTCCCTTAGAATGTGCATCGATTATCGCAAACTCAATAAAGTCACTATTAAGAACAANTATCATCTCCTTCGGATTGATGACTTATTTGATCAACTCCAAGGGGCGAGCTACTTTTCTATGATTTACTTGAGATCGGGGTATCACCAACTTAGGNTGAGAGGTGAGGATATACCAAAGACGACATTTCGAANTAGATATGGTCACTACGATTTCTTAGTGATGTCCTTTGGTCTCACTAATGCCCCAGCGGCGTTTATGGACCTNACGAATAGGGTGTTTCGAAGTTACCTAGATTCGTTTGTCATTGTCTTCATTGACGACATCTTGGTATATTCGAAAAATATGGNCGAACACATGGGCCATTTGAGNGTGGTGTTACAAGTGCTTAAGGAGAACAAACTATTTGCCAAGTATAGCGAATACGAGTTTTGGTTGAGGTCGGTGNCGTTTCTTNGTCATATCATCTCTTGTGAGGGAGTTGAGGTTGATCCAAGGAAAACCAAAGCGCGGTGAAAAATTGGCCTAGACCACTGAGTCCAACCGACATTAGGATTTTTTTGGGTCTAGCGAGTTATTATAGGAGGTTTGTGGATGGTTTTGCGTCCATCGCATCTCCCTTGACTACTTTNACCCAAAAGAGTATGAAATTTAAGTGGTCGNAGGCATGTGAGAGAAGCTTCCGAATCTTCGAAGATAGGCTTACTTTCGCTCCGGTGTTGACTTTACCGGAGGGTACAAAGGNTTTCGTTGTATATTGTGATGCATCCCGAGCGGGCTTGGGGTGTGTGCTTATGAAACATGGGAAAGTAGTAGCTTATGCTTCTAGACAACTTAAGGTGCATGAGAAGAACTATCCAACTCATGATCTTGATTTAGCGGCCGTGGTATTTGCCTTGAAAATATGGAGGCATTACTTGTATGGTTGTNCATGTTGATGTGTATACCGACCACAAGAGTCTTCAATATGTGTTTACTCAAAAGAAGNTGAATCTCCGACAAAGAAGGTGGTTGGAATTGTTGAAAGATTACGACATGAGTGTTCTCTACCACCCCGGCAAGGCCAATGTGGTTGCGGATGCTCTAAGTCGTATGACCATGGGTAGTGTGTCTCTTGTAGAGTAAGCCAGGAAAGACCTAGTGAAGGATGTTCATAGGACGGCTCGTTTGGGTGTTAGATTGGAAGATACTCCAGATGGTGGTTATATGGTCCATCATTACTCCGAGACATCTTTGGTGGTTNAGGTGAAGTCCACGAAACAACACCTTGATCAACCATTGATGGGGTTGAAGGAGTCGGTTATTGGTAAGCTTAATTAGACGTTCTCCTTGGGGGGATGGTGTATGGAGGTACCAAGGAAGGTTGTGTGTTTCCAATGTAGATGACTTGAGGAACCGGATTCTCGAAGAAGCTAATGGGTCCCGTTAATACATTCATCCCGGATTCGACAAAGATGTACCATGACCTTAAGGATAGTTATTTTGGTGGGAAGTCTAAAAGAAGTACAAAGCGGAGTTCGTATTGCAAAGTGTCCAAATTGCCAACAAGTGAAAGCCGAACACTAAAAGCCGGGTGGTTTACTTCAATAAATCCAACTTCCTACTTTGAAGTGGGAAGACATCAATATGGATTTTGTGGTAGGTTTGCCTCGGACACAAAAGAAATATGACTCCATATGGGTGGTTGTGGATAGGTCGACCAAGTCCGCTCATTTTATTCCCGTCAAGTCTAATTACTCGGTGGAAGAATATGCAAGGTTCTTCATAGATGAGACTTTGTGTCGCCATGGTATTTTGTTATCCATCATATCCGATAGGGGAGCACAGTTAACATCAATGTTTTGGAGGTCATTCAAAGAAGGGTTGGGTATCAAGGTGAAGTTAAGCACCGCCTTTCATCGCCAAATGGACGGTAAAGCGGAGCGTACTATTCAAACCCTTGAGGATATGCTTAGAGCTCGTGTAATCGACTTCAAGGGAAGTTGGTATAAGCACTTGCCTTTGGTTGAGTTTTCTTACAACAATAGTTGTCATCCATTTATCCATATCNATGGCTCCNTATGAAGCCTTGTNTGGTANNAGGTGTAGATNTCCNATTNGGTGGTTTGAAGTCGNTGANTCTTCGATTCTNGGTCCCGANTTNATTTANNAGACTTTGNANAAGGTTGATATCNTAANGAACCGGTTGNAAACANCGTATNGTCNGCGAAAGTCTTATGCCAACCATAGGAGAAAGGGATTTATAGTTTCGCGAGGAAGGTGATAAAGTGTACTTGAGAATTTCNCCTATGAAGGGGGCGGTTNGACTTGGCAAGAAAGGGAAGTTGAGTCCTNGNTATGTGGGTCCCTATGAAATCTTGCAAAGGNTTGGTAAGGTTNCNTGTNAGTTGAGGNTCCCTAGCGAATTNNCTTCGGTTCATCCGGTTTTCCATGTTCACATGCTTAAGAAGTNTATCGGTGATNCCAAGTGTATTNTTCGTATTGGGGNTCTTNGTGTGAAGGATAAACTGTCTTATGAGGANGTTCCGGCCCGAATCCTCGATAGGNAAGTNAAGAAGTTGAGGAACAAAGAGGTGGCTTCCGTGAAGGTGTTATGGAAGAATCACCTAGTNGAGGGTNCAACATGGGAGGCNGAGGCCGACATGAGGTCCCGTTGCCCTNATCTNTTTGATAACTAGGGTTANTCGTTCCTNTTAATAATGAAAATAATGGCTAAAAGTTGNNNTCTCTTGATTTNNNGTGAANNTTTGCAAAAGTGTGCATTTNTGANGCNGTTANAGTGAAGTTACGGTGATATGNGCNTATTTGACTTGANAANTGNCAATGTTTGCNNTTTNGCTTGTTTTGAGNCATGTTCTGCANTTNGATATGGTGAGTCATTNTNAAATGATATGTAGNATGTTGATNAGTTGGACTTTNGCATAATTGACTCATGTAAANACTATNTTGAGCTCNTGATATTGTTGGTGATAAGGTATTTCTTCATAANGTGNTGTTCGGTCCTACGAGTCCTACGTGTGGTAATTGAAGTTTTTGATGCGTTTTTTAAATTATACGGTTGATGTGGAAACGACACGTTTTCATGTATTTTATTTTGTTGGTTGGGTTGGTACATGTCGTGAGTCTATTCCTTCCTTCCTGAGACTTTACTTGTGTCATTCGGGGACGAATGTTCCTGGGGGGGATGATGTAANACTTCGAAAATATAAGACGTATTCTAGAGCCTAACATAAGGTTTTAAAAGTTTTAGACACTGTTTTAAGGTCCATTTTAATNAATATAGGTCATTTAGGAAGTTTAGAAACAAAAACGTCNAAGAACGCCCATGACGTNCGGAAAGTAGTTCAATGAAGTACTAGCGTGCCTTAGNCTATTTGACTAGCTTTTAGGAGTCGGAAAATNATGAAAATTGGTGGAAGGGTGTCTAACATGTGTTAGAGTTAATTCATGGTTGAAACTTCTGGGTACGACTCCCCAAGGACCAACCAAGGACCTTGAGGAGGACCCTTGCATATTTGGAGTCAAACATTGCCCGGGCAATGTGCACCCACGAAANGCAGTCGACGGNCCGTATGTGGATCGACGGGGCGTCGATNCCACCGTCGACCGACACTTAGACGATTCGTCGAAGGCCCTTTTGGACCAGTCTCTGACCGAAACGACGGACGCGCAGCACGGAGGGGTAGGGACCGTCGACTCACAGACGGACCGTCGGTCGGGGTCTCGTCTGTGAGGGNTCTANTTTCCTGCGCGTTTTNAATTAGNTCCAATTAATTAATTAAGGGGTTAGGTCGTTATTTNGGGGTTAAGGGGAGTCTAATTAAGTTAATTAACACCCCATATAAATAACCCCAACCCNATTAGACTAACCTAAGCTCTCATAACTCAAAAACCTAAACTCTCTTCCTTCTCTCTTCTTTCTCTCTCTAGTGAAGAACNCCATTGAAGACCGAGCTAGGGGAGGGTTTTAGGGTCTGNAAAGTGTCGAATTTATCCATCAAATCTTCATCAAACATTAAGGTATGGGATCTCATTCACCTTTGAGACCCCTTTCCTCAAAGGGTTCCNTCAAATTGATTTCAAAAGTTGAGTTTTCATGTGGGTTTCATCCAATACGAAATTGATGTTGTGAATTGATTTGTTTATGATTTCTTTTGGATATATTGGATATATTAACATGTATTNTAACTTAATTATGATATGTCTTGATGGTTTGGCCTAGATCGTAGAAGATGACCCTTTCCCCNTAACCNTAGGTTATGATCTTGATATGAATTGTGTNGTGTTGGTTCAATTGACTTGGTTATTGGTTGAATTACTACTAGATGATGTTATTGTATTAATCATGAATAAATTAGGATAAATTATANTCCTATCATGCTAGTTCTTGAGTAATTGACCTAGGTTATGAAGTATGTCGTGAANTCGACCTAAGTATCTTGTCTTAAGCTATGANCTAGTGATGAGTTGTGATGTAGTGATTCGATTAGCCTTGTTATCATGTTGGTCATTGNTTTGCGATGATNTTATACCCCATATTGGGTTGATTTAAGACCGGTTGATGATAANTTTATGAGAGACTTGGTAAGTCTTGTGATCCCTATCCTTTACTTCAATTGTGATTAATCGTGATTAAGTCATGATGTTGTATTGGAGTATGCCTTGTATTAGGATTGATAGGGTTGTACGATGTTGAATTGAAATGTCTTGACTATGATTTGTGAGGTTTTNGCTTAAGATGTAAATGTTATAAGGATGGTGAATGACTTACCAATGTGCCTTATCATGATATGAAATGTNAACGTGCTAACCTCACNTATATGAATTGTAATGAAAGGACTATACTCATNCAATTCTTATTGAGATATGATGATGATGATTATACAAGGGTTAGACCCTATGACCTACAATAAGTTATGATGATTAATAAAGACATTAAAGACATTTCAAAAAGGGACTCTAGCTTAGCACCGAGTGAACTAGANTGAGAGGTGTCGNCCTTCCAACATAGGAAGATTCACCCTCTAGTTCCACATGAGGAGTGTCCCTTCCACATAGGAAAGGTAGGACACCCAATGTACTCTTGANATTGGAGACTACAATTGCCAAGTGGCATGTAGAGGGTCCCAACTATATCTCCTAGTTCTTGAACTATGTTGCCCCCATAGGAATACTAGCTAGTGGATCCACGTAGAANGCTATGTTTATGTTCGGTTTTACCTTGGCNAGTAGNCCGCCTTCTTTCGGTGTAGGGTTTTACGACACCGGATTCCACGCTTAGCTCACGTGGTCTACGTCGGTTAGGGCAAGATGTTCCCGAAAGTAAAATGAAGTAANGAANTNGAANCTAACTAGGGTGACCTAAGGGGTTTNGCTTAGTCTAGGTAGGGGTATGGGACTCTACCTACGCATTGCACTAGTTNNCCTTGAAGGGAGTCTTAGGAGGTTGTTCTTATGTATGNATATGCTTATGAATGCAAATGATATGTATATGACGATCTTACATCGTTGATACTATTACTAAAG

>rnd-5_family-3510#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

ATTATGAGGACAACATCCCAGGGGTTAAAATNCCTAGCATGGGTCATCCTCTCCTACCGCTGATCAGCTGGTCATTTGTATCACATACCCTACNACGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAACTCAAAACTAGATCTCCCCAATAGAAGCACATNATACTCAGCGGTTGTTGGTGAGCTCCAGGTTGATTCGGGGCTTTGCCGAGTCTTTACTATGCGTATTTTCATAGTGGTACAATCATGGATTCCGATAGAGGCTTTGTAGACATTGTAAAGCTATCATCTGTATTCATAGTTTCACTTGTCACGTGTATCGGTTCAGCTAGTCAACATGTGTTGTATATGAAGCTTCTCATCAGTAAATTATCTGCATAGTAGTTTACTTTCTCATCATAGGTNACTCGTAAAGCATGTGTTCATATGGTACTTGTCCAGCATACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGTTACCCTCCATAATTGAGACGTGATATTTCGTAAAAGTTAAGAAGCCAATTCCAAGTTGTACCTGATGATGATATTAATATCATTCTTACTATTCGAATTAAGGCTANCAGTNGCTAAAGTGTCAGCNTGTGGCATACAAAGGGGACCTCAAGTTACCAGAANNTTGACTAGATTGAGCTCATTTTATTCGACCGTCTCANTCCGNAAGGCNTNTAGTTTATGTTATAGGCNTCTNGAGTTGCATTNNTACNANNTGCNTCACGGTTGNTTAACGGAGAAAGATATATTACGCGCTNAAAAATGATTTGTTACCTAGTCACATATATNNGNTGTNGCANTTCCNGGCACATCCTNTTNGGAGGATGTAACNANCTCTTGNNTTCTATATTTCCTCCATACCTNCAGGATCTATTGCTATACAGNACAGTTCTTCTCAGNCTNTGATATACNTNGAATTTTTCAGCGTTACACNTGTCCTCANAGTTGATGTNGTTGAACNAGTTTCTTGATTTATCAGTGCGATAGCGTTACTAGAGATACCCCNAGTTGGNTGANAANGCCCAATCAAATTNTACCCGTATATCATCCCGAGTTATGTTAATATTTGGTATTTATATGGTATGTGCCAACAACCTCGAATAAGTACTAATAACATTTGTATTCTTTTCGTGGTTATAAAACTTATGGATAAGTGTGCCAATTGCTGCAAATGATNATACGTATGGTAGTTCCTTTTATGATCTATGTNTTGGCTATAGAGGATCGGTATACGACTAAAGGGTAAGGTTAACAAAAGGAAAGTTGATTGGTTAGACCTANGTTGCGATTAGTCAAGTTGTACATAGCGGGATTAGAGTACATGNAGCTACNAGTTTTGATTAAANAGGTACTTGTTAGATAGGAAGCGCGCGAGAACGAAGCTTGAANTAGATGGGATATGTCAAATTCCCTAAAAATAGGAGTAGGGGTAATATGAGGATGCTATAGAGAGTGAGATAGGTGGTTATGAAAGAGAGATTGCTAAGTGTGTGATCGCAATGGGAAGATATCAATTTTTTTTAACTCTAACGACTTATAATGGTGCACCTAGGCCGAAACGACNTTGTGNACCTTTGTTNGACACANANGTCAGTTTAGTATTGATTGATCGAANTCTTGATATTCGGAACCGATATCAACAAGAAAAAAAAGGTGGACTAGAAAGGTTACCAAGATAGAAGATACATGGGCCTAGTTCATCCACATCATTAGTTACCTAAGATAGAAGATACATGGGCCTAGTTCATTCACATCATTAGTACNAAANAGAAGTAGAGCATCATTCATACACATGTATAGANCTCGTACATTAATCATTNAATAGNNCTATCGCAGTAGTTCGTCTGACACAGCGCGCGATAATTCGTCAGTCGTAGTCGCGTTAAGGGAGAGGAAAAATTGATCATATTCTAGTTGTTATTNNCTNTTTTCGNNATNTCGCTATAATGCGTGGNAAAAAAGTCGCAGCACCACCCAAACTTTTTTCAAAAAAAAAAGTCTATTGGTATGGCAAGACCCCTATCTAGTTAATCCCAAAGGTGATCACTCTAAGATTTTATGAATCATGATATAACTTTGTAGGTACCTGACATTTACGTGTTATTAGTGATAATGTTTTATGGTGCGTTCAATGTTCGCTAATTATCTTATATTTCAACCTCAAAGGGAACCAGACATCGAGCGTGACGTGACACAAGCTAGTAATGAAGGAAAAGTTGACCTCAGACTCCTACTCCAAAANATGCACTATCGAAGAGAGTGTATGGGGAAATCAACTGTATGTGCTTTGAGGCGGGTGAGGAATATCAGCAGAATTATCCCACCAGTAACTTAAGTCTTAAGAACAGTGTGTTTTCCCTTTAATATGAAAGGGTGGTTTTATATTATATCTNTAGGATANCTTCCAAANATNGTTTGNTGTATGATCANACATGCTGCATGTTCNATAGCTCATNTATTTGTATGNNATTTTTCCTTTATGNATTACCTTCTCATANGTTACCTNATNGCATNNAATNCTTGCATGTAAGTGTTNTCCGCTTTGGAGCNCCCTTGTTTATTTTCATATGTTTTCGTAGGACCTTTCCCTACATGTTANTTATTGCNNTGGTTACTTTCCNCATGTCAACTTGTCCGTATTGTGTGGGTAATGCAGGCTAACTGATCATGTGACGTGGGAAAATTCAGTGTTCTGTGGGTNNTNCGAGATTAANCGCACANNNTACCACTTGTTGACATTCATCATGCATGGTAGACTACACGTTTTATATATTTTACATGTCTGGTAGCCTACTTGTTTAAACAGTATGAGGCCTTATAGCTTTTCCGGTCGTGTGCTTCCCACGTGCTNNNNTCTCACGTTCGTGCTCATATTTCATATTTTAGTCGCACTCGTTTCCATGCGATTTAGTCCACTTACTCNATGCGATATAACTCACCTTGCTCAGTGTGATTTGCTATTACGTAGATCATTTTCTTTTATGTAGACACATGTTCTTTTACGTAGACACACGTCTTACACTCTACTTACATATTTACATNTCATAAGCTTTACGTACTCGTGCATCATATGATCATCCGTCGTACGTCCATTTCGTCCATTCCTATATTCCTCGGAGTTCATTCNCTTACACGCTACNTTAGTACGNNCGCTCATATTCACGCGTACAGCACGTATTTCTATANCTTAATACGCGCGCGCGCATATACCGCGTATTTCTACACTGCCTTTAGGGATAGCCGTATATTATGTTTTCCCTTTTTAATGCTTGTCTTATTTAGCCTATGTGTCATGCCCAGTGTGACTTATTCATCCTTGTATTATGCCCNNTNNGACTTACTTATCCGNGTTNTAATTAACTTGNAAATCGAAAATTTTGGGAAAACGCTTCCTTGTATCATTATGTAGTGAAGACTTTGACAAGAAAAGGTTGGGCATATATACGTTAATTCAATCACAAAAATAGATATACATAACTTAGNANAATTCCNNATTCGAAGGTGCGGCATAAAANAATTTAGAGTTTATATTNACANNTANGCNNTCTTATAAGACGNGCCTCNGAAAAGCGTCATGACGTAAAAAGAGAAGGGAAAGTAGTGCCCCGATTGGTTAGGCCTGTGGTTTTATGAGTCTGTTACATACACAATGATTTTTGGAGATACTATTGTTATTCTCGATTGTTAAGGCCCGGAAGATAAGCACAAAATGTGTAACCTCCATTGATGTAATGTGGAAGCAATATAATNNAACATAAGATACATTGGAATAGAAGATTTTAGAGATCCTAAATACCCCCTCCATCATTCTAAACATAAACATAAGGATCCGACGATCATGCGGTCCGGTTATNATGATCATAAGTCCTACTAGCATTTGTTCAGTTTATATGTCATTTGCATGTGTTGTGTTTAGGTAAANTATNNAAGTCCTTATTTTTATGAGTTATAATTGTGATTATTATAAGTGAATTACATGGTCAAGGAAGGGGTTTAATTTGTCATNTTGTTNTTTTATGAACCATATCTATTGAGACNCNATGCTAGANTCGTCTATACGTGTTNTAGGTTAGTCTATGGATTTTNGATAGTCCTNTTTATNACGGGAACNCTCGCAAATATCCAAATGAAATTNCAAGNTTAANCAAAACTATAAG

>rnd-5_family-135#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

AGATAACAAGCTTAAGAAATTTATATTGATGGTATTTTCTGTGGTAAGGAAATTACTTTTATTTTCTGTGTTCTTTTTTGAAAGAAAAAGAAAATTATTTTATCATATGATAAAAGAGATTTGGGATGAATTAGTACTACTTTAATATGTTCGAGTATATTTTCTGTAGTAAGTTTTCCTTGGATGGGTAAGATTATTTTTATTTTCTTCCCAAGTGCATTGAAGCATTGCACCCCTTCAGTTTTCTTTTCAATAAGAAAAGTTATTTTGTGCATAAAGGTTAAGATGTGCACTTTAATTTTTTTTCTATATTCTTGGTTTTACATAACTATGAGAAGAAGTAAATGAACAAATGTTGTCTCCTAACAATATTTGAACATGAGTTTAGTTTCTCGTTGAAATTAAATGTCTTCTTGAGGAAAATAGGAATATGATGGAAACTGAGAAAAGAAAAAAATAGCAAGAAAAGTGACTTGCATGGAATCATTGCTGACAGATAGAATATGATTCAATGAGAGTAAAAATCANGTTCTATTTTTATTTCCCTTGATTATTATTTTTTCTATCCTTTGATAGATGGTCATTATGTGATGATTATTACTAATATGTATTATGTTTAGAGGAGGAGAAAAACTTTTGTAGTTTCTACTCCATGTGAAATTTGATTGTGTTTGACTTTTGGAGACTAAAATCTTCTGATTTTTTTTACTCCTTTGGTTTGAAGAATATAAGAACTTCACGAACAAATCAGATTGTGCATTGGTTTGAAGAATATAGAAACTTCACCAATTTGTTAAATACTCTGTTTGAATGAATATTCTGACTTGAAGAGTACAAAATCTTCGTCAGGAATATTAAGGCTAAATGATTTGAAAAANATAAAATCTTCNTCGTTAGC

>rnd-5_family-152#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

ACATGCATAAATATCAACATATTCAATACTATCATAAGAATCAACATCACAATTCACATGCTTCATCACAT

>rnd-5_family-829#LTR/Gypsy ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

ATAATGTGAAGGTGTTCATGTGATCTCAAGGAGATCTTGTATAAAGTGTTATGGTATTGTGATTCGAAGTATGATTCTCTCTTAATGCTTATATGTGATGACGNTAGANTGTGAAGGNCCTCTATATGATGATGTTGTATCTTGATTGGTAGACTTAGGTGCCTCTACTTGATACATGAAAGTTATTGAATGTGATCTCTTGACTTGGTAGGCTTAGGCATCCTTTTCTTGAGTAATGAATGAGGAATGAATGTTTAGAATCGNTAGACCTAAGTATGGTGCCGTTTCTATGAATGATNAATGAGGCATTCTAGGNTATGTCTTGAACCGNTAGACCTAAGCATGGTGCCCCTTCATGACGAGTCTAGACCCCTAAGTGAATGAAAAACCTTGAAGTGGTGGACCTGNGNTTAAACGCCTCCTTCTTGTGAAATGAATTGAATAGACTAATGTTTAGTGATGGTAGACCTAAANNGTTGGTGNAAAACCTTCTCTCATAAACGGTTAATGAGTCATCTTTAGGCTATGAATCTTGAATCGGTNAGACCTAAGCGTGGTGCCTTTCGTTGTAGAATTACTGTGGTGTTGGTAGACCTAATGTTGGTTCCATCTCTGGTACA

>rnd-5_family-1971#LINE/L1 ( Recon Family Size = 21 Final Multiple Alignment Size = 21 )

CATTCCNAAACAATGTGAANTAAAGGGAGANTGCAATATCGGCTTATTGAGCAATAGACACGTACTAATAAGGGCTACTTTATCGGAGGATTACGTNCACCTGCTGTCGAAACCGACCTTTTACATCACGCAGAANAATTGGTCATACCCNATGAGAACTTGAAATGGGATCCNGTATTTAATCCGGAAGAGGAAACAACGACAACGATTGCGTGGATTTCTTTCCCGTCTTTACCACCGAATNTTTTTGGNAAGGAAGCAATNTTTTCATTGGCCGCAGCGGTGGGAAAGCCATTACTAGTTGATATGTCGACGAAGAATCAGACGAGACCAAGTTGTGCGAGAGTNAAGGTGGANGTGGATCTNTTGGGGGAATTCCCTGAGCGNATTAAAATCGAAATGAGAATGAGGAATAAGGAAGTGACGGAGAAGTGAATCAAAATCAAGTATGACTATGTNTCGAAGTATTGTCAGACGTGCATGATCCAAGGGCACAATGAGGAANAGTGTTATGTTGTACATCCCGAATTATATCCAAAAAAGGAGAAANCACGTCGAAAATCGGAGGGCAAAAATAGACGGAATAGAACAAGAAGAAANCATGACGCTAAGGGGAGTAGAGGAATACTCGNNAAATGACGAAGANAAGCAATAAAGAGGAAGGNTTCGTGGAGCGAAGACACAAAAANNGGGGAGGATGAAGAAATAAACAACCGNAAAAGGTNTGGAACGAGGTNGGCGTAATAACTGGAAACAAGTTCGACNTGTTGGCGCAAGAGTGACAAGAGCAACGGAAGGAGGTCANGAGGAGGANAATCGAAATATNGAGGAGACAAANGCAGACACTCTTGGCGTNCAAATGAGTGATAACAAGGACAAGAGAGTAATTCAAACAAGCAGTAATACAAGGTTGATAGGTCCAGCGATAGCAAAAGTACGAAAGAGATAACAAGGCAACCAGTAGTGAACCGCGGACAGTTCGCGAAGGCGGAGAAGGGAGAAATATGANTGAGAAGGGGTAATGACGAAGNNGTNTCAACGATTAATGACGAAGAANAGTACAGGCGAGGAGAATCATCTACCGAAAATGAGAGAAAGTGAAGTCGCTTCTCAAAGAAAATTTACATCGAATTACGGAGAGGAGANNGACAATATGTACGACGAAGGACGAATATGTAATAAAGGACCAGATCTAGTTAGAGGANGANGATGANGTTACTCAGCACAAAAAGNAAATTGAGGAGGACGAAGACCTGGAGTATAACATTCAACAAATTAGTAAAGCCGGTGATTTATCACCAAGGCATACCAATAGTTCGAAAAATGGGGCAAGGAAAGGCAAACAAACAATNCCTTTACAGATCCAAACAAGGAGCAGCAGCGAGAGGGCGTCTANCAGTGATCAATGATTAAAAAAATATTATTTCGAAATATTAGGTCCGTTAATACTCAAAAATCTTTTGAGAGATTAATGGATCTAAATAAAAGACATCGTTATTCATTCATAGCTTTGATGGAACCATTTCAAAATCCGTCAGAGTTAGAACANTACAAAAGNAAGTTAGGTTTTGATAATGCTGGAGTAAATTGTTCAGGAAAAATTTGGTNTTTCTGGAGGGCGGAGTGGGAAGGCAACATCATATTCGANTACGGTGCCGAGCAAATNACCATNAAATTCAGAATAAANAACAAGTNTTTCTTATTTNAGTTGTNTATGCGAGATGCAATGCGNTGGAAAGACTAGAACTNTGGGAGGAGTTGGAAGGCGTTGTTGATAGGGAACTGTCCNTGGGTCGTTGGTGGTGATTTCAATGTNATTCTAAATGAGGAGGAGAAACTGGGAGGACTGGCATTCACCCAAAATGAAGCCATTGATTTTGCGTCATTCATTAGCAATAGTGCNTTANCAGAAGTACGATTCATCGGNAGCAAATACACNTGGTGGAATGGGCGAATTGAAGAAGCTTGTATNTTTAAAAGGTTGGACAGGATTCTGGTNAATCAAGAATTTATGGAGGNGTTTCCNTCNTCGGAGGTGCANCACCTGATTAGACAAGGATCTGATCATGCGCCTTTGCATATGANATGCAACTCGANAGAGGAGCCTATNATCAAGCCNTTCAGATTCCTAATTTTTGGAGTAAACACGAAAANTTCAAGAAAATTGTGGCGGANAATTGGAAGGTGGATTTTGTTGGGAATCCTTTTATAGAGTTTCANGCTAAAATGAAGAAAGTTAAGAAAGCATTGTCGANNTGGAGCAAGGANGTNTTTGGCAATGTTTTTCAACAAATTNCCACCNTGGAGGATGTNATAAAGGTCAAGGAGATCCAACTGGAAATACAACCATCTGCAAGTAACAGGGCANANTTGAGCAAGGTAGAAGTAGAATTGAAGAAATATTTGCAGGTTAGAGGAAGAATTTTGGAGGCAAAAGGCGAGACGAAGTGGGTTTTAAAGAGGGAGACANGANCNCCAAGNTTTTCCACTCTNANGNGAGAAGGGAAAA

>rnd-5_family-589#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 21 )

TGTAGGAATTTGTTTTTGCTCATTGGGTTTCTCATGATGAGGTTTTCTCAAAGATTTCAAGTTTTTGTTATGAGCAGTTTGTTTCCTTTGACAATCATGACTTTTATGCCCTACCAGCCCACAGTGCATGCATAGACAGTCTATGTTGGGATTTTTTACTTGAGAGCTAGTTCTATCAAAACCTATCCCATGTCTCTCAGATGTGCGATTCTTGTGAATGTTGTCGAGCAGTATGGAGGACCTGGTCCATCTCATTCCGTTTTCTGCTTCAGTTTTAGTCACAAGAAGCTCTTTGGAGAGTGCTTCATTCCTTTTAGTTACCAAGTCTAGGTTTTTACTTAGTTCAGTATTCTTGGATAAAAGATGAAGATTTTGTTTTTCAAGANTCTTGTTTTCTTCTCTTAGNGATGCATAGTCTTCCATTATCAGTTCCCTTTTTGAGTCTATGGTTTTATATGCATCAATGAGAGTGTAGAGTAAAGATTCTAGCTCCCTTTTTGAGTATGAGTTTAGATTGTCTTGTATGTGATGAAGACTAACCTTTTCATTCATATCTTCTTCTTCTTTATCCTCTTCAGAATCTGATCCAGCCATGAGTGCTAGTATGGTTTCTTGTGATCTGCAGGTTTCCTTTTCTTCCTTGGTTTCCACTGCTACAAGAGCGAGAAAGTCATAATCATCTTCTTGTTCTAGTGCAAGAAGGGACTTGTTTTCTGTCTCATCACCCTCAGACTCTTCATCAGATGAATTCCCCATTGCTGCAAAGGCCCTCTTCATTGAGATATCTGCCTCTTGAGTTGTCATTCTTCTGTTTGAGGGAACAAACTTATCTTTT

>rnd-5_family-747#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

CTTGGCCACGACGAGAAGATCAAAGTTACCTAAAAAGAATAAGGATATGGATAGGAAATGAATCTTTCATTCTCGGAATTTAAATTTCGTGTGTTGTTAGTTTATATGTTTTTTGCATCATCAAGTAAATTGACTTGCAACAATACATAAGTTTTGAAATATTTATACAGTAGGTTCCGATGGTTAGAAAGATTATGTAAAAAAATCATTTTAAAAATATTACGTCCAACTATTTAGAGATTTTCTTTAATAAAATATTTAGCGCGTATGTACTATATATATACAATGCAATTCACATTTTATACAATGTACAAAATGCTGGAAATTTAGTGAAATTACGTAGGCGTTTAGTTATGAAAATAAAAAAATAATT

>rnd-5_family-703#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 21 )

TGTGGGTATGGGNTCCGTGAGAGGACCANTGACTTGTCATATATGTGTATTATTGAGAATGTGGAATTGTACGTTGNTCCTGAAATGATGATTGATATTGTATATGTTCGGTGTATGC

>rnd-5_family-1866#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

CGAGTTGATTTCTCANATGGTCACTCGACTAATAGTTATTATCTCAGAAAGTCACTTTCTTTGTTGAAGAAAATTGGAATCGAGAAAGAAAGTGACTTTCTGAGATAATAACTATATTAGTTGAGTGACCATNTGAGAAATCAAC

>rnd-5_family-590#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

CTCGATCTTGGACTCGATCTTGGCTTCTTTTGCTGCGTACATTTGCTACTGATTATTTGCGCTTCTTGTCTATCATCAAAACATGAATTATCGATTCTATCATATTCTATCATATTCCCCCTTTTTGATGAAGACAAACAAATCTTTCTGTGCGATGCATGCGCAAATACTCTTCCCCCTTTTGACAAATCGAAAAGAATCCAACAGCGGCTAAACAAACCCAATCAACATCCATAGCAACAATATAAGCCCAGCCAGTTGAGCATAATAAGTTTAAACAACTAAGAGAACCAGGTTCAAACAAGATGCTTTTTCAATGTGAAGGTTGACCAGGCTTAGTTGAAGCAGAAGCCAGCATATCCAGAACTCTGTCAACTCTTGCATTGTTAGCAAGTTGCTGCTGCACTAACTGATCCTTCAACCTGTGAATTTCAGCATTTGAAGTGTCAAGTTCAGCACGTAACTTCTGGTTTTCTGACTCAAGAGTGGCATACTTTTCTTCAGCTACTTTAAGTTCCCTGAGTAACTGAGCGACATGACCAGATGTACGTGGAGACGCAGTTGCAACCTGCTCCGACTCCATGGGAATGCCACAATCAGCAAGAATGGTTTGAGTGAACATATCTGCACGAGTTAAAATCCTGCCTTCTCCCAATGGTACTTCAAATGCATCAAACACTCTAGTTAACAGATTTCCAAAAACTTCAATTCTTTGTCATCCATCAAAACTACAAACTTCATGTTTTCTCATTCCCCAAGAATTTCCCCCTTTTTGATGATGACAAACTATGCATATGTCTATCCACATTATATAATTTCCCCCTTTTGGCATCATTGAAAATCAATAACCAAAGAACTCGAATAACATTCAATGAGTGCAATATCATTTTTAACTCATAGCCACTTGGGCAACACTTTCAAGTACACTTCTGCTAACAAAATGGTTAGTTAATCTGAGGATATTAGTCATCTTACACTCATACACAATTAAGATCTTCAATGAGAAACGAAATAAACAAATATGTACCAGTTTATGCCCTTAATCAAAAACATATAATATCATGAGTATGAGACAGACATAAGCACATCAAAGAGTCAAAAGAGTATAAAATTTGAGGATAAGGATTGTGACAAAGATTACTAAAGTGAGGAAGAAAGGGATGTTTACTGCCATTGATAATTTTTTTTCGNNNNNNNCAGTATGCCCAATTGTGCACCAGCTTCTTTATTCTGATCAGTTTTCCTAGAATGTGAAATTTCATCAAGAGAAGCATGAGATACATCATCACCTTTTCTTNNNCTTTTTTTAACTCTACTCCGTGACATTTTCGTTCCTCCATGATTTTCTTCTTTTTTATAGCCTTTTTCTTGATGACAACTTCGAAGGAGTACCAACTACCAGTAAGAGATTCATCACATTTTGGTGCACAAAGAGATGTGTTTATCAATAATGATAGCAAGCAACAATTTATTTCTGTGAGAATTGTTCCCCCCGAGAGATAGACAAGTTATACACTTGGAACGGATGNAATATCAATTTTGGAGTTTGTGAACCTGGTTCAGATGTGGGTGGTAAAGCAAGGTTCCCCCTAAATTAAAGCATGAGTGACTTCAATACTGAGATTTTAGTCATTAGAGCAGTTTGGGATTGAACGATGCTTATTGTCAAAGAGGGTTCTTGGTGATCTTTAAGAAAGTTGAATTTTTGATGATCGACCAGGTTCATTAGTGCTTACGTTTGACCCAAACTCAGGAAATTAATGCATTGAAAAAGGATGGTACATACCGNCCTAAGTATTACAGAGAAACCAGGTTCCCCTTCTTTTTTTTGTGTGTTTCTCCGTGATTTACTTAATGGTGTTAGCAAAGAGTAGAGATAACATCCGCAAACTTTCTAAACATTGTTTGAGATGTGACTTGAGTGTGTACCTGTTACAGTACGAGGCTGAGTTAGCAGATATTCATTGTATAATTACTCAAGCGTAAGATTATTCNTTTACTAGCCAATTATTAAAGGAAATCATGATAATGCATCAACTTGTTTCGATAAGACCATGCTTTGGCTGATTTTTCTCAAGTTCTTCATATTCAAGGCCTTCACGAGAATGTCGCATCATCATATTCTCCCAGATCAAATGAATCTCAAGCTGANTCACAGAGAACCAACCCTTGTCAATTTTTAATAACTTCCAATGAATAACAAGGACCANGTTCACACAACGAAGTTCCCCCCAAAGGTGTGCCATACTCTTACTGTCTCGATTGCTCTAATATTCCCCCAATCTCCAGAACCATAGATAAGTAGTAATTCATGTTGCAGGTGCATCAATGATTGTTAGCTGTGAACCAGGTTCATATGCAGTGTTCCCTAAATTTGCATCATCAAAGATGTTTGATATCATGTCACTTTCTTCAACTTTTTTTTTCGTTTTTCTCATCCTTTTCAAGGAATAAACTGCCTCCTTGGAAATGAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAAGGAAAATAAGAAAACCTTTTATTTGGAGCATTTTTATTTCGAACCAGGTTCTTAGCCGTATCAGTCTTTTCCTTTTTGGTGAACTTAACATTTTTCTGAAAAGCCTCAAATAAAGCTTTACATTGATTCTTTAAATGACCTGAGTTTCCACAATGAGTGCATAAACTTTTAGACATGTGAATAGTGTGTGNCACAAGATTATTCTGTTTTTTAAAACCTATCCCACTTCGACTAGTGGTTTGCCTTTCTTGAATCTGAGTTAAAATTTCAGAGGACCTGGTCCATCTAAGATTTCGTTCCAGATCCAGTTTGGTATGATCAAGATTTTCTTGTAGCAACCTATTCCTTTCTGTTAAGGCTTGACANTTTATGGTTAACAATTTTATTTTTTCTTCTAGAGCTAATTGAAGTTCACTAGCAGAGTTTTTGCCCTTGTGACTTAACTCTGAGATTTTAATCTGTTCTTTTAATTTATTTTGAAGANAGTGATTGTGTTTCTCAAGATTGTCATTNNCTTCTCTTAAAGATGCATAGTTTTCCATCACTTGTTCTCTTTCAGAATTGACTGACTGATATGCATCTATAAGAGTACTCAATAAGGACTCTAGTTCCTTTTTAGAATATGATTCAATATTTAC

>rnd-5_family-436#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

GGGCTGTTCAAAATCGAATCGAAATCGATAANCCGAATCGATAANNCGGTTATTGAGTCAATAGTATCGGGTTANTGGTTTAACGGTTCGGGTTTCGGTTTACTATAAACTTCTTATCGGCTTATCGGTTCGGGTCTCGGTTTGANCNTNTTTCTNANCGGGTNACCCGATAACCCGATAAGAAGTTTAATTAATTACATTTATATCACTTAAGGCCTTAGGCACTTTTAGCCTTTAGGGTTTACACTTCAGTCTTCAGACTCTTTACAGTGACTTCATATAGTTGACACTCAAATTTCACAATAATATTCCAAAGTTGCGACATCACTCATTGATTCACTGTCACTGCTCCCACGTCGGCGAGTTATATTGAATATCATTCTCTAAGTGTCTAAATTGAGGTTCAAATGATTGGTTCCCTTACTTTAAGTCTTCGTTTTTATCTTCTCATTACAGTGAGTGAGTCTATGAGATATGCCTTCAATATTGCAATACTACAATCTGCAATGAATTTTTTTATAGTAATCGTCTCATGATCATTAATGGTTTTCGTTAGTAGTGTTGTAATGNTTTCTCTTTATAGTTCATATCGAAAATTAGCTTGGTTGTTATGAGGAATCNTTTTGAGTTTCGCCAGTTTGGGCAACATTGACATCTCTGTCCAGGTTAATATGGAGTTTTATTAAGTGTTTTATGTAGTAATGGACTAACAGGGAAAANTTCATCAGTGACTACTGGCTACTACGTATTGTTAATTAGTNATTAGTCCATTAGTAATTNTCAATGAAAATTGTG

>rnd-5_family-1555#DNA/hAT-Tip100 ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

AATTACTCTTGACGGCAGGGGCGGATCTACNTGNACGGGTGGGGGTGCCACGACACCCAGTGATCTCGGAAAAAACGTTGTATATATATGTATATATGTATAATAAATAAATATATATTNCTTTTGCCACCCAGTGANTGAAACGTCGAATAGCTCAATTGGCGAAGGAGNNAGTCTGTCACACGGCCAACGCGGGTTCGAACCTCGACAGCAACACTTATTTTTTGCTTNCTCCTTCTTTTCTTTTTCTTTTCTTTTTCTCCATTCATTCTTATTTATTTACTATTTTTTATTAATTCAAATCGACTCCTTTTCGTAATTAATTTTTAATTTTTTTTACTTTCTCTTNCACTAATTATTAATCTCTTGATATGAGTGTNACGTGTTTATTTTTTTAATCAATTAGTGAGTACTGAATTATGAGCGTCAAATGAATATTATTTAAATAGTAGTTTTTAAAAAACGTAAGTTTTAAAAATGAAGAATTTTTTAATTTAAAGGTTCTTTCGATCTTCACCGACGTTTTTGCTAAGTAAGATGACTAGGCTGAAACTACAATTTTTATTCTTTCCCAACTATATATCTCCAACAACACATAAAGTCAATGGAANATGAATATATTATGTTAATACTATTAGATGGTTTATACAAGCTCAAATTTTAATGTAAAATTTTTTCTCAAAGTTTCAGCGAATAAGACATCTAATTCCAAAAAGGAAATAAAAATTGAATTGTTTAGTTATCTCTAATCTCATAATATCTAAAAGAAAATATTACTAACATGCATATTTGATCGATTTGTTTATAAAAATAAAAAAAATTAATAACCCGAATTGTAACCCAAAATTAAAGCAACCGATCCTTTTATCTTACTTGAACGTTGTGGCACCCACGACCTCCAAATCCTAGATCCGCCT

>rnd-5_family-3456#LINE/L1 ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

TAGTATGTTATATGAAGAAAAGGAGCTGAGGGCACAGTTGAATAAATGGAGCGTGATTGAAGAGANAATCTATAAGCAGAAATCCAGAGTGCAGTGGCTCAAGCTAGGGGATTTTAACACAGCCTATTTCCGCGTTTGCTAGTATGAAGAACAGGAAGGCTCAGAACCGAATAAAAGACTTACGCTTANCAAAGGAAGATGGTACAATCATCAGGGATCCATAAGAGGTAACCAAACAGGCAGTGAGGTCCTACAAGAACCTTCTAGGACAAGCTAAGACTCCCACTATGCCAGCCACCCAGGCAACAGTATTGAGGGATGGACCTGTATTAACAAGAGCTCAACAACTGGATTTGATCAAAACTTCTACAAAAGAGGATGTTCCGNTNGCACTTAAGAGTATTGAGGATACTAANGCGCCAGGTGNAGATGGNTTTAATTCGTTATTTTTTAAAACAAGCTTGGCCTATTATAGGCGNTGAGGTAACTACTGTTGCGCTTCANTTTTTTAGGACTAATCAGATGTATGCTCCTATTAACAGGACTTCAGTTACTCTCATTCCTAAAGTGTCAACAGTCCTAGCTCCGTCGAAGAATATAGACCTATTTCNTGTTGCACCGCTNTGTATAAAATCATATCANAAATGCTCACACGNAGACTCCAAGGAGTTATGGACTTCCTAGTGGATCCAAACCAAGCTNCATTTGTACCGGGTAGANTTTTNAACGGGCAATGTTATTTTTAAGTCATGAGTTGATAAAGGGGTATGGGAGAAAAGGGATCTCACCTAGGAGATGTATGTTCAAAATTGACATGCAAAAGGCCTATGACTCGTTGAAATGTATTTTCTTGNGGAAGTGTTGGTATTATGGTACGCAAAACGACGCCTAAACAGTCTATCATTTGGATTATGAAATGTGTTNGGACAGTCNCTTACTCAATTNTGATTANTGGANGCCNCAGTGTTCCATTTCATGCAAGGAGAGGGGTGAGGCAAGGGGATCCTTTNTCCCCTTACCTGTTTGTGTTGGCTATGGACTATCTTACAAGACTATTGAGATCACTGAGGAATAGGAGTGAGTTCAAGTTCCATCCGAGATGTAAAAAGCAACAAACATTCCATTACTAAGCTTTGCAGAGACCTCCTGTTATTTTGCAGAGGAGACATACCATCAACTGCACTNCTGTTTGAATGCTTCCAGCAATTCTCCAAAGCATCAGGACTCATAGAAAATCAACCGAAAAGTTGTGCGTATTTTGGTGGAGTTTCAGAACCAATTCAGCAGAGNATATTAGTNTATACAGGGTTCCACTAAAGGAACTGTTCCTTTCAGGCATCTNGGGGTTCCNCTTAGTTCAAAGAAATTGTCTNTNAGCCAATGCCAATCNTTACTAGACAAGATGGTGGGAAGGATCAACACATGGANAGTNAAGTTCCTATCNTATGCAAGGAGGCTTCAGTTGGTNAAAAGTGTCTTANCATCCATNCAAGCNTTCTGGTCACAAATCTTTCTCATTCTTAGAAAAATNTTACAAACGGTTGAATCNATGTGCAAGAGATTTTTATGGAANGGNGATGCANAAAGTAAAGGGAAAGCACTCATTGCATGGGANACGNTNTGCTGGCCAAAGGTTGCTGGTGGACTNAATATNACTGATGTGTATNTGTGGAACGAGGCAACCATACTCAAACATNTGTGGAATCTTGCAANAAAGAAGGANAAGTTATGGATTGTGTGGGTTCATACGTTCTATCTAAAGGTACGTGACCATGGGANGTGGAACGGTCAAACAAGCTTCTTGGATCGTGAGGAAGATTATGCAAGCAGGCCATTGGATATCTGAGGCTGGAATNACGAGTNACGGAGATTATGGAGGCAGAAGAGTTCACCATNAANGANACGTATAAGAAGCTAAGGGGAGAGTCACAAAGGTTCTCGTGGAGAAGATTGACTTGCAACAACNAAGGCGATCCNAAATGGACGTTCGCGCTATACGTGGCCATACATAGGAGACTATATACNAAGGATAGGTTGGACAAATGGGGGATACAAACGGACAAAGGATGTTCACTGTGTAAGCAAGAGCTAGAGACACNNNNNNACCATCTTTTCTTTTCATGCGTTTTGGCTGCTAGGATATGGAGTAAACTACTACANTGGCTATGCATTAACAGAAGCAGCGCAGGGTGGACTGAAGAGATGTANTGGGCTATAACACATGCCTCAGGAAAAGCAATGCAAGATGAAGTNTATAGAATGACTCTCGCAGCCGCAATATACTATGTNTGGCGAGAGAGGAATCACAGAATNTTCCAACAGAAAGAAAGAACCACAGAGGTAATCACCAGGAACATTATTAAAGAAATNCATCGTAGAAGTAGTATGCANCCTAGGCTGGCTAGTTNCATTAGTAGACTCAATTATTATCCATAGANTAGTAGTCNAGCGATAAGAATAGTAGAACGGANTCTGAGATTCGGGACTACGTCCATATCTAGAAGTTCAAAACATTTTGTACATATTGANATATCTGGTAAATAAAGATTACAGTTACCAAAAAAAATTTAAAATATTATATTATATTTATAAAAGAATTGTAAATATTAGATATTTAATTAATTAAATTATATGTAAAATAATATATTAATTAGAAAGTAATATAAATAATAATAAAATAATAAAAAAGTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATAAAGAATTGAGGGAGATTTGGAGGTGGGGTTGGAGAGGACATTCTTTATTTTACTCTACAAATATAGAAAATGGAGAGTAAAATAGAGCTAAGCTG

>rnd-5_family-2217#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

ATGAGAACCACCTCTACCATTCTGTGCACCACCCCTAGCTGGAGGTTGTGCAGCCCTGGAAGTCGAAGCCTGAGAACCCTGATGTAAGCCACCACGTCTGGTCCTAGGGCAGTCTCTCACAAAGTGTCCCATATCACCACACTCAAAACAGCCCCTACGAGACGCAGGCTGATGAGAGGAACCTGAATGACCAGAATGCCCTCCACGAACTACAGGTCTAGAAGATGAACCCTGCGAAGTATGCACCGAGCTCGAAGAGCTATGCCCAGCGTAACCAGCCTCAGACGCTGGTATAGCAACATGAATGGGTCCGCTAGACTGAGAGTGATAACCTCTCCCTACGTAACCTCGACTCCTAGGCGGAGCACCACCATAATGACCTGAATGACGGGTCCTCTTGCCCTCACGCTGCTCAAATCCCTCACGTCGAATC

>rnd-5_family-380#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

CTTTAGGCTAAAATATGGGGCACGTGAACCCGTGGTCTCTTCGTAAAACTAGGTATTTTATGTATATATTTTCTAAATTGGTATAATATTATCTGTTGGCACTCATGCTACAAGAAGGCTAAATGGTGCACTTGGTTGAATGTTGAGTTATTTACCTAGAGGACTAGGAATCAATTCCCACTTA

>rnd-5_family-2302#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 20 )

GTAACACCCCGGATTCGAGAAGAGGACAAATAACANATTTTCAAAAGTTNCAGGTGCCGTCCGACGGAGGCCANCCACGGCCCGTGGATNGAACCACGGACCGTAGGTGCGGTCCGTGGATTGGTCACTCGAATAATTGTCCGAGGNNAGAACCACGACCGGACCTACGGATCGTCGGTGGGNCCACGGTCTATGGTTCGAGGTCCGCGAGTCCACCGAGTCCTAGACGCAACTANACCACGGTCCANCAGGACGGACCGTNGGTCANATCACGATTCGTCGACTGGGTCCGTCAATCGGTAGGTCGGTGNCTTCAGTAGGCCGTCAGTTATTTTAAGGTGCGTAATTGGNTCTTTTCCTAATTATTTTATTCCTATACTACGTCGGTTTTNCCTANATCTAGGACCCCTATATAAAGTTTTTANACCCCAAAATTCACCCAATTNAATTCATTCTTCCAAATTCCCAAAAGAATANCAAGTCTCCTCTAAAAATTACTCTCTAAAGCTTGAAGAANAAGAAGAATTNANCTAGGGTTTCAAGTTAAGNCTCCAATTCCNCNATTGAAGATAANCAATTGTACATTAANGTACGNTAGTNTTCANATCGCATGGATTNCTTTCATTCATGGAGTCCCCAAATTCTCCNATTTCGAAAGGTAGAANTCCCCAACTAGTTAGGGTTTTCTTCAATTACCATGGGTTCTTTTGATTATTGATCTAAATGATTGAATTATGTTNTANTATGCATGAATTGATGAATTNCAATGGTTTTATGATGTTTCCCCTATGAACCCATGTAAATCCCCATGTTTTCCAAATTGTGATCATATGATGTGGGTTGTTGATTATGAAAGAGGAATTTTATGAANTNAAGCATGAAGTGATAGAATTACATGAATTTATGACGAAATCCNTATCTAACCCATGATTTCGAATTTGNTGATTGAAAGTGGGCTTTGAACCTTGAAAGGGTAAAGTATGAANTTATGCATGNTCTTACGAAATCTATGTAAATGTTTTAAGGATGCTTTGAGAGTAAAGTGTCAAATGATGATGTTTTATGTT

>rnd-5_family-1545#DNA/Harbinger ( Recon Family Size = 27 Final Multiple Alignment Size = 20 )

ATTTGATAAGTTATCAAATAATAAATCATCGCTTCTCTGCTTTGGGCGTGCCTTTTTATCTCATAACTAAAAACTTTCTTTCTCTCTTTTCTCAATCAAACACCATTTTTTCTCCCGAACTGGTAAGTTTTCATAAATCCTTTCAAGTATTTTTTTATATTAATAATTTTCTTGTATTGACGTGTGTCAAGAACACTGGTTGCAATAATATTTTTGGTGTATTGTTGTTTATCAAGGTTTTTGAATGAAAAAATNGTACTCCAAATCATGATTATTAAAACTTTTAAACTATTTTTTTTAAATCAAAAGTGATATATTTTGTTGAAATGAAAATTTTATAATATTTTATTAATATAATGTTCAATTTCACTTNCACATTCAGATATTAAAAACAAACAACATTAA

>rnd-5_family-426#DNA/Harbinger ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

TGCAAACCAGATTTTTTATAGAGCATTGCATGCTAAGGGGTCGTTTGGTAGTTGGNTAGGAAACAAGTTATTCATGTATTAATTTTTGTATAACTTATACGACGTTTGGTAGNTAGATAGGAAATAAGTTATTCATGTATAAAATTAATACGACGTTTGATTGACAATTTAGAAATCCGCATAACTAATACATGTATAAGTTACGAGGGAATNTGTATTATTTTATGCAGGATAAAAGGTGAAATAACTAATACATGAATAACTAATACCTGCATAAAG

>rnd-5_family-248#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

CACGGTCCACTTCACGGACCGTGTGAAGGACCACGGGCCGTGAAGGCCGCCGTGGTTCTTCACNTGGGCTAGGATGGTCTACTGGGTNACTTCCACGGNCCACTCACCGGCCCTCGTGGAGNTCCACGGACCGTCTAGCGGTCCGTGGTTCCTCACGTTGAGCCTTGGCGGCTCCTGGTCACTTTCACGGGCCACTTCGCGGCTCGTGTGGNGNTCCACGACCCGTGAAGGGNCCCGTGGTCCNCCACGTCTTGTCGGGTGTGAACCACGATNAGGGCGACGGGTCGCGGTCCCGTTCACGGCCCGTGAACCCCTCCGTGGTTCACCCATTTTTCCTGTTGTTCAGTCCTAGNTAGATTTATGAGGTGTTNCA

>rnd-5_family-2578#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

GTTAAGGGAAATTTTTCAAAATGTCAATATTTTAGCATTTAAGAGGGCTCATTAGCAACATTTTCAATATTTAGTAAAAATGTCAATATTTTAGTTTGTTATGTATCTTATTTATGTTTTTATTATTTGTTTTTATTTAAAGAATATAATTATTTAATAACAAAAGGGAGAAAATCAAGGGAGAGAATATTTCAAAAAAAGGTAAGGATCGCTTAATTTTCTCATCAGTTACATTTTCAAATAAAATTTAAACTTTGTTCTTTTTTTTCTCTCCAGAATTTTTACCTTTTTAAAATTATATTCATTCCACAATATATTCTATTTATATTTATTATAGTTTTTTATTAGTTTGTATTCATTCCAATAGGTATGTCGAATGTATCTATATAGTTATTTAAGAAATATATTTGTATTCATATATTTTTTTCCCTATATAGTTATTTTTTTCTTCAAAAATCTTGTATGTATTCATTTCGATATGTATTTATTTNTATTTCTATTTATTCTAGTTTTTATTTAGCATTTCGTATAATAATATATAAAATACAAAAAATTAGTATGATGAAAAAGTGAATGAAATATAAAATTGAAAAGAAATAATTGAATATTTGGTGTACTCATTCTTAAATAAAATACATAACTAGTTGACATACCTTTAGAATAAATACAAATTAGGAAAAAATGCCAGATTCAGAAACAATGCAACATGATTTTTGAATGAATACAACTATTAATTGTAAAAAATACGATACTGACTAAATACAATATCAGAAATTCAATATATACTTCCAAANAAATTATNAAAAATACAAAAGAAACTAATAAGAACTATGAAATACAAAAATAAATGCTAACTGTGGTACATTGACATAACTATCACAAAAAAAAAGAATACAAAATGAATTAAATATATGAAATACGATTCCAAATCTATGGATACAAAATACGATAAAACAATGAAATACAAAAATACATACGTCATGACTAAAACAGCAACAAAATTCAATATACACTTCCAAATCTATGAATACAAAGAACATAAAAACTATGAAATATACACAATCAAACTCATATAATGTGTTACATTGACATAACTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAAAATTAAAAAAAAACAACACTAAAATCAGTAAGTAAATAAATGAGGAATCTGAAAAACATNATACCCAAATCAATNTTAATCTTCAAATCAAATCTTGCAACGAAATTAAATGAGAANAGTAGAAAATATTAATATATTNAATCGAAAATCTGTGGAATTGATTTGGAAGAATGTTAGAGAGAGAAATTGAAAAGAAGCGTAAGAAANGAGAGAAAAATCTGGGGATTTGGTTNGGAAGAAAGTAAGAGAGAGAAATTGATAAGCTTAAGAAAAGAGAGAAAAAAATTNAAATGACATTAATATCTATCCAATTACANAAATATAGGAAAATGTNTAATCTCTGAGAGAGAAAGAAAAATGTTAATAATGAGAGAGAAAATATTAATAATATCAAAATAAATATTTATTTTTAAAATAATGACATTTTTGACATGTTTACTAATATTATTAAAGTATTGATATTATCACTAAATAAGTTGGTTTTTTCGACTAGTTAGCTGAATTTTCCGTATTTTTCAAAATGTCAATATTTTAGCATTTAAGAGGACTCATTAGCAACAACTTCAATATTTAGTAAAAATGTCATTTTAGTTTGTTATGTATCTTATTTATGTTTTTATTATTTATTTTTATTTAAAGAATATAATTATTTAATAACAAAAAGGAGAAAATTAAGGGGGGGAATATTTCAAAAAAAGANGCAAGCATCCTTAATTTTCTCATCAGTTACATTTTCAAATAAAATTTAAATTTTTTTTTCTCCAGAATTTTTACCTTTTTAAAATTATATTCATTCCACAATATATTCTATTTATATTTATTATAGTTTTTTATTAGTTTGTATTCATTCCAATAGGTATGCCGAATTTATCTATATAGTCATTTAAGAAATATATTTGTATTTTCTATATATTTTTTTCCTATATAGTTATTTTTTTCTTCAAAAATCCTGTATGTATTCATTTCAATATGTATTTTATTTGTATTTCTATTTATTCTAGTTTTTATTTAGAATTTTGTATAATAATATATAAAATACGAAAAATTAGTATGATGAAAAAGTGAATGAAATATAAAATTGAAAAGAAATAATTGAATATTTGGTGTACTCATTCTTAAATAAAATACATAACTAGTTGACATACCTTTAGAATAAATACAAATTAGAAAAAAATGTCAAATTCAGTTGACATACCTTTATTAGTTTGTATTCATTCCAATATGTATGTCAAATAAAATGTAGCTATTTAAGAAATACATTTGTATTCGTATATATTTTTCACTGTGTATTTATTTTTCTTTTCAAAATCTTGTTTCCTTTTCTAAGTCGTATTCATTCCAATATGTCTATTATTTGTATTTGTATTCGAATACAAATAAACTAATAGAAAGTTGTTCTTCTTATAAATAAAATACATAACTAGTTGACATACATTTGGATGAATACAAATTAGGGACAAATACAAGATTCATAAACCATGCAACATGAAATTTTTAATAAATACAAATATTGATAGTATACATAGTGATTTGAATACAAATTAAGAAAGCATACCAAATTCTAAAAAAGAACTATAAATACAAAACAAACTAATAGAAAATTGTTCGACAACTATCCGATCTTCGTCGTCTTTTTCAAGATCCTCACGAGTAGACGAAGATTCTACATTTGCGATATGATTTTAAGGAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTAGAGGAACGGAAATTGAAAAATACAAACAACATTTTTTTAAGATTTAAACAAAAATAAAATTAGAAAAGAAATCTGAAAATAGGATAAAGATTAGAGATACCTTAATCAAAGGGATTCTTGTTGATTCAATTTTGGATTAAAAAAACAACCAAAATATATGGCAAAAAAATATTTGCAACTTGAATGTTGGAGGAAAATCAGAAAAGATAACCATGAGAGAGAGAAAAAATTAAATGGGAGAGAGAATTAACAATTTGAAAAGATAAATATGAGAGAGAATAATTTTTTTTTNAAAAAAAGATATATAGAATTAATTGAAAAAGAGAGATAAAATAGGAAGAAAATTGGGACACATAAATTTTTTAAAATAATGACATTTTTGACATTATTGCTAATATTTATAAAGTATGGATATTTTTACTAAATATGTTATTTATTTTGACTAGTTTACTAATTTTTNCTATAATTAAANCGAATTTAGCGTATGACAAAAATAAAAATC

>rnd-5_family-632#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 20 )

CCCATGAAGAAAGAGGTTTTGTTTTATTTAGTTTCTCTANNTAGTTTCATAATTTCTTGTCTTCGTGTGCTAGTGTTGGCTAGATATTAGNATAGGGCCTGTGCCTAAAAAGTNTCCAGAAAATACAAAAAGAATGGNCTAATTATTNTTACATGTNCAGNAGGCCGAATTAAAATCTGCAGAAAANGGTCTGGTGCAGAGGTCTACGGACCCCATCGACGGTCCGTCGTTCAATCGACGGACCGTGAATGGCGTCCGTAGATCCCAGGTAAGTNTNNAAACTTNTCTAAGTATAAGAGTGATCNACGGTCCCGATCGACGGACCGTCGATCGACCCACGGACCGTCGACGGGGTNTCGTGGGTCCAGTCTGCCAGTGAACGACCCGACCCGACCCGACCNCCTATATNTAAAACNCACCATTCAAATTCTTCCCCCTTTCAATTTTCTTCNAATTTCCTTCCATAACGTTTCTCCCCATTAACTTCCTCCCTAAATCACTCCCCAAATCATCAACAAATCTCTAAAAATCATCTTCTTATCACTTTCCCCAAATCCCAATCATCTCTCTCACAAATTCTCTATCTTTTCATCCCCANAAGTCCGGTGATCGGGTTCGGCGAGCGTAGGCTTTTTCTNTGGGTCGCACATCATTGTAGGCACACAATCACACCGCTCCTCATCGCTTGTAAGGTAATTCGACTTCCCCTCACTTTGAATTTTCGTTCATAGTTGAATATAGGAAGTCGGGAGTCGGGTCTTGACCTTGGGACTCAATCTATTAACAATGCATGNTAANAATTACGTAGTAANCACCCTTGGGACGATGGACAGTGATTGTGTAGCATNTTAANTACCNTAAATACGCGTGTATAAGTCTANATGTAAGTTCCGACCTAGGGTTCCATACTTTATACGAATCATGGTTAGAAAATTGTACGAAATCGGAACCCTAGGAACGACGAACTAGCATANGATATGTTGAAATGCATGNATAGACTTGATTGTTATTAAAATTGGTCACTAAAGAAAATCGGAANTTGAACTGAAGGAGGCCTGAAATCTGGCACAGGCCCGCGTCACGAGACCCCGTCTACGGACCGTCGTTCAATCGACGGACCGTCGATCGGGTCCGTAGTTTNNNACGCNCGAAANAAGCNTAAGTGTCAAACGACGGATGTGGACTACGGTCCGTCGATCGATCGACGGGCCGTTCTGCACATCCGTCGTTTCTATCAGAGAGCGTATTTTCGACCCANTCAATCNACGGAGGGGTTCACGGACCGTAGATCAATCTACGGACCGTCGATGGGGCTCGTCAACCTGAACTACAACCTGTAAT

>rnd-5_family-1642#SINE? ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

AATANTTGAANNNTGAAACCGTGCATGTTTTTAATTAGTTATTCGAAGCTAAATATAATTAATATCGAACAAAGCGCCCGTAGCTCAGTTGGTAGAGCGTCGTGCTAATNACGCGAAGGTCGCGGGTTCGANCCCCGCATGGGCCGTTTTTTTTT

>rnd-5_family-1321#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

GAGGCGAGGTGGACCAAGCATACTTAGACTGGGTTCATGATCAGCCCCTTCCTAAGGTTATGCCAGAAGGGTCAATAAAAGGACCTATAGATCGAGAAGCAGAAATTGAGGTTAAGATTAAGCAAGCTCGCCTCAAAGTCGAAAGAAGCTACAAATCTACTCTGGATATCCTAAGTAATGACCTGAAAAACGCTAAAGAGGAGTTGGCCCAACGTGATGCGATATTTGAAGTTAGAGTTAGAAAACACCGCTCTACCATTCTAACCTTACAAGAAGACTTGGGCATTGCCACAGGCGCTATGGAGCAACAGGAAGAGGAGTATAAGAAAGAAAAGGCCCAACTTATCTGCGCACAGTCTAGACTCCAAACTCAAGTTAAAGCCTCTATGGAACGGGAAAGAGAAATAGCAAGGCGTTTCAGTGCTTATCAGGCAGACTGTGAGATTGAGAGAGGTCAAAGGATAGCCGAGCGAGATGCACTCCACCTTCAAATTGAAGAGCTCCAAGAACAAAGGGAAAATTTGACGCATGAAGTCAATACTGCTCACCACTGGTTACAGAATTGTTATGACAATATGGATGAAGCCAGAGACCGAATACTACAACTCAGGGATGAACTCAACAATGTTTATGCTAGATATTTACACCAGAACGATGAGAGGTTGGGCCGACAGGCCCGTGCTTTGGCTCCATATCTACCGAAAGCGTTGGCGAAGATTTATAAGGGCCTTGGAGATGATTGAGATTCGAGGATTCAGTTTCTTTTAGAGTCTATTCTCTTAGTAGTGATTATTTCATTATTATTATTATTTTTAGTTTTTTCTCTTTCTTTTCGTTTTGTTATTTTATTTCATTTAGAGTCTATCTAAGTCCTAGGTACTTCTGTTTTTTTTTGTTTGTTTTATTCAAATCATTGTTTCAAATATTTGAAAATGAATGAAAAAGATTTACTTTCGGTCACCTTATGTGCATATGTCATGCAAAAAAAAAAATTATNATTAATATCTTTCTCGAACTACGCAAGATCTGATTCATGGGCCAAACATGATACGTAGGCAACCCAGGGGGTTCGATCCAAATTATTATCGTTATTATTATTTTCTTCTCTCTTTTCTTTCTTTTCTTTTTTCTTTCTTCTTTCTCTTAAAAAATGATAATCATAATGATAATAAATAAATAAACAAATAAGTAAATAATAANAAAATANTAAAAAACTAATGAAGAGAAGAATGCCTAGGTAAGCCGGGATGAAACATGAGGTCCTCCATATTAGAAGTATGTATGTGGATACAATGTGCATAATTTCTTAACACTAATCGGTTTGTTACTCTATTCANANCCGCAGAGATAGAGAGAGAAAGAGAGAGAAATAAACACATACTAGCTTAAAGGTAGTTGGTTTGTGGTTAAACTGGCATCACATCCTTACAACACAAGATCGAAAGGGAAACAGAAAATGGCCCCCAAAGACGGAAATGAATCGGACAATGATGAGGAGATCCAAAACCAGATGACTTCACAAGAAACAGGGACAACAGAAGAGATAAGGGCGTTAAGACAACAAATGGCAGAGATGTACGAGGCTTGGATGAGTGGACAACCTCCACCGTCTTCAATCCGAGACTATTTTAATACAAATATGTCTCACCCTATCCAGGTGTCGACAAGCGATCCGATATATCCCCCTGGATTCGGCCCCTATGCTAACACATCCAATGTCGCTGGAACTTCTATGGTGCGCCCTTCGAATACGCCTGTGATAAGTAATCCACTCTTTGTGTCAACTGCCCCGACTAACAGCATCCCGCAGCCAACGATGGTGCCCAAATCCAACAGCGATCCTCCGCCCAAAGTTCGGCGTGATCAGAGTTACACTCTTGAAGAGGCCATTAAAATTCCAAGCTCTCATCCCCACATTCATCAATATAGTTCCCCTGTCGAAATTGAGAGGATGGTCAAGAATGAGGAACATGAAGAAATGACTAAGAAAATGAAGAGTTTGGAACAGAGTATAAGAGATATGCAAGGACTAGGAGGCCACAAAGGCATCTCGTTCAGTGACTTGTGTATGTTTCCTCACGTCCATTTGCCTGCTGGTTTTAAAACTCCAAAGTTTGAAAAATACGATGGTCACGGAGACCCCATAGCTCATCTAAAGAGATATTGCAACCAATTGAGGGGTGCAGAGGGCAAAGAAGAGTTACTTATGGCCTATTTTGGGGAAAGCTTAGTAGGGATTGCATCTGAATGGTTCATAGATCAGGATATCACCAACTGGCACACATGGGATGATTTGGCTCGATGTTTTGTACAACAATTCCAATATAATATTGACATTGTTCCAAATCGCTCCTCGTTAGCCAACATGAGGAAAAAGACCACGGAAAATTTTCGTGAATATGCTATCAGATGGAGGGAACAAGCTGCTAGGGTTAAACCACCGATGAAGGAGTCAGAGATGATTGACGTTTTTCTCCAGGCGCAAGAACCTGATTACTTTCACTATCTGCTTTCTGCCGTAGGGAAGACATTCGCTGAAGTTATTAAGGTAGGGGAAATGGTGGAAAATGGCATCAAGTCTGGGAAGATTGTAAGTCAAGCTGCCTTAAAAGCCACAACACAAGTGCTTCAAAATGGTTCTGGAAATATTGGAGGGAAGAAGAGAAGGGAGGATGTGGCCGCTATTGTATCAGCGCCTAGGACTCATGTCCAAGGTAATTCCCCACAACACTATTTTCCTTCCCAAGCTCCACAATATTCTGTCCCATACACTCCATATCATGTTTTTAATGCACAACCAATTGCACCCCCTTCTTATCCACAATGGCGTGCACCAACTCCACAAAATCATCCACCACCCCCACAAGTTCATCAAAATACTGCTAGAATTCCTTTCCGTCCTAGACCACAATACAAAAAGGGAAATGGCGTTAAAGATGAGTTCACTCCTATTGGGGAGTCGTATGCTAGCTTGTTCCAAAAATTAAGGACGTTGAATGTTTTGAGTCCTATTGAGAGAAAGATGTCGAATCCTCCCCCGAGAAATTTGGATTATTCTCAACATTGCGCATATTGTTCTAATGCCCCAGGGCACAACATAGAGAGATGTTGGTATTTGAAAAGGGCCATTCAGGATTTGATCGATTCTAATCGAATTATAGTTGAAAGTCCGAGTGGACCCAACATCAATCAAAATCCATTGCCGAGGCATACTGAAACAAACATGCTAGAAATGATGAAGGGTCATGAAGAGTTTGCATCTCCGTATAAGCCAATCCTTAGGGTTGGAACTGGCATTGAGAAGTCGGCGAATGTTGTTGATTTAACAAAAATGATGCCTTTAGGGGCGGAAAGTGTGTTAGAAAAGTTGAGTCCATCAAACACACCCATCTTAACTGTGAAAGGAGCCCTTGAAGATGTTTGGGCAAGTCCGAGTAAGGCAAAATCGTTTGTTCCAAAAGGGCCAAACAAGCCTATCTTGATCGTGCGAGGGGCCCATATTCCTCCTGTGATTATCAGGCCAGTATCCCAGCTCCCAATGACTAACCCCAAAGCTGTTCCTTGGAATTATGAGCCTACTGTCGTGACATACAAGGGAA

>rnd-5_family-2966#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

AACAAAAGAGACATTTAGTGGCAATAGATTTTCTATATTGTCGCAAAAACATTTAGCGGTAATTGAGTTAATGTCATTGCATTCAGAGTCGCTAAAGCCTTTAGCGACATTTATATAGAGTGTCGGTTATAAATACCCATATTTATTATTGCCGCTAAATATAATATAGCGGNAATTATATTNTTNCCGTTAAATAATTGTCGCAAAATCGTTTATTTGTTATAGAGTATTAAAATTTAAACGGATTACTACTTGATATACTTCGTTTGTTTCACGTTTCAATTTGTAACATCTTTATGTTTAATCTAGATCCTTGTCTACTCCTACTTTCGTCGAGCTTGTTATTACATCCTTGTGTATGACTTATGTAGAAGCATAAGGTTACTCATATATTTCACTTGTTGT

>rnd-5_family-3357#LINE/L1 ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

TGTGGTGAATTCTTTTTCGGATCATAGAGTAATTAGTTTGAGTAACTTTCTTAATAAAATCATTTCTCGGCTTATTCATGATAGATTGGAAGGCTTTCTCCCGAGGTTGATTGCCAGAATCAATTTGGTTTCGTTAAGGGTAGAAATATCTTTTAAATTNTGCTTTTAGCTTAAGAATTTATTGGAATTTTTTGATATAACGTTCGATTCAGAGGGTTAAACTAGACAATGTGGTTACTAAGTTGGATATGGACAAAGCTTATGATGAGTTTNACTAGAATTTCTTGATTAACGTTCTTAGAAGGTTGGGTTTTGATTCTAATGTGACTAATAAGATTAGGAGGATTCGTGCTAATAATTATCGGTACTCGGTACTAATTAATGGAAAATTACATTAGTTTTTTTCCCTATTCTACCAGGGGAGTGAAGAAAGGGGACCCTCTATCTCCTGCTCTTTCTATTNTNACCGGGAGGTTTTATCTCTATCTCTTAATAAGTTGTTTGAAANATCTGATTTTAAGTCTTATGGATTTCCTAATTAAAGTGAACAATTGAATCATCTTGCATATGCGNACGATACAATTATCTTTGCAGCAGCAGACATAAGATCCTTACAGCTGATTATGAAAACCNCAACACTATATGAACATCAATCTGGTCAACTTATTNATAAGAACAAGAGTTCTTATTATGTGTTCAGCAAAGCTACACGAACTTATGTTCAGGTTGTGGAAGAAGTTAAAAGTTTCTCTAAAGGAAAGTTTCATTTGATGTATTTGGGTTGTCCCATTAGGCATGGTATGAAGAAGAAGGTAAACTTTTCANAATTGATCAAATAAATTCAGAATAAGCTCCAATTATGGAAAGGGAAGATTTTGTCTTTTTTGGGGGGATGATTGTGATAAATCATGTGTTACAAAGTATGCCTATTTACCTTTTATNTGCTATTAGCCCTCCGAAATGTGTTATTTATGATATTCATAGGATTTTTGCTAAATTCTTATGGAACTTTAAAGAGGAGGGCNGAGCCACTCACTAGATTGCTTNTGATGATATTCGTGTTCCAAAGAGTGAGGGAGGTTTGGGGTTTAGATCTTTATTTGATGCGTCCAAATCTCTTTTCGCAAAACTCTGGTGGAAGTTTAGGACTTCCAATTCTTTATGGGCTAATTTCATGTGGAAGAAATATTGTAAGAGACATAGACCTTATGTAGTTAATGGAATGGTGGTTCACGGGTATGGAAGGATATGCTTCAAGCTAGAGATTTTTTTATCGANAAATTTGGTGGGAACCAAGAGAAGGNCATGCTAGTGTTTGGTTTGATAATTGGACGCAATTGGGAGCCCTGNANTATGTCTTACCTATCTCACATGATTCACGTTAAATCGAATTTTCAATTGTACCATACACGANGATGGAATAATGAGGTGATAGCTACTATCTTCAATGAGGAGGTTTGTAGGCACATTAAAAATGTTCTGGGAGATATGCATTTTGCANAGGGCAGAGCTAAGCCTTTGTAGATGCCTAGTCGTACCGGAATATTTAAAATTNGGTCTGCTAGGGAGCTGTGCACGGTNAGGAAAGAACCTATAGACTTAATCATTAACATTTGGGAAAAATACATACATTTTAAGGTGTCTTTCCTTTTGTGGAGAATGTGGTTCAGAAGAATTCCTATAGGAGAGGTTTTGATTAGAAGGGGCGTAANTGATTCTATGGAGTGTCGTTGTAGTAATGATAATATACAAGAATCTTTTATGCATTTGTTTATTCTCTATTCTAATTTATATCAAGTGTGGAGGTTTTTTTATAGAAGCTGCAGGTTTNCATCTTCCAATGGTTCAGCTTAGGCAAGTTCTNGAGGTTTGGTGGAATGCTGACTGCTCTACAAAACTGAAACCAGTTTTTAAAGCAGTTCCTGCATTTATTATATGGANCATATGGAAAAGAAGAAACTTNATCAAGCATCGGGGAAAATGAGTAAGCTAGCTTTGGTGTTNGAGATTCGAAGAAACATATATTTATTTGTTAAATCTAGATATCCTTGGTTGAAAGATGTCCTAAGACTTGGNCCCTAATTGTGAAGTTCTTAGAGGGGTATTCACCACTAATCAATTACAAGGTTGTTAGATGGATTCATCCTCCCAGTGGAACTNATAAATGCAACACCGATGGGTCAGGGATNGATNCTTTTGCCTTATTTGTANGAAATGAAGAAGGTGATTTCCTTTATACTGAGACNAGGGTATTAAAACATGTTTCAGTTATTGAGTCTTAAATNAAAGCTATCAAAATGGGCCTAGATTATTGTTTGCATAATAATCAAGTTCCNCTGATCATTGAGACGGACTCTCTATTGNCTCAATAAGTATTAAATAGAAATTGGGAGGTTCCATGGTTGATAGCTTGAGATGTTAGGTACATAAAAAGTCCGATGATNAATAAGGAGGTGGAGATATGGCATACATTCAGGGAAGGGAACTCCATAGGCAGCNTTTTCACAATTCGTATTGTAGATTCCGCAATAGGCTAAAGCAATTGCGAAATTTGAAAAAAGAAAAAATTCTAATTTGCGGATAATAAANGTTCAAAACAAGGACTACATGCTACAATAGGNAGACATAGAGTAAANTAAATGTATCAACAACAAGGAATTGGGTAACAGACTCAGATGATATGCAAGAACTAGAACAGAGAAATATCTAGTAGACTTCGAAATAAAACCTATTTTTTTGTTATCTTGAGCGGTGGTATCAAATCCTTTAGGGTTTTAACCTACTGGGACGATANATCAGAGGTGAGAACCAAAGAAAACTAAATATCAATCGAAGGGGTGGAAGACTTATCTGGATTAAGCTCGATTAAGCTTGAATGAAGTTTGGGAAAGATACCGAGACCGTAAATTTGAGGCCATTTCAAAGGACAATGAACTGAAATTCTCTAGAACATCTCGTATCTCTACTGAAATTTAGATCTACGCCACTCAAATTGAAGAAGTCTTCATTGGTTCGAATCATAGCGTTAGTGAGAAATTTGGCGATAAAATGATTTCACACAAAATTTGTGTGTCTTGTAGATTNTAGTTTGTGCGGAGGTGTTGAGAGATGAATGGAGATNTGCAAGCTGGATTTTCATCGGAGAAGATGCGGCAATTTGGAAAGAGATCGGAGTAAATGAAATGGAGCTCTTCCTTTTTAAGCTTTCCATTTTTNTTTTTTTTTATTTTGTTTTTTTCTCGTTGAATGCAGACNACTTTTGATNTGTTCTTTATACTTTTATTTTATTTGATTTAGGAATGAGTTAATTTTTATACTACTTTAAATTGATTATATAATGACCAATAGGAGAACGCCAC

>rnd-5_family-4897#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

ATTATTTTAATTANATATTTAAGCATGCGAGTCTAAGTGATAACAATAAAATANATATACTAAGCAATTAATAAAGAGATAAGCGAGAGGATAGAAAAGAGACAAATAAATAAGCAAACAATTTTATTATTTTATTTTAANCTACCCCAAATAAATATAATTAAAACAAACAAGTAAAGGGATAAAAGGGAAGGGAGACTCTAAGAGACTTTTTGGATCAGCACTCGACT

>rnd-5_family-1739#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

TTTCCCCTAAAGCTACAATGAAATTGTTTTGGCCTGTAACACCCCGTATCCAAAATAGACCAAAAATCAGCTTTTCAGTGAAATCTGCAGGTGCAACAGACGGTTGACATCGACGGACCGTAGCCTGACCCGCTGCCCGTGCTGCACATCCATCGATTGCGAATGAAACTCCCCCAAGACGCAGACCAAAAAATTTGGCTAAGTGTTGAACGACGGGCGGACCTACGGTCCGTAGGTCAGACTACGGTCCGTAGTCTGATTCCGTCGATCAAGACTCCATTAACCACTCTCCGACAAGAACCACGATTGACCAGCACGGTCCGTAGATGGACCTACGGACCGTAGCTATGACCGTAGGTGGAAATTAGCATACAGTTAGAGGGAGAAATGTAGTTGGGTCACCTTCAAATGATCATATCTCTTAGCACAAAATGAATTAGGTGTCCCACGACCTATCGAATNATAGATAATTGAATTAACTTTCCATAGCCACCGACCTTGCCAAAATCAGACCTACGAGTAAAACGTTATGCCCGTTTTAGTAAAGGGATGTCGAACAGACCCAACCTATAGACCCAAAAGACGGACGATCGATTTAACGAAGACTCGTCTATCTAGATCGTCGTTTGGCTCCGACGGCAATTAACTCAGGGGTCGTTTGGTCTTTTCGCACTTTGTGTTAAACGCCTAATATACGTCGTTTTGACCCTTAAATTATAAGACGTTTTGGTCAGTCTAAGCCTAGAAACATAACTAAGNNNACCTACGTTAAGTCGAANTCATTNACNAAAAANTCTGAAATCNTAGAATNTTAGAAGCGAGAAAAAGNCGACGAGAAAACAAGGTCGAGAAACCTAGCTCGANAACGAGCAANAAGATTTCTTCAGTTCCAGCCCCGAAATCNAAGTATTTCTCTNCGGGATTCGTCACTAGTGGGTTCNTTTCACCCATTGGGTCCCTNANNTCATTNAGTCCTANAATTCGNTTTAATTCTCTTACTCATGNTTAGACCTAGGGTTTCTAGAACTTCGATAGAANTTCGTGGATTAGTTAGATATATGTTCTAAATTANATTGTAAAGTTATTATTCGGTTTATCGCATGAATTTCAGAACCCTNGCTATGTATTTNTTTAGTTCTCGAATTACGCATGTTAGGTCAGATATTTCAGTTATTNAGATTTACATGCCTCAGTTTCGAATGCATCATTATCAGTATTAAATATTGCATTCTCAGTTTGCATGTTCAGTTTTGAGCTATCNAGTATTTACAGAANCTCGNTCATAATGTGTTAATTACTNAATTCATTGGGAGTAGCTTAATACCGAGTTGGACTAGGGTTCAGTGTACCCGATTAGTCCCAGAACTACTTGCCAAGTAGGTCGTAAGTCCCCTCTGTGGGCATCATTTTAGTGATCACGCCAGCATGCCTTTATACCTCTGGCAGGGTATATTGGGTCCTCTCGATGGGGCGTATACATCGGACTCCACGTTTAGCTCATGTGGTTTTATTGTCGGTTATTAGTAGCTCCCACAATTCAGTCAGACTCCATTGCGTTGACCATGTTATCAGTACANTCAGCATTCAGTCTCAGCATGTTATAAACTTGGTCATTGCATTCAGTTTAGCTCATGTACAATATTTTCAGTATTCATCATGTTCAGATTATTATACTTGCTTTTGTGCTTGTTCAGTTATGTTTTATTTCAGCTTTACTCTATCCTACATGCTCAATACCTTTCAAGTACTGACGCATACNTGCGCTACATCTTCTCGTGATGTAGGTTCAGGTCCTCAGCATCCAGATCGCGCGTAGATCGGTTCCCGATCTCTAGTTCAGCAAATTCAGTGGTGAGTCCTCATTTCTCCGAGGACAATAGTCATGAGTTCATTTCGTTCTTTTAGTCCTTTAGTTTCAGTTTTTGCTAGANTTAGCTGGGGCGTGTCCCAGCATTTCTAGTCAGTTAGAGGCTTATTTCAGACATAGTTAGTTTCGACTTAGTATTGAGTTGATATTTCCNTTGTATTAAACTCATCGTTTTCAATTATCTCAGTTTTAGAATATGGGTATTCCCCATATTTTNAGTTTAAATTATGATTTAGCTTCCGCACATATTTTATTATCTTTAGTATGCTCATGATCATGCCAGCAGGGTTAGCTTGGGGTCACTCGTGATCCTAGGTCCCGTGTCCGCGTCCAGGGGGTAGCTTGGGGCGTGACANAACTTGGTACCAGAGCACTAGGTTTAAGAGTCCTAGGATGTCTGAAAAGCCGCACTAAGTAGAGTCTTTTTCATGGGTGTGAAGTGCACCTCATCTAATGAGAGGGAGGCCGCAAAGTGTTTTAGGAAGAAAAACTTCACTTCTTTGTTACTCTTATCGTGCGTAAGGTATGATCTAATTTNTCGTTCTAATCCTTNTATTCTGCGTTTCATATCATGCCTCCTCGTAGAGCTTACGCTAGGAATGCGAATGCCAACGAATACGAATGNAGCTNNTCTAAGGTCATGTCCAGATNAAGAAGTTTCGAATGCTNAATTTAGAAATGCTATNCAGTTGTTGGATCANAGTATGACCGACCAGAACAATCAACAAGGTTCCAGTTCCGGTGCGGAAAATGCTAATGTTGGGTCACCTGCAACTAGAGTTTNTGACTTTGTTCGGATGAATCCGCCTGAGTTCTTAGGATCGCAGATTGGTGAGGATCCTCAAAATTGCTTGATTGATAATNTTAAGAAGATCTTTGGGGTAATGCAGCTCGCTGGGAATGATCGGGTTGAGTTGGAATCGTACCACCTAAAGGATGTTTCTCATATCTGGTACACTCAGTGGAAGGAAAACAGGGGTACATATCCAGCTCCTATCACTTGGGATTGCTTTAGTGAGACCTTTCTGGATAGGTTTTTCCCAATAGAGTTAAGGGAAGCAAAATCTCGGGAGTTTATGAACTTGAGGTAGCGNTCCATGANACTCCAAGAGTATGGGCTCAAGTTCAACCAACTCTCCGGGTATGATCCTCACATGGTTGCTGACTAAACCGGGGCTNAGATGAACAAATTCNTCTATGGGGTACCNGATCTGGTNAAAACNGAGCGCAGGAATGTTNCGATGTTACTTCGGAGATATGAACATCTNTAGANTTATGACTNATGCTCAGCAGGTTGAGGGTGATAANCTTAGGGAACAANCTAAGGAGAATAAAAAGGTTAGGACCGGGAACTATGACTATTCTAAGCAGAAATTGGGTGGTCGAAATCNCTCGCAGAGTCAGNAANAGTTTCTAGCTCCAGCCCCTTCGTCAGCTAGTTCTCCATCCTCCAAGAACAGGTACGACCAGAAGTATAGAGCACCAGGCTCTAAATCTTAGGGAAGTGTTTCAGGCACCAATACTTACCTCACTTGCCCTAAGTGTGGTAAGAACCATCCGGTCGAGTGTCTCGCGGGAAAATAAGGATACTTTGGGTGCGGCCAAGTCNGGTCACAAGTNGAGGGAATCTCCATTCTATTTTCACAGGGTNAAGGANGTTTGCCAATGGTAGAGCTCTTAGACCTATAACTTCATCAGCACCAGCAGGTCGCCCGACTCACCACGGTAACTCGTCTGGTACAGGTGGCGGTCAGTCGCAGAACAGGTCGTATGCGCTATCGGGCTCGACAAGANTTAGAAAGGTNTCTCCAGACGTGGAAACTGGTACATTATCAGTCTTCGACCNTGGGATGTNTATGNNTTGNTAGACNCGGGGGCTACNCTNTCNTNCGTTACTCCATTTGTTGCTAAGAAGTCCGATTCAGTGTCAGCCCAAAAACTCTCTCAGGTGAACCNTTCGTAGTNTCNACTCCAATTGGTAGANCCNATCATAGCTAAGCGGGTNTACNNNNATTGCGCNGTCACGGTATCTCACCGAGNCACNTCAGCNGATCTNGTNNANCTAGAANTGGTNGACTTTGATNTCATCNTGGGCATGGATTGGCTGCNCTCCTGTTATGCCNCNGTCGATTGTNGAGNTAGGGTTGCCCGNTTTNAGTTTCNANGCGAGCCAGTNTTAGAGTNNAAGGGGAATGTTATGNTTAGCACCTAGATGGCTCGAGTTTATTTCTTTCCTTGAGGCACAGAAAGCTTATCGCAAAGGGGTGTCTACATCACCTAGTTCGGGTAAGGGACCTCTAGCCGTGGAAACATATGTCGACTCTTTAGTCAGTACCAGTGGCGAACGAACGTCTTGACGCGTATCCGTGAGCGAACTTTCGGAGCACCCCCGATTAGAGAAATCGACTTCGGTATCGANCGTGGATCCTGATACCCAGCCTGTATCAATTCCACCTTATAGAATGGCGCCTGCTGAGCTTAAAGGAATTGGAAGAGCAGTTGAAAGACCTTCTTGATAAGGGTCTTCATCCTACCCAGTAGATCTCCTTGGGGTGCTCCACTGCTGTTCGTGCGTAAGAAAGATGGTACGTCGCGAATCTGCATTGACTATAGACAGCTGAATAAGGTCANAATNAAGAATAAGTATCCCATCCCTCGGATAGATGACTTGTTTGACCAAGTTACATGGACCTAGTCATGTTCTCAAAAATTTACCTAAGGTCCGGTTAGCACCAGCTAAGGGTTCGGGATAGTAGACATTCCCAACACACCCTTCNGGACGACGTATGTTCACTATAAGTTCGTGGTTATGTCAATTGGGCTAACGAATGCCCCTTCGGCCTTCATGGATTAGATCAACAGTGTGTTCAAGCACTAACTGGACTTGTTCGTTATCGAATCTATACTGATGATATCCNCGTNTACTCNNNGGATGAGGNAGNACATGCGAGNNATTTGAGGNCNGTNCTACAGACNCTCAAGGANCACCANTTATNTGCTNNGTTTNCCNAGTGCGAATTCTGGNTGGGCTCAATAGTTCTTTGCTTGCCTTGGTCATGTTGTATCCGACGAAGGGATCTGGGTGGATTCACATAATATAGAAGCGCTGAAGCAATGGCCCAGGCCTACCTCTCCTACTGAGGTACGCAGTATTTTCTGAGGTCTAGCCGGCTATTATAGTAGGTTCGTGGAGGGTTTCCCCTCCATTTCTACTCACCATTGACTAGGTTGACNCAGAAGGTGGCTAGGTTCCAATGGTCAGACGATTNTGAGAGAAGNTTTGCGTAGTCAAGAGCATAGATTGACGACATCGCCAATGTCTAGTACTTTACCAGAAGGCGGCGAAGAATGTTATGTTGTGTATTATGATGCGTTCAGGTGTAGGCCTAGGTTGTTGCGCTGATGCAGCGAGATTGGAAGGTTATAGATTATGCCTCTAGACAGTTTAAGGTTCACGAGAAGAACTATCCAACCCATGACCTCGAGCTTGCAGCAGTGGTGTTTGCACTCAAGATCTGGAGACACTACCTGTATGGTGTTCATACTGATTTTTTCAGCTCANAAGAGCCTCCAGTATNTGTTCANCCAGAAANANTTGAACCTTCGCCAGAGTAGATGGCTTGAGTTCCTTATAGATTATGATATGAGTGTGCATTATCATCCTGGTAAGGCAAAAGCAGATTATCTATGGGTAAGACCATGTTGAGGAAGAAAGGAAAGAGCTAGTGAAGGATGTTCACAGGCTTGCTCGTTTAGGAGTTCGNCNTACGCCTAATGAGCACGTCAGCATAGTGGTGTAACAGTTCAGAATGGGGTAGAATTTTCGTTNNTGATAGTGGAGGTTAAAGGAAAAGCAAGACAATGATCCAATCTTGCTTGAACTTAAGGGTGCAGTCCACAATTANCGAGAGAGGAGGTTTNNTCTCCCAAAGGGGAAATGGTGTACTTCGCAACGCCGGGGTAGATTATGTGTTCCTGATGTAGGTGGGTTGAGANAGCANATCNTNGNNGAGGCNCATNGCTCCNGNTGTTCNATTNNCCCNGGCGCNACNAAGATGTATCGTGACTGTGCGGGAGGTNTACTGGTGGAATGACATGAAGAGGGANATNGCGGAGTTTTTATGTAGCAATGTGCCCCAACTNCCAGCAAGTCAAGGCAGAGCACCAGAGGCCCGGTGGCCTCGANAGATCCATAAGTATCCTGCTATGGAAATGGGAATCGATCAATATGGACTTCGTCACAGGCTTGCCTCGTNCTCGCTGTACAACATGANTCAATTTGGCTAATAGTTGATAGGATGACTAAGTCAGCACATTCGTCGCCTATTANNATTCGNNNCCCCAGCATNCGGCTGAGGACTACGCCAAGTTATACATAAGAGAGATGGTGTGCTTGCACGGGGCCCATGTGTCCATCATCTAAGATAGAGGTGCCCAGTTTACAACTCATTTTTGGAGGTCATTTTCGAAGGGGCTTGGTGCGCGAAAGTGAATCTTAGCACAGTCGTTTCATCCACAGACAGATGGTCTGGCCGAGCACACTGTTAAAACCCTTGAGTACATGTTGAGAGCATGTGTGCTGGACTTCAAGGGCAGCTGGGACGATCACCTACCCCTGATAGAGTTCGCTTACAACTATAGCTATCACGCAAGCATTCGTATGGACTCCATTATGAGGCTCCGTATGGGCGGAGATGCAGATCACCTATCGGTTTGTTTGAAGTAGGTGAGGCAGTTTCAAATACTAGGTCCAAATACGGTAAACCAAGACTTTATGCTATGGAGAAGGTGCAACTCANTACGAGANNGGCTNAAGACNGCCCANAGTCGNCAGAAGTCNTANGCGGATGTGNGGNGNAGGGANCTAGANTTCCAGGTTGATGATTNNGTATTCCTTACGGTGTCACCTATGAAAGGNGTNATGNNATTTTTCAAGGAAAGGCTATATGTTGAGCCTTATATGTATTGGCCCTTANAAGATCTTGAAGANGNTTGTCGAGGTGGCGTATGAGTTAGAGTTGCCAACAGAATTAGCAGCAGTGCATCCAGTCTTCCACGTCTCACTNTTGAAGAAGTGCGTGGGTGATCCAGCCTCCATAGTGTCGTCGAAGAGCGTAGGCGGTGAANNTAATANGGCCTTTCNTACGAGGATGTACCAGTTGATATTCTTGACCGTCAAGTTAGAAGGTTGAGGAATAAAGAAGTNACTTCGGTCAAAGTTTTNTGAAGGAACAAATCCGTAAAGGGAGGCTACTCGGGAAGCGGAAGCACAAAATCCATAAAATCCAAGTATCCTCACCTCTTTCCTTCCTATTCCACTCCAGCCGGAGCTAATAGTACCTCTTAAGTTTTTCAGTCATTCACGCGTCAATTCCGCCTTAGAATCATGTCCCCTCAAGTTTGTACTCGCGTTTTTAACGTATTTGCATGTTTTCGTAACTTCTCGGAACTCAANTCATGAGAAACTCAGTTCTCNGTGTTTAGTAGTAGGGATTGCANCTCCCTCCCTCCANTTNAGNTAGTTTAGTNNTCATTTGAGNACGAATGTTCCCAAGGGGGACNCAATGTAACACCTCGTATCCAAAANAGACCAAAAATNAGCTTTTCAGAAATCTGCAGGTGCGACCGACGGAGCCANCGACGGACCGTAGACTGACCCGCGGCCCGTNCTGCACATCCATCGATNGGGTCAGAAACTCCCCCAAGATCTCAGCCCAGGAAAATTTGGCTAAGTCACGATCGACGGACGGACCTACGGTCCGTAGTCCGTGTCCGTCGATCGACGCCCCGTTTACCCACTCTCTGACAAGAACCACGGTTGACCAGCACGGNCCGTAGNTGGATCTACGGACCGTAGGTATGACCGTAGGTGGAAATTAGCAGACAGTTAGGGGGGAAACGTAGTTGGGTCAACTTCAAATGATCATAAATCTTAGCAAAAAATGAATTAGGTGTCCCATGACCTACGAAATGATANATAATTGAATTATCTTTCCATAGCCACCGACCTTGCTAAAATCAGACCTCCGAGTAAAAGGTTATGCCCATTTTAGTAAAGGCCTATCGAANAGACCCGACGTACGGACCCAAACGACGGACCGTCGATCGAACGACGGNCCGTCNGTCTAGGTCGTCGTTTGGTCCGACAGCAATTAACTCAGGGGTCTTTTGGTCTTTTCCCGCTTTGTTTAGACCCTAAGATACGTCGTTTTGACCCTAAATCATNANATTTTAGTCAGTTTAAGCCTAGAAACATAACTAAAACTTACCTAAGTCAAATCATCAATCAAAAACATAGAAAATTAGAAGCAAGAAAGGAGAAAAAGGTCGAGAACCCTAGTTCAAGAACGCAGCAAGGTTCCAGCGGTTCCAGCCCCGAAATCGAAGTATTTCTCCGTGGATTTCGTCACCAGGTATGTGGGATTTCACTAGTGGGTTCCTTTCACCCATTGGGTCCCTAGTTTTCAGTCAAGTTCTTGATTCTCNTATCATGATTAAACCTAGGGTTTCTAGAACTTCGATAGAACTTCGTGAATTAGTTAGNTATATGTTCCAAATCAGATTACCATGTTATTATTCAGTTTATCGCATGAATTTCAGAACCCTAGCTATGTATTTCTTTAGTTCTTGAATTACACATGCTAGGTCAAATATTTCAGTTACTTCAGTTATACATGCCTCAGTTATTAATGCATCATTATCAGATTAANTGTTGCATTCTCAGTTTGCATGTTCAGTTTTGAGCTATCCAGTATTTACAGAAACTCGGACATAATTAGTTAACTATACGAATCCATGGGAGTAGCGTAATACCGAGTTGGACTAGGGTTCAGCGTACCCNAATAGTCCCAGAACTACTAGCCAAGTAGGTTGTAAGTCCCCTCTGTGGGCATCAGTTTAGTGATCACGCCANCATGCCTTTATACCTCTGGCAGGGTATATTGCGTCCTCTCGATGGGGCGTATACATCGGACTCCACGTTTAGCTCACGTGGTTTTATTATCGGTTATTAGTAGCTCCCACAGATCAGTCAGACTCTANTGCGTTGACCAGATTTATCAGTATANTTANTATTCGGTTTCAGCATGTTATAANTTCGGTATTGCATTTAGTTTAGCTCAGAATTCAATTCATCATGNTCAGATTATTAAAATTACTTACGGTTATGCATGTTCGGTTATGTTTTGTTTCAGCTTTACCCTATCCTACATGCTCGGTACCTTTCAAGTACTGAAGCATACGNTGCGCTACATCTTCTCGTGATGTAGGTTCATGTTCTCAACATCCAGAACGCGCGAAGATCGATTCTCAATCTCGNAGTTCGGCAAATTCAGTGGTGAGTCCTCAATATCCGAGGACGGTGGTGACATGAGTTTCATTTCATGCTCTTCGCTCATGCAGTTTATGTAGTTTTCTAGATTTACGTCGGGGCATGTCCCAGCATCTCTAGTCAGTTAGATGCTTATTTAAGACATAGCTAGAATCAATCTTAGCTTTGAGTTTGATAATTCAATTGTTATTGAACTCACCGTTTACAATTATCTCAGTCACAGTGTATGGGTATTCCCGTCATTTCAGCTTAATATGATGGTTTTAAGCTTCCGCACGATATTTCTTAGTTCAGTTTATCTTTAAGTATGCCCTTGATATGCCGGTTCAGGGTTAGCTTGGGGTCACTCGTGATCCTAGGTCCCGTGTCCACGTCAAGGGGGTAGCCTCGGGGCGTGACAT

>rnd-5_family-2415#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

TAATTGATTTCTCTTAAATCATAAGATTAATTGATTTTTCGAAACTTAGTCATTTTTTACTNTTATTATATTTTTAGAGTAAAACATAAATGACGACTCCGCTGGGGATTAATTAAGTTCTAACCATGAGATTTGACTGTTTGACTAATTGTTATTAGTTGTTAAAATGATGTTTGTGCCGAATATGTTTAAATTTTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCAATTTATTGTCTACGGGGGNGGGGGTTGACTAATCTTTGTTTGCTATTCTTGTAGGATGGATCCGACACACGAGCCTTTGAAAACAAGAATGGTTACTATCCCCGACCCTTTCCTCAAAGTATGGTGGAGGTTCATGAACAACGATGACAAAATGATCGTTCAGAAACACATAGGTCACCTTCCGTCGCTGCTAGAGATGAATGCGTGGCCTGGCCTAATTGGAACGATGGTGAAATTCTGGGATAGCGAGAACATGGTTTTTCGGTTCGGGGAAGTAGAGNTGACGCCGACTATNGAAGAAATCCTTATCAGCTATGAAAGTGTCGCCATGTGCAACAAAAGGAAACGACATCCAGATACAGATCTTCTAAATCCCATAATATGGGATTTCGCCGAAATTAAAGAAAAGTTGTCGTTGGTTAAAGCCGAGTGGATGGACAAGCTCCCCGGCCCAAACATACCNTTCAGAAAACTGTATTATCGATTCGGGCGTGCGAGGGCTTACGAGAAATTTAAAGACGAGTTCGTTTCGAAAGAAAAATGGAAAGAGACGCGTCCCCTCGCATTTGCGATATGTTTGCTCGGAACGATGGTTTTCCCTCAAGGGCCAAAATACACTATTCATCCTAGTGTATTTATGGTCACTCATGCCATCTTCTATGGAGTGGATTACAAAACGTCGACGAAGTACTACACTTTAGCGCCTATNATTTTGGCCGACATCTACAGGGCTTTAGACAAGTGTCAGAGCGGAGAACGCTTCTTTCAAGGGTGTAATCTGATACTACAGTGGTGGATGATGCGACATTTGATCAAGACTCATAATCCGAAAGAACCAGATCCCCTAAGGCGGTCAGACGAGCTACATGGTCATGACTGGTGGTTGTATCACAATCGTTGCAACAAGACTGGAGGAGAGAGTTTTTGGTATCCGAGGCTTCGAGGGCTGAGAGAAGAAGACGTACAATGGTCGATAGATAGTTTGGTGGTAACTAAGAATATGGTGGTTCGAACTGAAAAGGTCCCTTATTTGGTATTTGCTGGGTTAAGAGGGACTAGACCATATGCTCCCGGTCGAGTTCTGAGGCAACTAGGAGGGAAACAAGAGTTGCCCCAGATCGCAGATATGAGGAAATTCGCAACTGACCACGAGAATGGGCGAGTCGCATTTGCTGAAGACATGCGTAGGATGTGGAGATCTCGAAGAGTGTTGGGTGAGCCTGTACCAAACAGGTTTCGTCCAGAATGTTCGAGGGAGTACAAAGAATGGTTGAAAAAGAGTCTCGCTGGAACTATTGAGCCTGGTCCGAACGTTCCTCACATTATTGCCGATGTTGGAGCCAAACATCAAGTCCGACTTCACCGCCTTCAAGAGAAGTTTGATAAGAATGAATTAGAGCATCAACGTCGTCACTCAGAAGACGCCAAAGTCATAGCTCGATTGAAACAAGAACTACGAAGAGCCAGACAATGCATGGCAGAGTTAGATGATAGCATGGAACGACAGATTCAGTCGATAGAGGGGTTCAGACATCAAGAAGGAGCTCGATTGGCGAGAGATCATCTCTGGGCGAACAGATATGCTATGTGGGAAGAGGTCAACATCGCCAAGAGGACCAGACTTGGCGAAGGATCAGAGGAGGCTTGAATTTTATTTACCATCCCCTGCGTGGGACTGCTTTATTTGTACTTTGTTTTGTAATTTATTTTCAGAACTATTTCTCTGTTTTATGTTTATCAGACATTTTGGATGCTATTAATGAANTATTTTGGGGATAATAAATCG

>rnd-5_family-63#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 20 )

TCAAAATATTTCAAAAATCCCTTTTTTCCTCTTTTTCTCTCATTTTCTAGATACATTATTCACATCCCTTCAATTCAACGATTTTTTTCCTATTTTTACGCCTAAAATCACTCCCATATATCAACAGTTACATCAATCANTCAATTTTTGAATTTCAAATCTATTCTCTCTCAAGTTCATCAATTTCAAGTTCCTAAAGAGATAGAACTATTTTTTCATCAATTTTTTATTTTCAGTTCTTCAGATTTCGTTTTTTTTATAAAAAAATTATTGTTTTTATTTACAATTTTNTTATACATATGAATTTTGCTCCCTCTTTTTAGTATGGTACCTTGTGTATTTGATTTTGATGATGAAAAATTTCATGAAAATAGATCTAATCTACTCATTACGATTTCGATGATGATGATTGAGCTGAAAATAGATCCAAGAGGTTGTAGGATCCATCGACGNCGACGAATCATAATATTTAGAAGACGAAGTCGAAGAAGGATGAAACTTCATCGTTTAAAGCAAATGTGGAAGAACTTCATCCCTGGTGAGTTATTTTTAAAAAATTTAGATATGTTGACAACAATGATACATTATCATATTATTTTGTACCTTGCTTTAAATCTTTACGAAATTATAAATAAAATCGTAATTTTGATTCTTTTTATTTTTCGATATATTGTCACTAATCTATCAAACTATATAGTAGAAATTATTTTGATGAGATATAATTTGCAGAATAGTGTATCATATTATAAAATAGTTTCACCACGATACCTAAATAACATATAATGAATATATGATGTTTCATTTAGTATCAGAAACAAATATCATCGAGTNNCGGGTATTGAGTATCAGTTACTATNTATCATCATTATCGTATCAACTAAACAATAAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGACACATCAATTAATATTTTGGAGGGTTTACTGTTTTTNAAGATACATTTTCTCAAGTTTTACAGTTTTTGAACAAAATTGTTTATTTCGAATATGATATTTGTTATCGTTAGTATCTTGTNACGTTTGTTTATTATAAGTATTTTATACGTCATATACTATCTGATACAAATATATCAAAAATCATGTATATGATACACGATTATAAGTATTTTATACATCATATATTTTATACTCTATATTAATCGTAATATAGAGTATATTACAATTAATATATAATTGATACTATATTATTAGCAGATACAAGATTTTTCAAAACTTTATTATGTATATGATACACGATTATTTTTNATATAACAAAATTTGTATGTATCACAACACATGATACTATATTTTTATACTTGATACAAATCAGTTAATTTTCAATATATTTAGTACCTTTTAACATTATGTCTCTTATAAATTTGGTACAAATGACTACAGTTGATACTATATTATAAGCTGACACAAATTTGCCAAATAATATATTATGTATATGATACACAATTATTATTTGTCATGCTTTCAATANCACAAATTGATGCGTATAAGTTGATACAAATTTGTCAAAAATATATATTANGTATATGATACACAATTATTATTTATCATGCTTTCGACATCACAAATTGATGTGTCTCACAAAATTAAACCTGATACTATATATTTACGATTGTTNCAATCCTCTAAATTTGTAATATATTTAGTACCTTTTAACATTATGTCTCTTATCCTATACACATCACAACTCTTATCCGATACATATTACAACACTTGATACTATATTATCCGATACAAAANATTTCAAAGAATTAAGTATCAAATTCATTATGTTAAACAAATCAATGCAATGTAATAATATTTTCAGTACTTATTAGCAGTTACGTATACATTAATTACTTAACCAATACGACGTATATTTTAAAAGCAACTTTATATCAAACGCAAAACAATACACAATACGTATACCGTATTCACTTTATAAAAAAATTAACAATAAAAAAATATAGACAGAACTGAAACGTACGTTACAACGTANCATCACAATTTATTGGATCAGAAATTAGTAAGCTAAAAGCACTTCGTAACGTAAACATTCGTAACAGTGGAAAGAAATATTATAATTCGAAAAATTATTAGATCTGAAAAAACAAAGTACTCCAAAAAAGTATTGATCAAGATTCTTTTGGGAAGAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACACACTAATACATAGATACAATTGTACCAAATATAAAATAATAATCTCTCTTGACACCAAAGGTTCAAGAAGCCAAAACAACATCCCAAACCAAAAGAAAATAAAAAGAAAAAACAGCCATAAAAAAGAATCAAACTTTTACTGTGTTTTCGAAGAAAAGTGAGAAGGTTTCACAATTTGAAATTCAAAAATGCCTAATTCAGTTAGAGGTTTATGAAGACTGATCGGTAGAATTGTTAAACGTNCGCGTGATTCGTGGGATTAATTATAATTTCCTTTTTTAATCCCTTTTTTAACGCAGTAAACTGATAACAACAACTTAATAATTTAAGTATCCGTCCGTTATTAATTAAAGTATCGGTCTGCAATATTATGTATCCGAAATAATATAAAAAAGGAATTTTTGGTAATTAGTGAAAGAGTAGGGATAGAAAGTAATTTCTNTCTTAGACTATGTGATTTGCCTAATTTTT

>rnd-5_family-569#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

AAAATAAAATATCTTCTATAAAAACCAATTTAGCTACGGTTAGTATAATTTACATAAATTTCATAGTGTTAAGAGTTAATTACATTATTTTCCTATTTTTTTCAAATTACAAAAATCTCTTAAAATTTATGGATTTCGGATACATCANTGGACTTCCGGATACATCANCGGACTTTCGGATACATCAACGGACATCCGGATACATAGGCGAGGGATGTATCCGAGAGGGGAGGGACGTCCGGATACATNACTGGACTTCCGGATACATCGACGGACATCCGGATACATAGGNGANGGATGTATCCGAGAGGAGAGGGATGTATCCGAGAGGAGATACGGATGTATCCGAGAGGGGAGGGATGTATCCGAGAGGGGATAGGGATGTATCAGCGAGAGGAGAGTGATGTATCCGAGAGGGAATTTTTGAAATGTTTTTAAATGGTAGAAATTTTAGAGATTATAATAAAATAAGATATGTATTTAGGTAATTTTTCCTTAATAANATTAGGCAGATCACGA

>rnd-5_family-4337#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

GGCGGATCCAAGATTTGAACTTTATGGGTTCGAGTTCGGAATTCTATCACAACTCATTCGATTTACCGGGTTCGAAATCAATTATTTGTACTTATTTAGTGAATTTTTAACACATATCCGAGCCAAAGCTATTGGGTTCGGATGAACCCGTAACTCGCACTCTCCA

>rnd-5_family-2561#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 20 )

GACCAAGTAGGTGCATCACCTACTAAGACTCTTTTGACCGTGTTATTGGGCCAAGTACACTACACCTATTTGCATTAATCTAGCCCAAGTTGAATAGAAGAATAAGGGGAAAATGGATAGCCAAGGCCCAATCTTCCCAAGCCCACAAGAAATAATTTTAATGGAAAACTAGGTGCATCACCTACTTAAATGTGTGGCCCAAATTAAAGACACATGTTGGCTGCAAATGAAGTACAAGAAAGGTGGCAAAAGGGCCAATGTTCTTAAGTCCAAAAAGTCCAAATGAAAAGTCCAAGTAGGTGGGTCACCTACTTGANAAATTATGGCCCAAAATGAGTGAGAAAGTCGGCCAAAGCAGGTCCCTTTAAAAGAGATTGATATAAGCTTTTTCAAACCATTTTACTTTGACAAAAAAATCTGATTTCTAGAGCTTTCTCTCTTCTCTCTCTTAGATTCATACAACAGCCATTAAATACCATTAGGGTTCTTGAATAATAGGNATTTCAAGCTATTGGAAGGTATAATTTAAGACAAGTTAAGGAGGACAACCTTTACCTTGAAGAATCCAAGTCTTAGCAAGTGGTAGTTNTGTCCAGCAAGGTAAGCTACTGCAATTTTCTCCCTCTTGTGCTTGAGTTAATTAGGACACTTGGTATGTGTTAGTGAGTTGGAAATTGTTACTTTTACATGGTGAATATTGGGGAGGATGTTCTGGTGATTAGTGCATGTTGGGACAGCCATGGNGGGGAGTCCTCTTTAAATTAAGTTATGAGCTTGTTCGAGCGCTTTAAAAGTAATGTTAGCTCTTCAAGTGCTGGTGATCAGAAACCATGATTCATATTGCTTCTGTTACATTATTATGTTCAAGGATTGTTTTATGTATGTTATGATAAGGGATGTGACTGGATGTGCGGGGAAGTTANGGAGACGTTAAAGGACTTAAATATTGCAGGGAGTTTTGGGGAGGACCTGATACGAAGGTTTTACAGTATATAGACGCGATTAAAGGGANAGGGAAGGAAAGAAACACTGGCTAGATAAATTGCACGTTTACTGCTTCGTTACTATTTTGGTGNGATCAAGCGGCTCAAATTGATTTATTAGCTACTAATACTAGTCTTACGACTTATTTTATTGTAGATTAGTGATNTGAAGAGAAGGAGCTTAAGTCATACGTTTTGAATTGTATAGCAAGGTACGTAAGGCTATTCGATTTCCTATTTCTTTGCATGAATCCAAAACTTGCATTACAAAAAGTAAGCTTTCTACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTAGACTATAATGTTACCTCACAAGATCNCTACTTGCTCNATTGTACGTTTATATGTACTTACTTGGAATATGTATCCGTCCTTAAGTTGAATTTGCCCACATTTCCCCCTTGGTTCCACATTCATGAACACCTTGTACTTGTATCATATAGAGTTCAAATCTCTTGGCTGAATGTTAAATGTCTTCACTTGATATGTGCTTCAATTTGAGATGTCAAAATGCTTACCGAGTCATATAAGCTCCTAAGTATTACGTTCGTGTCACATTTGCTTCCCACGTCATTGTTATTATCGTAAGTCCATATTCGTATGTCTTCTACTACTGGTCCATAGTTCCAAATCTCAACAATGATTATGACCACCAAAACAACAATCNCAAAAGAGTTATGANTATCCAAAAGAACAATCTCAAAAGAGTTAATATTTATCTNAAAGAACAATCCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>rnd-5_family-1322#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TTTGTCAATCTACAAAGACTCTTCCTTCCCTTTTATCGAGGCGGATAATGAGAATGAGGCACTAGTTTATCAAGCTTCTGAGGTAGTGGTTATTGAGCATGTCCCCGAGGGGAGTGTCATTCCAAAACCAAATATGCCCATCGCGTCTGTAATGGTGGTGAATGAATTGCTGAAACATGGGTTTGAGCCGGGTAAAGGCTTAGGAATCTGCTTGCAAGGAAGAGCTTATCCTGTGAGTCTACGAAAGAGCATCGGTACTTTCGGCTTAGGCTACCAACCTAGAGTCGAGGACAAAATGAAGGCAAAGAAGCANAAGAGAGATGTATGGTCACTTACCAAGCCTATACAACCAATCTACAAATCTTTCATCAAAGCCCGCGCAACAGAATCTTATCAATCATCTTTTCCAGAGCCAGTGATGAAAGTTAGCGAAGAAATGATCAACTATTTTCAAGATTTATTTGTCGAGGTCGATATGGTGGAACTCGGAGAAGGCACTAGCGACANAGATGTGCAGTTCATCGGCCCTGATGTCAANCTAAACAATTGGGAGGCCACCCCTCTCCCCGTTAAAGACGAGTCTTGGTAGTCTGTCTTGTTTTTTCTTTTGTCGTCCGATTCATTCAAGGGTTGTAATTCGGATTTTATCTTGTCGTTTTATTGTCAANCNTTCTATTTCCCTTTTCAATAGGATGTAATTGCATCTTTATTTCAGTCTAATATATTTGTTCGTTTTCTTTTATACAGTTCTTTCTATGCCGATTCTAGTGATATGACATGCATGCGGAATTTTTCGCCAGATCTTAATATCCAATCTAATCTTCGACCTAATATTGAAATAATAAGTCAAGAAATCGAACATGAT

>rnd-5_family-874#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 19 )

TCAAAAATTTCAAAANGGTATATNAAATTTTTTTTAACCAAAAGGGCAAAATCGCTTNCGACGGAGCGATTTTGTTCTGACAAAATTGACGCGTTAATTTGTTTTTAAAAAAACACNAAAATCGCTTTTCCAAAAAAAATATTCTCAAAATCGCTGCCATAGGCAGCGATTTTGTCAAAAAAAAATTTTACAAAGAGGCAAACAAAGCTGGCGGNCTCTATTGCTGGCNTGCCGCAAANATAGGAAAAAGAAATGTTTGCCTTTTAACTTTATTTATTCAATTNTTTTTTTGAAAAACGCCGCACTCGCAGCGATATTNAAAAAAAA

>rnd-5_family-176#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

AAAATTACCTAAATACACNACTTATTTCATCATATTTGAAAAAATTATAAAAATCCNTACTCTCCCTATTCTTGGATACATAACTATACGGGATGTATCGAAACATCGAGCGATGTATTCGAAATCGCGTATGTATCGANACGTCGAGTGATGTATCCGAAATCGAAACGCGATGTATCGAGACGTTTTGAGATGTATTCGAATTCCACCAAATTTAAGGGATTTTTGTAATTTGAAACTGAATAGTAGGATATGATGTAATTAGCAGTAATACTTAACACTATGAAATTTGTGTAAAATTCCCGTATAATTAATGGGATTCGATGAAAAATCAAATTTGGTGGATTCCGTAATTAATTTTAAGGAAATTTTACATAAATTTCATAGTGTTAAAGAGCTAATTACATCATATCTCTACTCTTTTTCAAATTACAAAAATTTCTTAAATTTGGTGGAATTCGAATACATCCCAAAACGTCTCGATACATCGCGTCTCGATTTCGGATACATCGCTCAACGTCCCGATACATCGCGTCTCGATTTCGAATACATCACTCAACGTCTCGATACATCGCGTAAAGTGATGTATCCGACCGATACATCGCGTAAAGTGATGTATCCGAGAATAGGAGAGAGTANNGTATTTTTTTCAAATGGTANGAAATTTTAGAAATATGATAAAATAAGTTGTGTATTTAGGTAATTTTCCT

>rnd-5_family-1458#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 19 )

TAAGCAAATACCTCATAAAAGCAAAATAATTACAAGCATATACCCATTTACATTCATATCCCACTAAATAATTACACTATATACCCATTCACTAATTTCGCTTAATTGATACTAAATCAGTATCATATATATTGTATTGGTATCATTAAGGCTGATAATTTCGTTTAATTGATACTAAATCAGTATATATATACTATATTGGTATCATTAAGGTTTNTTGTNNAGAAATTACTCATTAGTCAATGATACTTATACGCGTACATATATACGAATACTCTTATAGTATCATTGANTAATGAGTAATTTCTGAACAAGAAACCTTAATGATACCACAACAATATACATATATACTCTTATAGTATCATTGACTAATGAGTAATTTCTGAACAAGAAACCTTAATGATACCAA

>rnd-5_family-443#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

ACTACAAGGCCGAAATAAAGACTGCATACGCACAGGATTCCTTTAAGGATGGGGTGATTGTTTTGGTGACCGGACGCTTCGTCGGAAGGGACAAGTTAAAAAAGGAAATTCGGCTAGACATTTTTCCTTGCTCCACAAGACAACGGTTATTTTGTTTTGAGTGATGTTTTTAGGTATGTAGAAGAAAATGAGATTGATACCGTCTCACAAACGATTAATCGAACTGAGGATGTGTAGTTAGAGGTTCCGACCCCTGATCCAAGTTGGATCTCTTTTCTAAATCAATAAGTGTAGTTGTTCTTGGTTTCTCTTAAAATCTTTTACTATCTTCATATTGAATCCAAAACCTACTCATGTCGTTGATCCTCGAAATCTCGATCAAGTTGGGTCACATGTAGAAGAAGTTCAACATGTTGAGTAAAAGGCCAACGACTCTTTGGAAGATGGGAGACATGTTGGTGATGAAAGAGAGATTGTTGTGGAAACTGAATCTCGTTTCAACGAGGATCAGAACCCAGCAAATACAGAATCCGCTAATTCTGTTGCCCAAGAGGATTCTCCAAAGAAGTCATATGCATCAATCGTCACTTCANAAAGAAGAAAGGGCCATCCAAATTCTAGGTACCCACAAATACTTCCAGAATGTCTCCTCCAAAGGCTGTAAAACAGCCGGTTGCTGCAGTAGCACAAACTGCAGCTCTTGAAGCATCAAATACTACAGCCCCTGGCGGAATTAATGNACCTGAAACTAATGATACGGAACATGAATGTATAATTTCTTTGAAACTAGCCTGAAATATACTCATTACTTCCATCATGTGATGGACACATCTATATGTGACAGAAAAAATGAAATAGGCATGTTCGTATTTAATTTTTGAGCAAATGAAGTAGCATAATAAGTAGATGTGGTTTGATCTAGATGTTGGGTTATTTGATCTACTAGCATTGTTACGCTTATTCTGCTTTAGACTTTCTCATTGTTTACGGTCCCAGTAAGAGTACATAGTCATCTGATTTACTTCGATTTTAATTAAAATTTAAAATTTAAGTAAATTAGACGATTATGTGCTCTTGCAGGGACTTTCAGCAACGAGAAAGTCAGAAGCAGAATGAACATGACAATTGCAAGCAAATCAAATAATACAACATCTAGATCAAACTCAAAACACATCTACTTATCGTGCTCCTTTATTTGCTAAAAAAATTAAATACGAACATTCCTACGCCATTTTTTCTGACATATAGATGTGTCCATCACAAGATGGAAGTAACGAGTTTATTTCAGACACGCTTCAAGATATTATACCTTCATCTTCAACATAATTAGCTTCAGGTACATCGATTCCACTAGGGATAGTAGGATTTGATGCTTCAGGAGCTGCAGTTTGTGCTACTGCAGCAACCGTCTGCTTTNNACAGCCTTCGGAGGAGCCATTCTTGAAGTATTGGTGGGCGCATAGATTTTGGTTGGCCCTTTCTTCGTTTGTGAACTGACAATTGATGCATATGACTTCTTTGGAGCATCCTCCTGGGCAACAGAATTAGCTGATTAGTTGTTCTCTTTATATGTCTGAATTTGGTATACTACTTTAAGTTTTTCTAAGTTTATCTTTCGAATTAGAATTTCTATTTCTTGTTAAATCTGAAAATTGTGTTAACGAGATCAGAGGATGGCAAGCTTGTGCAAGTACGAACCTTATGGAAACTGAGTTAGAAAAAAAAAGTATAATTATAATTTAATTGATTTAAATAATTGATCTAAATAGAGTTTGCTATAGTTCTATAATTTTGAACTCAGACAAACGGATTGATGAGTGCTCTATGTTTCATAAATAACTTATTTTCTAAGTGTTTTTTAATGTAGTAAAAGATTATTTGAAGATGAAAAATATGAACTTATTATTATAACTTAATGGCCTAAACNATTTNTAGNTACCCCTNACTTTCTGTATATNTTGTTAGGAAATTCTTCTATCACAAATTCAAAGCAAGAATTTCACTATGTAACTTGTAATGNGGCTATGTATAATAAGTATGTTTAAAAAACAATTAATTTGCGAAAGTTCGGGCGAGTAAACTAAGTAATTAATTAAATTTTCAATATCATTTTTCCAAAACATTACGTGTCCATCGACGTGTGAGAGAGGAGATGAGTAACCGACGAGTGAATATCGGCAACGTATGTAATCTGTCTCGCCTCGTCTAAAAATTAAAAAAACGTCACTGTCTAATTATCCCTTTATAAGTGTTTTTGTTCCTGATCTCTTGTAAGATTTTTAACATTTATGTGTTAATTATATTTTGGAGTTTTAACTTTTATAAGGGGTTTAAAGTTATTTTTCCGAAAGAAACGATCGTTCGCATTAATAAGAATGATGTTAATGTCACCACTATTTTAGAAAAGTCAACAAAGTAGAGGACTATTTGACAAAATGGGTAACAATGATTAACATATTGACCATCTACAATAATTTTAATGAAGTGTTATATGGCATGTTNTAAATAAATTACATAAATCTCATAGTGTTAAGAGCTAATTACATTATNTCTCTATTCTTTCTCAAATTACAAAAATTTCTTAAATTTATAGGATTTCGGATACATCAGTAGACTTNCGGATACATAGTTCAACGGACATGCGAATATACGTTACGTAATGAGAGGATGTATCTGAGAGGGGAGGGATGTATCCGAGAGTGGAGAGGGATATCCGAGAGGAAATTTTTGTAATTTTTTTAAACGGTAGAAAATTTTAGAAATTGTGGTAAAATAAGATGTGTGTTTAGTTAAAGNTTTTCCACANATTAATNACCATCCATTCTTCCTGGACAAAGCTTAGATGCCCAGTTTTAGGATATATATATATTATTGAATTACCGAATTAAAAATGAAAACTTAGTATTTGATGAAATTTAATTTAACCTCGAAAAGCTGAATTCTTACTATCTTTTTAAAAATAAATTTAACACATTATTTTTAAAATTTGGCAAGCAAAACTAATTAAAAAATCCTTAAACACCATTAACACAAAATCATTGTGGCCAGTTTATGAGAATTAATTAAAAGATTACTCTCTCGTTTATATTAAGTGAATTNTTGAGAATTTTTTAGAATTTNAAAATAAATGAATTGTTCGAAATTTANAAGAATTATTGAGACTTTTTTCCATATTTATCCTTCATTTAATGAGGTTCTTAACTACTTTACATCTTTTAGGAGANTAGTTTGAGAATAATNTAAAGAAAAATAGTGGAAAATAGCATTTCAATTAGTTATGTNCTAAAATATTTTTCTTAAAAAGTGTGTCATACCCCAATAATTTACTTAACATGGATAGAGGGAGTACGAAGTTGAAANNNNAAACTTNCATANTTACTTATT

>rnd-5_family-1217#LTR/Copia ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

GAAATTTACTAAAGCAAAAGGCACATGGCGTAGTAAACTTGGAGTTTACGAGTACTAATAATTTTATTAGTTGGCATGAATAATTTGGTCATCCCAAAGATGTGCATACTGA

>rnd-5_family-422#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

TGCTGCCTCTTCAGCTGCTGCTGGCCCCCTTGGCTGCTGACCTGCGTGGGCAGCCTGCCCCCTTGCGCCTGCTGCGCTGCTGGCTGCCTAGNCGGGTGGCGNTCTGCCTGGGTATCTGGCGGGTCGTGACA

>rnd-5_family-2385#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

TAGGAATCGCGCAAATTCCTCAATTTTTCGTGTGTATATAGCCCATGGATCTGGCGCTCGAAGCACCCAAAAAAATTTTCTCAAAAAACTTTATGAGGACCTCCGTATTGAATCGGGGAATCTTCATGTATACTCACACCATTTTTTCGCGCTCATTTCGAAAATACTTTGCGGAAACCTNCGGATTTGTGCCGTGAGCACCCACAAATCCTTTTTCAATCGAAAAAATTTATGAGGACCTTCGTANTGAGCTNGGGAACCTTCACGTATACTCACACTATTTTTTCGCGCTCATTTTCGCATCTACGGGCCCTTTTTTAGGAATCGCGCAAATTCCTCAATTTTTCGTGTGTATTAGCCCATGGATCTGGCGCCCGGAGCACCCAAAANNATTTTCTAAAAACTTTATGAGGACCTCCGTATTGAGTTGGGGAACCATCACGTATACTCACACCATTTTTTTCGCGCTCATTTCCGCATTTACAGGCCCTTTTTAGGAATTACGCAAATTTCTCAATTTTTCGTGTGTATTAGCCCATGGATCTGGCGCCCGGAGCACCCAAAAATTTTTCTCAAAAAACTTTATGAGGACCTCCGTATTGAGTTGGGGAACCATTCACGTATACTCACACCATTTTTTTCGCGCCCATTTCCGCATTTACAGGCCCTTTTTTAGGAATCGCGCAAATTCCTCAATTTTTCGTGTGTATTAGCCCATNGATCTGGCGCCCGGAGCACCCAAAATTTTTTCTCAAAAAACTTTATGAGGACCTCCGTATTGAGTTGGGGAACCNTCACGTATACTCACACCATTTTTTTCGCGCCCATTTCCGCATTTACAGGCCCTTTTTTAGGAATCGCGCAAATTTCTCAATTTTTCGTGTGTATTAGCCCATGGATCTGGCGCCCGGAGCATCCAAAAATTTTTTCTCAAAAAACTTTATGAGGACCTCCGTATTGAGTTGGGGAACCTTCACGTATACTCACANCATTTTTTCGCGCNTCCATTTCCGCATCTACANGCCNTTTTTAGGAATCGCGCAAATTTCTCAATTTTTCGCGTGTATTAGCCCACGGATACGGCGCCCGGAGCGTCNAAANNTTTTTCTCAAAAAACTTTATGAGGACCTCCGTATTGAGTTAGAGAACCTTCACGTATACTCACACCATTTTTTCGCGCTCATTTTCGCATTTACAGGCCTTTTTTAGGAATCGCGCAAATTACTCAATTTTTCGTGTGTATTAGCCCATNGATTTGGCGCCCGGAGCACCCAAAATANTTTTCTTANAAAACTTTATGAGGACCTCCGTATTGAGTTGGGGAACCNTCACGTATACTCACACCATTTTTTCGCGCCCATTTCCGCATTTACGAGCCATTTTTTAGGAATCGCGCGAATTTCTCAATTTTTCGTGTGTATTAGCCCATGGATCTGGCGCCCGGAGTACCCAANTTTTTTTCTCAAAAAACTTTATGAGGACCTCCGTATTGAGTTGGAACATTCACGTATATCACACCATTTTAACGCNNATTTTCGCATTTATAAGCCATCGTTTAGGAATCACGCGACTTTCTTGATTTTTCGTGTGTATTAGCCNATGGATCTGGCGCCCGGAGCACCTNAANTTNTTTCTAAAAAAACTTTATGAGGACCTCCGTANTGAGTTGGGGAANCNTCACGTATANTCACACCATTTTTNCGCGCATATTTTCGCATTTACGAGCCAACTTTTAGGAATTACGCGANTTTCTTAATTTTTCGTGTGTATTATTAGCCCATGGATCTGGCGCCTTGGAGCACCCGAAAATTNTTCTNAAAAAACATTTATGAGGACCTCCGTAATGAGTTGGGGAGCATTACGTATAGTCNCACCATTTTTTTAAGGCATATTTTCGCATTTACGAGCCAACTTTTAGGAATTACGCGACTTTCTCGATTTTTCGTGTGTATTAGCCCATGGATTTGGCGCCTTGGAGCACCCAAATTTTTCTAAAAAAACTTTATGAGGACCTCCGTAATGAGTTGGGGAACGTTACGTATAGTCCCACCATTTTTAAGGCATATTTTCGCATTTACGAGCCAACTTTTAGGAATTACGCGACTTTCTCGNTTTTTCGTGTGTATTAGCCCATGGATTTGGCGCCTTGGAGCACCCAAAATTTTTNTAAAAAAACTTTATGAGGACCTCCGTAATGAGTCGAGGAAGCATTACGTATAGTCCCACCATTTTTTAGGCGTATTTTCGCGTTTACTAGCCAACTTTTAGGAATTACGCAACTTTCTCGATTTTTCGTGTGTATTAGCCCATGGATCTGACGCCTTNGAGCACCCNNAAAAATTTTTTTTTGAAAAAACTTTATGAGGACCTCCATAATGAGTTGGGGAACATTACGTATAGTCCCACCGTTTTTAAGGTCATATTTTCGCATTTACAAGCCAACTTTTAGGAATTACACAANTTTCTCGATTTTTCGTGTGTATTAGCCCATGGATCTGGCGCCTCGGAGCACCCGAATAANTTTTNTNAAAAAACTTTATGAGGACTTCCGTANTGAGTTAGGAAACCNTCACGTATACTCACACCATTTTTTGCGTCATTTCCGCATTTACAGGCCCCTTTTTAGGATNTACGCAAATTCCTCGATTTTTCGTGTGTATTAGCCCATGGATCTGGCGCTCGGAGCACCCAAAAATAGTTTTCTCTCAAAAAACTTTATGNGGACCTCCGTATTGAGTTGGGGAACCTTCATGTATACTCANACCATTTTTTCGCGCCCATTCCCACATTTACGAACCATTTTTTAGGAATCACGCAAATTTCTCGNTTTTTCGTGTGTATTAGCCCATGAATCTGGCGTCCGAGCGCCCGAATNTATTTTCTCANAAAACTTTNCGNNNNCGNNNTNACTTANNTAACGNNCGNTCACGNNNNNNNCCATTTCTTTCGCTCCCATTTNCGCATTTAGATGCCTTTTTTTTNTAAGANNATAGCNCAAATTTCTCGATTTTTCGTGTGTGTGATATTCCCGATAAAT

>rnd-5_family-3147#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

CCCCCGTCCATCTTCACGCCCCACTTCACGGTCCGTGAAGTGCACGACGGACCGTGGTGGTGGTCGTGAAGTGGTGAGGCAGTAGCTCCTCCGAACGAGCCNCCTCCATTTTTCCCNCNAAGGCACTCCAACGAGCACCTTNCCCCTTCCGTGAAGATGCACCACGGCCCGTCAAGTGGCTCGTGGTGCTCTTAGGCAGTAGCTCCACAACGCCTCGCCAAACTCNCCTCATTTGTCTAAGGCATTTTCACGACCCANCCCCTCCTTCCGTCAAGTGCACCACGAGTCGTGAAGTGGCTCGTGGTGTCTTGGACAGTANCTAGGTCATAAGACCTCCTTTCCCCCATGGCCAAGTNTCCTTCACGAGCTCCCCACCTTGGCCGTGGTCATGCTCGTGAAGAGTGAGGCAGTAGCCTCCCTTCTTGGGCAGCCTTGGCCTCTTGGCTTTGGCTTGCCCTTGAAGGTTGGCACTCCTCACTTGGCCTTGATTCCTAAGCCCCTCNTTGGAACCTATGTCCATCCTCATCACCTCACCATGA

>rnd-5_family-1196#DNA/hAT-Ac ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

GGTTTAATTTTTTGTATTTTTCGGTATTTCGGTTCGGTTTTCGGTACGTATTACTTTGGTATTCGGTATTTCGGTTTAAACCGAAATATTATACTATAATTTATATTATATTAATTAATAATTATTAATATTAAATAATTTTTTNAAAAAAATAAGAAACCCTACCCTAATACCCTATCGTCTTCTTTGACTNCTTTCTCTTTCTACCGGTCCTCTTCTCTTCTTCTTCGACTCCTCCTTCTTCCTCTTTCTGCTCCTCTTCCTCTTCAGCAGTCTCCTCTNCCTCCTCCAGNAGCTCCAGCCGCGCCGTCCGCCAGNAGCAGCGGCGCCAGCCGCAGCGTCCGCCAGNAGCAGCAGCAGCAGCCGCGCCGCCGAGCAGCCGGCAGCAGCCGCGCGCGCCGCCAAGCGGCCAGCAGCAGCCGGCCGAGCCGCCGGCCGCGACAGCAGCAGGCAGCAGCCGCGCAGGTTCAGGTATGTAATCGGAATTTCAGTTTGGTTTNTTTTTTTTGACTTTTTTCATTTTTTTTTTCTGATTTTGTTTTTGTTACTAGTTATTGGGAATTTATTGTGATTTTTTTATATATATATATAGATGGCTGAACAAACANAATTAAATATGGGTGTAGCTGATCAAAGTCGAATAAGTATGGCTGATTCTACGGATAATACACCTAGTAATAGCAATGATTCGTCGATTGGTACAGANATAACAAAAAAAAGAAAAGAAATGGATCCTNAGATCTCTTGTTTGGCAACACTTTGAAAAGGTTTTTGAAAATGGTGTATTAGTTAAAGCAAAGTGCTTACATTGTAAACAATATTATGCTGCCGATACAACAAGAAATGGAACAAGTGGACTAAAACAACATTTGACTTATCGGTGTAAAGTGTATAAACCTCCGACTGTTGCACCCGGTATTCAAAAATTATTAAATATTCAAAATAACAATTTAGAGACTTGGAAATTTGAGCAAGAGGTATGTAGGAGAGCTTTAGTTGAGATGATTATTTTGGATGAACTACCTTTTAGTTTTGTTGAAAAAGAAGGCTTTAAGAAGTTTATGAGTAAAGTCCAGCCTTTGTTTCATATTCCTTCTCGTAGAACCATAACAAGGGATTGTTATGAANTTTATGGTGAATTGAGAATAAATTTGAAACAATCTTTAAGAGAAATACAACCAAGAATTTGTCTCACAACAGACACATGGACTTCAGTGCAAAGAATCAATTATATGTGTTTGACTGCTCACTTTATTGATAGGGATTGGGTGCTTCATAAAAGAATATTGAATTTTTGTCCTATCACTAGTCATAAAGGTGAGCATTTGGCTGAGTCTATTAGTAATTGTTTACTTGATTGGAAGTTGGATAACGTTTTTACTGTTACGGTTGATAATGCCTCTTCAAATGATGTGGCAGTTTTAGAGTTGTCCAAAAAATTAGATATGTGGGGAACTAATTTGATGGAAGGTAAGCATCTCCATGTGAGATGTATGGCTCACATACTTAATCTAATTGTGCAAGATGGTTTGAAAGAAATTGGTCCTTCTATCAAAAAGGTGAGACAAATGGTGAAATATGTTAGATCATCTTCTTCAAGGGCAAGAAATTTCTTGAAATGTGTTGAAATGCAAAAGATAGAATGTGATAAGATGTTGTCTTTAGATGTGCCTACTAGGTGGAATTCCACCTATTTGATGTTAGACACAGCAGAAAAGTTTGAGAAGGCTTTTGAGAGGTTTGATCTTTATGATGGTAATTTTAATTCTTTTCTTGCTACTGATGTTTGTGAAGATGGAAGTATCGCAGGGTCAATTCAATATGAAGATTGGGCTAATGTGAGGAATGTCACAAAGTTTCTTGAAAAATTTTATGAACTCACTTTGAAAGTTTCAGGTTCACGGTATGTTACTTGTAATGTTCATTTTGAAGATATATGTGAACTTGATGCTTATTTGAAATTATGTATAGCAAGTGATGACCTTGATTTGAGTAAAATGGCTTCGGGAATGAAAGAAAAATTCAAGAAATATTGGGGGACTCCTGAAAAAATGAACAAAATGATTTTTATTGCTTCTGTTTTGGATCCTCGCAATAAATTTGTCTATGTTAGTTTTGCTCTTGAAGAATTACTTGGGGAAGAAACGGGAAATGTAGTGAATACGAAAGTAGAGGCTTACTTGAGGGATTTGTTTGCGATATATGTAAGTAAGTATGGAAAAGGTTCCAAAAGTCAACCATCTTCATCTGACTCATCTGATTCTTCTGCTAGTGGTATTTCTCAAAATGTGTCCAAAAATTCTTTGAGAACTAAGTTGCACATGAAGAAACAAAAGAATGATTCTGGAAGTTTAGGTGTTAAATCTGAGTTNGATAAATATCTTCTTGAAGACCACGNNGAGAACCCGAATCTGGAGATTTTGATATTTTGAGTTGGTGGAAAGTTAATTCTTCTAGATTTCACACTGTACTTTCACAGTTGGCTCGAGATGTATTGGCTATTCCTACGTCGACTGTGGCATCGGAATGTGCATTTAACACCGGTGGTCGAATTCTAGATCCCTTTAGAAGTTCGTTGACTCCCAAATGCGTGCAATGTCTTATTTGTGTCCAAGATTGGCTTAGACAAGAAACCAAGCCTATTTGTGTTGAAGAAAGTTTGGAGTTTCTTGAAAAAATTGAACTTGGTAAGACTTTTTATTTTTTATTTATTTNTNGAAAAAATAAAATACTTATTGTGTTGTATCTTGTATGACATGTTTCTTTTTATTAATTATAGAGATGGCAAATAGTGGAAGAAACTCTTCCATTGTTGATCTATGATTGACTTGCAAGCGGTGAGTTTAATACATCATTTATTTAATCATATCATTTTTTAATCTTAAAAGTAGTATTCTAAGTTTCTAATATTTGATTTTATCTTAAAAGGTCCAAGGGTCAAGACGATGAAGAAATAATTTTGTTGGCACGTGACACTTGAAAGTCGAAAGNGATCTCATGGAAGAAAGTCAAGAAACTCATTATTGTTGTTTGTTATTGTTGACATTTGAATTGAAAGTAATCTCATGGAAGAAGACAAGAAGTTTAAAATACATTGTTTGTTGCTTATTATTGTTTATTATGAGCTCGTGAAAGACTTTATTGTTACTTGTTAGATTGTTATTATGTTGTATTTGCGAAGACATTAACTACGAATCTACAATGCAACTTTTGTTTTAGTGTCATTGTGAATTTNAAATTGCGTGTTTTAGTGATATTGTGAATTTAAAATTTGCGGTGTTAATGCCTAATGACATATTGATATATTGATATTTGGTAGTAAATTAGTAATGCACTTCTTTGATTTATTGTCTATTTTTACTTTTTAGCCCATTAAGTTGAAAAATCAAACAAAAAATTGAAAAAATTTTAAAGTTTAAAATTTTAAAAAGCGACCACTAAGCAGGTCCATTAAAAAACAAAA

>rnd-5_family-239#LTR/Gypsy ( Recon Family Size = 26 Final Multiple Alignment Size = 19 )

GTCAAGACATTTAAGACTTTATTTCCTCTATTCACGTTGTGACACCTCGCCCGTTTGAACGTTGGAATTAACTCGTACTTTTGGGATAATTCTGAGACTACCTAAAATATTAGGAAGGATGTTACATGAGTAATTTTAGTGCACAATGTTTGTACTTTAAGTTTTAANTTCAAGGAAGTTGGAAAATAAAAGTCGGCAAAAGTTATTATAAATGTNCGTTAAGGAATTCTTGGTAATATAGGGTTAGATNTTTAAGAAATAATATATAAAGAATTATAATACCCACGAAATATCAAATCGAACGTCTACGAGTNTAGTTTCCAACGCATTGAACCGTTCATCAATATGACTTCACAATTGAGAGATATTTACGTTTTCGTTAGGCTGTGCAGGCAGATACGTCAAAGTGGGTCCCCAGCCCCTANGTCGTTCATNCTTTAAATACATCCATCTCCTTCATTTTTTTGATTAAAACTAATCAAAATACCACANAAAAATCAGAACTCAAGCGACTAAATCCTCCATGGGTGTTGATTCTTTCGACTCGGAAGTTTCTCTACGTTGTAAGCTCGACGTTGTGGTATAATTTTTTTCGTTGATTTGGGCTCCAGCTGTTGCAGTTGCAAAGAGGCAGAATCTTTGTATTATTATTTCAGTCATTTTTTTGAGGTAATCTTATTTTTACAACCCTCCTTNATAGTTCCATGTCGTAGTATCATTTTTGTAGACTTTGAGCCACGTGGTGGTGTTTTTGATATTGCGGTTGTGGGAAGACCTTTTGTCTTACTTGGTTTCAGTATTATTGTTGTTTATTGATGGTGTTAAGGTGCTTGAGGTTATTGGGGTTTGGTTTGATTCCTACCGNAGTGGCGTACGATGGTTGTTGGATTGAACGACGTAAAGCACGCCTAGTTATGTCGANTCTAGAGCTTGTGATCCTTTGAGACGTTGTTGGAATGTNTTTAATGGATTTCGTTGNTAATTANTGTTNTTTTGGCCTCATTTTATGGTTTTGACTATGCTCGTTACAAGGGTGACATTAACGTCTTATTGATNACTTATGGTTCGTTCTTACAACCTTGTTGATTTTCGCATTATTGCGTTACTNTTGGTTGGCCAAGCATCGAATAGACAACTTTTGGAAATTTTTTGAAAGGTATGTTAATTCTATTATTTCTCTTCTATCATGATCCTGATGTCCTAAGNTTGTGATGGCTATGGTATTACCGTTAGTTGACCGATAGCCCTGTCNTGATAAGCCGGCTACGACCATATGATATAATGTCTATTGGCAACACTCTACTTCTTATTTAGTAGCCTAAAAATCATGTTATGACTCTTTTCTAATTAATCGTGTTTACTTGTTATAGTTGTAATTTAATGTTGTNTGGTTGTCGNTTATGAGCTTGTTTTGGTCTCAGCCAACATTGACATTGCAGAGTTCTAGAGAATACAAATTGATTCTTATATTGAGCCTACAGGCGGAGTAGACCGAGCCTACGGGCCGGGTAGACCGAGCCTACGGGTCGGGTAGACCGTGNCNATGGGTCGGAGAGGTTGTACTTTCGGGTCATCATATATGTATTGTACCACTAAGCCTCAGATTTGCATTGATTCATGGCACACCTACGGGGCAACATATATTGGTAAAACATATATGTATTTTACCAAAGAACCTCAGATTTGCGTTGATTCNTGGAACATGTACATTCAGAGAGTTCAGAACANATTGNCATTNGGATCCAGGTAAGGGGATAATATGGGTATTTAGCGATTGTTTGCCCTCGTTAGGACCTAAATGGATTGTGTGTTNTTTGTACCTATCGGGNTTATGGGGGCCAGTACAGGTNATTGCTTGTTATGTGCTTATATATTTATTGTTATAGGGAGCTNAGGTATTGTACTTNNATTTCACCCCTNCCCTTTTCGTTCAATACTTTTACTTCAGTGTCAACTTCCAGCTTACCTAACATGCTTAGTACATTATTTTGTACTGACGTCCTTACCTGGTGGCTTTGATGGCCCACATAGTGCTTATGCTTTCTTAGATACAATGG

>rnd-5_family-5760#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 19 )

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTTATCTTCCGCATTGTTAGTTAGTTGTTAGATCTTTATTTAGTAATGAAACCTTGTCTTTAGTTATTTAACTTGCTTCCGTAACTTAAATGCCTTAGTT

>rnd-5_family-2919#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

ATAGGGTACAAATAACCCCTATTNTATTTTTCATGTCTTCACAGGGCACAATAACCCCTGGATTGCATATAGGGCACAATAACCCCTATCATTTTTTTATCGTCTTCACAGGGCACAATAACCCCTGGATTGCATATAGGGCACAATAACCCCTATTTTATTTTTCATGTCTTCATATAGGGCACAATAACCCCTATCATTTTTTTTATGTCTTCANAGGGCACAATAACCCCTGGTTGCATATAGGGCACAATAACCCCTATTTTATTTTTCATGTCTTCACAGGGCACAATAACCCCTATTTTATTTTTCATGTCTTCACAGGGCACAATAACCCCTGGTTGCATATAGGGCACAATAACCCCTATTTTATTTTTCATGTCTTCACAGGGCACAATAACCCCTGGTTGCATATAGGGCACAATAACCCCTATTTTATTTTTCATGTCTTCACAGGGCACAATAACCCCTGGTTGCATTTTGGGTACAAAACTCCCTTTTGTCTTATTTTTTTTACACTTTGTAATAGGCTACAAAAACATTATTTTTATTNTTAGTATAGACTTTTATAGCTTTCATCAATAACTCACAAAATTTCCTAGTGCAAACTAGGCAGAAAATTTTGTTTCGTGTGCGGGTTTCTACGTAGTACACAAATTTGCAGTTCAAAAATAAAAGAATTCATCCTTTCAAGAAAACAAGTTTTCAAGAATATCATGCGGAAGAACGTCAGTAGCTGAAGTCAAGTCATGAAGTTTCAAGTCTTAAACTCAGATGTCCAGAGCAAAGTTCGGAAATCGATGAACCTACCAAAGAGGGTGAAGCGATAACCGAGAATTCAAAATGAAGACTCAGCACTATCGGAGTAGATAGGATTTCGTATCTTTCCTTCTGCATTTTGTTTTTTTTATGTAATAGCTGGAGCTACGAACCGGACTTAACTCGTTGGAACTACGCCTGACTCCTTATCATCAACTCAGGATAGGTAGTTTTTCAAAAGTTAGGACGCAGTCAAACCTCTTCTCTATTACANATTTTTCACATTTTCGCATAAATATTTCAGTAAAAAATTAGTCACATTGTTCACGTANNCGTTGCATGAAAACTCTTCATGTTTTCAGACAAAGAGGGGCATACTATGAACATCAATTTTTGACCAAAACATAAAGACTTTGCACCNNNAATTTTAAAAAAGTTATAGTTTAAAATAAATAAAAATAAATAAATTGTGTAAATTAATNTAAATNATAAAATTAGTTATGAATTTATGATATTTGTTTTAAATCTTCAATTTTTAATAATAGTATAAAAATAATGGTAGAAGAAGAAAAAAAGGAGTCCTAAANATTCAAATTACCTTCCCCTTATCCTAATTACCCCCAAACTTCCTAAACTTATTTTCCTAAAAAATCTCATCCCATTTATTTTTTTTCTCTCTCTTTGCACGTTTCTTTTTAAATTTTGCACATTTTTTATTATTTTTTTTGTTTTGTTAATTTNCTATTATTATTATTTATTTATTTTATATCCTTATCTCAACCCCAATTTCCTCAACTAATTTTTAAATTAAATCCTAATCCCACTCTATTACGTTCCTTTTAATTAGCACCAAACTCTCACCCAAAAAATATTATATAACNCACGTTCAGTTAAAACGAAAAATACAGAGAGAGACGTAAAAAGANANAGAAAGCACAGAGAATACGAAGANAAATACGAATACAGAGAGAAAAANANNAGAGCAAACACAAAGAGAAGAAAAGTGAGTCATTCTTTTGAGAATTAGGTTAGAGTTAGAGTTTTTTGTCGTGGTTCCAAATTCGTGGCTCAAATCAGTAGATCATAGCAGTTATTTTTCGTGGTGAATCAATNNTCGCAACGAGGTAACTCTAAATTCTCGCATTATTTAAATGNAATGCTTGTANGAAAATTTGATTCCAATAATATGAAGTTCTTTNAATAGTGTGTTATTATTATGNAATATCANTTTTGTGATNNATGTTATGAGTTTTTTATTTTTTNTTCAATTTGCAAAAGCTTAAGAAAACGTTGCCAGAGATTCTTATTGTTAAGAATAAATAATATAAAATANATATAANTACGTATCATGCATTATTATTAGTGTCTGTTATTTTTTTTAGATGCGATTTATATTNAGAATTTATTTTGCGATATTTAATAGCTAATGTTTTTCTGGAGCCTAATTTTCACTAAAAGATAAATAAAAAAAATTTATAAACTTGTTAGATTAGGATGTAAACTAAGTTTTTTAATTCGATTAAGTAATTTATTGAAAAGCTTCGCGAAATTGTATACAGTATTTTTATTTAGAATTTAATTTTCACTAAATTTTTTCTTTTTATTAAATTTACTCTATTCTTGTTAGATTAGGATATAAACTAATGTTTAATTGATCAGCGACTCCGAAAAGCTTACGCCGAAATATACTTTAAGGTTTTTTNTTTAATGAATAANAAANAATNTAAAACTAAAATGAAAACGCTAAAAAGATNNAAGACGNCGGATTNNNNNNNNNNNNAAGANNNGGNNCGNATTANNTTNNANAATCAAAGGATANACGNNNNTTANNNGANGCGTTTACGANTAAANATNNNNNATANNANGAAGCGTANNNNTNAATTGAANCGAANNNATGCGNAAAAAAATANNAATAAAAAAAAACGTTGNNAANAGAAAGGAAAACGTGANNNGAAAAGNAAAGAAGGAGAAATGANAATANAAAAAGACGTGAAAACGGAAAGAACGCGAAGAAGNGTGACGGNNAAATNNNNNNNAAAANAATGAACGCGAAGAATGAGANAANCGAACGTNATATANAAAGAANAACGAAANAANNAGAAANNAAACGANAAATAGAAANTAAANAAAAACGNANNNNNNNNAAAAAAATAAAACGGAAANNAAAAATAAAAAAATAGNNNNAAAGTTAACAAAAGNAANTTCNNCAAAAAATTNAAAGTAANNNNNNNAANATAAAGATNNNNNAAAAAANNACGTTTGAAAAANGTNAACNAAAANNCGAANTTATTATTTAATAAAAAAAGTNNNNCGNNNNNNAAAGAAANACAAAAAAATACGAAAGANAACGAGTTTAAANAAAANGTAACGTGNAANATCGAAAAAAACGTTAAATTTTTNCCTTGTAAAACTAANAGTAAANCTCGTTAAAATTTTACCTCTTATTTGAAGATGATAACTAAAAAAAAATCCTGAANNTGCTCAAACACTAAAACCTCANNCGTAACATAAATTCTACTTTAAAAGTATTAGATATTAATAAAAATAAATGGACANACCCTGAAAGAAAAATTNTTCTCCNNAGATAAAAATAANAGNAAAAGAACGTGCAAGACGAAAAACGAATTAAAANNNCGNNAACNNAANNATNAAAAANGCGNAGCACTNAANAANAGAANTTAAAAAAATAAAAANAAATACGAAAGATAATTAACAGNAAAAAAGAACGTAGCAAGTTCATTAAAAAAAATTAAAAGAAAAAAACGGANGAACGGAGTGAGCAAAATTATTTAAAANAATAGTCAACGAAAAAGTTAANAGTNATTACGGTTTNTTATAAGACAAGTTTAGNAAAATACAAAAAAATACGANAGANAGTGAGTTTAAANAGAATAGTCAGCGTGCAANATTAGAAAACGATTAAATTTCTTCNTTGTAAAAGTTTAAAAAAATGNAAGGAAANNCGAAANANAATAATAAGTAAAAAAGAANGTGCAACANTAAGTTTTTTAAAAATAATGAGNAAGAACGTGAAAAAGATAAGNAGTGAGNCTAACGAAAGAANGTCAGCCAAAATTAAACGNNAAATNACAGATTTTNTTAATTNAAAAANAGATGAAGAGCGCGAGAGGAAANTACCGAAGATNATGACAGCGATAAATTAAAGAGAACGTGCAGAGTCAATAAAAAGTATAAAAGTCAAGANATAATATTGAAGAGANGCAGAACGCGTAAAAAAATAATAGAAAANANAACGTTGATAAAATCGAAACGTGAAAAAACGTATTTAAAAAAAGCGTAAAANANAAAGAANANAATGAAAGAATATTAATTGAAAAGNAAGTGAAAAGCATAAGAAAGAACGCGAGAAAGAATACGANAATNATNTAAAAAGGAACGTGAANAGGAGTAACAAACAANNATTTAANAAAAGGNAAAAAGGACAATAAAACGAATTTAAAGGTAAAAAGACGTACAATGAAAAAAATANACGAAATAGAATGTAATATATACATGAAAGAAAAAAAATAGAAACGAAATAATAAAAGAAAATTAACAAAAACGTANTTTTTTAAAAGAAAGTCGTAAAAATAAAGTAAAAAGAAAAAAGATAAAGAGTGAGTTTAAAAGAAGGTCAACCAAAAATTAAAAATTATTACTTTACTATAAAAATTTAAAGAAAAAAATACANANANAAANNNCGNNNNNTAANNNNAAAANAACCCGAGTGNAGCGNTAAAAAAAGANATCGCGNAAAAATAATTAATTTTTCTTTCTAAAACTAATAGTAAATCTCTTAAAATTTTACCTCTTACGTTAAAAATGTATCTAAAAAAANNANNATCCTAAAATTNCTCAAACACTAAAATCTCTTTCCTATATAAANNTTCTACTTTCAAAATATTAGATATTTAAAATNATAAAAAAATGGACAGTACCCTAAGCGAAAAAAATAAAATAATNTCAAATAAACGGACGTTTAACNAGTTTAAAATTAGTAGACCCGTAAACAATAAATTTTGGT

>rnd-5_family-4332#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

CAGGTAGTGTAATTTATATACAAATTACAAAGTTATGTATATAGTGGTTTGTATATTAAGTTAATATATACAAAGTATTATGAAACAGTTCTTAATTGTATATTCTATTAGTTGTATACCAATTACTAAAGTTAGGTATATAGTGGGTTGTATATTAAGGTAACATATACAAAGTCTTATGAGGCAATAGCTATTTGTATACAATTATTTAATTTTGTATAAAGAAATTTGTTAAAATCACTCTATAATACATATACAAATTATAATACATTATACAAATTCGTCGATATATACAAAAAATTATGAACATAATAAAATATTGTATATATAAACGTTACACCCTCAAATATAGAAACATATTTCAAGCTTACTATATATACAATTAACAAATGAATATTATATACAATCAGTTTAATCATTAATACATGAAATCACAGACGCACATATATAACTATAATACATATATACCAAAATTATTGTACATTATACAAATTCCTAGATATTATACAAAAAGAAAAAATAGGAACATAATAAAATATTGTATACAAAAAGATTACCCAAAAAAATTAAAAGAATATATGATGGTCATATACGGTTTAAAACACAAAATCAATTACACACAAATATTATATAAAAATTATATACAATTTCGCAAATATATACAATATAATCAATTTATATATAAATATATTTGTGTGTGTGTTTCATAGATTTATCTAAAAAAAATTAGAAAAATATTTGATTTTGAACTGGTATTGTCTTTCTATAGCTTTAGAATTCTTTTTTTGGGGAAATATTTGATTT

>rnd-5_family-5607#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CCCCCTTAATGCATTTGCTTGATAACTCCAATGCGTTCTCGAAGATAG

>rnd-5_family-5468#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TTATTTCGGTAAACCGATGCATGAGCTGAGGCTCCCATGCCCCGCCGGCCCTCCGAAAAAGTAAGGGCTCATATGGAGCCAGAGGCAAGCAGAGTAAAAGGCAGGTAAAAATCACATAAGAAGAGGAGATACATTCATGAAAAGCGAGAAGCCCTGCCGTGGGGGACTGACCAATTATGAATAGATCTTACTTATGCTTGCGGTTAAGAACATATATTAGTCCGTATCGTGGGTTTATTTGTTACAAAAGGAGAACATCCCCTTTCCAAAACATTAACATAGGTCAATCTTAATGCATGCAAGGCATATCTCGTTGAATCAGTCTTTTTTGCCATATCGCGTATAAGGGGAATCGAACCTCCTCTGCTGCTGGAGGGAAANTGTATAATGTACTAATTCGATCCAACATCTTCTTAGGAGTAGATTTTGGCTTACCCCTCTCCTTACAGTCAAGTGGNTGAACGCCCCTTTCTTCTTATTAGTCAGATAGGTTTGGAACCCTTTCCCCTTTTAAT

>rnd-5_family-125#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

ATAATCTAAATGGACAACTTAATAATTAGTACTGCTACATATGATGTAGCCAACACAAAATTTATTTCTAACATTCATACGTCCATATTATTATTCGCTTCAACATATATAGGCCACCCAACATACATCGAAGATGATATCTTGCATACTTAAATAAGTAAATAAAATGCTAAATTTTCAGGAGTTTGTGAATTTTAAGATGGACCAAACGTAAAGGAACTAGATAAAAAAAGTTTTTTTTTCTGGGTTATTGATGGATCAATCTAAATTTTAAAAGTCTTCTCCATCGAAAGCTTCATTGAGGAAAACTTCCCATTCACATGCATCGTTCTCATGCGTAGTACTTTCAGCAATGTTTCCCATGGTATTCTCCTAATCATTGTTACAAAACATTTAAAGTGAGTTGTTTGTGCGAATANTATAANAAATATAAANTTATTTTGATCGATAATAATAAGAATAGAACTTTGGACTAACCTCCATGGAATAGTTAAATCCATTAACATTAGGAGTTATTGCATCACTTTGAACTGAAGGAGGATCATTATATTCATTGGTGTAATTGTTGTTGTTACTCATGTTATTATTCCAATTTGAATGGGCATTCTCCAAACCAAACGAGGAGGGATTGTTCAAGTTGTTGTTCCAAGTTGTATTGTCATTCTCCAACCCTAATTGGAAGGTATTGTTCAATTGTGTGCAGGAGACGGACCCGAAATATAAAGAGAACATGTTCTTAGCTATCATATCATGTTAAACAAGAACAATACAAACATCAATAATAAAACGTATTGTTTTTGACTCGTTTTATATGATATTATTACTATTTTACTAGTATCCTTTATGATGGTATTTTGATCTTATATAGAGTTAATTAAGATCCATTGATCGTTATAATTCTAATTACTATTATTATTCTTTTTCAAATATAAGAAATATTATCTTGCGAACAATATAAGTTCTCGTATCAAAAGTTATCGAAAGAAACCTTGTAGAATCGCAAATATTTTGCCAGAAGTTGAAGAGAGAGTTGTCAGTACTTTCACCGAAAGTCATTTGTGCCTGCAAAAATGTATAAACTATTTAGTGAAGTACGAAGGGGGCGGGGGGGGGTAGNATTTAACAAGGAATAATATTTCANGAATACGAATGTACCTGTGATTGTCCAAATGTTTGTGTTGGATTCTGCTGGGNATCTACCATCATGTTTTGTTGCTGACTCTATTGCGCAAATAAAAATAATTATATAAATTTTCGTTTAAAAAAAATAGCTCGAGTTCTTAAGGAGATCTTAACAAGGAATAATATTTCAAGAATGTTAATGTACATGTGATTGTCCAAATGTTTGTGTNGGATTCTCATGGACATCTACCATTATGTTTTGTTGTTGGCTCTATTGTGCGGATAAAAAATATATCAATTTTTTAAAAAAAAATATCTCTCTTTTTGGAGGTCCTAGCTACTGTATTTTTCAAAATATTACCTGCAACGGAATATAAGGTGACGAGTTTCGGCTTCGAAAAAATGGTATACTCCCATTTTGTGAAGAACTAGGAAAGGAAGGGCTATATGCGTAATTTCCAGAACTATTTGCTATTCCCTTCCCTACGTTCATCCAATCTTGAAGTATGCTCTCCTGGATATTTGAACTGCAATAATAACGAAATAATNACTCTAAAAGGAAAATAAAGAGATAAAAGTTTATTGTAAAGAAATATTATTTGGAAAAAAATAATGACCTGTATGGATTAATCCAATTATTAGTATCAAACTGGTGAGGAGCCGTTTGTTGTGCAACAAAGTGAACATCCATCTTTTCTTGTTTCTCCAATTCCATCTAATCAAAATTTCTTAGACATTAATATATTTATATATGAGTTGATTTGATGAACTATTTCTAAGAAAAATAATTATTTTCTTGAAATTTGTGATTTCACTTTATTTTTAAATGATAAATTAAGACAAAATAATTGGTGAAAGAACTAACTTTTCTAGCCTTGACTCTTTCGAGAGAGAGTTGTAAGTTTCTCTCACACCAAATGAGTTGATGAAGAGAAGGTTCTTGCCCTTGTCCTGGTTCGAAATCCCTGCGGAATCATATTTAGACGANTGAAATATACTATAATTTAAATGTCTAAATGAAAATTTATGGTGATACCGTTGTATTCAACCTTGATGTTATAATTAAGATGAAATATAAAGAAAAACACTTGTGATACTGAATAAAATGACCTTATGTTAGCATCCAAAATCTGCGATTTCAATGTGCTCTTCTTGATTTGTAGCTCCAAATTCTGGATCAAAGAATTTCAAGTTCAAATGATTTTATAACTTTCCTCATTGGCTCTAAAATGATTAATTAACANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACTAATTAGAATTGTACGGATAGATTGGAAAAAAACAACATATAAGACATCAAATAAAGTTGTGCTCACCTCAATCCTGTAGAAATTAGAACACCAGCAATAGGTTGAAACATCCAAAGGAAGCCATCATGAGATAGTTTAATTCATTAGTGATAGTCAATATTACTTAATACAAAAGAAATCAAGTATGAGGCACTAGGTAGTAGTATCGAACATTTCGATAAATTAAAAATAATGTAACACTTATATTACATCACCTGTGTGAGCTCGCTCACATTNTCGGTTTGAATCACGGAATAACGGAGNANGGTTACCGAGATTCAACTAAAAATAATTTCTCTACTCCATAAAGATNAAAGTAAAATTACGTACATCTTAATCTTTTNACATCTTAATTGTCAAATTAAATATAAGCTTGCTGTAGTTGGTGTAACACGTATATATGCTCTTGCAAGTAAGTATGTTTTTAATGGTTAAAGCTAATGGACACTATACTACAAAATAAGTAGCAAGTCTATAATTTTCTCTGGTCAAAATAGATTTTGTTAATTATGCTTTGACTGACCTTTTGATCTCTTTTCTTTAATAAGTGTGCTAAAATATAAAAATAATAATAATANATNTATGATTATATAAGTTTATAAGTTGGTCAAATTAATCTTTATATTCATATTTTATAATTATTAGTCAAATCACTTATAACTAAGCGTCTAAAATTTAAAATCAATTAAAAAGTATGAAGTTATTACCCCTCTCCGT

>rnd-5_family-5955#DNA/MULE-MuDR ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

TCAACTAAGTTTAACTTTAATTTTAAAAATCAATTAACCAANTTACATTTNCANTAAATGATAATTTTTTTATAAGTTTTCATATTATTAATTATTAGGAAAAGGGTCAAAAATACCCCTCAACTTTGNTTTATTGGTTGACTNTACCCTTACCGTTAAAATGAAGTTATTTTTACCCCTACCGTTACTAATTTCACCATATATACCCCTCATTNGACGGAAANCCCCAAATCGACCCAAATTAACCCGATTTCAATAAAATTACCCATTTTTCCATTTTNAACCCATGCCCGACCCATCTAAACCAAACGAATTATTACCGAATCAATCCGTACCCATTTATCCCATTTTCTCTCATCTNTCTTCATCTCTAATCCGAACCCTTANTNACTTCTCTTTTTTTTTCTCGATCT

>rnd-5_family-2232#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

CACTCACGTGAAACACCTTCAAGACTTTGTTGCCACTAAAACCGATTCTAAANGAGAANTNTCGATACTAGTACAACGAACATAAGTCGTATAGGTNANACATCACTTGTTCCCACGCGTCGAAACTTTAGAGACAAAAATACCTTTCTCGAATAGGTAGTGAGACTATCCTGCCACATTAAATTAGNATTACCTAACATATTTGAGGTTANTGTCTTAGACTTGCATGATAGTGANAAAATTCAATCCATATCCAAATGATGTTTAAATCTTCCGTATNCAAAATAACTAAGTTTTTCCACGTGTCATACACTATCAAGTCAACATAAGATCGATGTAATCGATCTACCACTAAGAACCATCTACANGTGTAAGAATACGTACAGACGTAAGAGAAAAGTCGCAAAGCATATTCAAATCCAAAATAAGGTACATACTTACCAAAATGAAGTAGATCCACGCTCGAAATAAAACTATAGTCAATCGAGAGCATATCGAACGATACTTCGAACAACCTTAATTACTCCAATACAATTAGTTATTTACTGATGTAATATTCTCAATCACCGACGTATTGGTCTATGATCTGTATAGCGATTCATAACTACTATGCACACGTCTCTATAAGTGTCCTCATATAGCTTCATACAAGTATCCCTTCCAAAATCTTTTAACTAAAGAATCTTTCTCCCCTCTTANTTTCAATTATTATTACTGATCCTTAATTCAATATGTGAAAGGCTCCTCGCAATATGAATTTATCACTATTTATCATTAACGCTCCATTTAAATATCCTTGCTGGCCGATATCCAGTTTAGCCTTTTATAATCTCTTGATGTATTAGACTTAACTNANCTTGTGGATTCTATCAAATGAATATCAACGTGGTCATCGTGCCATTCAACTTGAACTATTCAAATTATCTTCAGTATACCTCCACTCTAAGGATAAAGAGGAAATNCGTCGTACGAATCTTATAACAAATCTTACCCTCTCAAACGTCATGAGAAGTGATCACATTTTATATCTCTATCCTTCCTCAACTTCTCCTCATAGCCTTACCATAATCGCTANACTCTTATTTGATCAATTGAATCTTCCTAATCTTACNNTTCTCTTCAAGACATCAACATTATACCATTTCATTACTAAATTATTCACTTATCGTAAACACGAGTCATAAAATTGTCCCTAGTAAATTCAAATGAAGTTCAAGTATCCTTGTCTAAATCACGCCTCGAGAAAGCCGTTCTTACTATTTCCAACCTCGTCAATTTCATTATTTAAANTCGAAATGCTCANTACTAAGTTATTTTTCTAACCACACAACTTACGTACTATACCGCATAATATC

>rnd-5_family-626#DNA/PIF-Harbinger ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TATATTTATTGACACCAACCAATTCAATTAGCTCCCTTCTACATGCATTCTTTTGATTTCATACATTCCTTTGTTACAGTTAGTCTTAATGAACTAGCTACTAAATAAAACATGAATTGCATTTATTTTATTTTGGTAGATAAATATTACGTTGTTGATGCTGGTCTACGGAACACAAGAGGATTTTTAGCTCCATTCATTGGAATGCGCTATCATTTGCAGGACTACCGAGGAAGTGAAAGAGAGCCTAAGAATGGAAAAGAGCTATTTAACTATAGACATGCTTCTCTGCGCAATGTAATTGAAAGAACTTTTGGTGCGTGGAAAAGTAGATTCAGAATACTAAGACAAGGCATGAACAACTATGAATGTGACATGCAAGTGAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCATCCCTTTATCTTCTCGATCGTCTGATTCGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTGAACTCTTTCAGATGAGAAAGCATAGGTTCTTCAGTGATTGCAATATTTATTTCCTTTTGTTTTCTTCTCTTTTTTTCCCCGAATTTATATTAGTTGTATTTTCATTATCATGATTTGTACCAAGACCTTTTCACTATACGAATATTTACTGTAATGATTCTTGTTGATTTGTTGCGGAAGTCATAAATCTTGTTACGTGAGATTTCTATTGTGCTA

>rnd-5_family-1037#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

TCAGCGATTCGAAGGGATTGAGTNAGGTGATGGCTTGACGATGCGCTTTGAGGATATNTAAACGATGAGGTTGAACAATGGTTTGAGGGACTTCACGAACGTGTTATNCTTTTTTNGGCTAGTCACCTAGTAGCGGGANTAGTACTTGTGTGGTATANGCGATATCTGGAGTGGTTCGACAATTGGAAGTGGAATGATTAAAAGGATGGAT

>rnd-5_family-679#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 19 )

TAAAGATATGTTAATCAAGAGTTTGATGTAATCATTAGACTATTGGTGTCATGTAGATTAGAATTCTTNAACTTNTAAAATAAATTACTTTAATCTTTATAGAGTTTTCAGTGGCTAAAAGATCCATGGGNTGTCCAANAAGGGACTTTCAGCGTTCAAAAGTTANGGTGGTTCCACACTACCTTGGAGTTTTANTTATTCAACTTTCTATCTTATCGAGGCATTCAATCGATTAGTGACATCCAAAAAATAAAGGAATGTAGTGGGATGGTAAGTATTGTACTCAACCTTAATCAAAAGTTTGGGGTTCAAATGTTGGATTGGAGTCAATGAATTACCCCTCAAAGTAGGATGAATCCATATTAATGAAATATTAAAGAAATAATTACCTCCTTATAAACATTAGATTAAAAGTCGCAAAAAAATAAAGTTTTAACCATATTGATCGAAACATAAACAACGAAATATGTCTTTTGGCTATCAAAGTAGTGTCATCGACTGCGAATGATTTTGAATAAGGGACTTGCCAAGACATCATTTAATCCAAATTATTTGAGCGACATACGTTATTTCATTGAACTCCAAGAGATGTNTTTTTAAATTTTAATTAACTTATCAAGTACGCAACTAATTATATAAGATGTATAATATTTAGATTTTGTATGTAGNGGCCTTGAGTAGGAGAAAAACTCTCGCAATTGATGAATAAAATGTTTGTACNACTTTTNNAAAATACAAATATAGACAATGAAACAATTACATATATTTTCTAAAGACTTTGGTGATGAATAACTACAGTAAAATGAAGAATTAATAACAAAATTCGTAAACACTTAGAATCAAATCTTTTTNGTTTTAAGATTAAAAAATATTTCATTTCATCTTTGGATAAAATATTCTTGACAATTTATCGTAGGGTTGTACCCACTCGAAAACACTTGTATTATCAAATGTTCANAAGTANATTATTGACGTAGTTCACCACCGCGCGAAGCGCGAGCAATTTACCTAG

>rnd-5_family-86#LTR/Copia ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

TTGTTAGACAATTGGCATTTTTTCAGCTTATTATTATTTTTACTGTTTTTTACTTATTTCAATTTAGTGCTTCCTATTTTCTAGCTAGACTTAGTCAACTTTAGTTGCTCAACTTTCTGAAGTTAGTGGCCCCATTATGGCTGTTAGTGGCCCCCTTTTATGGTAGTTAGTGGCACATGTTCTTATTTTAGTTTTAATGTTTATGTTTTTTCCTTGTATAAATTCAGACTTTCTGCAGATTAATATACACAAGGAATTTCATAAGTTCACTCTATTTTTATTTTTTCAAATCAGTTTCTTGAGTATTTTTGTTCTAACAGTGGCATCAGAGCCTCTAGTTGATCTTACAGGACCAAAAAAAAGTTTTAACCTACAACACAAATGGCATCCAACAACCTACCTTTAAATCCACCATTCACTTTCACCGGTGAAAATTACCGAATCTGGTCTGTGAAGATGCAAGCTTTTTTGGAAGCCTATGAACTTTGGGAAACTGTGACGGAAGATAAACCACTTGCTGCTCTACCAGCAAATCCTACCTTGGCTCAGATCAAATCCAACAACGAAGAGAAGGCAAAGAAATCTAAAGCCAAGTCGCTTATGCAGAATGTTGTGGCAGATACTGTGTTTTACAGAATCATGGCTTGCAAAACTGCAAAAGAGGCTTGGGATAGGTTGAAAGAAGAATATCAAGGCAGCGATAGAACACGTCAAATGCAAGTGTTGAACCTGAAAAGAGAGTTTGAGTCCTTGAATATGCAGGAGGATGAAACTATCAGTAAGTATGCTGATCGAATCTCCTTAATTGTTAATAACATTAGACTTCTTGGTGAAGAATTTACAGACAAACGAATTGTGGAGAAAGTTCTTGTGACTCTTCCTGAGAGATTTGAATCTAAGATTTCCTCTCTTGAAGAATCCAAGGACCTGGGCAAACTTTCATTAGGTGAACTAATGAGTGCTCTTCAAGCACAAGAGCAAAGGAGGACTATGAGACGGGAAAAGTTCATTGAAGGAGCTTTCTCTGTACAAAAGCAAAAAGGAAAGCAACAATTCNACCAAAAGAATAAGGGCAAGCATGATGGAGGAAACAATAGTGGAGATGTGAAGCAGAAGTTCCCTCCGTGCAAACATTGTAAAAGAAATACACATCTGGAGAAGTACTGTTGGTGGAGAGTCGATGCTATATGCGGCAACTGTAAGCAGACGGGACACGTATCCAAGGTCTGCAAATCAAGAGCAAAGGCCTCTGGTGCTTTGCAAGCACAAGTAGCAGAAGCTGCCGATGCACATGAGGAGCAACTATTTGCAGTTTCATACTTTTCAATCAATGAATCCTCTGATTCATGGCTTCTTGATAGTGGTTGCACACATCACTTGTGCAATGATGCTGAACTGTTCAAATTCCTCGATGATACTTACAAATCTAAAGTACGAGTGGGAACGNNGAGGNAGTAGAAGTCAAAGGCANAGGTACAGTGTCTATCTCAACAATATCAGGTATCGAAACTATTCCCGATGTTTTGTATACACAAGATATGAGTCAAAATTTNTCGAGTGTTGGATAGATGCTTGAAAATGCTTGAAATAATTATTCTTTGCATTTTAAGAATCGTGAATGTGTTGTTTCTGACCCTTCTGGAGTAGAGTTATTTTATGTCAAGATGAGCAACATAACGTTTTCAGTTGATTGGGAGAAAATAACTGAGCAGGCTTACACTATTACTTCACAAACATGTAAAAGCCTATGGCACAAAA

>rnd-5_family-637#LTR/Caulimovirus ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

AAATATGTGCTTACCAAAGTGGAAAATTCAAAGAAAAAGGTAATAAAGCTAGTATAGATGTTGAAATTTTAGCTGTAATATATGGTTTAAATAGTTTTAGAATTTATATTCTAAACAAACCAGAAATATTAATAAGAACAGATTGTGAAGCTATAGTAAAATTTCATCAGAAAATTAATGATAAAACTAGTAGTAGAAGACGATGGCTAAATTTTTTAGATACTATATCAATTTATCATTCTATAATTTTTGAGCATATNAAGGGAAATGATAATAGTATTGCAGATCAACTAAGTAGATTACTAATCAAAGTTTAAATTTTACAGAATGAGACCTCTACTACCAGACAAAGGTAAAAGGGTTCAACCTTCAACCTCAGGTTTTGCAGACTCTTACAAACAGACAATGTTATCAAATTTACATTTTAAACCTCTAGATAAAATCGATGATGTTAGAATAGAAAGACTGCAGTTTGGACAACAAAATTTAATAGCATACGAGCCGTCCAACTGGACATTCAGACATTTATCTAACTGTCAACTAGACAAACAACAAACATGCCTTATAGATAATATATGGATAGCNCATAATAAAAAAGACACTAAATATGTAATTGCTGTTTTAAATGCTTTAGGATATTATTTTACTAGCAAAAATAAAGAAAATAGATTTAAATATTATGTGGTAATTCATGGTAAAACAAATGGTGTTTTTCAGACATGGATAGAAGTTTTAGACTCTATTAAAGGTTTTCAAAAACCTCTTTTTAAAGGTTTTAATGATTTTACAGAAGCCTTAGACTATGCTAGAGGAATATTAGGACCAAATTACTATATTTCTCCAGCCCTTAGACAAAACCCAGATAAAACTCCACAATACAACATCCAAAAAGACACAGACAAAGTAATATTTTGTGACCATTGCTCATCCATGACCGAAGCATTCAAAAGGCTAAATTTGAGAAATGAAGCCTTAATGCAAGAAAATGCCAAGCTCAGAGAAAGACTCCGAAGAATGGAAAGCAAAGGTAAGACTAAACAAGATGTACAAACTCAGACAGATATACAGGGTTTTCCATCCCAAATAAAAATGGATGAGATGGGTGTGCATTCCCCACTGAATGCTAAGAAATCCACTGTATCGGATGAAGATACAGCTAGTCCGGTTCAAACGGTAGCCGGTAAAGACTTNTCAAATCCGTTGATGGCTGTCACTTTGCCAAAAAGTGAAAAAGATGAAGGNTCATCTTCTAGAAGAAGATTACCGCTTTCNTTTAACCAGAATNTTAGACAAAAAATTAAAAAANCCCGAAAAAATAAAGATNTAGAATCCCTTATAACCCAAACAGTAGAAAAATTACTCAAACAAAAACAAGAAAAAGACAAACATATAAACCCAAGCCCAATACAAAGCCCAAGACAAGANTCTATTTCAAGCCCAAANAATTCAGANAATATTTCAGACNCAATGCAATTTGCCCAAGACCCAAATGATGATGACTCCGGAATGAGTTTTGATTCAATTGCATTACATAATTTAGACACTTAAAAAAATNTGTTATTATTAAGTTTTAAAGAGGAATGCCTCTTTTGTCAAAAAATGTGAGTCCCACTTTACTCACTACCACACANNTGTGGAAAAACTGTTGGGACGCGTCTTTACTTTAAATAATGTTCAGGGAAANAGATAAGAATTGACGGACAGATATCAGACTACGAGGACAATAATGCAAGAAAAGGAACATTATTTCACGTGACGATGGGGCCCAGATGCGTACCCGGCTGAGATGATAAGATTCCTTTTCNATTTGAAATCCGAAGTTTGAAGTCCGAAGACCTCTATAAAAGCAGGCATTATCAAGACAAGAAAAGGAGAAGGCGAAAAAAGGCTAAGACAACCGCAAAAAAAACTCTCCCAAAATCCTCNAGAAAATCCCTTTTCTTTAAAAATTATCTTTAAAAAGATTGTAGTAAAGNTTTCAGTTCTTTATTCTAAAAGTTTGTTTTTAAGTAAAAGCTTGGAAGCTTTTCGGGTTTTCCGAAAGGGAAACTTCACTCCGTTCTAAATAATGTAAGTTTTCATATTTAAGTTTCTAGTAAACTTCCCATATATGTAAATTATGTGTGTTTATAAAATGTTAATTATTTGATAAATTCATGTAAATTTATG

>rnd-5_family-872#LTR/Copia ( Recon Family Size = 31 Final Multiple Alignment Size = 18 )

TNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCATAAAAATTNNNNNNNNNNNNNNNNNNNNTGGCTGAATTAATCAAGATGATGATGGAAATGCTAAAACCTTCTTGAATGGATCCTACCTGAAGCAATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTGAGTGCCAAAATTATACCTTATTCCTCTCTCTTTTATATATTCCATATTTCATTCTATTTCCCCAGAAAAATCGATTTGCCTTCCAAATTTCAGGGTGCTTCAAAATTTTCATATTATTTAACTCCTCTCTCAGAACGCACTTCAAGTTGTTAAACCCTTTGCTCTTGCTGGAGATTTCTCTTATGAAGATGTTTCAAGTGTGAAGAGGGACCAGGTACCCCATGAAATATGAAGAAGTGGAAAAGCGNAAAAGTGATGTTCGAAAAGGGATAAGTTGATACTCTGAAGAACTCAAAGTATTCTATATAAGAAGGTGTCTGANNNNTTGTGAAAAAANNNNNNATATTCTTTGTTCCTCAATTGTTGTTCCTATACATCTCGGAGTCCTTGAGTTGTTTGTGTCACAAATCCTTCTGTTATGAGAAAATCAGGCTGGTGCTGGAAGCTATGGCAGTTGCTCGTGTTAACTGGAATACTGAAATGGGTTGTCTAAAAGTCCAGCTTCTGAAACAACACTATCAGATGGGACCAGGTGCCAAAACACAAAAAANNNNAATTAAAAAAAAGGGNNNNTTGGCAGCCCTGAAGGTTCAACATACAGGTTGGGCTGCACAACATGCTGAACGTTAAGAGAAGATTCTTAAAATCTCATGCTAGGGGATATGCTCTACTCATTCTATTCTTTCAATCCCTTGCCTCTGAATCATCCCTTCTCTTCCTACCTCTCTATGTCAGTCCTCATTTCTCTCTTTGGGNATTGTTCTGGTTTTCATTTGTAATCANNCTTGCAATGCTTTGATGGCTGATCTTTTGTTTATGGATGTTAAGTGTCTTGTTTCTACTGACTTGTCTCATTACTTTATGCCTTTTTANTCATGCTCAGTGTTNCCCAAGTGGCCATGAATTTNCAAGAACTGCANTTCTGTCAACTTGGTTTACTGCTTTAACCCTTTTTCATGATGTCAAAAGGGGGAAAGTTGTTAAGGTAANGTATGAGATCAATAGTGTTATAACTNCTTGAAGAAGACATGGTCACATCGATAGGAGGAATCAATGGTAGNTACTTGAAGAGATAGGTCATACTNATAGGGNGGAATAAATGCTTGCTNCTTGCTACCTGACGAGGACCTGGTCCTGTCGATAGGGGGAAGAAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATGATTAAACTCCAGTTACCCCAAGAATTCTTTTTNATAGGGGGAACTGANGAATANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTGATGATGAAACTCNAGTTACCCTAAGAATTCTTTTTGATAGGGGGAACTGGTGAATAAGTATGTTATCATCAAAAAGGGGGAAAATGTTAGTTCGAAGCTGAGTTAAGATGATAGCTCGAACTTGATATGAAGTTTTGATGATTTAACAAACTTATCGATCTAACAAGGAACCAAATCCTTGTTATTGGAACTGCTGACAATGAGATGAATGATAAACTCAGTGTGAGGTATATTTGTGTGCTATCATCAAAAAGGGGGAAATGTTATATTCTAGGTGTTTTGATGATCCTCACAAATGCGGGGACCTGGTCCCTGGCAGAGTGCTCTCGTCCAGATACAAATGGGGTACAGTCGTAAAAGTTGTCATGTCAGGTGGTAGGTGAAAAGTGCAGTGTCCTACACCAATAAGAAGAGCGGACGAGATTGTATGTTTCAGTATCTCACAAATGCAGGGACCTGGTCCCAGGCAGAGTTTCCTCCATCAGATACATAATTGGTTACAGCTGTAAAGCTGTCGCGTCAGAGGTTGGTGAGGCGTCAGCGTACTACACCAATCAGAATGGAGGAGGGTGTTTGTCCAACGGATAATAACTCTTTATGTTTGATACTTTTAGCATGACAAACACCATATTATATTCATTCATCCAAAGAAGGAAGTCAGCCAGCAAGCCTTTTCAAGAACTCACANAGAAGTTTGCAAGGGACCTGGTCCCCGCAAGCAAGGGACCTGGTACCCGCAAGACTGCGACGTGAAAAGGACGAAAAGACAGCTGTCAGAAAAGCTGTCACCTCTGATGCGGTAGGTGCACAACTTTTCCGACAGCAGGCCTTCAGCCAATGGGATGACTTCAACGAATTTGTGGGAANTTATATTATCTCTTTCCAACAAACACAAATTCAAGACTTGGCAAATTAAACTTGGATTTTCTCTGAAAATTCACAAGCTTGAACAGAAGGCCATCTTCAAGGAAGAACATTGCTCAACTCAACAGAAGGACCTGATAGAGTAAAGAAGAATCTTTGTTGTATTTAGAGCTTTG

>rnd-5_family-2786#DNA/CMC-EnSpm ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

AAGGGTTCGAATCCAAACAAAGCTCAAAGTCCATTGAAGAATCTGGATGTCGATATGCAATACCGATCAAGTGCTGAATTGGCCAACAAATTCAAGATTAAGAGAGAACAACTTGCAAACGAACGCAATGATAAAGCTAAGAAAGAGCAAGCACCAATATCGCATAAAAGAAAGAATTCTGAGGATTTCATTCCACAACAAGGAAAGAGTAAATTGCTTGGGCACAAATCAGTCATTCAATCGTCTTCAAGGGAAGAGCTTAGAACCTCACGTATGATTGCAGGGAAAGGACAAACTAAACAGAGGTTATTTCAATTTGAAGAGTCCATTCAAGATAATGGAACTAAACTTCCTATGAATAATTCCGGGTTCCATACGTCATTCAATAAAGATGTTACTGCTTCAGCACATGCGACTGGAACAACACTAGGTAATGGAGAGGCACGACATGATATTCNTGATCTACCAAACTGCAAACAGGTAAAGAGGAAGCCGGTCATACCGGCTACTACTCTTGATCAGTTTCTAAAAGANCAAGGGATACACAAAGATGATGAAACAAAACGTGACAACAACACAACAAGTGATGTCGAATTTATGCATACTCCTATTATTAATGAANATAACAAAGGATTGGATGATCGTGTGGAACAAGAAGAGGAAATTGACGTTGATTGTAGTACAAAAGGTATGTTTTAAACCTTGTAAGATTTAGAACTCATTATAAAAGAAATTTCTTATTTCATGTTTGTTACATCAATCTAGAAATGTCGAAGCCAAAAAAAGTTCGAGGACATACAACATGTAAGGATATTCATGCAAGAAATTTNNAAGAAAGAAAGGAGGTGACATTTGATAAAGGACAAGCGGTGGGACCAACTAATAAGATAGTGTCANAATTAAGCAACTTTATCGGAACAATTGCAAGGAATCCTAGATTCATCAGCTTGATGTACACTAGTTGGCATGCGGTGCCAAATGATACTAAAAAGCGCATGTGGGAATACGTCAATGTAAAAACAACCACTCTTGAGAATNCATATTTTTTTNTTACTNACTGAAGCTAAATATATTTTATTTTGCATAGTCCAAATTCCTACTTCCAATAGAAGGAAAGAAGTGGGTGATGACTGGTCTTCGTGATGCTTGGAGGCGACACAAGCAAAAAATTAAAAAGAATTTTTTTGATAAAAACAGTACCCTTGAGGATATGCTAGCGAAATGTCCTGATGGCATTCCACATAATCAATTCCGCCAGTTGATCGAGTATTGGAAACACCCAACTGTTCAAGTAAGGCTAAAATGGTGCATTTCCACTCNTCGACTAATTCTGCGTCATATCTATTCTTTTTATACATATCAATTCAANTATCTCTTTGTTTTTAACAATAGGCTATATGCGAGATGAATTCTAAAAACAGGAAAAAACAAAAGTGGAGGCATCGAATGGGACCTATTAATTTTGCNAGAGTACGCGTGGCATTGGTAATACTTAGCTGACATTTCATACGAAATTTGATTTTCATTTTTTTGTACTTNATAAGAACTTACTGATTTTTTAAAATTTCTTTTGATATAATCTGTAGCGTGCAGCCAAAGACAACAACGAAGAACCATCAAAGCCTGAAATATTTATTGCAACTCGTACCAAGACGGGAAAGGAAATCCAGGCTGATACCCAAATTGCAATAGTAAGTTTTTCAAAGAGGATTATTAGTGAACTTTATTCAGACTTAACATTTATATTGTGGGGAGTTTGANTACATTANATTTTAATCANGTATGCCTTCTTCTTCTTCTTCTTCTTCTTGTGCAAGTTCGAGGAGATATCAATTATTTGTCGACATTGTTTAATTATTTTTTACGAAAAGTTTTCATAATTTTTTAATGCTTGATCGCTATCATAGGATTGGAAATGAAATAGTACTTACAATTCACTATGGATGCCAATTTTATTCAATAGGCTGAACTTCAAAATCGCCAAAATTCCGGGGAAACAGCTGATGATGCATTTAGGGCAGTGTTTGGAAAGGAGCAGCCTGGTCGAGTTAGGTGCTATGGTAGATCAGTGACAACAAGTTCTTTGAAGAAAGATGAGGAAATTAACAATCTAAAACAAAAGCATGCCGATGAAATCACTTCTCTAAAGGAAGAATTGAGAGAAGAAATGCGACATTTATTCACTCAATTGCTGCAAAACAACCCTGGATTGAATTTTCAAGATATACCAGGGTGTGTTGGATCTAACCTTGCTTCACCTGTTGATGCAAGTAGCGCACAAGCTGTAAGAGGCACAAATCTTCCATNTTCTTCGGGGTCAGCTCANGATTCGGTTCTTCAAAAGGTATTTTGTATTTCAAATTCTCTGTTAATAGTGTCAATATTGTTTTTCTTCTAGTTTAGTTGGTGTTCTTGGTAATGAAATTCAAAACTTATTTTTACTTGTCTAAGTTTAGTCCACCAATTTATAACTGTTAAGAATGTTTTTGTTTTTGGTTTAAGCATTCGAATCGTTAGTTGAATAACTGTTCTTTTAGTATTGTGCAATTGAGGAGTCTGTGGCTAACACATTAATGTGCTGCAGCCTGTGATTAAAATGTCTACATGCTAGACAATTATAATACTATTGTTATTAGTATAGAGTTTAATGGTTTGCGAACCTTTACCTTTGTAGGGTAGAGAAACCATCTAGAGCTTGACCATTAATAGAAGATCTTGTGGGTAGATTTATTATGTTTGATAGATCCTTAATGGTTACTTGTTTAAACTACAGACAAGGCAGAGAAAATTGGAGAGGAAAATCTGCAGGGGATTTTCTTGCAGCCTGGTCCTCTANTTTTTGTTCACTGTCTGTTAAATCTTTACCTTGTTCAAGATTTTGTTTGTGTCTTTTTATAGCATTCCTTCTCTTCTTACTAAACATTTCTCTTGTCTGTATTTTTTGTTCGTGTCTTTTTTGTTCACTGTCTGATGATGAACCTTGC

>rnd-5_family-3353#SINE? ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

GTCAAAATGACACTCTTCAACAACTGGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTCTCGGAATGCCCCATTCTTTGTTTATCCAACAAACGTNTCATTTTTCCTTTTATATTCTAAACTAGAATTACTTCA

>rnd-5_family-4070#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

CTCGAAACCTTATTGTACTCAAATTTGTTTTTAATAGTTTTCCTTAACCAAGTAAACTACTATAAACAAAAACGTACATATAAGTTTCCATATATAACACGTACGCCGCCACTTGCATACNCGCTGCAATATTTCACTGGAACATGTTGCGCTACCTGTTCAATNCAATTTTGCCATATTCAAAATCTCGAGATTTAACAAATTCCCCCTTTTTGACTATGGCAAATAATCAGCTTGCATTTGAATAGGTACACAATACATCAATCAACATATAGAGCACTTTAATATCATCCTACAAGTCTGCAGGCTGCTTCCCCCTTTTGCCATTAGCCAAAAAACATCGAAAACCAAAGTACATATGCATACTAGAATAGAGCATCAGACAAAGTCATTAGTNACATCAAGAGTTAGACGTCAAACCAAAATACATACAAAAATAGTAATGTCTACTTCAGTCTTTAACTAGTCAAAAACAAAAAATTATAAGATAATGCATATATGAGGATTGATTAAACAGAGGGTGCCGTAGAGGTGGAAGAGTTTGAAGATCCCTTGGTTAGCAACCCCATGATACTTTGTAGATGCCCAGAATTCACTGCTCGTTCTTGATGTAACGCAGCCTGAGTTTGAGTGAGTTCTTCCTTAATCCTGCAGTTCTCAGCAATCAATTCCTCACGTTCCAACTTATGAGCAATCTGAACCTGTTCCATCTCTACTGAGTGAGCCCTTTTTAGTGCTTCCATCTCCTTTTCTACAGCAGTAAGAGAAGCCCTCAACCGTTGAGTTTTCACATCAACCCTTTTAGGCGTACCAGGCATGTTCATGTAGTCGACCTTCCCCATGACATCAGAAATGGTTTGAATCTGCCACTTCTTTACAGGCACACCAAAATGTTCAAATACTTGTCCTAACCAAAATCCATAAGCCAAACCCCTTTGCTTTTTATCAACCTTGGACAAACTATGTATGTGACTCATTATTAGGATCGGCAAGTTTATTTGAGTCCTAGACAATAGTAAGTCCATAAGNGTGAGATCCAAGTAACATGCTTCGGTCCTTTTTTGCTTTCTTGGAAGAAGAATTTTATGAACTACATTAAACAGCANCTGATGTAAAGGTAACATACATCCCTTGTCAACACTAGAATATTCGGATAGAGTAGGATCATTTGAGAATCGCCTACATATGTCAAGTTGAGAGGTGTTACCCTCTAAAGGAGGCCAATCCTTCTTGACATAGTGACCCCATCCCCTGTTAGGTATCCTNAGTATTGAAGACAGAATCTCAGCAGTAAGNGTAAAAGAGACACCACAAACAGTACTAGTAATTGAAGANGCAGTTCCTGTTGCATTGATATAAAATTCCCTGGTTTCTACTCTACCCATTTTACGCCTAAAGGATCCTTGAAGCATCAGTTCCGTCCATCCTTGTNCTTGTAAGATGATCACTAACTCATCCATCTCACCACCCCCAAAACCAGAAATTACTCTCCCCCTAATCACACTCCTCTTCTTAAAGGCTAATACTCTTGCAGGGTAATCACTATCATCTGAATCATGAAATTTTGATTTGGATGAAATTTTTTTCCGTTTCTGACTATTCACTGTATCTGCTACAAAGNTTAANGATGAAGGAGACTTACGCTTTCTTGTGCGANTTTTCTTAGTTGACTTAGCCAAAGTCTCTGCATCCCGAGTGCGTTGTACAGATCTAGTTACTCGTACTGGTACCTTTGCCGGTAGGAAAAGAGTGAGAATCTTCTTGAGTTTCAGGGAGAATCGTAGCAAGAGGNTTGCAAGAAGACGAACTTCGTTTGGAACAAGTTCGGATTTGGGAAAGCATTTCAAGCAAGGTGACATTTTCATCATCGGAACTATTTTCTCGGTCCTGTGACGAAAACATTTGTTCCCCCTCACTTCGTGCACTCATATTTCCTTTCTCTAACCCTTGACTTCTCTCTTCCCCCTGAACTGATGCATCTTCCATAAGAGAACATCGGGTTACGCCGGTCGAATCAATGTAGAGAACAGCNGGTAGGGCGTGTAGGCTTTCTTGAGTATCAAAGGGAATTATGGCTAGTGAAAGATTTGAGGACGTGGCCATTTTTTCTCAACAACACGGTGTGGATTCTGGGATTGCAAGGGTTCGAGAGAGAATGAGAACAATCGGAGAAGAAAGAGAAAAGGGAACTGCGTTTTAAGAGGAATTATAGGGAAGTGTAAGGGTTTTATCTGAGAATGGGAACAGGTATGACTTGAAAGGTTTTCTGCAGGTTTTGANTTGGCGGTTNTGATTTGCGATGATGATTTTTTGATTTTTTTTTATTTAATTAAATAAAGGAACGGAACCCAATGCATTGGTCTTATAATTTTTAGTCTATCTTAGTTAAGGAGAGTAGACATACCTTTAAGCATGCAANGATGATTTTGAGAGTCCAATTCCTTCAGCTTCTANTTGCTTAGTTTAT

>rnd-5_family-1442#LINE/RTE-BovB ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

ATCTACCGATCATGCTTGCGAAATGAAATGGACCCGAATAGAGCGGAATGGATACAGAGGATTCATATAGCCGACCCCAACTAATTTGGGATTGAGGTGTAGTTGATTGATTGATACCT

>rnd-5_family-200#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

ACATCATAATCTCTACCTTTTGGGTGAGCACTTTGTGCGCACTAGATAATAGCCCGCAAATCATATAGAAAATGTAAAATCGCACTAGGCAAGCCTTATGCGATAAACTCGACTCAAAAGGCATTGAGGGGATCGATCCCGAATCATCCGCGTGGATGATCACCCTCCAAACCAANTGAGTCATCCCGAAGGACANNATTATTGANCAGCGTTGACTTTTAAAGTCAACCTAGATTGATT

>rnd-5_family-3856#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 18 )

ATTGGCAGCATGGATGACACTAACATGAGTGACATGTACCCCTCAAGACCATTCACACGGAGTCAAGCAAAGGATCTCCAAGGCCTACAAGCAATGTTCATGAAAAGGGAAGCATTAGAGGAGATTGAAGGTCANCAAAGAAGGACATACAATGTGTTTACATTACATCAAATTGAGAAGGAAGAAGGAAAGAGGCCATGTGTGCAAATGGCCATTTCATGAATTCAAGAATTCACAAAAGAAGGCAACCAAACAAGGCCCTTACCTCATTAAGGGCAAAATTGTCAAAGAAGTGTCTTCTTTATTTCCTTAGTATAAATATTAGTCTTTTATCATTTTGCAAGACTTAGACTATGTTGAATATTGACTCTCAAATAGGGTGAATCTTGGGATTGCTAGTTAACTTCTTGAGTTTGATTAATCTAAGTGTTACCACTTTGTGATTCTTGGTTTCATTTGATTATTCTTTCTTGGGTTAAATTTAGGTTGTTGAAGTCAATTGGGAGGTGAGGGTTTTAGTCCCTTGTTGCCCATAATTTCAATAACTTGAGTATTAATCCACATATCTTTTATTTCTTTGTGTCTTTCNTTGTTTGATCTTTATCATTTGGTATCAGAGCCTAGGTTTAGATTCGTTCTTACGAATCTAGTCTTGGGTTAAAAAAATCTTGATTTTTTTTCGTTTTGTTGTTTTTGACACTAGATCCTTGTTCCCTAGTGTATTTCGAGTTGTTTCAATTTGGAGTTGTAGAANTGAAGTTACCGTTAAAGGGTTTCGAGGTTTTNAAACTTTTCAAATTTCGAAAGTGGGTCTTTTGATAGAGTAGAAATTGGAGGTTAATAGTTAGTGGGATTTGTTNATTTAGTTTAANGGAAGAAAATNCTAAAATTTGAGCCAATTTCGAGTCGATTTGAGTGTATTGNGGTGAAGTGTGTGTTCTTGGTGTTCTTCAAGTTGTTCTTGAAGAAGAAGAAAGAAGAAAGTACATTTGATCCAACTTTTCAAGTCAAAGTTGGTCAAAGGTGTTTTTTGGGGTCCATTAGTGAAATTTTGAAAAAAATAGAAATCCGAAATTTAAAAAAAGTAATTTTTTCCACGTAGACTGACACGTTAACAGCCACATCTGACATATCTGCCACGCCAGCGCCACACGACATCGCATCAGCATCCAGCGTAGCAGAGAGCGCAGCCAACAAGGCCCAGACGCCTAGTCAGCGCGTGGGGCTCACTTTCAGAGGNTGAAATGTGCAGGTTTTCCCTTGAAAGCCCAAAAATATTCCAAGTATGGGAAGTTTTTTGGACCTAGAAATTTTTCTAAGTGTCCAAACTTCGTGATCTTTTTTCTTATCATTTTTCCGATCAACTCCTCAACTAATTAANAATTAATTAACATATTTAATTACTTGTTAACTAGTTTTGATCATCAAATCATCCAATCAACATCTTACAAGTGATGAACTTTTTTTGAGGCTTNAAATTTTTCTAAGTGTCCAAATTCACTTCTTCTTCTTCTAAACTCATTTTCCTTCTATTTTTCAACTATTTAACAATTAATTAACATCTTTGATTACTTGTTAACTAGTTTTAATCATCAAATCATTTCNTCGATCCTTCAAATTAAGTAACAAGTAGTAATCTTCTACTTTTGTTGCTTGGTTTATTTTGAGTCCGAATCTTTTGGTACTTCTTTATTCTACTTTTCTCGTCTTAATTCGTTGATAACCTTCTTGATTCAAGTTCGTTAGTTTTTTTTGGGTCGTCCTTCTTTCAAGAGTCACAAGAATCCATTCCATCACAAAGGATAGGTGATCTTGAGTTGATCGAACGGAGCTAGTTCACTATCAATTTTGAGAGGACGCCATAGAAGGTGAGTTGAGAGTTACCTACGAGTGAAGTGAGACTTTTGCTACTAACCTCATTTGTTGAGTTTTGTAGGTATCATGTCTAATACAAATCCAATTGAGGAGAGCTCGGAGAACATCATGGAGGTTCTCGCCAACATCTCTAAGCAAGTAGCAGAAATGAATGGAAGGATGGGAGGTNCGGAGGAAAGCAATTNAACCCGAAAATGAGGAGATAAGGAGGACATCGGTGCATTCCACCACCCTTACTCCGGAACAAGCTCATAATCTATGTTCTCCTCCACAAAGTCGTACCCGAAACTACCAACGCCCCACTTTCCAAAATCCCAACCCTCCAAACCACCTAAGACAGCCTACACCACATCCAAATCCACAACCGTATCACCCACCACAAGAGAATNTTCCTTTTGTGGCCAACCAAGTCCAATACAAAACTCCATTTCGAAATGATTCAAATGCATCTTTTCATGAAACCTACACATCACATCCACAAAATGCACCACAAATTCCCTACCAAGACTACCAATACAAAAATCCTCTCTATGATGAGATTAATGAGGAGTTCAATAATGATGAGTTTTGGGGTAGAGATGGAAATGGAGTACAAAGGGAAGGAGTAAGACCTCGGGACTTGGGGTGGGACCAAGGCAGGGGAGATCAAGATAGGATGGGATATAGAGGAGATAGGATGGGATATAGAGGCGATAGGATTGGAAATAGAGGAAATAGGTTTAGGGAGAGGAATGATCAAGATAGGGGCTTGAACGCTATCAAGGTCACACTTCGAAGGTTTAAAGGTAGTAGTGACCCCGATGAGTTCTTGGAATGGAAAATTCAAAGTGAGCGGATCTTTCTCACAAATAATATCTANGCAACTTCGAAGGCGAAGTACGCTCTCGCGCGATTTGAGGGGTACGCATCAACTTGGTGGGAGTCCAAGATGAGGGAAAGGGAGAGTCATCATAACTATGAGTTACCTACTTGGCAAGAGTTGATTACACTTATGGAGTTGAGATACTTGACTCCAAACTACTACCAAGAGGTNCTCAAGAAGGTGTACACGTTGAGACAAGGTACCAAAAGTGCGGAAGAATATTACGACGAGTTTGAGAACTTTGTATGAAGTCTAAAATTGAAGAGAATATGGAATGTACTATAATAAGATTCGNGGAAAACATGAGATATGNTATNTCGAAGCCCGTGAAGCTTAAGATATGATATTATGAGACNCTTGAAGCTTAGGCATTCCATGACGCCTCAAATGTAGAAGCAGATTTGAAAGAAGAAAAGTCATACAAGGCCAAAAGTTCTTTAACTTCCACATGGAGCAAAGGTCGCGATAATTGGAAGACGACATCCAGGGAACAAGCTAAAGGTNGAGGTCAAGCTAACCAAGTCAAGCTCGATTACAAATCCAAGGCAAGTGAGCAACCACAAGGAGGTAACTATGCTAAACCTATCTTTCCTCGACCCTCTAAAATTCAATGCTTTAGATGTCACGTGAAGGGGGGGACATGCTGCTACGGAGTGTCCAAATAGAAGAACAATTGTTGNTCTTCGTGACGGATATAATACAGAAGATGAAGATGAGGGAGAAGAAAAAAATGAGGGAGAGGGAGATAGGGGTGATGGAGAGTTTTCGGGGGATGAAGAAGAAAGGTTGGATGAGAGGGTGAATTTTGCTTGCTACATGGAGAAGGAAAAGTCTTTGATAAATGATGATGAAGACTTGAACATTAATGCCAATCTTTCGTGTGTTGTGAGAAGAATTGTGGGGAGGCCT

>rnd-5_family-3124#DNA/TcMar-Pogo ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

TCTTATCAAAATATGTGATTTCTTTTCATTGTCCCAAGTTAGGTCGGAGGAAAATATTATCTTAGGGAGAGTTTTAATTATCCAATTTTTAGCTTAGTGAAGTTTTACTGTATTTTATAGTGAATGTAGTTATAATTTAAGATGTAANGATGTGAAACTATTTTAATGTTCTTACATATGATTTATTTGAACTCTCATCTTATTTTTTAGATTATGATTTTTGAACTGATTGAATCACTACNAAATCGGTCATTGATCTGACAGAAATGAAAGGTGTCACACAATGTAGTTCATAGTATTATGAATTTATGACCAATATCATTGAACAAATATCCATAGAACTCGAAATGAAATAGATTAATAAATAGAATAATAGACTCTAACCATAAGATAATCTTAGACACACACCCTATCTAACCAAAATAACAATAAAATAAAACAAAAACAAAAAAACTTGGACTCTTAGACACCCTTCTATCAGACAAACATACATGAAATAAAGTTTTAANAAANACTTCAAACAAAACGNATTTTTAGACACCCATCTTACAAAGAAGATCCACATANTTGTTTCTCTAATTAAAGCCTCAATTCCAAATCCAAATCAATTTGTTCTTCATCTATGTTAACTAACTCATCTGCATTTGATGAAATAGGAACATCCAATCGATCGATCAATGGTNTGGTACGATCAACAATAGCCTCCCTTGAACTTTCGACCATGTTCCTTCTTTCCATCTGTTCTCTATCCATTATTGGCGTTGTACCCCTTCTGATCGGTACAAACCAATTTCTTCGTGCCATTNGTTGTCTATCAATTGGTAGTGCTCTGTCCCTACTAATCATTGGGTGGTCAAGATTCGAAGATGGTGTTGGCATGATAACAACGTTATTGTTTCTTTCTGGTCTNACATTTCGTGGGGCCGCGGGTTGAGTTGATAGAGGATTTCCTGGTAAAAAAGTACCAGATGCATATACAGAAGAATGTAGGATGATGTTTTGCTCAGACGATAATGGATGGGTAATTTGTATATGATTTACGAATCCGGAATAAGTATGAAACATTCCATCGCATACGGTGCAAAAANGTAGGATAGGAGAAGGTCCTTAAAAATGGAGAAAAGTTAGCGTTATGCATATTCGATGACAATTTTGTTCCTCTAAAGTAAGAAATGGTAGAGAGAAGTACCAACTATGCAATATAATTCAATGAAACGTAAGGAACATTTATAGGGACTTCATTTATGTATCTTCCAATTTTGCAATGGTAAGTTCCAAATATTTTTGCAATAAGTGACAACTTTGCTACCAAATTAATTTGGAAATCTAGTTAATTTTCTCCCTTCTCTTAAATGTTTTCCATTTTTGAAGTAGGTAACCAAATCTAGTTAATTTTCTCCCTACATTATATGTTTTCCAATTTTGAAGTGGTAAATTCGAAATAATGTTGCAGTAATTGATAAAACTTCGCTGACAATTTAAACCGGAAACATATTTATTTTCCCCTAATTCATCTTGGATATTCAAAGAAAATACCCCTTTTGTTTTTTTTTCTTTGGTAATAATTCGTATCGTATAGAATAGATCCTGATAAATTCAAAAATTATTTATANNCTAATATAATAATTATNTATTCAAAAATATTATGTTGAATTTTTCGTAATATACTTTCATCGAAAGTTCATTATTTTTANATATNTATTTTTGTAATAATTGATAAGTATATAGTGTACACGTGCAAGAAAAATAGTTTCTTAAAAGAAAAAAATAAGAATATTTGCTTTTCAAGAGAAAAAGTATACACCGTTAAAATAACGTATTTATATATCATTTGAACTAAATTTCACTAAATCAAGTATACAAAATTTTATAGGCGTCACATTTGCGATATGTGTTACTATTNATTACTTTAAACATAAAAAGATGAGAANAGTGTTTATTTTTAATAGATAAAATGTGCATCATAAAGCGACATCTCTAAAGTGAATTTAAGGGTTTAGGCATAAGTACACAACTTAACTTAGCTGCGGTCTTANTCCCTCAAACTCATAAACAAAGGTTTAGATTAAAAGCGTAGGTGCAGAGACTCAATGAAAGTTATTTTGACAAATGGGATTAAATGCGTCGGTAGAGGACTCTTTACATCGAAACTTCAGAAAGATAATTGACAAATTCTAATACGCTAATTCAAAATTAAAAAAAAATTTTTCTNCTCATTCTTCCATAAAACTCTCAATTTTTTAATTGAACTTGTCGAGAAATTTTACTCATACTACATGAACTTGTCGATCTTGTTGAGACATTTCAAAATCTAGGAAAGTGAGGTGAGGTGTGAACGATACAAAGTGATGATATTTTTGTTGGTCAAAATATTGGTTTTGTGAATCTCAAATCATTCATTGCAACTGAATTAGAGATTTATAAGTTGAAGGAAAACTTTGTAAGTTAGATACATTGTTGAGGTNAAGAAACAAGAGCCTGAAATTTCAATGTATATGGCATGCATTGATACGACATACAAAANGGTTGNANGGACACATNGATTAAATGGATACGTGTCCATGCGGTAATTTCTATGTATCATATACATTTAGTACGATTTTGAATTGATGTATCACGCCTAAAAAATAGTGCGTGATATACTGCTATTTATGTGTCTTATTTTGATTGAGAAGTGTGTATGTGTGTCGCGTATATATATACACATATATAAATTCAGTATNCATGTTTAGAAACGTTTTGGGGTGTTACATTTTTATTTTTGTTAAATTTGAATGTATATATTTTCGTTTTCAATCAATATTACGCATAGATAAATAAAACATAAATTAAATATTGATATAATATTAACATGACGACTTAAATATAATAAAAAATGTCAAATATAAAGTAACGCCAATTAACATAAAATAAAATTAAATAATTATTATANCTAAATAAAATTTCTTAAACGAAACTTAACCGAACTTATGAATTAATTAGTTGATATGGAATAAATATGGNAGATATGTNAATNTNGAAAAAATATTTTNGTCTTGAAAAAATAATTTTTTTGCTTCTACTTTTTTTGAGAAGCGGAAAATATTTAGCTTCTTCTCGACAACAGAAAAACTACTTGTGCTTNCTTTTAAAAACAATTTAATTGATTTGCCAAACGNCTTGCTTTTTTAAAAAAAGTTTTTTCTAAAAATAATAAATAAATTTCCTTTCAACA

>rnd-5_family-4530#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TTCTTGATCTAGTTGGAAAAATGTCCATTTTTTCTGTTTTTTAATTATTTTTTCTTTTTGAGGAGTAATTTCTATTTTATTTAATTTTTCTATTAATTCTTCTATTCCGGTTGTATCTATATTTTTACTTTCTAATTTTTCTTTAAAGTTTTTATCTATCTTATTATTTAGTTGTAATAAAAGTGCTATTATTATATTATTCTGTTGTATAATAATTTGATCTGATTTTGAAGATGGATTAAATTCTTTATAATCTGATGGAAGGGCTATTCTTTTTTCTATTAACTTTATTGCTTCTCTATGTGTCTCNGATTCTACTAAATCTATCATGAAAGAACTATTTCTTTTATTGATGCTAATTCTGTCTTTATTTCTTGTATTTTTATTATTAATGTATTACTAACTTCTTCTTTAGATTTATTTTTTAACTCGTTTAATTTTTTACTTAAATCTATTCCTTGTTCCTTAAGGTAATCTAAATTATTTTCTATCTTACTAAAAAGTTGTTTTTGTTTATTTTGNGTTTCTTCTTGTTCACTTAATATTTTTATAATTTTATTATTTGATTCTCTCTATTTTTTCGCTAAGATTGATTATCAAATCTATTAAAGTATTATATTGAGCGTCTTCTGTATGTAAGCGATGATTTCCGTTTTCAAAGTTACACTTAATTACATATCGTCTGTTTANTCTTTGAAATCTTTTTTCTATATTGATCTGTAAGTCTAAGTATTCTATGCTTTTTAATGAAGCTATTTTTACTATTGTTATTTTATCCTAAAGTNGTTGGTTTATACCGTTCGTAATAGTNTTTTATTCTTTTAGTANAGNTATGTATATTTTTTCTCAANTCCTTGTAATTCCCACTTTAAAGCGCTTATATATTCTTCGTTGTCTATANTTCTTTCNAAATAAAAATTTTNTGGTGTAAAAAATTCGTTTTCGTATATATTTATGTATNCNNTCTATTGNTTTTTCTATTCTTTGTAATCTTTGTTTTTCTTCTATTTCTCTATATAANATACCAATNATTTATTCTTATACTTCTGGCAAAAGGATGTTTTCTCATAAAACTTGTAGCCTCTAATCTGGAATATTTCTTGATCTAAGATGTCTTAATAACTTGTGTTCTAANTTTCTAGCTAAGAAAAATATATNATCTAATTTATTAGTTATTTCTTTTTTAAAACTAGTGTTTTTAGNTCTTTAAGTAATATATCTGCTTTTACATATAACTCTTGTAATTCTTTTTTAACCTTTTTATATTCTCTAGTATTTTTATGTGGTCTTCTCATATATTATCCTATAGAATTATAGTAATANGGATTATTTTTAATTATTTTAATTCTTTCTATTACTTCTTTTATCTCAAACTCTACCTGATTTATTTCTTCACTAATTTGTTTTTGNTATTGTCTAAGAGTTTCTCTAAGTGTTTTTACGGAATTTTTATATGTATANGTTAAAGATAATCTTAATTTTAANGTAAATAAATGACTTTCTAGNGATTTTTTNTATAATTTAACTATTTTTAAATGTTGTCTATTATAAAACAGNGTTCTATGGTAGGCAAATGTTTTTCTAAAATAATAATCTTTTTTCATATAAGGTCTTTTAGGACTAAGGCTCTGATACCAAAATAAGGTGATATTTCAAATAATATAATAATTTCGTTAAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>rnd-5_family-1550#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TGTGACACATGCATAGGTTAAAATAAATGGTTAAGATTTAATTTTCCAAAGTAAATCTCTAACCATGATTTAATTAATAAGTACATCATATATCATGTATTAAAAATTATTATAATATAACTATCTTAGCAACATATTATCTTGTCCATAAATATAGGGAAAAAAAGTTTTCTTCCTATTATTTCTTTTTACGTAGGATTTTTTTCTTTTATACGTAATATTTTTTTTATCTAATCTTTTTANCCGNNTAATTAACTGAATAGAAGTATAGAAACTATAATTAACCTACCGTATGTACTGGTATCACCGTATTCGTAATCTTATTATGAAATTGAAATTAGTTTGTCAAAATGGTTTGATTATCTCTAGGTAATTTATTAATCACGGACCAATATGCTTTTAACAAAAGATTACAATAAAAAATATTATATAAAAGAAAAATAAAAAAAAGATCCTACGTAAAAAAAATAATAGGAAGAGAACTTTTTTACATATATTTATGGACAAGATAATATGTTGCTAAGATTGTGAGATTATAATAATTTTAATACTTAATATATAATATATTTATTAACTAAATCATGGTTAGAGGTTTACTTTGAANAATTAAATCTTAACCATTTATTTTAACCTATGNCATGTGTCACTAATCCAAATAGGAACTTGGGGAAAATGGAGAGAAGAGAAATGGAGAGGAGCCGGATCCA

>rnd-5_family-467#LTR/Copia ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

GCGCAAGATGGGAATTAAATTAAAAGGAAAATGAAAAAGTNGCATAGGAAAAACATAGNGTTAATNTCACGAAACAAAGTAAGCATTTGTAGNTATANTGANATATGAAGTATATGTCAACTAAGTATATGACACAACTTGTAAAGTTATATGTCAACTAAGTATATCATAAAACTCGTAAATTAACCCTTAGACAATGACTTCAATAGAATATGTTCATCCAATAGGTAAAGGGTGTTAGACACAACTCGTAAAGTTATCCTCCCTTGCAATTTATAGGCCAACGATAAAATTGAAATAAATCATTGTAGATCAAATTTCTTGGATNTTTAGTGATCAAACTCTGAATTACGTATTGCAGCATAGCTCCCTAGAAAATAGAAAAATTAAGAATATTAAAAGGATGACTCCATTAACACATAAATTATATCTTCATTAACGCACAAATAATCCTCATGCACCATTGTTTTTCATCAAAGGGCAGTGATCACCAGTGGGAAGTCACCCTAAATAAAAGTCCAGGGTCGTAAGAAGATCATATACCATCCAAACAAAAAATTTGAATACGAACTAGTAAAAATGTCCATGTAAAACTACAATTAATCTCGCTTAGAGGGACAACCCAATTCAGGCTCAGAAGTCTAAACTACTGTATTAACACTCCAAAGGAGAAGATNAAGATGATTGCAACANTCATGGTATCTTGACAATCGGTTTGTTTACATAAATTTAATCAGATAGAAAGACATATATATCAAATTTGTGAAGTAATTTGATGGAATCCATATTCTTTTTCAATTTGTAATTGTTTGCTAACTTGTAGATTGATGGATCCACACTTGGCAAAGAAATAAAATTTCAAATATGATGTTTTGAAGATCCACTCTGTCATATATCCCATATATACGACTACGCCTCTTATATTACAGGAAAAATCCTACCAAAATTCCCAATTCGCATGCACCTAGTAAGGAGTATTACACTTTTAAATTATACATAGCTCATGTATCATATCGAAAATAGTAGATACAATTGAACTCATTAAGCTTATGTTTTGTCCATCACTATGTCTAGACATAAAGTTTAATGAATGTAACCATATATATAAATGTTACCATCATAAGCAACAACCAAATTAATCATAAAGTGGTAATACTAATAATTTATCTGTGCAAGTCAAACTTCTAGATAACAAATGAGAGAGCACTTACATGTGAAGAGTAGTGCAACCACGAGAGGCAACACACGTTAGCGCCAGATATATTGATACCTATAATTTCTAATAAACAAAGTATGAGAACCTGATCCAGAAAAATGTGTACATTCAAGTAAATTTTATGTATTCTAACAAATAACGCATAAATTTAGCAGCAAAGGGACGAACAAAGATAACTTCCATGATATTGGTGAGCGAAATATTACATCTGATATTTCTAGAAAAAGCTCCACAAATATGATCACTCTTCAACGTTATCACCTCTGCTAACTGTGGAAATAAAATCTTGGCAACAATTAATTTGGCAGCCATACTTGTTGAAATTATTAGCCACAAATGTGAAAATTGGTAGCCACCAATGTGAAAGTTGGTAGCCACATTTGTGGAAGTAGGTAGTCAAAGTTTTTGATNTNAATTTTGGTATAAGCTTGGTAGAGTTAGGCAACCAAATTTTTTGTTGAAATTGGNTACCACATTATGTCATTAATGATGTNNNCGNGTTTCCAAACTCTATAAGTAGAGTAGTAATTGAACACTTGAAGACACACCAAAATAGAGAAGCAATAGAGAGTAGAGAGAGTAATCCACAAACTACTTCTTAGTTTGTGAGAAAATAGTGTGCAAGTAATATTATTGTGAGTTGTNAGAAATAAAAGAGTGTTGAGTAGTAGTCTTTTGACACTACCAAGTTTTTCATCAATATTATTGTATTACTTATTCGGGTATCATATTTACCCATTTTAATATTTGGTGTCGTTGTTACTCTCTTCCTATTGCTATTTAGTTTGGACATTATCCTGGTGTGATTATCATTTTGTCCAACAACGTGGTATCAGAGCCATGACAAATAATAGTCCGTTGTCCTTTCAGTACCCCCGTCTCACAAGAGAAAATTATGAAAAATGGTGTCTACGAATGAAAGTCATTCTTGGCTCTCAAGATGTTTGGGATATTGTAGACAAAGGGTATACAAAACCCGCAAATGAGGAAACTTTGCCCTCAAATGAAAAGGANGTCTTGTTAAAGACAAGAAAGAAAGATCAACAGGCCCTCACTCTTATCCATCAATGTTTGGACGATGGCATGTTTGAGAAGGTGGCTGATGCAACCACCTCAAAAGAAGCGTGGGAGATTTTACAAAATTCTCTCCAAGGAGTTGATAAAGTAAAGAAGATAAAACTTCAAACTCTAAGGGCTGACTTTGAAGTTTTAAAAATGAAAGAATCCGAATCCATTTCGGATTTCTGCTCAAGATTGATGGTTGTTGTAAATCAACTAAGAAGATACGGGGAGGAAGTAGATGATGTGCGTGCGGTAGAAAAGATCCTTCGTTCTTTAACACCTAAATTTGATTATGTGGTGTGTGCTATTGAGGAGTCTAAAGATCTAGACTCTATGACGGTAGAACAATTGGAAGGTTCTTTACTAGCCCATGAAGAGAAAATGAAAAGGAGAAAAGAAGAGCCACTAGAGCAACTTCNTAAAACTCATGCATCCTTCAAAGGATTTGAAGGTGAGAAAAGTTACAAAGGAAATGGACAATGGCGAGGCCGTGGAGGTCGTGGAGGCCGTGGAAGAGGAAGAAGTTATACCAATCATTTCAACAATGAAGATAAAGGTCACCAATCATTCAGAGGTCGTGGTCGTGGTCAACGAGGAGGCAGAGGACGTGGAGCCTATCAAGGTACAAATGAAATGAGGTATGACAAATCTAAAATTGAGTGTTATAACTGTCATAAAATGGGACATTACTCTTGGGAATGTCGTAGTAATGTTGA

>rnd-5_family-1418#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

TTATTCGAAAATCGTCTCAAAAAGATTTTAATTTTAGTAAGTATTTTATTAAATTAGTTTAGTTTAAATTATGGTTATATTTTGAATCACTAGTTTACGATTAAGTTAATTATTTTATCTCGTTAAAATTAAGAAGCTCGTTAATTAATTNATATTAATTCGTCTTATTTAAGTTTTAGCCGAATTTNCTAATAATTCGATTTGGCTAAATTATTAAATTACCCCTCCTTAAATTCCCAACTTAATTTTGGGCCTATTCTTCAATATCAGCCCATTCCTTTTTACTCAATTTCCAGCCTACCAATTCCCAATTTCCGGGACCCATTTTTCTTTTTTCTTCTCCCAGCCCATTTCGTTTTTAATTNACCCAGCCCATTTTCCTTTTTACATTTAATCCATTCCCTCCCAACTCTTTGGAAAAAAAGGATTCGGGCCTACTTCTTTTTCAATTTCCCTTTTAACTCCGGCCAGCCCATTCCCTTTCTCCCAACCCTTTTCCCTTTCGACCCATACCCGACCCATCATGTAGGTCTTCTTCTCCGCTGAAAATCAGCGGAAAGAATGCAACAAAGCAATAGCACTCCAGGTCAGATGCANCGCCGAAACNTCCAGCGAGAAGTGGCATCCAACAGTACCANTTGTACGCCTTCTTCTTCTTTT

>rnd-5_family-619#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TCCGAAAATCGTCTCAANAAGATTTTCATTGTTTTAGTAAGTATTTTGTTAAATTAGTTTAGTTAAATNATGGTTATAATTTTTGAATCATTAGTTTACGATTAAATTAATTATTTTATTTCGTTAAAATTAAGAAGCTCGTTAATTAATTTATATTAATTCGTCTTATTTAGTCACTAGTCGAGCTTATCCTATGATCAGCTTGGCTACATTTTTAATTTCTAATTGATTAATTTAAACCTATACGGCCGAAACCTAGCTAAATTGTAGACAACTTTAAGTTCGGGGACATTTATCCCATTTTATTAGGCCTTTTCCAGCAGCCCAAATCCGAACCGGCCCAAACTCTCCAATTCTCATACAATACCATCAACAAACTCATTCCAATACAATTGGACTAACCCAATATTCCCAATCCATTNGTTTCAATTACCAAAGCCCATCAGCCCACAATTCAATAACCCAACAAATATCCAATACAATCCAACCCCTTCTACCCTTCTTCTTCAAAACGACTCCAGCAAGTACGACGCAANNCGAAACCAGAAAATCGCAGCAACTCCAGCTTGCATCAGACCCGAGACCAGCAAACATCGTGTCGTGCTCTCTCCGCACCTTATCGTTNNNCGTACGCGAATANTCTAGGTGNAGNCGTCTCCTTGTCGNNAGATCGTTCTTCACTCATAATCGGGCGGCTCTCCTTCTCTATCCGTTGAGAATTNGTACGAATTAGCCAGCTNCCTCGTCCTTATCCGTTAAGAGTTTCGAATTNCNNACAATCCCACATCGNTTTTCTCCNTTTTCAAATCTCGAAANTTNCCTNCAAATAAACCCTCTTCTCACTGTTCAGAGGACGGGATTTTCGGAGANNAAAGAGCACCCGAAAGATTTTGGGAATTCTTGGTTTCGTAGTTAAAATTTTAAGACGCTTCGTCGCTTTTCGAGTTTAANCGNGGTGGTGGAATCGTCTCCGTTGCANCCGTCAAANTCGCGGTTTCGAGTCGCTGCCCAGAACGACGTAATATTTCTTTCTTTCCATATAAACTCCGTTTAGAGTAATTTTGAGTAATATGTTAGCATTGTTAGATTTTCTTCTGGCTCGTTTTAGCTGAGTTTTCTTGAATCTGCAATACATGTACTTAGTTTGTTTAGTGTATTATTGGCATCTGCCTTTTAAATTCACAACATACAATTGTTAATGTTTCTTCGTTCTTG

>rnd-5_family-1678#LTR/Copia ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

GTTAATAAGTTTGATAAATAATTAGATATAATTTATCTCATTTTCAATTTTATCGATTTTGAATTATTTCAAGCAAATGTATTTTGCTAAAGTACAAATGACTTGTTTCTTCAAACCCACTTTCAGCCCAAATATTATCCAATCAGACACTATCGTTCGTAAAACCCGGGCCCAAACCCCTCAAATAAATACCTCTATTCTTTTTCTTTTCNTTATCATTTCTTTCTTTCCCAAATGAACTGGAAACCCTAGCAGCCCCNTGTCCTTGCAAAATGCAAACCTCCCAAAACTTCACCGGATTTTGAGCTCAATCCATCAAGTTTTCTACCTCAAAAACGTCACCATGTCCCTAAAATTATTCTAGGGGAATATANCCCCACCCATGTCACCTTTTGTTCAAGATATTTTTTCTCCTATTTTTCTGAATTTATCTCTTCAAAGATCAACAATTCAAATTTTGGATCCCCGAGTTTTGTTGAGATTATCCCCCCTTCTTTGCTTTTCAAATTCGAAAATTCTTTAGGCTTCAATATTTTTGTTATAAATGAAGCCTAAATTGTATGTACTTAAGGGGACATTTAGCGGAAAAAAATTCCGATGTGTTAAAGCTCTTCAATTGTAAAATATCTATGTTGTACTAGTTTTTCTCAAAGCAAACAATCATTTTTCAATGATTGCCAGCAGATGCAGAAGATAATTCAAGGTTACTTCTCGATCATTTTCTTNTTGTTTTTTCAATTTCATATTTGTACAATACTTAACTTATCATCTCAATTCATTGCTCCTTAAAAAGTTATCATTTCGCCGAGATCCGTTCATTTGATTTTGACTTCGATCTGCTCTTTTTTAGTATGTTACATGTCACGTAGTAAGTTATCTTCTTAGTTTAAAAATTGAAAAGGAATTGGTTAAGACTAATGGTTCGTTTCTTTTTGCTCCGAGTTTGAATAAAAATTTCTTTGCATTTTTAATACAAAAAAAAATGATACAAATAGTATTTTGTCAAACATGTTATTTACGTCAATATTCTACTTATCTTTTGGTTATTTAGTTTGACGCATTCTTGTAATTGGTTGGAATTTTAATTGAATGAATTGTATCAACTCAAAATCTACTAACTATTTACCTTTATTTTACTTTCTTAACTATATGAGAAACTCAATTTAAATCAAGTCGTCACGCTTCAACGTTTCCTTTTAGTGTAAATTTAAGTACTATTTCACTTTGCATCATTCATGGAGGTACCGACTCCTTTTAAATTCATGATTTATAAGGAGATGAGTTATAATTATTTTGTCACTATTGATCCTACCATTGGAAAAATATTTAAAAATAAACAAATGAGTGTGATATTTCGAGTAATTTTGTTACGAAAAATAGATCCAAAGCCAAAATGACATGCGTTTGTATTGTTTGAGTTTATTTTGGAGCCTATTTTAGTTTTTCAAAAANCACTAATTTTTATTTATTTAATTAGTAGTGAAGGCCTACTTGTATTTAACAATANTTTTTAGTATTTTATTTGAANTATAACTAGGACTCTTGTAATCAATCTATGGCTTGTATTCTCTAGTGTAATCAACTCCTACAAGTAGGAGCTTGTACTCGATAGAGTAATAATTATGTNNTNTATTTGTTGATTTTATTGTGTAGTTATCATCTGGAAGTTATGGAGGCTGCATTAAGGTAGAAGACCATGATTTCATGGAGACTAGTTCTTTGAAGACCCTTATATCAATAATGATTCTTAGANGCTTTNCTTACCTTCTTCAGAAGCTTTTTCCCTATAGAGCTATTCTTGGTTCCAACAGTTGTTCTGGTGACTCGGGTTTGTAGATTTTATTCCTTTTTATTTAATTCAAGGGATAATAACATCTAAGAATTCTCCGTCATTAATCTATGTGAACATTTAAGTCCTAAATTGATGTGAAANAGNAGAGCTACTTCCTTTTATATGGTTCACATTTATTCGAGTGATAGTTTTTTCAAACTTCGTAAGAAAATATCGAAACTATTCAGAAAACTCAAATTACTTCGCGTNATGAAAATAATTTCATCAANTGAAAAGTAATAGTTCGGTTCATTAATTTTACTTTAACTACTTACATTCTTATGATTGATGAAAACATAAACGTTCTNCCTATTTAAGGAGTATCATTTGTGAACTAANTATATAGAAGAGAAACAAAAATCTCTCTTTCATTTAATCTCTTTCACCTATTCATGTATTGTCTGAAATATTTTTCTTCCTATTGTGAATATTTAGACAACTGTTTTTGTGCAACTCCAAACTTCCGACCACGAGTACACGTGTTTNGAAGATGTGTAGAATCTTGGAGAGTGACTGGACTTAACTATTAACATCAAAGTCAGGCCAAAATTACTTTCATGGCAGTGACTTGTCATTACGTAGTGTTTGTCATAATTCACTTACTATTTTAATTCTTGTCCGATATCAATATTGTATTATTTCCCTAANAATTTGAAAGCAATTTTCCGAATACAATATTTATAAATGGCTATTTCGTTGAATAAAATTTTTTCTTATCTTTCAAAGCATGAGTATTTGGATGAAAATATTTTTATACGATGGTCACATAAATATCTTTATCGTTTGAAAATTTAGAAGTCGATTATATTTTGAAGTTTAACAAACCTTGTACTGACGAACCTTTTAACGACGATTACTTATCCGATTNNTTNACCANTTACTTGATCATTAATTCGATTTGTTTGTTAATCANATATGTTGCTTCGAGAAAATATAGAGTGTTGAAGACGCGTTCGAGAAAAAATATAGTGTTGAAGATGCATCAAAGAAAAAATATGGTGGTCCATGGATTGAGTTTCAAACGGTGACAACAAGATAATCATGGAACAAATTTGTGCATATGGGAACTTGACTGTTGATGTTCTCAGCAGGAGTATGGAGATGTTTGAGAGTTTTTAGGCTAATGTGTTGTGCTTGAAAAATGTCCACAAACTTGGAGTAATTATAGATATCAACTGAAATATACGGAAATTAAATCATCTCCCCAAGAACTTATTGGTCACATGAGAACTGAAGAGGCGAACTGTCTAAAAAATAAGATGAAAGGTTTTTACTTAATTCTTCCACAGATTCTTATTGAATTTTCTGGTAATGCTATGAATGACATGCTCAAAGGCAAACTGAAGAATTTAATAAGAAAGGGACATATAAAGAAAAAGAATTACTTTAACAAGTCGAAGATTCAAATTCAAAAATCTAAGGATCCTTTATTTGTCTACGGAAAACTAAGTCATAATGCGAGCCACTGATAAGTAAGACAAGGACAGAACTTACTGTAAGAAAGACAAGCTGATGGTCAAGCTCATCTTGGTGAGGCTAATGAAGTGATTATTGTTGTAGTTTTTCTAGTGGATAAGAATATTAATTGGTGTTGGACACAGACCCTTCAAAACATTTTTGTGCCAACAAAGAGTTATTCCATGAGTTTGAGGAGTCAACTAATGACAATTGTGTTTACATGGGTTCTCTACTGCAGGAATAATGGATAAAGGAAATTTTTTACATAATGTAACTTCANAAAAAACTTTAGCCTTGAATAATNTTTTGTATGTACTTTACCTGTAGAGACATAGTTTTTGGAGTACTTCTTAATAAAGTAGGCCTTTAACTATATTTAAAGGTGATAAAATAATTATTTCTCAGGGAGGAGACTTTATTGGGAAGGGATATCTTAGTGGAGAATTATTTGTGTTGAACAATGTTCAATAGATTATCAATAATGCTAGTATTTCAAATTCTGCTTATATTNTTAAGTCTATTAATTTGTGTTATGGTAGAGTATGTCATGTTAGTATTGCTTCTATCAAAANACTTAGAAAAATAGAATTAATTTCTATGATAAAAATTGATGATTTTTCAAAAATCTTGTATATGTAAAAGCAAAACACGTAAGGAAACCTTTGAAATCTATTATTAGTACAAAAATTCAATTTTTTGAACAAATATATTCAAATTCAACAAACTTCAAGAATACTGTTTGAAAAAGTGGAAAAAAGTATTAATTTTCAAGATACACTAAGGTATATAGTCTAATATCTATAGACGAGGTTGAAAGTATGTTCTTCAAATTCGAAGTAGAAAATAAATTAGACAGGAAAATTCAAGAGGTTTTTGGATCTNGTAGGGGNAGTAAATATAATACGAAAACTCTGGAGTATATTTGTGAGAAAAATGATATTATACATGAGCTTAGTGCTCGTTATATTCCAACAAAATTGTGTAGCTGAANAAATATATAAAAACCCTTGACGAAATGATAAATTCTATGCTNTTAAGCTCTAGTCTATCAAACAACATGCAGGGGGAAGCTTTCTTATTTGCATGTTATATTCTTAATGGTCCCTCATAAAACGTTANACAAGACCTGATATATGTTTTAGAAAGGGTTTTCTCCTAATTTGAAATTTCTGAAAGTTTTGAGGTCTTTGGCTAAGGTAAGACAACCTGATTTTAAATGAGTAAATGTAGGTTGTAAGACTTTTGACATTGTCTTTATTGGTTATGTGAAAAGAGTGCTGCATATAGATTTNTGTTTTTAAAATAGCTTTTCTATTTGTGAATCTNGAGNTGCNGAATTTTTGAGCANATTTTTCCTTTGAAAAATAATGTGTTNAGTGATATGCAAAATGATGCTTCTACGTCTATGTCTGTTGATCCTCATGTTGTTCCTTCTTATGAAGTTATTTCTAATGAAGCATNAAAATGAACTTANAAGGAGTAAAAGACGTAGAATTGACGACAACTTTGTCATGATTTTATCACTGTNTTTTTGACTGAAAATTTTGTATAAGATTTAGTGTCTGTCTAGTTAATAGAACCTAAATCTTATGATGAGGCAATGAGATCACCATATGTGATATTTTGAAAAGAAGATATTAAAAATGAATTAAACTCTATAGTATGAGATCAATATATGTGATA

>rnd-5_family-409#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

GGGCAAAGTGCCCTAAACTGTCAAAAGCCTGTGACGGCTTATATGAGGAAAAAAAAAAACGATTTGAAAAAGAAAGAAATGCGCAGAGAAGAAAAGAAAAGAAAGGGAGAAAAGAAAAGGAAAAAGGAGGAGNAAAATCAATATTTTCATCTCAAGGCGTCAAGGTAATTATTTTCATCCTTTCTATTAAGTTTTTAATGTAATTAGGAGTAGATTTTTAGGTTAAAACGTGTATAATTTACACTAATATGTGAAACTAGTTTTTGATTTCGTGTACATGTATGCACATGTTATTTACATATAATTATGGACTAGAGGGTATTAAATGAATTATTATTGTTGGTGGATGAAACAATACATGTATAAAAGATAAGTTTTATGTTGATTAATNCTTTTAATTCGTTAAGAGTTAGATAGGAAATTGAAGTGGGTTACTGTAGGTTTGTAAAGAAAAAAGGATTTGTGAGTTTGTTTTGAAAGTTAATGGTAATGGGTGGGTACTAAATATATAGGAATTTAATGTGTGACATATAGATTCTGAAAATTTGTTGGGGTTTAATTTTCTTTAAATCTTTCTTATAATTATTATGAAATTTGTCAAAGTGATAGTGTCATAACTAGTTATAGATATGTAATTGGGTTTTTTTAGAAATTATTGATGGTGTTCCCTTTGAAAGTATGTCAAGATTTCCAATGGAATATTGATATGCCGTCAATAG

>rnd-5_family-1134#DNA/hAT-Tip100 ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

AGAAATTTTATTAAGAGTGTCCAAAAATAATGGTGTGTGGCTATCAAAATAAAANAAAATTGTGCTATTTGGGGTTCGAACCCGGAACTTCTTTCATTCAAATGGACACCCATTATCACTGCGCCAAAGGCATAGCTTTTGTCAAGGATGTCCAACTTTAAATATATATCCTTTAAATATAGAATTTGATATATATATACGACGTAATTTTT

>rnd-5_family-4850#LTR/Copia ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

CTACAATCTTAAGGGAAACAAGTTTGAAATAACTTAATTTTGTTGCTACCACCACCATTACACAATGAATTTAGATACACCCATCATCAGAGTATATTTCTTGTTATTGTTGTTTTAATTAGGGTTTCTTTCGAGGGTGACTCAATGCCTTTAAAGATGAGGCATATGNCTTAAACCCCAAAATTGAAGGGCCTAATTTTTTTAGTAATAATAAAATTATCTTAAGCTTTTTAGGAAAAAAAAAGAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAGATNATAAAAAATAAAACCTTTTTTATCAAAAAGAAAGAAATAACTTGAATCTCACATAAAAAAAAGTAATTAAAATTTAGGCTTCCGACTTATTTTTGACTTTAGACCACTAATTAGCTTGAGCCGTCACTGAGCTTACTTATCAATTATGTTTACTAACTAATGCTAAAATGTTCAATTAAGAAAGGACATACGTTGAATACTGATTAATTTTTTTCTTTCTTCATATTTTTTACTTGTTATTTACTTTCAACACTCTCTAAGCCACCTTAACACCAAAAAATGTGTATTTATTACATTTCAAAATAGTTCTAGGAGGTATTAGGACATATAGAGAAAATGTGTATTCTTAAAATTTCNACNATAGTTCAAGCGAGTACTTATGTTTTTTTTATAAAATAAAANAAATATTTACAAACTTGACAATGTTTCGTTAACCTCATATTCAAACGTTTTAATAATGACAATACTGACCAGGTTCCTGATGCAGGAAGTAAACAGGATACAACACAAGTACAAGGCTACAATCGGGATGCTCTCAGTGATCACACTAAGGATAGGCGCACCAGTTAAGAATGGAATGTAAATATTTGTTCAATCAGATCAAATCTCACAACATGTGAAATCAAAGCCGCATTCAAGGAAAATCAATCAAGGATATCGAAGATAAAATCAAGGGAAAATGTTAAGGAAACATCATCATACCAATATTTACAAAGAGTACGAGATAAATCAACTTAAGGAAAGGATCAAATCACACACGACTANCAAGCCAAGACTCAAAATCCTCACGCAAGGAAAGAATTGATCTATCATGCACATATCTAATATGGACATGATTCAGCAGATCAATTACAAATGACTCAAGGATAAGA

>rnd-5_family-3181#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 18 )

AAAATGAAAATATTTTAGTTTGTTATGGGTTGATTTATGTATTTTTTTTCTTTATTTAACTTAACATAATATAAATACAATATTCATAAATTATTCAACTTTAAATTTTATATAAATACAAATATTAATTGTATACATATTGGTGTGAATACGAATTGAGAAATAAAACAAAATTTTGAGGAAAAAAAACAATAAAAACAAACCAAACTAATAGAAAGTTATTCTTCCTATAAATAAAATTTATAACTAGTTATTATAAATTTACTATGAATAAAAATTAAGAACAAACACAAGATTCATGGACTAAGCAGCATAACTTTTTGAATGAATACAAACATTAAGGGGTCGTTTGGTACAAAGATTAATAATGCAGGGATTAGTAATGCAGGGATTAG

>rnd-5_family-4769#DNA ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

ATTGGTAACTATGTATATATGGCAAGGATAGTTTGGTCTTGGAAAAAATAATTATTTGCTATTGTTTCTCCTTCTNCCCTTTTTAACGAAAAAACTACATAATATGGCAAACATCAATATACATTTAAATAAAATAGCTATAGTTTAACTTTTTTTATGTTATATGACTATAACTATACAATAAATAGCAAATTTAATTATATATCAATAATCAATTTTTTTATATATTTAATATAAATAAATANTAAATAGAAAAGTTATTATTANACTCATAATTAATTATGTNCTCATCAATACCTTCTCTTTCATCAATATCCCTATATTACATATTTTTTGTATTTTTCCCCCAAATTCCTTCCAATTCAAGATCCTTTTGTATGATTGTAGGAGCGATTTTTGTGGTTCGAATTCATTATAGNTATTTTTAACTGATTTTTCTCCTCGTTTTTATGAAAATTTTATTTATATACATCTATTTTCATCTATTTTTATAGGGTTTTGATTGAAATTGCTTTTTCATGAAAATTATATTGCTTTTATACTTTTCTTTCCATGGCGAAATTGCATATCTCCTTGCGAAGAGTGTCACCTCTACTGCTGGAGCCATTTCCTTGTCCCGGCGCACCTATGAGAGATCCCCGGCGGTCTATGAGATGGAGCGTGGGGAATACCCGCAGTTCAGCGGAGCCGTTAGGTTATCGTTGTTAGCAGAGAGTGTAGAGAGAGAATTTTGTTGTTCAGTCAAATTTGTATATANTATAATACTTATATACATAGATAATTGTATTGTAATATTAATACAAAATGGTGATTTGTGAATACAAGTATATTTGGATACATAAGTAATTTATCCAATTTGATTAGGCAATACAAGTATAGTTGGATACGTCAATACTATATTTTTATAAATAAATACCTAAGTTAACGTCAAGCCTCAAGTATTATAGGAAAAACTTCACGAAAAATAGATCGACGTTTTGTTGGCTTTTTCAATTTTTTATACAGTCGAATACTTACACACTTTGATACATACACATTCTATTGTTTTTCCATTTTCTTATTTAACAACAGTGTATTCATATTTATAGTATATTGGTGTATTCATTTTTTGTTTAACAATAGTGTATCCATTTTTCAAATTGTTGTATTCATATGCTAAAATTGTACTACTTTACCTTGTTTGATANTNTGNCGGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAATACAACGAGAAAAACATATGCAAAAATACAACGAGAAAAAGACATGAATAAACTTTTATATTCAAAATTTTATGAATACCTTTATGATTAGTATTTAGTGAATATATTGTATTTAGGAATATAAATACAACCTTTTGTATTATGTGAATCAATCATATTTGCATACAATATGTAATTATTAGTTGGTAATTTAATAATGGAAATTTCAGTTATTTAGGAACATAATAAATGGTTGGTACTTGAAAGTTATGGTAACATATCATACCTTATTTAGTGCATTGTATAAATAATAATAATAACAATAAAATAAAATAAAAATTAATACAAACATGCAGCTAGAAATTGACATAAAGTGTAGTCATTTCTAGTAAATAACATATTTATAGCTATTGAACTTCAATAACCCTATAAATATAGTCATTTTTGTAAGTTGCTCATA

>rnd-5_family-6375#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 17 )

CTGTTATTTTCAAGCTTGTTNAACCGATAATAAGTTAGTCATATAAAATATGTTATTTNCTTTTACTATACAAATTACACTTTAATAAGTTGTAAAACTTCAAGTCTGTTCAAAGAGCTATTAAACCAAAATATTAAAGAAAAAATTTGCCCCTATTTTTTGAGCAAAAAACTCATCATAATTCCTTCTGTCTTCTTCTTTTTTTTTGGCAACAAATTAAAGACATCATAGCCCCTTTTTTGGTAACAACCATATCTTAATACTTATTTATTTTGGAAAAAACCCACACATCATAATTCTTTATTTTTGGAAATAAACTTATTATAATTCTTGAAATTGACTAAATATATCAACATCTTTATCCACCGTTGATTTTCTTTTTNATCCAACGGCATACAAGTTCAATCCTCGTGATCATCTTCTCATTGGCTGGGTTATAACTCCCGGTGGGCTATAAATATAAAAGCCAGATTGCTGTAGAATTTCACATACACACAACAATTCAATTCTTCCTCTTCATTTGTCTATTGTTTCTATAGATCGAAAAGCAAAATTGTTAGTTTTTTTTAAAGTGAAAAAGANCAATGGCCGGTAAAGGGAAAAACCTTGGTTCAAATGCTAAAAGGAGATCTCGTAGCAGCAAAGCCGGTCTAAAATTTCCAGTGGCTCGTATTGCCCGATTCCTCAAAGTCGGGAAATATGCCGAACGTGTTGGTGCCGGAGCACCGGTATTTCTCGCTGCTGTGCTTGAGTACCTTGCAGTTGAGGTGAATTTCTCAAGTTCCTTTTCTGTCTCTCTCTCTCTCTCTCTNGNNNNNNNNTTTATATGTCAAATTTCTAGGGTTTGTGATTACTAAATTTTACATATATTGATTGATTGTAGGTTCTTGAATTGGCTGGAATTGCAGCGAGGAATGACAAAAAGACTCGTATCACTCCAAGGCATATTCAATTAGCTATTAGGTTTGATAAGGAGTTGTATCAATTTCTTAGAGATGTGACCATTCCGAATGGTGGTGTTATTCAAAAAATTCACAAAATTTTGCTGCCTAACAACAAGAGTAACACTTCAAAGGTTGTTGTTCTCGCTGCTCAGGAGGAGGAGGATTAGACTGATTATTCCATCACTAGCATCGCGATGTTTGCTTTTATTAACTTCCTTATATTCATAGAAAACTTTATAATTCTATATTTATGTGGCTTAGAATAAAAACTCAACATACTTGGATCTTATATTACGTATTGTTTAATTTTCTTCAATTATCATATTATTTATTAGTTCTATTGTTATTTATTNTTATATGTTCATTTCTTGATGTGTATAATAGTTTCAGTTTTTTCCTNTCTANAGTTCTTAGGAATNTTTGTTAACTATTTAATTTCCCAAATTTGTAATAGAATTTCGACTTAAATAGAAATTTCATGATAGATATAAAGTACTGTAAATGAAAGTTTTTCTTAGAATGTTTTCTTAACTATTTTCCAAATTTGAAATACAGAAATACAATTTCAATTTATTTTGAAATTTCATGATCAAATACTTGTAGTGACTAGATCTAAAGCAATGTAAATGAATTTTTTTCTATAAATATAAGAGATGATATATTTGTAATATGATCATGGATATCGTTATTCCTGTATTGACTTGTATTTTATGCTCTTGATAGCATGTCACTGTTTCGAGACCCTATTGAAGGAAAAGTTCTGGATTAGAGGTTCAGGTGCGGTTTTCACCTCGAAGTCGGTTACGNTTTAACANTTTTTAGACTTGTCTTGGTTAGATTATGTTTATATTGAGTTGTTTCTATCATTAGGTAGACTNAGGATTAGTTTGTAGGTTTTGTATAATCCTTAGACTCTTTATGGCCAATTTTGGTTGCTTAGCTTAGTTTTTAGCCAGAAAACCTTAGTCNAGGTTGATCCTTTATCTTAGTGTCACTTAGTATCTTTAGAAATACTTCTAGGTGGCATGAAATTTAAGATTCTGCGTGTTTCTTATTTTAGGAATGATTGTGTGCCTATTGTTATATTTTGAGCCTTTAAGTTCGTTAATATTATTTATTGTTGGGCCGGAGGTCGTGAGCTTGGACTACCTNGAGTTCCAGGTTAGTACGTTTGTGTTGCGTCAGGTTTTACCCTAATGATTGTTTCATGTGTTGAGTTTGTACGATATCATGCATTTCGTANTCACTTTTGATTTGTTTATTCTTGAAAAACCTTTGGGACTTTTATATTTGAGGAATGAAAATAGTTTTCGCTATGTTTTCCCCATATGTTGAGTTGCGAAGGGGAGGTTCACTAGTTAAATTNTGAGAAGATTTTATACGGGAAAATAAAAAAATTTCGGAGTTTTTATGACATAAAACGACAAAATACTTGATTTATGAGTTTGTATGCATATTGGGCCACTTTTACAC

>rnd-5_family-1981#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CTATATTGATTGATAAACGAGATTATGTAGTAAGTTGTGACTCTGTGAGGCATCTGTAAGTTACGGAATGCAGGTTGATAGGTATAACTGTTAGAGAGACCTCGCTGGAATTTGTTTTTGTAAGACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTTTTTTTATACGTAGTGCGCATCGTGATCTAGAAGACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATAATTGGTGGCTGATTAGGATTAATTTAATCCAGTGGGCCCCACCACTC

>rnd-5_family-1292#DNA/hAT-Tag1 ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

ATATTTATTATGCTCCATGTGTTAAATCCTTAACGATTTTAAGTTCTATATATTGAGGATTTGTCGAAGGGAAATATGTATATCAGTGTTTTCAAAAACGTTTTTGGGGCGAGTCCCAGGGCGAGTCTGGGGGGCGTACCAAAAACGCTCTGGGGCGCAAATTAAAGACGTAGATCCATAAGGCGTAAGTCCTAAAATTTGAGGCGTAAGCCCCGAGCGTAAAAGCGTAAGTCCCGGGCGTAAAAACGTACGCCCCGACGTTTTAATTTTTCGATTTTTTATTTTTCTTTAAATCATATTTTTATTATTGGTGTAATGATATTTCTCGAATAATAATTATAATACTTTTTTCTTCATTATTGATTATTAATACTTATCTCAAATAAAAATCATAAATCATCGAAANTTTATTTTGCTTATTTTATAGTAATAAAATTATAAAATTGAATATACATGAGACTACGCCCCGTAGATCCATGAGACTTACGCCCCGTGTCTCGAGGCTTACGCCTCGCCCCGTACTATATAAAACGCCTCGCCTCACGCCCCCGCTTTTAAAACACTCTNGTATANAATCAGTTTTATTACNTGTCTAAAGGCNATCNCANGTGGCCAGTACGTAATACTGTTTTGAATTTGGTCAAAATATGATTAGTATATAATCATCAGTATGTATGAATTTT

>rnd-5_family-366#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 17 )

CTCGGAAACTAGTAGACTAAACTGCGAGGCGTTAACGNNAAGGGTGAGGGTCAGAGTCANGGAGATGGCCAAGGGCAAAGGNCAAGTTGNCAAGTTCCAAGGCACTGCCCACCATGCCACGAGGGCCTTCACGGCCAGTGGTGGTCACCACGAGTCGTGGTNCCACTCGTGGCGGTGGAGGCAGTAGCCTCCTTAAGGCTGCCCCAAATTGNCTCCTCCGCACGAGCCACTTCACGACTCGTGAAGCCTTAGACGGNTCGTGGGAGTGGCCTTGAACATGNCTTAGTGGTCGAGGGTCGANGGAGGTGGCTTAGCCACTGCCTCAAGGCCCACGAGAGGGACCACGACTCGTGGNTTGCACCACGGCTCGTGGAGNCCCTCGTGAAGATGCCTTGGGCTCGTGAGATAAAGGAACGTGTTTCCTAGGCACTGCCTCAANTCCACGAAGGGGACCACGACTCGTGGTTATGACCACGGCTCGTGGAGGCCCACGTGGTACCTGGCAGCTCACTTNAAGTGAGGGTTGTTTCGGGTAATTTCGGTTTAAGTCCNATTAAAGTGAGGTCGTTTTNCCTTATTTTAAGGTCACTATATAAGTCATTTTAAGTCAAATTCGCCTAAACTAGTCATATTTTTANAACATCAAAATANTTCCGTAAAGTTCGTCTTCTCACCAAAAATTCTCTCTCTAGAACTTCAAGGAAGAAGAAGAAGGAGGAAGTTGAACCTAGGGTTCAAGGAACAAATGTTCTCATCAAATTCATTGGATTACATCATTAAGGTATGTTAGTCCTTCATCGAAGGATAAGCCTTCGTCCGTGGAGTCCATTCAAAACCCCAATTTCAAAGNTAGGAATTCCCCAAAAGTTAGGGTTTGTCTTCAATGTCATGGGTTCCTTTCAAAAATGATTCTAATGCTTGAATTATGTTATATTATGATCGAATTGATGATTTNATATGGNTTTTATGTTGAAATCCCCAAGAACCCATGAAACCCCCATATTACTCAATTATGATCTTNCGATGTGGGTTTGTCGATGAAAGAAGAATATTATGAGATTATGCTTGTAGTAGTTGGGTTACTTGAATTATGTTATCATCCATGTCTAATGTAGTAATTCTAGATGTGTTGATTGGATATGATNTNTGGTCCTTGAAGGGCAAAGTATGAGAATTATGCATGNTTATGAGATTTATGTATATGCTTTATGAACACTTTGAGAGTAAAGTGTCTATGATTATGATGTNGTTGTTGTGTTGTTGAAAGGNTATTCTCATATACGCACTTATGCGTGAATATGATATGATGTGAAAGATTTTCTCACAATATGATGATTCTAAGGTTGAAAA

>rnd-5_family-4072#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CTACCCTCCTGAATTCTTCAAAGGAACACGTACAGACAACGTGTTTCTGTTTGTTTGAAANTTTAACGATAATTAATTTGAACAACACTTTGTATTAT

>rnd-5_family-2593#LTR/Copia ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

GTGGTGAATACTACATGTTGTGTGACCAAAATGATGATATTGAGAAGTGATCTCAATANTGATGAAAGAATAATTGTGGNACACTCTTCCTCCAGCAAGGCTTATCAGGGGTATACTAAAAATGNTCATGTGTTTATTGATGAGTCTAGAAGAGTTNAGAAGTTGCAAAGAAAGAAGTTTCTGAGATGGAAGAGTTGCTTCAGANTCAGAGAGATGGTCTAAATAGTGAGCTTGTTGAAGAACATCCTCTTCATGAATCCAGCAATCTCAAGGAAGCTGATGCAGATGATGAACCTGATGAGGGACCCGGTCCTCTAGACAGTGCTGAACAAAGATGATGCAGTTCAAACTGATAATGTGAATTTTGAAGGTGAGAATGAAGAAGCTNATCAAGCTCAGTTTGCAAGAAGCAATGTATGACAACTAGATTCTCCAACAAGCTGATAGGTTGTCCAAGTTCCTCTTCAACAATGGCTTCAAGNGAGGTAAAATGTCAAAAACCACCTCTTTGAATTCAATATGAAAGGAGTTGTTGATCGTTCAGGTACATATCGATGACGTCATCTTTGAGGCTATCTTTGAGGTGTTGTGTGAAGAGTTTGTTTCGCTCATTAAAGTGAGTAGTTCTAAATGAGNACGATGGGAGAATTAGATTCTTCTTAGAGCTACAGGTTCAGCAAAACTCGAAAGGTACCGTCGGTCGTCAAGAAAAGTACATTTGTGAGCTGCTCAAATGGCTTAACATACTTGAAGTCAAGAAAATGTTANAGAGGCGCGATGTCATCATGATGTTTTGCGAGAAAAATGGAAGATCGAGTGTCTTGAAAATCTTCACTAAAGTCCTAAGTTAGGACTAGTTAGTACTCGTAGTAACTTAACTGAAGAGAAGAAGATCGCACAACGTGATCAGGGCAATTGTCGTATGAACAAANAAAGGGACCTGGTACCAGATTAAAGAAGCTGAAGCCGCTGAAAAGGTTTCATGTTATGNGTGTCTGGACAATTCNTACTTTTTGGGCACTAACTTGAAGTTGGATGTTGATGAACCGGGTTCAAAGACTCGACTCGTGTACAAAGAAATCACATTTGTAGGCTACTAGTAGAATTCTAAGATTTTTTGGCGATCCTAGAAAATACGGGGACCTGGTCCTATTCTGTCCAGCAAGAGACAGTTTGAGTTCGTGTACATGGTGATGCTGTGCTGGGTATCTAGTTGATGGAAAGAGTACCTCAGAAATGTCTTATGTTACAGGCTGATCTTTTACTCATGGGAAGTTAAAATGCAAGATTCAGTTGCTCTTTCATCAACT

>rnd-5_family-800#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GGAGTGTTCAAAATCGAACCGTAACCGATAAGTCAACCGCAAAATTGACTTATTGGTATTGAGTTATCGAATAAACGGTTGGTGAACGGATTAAAATTTTATAATTAACGGCTTATCGGCGCGGGGGTGGATTATTCAATTTCCTTATCGGATAAACCGTTAACCCGTTAAGAGTTACCATACTTACACTTTTATCTTAGGTATATTAGCNTCATTTAATATTTTTCCATAATATATAATTATATATTATTCTTATTAGTCCTAAAGCCGTAAAACCGAAAAACATGAAAACCTATTTACTTTTCTATTATTATCAAT

>rnd-5_family-368#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TAGGCACGTCTGGGAGAGTGGCTCCNTGTGATCCGAAACCGGAGGNAGTGGCCTCATTCGACCCCGTAGAGTGGGCCGACTCTGAACCTAAAGCCTC

>rnd-5_family-611#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

CGATCATGTTGCTATGGAAGGCTTTGTTCTTCTTCCTCAGTGCGGCCATCCTTTCTCTCATGGAGGCGAATTCTTCCATTTCCAC

>rnd-5_family-1008#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GTTTTTTTTTTGGAACCCNAGGATAACCCGCAGCCGCTACAACCTCTGCCGCAGCCTCTGTCCTTCGGGTGAGCACTTTGCGTACACTGGGTAAATTTTCAACTGCGTAATAGCCTGCAAATCACACGAGGCATGTAAACCGCACTAGACAAGCCCTATGCGACACGCTCGACTCAGAAGATATTGAGGGGGGATCGATCCCGGGTCATCCGTGCGGATAACCACCCTTCAAACCAACTGAGTCATCCCGAAGGACTAATTTTAAAGTTAC

>rnd-5_family-910#snRNA ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GACATCCGATAAAATTGGAACGATACAGAGAAGATTAGCATGACCCNTGCGCAAGGATGACACGCACAAATCGAGAAATGGT

>rnd-5_family-695#DNA/MULE-MuDR ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CACCTAAGCGCTGACCTCAACACATAAACCAAATAAGTCGTCCTGCGTGATTNCACGCGCCGGGACCCCCGCCTTGAAACTCTCGTNTCTTGTTTTTCTCCCTTTTCTTGTTTCCCCCCCATTTCCCTCCTAAACTGAAAGAAGAACAAAGGAACAAAGAAAGATCCAAAAACCCTCTTTTCTCATGTTCATCTCCTTCTCCACTTTTGGTAATCATCAAACGATTTTGCATCATCAAACGATTTCGTTGTGTATTGTCAACTCCATTTCGTAGTTTATCAACTGATTTAGTAAAAGGTTAGTTCTTTATCCCTTAGTTTCGAGTTTGTGATTTATCCCTTAGCGTTTTTGTTGATTCGTGAAATTAAGAGCAATATTGCGCGAAATCTTATNTGTGGCTTACGATTATAGTGTTAGGTGTTCATTTACACCANATTATACGATATTTTTTTATGAAATTTGATTTTTTCCCTTTCTCGTCTAAGTCGCGTGATTTTGTATTNTGTTCGTCTTAGTATTATGTTCGTCTAATGTTNCGTAATTTTATGTTCTTCTTAGTATTATGTTCATACGAGAAGCTCTANTTTGCTNTCTTAGTGTTGTATTNATGTTCATCGAGCGTTAGTTCGNNNNNNGCTATTGTGTTGTATTTATGTTCGTAGTTCTAAGNACGTGTTGTATTTTGTTCGTAGAGAAGCTAAGTACTATGTTGTATTTTGTTCGTTTNCTATTATGTTGTATANTGTTCGTCTTTAAGTACTGTTCTATTTTTTGGATTGCCCTCAGATTAGAGTANGTCTATAATTACTACTCTGTTTTTTAATTGCCTTCAGGTAAGTGATGAGTGGGTTTACTTTGATTACTCTAAGGTTGTACCATGGAGGTGTGTTTAGCTTTAAGTAGTGGGGAACCAATACATAATGGTGGAAAAGTTACAGAATCTTTGGATGTTGATGTAGATAGAATGTCATATTTTGAGTTGAAANACTATATTAGAGAATTGGGATATAGTACAACTTGCACCTTTAGTATTAAAGCACCTAACNATGGCGTTTTGGTAGATGCTGATAANGATGNGGATATTTTAGACATGACGTGTTCCTTGGAAGATGGGGATGAAGCGGAGGCGTTTGTTAGGCGTTCAGTCGATGAGGNNATNGCGGGGCAATCGTGNCCTTCCGTGGTATTAGAAAATGGCAGTCGATGTGGCGATTATGGGAGAATCTGGTCCAACGTTTTAATANAAGATGGCTTAGTCGCGCGGATGTGAAAGTTTTAAATTTGNGGCGGCTTTTAATGCAAGGCCTAGTGAAANNGTGAAAACNTTTAACATTGTGGCGGGTTCAGACCATTTAAATAGTCGAGGACCCTTTTACTACTTTTTCAACCTCACATCCTTTCACTACCACACCTCCTTTCATTACCGCAGATATGNTACTGCAGATGGTGNTAGTGATGATGAAATAGATGTTGATCCCGCTGGACCTGATTTCTCAGAAGAAGTAGAGGGTTCTGATTATCCAACTGAGGATAGTGTTGAGGTCTAAAGCTGAATATAGTGTTGAGACGACGATGAGGAAGAGTTAGTTAGAGATGTACACGAGGAGGATTATGGGAGTGATGTACGTGATGAAGAGNGGAGTTTTCGAAAGAGGAGTTAAGAGGNTTGAAAAGAGAAGTTTTCGAAGGAGGAAAAGAAGGGAAAGAGTAATNAAGAGGTGCCAGTAGGTGAAGCTGGACNAGATCTAGGTTTTGATGAAANTGGAACAGGTAAANTAAGTCACGAAGGAANGCTAGGAGGTGATGAGCCTTACTTTACGAGTTCTGATGAGGGCAGTTTCGAGTNACGAGGAAGACGAGTTTTGTAATGATGATGAACATGAGTCTTGTAGATCAAGAAGGGTATAAGTTTTGAAGATCAAGAGGAGTNAAGNTCTCAAGAAAGAGGATTCGAAAGTTCGAAACCTCAAAAAATCATTCATGATCCTACAGCAAAGGAAGTTGTGTGGCAGTTGGGCATGGTGTTTGAAAATGTGAAAGAGTTTAGAGAAGCAGTAACCAAATATGCAGTTAGAAGGAGGGTGTCAAGTGGAGAANTGGGCGAATGATNCAAAGAAAGGTTAGATTAGATGCAAAGATGGTTGTCCGTGGCTTTTGTACGGATGCCTTGGCAAGACAACAAATAATTTCATGATAAGAACTTACAATCCAAAGCATANTTGCGACAAGACAACCANAAATTACTTGTGCAACGCAAAGTTTTTATCTAAAGTCTTTAGAGAAAGAATAACTGAGCAACCAAACATAAGAGTCTTCAAGTCGCAGGAGTTGATTAGGAAAAAGTTTAAACTTCATGTTGGCAAGACTATTGTGAGAAGAGCAAGANCTAAAGTGNTGAAAGATATAATGGGTGATCATGTTGCGGAATTTGGAAGGATACTTGACTACAAGGATGAATTGTTGAGGACCAATCNAGGGAGCAGTTGTGTTGTAAAAGTTGGCGAACCTGATGCAAAAGGAAAATCAATATTTCAGAGTTTTTACATTTGTTTTGATGCTTTAAAGAAGGCATGGATACGTTGTAGGAAGTGCATAGGCTTAGATGGTTGTTTTCTTAAAGGGGTTTGTAAAGGCCAACTATTAGTTGTTGTGGCGAATGATGNTGNCATCTGACTTGCTTGGGCAGTAGTTAAAAAGGATAACGAACACACATGGACCACGTTTGTCAAGTGCATAAGGGATGATCTGGGACTTGGAGATGGTGAATGCCTCACCCTGATTAAAGACATGGAGAAGGTATGTGAAATTATATTTTGTAATTTTCAATTTATATATGTAATTGTGAAATAATCATCATCTATTGCGGGGAATGTCTGCAGCAACTACAGATGTACTACCTAATTGCGAACATAGAATATGTGCTAGGCACATATTAGCTAACTGGGCTAAGGATTTGAGGGGTCTTCAAAGAAGACAACAATTATGGAAGGTGGTTAAGAGTCCATTTGAGTCTCAATTTAGGAAAAACATTGAGAAGATGAAGCTTTAAGGTCCAGTAAAAATGATGGATAACTTAATGTACTACAACATTAATTTTGGTGGGACAAAGTTTACTTCAATACTGAAGTGGAGTGTGACTCTGTAGGCAACAACACATCTGAGTGTTTTAATGCATGGATCTTGGCTGGTAGACACAAGACCATAATTACTATGCTTGAAGAAATAAGAGTGAAGATGATGACAAGAATAGGCAGATTTAAGGGAGTTCCCGAGTACTTGGAAGTGTAATTGCTCTCCAATGTCTCTGAAGGTTTTAGAGTAGAACATTAGTAGGTCTATGGACTGTACCATTGAGTTTAATGGAGCTGCTGGATTTGAAGTGAAAGAAGGGATTAGTCAACACAAAGTGGATATTACTAGGAGAACATGTAGTTGAAGGGTGTGACAGTTAAGGGGCATACCATGTGCGCATGTTGTGGCTGCATTATACTTTAAGAAGATTTCTCTTTATGGCTAAATAGAAAACTGCTACCGTAAGGAAACTTACTCGAGGAATTATGCCAATGTTATTGAACCACTCACAAACATGGAAATGTGGGCAGTTTCTACAAACCCCACTATTGAGCCACCAGAAATCACAAACATGCCTGGTAGGCCACCTAAGGCTAGAAGGAAAGAAGCCGGAGAAACTAAGAAATCTGGGAAGCTTACTAGGACTGGACTTGCATTGACATGCAGTATATGTGGTGTCATAGGCCATAACAAGAGAGGGTGTCCTCAAAGAGAAGGTGTTGAATCATCAACAAGACAAAGTGCACCCATCACCTACTGCATCAATAAGGGCAAAACCAACAGGTTCAGGCAAGGGAAGAGGCAAACCAAAGGTAATATCTGACCTTGTTTTAGTTTTTCTTACTTTATGACTTACTTTTTATCTTTGTATGTATAGAAAACACCAGAAAGACCCAAAAAAGCATCATCAGTAGCACCTGGTGCACCTCCCCTACCTATTGCACCTACTGATTTTCATGCATCCGCTTCTGCTCCTCCTACTTATCGTGCATCATCTTCATTAGCTGGTACTACTAAAAGAGGAAGAGGTAGGGGCAGGGGAAACACATCTCCAGAGAAAAGACCAAGAGTCACTGGAATGGGTGTGTTCCAAGCTACAAATGGGTGCGTTCGCGAGCTGCGAGTAGCTTCGAANTCATGTTAACGACTNAGTCCTNGTTTTATGTTAACATCTTAAACATTGAATTATAATCCTAATTTTGTTTAATTNAACACTTTAAATATTGATACNGTCCAAATTTTACTATAGCCTGGCATGCCAAGTAGCAAAATATACTCAACCGGACAAGAAAGAGTGACGAGATCATCTGATGTAACTGGTGACGTTGGTTNTACACCGAGTAATACAACTAAGCTGAAATGGAATGGAAAAGAAGAAATCTCAACAAGNAAGCTTCATGAGNTTAGAGAGAATCAAAGAAACAAGACAATGGGAAGTAGTTCAAGTCGAAAATGACACTTCTTCACAGTCAAAGATGCCATGAAAATTGTAATGATATTGATGTATTTAAGCACTTTTTAAGTTAATNNCCTGCGATTTTGGATTTTTGTTGGTAAATTTTGTCTTATTGAGGCCTTACGAACGTGACTTTATTTCGGTATTTCGGTAAACGTTATCTCGATATGTGAGGCGCCGTTGATGAATGACGACGTTGATGTTCGAGCGTTCAGNCGTGTGTTTAGAAATGGTGTTCGCGTTGTTTATCCAATTGTGTTGGCGNTTTCGTGTGTGCTTACATATGGTGTTGTGTTGGTTATGCTNAGNTATNNTGGACGATTATTCTGTTTCGTATCGAACCGTGCTNGCCATNCGGGNGTGCGAATGTTTACGTTGTGTTTTAAAACGGTTTTTATGTCGTTTNNCAAACGATATTGNCGTTGTCTAGGCGTGCTGAGGTAAGNATGCGATGATTACGTTCGTTGGTTGTTGATGAAGCGTCGCGTACTAATCGAAGCTTCAATTGANATCATAGATACGAGAGNNACNCGCGTACGAAATGACACGCGTACGTTGACAATTTACTTAAACGCAACAACAAATCAAATTAAGGAGGACCCCGAAATATGCGGCGCTTTAACTACCGGTTGTCTAATGAACATGGCAAGCGAACACGACAAATNAAAATACANAAAANTATCTTCCTATTAAACCTACACCCTTTNAACCTTGTATTGAGTCTCCTCTCCAATAACAAATTACAGTTACTCAAGTTGTCGATATGAACCTGTCTAATACGTAATTCTTGCTCTCAAATCATTGATTTTGTTCACCAATCTTGGAAGGATAAAACTTGATTCGATCTTGGATCCACTTCTTCTTTGTCCCTCCATCGNNAAAAAATTGCAATTTTTAGACTGAAAATGATCCAAATAAGATACATTAGCATCGTTCAAAATAAAGTGTAGCAAGAATACAAGAGAAAAAACACATACACCATAGCATGGGCAAGACCAAAATCTTTTTCCCGGATTTAATTTCGACCAAGAANGTTTAANATTNAGCAAAATTCCGTGTTTGCATCTCACTACGGCGTTGAGCATCGGGTCTGATTCATCCATACAAAGCCTATTCAAGTTTTGTTTTGTCATTTTTAATGAATTTTGAGAAAATTCAANAATTCTAACTGGAGACCAAAATAAGAAATCAGAGCAGATTACAAACCCTAAATTNAAGATTTGAAGTAGAAATGAACNCNAANAACTAAATCTTACTTANTTTTTTTAGAGAGAAAATCGTGAATTTTTATACAAAAGGAACAAGGGTTAACGGTGGGGAAGAAGAAACAATGGGTTATTTGAAGGTGGGGAACGATGACCGTTGGAGAAGCGAGGAATTTTTCGTCGAAATTTCCGNCGNNNNCGNCTTAAAACGCGCCTAGAGACGGTNNNNNCACCTCCCATGACTGGTCAGCGTTTAGGTGTGCAGAAAATAGAGAAATATGCAGTTCAGGTGGGTAATGGAAC

>rnd-5_family-1659#DNA/hAT-Ac ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GGTATATGTTTTTGTATTTTTCGGTATTTCGGTTCGGTTTTCGGTATGTAATTTTGTGTTATTCGGTATTTCGGTTTACCGAAATATATTATATTATAATATATATTTATATTATATTAATTATTAATATTAAATAATAAATATTATAATTTAAAATAAAAAATTAAAAAGTAAAAGACTTTTTGATGTAACTATTTTTAGCCCATTAAGCTGAAAAATCAAACAAAAAAATTTGTAAATTTTTAAAAGCCCAACTAAGCAGGCCCATTAAA

>rnd-5_family-3317#LTR/Caulimovirus ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

ATTCCAAAACATCATACAAGACTTATTTATGATTATGGTTGGTTTGATAAATTATCTACTAAACAGGTGGTTAAAACCACAGAGCAGTCTCTGGCTCTAAATTCTGATGAACAAGTTATTCGTTTATTGAATAAACGAGACGTTGATTTATATAAAACCAGATATAACTGGATGCATATAGGAATGGTTCAAATTGCTTTTAAACCTTTAACTCTTAAAGGGTTACCTGAAACATTTTTAGCTGCTTTAAGAGATGCTAGAAATTTAAATTTTAGACAATCTTTAATGGGTTCAATTGAATCCACTGTAGCATATGGCCCGGTATATTTTAATACTCGGCCCAATCTCCAACTGTCTTTATCTGATGCTAATATTCTTGATGCTTTAACATTAAATGTTAAGACTCATGGCTATAATTATGCTCCTGGATCTGAACTTATATGTTTATCTTACAGAATATATTATAAGTTATTATCTACGTTAAATCCTAAATGTAAATTATTTGATAAATCTAATGAAACTATCTTGGTTGAAACTAATTTTATAAAATCTAAAATCACCACTAGAAGACCCATTAAACGGGAAGAAATTAATTTTCCAGATAAATGGATTTTAAACTCGGCTGTTTCTCAAAGGCAGGTCGCTGATGAAGCTACTAATAGCGAATATTCTCATATTACTCAAAATCCTGACGGAAAGATTTGTATCGAGTTTAATGAGAAACCTCCTGTTTATAATAGGAGATCATTTTCTGGTTATAGAGCTTTGCCGGATATACAACATATTTCCCCTATAAGTCCTGATGTCCCTACTTACGGATCAGCTAGAAGTAGACATTTATCTTTGCGCACTTTAAGTGATACTACGAGTGATAGATTAGTGGAAAGGGTAAGAATTGACCCTAACACTAATATTTTGCAGGCGACAGAAANGTTGTCTGAATTAGAACCAACTCCGTCTGAGATGGACTTTGACGTTAATAAGACGTCAGATCTAAATAGTATTTGAATTATGATGAGTCGCCAAATTGATTTTAGTCCAGGATCCCTGGCAAGAAGACATATTCAAGATGAATTTCAAAATAAAAAATGGAACAAGTTTAGAACTTGGTTTTTTGAGACTTATAGCCAAAATGATTTAAATAATATATCGCAAGATTTTTATGAAACTTGTGTTTTACATAATAAAATTATTTATTTTGTCCCCTGGTTTATAACAACTTATTTACCGTTATACATCAAAGTTATTGAAAGAACTTTTAAAGAGAGTGATGGTTCTATTACTAAGGTCATTTATCCTCCNCAATCTCCGTTTATATTGCCTAATAATACTGGGTTAACTTTTTCAGCTTTTCAAAAATTTATCCAAACCGATGTTGCCCAGATTACCGTTAATGAGGTTAATAATCTAATTGCTCAAAATAATTATTTGAGTCTATATGTTAAAGTTCTAGGAGAACGTATTAGTTCTTTAGACAAAAAATTAGATGANTTGATTAATTTGGTAAAANATTTTCAAAAAACTCCTAAAGAAATTATAGCTTCTACTTCNAAAACTCTTTTAAATGTNCCTACGCATATTCAGCGTCCCGTTGATACTACTGGTTTTAAAGTAAAATCTTTTTATAAAGAAGTNGAAGATCTTCTTGACNAAAAATTGTCTGGTTTAGGTATCAAAACCTCTTGATCTTAGAAATGATTTTTCNNNAGATGATAATATTGATAAAATCGAAGGACAACTCTNTGNTATCCAATATCAGGATCAAGAAGTTTCGGAAATTAATTCCAGAAGATTTAAGTCTGGTTATCGNAACCAAAAACAAAAGGTTATAGGAAAAGGNGGTTATGCTACTATCCCGTCTATGATGACTTATTACTATCCTCGTCCAACTCCTCAAGATGTGCTAGTAGAGGAAAGAGATTGGAATCAAACTAACACGTCATACAGTGGAAACGAGGTTTATGAATGGAATCTGGACGCCTTGACAGATCGACAGGTTTCCATTGTGGTACATCGAATGTTGATGTACTCGTCTATTTGCNGGCATACGAATAACAATTCTGACCATGCTACCTGTAAGATGATTATTGCAGGATTTACAGGTCAACTTCGAGGATGGTGGGATAATTTCCTATCTCCCGAAGAAAGGTATGCNATTACGAATGCATACAAAGAAGAAATTAAAAGANAAACAGTTACTGGTGAAGANGGAAAACCAGCAGAAAAGATTACAANTCAAAAGGTTGAAGATGCGGTTTATACACTAGTTCTCACTATTTTGGAACATTTTAATGGAAGATTTTCCAACCAGAATGAGACTATTAGAACTCTTCTAAATGGTCTTAAGTGTAAACATTTGGGACATTTTCGATGGTATAAAGATACTTTCATGAGTAGAGTCATGGATCTACCTAAAAGTAAATTAAGCTATTGGAAGAATAGATTTATTGACGGTCTTCCCCCTTTATTCGCCGAAAGGGTAAAAAAGGTCTTAAGAGGAGATCGATCAGAAATCCCTTATGATACATTAACTTATGGAAAGTTAATAGGGACTTGTACCCAAGAAGGATTAAATCTTTGCAATGAGCTTAAGCTGGCTCAACAGATAAAAAGTAACCAAATGTCTGAAAGATCTCAATTGGGAGATTTTTGTACGCAGTTCGGTATAGAAGGACCGTCTAGTTCTAAACGAAAGACGAGCCAANCTGAAGAAAGACGTCATAAAAGACGTCATCGTTCAAAACGATACAAAGAAAAGAAAGAAGAAAAGAAAGCTCATAGAAAGGCAACAAGGTTTGCCAAAAATTTCTCTAAAAGGGATTTGAAAAACATTAAATGTTACAAATGTGGACGATTTGGTCATCTTGCAAATAATTGCAAGGCGGANAAGTTTAAAGCTTTGGAGCTGGATGAACCGACTCAAGATAAACTCTATGAGTTACTNTATGAATCAGATTCAGATTCAAATTCTTCTGGTAATTCTTCAGGTTATAGTTCAGATAATAATATTGATATTATTACTAATAAATGTGCTAATTGTNCAGGTGATAGTTGTACTTGTGGACANGATGAATTTTATAAATTNCAGTCTCAAATAGAAGATTCANATTTAGATAAATTACAGTCTCAAAGTTTTGAAGATTTCAATTTTAANATGATNTCTTCNGANAATGTNATTGAACTTTTAAAAGATGTTTCNGATGAAAATCTTAGAAACAAAATTTTAGAAATGGCTTCTTCTCAAACCTCTTCTTCAAAANCTTTTGAAAAACCGAAGAAGAGTGAAGAAAAAACTTTTGAAAATTNTAACGCTAGCCCTTATTCTTTTCAAGAAGTTTTTTCTCGNCTTGAAAAGAAAGGAACGAGTATTGTAAGAGATACTTCTCTTGATGATTCGAAACATGAGGTTGAAAACCTTAAAAAAGAGATTAAATCTTTAAAACAAAATCAATTGATTAATAATCATCGNATTTCTCAATTAGAAAATAATATTTCTGAAAATGATATTTCTATTTCTGANAAAGGAAAAGATGTTGTGGATGAAGAGATTAATGAATCCCNAGTCCTAAATTTCTTGGAATGATGCAAATTGTTACCGCTCATCGTTGGTATATAAATTGTACCATTCTAGTTAATAATGATTTTAAAATTNCNAGTATTGCTATGATTGATAGTGGTGCTGATGTTAGTTGCATTCAGGAAGGATTAATTCCTTCAAGATNTTTTGAAAAAACTACNCATGTTGTTAAATCTGCATCTAATCATGCTTTAGACATAAAGTATAAATTGTCCAATACTTGTATTTGCCAGAGTAAAGTTTGTATTCCTCACTTTTTCTTTTTGGTTAAAAATCAATTACATCCGCCGATTATACTCGGNACTCCTTTTATAAATGCTATTTATCCCTTTTCAAAATTAAATGCAAAAGGTTTTACAGCGAATTATAATGGTAATACCATTAATTTTGAGTTCATAACTGAACCAGTCACTAGAGATATTAACTCTTTGATCCATTTAAAGCAAAAACATATTGATTCTTTACAAATGGAAATTTACAGTCTGAATATTTCAGAGTCTTTACGATCTNCTAAAGTCCAAGAAAAAATTAAATTGATTTCTGGAAAAATGGCTGCTAATATTTGTGCAGACCATCCAAGTGCTTTTTGGGACAGGAAAAAGCATATTGTGACTTTGCCNTATGAAGATTNTTTTTCTGAATCAAATATTCCCACTAAATCTCGCCCCTGCCAAATGAATTCTGAATTAGTCGATTTCTGTAAAAAAGAAATTGATAATTTATTATCGAAAGGATTTATAAAACCCTCAAAATCTCATGGTCTTGTACTGCTTTTTATGTTAATAAAGCTGCAGAACAAGAAAGAGGTGTTCCCAGGTTNGTNATAAATTACAAACCTTTGAACAAAGTTTTGAAATGGATTAGATATCCTATTCTTAATAAAAAAGATCTTCTTTCCAGGTTATATGATGCCAATATATTTTCAAAATTTGATTTAAAATCAGGCTATTGGCAGATCCAAATTTTTAAAGAACATACTTATAAAACTGCTTT

>rnd-5_family-5034#LTR/Copia ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

GTGATATTAATTCTACCTTTATTCAATTTTTTATGTAATGCAAAGAATANAAAGTAAATTACGTTACAAGAGATTAATTTTTCCGTTCCAAAACATAAGAAGAGTTTCTGTAGAATGTGATGTAATGGCTTTTAATGCCATTAACGTTCAATATGAGNTATACAAATTAACTCTTCTATTTGAAACTCCTATATAAGNATGACNTTTGTGAGCATTAANAAACACCCAACAAAAGGAAAAAAAAACATTTCCCTCCTTTCTTCTTATTCTTAGAATATTTTTGGGCGATTGGTTTTGGGCAACCTCCAAACTCTCAGCCACGAGTGCACGTGTTTGAGAGTAACTGTGGAACCTTGGGGAGCGACCGGCTACAACGATTTGCACCGGAGTCGAGCCGAAATCGCTTTCAAGGCAGTGGCTTGCCACGACACAGTGTTTGTGATAAGTTATTTATTACTTTATAATTTCCAATCTAATATCAATATTGTAGTATTTTTCCCAACAATTTGAAAGCGATTTGCTAACATACAATATTGATAAATGGCTATTTCTTTGAACAAAACTTTTAATGATTTGTCAAAACATGAGCCTTTGGATGGAAATAATTTTAAACGATGGTCACAAAAACTTTTAATATTCTTTGAACAATTAGAAGTTGATTATGTTTTATTTAAAGAACCTTCTATGAATGGTTCTAACACNACTACTAATTCTAGCAATGTTATAACTGTTGACGATGTTGTTAAAAAGAAGTTTGAAAAGGATAACAAAATTGTTAGAGGACATTTGCTAAATCATATGGCTAATCCTTTATTTGATTTATTTTTAAACTATAAATTTGCCAAAGAAATATGGGATAGTTTGGAAAAGAAATATGGTGCTGATGATGCAAGAAAGAAAAAATATGTTGTCNGTCAGTGGATTAAATTCCAAATGGTTGATAATAAGCCAATAATGGAACAAGTTCACGAATATGAGAACTTGACTGGTGATGTTCTCAACGAGGACATGAAGATGTGTGAGATATTTCAGGCTAATGTTCTNCTTGAAAAATTCCCACCATCTTGGAGTGATTATAGAAATCAATTAAAACATAAGAAAAATAATTTAACTCTTCGAGAACTTATTAGTCACATGAGGACTGAAGAGGCGAACCGTCTCAAAGATAAGATGGAAGAACTTTCTCTTAATTCTTCTAAAGCTAATCTTGTTGAATCTTCTGGTACTGTTGTGAAAGACAGGTTNAAAGGCAAACAGAAGAAAGTCTCGAAAAAGGAACATATGAAGAACAAAAATCAATTCAACAAGCCGGAGAGTCAAATTCAAAAATTTAAGTGTCCTTGTTTTGTTTGTGAAAACGTTGGTCANAGGGCCGCCAGGTGCTATCAAAGAAAAGGGCAGAACTCAAAGAAGGAAGGACAAAGTGATGTCCAAGNTAATCTTGTTGAGGGTAATGAAGTGATTGTTNTAGTCGTTGAGGCAAATCTAGTGGCTAACAAAA

>rnd-5_family-990#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GTTAGGTTGTGGAGCCTGATTAATATATATAACTGTTTACGCGGTTTAACCTCCGCGGTGAGGTTGCCAGGGGGTTATGGGGGGCGGGAGCCCCCCATCCGAAGGAGGGGTTCGGGGCAGCGCCCCGACCTA

>rnd-5_family-3891#LTR/Caulimovirus ( Recon Family Size = 35 Final Multiple Alignment Size = 17 )

ACTTTTTCTATCTCATACTTCGCACTCGGGAAGAGAAATTGCTAAAACGNAATGTTGATGGACTNGCGGAACATCAAATTTATAATAAATTACACGAAATGGGAATGGCCATTACGACATATAAAACGAAANATTTATCNGATAAACAANCNACTACTTTAATTACAGCCGGATTTACTGGCACATTAAAAAATTGGTCGAACAACTACCTCACCGAAGATAATNGGGAAAAGGTAGTAAATGANACTACTATTATCCCTATNATTAAAACTGCGTCTTNAGGACAAACTATAGAAAATCAAATTCTAGAAGATGCCACTGCCAACTTANTTTATAATATAGCTAAACATTTTATNGGTGAACCTCGATTCTTTCAAGATAGAAGTTTAGAAATATNATCTAATNTATCTTGCCCAAAGTTAGATGATTTTAGATGGTATAAAGATGTTTTCATAAACAAANTTATGATTAGNAAANACTGCAATCACGATTATCGGAAAGAAAAATTTATTAGTGNTTTACCAACGCTATTTGCTGAANAGGTTAGAATAAAATTAAAAGATAGGTTTGAAGGAAAAATTCTTTATAATCAATTAACCTATGGTGACCTCATAAGTTTTATAAATATTACTGGATTAGAATTATGTACAGATATGAAACTTAAAAATCAACTAAAAAGGATAGTAAAATATCACAAAAGGAACTAGAAAATTTTTGTGAAGACTTCGGTTATATTAAACTATCCGCCCCATCAAAAGAGGCTTCTAAAAGAATTAAAAGAAGCCATAAGAATGACCATAAATCAGAAAAACCCCGTCATTACAAATAAAAAAGTCCAACCATGACCCTAGTAAAAATTGATTTAAACCAAACAACACTGANAGGTGTTGGGGCTGTGGAAAAATGGGACATCGAGCCAAAGACTGTCCNGCCACTAATAAAAAGAAAGACAAAATTAATATGTTAGAATTAGAAGAAGAAGTTAAAGATAAGTTATATTCTATCCTAGAAGANAATAAAAACAACTCCTCCTCCGATGAAAATCTTAGCGATGACGATCAGCTAAATATAGCCTATGATTCTGACGATAGTAAGTCGTCGGACCCTTGTGAATGCGGCAGTGCAATTTGCACCTGCAAGAATCATTCCATAAATGTCATCACTAGTAGTAGTAAAGAAACATTCTTTGATATGATAGATCATATTGAGGATCCTAATTTCAAGAAAAAATACTTAATCGCCTTAAGAGATTTAGTTCTTGATAAACAATCTGATAATAGGACTATTAAGCCCTTTGATATGACAAGTGTTTTAAATAAATTTAAACAACCAATTAAACCTGAAACAACTCTACAAAGTATTCAGGCCGAATTATTACAAATAAGAGATGAAATAAATGAAATTAAGCAGAGACTCAACACTCTAGAAATTGAATCAATTACTAATAAAACATTAAATAATCTACCACCTAANCAAGAACCGGAAGAATGTAAATTNGAAACTGGAGAAACATCAAAAGAAGTAGAGTCTCTCGTAGAACCTCTATCNAAATTAGGAATTAATACAATTACGGTCATTCGACCACAAAGCTACCACATACCCATCACATTAGTTATAGATAAAAATTATATCATTCATAAAATTGCATTATTTGATACAGGCGNAGATCAAAACTGCATTATTGAAGGATTAATTCCTCATAAATATCTAGATAAAGGCACTACCCGATTATTCTCCGCAACAGGGGAAAAGCTTAAAATAAATTATAAACTCAGGAACGCTTACATATGCAATAATGAAATTGGTTTCATAAATGATTTCATGATAACCAAAGACATAAATGAAGAAATTATATTAGGTATTCCTTTCATCGCCCAAATAAAGCCTTATACCNCCCAATTAGATGGCATCCATACCAGAGTGCTAGGAAAGAATCTCATCTTCCCCTACCTAAATACTATGTCAAAAGATGAAAGTAATTTCATAAAGGATAAAAATATCTTTCAAATAAATTCACTTTCNCATCAAGAAAATTTTACAATAAAGGTTATTAAACCTTCTCCTCCTCCTAGAATTTTTAAGCACTAGGAGCTANCCTCTTTAATAAATAAATAATTTAAACAATGACTGCAACGNAGCCATAGATTTTCCATAAAAATTATNTATTTAAANTTAAATAGAAAGAGATCTCCCAAAATTTTTAAAAGAATTTTCCGGGGAATTAATGAGACCAGGAATAACCAAAAAAAAAAAAATCATTTTTATACTTCTTCGACTAGTCACGAGATGAAGATTGTTAAATCGTACAAACAAGTCAAAGATTNCTCCGAATAAGAACGCNNNAATAGAGGTAAACAAGTGTTATAGGTTANAGGTCAACAAGTGTTACAGGTACTGTCGAATACTACATAAAATATGAAAATTATGGAAGCCCTGCTACACCAACAAAAATTAAGCGGAGACGCAGGATCCCCGCAAGACCCGGAGGTATTATAAGTTTCTCTTAACAGGTNCGTTCAAATTGAGAAATATTTGAGAAAATCAACAGGTATTATCAACTCAACATCAAAGGTAGTTTACGAAAATTTTCAGAGGATGANATATTTAATCAAGACATTTAAATTATGGAATCAGCTGCCTGCAATGATAAGGTAATTTA

>rnd-5_family-2883#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

TTTCACATGAAATCACAATGTATTTGACTTTTCAAATGATTCTGTAACGCCCCGTATCCAAAACGGACGAAAAATCAGCTTTTTTCAGAAAAATCTGNAGGTGGAGTAAACGGTCNCCATCGATGGATCGTAGCCTGATCCATGGCCCGTNGTGCGGATCCGTCGNTTGATCCACTGAAACCCCCTTAAAANCTCAGCCCAGAAAATTGACCAAGTGTCGATCCACGGACAAACCTACAGNCCGTAGGTCGGACNACGGTCCGTGGTCTGTGTCAGTGGATCGAGACCCCATGTTACCCAGCCTGATACATTAACCACGGTTGACCAGCACGGAACGTCGTTCGATCTACCGTCCGTAGGTTCGTCCGTCGCTAGAAATTAGCAGACAGTTATTGGGGAAATGTAGTTGGGTCAACTTCAATTGATCATAAATCTTACCAAGAAAATAATTAGGTGTTCGATGCATACTACGAAACGATAGATAATTGAATTAGCTTTCATAGTCACCGACCTTGCTAATATCAAACCTCTGAGTAAAAAGCTGTGCCCGTTTTTAGTAAATACCTATCGGGTTGACCCAACCTACGGACCCAAACTACGGACCGTCGACCAAACGACGACCCGTCNGTCCNGGTCNTCGTTTGGTCGGANAGNNANTTNCTCAGGGGTCATTTGGTCTTTCCCAGTTTGTTTAAACCCTAAGACACGTCGTTTNGGCCCTAAATNATCANNTTTTAGTCANTTTAAGCCTANAAACATNACNAGNACTTAACNAAGTCAAAATCATAAATCGAAACTTAGAAAATTAGAAGCAAGAAAGGAGAAAAAGGTCAAGAACCCTAGTTCAAGAACACAACAAGGTTTTTTCAGTTCCAGCTCCGAAATCTAAATACTTCTCTGTAGATTTCACCACTAGGTATGTGGATTTCACTAGTGGGTTCCTTTCACCCATTGGGTTCCTAGTTTTCAGTCAGATTCTTGATTCTCATATCATGATTAGATCTAGAGTTTCTAGAACTTCAACAGAACATCATGAATTAGTTGATTGTGCGTTCTAAATCAGATTATATTGCATGAATTTCATAATCGTAGCTATGTATTTCTTTGTTCTTAAATTACGCATGCCAGGTCAGATATTTCAGTTATTTAGTTATACATGCCTCACTTATTAATGCATTATTACCAGATTAAATGTTGCATTTTCAATATGCATGTTTAGTTTTGAGCTATCCAGTATTTACATAAATTATGTCATAATATGTTAATCACTTAATTCATTGGTAGTAGCATAATACTAAGTTGGACTAGGTTTCAACGTATCCAGTAGTCCCAGAACTAATAGCCAAGTAGGTTGTATGTCCCCTTTGTGGGCATCAATTTAGTGATCACGCCAGNATGCCTTTATACNTCTNGCAGGGTATATTGGGTCNTCTCGATGGGGCGTATANATNGGNTTCCATATTTAGCTCATATGGCTTTATTATCGNTTATTAGTANNTCCCNCAGCTCAGNNAGACTCCATTGCATTGACCATATTCATCAGTTCANCCAGTATTCAGTCTCAGCATGNTATAAATTNGTTCACTGCATTCAATCANCTCAGNATTCAGTATATCATGTTCAAAATATNATAGTTGCTNTTGTGCTTGTTCAGTTATGCTTTATTTCAACTTTACTATATCCTACATGCTCAGCACCTTCGAAGTACTGACGCACACGTGCACTACATTTCTCGTGATGTAGGTTCAGGTTCTCGGCATCTAGATCACGCTTAGATCGATTCTCGATCTCTAGTTCAACAAAATCAGTGGTGAGTCTTCATTCTTCGATGACAACCGNCATGAGTTNCTTTCANTTTGTTTTTAGTCTTTAGTTTCAGTTTTTGCTAGACTTAGCTTGGGGCATGTCCCGGCATTTTTAGTCAGTTAGAGGCTATTTTCAGACATAGTTAGNTTCAGCTTAGCGTTGAGTTAATAACTTCTTTGTATTAAACTCATCAGTATTTCATATATTTCATGTANTATATGGGTATTCCCCATCTTTTCATATNAAGTATGATTTAGCTTCCGCATCAGTTTATTNTCTTTAGTATGCTTCATGATCATGCNAGCAGGGTTAGCTTGGGATCACTCGTGGTCCTAGGTCCCGTGTCCGCGTCTCGGGGGTAGCTCGGGGCGTGTAAAACTTGGTANCAAAGCNCCAGGTTNCGGTCTCCTGGGATGTNTAGAAGAGANGCACGAAGTAGAGTCCTATTCATGTGGTGGTGTGTAAGCGCACCACATCTAATGAGTTCAGGAGGCTATGAAGCGTTCTAGGAAAAACTTCACTTTATTGTTACTCTTATCGTGCGTAAGGTATGATCTAATTCCATTATAACTCGACGCTCTACGTTTGAGATCATGCCTCATCGTAGAGCTAACACTAGGAATGAAAATTCCAGGAATGCAAACGCAGCTCCTCTAGTCCCAAATTAAAGTCTCCAATGCTGAATTCAGGAATGCCATTCAGATGTTGGCTCAAAGTGTCGCCAACCAGAACAATCAGCGGGTTCAAGCTCCTATGAATGTTAACGGTTGATCAACAACAATAAGGGTCCGTGAATTTGTAAGAATGACTCTGCCCAAGTTCTTAGGATCGCAGACTAGTGAAGTTCCCCCAGAATTTCTTAGATGAGATCAAGAATATCTTTGAGGTGATGCAGGTCACTGGAAATGATCGGGTTGAGTTAGCATCATACCAACTGAAAGATGTTGCTCATATCTGGTACACTTAGTGGAAAAAAATAGGGGTACAAATACAACTCCGATTACTTGTGAGTGCTTTAGTGAGACCTTTCTTGACATGTTTTTCCCAGTAGAGTTGAGAGAAGCAAAGGCTCATGAATCGATGGACTTAAGTCAAGGTAACATGATGGTCCAAGATTATGGGCTCAAGTTTACCAACTCTCTAAGTATGCTCCTCACATGATTTTTGATTCCAGGGCTCAGATGAATAAGTTCTTGCTTGGAGTGTCAGATTTGGTGAAAATTGAGTGTAGAAATGCTATGTTACTAGGAGATATGAACATCAGGCTCAGCAGGTTGAGGGTGATAAGCTTAGGGAACATACCAAGGAGAATAAGAAGTCTAGGACTGGGAACTATGACTATTCTCAACAGAAATTGGGTGGTGGAAATCGTTCGTAGAGTCAACATAAAATTTAACCCCAAACCCTTCATCAACTAGCGTTCTATCCTCCTAAAACAGGTATGATCAGAAGGTTAGGGCACCAGGATCTAAGTCTCATGGAAGTGTTTCAGGCACCAAGACTCACCCCACTTCCCTAGTTATAGTAGGAACCATCCAGGCGAGTGCCTCGNAGGAAAGNAAGGNTGTTTTGGATGCGGTCAGTNTGGTCACGNGTTGAGGGATTNTCCTTCTANACAGGGTCAAGGAGGTNGTAATGGNAGANCTCAGNNTANAACTTCAGCAGCACAAGCAAGTCGCCCGACTCANCAGAGTAACTCATCTAGTACAGGTGGCGGTNAGCGCCAGAACAGGTTGTATGCTCTTNAGGCTCGCCANGATAGAAAGCGTTCTCCTNATGTAGTCACTGGTACGTTACGAGTNTTTGACCTTCGATGTTTATGCATTGTTAGATCTAGGGGCTACTCTTTNTTTTGTAACTNCTTACATAGCAATCCAATTCAGTGTTAGTCCAGAAACTCTCTNAGAACNTTTCTTAGTCTCTACTCTCTCTCAGAACCTTTCTTAGTCTCTACTCCAGTCGGTGACCCAATTATAGNTAGACACGGGTATACAAAATTGCCCTGTCACGGTCTCTTAGAAAGTCACCTCAGCAGATCTTGTAGAGTTANAAATGGTAGACTTCGATGTCATTCTAGGCATGGATTGGTTACACTCTTGTTATGCCTCAGTNGATTNTAGAACTAGGATCGTTCGNTTTCAATTTNANGACGAACCAATCTTAGAATGGAAGGGTAGTAGCTTAGCGCCTATAGGTGGATTTATTTCATATCTTAAGGCCACAAAAATGATCTCTAAGGNTTATCTCTATCATCTAGTTCGGGTTAAGGATTCTAGCTNTGAAACCCTAACTCTTGAGTCAGTTCCGGTAGTCTGTGAGTTTACAGAAGTGTTTCCAGAAGATCTTCCCGGAGTCCCTCCCGAAAGGAAAATTTACTTTNNAATTGATCTTCATCCGATACGGATATCCAGCCTATTTCTATTTCCCTCCTTATAAGGAATGGCTCCAGTAGAGCTTAAGGAATTGAAAGAGCAGTTGAAAGACCTTCTAGATAAGGGCTTCATCAGACGTANTATTTCACCATGGGGCGCACCAGTGTTGTTCGTAAGAAGAAAGACGGTTCCNTGAGAACGTGCATTGACTATAGACAGTTGAACAAGGTCACAATCGAGAATAAGTATCCCATCCCCGGGATTGATGACTTGTTTTACCAACTTTAAGGTGCTATCCATTTCTCAAAGATAGACCTCAGATCGGGTTATCATCAGCTTAGAGTAAGAGATAGTGACATTCCGAAAACAGCCTTCAGAACTCGGTATGGTCATTATNAATTTGTAGTTATGTCGTTTGGACTAATCAATGCTCCTACAACTTTCATGGATTTGATGAACAGAGTATTCGAANANTACTTGGACTCGTTCGTTATCGTCTTTATTGATGATATCCTTATTTACTCTCAANGAATCGCNAGTTATTCGCTAAGTTTAGCAAATGTGAGTTCCGGTTGCAATCCGTTGCTTTCCTTNGTCACATTGCGTCTAGCGAGGGGATTCGAGTGGATTCGCGGAANATAGAAGNAGTGAAACAATGGCCCAGACCTACCTCTGCTANANATATCAGAAGTTTCTTAGGTCTAGCGAGTTTATTACANAAGGTTCGTNGAAGGATTTTCATCCGTAGCCTCACCATTGANTAGGTCGACTCGGAAGATGGTCAAGTTTCAATGGTCAGATGATTGTGAGAAAAGCTTTGCAAAATTGAAAACTAGATTGACTACAACTCCTGTCTTGACTCTACCAGAGGGTTAAGAGGNCTATGTGACCTGTTGTGATGCATCCNGAGNTNNCCTAGGTTGTGTGTTGACGCAGCGAGATAAGNTTATAGCTTATGCTTCTAAACAACTTAAGGTGCATGAGAAGAACTATCCGACTCATGACCTCGAGCTTGCAGCAGTGGTGTTTTCACTCGAGATNTAGGAGACATTACTTGTATGGTGTTCATGTAGATNTGTTCACCGACCATACGAGCCTTCANTATGTGTTNACCCAAAAAGAGTTGAATGTTCGCCAGAGAANATGGCTAGAGTTCTTTAANGATTACGATATGAGTGTGCATTANCATCTTGGTAAGGCGAACGTAGTAGCAGATGCTCTTAGNAGATTATCTATGGGTAGCGTAGCCCATGTTGAGGAAGAAAGGAANGAACTAGTGAAGGATGTTCATAGGNTTTCTCGCTTGGGAGTTCACCTCATGAGCGTATCAGACGGTGGTGTAACAGTTCAGAATGGGNAAGAATCTTCNTTNGTAGTGGAGGTTAAGGAAAAGCAAGACAGTGATCCAATATTGGTTGAACTTAAAGGTGCGGTCCATAATCATAGAGCGGAGGTTTTCTCNCAAGGGGGAGATGGTGTACTTCGCTACCAGGGTAGATTGTATGTTCCTGATGTGGGNGAGTTGAGANAGCATATTCTTGNAGAAGCCTATAACTCCAGATATTCTATTCATCGAGGTGCCACTAAGATGTATCGCGATCTNCGGGAAGTCTATTGGTGGAATGACATGAAGAGGGATATAGCGGATTTTGTGAGTAAGTGCCCCAATTGCCAGCAAGTCAAGGTAGANCATCAGAAACCAGGAGGTATGACTCAAGAGATCGACATTNCTACTTGGAAGTGGNAAGTGATCAACATGGATTTCATCACAGGGTTACCTCGTACTCGCGGACAACATGACTCNATTTGGGTGATAGTTGACAGGATGACTAAGTCTTCTCGCTTTTCGGCGGTCAAGACTACAGATTCGGTAGANGAATACGCCAAGCTTTACATTAATGAGATTGTGAGGTTGCATGGGGTTCCTTTNTCTATCATCTCATATAGAGGTCCTCAGTTTACCTCTNATTTTTNGAAGTCATTTTAGAAGGGTCTTGGTACTCAAGTTAACCTTAGCACAACATTTCATCCGCAGACGAATGGGNAGGCAGAGCGTACCATTCAGACCCTAGAGGATATNTTGAGAGCTTGTNTGATCGATTTCAAGGGTAGTTGGGATNATCACNTTCCTCTTATTNAGTTCTTCTACAATAATAGCTATTATTCCAGCATTCAGATGNCCCCTTATGAGGCNTCGTATGGGCGTAGATGTAGATCTCNAGTTGGTTGGTTTGAAGTAGGTGAAGCAACCTTGATAGGGCCAGATTCAGTCCTTNATNCTATGGAGAAAGTGAAACTCGTTAGANATAGACTTAAGACAGCCTAAAGTCGTCAGAAATCTTATGCAGATGTAAGGAGAAGGGAACTAGAGTTCCAAGTTGATGATTGGGTTTTCTTNAAAGTNTCACCTATGAAAGGGGTGATGAGATTCGGCAAGAAAGGGAAGCTCAGTCCTAGATATGTAGGCCCTTACAAGATCTTGAAAAGGGTTGGNAANGTGGCATATGAGTTAGAGTTGCCANTAGAATTAGTAGCAGTGCATCCGGTCTTCCACATCTCGCTCTTGAAGAAGTGTGTAGGTGATCCAACNTCTATAGTGCCATTAGAGAGTGTGGCGGTGAAAGATAGTCTCNCTTATGAGGATGTACCAGTTGAGATTCTTGACCGTCAGGTTNGAAGGTTGAAAAACGAAGAAGTCGCTTCAGTCAAGGTTTTGTGGAGGAGTCAGTCCGTAGAGGGAGCTACTTGGGAAGNAGAAGCAGCCATGAAAGCCAAGTATCCTCACCTCTTTCCTTCCGATTCCACTCCAGCTTGAGGTAATAGTTCCTCTTCAGTTTTTCAGTCATTCACGCGTGAATTCGGCCTTAGNATCATGTTCCTTCAGTTTGTACTTGCATTTTCAGCGTATTTTCATGTTCTCGGAACTCAGTTCGGTCAGAAACTCAGTTCTCAGTGTTTAGTAGTAGGGATTGCAGCTCTCTCCCTCCATTCCAGCTAGTTTAGTCTTCATTCAAGGACGAATGTTCCCAAGGGGGAGATAATGTAACACCCCGTATTCAAAACAGACNAAAAATCAGNTTTTCAAAAGTCTGTAGGTGCAANCGACGGTCGCCACCGATGGACCGTAGTCTAATCTACGGNCCGTCANTGNAGNTCCGTCGATTGACAACTCAACTCTCCCAAAATCTCAGCCTAGCAAAATTGACGAAGTGTCGATTCAAAAATAGATCTATCGTCCGTAAGTTAGACTACGGTCCGTGGTCTGTGTTCGTGGATCGAGACCCAAGTTACCCAGCCTCTGACATGAACCACGGATGACCAGCACAGAACGGTCGTTCGATCTACAGTCAGTAGGTCTGACCATAGGTGGAAGTTAGCA

>rnd-5_family-4426#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 17 )

TTAGGACCCGTTTGGTAGGCGGTATTAGNTAAAATAATCCATGGATTAAAATTTAGTCCAACAAANACATTGTTTGGTTACTTTATTTAATTTAATCCATGGATTGCTTATCCATCATACGNGGTCTTATCTTATCCCTAGAAAANGGAGGGATAACTAATCCAAGGTTTANCAATCCTTGGATAAGACCCCTAAATGACTAAACTATCCCCNAATCTTTTTTCCTAAATTTCTTTTGTAATTTAATTTCCTTTTTATTTATATTAGAATGGTTATAAATGTTCTTTTTAATTCTCCAAATTCGTTCCGTGTAATTTGATGATTTCACAAACTAATATTTTTTTCTCCACGTTTGATTTGTTATATTGGGTTGATTTTTTTTTTATTTTTAATGTAGTTCGTCGATTGACCACTTGAACTATTTTTTTTAAAANTAAAATTAAAATAAGCTTAGCGTATTTGAACAATTTAAGTAGTCTTAAATCTATGTTAAGTTTAAGGTATATTTGACCAACAAAAAATTAGAAATACACCGTGTGGCATATCACACCTCAAAATTAATAATANTTTTATATTTNTTTTA

>rnd-5_family-6534#DNA ( Recon Family Size = 26 Final Multiple Alignment Size = 17 )

TCTTACATAACAAATTCCGTAGTTGAAAAAATTAAGAAAGCGAGACTGGTGGTACGTGCATGTGAAGAATAGGAGCCAATATGCATCATTAAGGAGGTGTGAGAAGTTTGACGAGAGGTATAGGTAAACAAAGAAGAAACTTGGGGGGGGGGAGGTAATTAGGGACACTGTATCGCTTCTTCGACTTACTAAGGATATAACCCTAAGATAAAGGTAAAAAGAATAATAAGGTAGCCGAGTGTTGTAGTATTATTTAGTGTGCGTGTAGTATCTTNTTTACCTAATTTTCACTATTACATNTTGCTTCATTTGTTTATTTATCCAGCTAGCTATTTTGTTGCTGAATTATTTTCTTTCTATGATGCTTTGATTACATTTATTTTACATTAACGGCCTATCTAGAACAACTTTTCTACCCTACAAAGATAGAAATAATGTCTCCATAATCTTACCTCCGTTAATCTGACTTATAAAATCACAACTGATATATTGTTATTGTTTGTATTCTTTATTTAAACTAGGAACGAAGTTTAATATTTAGGATAAAAGGTTGTCTAGTTAAAACCATATATATTTCAAATTAGATAAAACTAATTTCAATATTGTTTTTACTATTTCAGTCTTCAAAACCAACCTATACATATTAATAGGAGTTTTGGTTCCCTGTTTAAATTACTGAGGAACTTATAGTATTTAGAAATTAATTTTTTATATAAATATTTTTTGTGCGTATCATTTTTATGTATTTAGTGAATTTTCCATCTTGCTACAAAACGTACAGTAAGTCTNCTTATAATATTGAATGTTGAATACTTTTGTGATGTACGTTATTTTTCGTTGACATGCCAATATTGAAAACTTTTGTGATGTATTTTGTTTTTCTATTTAAAGCTCATTGAATATCATAAATTTTTATTATTTTCAGGAAATTAAATATTCATTATATTTTTTGTTTTATAACTAACGTATATTATTTAAAAATATTTCATTTAATATATATTTTTTAATTATACTCATTGGTTGGAGCACAAGTTTAACAAACGTATCCAGATTGCTTTCAAGCATGTATGCATTTTAAAAATTCAACTAGATATTTGGATCAAATACTACATAATTAATTTTTTTCTTATAAAATAAAATATCTATAATTATAAAAACTATATAAGTAACTCAGCTACAATATTTGTTTTGAAAGATATTTAATTACTTAAAATTCAACTATTGTATCAACGTAATGATATTTTTTATTTAAATAATTATTTCATTTATAATTGAAATCAATTGTTGTTATACCTAATAATTTTTATTTGTAGACATACAATTCATGCGCGACACACATACGCTAAACTAGTCAATCAAATGTGAACATATTTACTAGCAAGAAGATTTCCCACAAAAAAAAAGGTAAAAAATATCACTAACCTCTAAAGGAAAAAATTTAAATCTATTAAATATCTAATTAAGTGGGTGTTTGGATTGACTTAAAAGTTGGTCAAACCTATTTTAAAGTAATTTTTTTACTTNTGAAAGTGATTGAGAAATATAAAAATAATATAAAATAAGTCAAAACTGANTTAAAATAAGTTGGGAAATGTTTGATAATATAAAAACTAACTTAAAATTATTTTAAGATGACTTAAAATAAGTCAAAAACAAAAAGCAGGTCTCCCCCTACTTTTTATTTTTTGACTTAAAAGTCATTTCAGTTTATCTTTATATAATATGATTAGCCACTCTATTCTTCTATAATTTCATGGTAAGAGAGGCAAATATAAGGAATAGACTTCTCTATTAAGTAATTATTTAGGACTAATTTTTAACTATTGTGAGAAAGATGAATGACGCAGGTGCAAGGGGTAAATGTGCAGCATGTAAGTACCAAAGAAAACGGTGTCAGGAGAATTGTCCGTTAGCTCCATTTTTTCCATCCAATAAATTTGAAGATTTCAAAAATGTTAGTCGACTTTACAAAGTAAGCACTATCATAGAGATGCTTAATTCTGTTGCTGACAATGAGAAAAAGGCAAAAATGGTTGAAACCCTAATTTTAGAGGCTAAGATTAGATCTGAAAATCCTGTGTACGGGAGCATTGCCATTCAAAACAAATTGAAGTTACAAATTGAAGAAACTATGAAGGAGATTGATTTAGTGAAGAAAACAACCGATTATTTCAAAGAATTGCGTAAAAGAGCATTCTGCCCCAAGGTAAATTTTTCTTTAATTTCCATTTGATTTTCTATATATATACATATATCTTAATGAGTTTCTCCTATTTTATTCGAAGTTCACTGTCAATCTTTTTGACTTACCAATTGA

>rnd-5_family-1252#LTR/Copia ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TAAAAGTAACCTAGGAATTGATCACCGGAGAGTTGCAAAGAAAGTCTTAAGATATCTTCAAGGAANAAAATCGACTACATGCTTATGTACAAAGTGATGAGATTACCTGGAAGTCATTGGCTACTCTGATTCAGGATTTTCTGGCCGTGTTGATTCACGGAAATCAACTTAAGGATACATATTTATGTTAGGCGGTGGAGCTATATATCGGAGAAGTGCAAAACAGACTCTAGTTACTACTTCCAGTGTGGATACTAAGTTCGTTTCTTGTTTCGAGGCTACCTCACACGGTGTATGGTTAAAGAGTTTTATTTCTNGACTTAGAATCGTCGACTCTATATCTAAGACATTAAGGTTATNATTGTGANAATTCAGCTGTTGTCTTTATGGCTAAGAATAATAAAAGTGGTAGTCGAAGCAAGCATATCGACATCAAATATCTAGCCATAAGAGAACGTGTTAAAGACAAGAAAGTGGTCATTGAACACGTTAGCACTGAAGTAATGTTAGCTGATCCTTTAACTAAAGGCATGCCACCACAAAAATTTAAGGATCATGTAGTCACAATGGGACGTAGTCCCACTATGTAAAATTTCGTTGTAACAATGAATGTTTACGAAACTCTATTTTATATGATATTTCTCGTTAACTGTGTGCACATTNAGTTTTATTTTCAGAAATGTCACTAAAGTATGGACCTTGAATAAATATTGAGTTTATTCATTTAATTATATGGGTTAAAGTTTAGAGATATAGTGCATTGTGATACATGGAAGATACTACTCACTGCAAGAGAAACTATCGCCATGATTCGTGTATTATATTTCATTAATGGGATTAGAATATACGGACCAAGTGGGAGAATGTTAGCATTTTTGTTAATGCTGATATGGTCCGTATTANATGGGTCCATTATCCCACTTCAT

>rnd-5_family-1471#DNA/hAT-Ac ( Recon Family Size = 17 Final Multiple Alignment Size = 17 )

CGGCGACATTTGAAAAAGTAGGTAAAGGGGGGACTTCGGTAACCGGACTAGTNGGGGTAGGGGTCTCTTCATCTTCCTCATTTATTTCTACTTCTTCCTCAAAATTAGTANAACGTCTATTTAAAGTCTCATGATCTACTTCATTTTCGGAATTAAATTCAATAGGTCCTGGTGACGTAAAAAAAGTTTCATTAACACGAGTATAATCATTAGTATTAACTANANATCTAGGTGGCAAATTTTTAGAACNAGAACTACTTACTCCTCCCCTNTTATTTTTTNATTCCGACATTGGTCTTTTACCACTATTTCTTTCCGAATTCATGTTCAAATTTAAAATAATTAAATATTANNAAAAAAAAGCAAAATAATATAAANTAAAAAGANANAACGACTAAATAAATAAACAAATAACGATTAAAGTTGANGGTTGGACGAATGTACCAAACGTCTACGTAAAAGTAGACGTATAACCAAAGCCGGATTTCGATAGATGCCTATTGTAGCTTCCGAAATTCAAACTCCAACTCAATATCACAATATAATAATTAATAATTTATGAGAGATTTAAAATTGAGACTTTGAGAGATTGTATAAGATTGTATAGTAGTGAATTTGTGATTTAAAATGGAAAAAANGGTATATTTATAGTGTAAATGGGTTAGAGAGGGGCGGGGGNTGATAGTTGACCGTTTTGGGCCCCAGCCCAACGGCTAGAAGGGCCCAACGGTCATAAAACGGTCACCTTAATAAAAAAATAAAATTGAAAAACCGACTGAACCGGTTCTTACCGGATCGGACCGGTCCGGAACCGGTTCTTACCGAACCGGTTCAACCGGATAAAAAACCGGGAACCGGTTCGGTAACCGGTCCGGTACACCGAAAGACCGGTTCCTTACCGGTTCAACCGGTACCGGACGGACCGGTACGGGAACCGGACCGGAACCGGACCGGACCGGCCAAAAACCGGTCCGTTTGCCAGCCTTA

>rnd-5_family-865#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

AAACTCAAAATTTCACCAAAAGTTTCTTCTCAACAAGCAGTCAGCTTACAACGAAGATCAAATGATAGCTCCACTTTTGAGTCAGACGTTGTAAAGTCTCAACCTATGCCATGGTCAAAGATTCGACATCAGCTTTTATTAAATGATAATTTCAAAATCTTTCAAAGTTTTCTTTTTATTATTATTATTTTTTCTTTCCTTTTCCCTTTTTTTTTATGAAAAAAAAAAACAGACGCTCGAAGAGGTGTGGATGGCGAGCCAAAGGAGCACGCTGCGCCAAATCATGGATACAGATCAACCTCCCCCCTTTAAACTAACTATTTTTCTTTGAATGTAGAAAATACAGGTACATATACAAAGGCAACTTCAACAATCAACATNACCACATTTGAGCCCGACAAATGACACTCGACCCTTCCAACAAGGCGGACGCCCAAGCTACTGTATGCCCTCAAGCAACTGCTGTGCTGACAAATTACATTATGCCCGATATTGCATCATTTCGCACCTACGCCTGATATCGC

>rnd-5_family-12705#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

TCCAAAAACTTTAACAAAATTGCCAAAGTTGCGAAATCGNCTTCGAAACCTTTTAGTTTTCGAAATCGGGTCGTA

>rnd-5_family-4190#DNA/hAT-Tip100 ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GGCGGACCCAGTAAGTGAATTTCAGGTGCTCGCGCACTCACTGACTCCGAATTTTTTTTGTATTTATATTTATAATATAATATAATAAATATGTCACTAAAAATAAAATGAGCACCAATAGAGTGAAAGTAGTCGTGGGTGAGCTGGTTTAAACCTCCGCAATAAGAGGCGCGCGAAGCCACTGGCGAGGGTTCGAATCCCGCCAGTAGCATTTCTTTTTTTTCTTTTTCCAGCGAATTTTGCATCCTTTTTTTCTTTTCTTTTTTATTTTTTTTCCTTTTTCTATCTAATTAAGGGCTTCTTTTTTTAACCTTTTTTTCTTCTCACACTTTTTCCTTCTTTTCTTTCTGCGGCGAATTTCGCACCCTTTTTTCTTTTNTTTATTTTTATTTTTTCCCCTTTTTCTATCTNATTAAGGGNNCTTATNNNNTTTTTTTCTTTTCTTANACTNATTANTTTTCCTNNNNNNCGNNTTTTATAGTTAATGGNTTTTTTTATTGAAGAGTTTNAGTTAGTATACGTTTATACTATGTGATTGCTAAAAGGTTTACGTTAAAGGAAGTGAGCACCCACAACCTTTAAATCCTGGATCCGCCACTGTTTATGTTCCCAAACATTAGTGGTGTACGGTGTGACAATTGCATCAATAAGATTGTAGCTTATGAAATTACAGGACATGAAATTTGTGATGCATTTCTGAACACTAGCTGTACTAATTTTATGGCATACATGTTGCTATAGAGCCCATGTGTACTGACATATCTCTAATGTCCTTTTATACACTTTCATCATCTACAATCTTACCAATGCAATTCAACTTCTTATGCTTGGGAACATCAATAGAAGGAAGTTTCTCCTTAGGGTTATTGGTTGACCCAAAAGGTGAACAAATTTTTATGTACTTTATAATCTCAAGAACATATGAACTACATCACAAAGTATGTAATTTGTTACTCAATATAAAAATAAGGGGGAATCCATCGGATACCTCTTAAATTTTGCACAAAATTTTACATAAGCACTTTAATTATGCGTTGTTCATTTTGAACACATGTCGTAGCGGTGCACATTGTCATTTAGACGCTTTTCGCTCACTCAACATAGTAATTGTGCAAAACGTATTTTATGCGCGTTTAAGAAGCTTTTTTTGGTGAATTCTTTTCTTTTTTTCTCTTTCTTCTCCTTCCTCACTATTTCTCTCTCCAATATTTCACCACTCTCCATTGACTATTTTGTTTTACTCCTGCCCGCTTGCTCTTTATTCCCTGCCACCATAGACCACCGCTCATCACCACCCAAATTTTGAGAAATATATGGTTTTTGCTCGTCATTTATACTACTTAGATTTTTCTTGCTCCCTGAATATCTAATTTATTTTTTTATCCATCATTCATTAATAATTTAAAGTACACACAAAATATATTTTTCCACTTCTTTTGCACTATAATCCATTAGAGGAGAAATAAGCAATTAAATTATTTAATTGATAATTATCGGATCATCTCTGACTACAATAGAAATAAATATTTCAAAAAAGTGAGTTCTTATATTTGTATCTTCTACTTTATATATAATGAGTTTTTGTAGAAGAAATGAAAAACTTAATGGAAAAGAAATAAAAGATGGAGGAAATGGATTGCGATATAGGAGAGATTGAATATAAAAAACGGACGAGAATTTAAAAAAAATCGCGGTAAAATACTGGAAAAAAAAAGATTATAATTTCGAGGCGCAAAAAAACGAAGAATGAAATTACGAGAGAGATTGTTTAGAGGTTATGACAAACTTGGTGGATTCTAGGCGCAAAGAAGAAGAATGAATGAGATT

>rnd-5_family-1700#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TAATGACTCGATCANTCAATTTTTGAAANTTTTATGAAATTATCGTTTTCCCCCTACCGNTATCGACCCTAANTCTTTTNTGATTGAGTTTGAAAAGTTGGTTTCAAACTTTGAGTTAAAAGTTGAGAATTTGGTAAGTTTTGAGTTTNAAAGGCTAAGTTGTTAAGTGAGTTTTTGGGTCTTTTGGAGTTTCGAGTGTCGANATAGAATTTCGTCGATTTCATCAGTCTCGAAATGTGAAATTTGATCCGTGAGAGTTGTCGGTTTCGGATTCTGAGTCTTTTTGAGGATTTGAGGTCCTAAGTTGTGAAATTGTGGAATTTTAGCCTTTGGGTTTACTTTGGTCGACATTCGGGGTTCGGATACTCGAATCGANATTCTAGAGTTCTTTTCGATTTCGGGGATGATTTTAGGCCTAGGTGAGNTCTTGGTTCATTTTGATGAGGTNCCGAGCTTGTTTTAGCCTTTTTAGGCGTAAGTTAGTTTCTTGTGATTTTCACGGATGTCAGGTCAAGGAGACCTCGGATTCGTTTTTTGACGGTTCCGTCGAGTNTAGAACGTCGAGTATAATTGATTCGCATATGTGGTTTGTGTGTACGGGGTTCCGAACGAATCTCGAGGGTCCTTTCGATGTTTTGAGAGTTGGCTGATTTTGCTGGCGTATGCAGGTTTTACTTTTGCGAAGGTCAGCCGCTTAANCGACCTTCGCTTTAGCTATAGNCCTGTCGCTTAAGAGACCTTCGCTTTTGCGAAGAAGGTCGCGCTTAAGCGACCCACGTTTAGGGCGGGGTTCGCTTAAGTGAANCNTNGGTCGCTTNAGCGACATCTGAGAGGTGTTTTGCTGCNATTTTGGGGTTTAAACCCCGTTTCACCATTTTCTGANCTTNGGGAACCCTTGGNGGTGAATTTTGAAAGGATTTTCTGAGCTAAATCTTTTGGGTTAAGTGCTTCTGTATACTAAACCTTCATTTNTCCATNATTATTTATAAATTTTAACAACAAATTGTGGGATTTTTGTGGGTTAATAGAAGGTTTTTCAAGAACCTAAGTTCTTGACAAAACGGGGTTCCGAACTGATTTTAAGTTATATTTCGAAATGATTTTCNCTAATGAGTTCCTAAGACCTTGAATAACGCTNTCATGTATAAAATTTCATATTCAAATCTTAAATTTTGTATCGAGTTTTGTGTNTGATTGACCTACCTTTTAAGGGGATCGATGTGAGCGTTGTTTTTTCGGGATATTTATTAGCGATAGTAAATACTTTATTGTAAATACATTCTTGTACGTAGATTTTGATGGCTTTGGAAATGATTTTTAGTTGATTGATTTATGGCAAGTGACNTCCTAAACCTTGTACTTCTCGTTGAATTTCGTACGCTTCCTTCGTCGATTTTNTGTTGGAAGTAATGGAAATGAGGTAAAGAGTTTAATTGTCTATTGATACATGTAATTAAATNTAAAAAGGGTANTGAAATGAAAAGGTCTATGTGTTGAACATGATGATGTGAATTGNCTTATTGTGACCCTTATTGATTGATTGATGAAATGCTTGAAAGCGTGAATGCGAACTTGAATTGTATGAATTGTTGTCTCTTCTATGTGGTGTGATATTGCTTGTGTGCATTGATCGTTGAACACCGTGATGAGACATGTGATGATTATGATGACGAGGTCTTTGCCGGCGAGTGTTATGATGCCGAGGTCTTTGCCGGCGAGTGTTATNATGCCGAGGTCACTTGCCGGCGAGCGNTATGAAGCCGATGGGAAATCGTTTCGCAATAGTTGTTATAAAGNCGATGGAAAATGNTTCCGGCTAGTGATATTGTGCCGATGGGAAATGGTTCCGGCGAGAGATCGATTATTGTTACTAATGCAGTGNTGCCTATACGCGNCTTGTTNNCTAATTGTGATTGATGTACTTTTTGCGTGTAACTGAACTAC

>rnd-5_family-2338#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

TGCCATGTAGTAAGTTATCTTCTATGTTTAAAAATTTAAAAGGAATTGGGTAAGACTAATGGTTTGTTTCTTTTCGCTCCGAGTTTGGTATACATTTCTAGTTGGAATAAAAATTTCTTTGCATTTTTAATACAAAAAAAATTATACAAATAGTATTTTGTCAAACATATTATTTACGTCAATATTCTACTTATCTTTTGGTTGTTTAGTTTGACGCGCGCTTGTAATTGGTTGGAGTTTTAATTGAATGACTTGTATTACCTGAAAATCTACTAACTATTTACCTTGATTTTACTTTCTTAACTATATGAGAAACTCAATTTAAATCAAGTCGTCACGCTTCAATGTTTCCTTTTAGTGTAAATTTAAGTACTATTTCACTTTGCATCATTCATGGAGGTACCAACTCCTTTTAAATTCATGATTTATAAGGGGATGAGTTATAATTATTTTGTCAGTGTTGATCCTACGATTGGGAAAATATTTAAAAAGAAACAAATGAGTATGATATTTCGAGTAATTTTGTTACTAAAAATAGATCCAAGGCCAGAATGACATGCATTTGTATTGTTTTAGTTTATTTTGGAGCCTATTTTANNNNNNNNTTTAANNAAAAACACTATTTTTTTACTTATTTATTTATTAGTAGTGAAGGCCTACTTGTACTTAACAATAATTTTTAGTATTTTATTTGAGCTATAACTAGGAATCTTGTAATCAATCTATGACTTGTATTCTCTAGTGTAATCAACTCCTACAAGTAGGAGTTTGTACTCGATAGAGTAATAATTATGTAATATATTTGTTGATTTTATTGTATCATCTGGAAGTTATCGGGAGGCTGCATAAAGGTTACGGAGGACCATGGAGGTTTCATNAAGGTAGAAGACCATGATTTCATGGAGACTANNNNNNCGNNNNCGGTTCTTCGAAGACCCTTATATCGATAACGACTCTTCGGAAGCTTTTCTTACGTTCTTCAGAAGCTTTTTCCCGTCCCTATTGAAGCTATTCCNNCNNNNNNNNNNNNNNNCGTTCTTCAGAAGCTTTTTCCCTATAGAACTATTCTTGGTTCCAACAGCCGTTTCGGCGACTCAGGTTTGTGGATNATATTCCTTTTCTTTTAATGCAAAGGATAAGTNACATCTTTTAACTCTCCGTAATTAATCTATGTGAACATTGCTAAGTCGTNAGTNTATGTGAAATAGGAGAGTTACTTCCTCGTANATGGTTCACATTTATCTCAAGTGNTCGTTTTTTTAACTTCGTAAGAAAATATTGAAACTATTCAGAAGACTCGAAGTTACTTTTGTATTATGANAAANTTGTCATCAAAGAAAGAGTAATATTTCANTTCATTAATTTTACNTTAGCTTCTTACATTCTTNTGATGGATGAAAACGTAAATGATCTTCCTATTTAAGGAGTATCATTTGGGAGCTAAATACATAGAAGAGAAACAAAAATCTTTCTTTCATTTACTATCTCCTTCACCAATTCTTTTATTGNCTTAAATAATCCTTCTTCCTATTGTGGATTTTTGGGCAATTGTTTTTGTGCAACTCCAAACTTTCAACCACGAGTGCACGTGTTTGAGAGTAACTGTGGAACCTTGGGGAGCGACCGACTACAACGATTTGCACCGGAGTCGGGCCGAAATCGCTTTCAAGGTAGTGGCTTGCCACGACACAGTGTTTGTGATAAGTTATTTACTACTTTATAATTCCAATCCGATATCAATATTGTAGTATTTCCCAAACAATTGGAAAGCGATTTTACTNACATACAATATTGATAAATGGCTATTTCTTTGAACAAAANTTTTTATGATTTNTCAAAACTCGAGCCTTTGGATGGAAATAATTTTAAACGNTGGTCACAAAAACTTCTAATTTTCTTTGAACAATTAGAAGTTGATTATGTTTTATTTAAAGAACCTTNTACGGACGGATNTTTAACCACATTACTAATCATTTATTTGATTTATTTGTTAATCAAATATCTGCTAAGAAAATATGTAGTTTGGAAAAAAATATGGTGTTGATGATGCANGAAAGAAAAAATATGNTGTCGGTCAGTGGATTAAGTTTCAAATGGTTGACAATAAGCCAATAATGGAACAAATTCGCGAATATGAGAACTTGACTGCTGATGTTCTCAACGAGGGCATGAAGATGTGTGAGATNTTTCAGGCTAATGTGTTGTGCTTGAAAAATTTCCACNANCTTGGAGTGATTATAGANATCAACTAAAACATAAGAAAAAGAATTAACTCTCCGTGAGAACTTATTGGTCACATGAGGACTGAAGAGGCGAACCGTCTAAAAAANTAAGATGGAAGGNTTTTTACTTAATTCTTCCANAGATAATCTTGTTGAATCTTCTGGTAATTTTGTGAATGACATGTTCAAAGGCAAACTGAAGAATTTCTTAAAAAAGGAACATATAAAGAAAAAAAATTACTTTAACAAGTCGGAGATTCAAATTCAAAAATCTAAGGGTCCTTTCTTTGTCTACGGAAAACTTGGTCATAATGCTAGCCACGTTATAAGTAAGACAAGGGCAGGACTCACGGCAGGAAGGACAGGNCGATGTCAAGCTCATCTAGGTGAGGCTAATGAAGTGATCGTTGTTGTAGTCGTTNAGGCAAATTGGTGGCTAACATTATTGACCGGTGCTAGGCACAGACGCTTCAATACATTTTTGTGCCAACAAAGAGTTATTCCATGACTTCGAGGAGTCAACTGATGGCGATTGTGTTTACATGGGTTATCTACTACATGAATAATGGGTAAAGGAAAATTTTTACGTAATGTAACTTCAGAAAAAACTTTAGCCTTGAATAACGTTTTGTATGTACTTTACCCGTAGAGACATNGTTTCCGGAGTACTTCTTAATAAAGTAGGCCTTTAACTTATTTTTAAAGGTGATAAAATAATTATTTCTCACGGAGGAGACTTTATTGGGAAGGGATATCTTAGTGGAGAATTATTTGTATCGAACAATGTTCAATAGATTATCAATAATGCTAGTATTTCAAATTCTGCTTATATTGTTGAGTCTATTAATTTGTGTTATGGTAGANTATGTCATGTTAGTATTGCTTCTATCAAAAGACTTAGAAAAATAGAATTAATTTCTATGATAAAAATTGATGATTTTTCAAAAATCTCGTAAATGTAAAAGCGAAACATGTAAGGAAATCTTCGAAATCCGTTAATAGTACGAAAATTCATGTTTACTTGAGCTAACACATGCAGATTCAGCAGACTTNAAGAATATTGTTTGAAAAAGTGGAAAAAAGTATTACATTACTTTTTTTAACGACTTTTCAAGATACACTAAGGTATATAGTCTAATATCTATAGATGAGGTTGAAAGTATGTTCTTCAAATTCGAAGTAGAAAATGAATAAGAGAAGAAAGTATCAATTTTCNNNATACGGTAGGGGCAGTAAATATAATACGAAAACTCNGNAGTATATTTGTGAGAAAAATGATATTATACATGGGCTTAGTGCTCGTTATATTCTAACAAAATGGTGTAGATGAACAAAAATATATAAAATCCTTGACGAAATGAGAAATTCTATGCTTTTAAGCTCGAGTCTATCAAACAACATGTAGGGGGAAGCTTTCTTATTTGCATGTTATATACTTAATGGTCCCTCATAAAATGTTAGACAAGACTTGATACATATTTTAGAAAGGATTTTCTCCTAATTTGAAATTTCTGAAAGTTTTGAGGTCTTTGGAGGTAGGACAACCTAATTTTAAGTGAGTAAATGTAGGTTGTAAGACTTTTGACATTGACTTTGTTGTTTATGTGAAAAGGGTGCTGCATATAGATTTTTGTTTTTAAAATAGTTTTTCTATTTGTGAATCTTGAGTTGCTGAGTTTTTNGAGNATATTTTTCCTTTNAAACNTNNNGTGCCGAGTGATGTGCAAAATGATGCTTCTGCATCNATGTCNGNCGANCCTCACGTTGTNCCTTNTTNTGANGTTATTTCNAANGANCATNAAAATGAACTTAGAAGGAGTAAAAGACGTAGAACTGACAACAGCGTTGGTTCATGGTTTTATCACTGCATTCTTGACTGAAAATTTTGGTATTAAGATTTTAAACGACGAAATAGTGTCTGTCTANTCGATAGAAGAAGTTCCTAAGNCTTATGATGAGGCAATGAGATCANNANATGTNATATTTTGAAAAGAAGAT

>rnd-5_family-29#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

ATATCTTGAAGAATCTTTTATTACTTCAAACATACAGCCACAAGAATTTTCAATTTCTTTTTCATCACATCTAAATCTGTAANGACCGANTTCCGTTGCTGTAGAAAANCCAACAGGAGAATAAATTTTGGGCCTGAAAACTTTTTCGTAGTAATTTGGAATTTTCCAATCTAGCCCAGATTCGGACGAGATTTGGATGAAATCGGAGTCAAGGTAAAGTCTGGGAGCAATTTGGTGACGACTGATAATGAATTTAATCAAAGGGGTAGCTAGCTAAGACGTTAAGAAACCCATACGACTTTACGAAATTGAATTTGGGCGAGTAGAACTCCCGAAACTGATCATAGCATGAACGAGTAGTTTCTGAGTGTCATGGGTTGAAGGTGTGTTGTCAAATGGGGGTACTAGAAACTATTAAAATATCCGAAGTTCAGTGACTCCATGCAAGCCGCCAAGGCCGAGATTTATTCCTCTAGGGCGGGGCGACTGTGGCGGGGTGAGTGGCCGCCATGGCATGCCAGTCACGACTTTAAGTCATGGAAATAAACCTACCAAAACATTATTATTCTGCAAACTTCGTTCTTAAGAGTTAGGAGAACAAACCATGATGATCTTCTTGACAGTTTTCCACCATTCTTGNGGCTAAAGGTAANGTTTTNACTTCCCAAAATCCATTTTTTCAGTCCGTNGAACGTAANTTNATAGGANATTATCGNTGGGGGAGGGTTTTGATAAGGAACTATTTTGGATGGTGGAGGAANCCCTAGTCGCANNTAGGGGGATCAATGGGTTTTTGACCTAGGGTTGATGTTACTTTGATTGTAANCCGGGTAATTAGGCCNCGNTTATTGATCCTNGCGCCATNNTGATTGTTAGTGTACCTAGAGAANANGNAAAGCAAAATCCGGAAAGGGAAGAATAANNTTTCTTAGGAGGGTTCAAGCTTCGTTTGGGGTAGGTGATCCGTGGTTGTGATTATATATTCGTTCGATGTTACGTCAGTAATAACTTCATAATATATGCATGCATGTACGTCGAATGTCGNATTATTGATCACACTAGTCGTNAACGAGTACGCGTGGATGATTTTATGCCATGAACCANNACTTGATTGTATCGATTANGAGAATCANTACTTGATTGTGATTGTGTGATTGTGCGTTGTGATCGTGATCGTGTATTACGATGCNCGANTCGGATCGGCGCCCGCGTTTCGACACTCTAACTATGCGATCGATTGCCACGTTTCGACGCATAGNTATGTGATCGATTGCCACGTTCCGACACGCTAACTTGGATCGGGTACCACGTATCGGTACGCTAACAATTTGGGTNTGGGTTCCATGAGAGGACCATTGAATTGTNATATNTGATGTATTATTGAGNAATGTGAAATTGTATTGNTCCTGAAATNATGACTGATATTGTATACGTTCGATATATGCATGTTTTATTATGTTGTAATNGCTTGTNTACGTTCACGTNTTAGTGGAATAGTCGCGTGATCCTACCAGTACACTGTGGTTGTGTACTGATACTACACTTGCTCTTTCTTTGTTGAGTACANGGCATCTTCAGGCGGCTATTAACAGACCTCATTTTGAAGANCAGTGATCGATTCGAATTCAAGGGTGAGCTAGTTCTTTCGGGCNGCCATGAGTTCTCNTTACGTTTATGTCCATTTCTATTCGGACTTAGACTAGTNCGTTAGATATTCTTATGTTTAGTTTGGGGTTGCAACCCTTTTCTTAGACTTTTCGTTAGTANAGTTTCGGTACATTGACTTTCAGGTTCTAGGCGTTAATTCCGCAATTTTTTTGTTAGACTTTTGGAGTTTATGGGAACTCGATTGNTTANTTATTTAAACNTGCTTCCGTANCATTAAATNCTTTGCTTTTTATTAGTTTNGGTTAGTTNGCTAGATAATGGTTCTCCCACCGGAGGGTTAGTGTGGGTGTCAATCACGACGGTCTGGGTCGTGACAAAGTTGGTATCGGAAACCCTAGGTTCGTTGATCTCGATGTACCAAAACGAGTCTAGTAGANTCTCGCAGAACGGTACGAAGACGTCNACATNTACTTTTCTTCGAGAGACTATAANACTTCAAGAAATCTCTCTATTTTCTCTTTGTCTCCTTTTCGTGCTACGACTTGATTCCGATTGGTATCTGNCGATTCAAGTTNGCATCTAGCCTCCTTCGCTCTCCTGTNCGCNGATGGTTGACACTANNTTCAACGGCGTCAGGACCTTGTATAGCTCCCGTNAACGCTGCTAGCTGAGGAATCCACAGCGAGAGGTCGCGNTCGAGGCAGGGGTAGAGGAAGAGCTAGAGGTAGAGGCCGAGGAAGGGTAGNACCTACTAGGAANGAAGATCCGGTTGAGAATACTCCCGTGAATGAGGACCCTCCTGCACATCATGAAGATATAAAGGAGAATGTTGAGGAAAAGAANAATGAAGGATNTTGGACAAGGGAAAGATGCTAATGCTAAGAATACCGATATTCCTCCCTTAGACCCAGTGTTAGCNNAACAAATCATGCCGTTCCCGAAGGGTTAGGTCGNTCCTGGNGTGCTCCCCTCAGGTAAAGCGACTCAAGCTCCCGCCAATCCNCCGCATTNCTATTTTTATCGCCAGGGTGGGTGGAGCTATCTGACGCAATGATGTCTTCTTCCGTCCACATTGGGTCCTATGATGACAGGTACTGAGCACGAGCTGTTGACTATGTTCATTGAATCTAAAGTCGCGTGTGTTCAATGGTTCCGAGAGGGAGGATGACTTTGAGTTAATTCTGGATTGCTATGACATGCTTCATAAGTTGGGCATCGTACACCAGAATGGAGTATTAGTTAGTGCCCATTCACCTTCAAGGTGAGGCTAAACAATGGTGTAGAGAGACCATCTATAATGCGGATTGCAAATCCTCAGCGTTATACCCACTCACTTGGACACAGTTCCATGCGCTGTTCCTCGAAAAGTATGTGCCCCAGACATTGAGGGATTGTGAGAAGGACGAGTTCATGGCCTTCGATCAGAGTTCTAAGGCTGTGGCGTCCTATGAGGCGATGTTTCTTGCCTTGTCCAGATATGCTACCCAGTTAGTGACTACAGAGGATGAGCAAATCCGCCTATTTGTCAACGGTTTGAATCCCGATTTGCAGGTAGTGTCTGTTCATGGGACCTATTCAGGTAAAAGCTTAAATGAGGTGACAATACTTTGTGAAGAAAGTGGAAGGGGTTCGACGTGACGGGCGGGCCAAGGCTTTGTCTAAGAATCCCAAGAATACTCGTAACTCTCATGGTTACTACTACAGTGGTTCAAGGAGGCTGACACTTGCATTTCGGAATTAGTAT

>rnd-5_family-252#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ATGTCTGTTCTTTGAATGATCTATGGGATGACGCTTTGGTTGGTTATTGATCTTTTTAATATATTCATTGTGGTCCTCATGGTCATTGTGCATTGTNCTTATTCGATACGATCGCGACGCGAGTTAAGCCTATACGGAATAGCGAGGATTCGTATAATAGATTTAAACTAGTTTGCTTTATGAGAGTCGACGACGTTGTTCACACATTGTTCTGAATAGTGAGAAAGAATGAAATTCGATCAAATCCCTTGATCTTAATGGTTAGTAAACAATACCCCTTTTGAATGGAAAAGATAATCCCTTTCAACAACATTTTTCAATGAGAATTATGATACAATATACATTATAAGCTGAAATTGAATTTCAACAATATTATTCTTACAAGCTCAATGTTACAATTCCACATCCCAGAAAAATTATCACTAAAAACAGGAAAAGGGAAAAAAGGGGGGGTGGGGGTGGGGGTGGGGTCAGTTGTTCATAAATCAGTCTTTTTCCTATACAGTCAGAACATATCCCATTCCTTTATGCAGCTTCCATATAATCATATATATACAAGCTCAATCGAACCCTACCGCAGANAAAAGGCCTGGTATNTAAGCGGAAAANGTAAAGGGGCGGGTCCATCGTCCGTCGAGTTTCGAACCGTGCGCNANCGACNCTCGGGGATTTCTCGGTTATAAAAAAAAACAAAAAAAACAAGCTCAATAACATACAACAATATTACTTGAGCATTCTATCTTAGATGCCCTTTTTTTTGTTTCATCTAATTGACTATCTT

>rnd-5_family-11#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAAATATCAGTTGGNATGATCACTCGTTTTCCATTTAAATTATGCATGCGAAAAGTAAATCATTACTAAATAGTGAGAAGATTCCTAATTTTTTCACTTGATTTCCATAAAAGTAGCTAATCAAAAAATGCATGTGAGAAAAAAATCACTCAATAGTGAAAAGCATCCTAATTTTTCCACATGAAAGCATTACTGTTTCCTTTCTTCACTAATCAAAGTGAATTTTTTTTACAATAGCCTAGGACAGTTTTCAATAGAATTCTTTTAGTTCAAATAGTGACTTTCAATAGTGTATTTAGCATGTAATAACTTTCAACTACATCTCAATTACAACATTAATTTTTCTTATCCAATTGCATTTTATGTATTGTGATGCTTTTCGTAGTATGTATTGTGATGCTTTTCATATAATGACTAGATTGTTGTTTTAGAAGTTACATTTCACACGATGTGAACTAATACATTATTATTATTTCTCAATTGAGATCTATTGGACTATCTACCTATCTTTCTAAAGAAGTAAGGTCTATCTACTATATTCTGTTAGACTTCACTTGTAAAATCATACTGAATGTATTGTGTATAATAATAAGTATTAATGGACGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTCATATATGTGTAACATTTTGTTCTTAGGACCTCAATTTCTTTCAAAGAACCTGCGATATGTACATTTGAAAAATGGTTGGTTCAATTGAACAAGTAAATTAGTCTACACATCCACCTCCGAGTATAGCTTCTTTAAACATGCATTTTGGTGTAATCACTTAACCATTAGCGTGCTTTTACCTATTGAAACAATTACATATTATACTATTTTTTTTATCTCTGAGTCATTTAGAATGTTATTATCGTACTTGTTCTTATGATTTTTTTACGAAACAGAAAAATATACGTTCTTNTTATCGTATTTGATAGATGTCTTTATAGTTAAGTACTAATAAAAAGATTATNCTTTATTATTGAACAAGTTTACTCCGGTTAAATTTGAGAAACACGATGAAAGAGAGTCTTCCATAAAATGAAATAACATTATTTGAATATTATTGATGATTATTAAATTTCGATGGTACATACTACGCTGCTCAAATTTTATGATAAATCTTTAAATATGTCAATGGATCACATAAATTTAGTCATTGCGATTAATTTATCGTATATATCAAGAGCAACAAAAATATGTAGATTCATTGATTCTCTGAGGAATGCAAAATGTACCATGATGTATTAGCTAATACACATAGAAGTGTCTTGATATTCATTTTGGCAAACATATTTTTTTTCACGCTTAATTTTATTAATATTATGTTTTGCGTATGCAAGTATTTTCAAATTCGTTATTTACGTTAAAAAGAGTTTTCTTCTAGTTGATCAATACCATTTTATAATTTAAGTACATTGTTAAGATCATTTACTTGTATGAAAGTCAAATTNATCATATAAAAGAGATTCCATTTAATATGAATAAGCAATTGAAAATAATAGCTTGCATATGAAAAATATAGTGTTAAAGAAATAAAGCGAGAAAAGAAAACATACTTGTCAACAGGAGTATCAAATCACTTTCAATGTGCGTAGGCCAAAGAATCATAATAGATTCTGCAATCCTCCTTAGAGTAGCAATGGAACCTGCACCTTTTTTGCACTTGCTATGCATGATAAATTCATATATTGACATTTTTAAAGTTCGATTAAGAAAATTTAGTAACGCAGTATTTACCAACGAAATTTTGTAATCCAACCTAAAGATTCAAATATTATTCTTCTATTTTCCGGACTCTCTTTCAGCGTGTTTTTCATATTCATTTAGAGTAAGTCTGCCTAACAACAAAAAATTCACTTTTATTAGATTTTTTTTCACCACTTTTATTAGAATTAAAATGTGACAATATCTACCAAAGAAGCTAATATTAAAGGAAAACTTTTGTTTCCACTTGCATTACAATTTTCTTTCCTCACTGATCAAATTAGGAACTTTTTTATAATAGCCTTTGATTGTTTTCAATAGAAAATATTAGTGTTCAAATAGTGAGTTTTAATAGTGTATTTAGCATGCAACGACTTTCAATTACATCTCAATTTCTAACATTAATTTTTCTTATCCATTTGCTTTTTATGTATTGTGATGACTATCATAAATTGACTAGATTGTTGTTTTAGAAGTAAAATTTCATAAGAGAAGTGAACTAATGCAGTACTTATTATTTCTCAATTGAGATCTATTTACTATCTATCTCCCAAAGAGGTAGGGTCTACCTACTATATTGTGTTAGACCTCACTTATAAAATTACACTGAATATATTATCTATTATTGATTATGATAAGTACTAAAGGGCGTATTTATTAATTCTTGTCATATATGTGTGACATTTTTCTCTTGGGACCTAAATTTTTTACTCAAAGAACCTGCAACATGTACATTTGAAAAATGGTAGGTTCAATTGAACAAGGAAATAAATCTATATCCACCTTCGAGTATAGCTTCTTAAAGCATGTATTTCCGTGTGATCGCCTTATTATTAGTGTGATCGTTTACTCATTGAAATAATTTAANNTATTGNNNTAATTGTTGACATTAAATTGTTGACACTAANTTTGCCTAACATTTCAAATTTCCTAATTTTTAAGTTTTATTTATTTAATAGTTTAAATTATTTTTTTAATTTTAAATAAGTTTATCGATAACTATCCTTATTTATCAAATTTAGAATANTTTATAATTNGTTTTAAAATTATATTTTTAAACGNTATTANTTACACGTTATTAGTTAGGTTCATTATATTTTTTTTAATTTTCATTTTATTTGTTATATTTGTTAATATTTATTTTGGTATTTTGCACAGTCTAAAACTTCATTAACAAATTAATCAACGATTTTGAGTCACAATTACGAGCCCATAATTTGAGCCCATTAAATAACAATTCACTATTTAAATAACTATTAGGTCAAAAGCTAAGGGTGGCGAAAAATATTTAGGTTTTTCTCTCCTCCTATAAGCTCTCGCAGCCGCCAACCAAACACCGACTATTCTTCCTCTTCGACAGAAGCGAACAAGAAACCANGCATCTTCTTCCTTGCTCCACAACCGAAAATCCACCGGAAAGAACCAAAATGCCACCACGCTGCTGCAACTCTAACCAGCGGCAAACACGGCCAGATCCAAACAGACCTCCATCACGAACTCCGGCGAGGAGCTCTTAGCTCCGATGAACCGGAATAATAAAAAATAAGCGACCATCGTCCGGACCCCTTACCCCTTTCCCTCATTTTCGTTTTTCTACTTGTTTCGNAGGTCACCATAGTACTCGAAGCTCCAAGCTGAACCAAACCCACACCGTTTTTCCCTCCGTCCCGGCGAACAACGACACTTCAACAAACCAGGAACCATGGTGGCGTGCTTAAGATGTCCAAATCTGACCGGAAAATTCCTACTACCACCAACAACTTTCGCCACTAGTCACGCTTCAAGATTTGACTTGGTAAGTGTTCACTTCTCAATAATTTTTCTTTCTTCGAAGTGTTATTTCCTTGATTAATATAAGTTTTAGTTTAAAAAAATTATTTATTCTATGATTGGTAACTCTCTGATTGCTCTAATTCTGCTTTGCTTTAATTAGGATTATATTTTGTTTAAAGCTATTTACTTCCTGTAATGTTTCCAGTGCATTGTCGTCGCTTGAGTTATTTTACGGTNATAATGTTTCGGTCATATCATAGTTCAGAGTTGGTCGATAAAAAAATTTAGAAAAATGCTTAACACATTCCCTTCGACATAACCTGAACTCGAATCTAATGTTTCGGGAATCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGTTCATTTATTATTTATATTTCTTAAAATTTAATTAACTAATTATTTTTCGAATCACCATGACGTTTCGCCTTATTTGAATAAAGTAGGAAATAAAATAGT

>rnd-5_family-3786#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TAACACCTCGAAAACCAGACCTAGAAAAAATTGCAGAAACTCACNTGAAGTAGTGAACCACGACAGGGTTCACGGACCGTGATAGGGTCCACGGTCCGTTGACCTGCCCGTGGTCGNGAGTTGGACTCCACCAGGCCCAGACGTCAGACCACGGGACCCTTCACGGGTCGTGGTCTTGACGACGGGCCGTGGTGGCGTCCGTAGAAGTTATGAAAGAAGGCCCCCCTAGANATCCCCATGACCCCAGCCCAAGTGAGGACCACGAGGACCTTCACGGTCCGTGGTCCTTCACACGGGCCGTGGGAGCGTCCGTGAAGCAAGGCCTTCATACCATANGACCNAGTGAAGACCACGGGGACCTTCACGGTCCGTGGTCCTTCACACGGGCCGTGGTAGGGCTCGTGAAACAGACCCCANAACCCAGAGCTCACTAGATCAAAGACCACGACCNTCTTCACGGTCCGTGGCCCCTTTCACGGTCCGTGAAAGTGGTCGTGGTCNGCCCCGTCTAGTAGTTTAAGTCAGGGGTCTTTCTGTCTTTCTCCTTTTTTA

>rnd-5_family-1260#SINE ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

AATATGTATATGTTGTCTCCGCTTCTGACTCCACAATTCAGTGGCGGAGCCAGAATTTCGACTAAGGAGTGTCAAAATATAAAGAAGTAAAATCGCGTAGAAGTCAAGGAGTGTCAATATGTAATATATATACATAAACATAAAAAATATTTTTATCCTAGCTACACAATGTAATTTTTCGACGAAGGGATGTCGATCGACACCCCTTAACTACACGTGGCTCCGCCACT

>rnd-5_family-160#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

TTATGAACCAAGTTCAGCCCAACGTGGATACCGACGTCACACAAGTAGTTATTGGGCCGACAAGAGTTATTGGGCCGAGAACGAGCAATAGGACCAGGTTAATTTGGAATCCGGGCCGAGTAGTAGTNAGGGAACGGTTCCATCAAAAAGGATAGCGATATGTGATTTAGGGATTATGCAAATTGTTGAGAAAAATGTCTAGTCCTCTCATCCCCTTTCTTTGAGTTCTGCTTCTCATCCCTTTCTTCTACTTGTGTTCTTCAATTTCCATTTTTGTTCTTAAATTTCNTTGTAATTTCAATTACGAGTTAGTGAAATANATTTGTCGGTTGTTTC

>rnd-5_family-3094#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

TATTCAATTCTAGTTTACCATTTGTTTTATTAAAAGAAAAGGCAAAATTACAAATCATAACACTATTTTNTCCGAGTTTACGTAATTTCATTTTACCATGGTTACATAGTGTCTTTAATTAGAGAGTCANATAAATATTTTCTCAATTTTCTTCTTTGCAAATTTCGTTAGTATAACACTATCAATTACATTCAAAATATTAAATATTTTTTAAAAATATATGTATAACTAATGTTTTTATCAAGAACAAAGGTTGCATAATCATATGATATACGAATAAGTAATATGTAGTCATTACGTGTTTTAAAATTAAAATGCAATCTTCCAAAATCTAAATTCGATATGTAATATAGTTATGATAGTGTTTGGAATTGAAGTTGTGCACAAACAAAACATTAAGGATCCTTGAAAAGGATGAAAGAGAAGTAAGGGAAAATGGGGAAAAAGTTTNAAAAAAGTACTTTGGCGTGAGAGAATAGTCATCATTGTGTATCATATAATTATAATTAATTGCTAGTTTTAATTCTATCATTTGACTTTCTATTTTTTTTACTCCTATTAATATTAACATTATTATGACAATAACAAAAAATCATATAAATTTTTAGGCTTGATCTCTTGGAGAAGAAAACTTGATCTCTTGGAGAAGAAAAGATTTCNTTGGAGAATGTTGTAAATAAATGTATTCTGTAAAAAGTTATTTGTGAATCTGCGTAGTTGGATTTACATACAATTTGTACTAACAAATACTTAT

>rnd-5_family-5649#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

GTATACATAAATCAAAGATAGTTATTTGACTGTCCATAGTTAACTGAGAAAAGTTTCTTTTTTTGCAATAAAGTTTTNAAAANTTATATGAATAATGTATACAAGCTAAATCTTTCACAAATTAAAANAAACAATGAAGACATAGATACCAAAGTTTTCTCCATGATTTAATGAAATTTGAGGGGTGTTAACATCAGTAAAAGACTTTCGAGAATCCATAGAGAGAAAAATTATTTTCGTTGTTGTTCAACTAAAGATATTTGTTGAGAGAGGAAGAACGTTTTGTGAATTGTAGGANTTTATCATTTGAGTTTAGTGTNTAAGTTACAGTTTGACCAAATTTCTTATTTAGATTTTCTAAATGTAAATTTTTTAAAGTTTGCACAAATAGTCTCCTATATTATTGATATTTAATTTGTGCCCCTATACGGTTTGTTCTTCAAAAATATAGTCGTACGAAAATGTAAGTTTTTAAAGTTTGCACAA

>rnd-5_family-2248#DNA/MULE-MuDR ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

ATTTTTCACGTCTTGAAGAAGTTTTTTCAGTGTTGTCATATAAATTATATTGATTTGATATGTCATTAAAACGGAAAAAAATATTTCATTATGTATTTTTATTTTTTTATTCTGAAAAATCTTTCAATCTCTATTTAAGGACGTTTATACATAGTTGATAGCACCTACAACATAAAGTCTTCTATATTTGTTCATTTCGATCTAAAAAAAATGTCTTCTACACCTAAAGTTAAAGTTTCAATTTATTGGGATGACGAAATTATACATGACGGAAATACCGTTTATTATAATTGTCCTCCCAAACACAATGCTAAATATCCAATTAATGTCCGATATCATAAATTTATTTCATCAATTTATAAAAGAATGGGTATAAACAGTACGAATTATAATTTGATTATAGCCGAAAAATACCCTACTTCATTTTTATCACAAGGACAAGTAAATTTTGGAGAGTGAATTATCTATAATGACGAATCGTTGACCGACTTTTTAAGGGTTCCAAATGACTATATAGATCAAATCAAGTTAACAATACTTGAAATCTATGTTAGGAAGGAGCCTAAGATTAGTCAACAACGTTCTCCTTTATCAGTCGATGTTCATCCCTAATTAGAAAATCGTAATAGCATTGATGGATTTCCGATAACTCAATCTACTGATTTTCCTAAAATGACNCATTATCAAAATATTCTTACCGGCCGATATGATTTTGATTTAAACGAAACTATCAATGAAAGTGATCGGTAATGCTCAATTATTATATTTCGATTATTGTTTGTTGATTTTGTCAATTATTTATTAATTTATATTATTTATTATTCTTATTATTATATATTTTGTAGCGGTTTACCTCAGCAAAAGATAGGGATATTGCTCCAAGTTATGGACTAAATAATTATTTTGGTCAGTCCTCACACTTTGAAATGACGGAAAATGTTGGGACATCCTCAAATTTTCATGTCTCGCCTACTTTTGATGCAGATGATTATCGCTATGTCTAACACTTATTTTTTTTAATTTGAGTAAGTTAATTGCATGAGCCAAATATTTATATATTTTTTACATATATAGGGAAAATATTACACAAGATGAGCCCATTGATCCTGTGAATATCGATGATCGTGACCTTCCTAATTACGGCTCACCTTCAGCTAGTGATAGTGATGATTTGCCTAATGCTGAGGAATCAGGAGATAATGTTCCATTTGAGGCATCATCTAGTGATGATGATTTTTTGACTCCCAATCGATCGCCAAGACTAATGTCCATGAGTCCGTTTCGTATCATGAAATTCCTTATCTTGATCATCTCCCGGATAGTCCAGATATCTTTGGTGATACACATGATGAGTATAGATCACAACGTACGTGGCATGAACCAGAAGATTTCATGAATGATGCTATTTATATTGAAAAAGACATGTTATTCAATTCAAAGAAGCAGTTGCAAAGAGCAGTTAAACTTCTACATTTGAAGATAGCAAGGGAGTGCTTTGTTATTAAATCGACAAAGAGATCATGGCGACTTGTTTGCAGGCGTGTAGAACAAGGATGTCGATTTAGGTTGCCTTCTTTTATTGATAAACATACTAACATGAAGAAAGTTGGAAGATACATTAAAGAACATACATGTGATATGGGTACGTGCCTCGAAGGGCATTTCAACTTGGATGTTGAGATGGTTGCTAAGTCCTCCGTGTTGATATAGAAAGAACGCCAAGGTACTATTTTATCCCTAGATGATTTTTATTTAATAAGAAAATATTCATTTTTTATTTGATAATTAATATTATTATTAATTTCAGGTTTTCCATCAAAGACTGTCAAACAACTGTTCTTAAAGCATATGACATTTCAGTAAGTAAAAGAAAAGCCTATCTTGGTTGCAAGCGGGCTTTTGAAAAAGTTTATGGTACTTGGGAGGGTTCTTTTGCCGAGTTGCCGAGGTTCATGGAAGCTTTGAAACACTTCAATCCCGAAACAGTAGTCAATTGTATGTCGATAGTCAAGACACATATTGGTGCAGAAATAGTCAAACAATAACATCCACCATATGGGAAAATTATGGAAGATTTGTTGATATTTTTTTCGGAAAAAAAATAATAAGAAAATGTTTCAACTTAAAGCTAGACAAAAAGATAAATTTTTGTGTACTTTATGACATAGATACTTTTATTTTGTCTTATATTTTACGCTATTCTGCCTCTTAATTTATTTTATTTTATTTTCATATGATTTTGAAGTAGTGTTACTATTAAAACTTTTATAGGATGTGTAAACCTAAAGTTTTCTATCAATGAATTTAGATGCCTTCCTAACCAAAACTAAATTAAGTCTAAGGTTGAAAGTAAATCAAACCAAAACCACATTCTAAAAAAGATAAAATTTCCCTACAAGTACAAGGCTGCAATCTTACCTATTTTTGCACCTAAAGCAACGAATATGAGTTGAATGTTGTCGGGTTGTGCTACTCCAAAATTTTGATTTGTTTAGTGTGGGGCCTCTTCAAACTGTCGGATTGGGACCATCTTCAAAGTGAATTTTTTTTGGGAGCCATGAAAAGGAAAGGGAG

>rnd-5_family-1630#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 16 )

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTGGCAATCAAATTGCCACATTTTGGCTAGCTAACATGGATAACATTGTCACGTTCTGGCGNGTATAACTTGGATTAGATTTCCACGTTCCGGTATAAACTATTGGATCGGGTTTCCACGTTCTTGNATAACTAATAGGATCGGATATCCATGTTNCGGCGCGCTAACAGTTTGACTTTGGGTTCCGTGAGAGGACCAACGACGTGNTAATGCATGTGAAATGTATTGTCGAATTNTCATGTTGATAATGTGTATACACTTGTGATGATAGTGCGTTCTGACGAAATGATGACANGGTATAGGTGCGAACATGTGTCGGTATGTGAGTGTGGGGTGATGTGTAGATATCTTATGAGGCGTACTTGTCGGNAAAGAGTGAGTTGTCGAGGTGTTTGTCTGGGTAAGTAACCAAGGAGGATGAGGATAGGAATAGAGATTGAGGTTAGGAGAGACTTTTTGGTTTGGGGTAGAGAAGGTGGCGATACTTTGTGACAGCGACAATATTGGTTTGTCAGAAACGTAAGTTAGCGGTGGTTGGGATTATCTAATGTGGTTAGCAATGTTGAGGCTGTGACTTAACAGAACAAGAAGTGTTAGTAGTTGGGCAAGAAAATGGTTAGTAGTTAGGGTATTTTTACAAGTTGGGGTGTTGTAAGAAAGGGGCAAGGGTGGAGAAACGAGTGGTACTTGCATGATCCTATTAT

>rnd-5_family-1193#LTR/Gypsy ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TTATGTATCTCTCCCATGAATCGGTACTAGTCGACGTAATGAATAAATCCCCTTTCCTTACNGTCAAGTGGCTTTCAGCTCCTTCGATGAGAAATGCGAAAACAAAATAGAAAAAAAAAATCCCCAGTTGGGAATGAAAATATGCTCCCTGCCCCCCTTTCATAGAAACTGGAGAGATGAATATATTTATTGAATCCGTCGAAACTGACGGGGCTCGAACCCGCAGCTTCCGCCTTGACAGGGCGGTGCTCTGACCGATTGAACTACAATCCCGAGAAAATTAGGTGTACAACCTAAAATCAATTTAAATTCGAACCATTTAGTTTCGCTGTGTTGTAAGAGAGCGAGGAATGGTATACTTATATTATTATATATTATTATNNGATACGATTATGATATAATTATTATGAAAAAAGATGTAGTANACTCATAGTGGGCTAATTCGTGAATTGAATCAAATGGGGNCTTTTCGTTTTCCAAATTTGAACTTAATTAAACTAAAGANNNNNGTCTGCGCTCTTTCTACGCCCAATAAGAAGAAGAAAGAGGCTTAAGTCATCGCTTCCAATCCGATAAGGGGCTTTTTCATTTTCCAGGAGAGTCCGTCCCAACAATTGTTAAATAAAAATATGAATATGAAAAAAAGGTAACCGCCTAGAGAGTCGTTTTTTCGCTTTTAAATGGAATGTTCATTATCATAATAAGTAGTCGATTAGGAGAACTGCTATCTCACTACAGAGTATACTCTTCCTCATCTTTCATTATTGATCTTTTATGTCTGTCCTGGAGCATAGATATTCTAGATACCCCCTTCTATTATGAATCACCAAAGTCTTCCTACTTCTCCATTGTTACAATCAGATCCGAAAAATAAGAAATCAATCAAGATGGAACTTAATTGAGTCAGGACTATATAAGCTATCCTGATATTAAGAGATTAAATTAGATGAAATTCATGGAAGCGGGCCTTTGATTTCCTTCGATACCATGTAAGAATTCGTCGTCCGATCGAATCCGAATGTTTTTNNTCCTGGATGCTCTATAGGAATCNACCTCTATTCATTTACTCCACCGATAAAGGTTCATCCCGAGTTACAAGCACAATCTCTTTTTTTCATTCATTTTTCTTTTCGTTATGGTAATGCAATGCAAGAGGTCAGAAATCTGGTTGTTTCTGATCATGAAAAGAGCTTTTATCTTATGTGAAATTTAGTAAAACCCAAAATGTCCATAATGATAGAAGAAGACCTACGACATCGTACCATAAGATTTCGTAGGTCGGTATATCTTTGAAAGCTCAGAAGGAGAGAAAAAAAGGAGTCTTCGAGGGCTACTTAANNGCCACTTTAGTGCAAACCTGAAGGACTGGAGCTGTTGGATGTTGCTCAGTCCTTCTATAACTTAACAACCAAAAAGCTCTGCGTCGAACTTCAGCCCCTNCGAAGTTGGACACAGGGTAACAGCCTCTGATGCCCCACACCATCGCGACAGGGTCGGGCTTGACCATCAGCCTACTTTNCCAAGAGGTGGCAGGAGCGTAACAACCTTAGCCCAAACCTACTTAAACAACCTAAAGACTTGGCCCGGTCTTAAAAGTAGACCTTGTAGAAAAAAGCGGATGGGAGAGGTAGCCCATATATAGACTCAAGCGACCAGCTCAGTGAAAACGAACTACGTATACCGCGTGGGTCAGTTTACTTCGATTAGAACAGACTACCCCAGAGAGGAACGTGCCTACGAGGGCACCACCAAATATTATAGATAAACCTACTAAAAAATAAGTTGAGTATATCATAGCTGACCGCACCATGGTATAGCCCATACACCCATTGCACGAGCGGAATACCACTTAGTCAAGTAGAAAGGCAAACCTGAGAGCGAGGCAAGTTGGGAAGGGGATGAGACTAAGGATTCAAAGACCAAGTCAGGGACTACTAGACGTCTCGCAGAGCGACTCTCAACGAGGACGTTGAGAGTGTTGGAAAAAAAGATTTTTTTGCTTAATCCGCCTTTACTAAATAAAAAAGAGTACACTTGTACTCCGTCTAATAAGAGAATGCTTTTTTTTTCAAATCCAAGTTTGACTCTGATTAGATCCTTAGCTCAAGCGCTAAGTACGCAAGCTACCGCTATGTGGGGTAAAATTTGAGAAAAATAAAGAACGTCAAGTAGAAAGGAACAAGGTCTTACGGCACGATAACCATATCTTTGATTTTTATTTCTCTCCTTGGCTTGAGCCGAGTGGATGATACGTGGCGTGGTATACGCGATCGTTTAGTCAACAAGACGTACGTAAGTCGATATAGCTCCATGTATATGTTATTTGGAGCTAGAGCCAATCAATAGAATGAAATGAAAGAAAGGTAAGCCTAGGGCGACGAACATGGACCAAGATTGTCTATACAAAGTCCCTCTCTTCTTCACTCAAAGAAGCAATGCACCCTTTGTTTGAATGGTACTTGATTCATAAAGAATGATTCTTTTGAAGTTATACGGAGTTTCTAAAGAAATGCCACGCGGAGCGTGTCACGAGATATATCGCTCTCGGACTTCTTACGGTAAGGCCAATGCACCAGCCAACCAGTGTGGTGGCAAACACATTGTGCTCTAAGCTAAGTTCTTTACCTTTTAGATGGAGGAGATATAGAAAGTGTGTCGTGCTTGATATATAGGAATCTATAATCAATAGCACCGGTATATTATTTTACTTAGCCTGACCTATCTCCCATGAGTTTTCGTACCAACCAACCCGAATCTGCCTTCGCAAGTCTCTCTGCATTTTGGGAGCAGAGCATGCGACAAAATNAAGCAATGGATCTTAGAAGAATTCCACTTTGAAGCACTAACTCTTTCTATTTTTGTGCTGGCATTTGAGTTGTCTCCCTTCCTCTTTCAATCAAAAGAATTGATGCAGATAGCTCTGGTAGCCCCCGCTTCTGCCTCTATCGGGTGGCGACAGCCCCCCCCCCACACCTACAACATAGAGGAGCTGCTCCAACATCTGCACTACAACCAAAAAAATGCTCAGCAATGTGATTCCATTGTAGAAGCTTGGAATCTTGCGTGAATCCTAACACTTGTATCATTTACATCTGGACTGGATTTATTAGT

>rnd-5_family-1998#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

GGTGCGTTATAGAGGNGTGAGGAAGAGGCCATGGGGAAAATGCGCGGCGGAGATNAGAGATCCAACGAGAAAAGGNGCNAGGGTTTGGCTNGGNACNTTCGATACTGCCGAAGAAGCTGCTAGGGCTTATGATGAGGCGGCNCTTAGAATNAGAGGTGCCAAGGCNCNNCTNAATTTTCCACATG

>rnd-5_family-559#DNA/Harbinger ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

TGCTAAGTTTAGGAAAGCTTAGTTGAAGTGATAGTACTTGTTCATATCTATTATCATNTAGATCATCTCCGATCCAATATCAAATTTTACTCTAAATTTGGTGTAAAATTTGGTGTTTCGAAGCTCCGATCCACACCAATTTTTACACCAAATTTGGTGTGTGAATAGTGTTACACCAAATTTGGTGTAACACTATTCATCACACCAATTCACTTTTTGAATATTTTAATATTATTTCATTATACAAACTTTTAATTAAACATTATATAAATTGTATGTTTTAATTAAATCTCTTGTATATTTAATTATTTTTATGTAATATTTTTATAATATTAATTTTAGATATAAAATTTAGCTTTTTTATAAATTAATTTTTCTATATATGACTTTTTAAAAAAATTAAATTTATGTTAATTCTACTATAAATTATAATCGGATATAACTACAATTAACCTTCACAAAAATTAAAAATGCGAACATATAATTTTTTAAACAAATAATACAATGTACTTAAAAATAACAAAAAATAATAAACATTCGACAAAGTAGTAATTGACATACATCGAAATTNTAANTANNTAACAATATATAATAATTTTAAAAAATTAACGTACAAAATAATTTTACTATTAACATTATAAAAGGAAATAATATGAATNATTTATAATGAATTTGTTTTACGAAATAAGAAAATATAAATGAAATAAGAAATAATAATATAATAATGAAGAGAGAGAAAAATATTTATTTTTGGTGTAAAATTTGATGCANTGGGTTGGAGTTGATTACACNAAAATTAGTGTTGACACCAAATTTGGTGTTTGGGTTAAGTGGAGATGCCCT

>rnd-5_family-675#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 16 )

GATTATACTACAATTCAATCTTATATTAATATAATCATTCTTAAGCTACGTCAATGTTTAAATACTAATCCTAGACTTTAGGCTCTACACCNTACATGTTCTTTTTATNATGACGTTTAGTCGTTTTTGTATGACTNGAATNATCGTACGTTNTGNTTTATGTGAAGGAGAGAGACACGACTTTCTAGGAATTGAATCAATAGNCTCAANGGCATGCCCCGTATCCNCCGCAAGAGAATACACTNTTCGACACATATATTAGATCCTAGAGCAAGAGACAAATCGCTCTCCCGTAACAAAGCAAAGGAGGATTCATGGTCAGAAGAATCCATGCTTCAAGAGAATCCCCTTTTTCGCTTGGTTACGTGACTAGAGTAATATGTGTCAAAGAACCATGATTTTCCACTTTCAAATCAANAGTACTAAAATCAAAATTTTGATTCATGTGCAATAATTCATTCGTAATCCTTAGTGAATGGTTTTTCCTGATAGCATATAAAAAGTNCTAAAATCCAAATTTTAAATAAAAACANACAAAATGTGAAGAAGTGAATNGTTGCCTTGTTCTAGTTTGAANNAAAGGANTCTCCATGGAAAAAGTAAAATTAGAATAATTGTTAGCCCCTATATCAAGATTTTGTATATCAATCGATTCTTTTGGTGATGTAGTTGTATGTAGAACACACACTACTATTGTTGGTGATAGAGGAAAAGAGATTTGTTGGATAAATTGAGCTGGTTGAATGGGATGTAATTACAACTGTTGCTTATAATTTTGGTTCGTGATTACGACCTGATCATTTATTTTTTTTCTAGCGAGCAGTTANAAAATCTAAAGAGAAANTTTATGATAAACTATTAAAATTAGTCATGTTGTTGACACCCGATTTTGGCCTAACATTTTCGAAATTCGTAATTTTGAAGTCTTATTTATTTAATAGCTTAAAATANATTTCTTTAATATAATTTAAGGAAGTTTATCGATAACTATCTTCATTTTATAAAAATATTAAGATTTTTCGTTAGTATTTTTTTAAANCGACATTTCACATGTCATTAGTTACGTTCGTTATATTATTTTAAANTTTCATTCTTTTATTTGTTACATTTGTTAATATTTATGTGAATTTAGCACAGTCTAGAAATNTANTCAAATACGAAAGTTATTTAGGAATTCTATTGATCAACAATTTTGGGCCGCAATNCTAAGCCCATAATTTTTTGGTGTGGATAATATTTTGAGGATAGAGGATGAAAACTTTGAAAAAAAGGAGAGAACCCTNAAAANTCCACTCTCTTTTCCTCTCCCTCTAAAAAATCAGCCGCCTCCTTCAAAGAACCCCAACCAACGCCTCCCCTCTCCTCTCTTCCTCNCCANCCGCCCTTCCTCTCCATCCGCCTTTCTCCCTTCTCTCTCGCCCTTCCTCTCGCTCNTCCTCGACGTCCCTCNTCTANTCCCCCGGCGCCACTCTCCCGGAAAATGTCTTCCATAAAGCCCAAGNCGACCTCGTTAACNNACGGGGTTCCGCNATGTNTGTTNTGGAAACGAGCCACCNTGGAAAAGAATTCATTTCCNTTATTCAAAAANNAGAATCAGATNTGAGAACCCTTCTTAANATCTCGGATGAATACGCCGTTCTTTTCCTTCAAGGTNGGGCCACCACCCTGAGCCTCCACTGGCCTCTGTAACTGCTATTTCTGCAGTTTGTGCGTTTCTCTCTAATGTATCGGTTGTTCCCTCTGCCGCCGCACTTGTCATCNAGGCGTTGAAGGGGACGGAACANGACAGGANGAAGGCGAAGAACATCAACCATAACGGTAANANCTCGCTTGATGTCGTCATTGAAATTGCTAAGGTGATGCAGCCTAGATCTATGGCGAACGATNTNAGTGNAACCGTTAAGGAGATCTTGGGAACTTATGTATCCGTTGGTTGTACGGTAGATGAAAAGGATACTAAGGATTTGCAGCAAGAGATTATTGACGGAGTTCTGGAGATTCCTCAGGATTGATTGCTGATTGAGGGGATAAGAGTGAATTATGAACTGATTATTCCATTGGTAGAGCTATCCAGTTTACGAGAGGTATCCAGTTTACGATGAGTTCCTATTCCGAAGGACAACAATCGTAAACTCCGANTCGCAANNNCCGTTCGCAACAATGGTAAATCTTANNNNAATCTTANCNNAATTTTATTAACGNNNNNNATTTTTCTTCGTNNNNNGTNTCCTNNCGNNATTTTATATCGTTANNCGGTTACTNNTCTTNTGAAATTTTGTTTCCTTAATCTGTTACTATTTTTGTCAAATTTCGTTTNNTTATTGTTATATTTTCATTAACGAGGCGTTTNCGNNCGNTTACGTNNTCGCGTTAGNNNTGNNTNTGTTTANTTCTATTTATTTACGTATTGCTTTANCGNGTTTCGNTTTNTNATTNCGTNCGTTATNTTATTGATNTTTACGTTCGNNCGCGNNTAGNCGCGNCGNTTNTTGTANTTATNATTNATTATCGATTATTGNTATTNCNNNNGNTTTTGCNACTATTATTGNCGNATCATNNNNTNTATANAANTCGNCATTCTTATATTATTANNNNTATTGCGCTNTTNNTATTNTTCTNNTTAGTTNTNNTATTATTGTCGNNNNNNTANNNNNNNTTATTATTATTATTTTTATCTNTTCTCGNNNTANGATTATNNNNTAGTNNTNTCGTNTATTCCTANTTATTGTNNTNNNNGANGTTATGTTNTCGATAATTNTTNTTATTATTNAAATNNNTATTGTTATNTTTATCTTTTTTGTTATAGTNTAATNTCTNTTTACCTATTNTTGTTCTAAGAAGTTTCAGCAATTCCNNGTTATTGTTCGTAATTAGTTGTTGTTATGTTTATGTTATTTTTTATCTATTCTCGGTTACTNCGATATTTGATGTTTATNCTGNCTAATCTTATTTGTTNTTNNTCGCTTCGTTTTTCGTTATTTTTCTTATCGTATTATCGTTATGATTGTNTTTGTTTTGTTCCTACTTTNATTCTATTANATTTTTCNTCGTGTTCNCCTATTGTTACGTCGTTATTATCGTTCGTACGCGTTTTNANATNTTGTTTCCTTAATCTGCCGCTTATTTGTTGTCGAATTNTNTTCATTGCTGTGATTAGTATTTTTGTTTAANTGCGTCTCGTTTATTCGTATTTTCCTNNCGNNNTGTTTATATTCGNTTNNCGTTACTNATTTANTTTTGNTTATTGANNAGNNNNNTTGCCGACTTNCNNCNTTCATNTTATNNTNTACGTNCGTNNNTTNTNNNNATTTNNTCGTTNGATTTATTATTATTNATNATNATNATNNTTTCGTTCTNNCTACTTANNTTATCTNTTCTTGTCGCNTTATTNNNNNNTNTNNNNNTGATCTCGTCNTNNNATTANNNGTCGCNNNNNNNATNNNNGTTAATCGCGAAATATTACTTCCTATCTGAAATTCTTATATCGTTATTANNAATTTNANCGTTNTCGNNNNANGACAGTGGAGTNNTATTATTNCNNTAACNNTNCTTAGTANTNTCNGCGATNCTATGNTATTATNCNNATTTGTGACGTTGTGTTTATTTTTTTTTTACCCGTTCTATTCTTCGTNTACTTCGNTATTGATTTTACTGTTGTNACNATTNTATATTGNTTGAATTGGATCGATGAAAAATCTATCCGTCGGGTTTAGAGGCCTTTTCCGTTTTAAAGACGGAATTTTTTAATTTATGTTTATATAAGTTGTTCGTTAAAATTGTTGAAATGGCCAATGAAAAATCTATCCGTCGGGTTTGGAGGTCTTTCCCATTTTAAAAGACGGAAATNTTTTANTTTATATTCATANAACTTGNTTGTANAAATTGTTAAAATGGCCAATGAAAAAATTTATCCGTCGGGTTTGGAGGCCTTCCCATTTTAAAAAGACGGAATTTTAATTTAAGTTTATATATTTTATATGTTGAAATTGGCCGATGAAAAAAAAATCTNNCCGTCGGNTTTGGAGGCCTCCCCAATATTAAAAGACGGAATTTTAATTTAAGTTTATATATAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGGAGGTGCATCCAAGACTTGCTTCCTCGAAGCTATTCGAANAAAGCTCGAATTATATTTTTATNTCATTTTTATGTGAATATCGACGTTAGGCAAACTTTAGGCCGATAATTATTTTATTTTATTTTATTGTGTATATTGCATGTTTATTATACTTGTACATTATTTTATCTCCTCCTCAATTTGAAAAAAAAA

>rnd-5_family-4789#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TAGAAATCTGAACTTTAAATCCGAAGGAGTATAAGAAAAAGGTGTACATAAACGATCTTATGAGATTTATGATTATGTTTTCTTGGTATCTCCTACAGAATTGGATGAACCTAATTCTGTAATAGAGGCTTAATCAAGCCCTAAAAGGAATGAATGGTTAAAAGCGATGAAACAAGAATTTGAGTCTATGAAAAACTAACGAAGTCTTGGATCTAGTTGACCTTCCTAAGGAACGCTAAGCTATTGAGATCAAATGAATTCTTAAAGTTAAAAGTAAATCGAATTGGTCAATAGAAAAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATGAAGAGAAATGCAGATCATACACTTTGGTTATAGTGNATCTGATTTATTCATAAAAGGTTATANAGATGTTGATTNGACCGATGACCGGGATGATAGAAAATCGACATCCGTTTATTTTGCTTTCTTACTAAATAGTTGTGCTATTTCATGGAAAAGTAAGAAGNAAACTTGCACAACTCTTTCAACCATGGAATNTGAATTTGTGGCNTGTGCGTCTGCATTACAAGAAGTTGTCTGGTTAAAGAGATTCTTTGAGCATTTGAGTATTGCAAAGAATTCAAAGGGTCCNATGATTCTATATTGTGATAGTCAAGCGGCTATCGCGTACGCGAAGGATCCTAAGTATCACAGNAAGACCAAACNCATCGACATCAAGTATAAATTCGTGAGAGACGTAGTTGCAATACATTCNTACACGTGAAATGATAGTTGATNTTCTTNTACGAAGGTCATCTTTAGAGACTTGTTTGAAAAAACATGTTAAGGCTCTAGGTTTGCGTAGAGTATGATGATATTTNNATATTGTAAANTGACTTGATTGTTATAATATTCTCTTCTATATAAAACTATTGAATTTATGTTCAAATGTGGTATGCATGTGATAATNTGTAAGATATAAAATGTGTCGAACAAGTCGCGAGATTGNCTCTCTCACACGAGCAATCGCCTCTTACGTCGGGGAACGTGAAGAGATGAATTTCACCACCATTTTATGACTTGTTTTATGATCCAGACAAAAGTTTCTCCAAGAAGATGAGNTTAAGGATCACTGAAGAGAGAAACTAGGGTTAAACATCTGGAGGTGTTTAGACCAAGGTCTGTACGATGTTGAATAATCAATAGAATGAGACACATACACCAATTTAAGGTGNAAACATCGTAGCACGTGTTTCATACCACGCGTGTCTAGCGATCAATGGGTCAATGAAAGAATATTCCCTGCTTCTTCATTGTGTGAGACCCAGAAAAGTTAAANCGACTTTTCAATGAAATACCCTTTGACCTTTTGTTGTTTCTTGAAGTTTCAATCGGTGTTGCTACTTTAGCATGTTACTAATAGCCATGAGCGATTCGGCAATGCAGTACATGTCTAGGAAAGCAGTTGATNTGGAACAGATAGATTCGAGTAGAAAGGGAAGACGATTAAATGAACAATTCAACTTGTATACATAAGCCGACTATTACACTAGAGTGTAATTGTGTGTATAAAGTTAAACATGAACTCGAGTACACCTCTTTAAGAGGTTGAGGGATCGAATAAGTAACTACTGAAGTAGCGAATGACGTCTGGGGTATTGTGAGTAATAGTGTTCTTATAATAGTAGTGAATTCTTTCCACGTGTGATTGAATTCCTACGTAGGGCTTGTAAAACCTTAAAGNTAAGCTCTTCATGCTCACAGGTCGCACGAACTATTTGTCGTATGAATTGTGTGTTCGGTTGATNTAATGTTGACTTGGGTATTGTCCACCGTGTGCGAAGTGGGAGATGTAAGTTTTGGGTCGTGGGTCGCCCATGTGGACCGATCCGATCCGATCCGTTTTAATGTCTTATCCAATTAATTAATTAATTAGGATAAATCCTTTTAAAGGATAAGGCAGAATAGTTACATTGTAACTGTTCAACCCCTCTTTAAAAGACTCCTAGTGGGAGTATTTACTAACGTACGTGAAACGTGAAATAGAGAGGAAATTCGTGTGAAACAGAAAACACAAAAACAAGCGATAAGTCAAGAAACAAAGAAGTGAGTTTCTCAGAAAAAATTAATCAACACACAAAGCAGACTTTTAGTTTGTGAATACAAATCTTTGTTTCCTAGTGATTCAAAGAGGGACTTGAGCGCCAACTTATCAAAGTAGCGAAATCGACGACTTCCGCTGCAAATTACAAGGTACACATCTCGTTTTTGATTTACCTTAATAATCCTTCGCAAAAAATCGATCGANATTTTTGAAGTATTTNTAAGGATCTTTATGTTTTAATATAATACTCTAATTTAGTGCATTTTTGTCGTGTTATTATAAAATATGTATATGAAAATATTATTGTAAAATAGTAAATATTA

>rnd-5_family-447#LINE/RTE-BovB ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

GCATCAAAGACGAGGANGGCAAAGTATTGGTGGAGGAGGCACTCATTAGACGAGGATGGCAGACGTACTTCCATAAACTCTTGAACGAAGAGGGGACGGAGNATCACGTCCGGGTGATTTGGAGCACTCCGAGAGACGTCGNGATTTCGGGTANTGTAGGTGTATAAAGTTGAGGTGGAGCGTAAGGGAAGAGCGACCGGGCCGGACGAGATCCNGATGGAATTTTGGAAGAGCGCGGGCAAGGCAGGTATGGAGTGGTTGACTGGGTTGTTTAACGTCATTTTTAGGACGGCAAAAACGCCCGAAGAATGGAGGTGGAGTACAATGATTCCGTTGTACAAGAACAAGGGTGATATTCAGAATTGCAACAACTATAGGGGTATCAAGCTGTTAAGTCACACTATGAAAGTTTGGGAGAGGGTGGTGGAGATGAGGGTGAGGAGGTGTGTNTATTTCCGAGAACCAGTTCGGATTCATGCCGGGGCGATCGACTACGGAAGCCATTCATCTCGTAAGGAGACTGGTGGAGNAGTATAGGGAGAGAAGAGGAACTTACACATGGTG

>rnd-5_family-2061#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

GTAACTTTACAAATAAAATGAATAGGATGGTATATTTGTATTTAAAGTAAACTAAAAATGTTTACTAGATTATAAANGAGTAGTTCTTCATTAAAATATATAATCAAATTTTTACTTTTATTTGATTTCAAACATATTAACCTGAAGAGTGAACTAACGTAAGTTTGATTTAAATTTAAAGTTGACGGGTCAAAATTTGATATTTTTCTATTATATAAAAATATGAAGTTGAGGACGATCAAGGATAATATGGTCATTTCATATATATTTCATTTTAAAATTCTATAAATTCTATTTTTAAATTCGTCAAAATATTTTTTCAAGTGGCTAAATTTCCTGCATAAGTTACATGATTATTCTAGAAACTATAAATTATAAGATTTTTCTAGAACTAAGTCCATGACACAAGTAAATAGACACTAACNCATTCTTCATTTCATTCACTCCTCAATTCTCTCCCCTCTCATGTCNTATACCGATAAATTTCTCGCCCTTTATTTGTAATTTGCGTCCTAAATAATACACGTTTCGGTATAGATCTCTTATTAGGAAGATCAATAATGCAGTTTTTTTTTCAACATTAAGAACTTCATTTTTAATTAATTCCCTACATGATGACCCTACTTTTGTAAAACAATTATAAGACAAAAGTAAAATTCACTATTTCTTAGTGTGAACACATCATTTTTGAGACTTGTCCATATAACGAATTTTCAACAAAATTCAATTGATCCACATTTTTCAAACATTCTTATGAATATGATAATGGACCAGTTAACGTGTTAAATCCAATATCAATCACAATTGCAATTCTCAAAAGGCCTAATCCATAAGGAACGCATCCGGTGAGCAAGCTCTTCAAGAATAAAATTTTCAAAAAATTCGGAGCATGTTATGNCCTTTCCTTTTGTTCTCTTTAGACTTTTAAATTTCATGGCGTTGCTTTTGTTTTTGGATTGTAAAATTAATTTTTGAAGTATCTAATTTATTTGATTTCTCTTTTTATATATAATCCCAAAACATATATGTCATTATCTAATTAATTGAGAAACATATATTTATTTTTTACTATTATTTTATCATCAGTTAAAATCATTTTAAGCAAGTTATATAAATTATTATTTTAACTACCTTATGTTAAATTACTGCAATATATATGATATTAACTTTTGTTAATATTTTTAAATTCTCATTATTTGAGATAAAACATTCATCCATCAAGTATATAAATTAGTTTTAGAAAAAATTCTTTCCTTACTATGCTAAATTGTTCTCCTAATTTTAATGAATATAAAGACAAAATATAAAGTCATAATTTTTTTTATCCTTTTATCATTTTGTAAAGAATGAAATGATTCATTCTAATTTTTATCAAGTAGGTCATTGTTTTTGTTTGTTAAACACCTATAAAACAAATTTATAAGTGTACTCAAAATTAATCTACAGATGGATCGGTACGAAAATTTTTAATATATTGAGACTCATAATTTTAATCTATTTTCTTGAATGATTTTCAAATAAAATAGAAAAAGAATATCATTAAATTAATTATTTAATTCGAATATATATGTTTGACACGATGTTAAAATAATCACTGGAGCATGTGATATTTTATTATTATTTCTTATCATGTTTATTTGAAAAATGTCAAAAATAATTTTTT

>rnd-5_family-1786#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

AACATTCATAATTAAAACATGTGCATTACTTATTTCAAGTAGTTAGTTAGTTAGTTACTTTCCATTTTATAGTTAGTGGTGTCATAGTTAGTTACGTAACCAATTAGTTTGTTAGAGTTTGTTAGATTGTTAGATTAGTTACNCTTTTCTTTCTCCACTAGATTGATTCATACAANATCACATGTATATATACACCTCTTGGGTGATCAATGCAATCAATCAATCATCTTCTACAATACAATCTCAAGGGTATACTTCGNTAGTTTCGTTATGGAACTTCGCAGCCTCATCAATGGCTGCTCAAGTTCAGCTTGAAGGTTTTTAATATGGTATCAGAGCGNACGGTAAATTGCTCTCTTCTCCTTCGTTTGGTTACGCGTTTTTGGTTGATTGTATCAATCGATAACAGATCTTGAAGTTACTCTGTTGGTTGTANNNTCTGTTTTCCAGAAACTTTTCATCCGCGNCCTGTTCCCCTTCTTTTACATCTCTNNGTTCCTCTTCTTCCTTTGCTTGTCGAATGGCCTAGTCGTAACGGCTGCGTCCGCATCTGCAGCATCCGCGTCTGAGGGATCTGTCACATCTGGAAGCGATGCAAATGGTGTTCTGTATGTACATCCCTCGGATAATCCAGGGATGATGCTTGTTCCTGTTCAGTTTGATGGAATAGGATACAGGTCTTGGAGAAAAGGTGTAATGAGGGCCTTGTCAGTGAAAAATAAGTTGGGTTTCGTTGATGGAAGTTGTGAGAAACCAAACAACAATCTATCTCAATTACGTCAATGGCAAAGATGTGATGATATGGTAACATCTTGGATACTAAACTCTTTAATCAAAGAAGTTTCAGACAGTGTGGAATATGTTAGCAATTCTGCTGAGTTATGGAAGGAGTTGGAAGATAGGTATGATCAAACCAATGGAGCAAAATTGTATCAAATCCAAAAGGAGATCAATGATCTCGCACAAGGAGTTTTGGACATCACTGTATATTACACAAGGATGAAGAAGTTGTGGGAAGAATTGAATACTTTGAACGTGAAGAATCANTGTAGCTGTGTCTGTGTGTGTGGTGCGAAGGATAGTATATACAAGGCTGAACAAGATAGGAGNCTGATTCATGTTTCTTATGGGATTAAATGAAGTGTACACAGCGATACGAGGAAACATTCTCATGATGAATCCTCTTCCATCNATGGGACAGGCTTTCTCGATTATTAATCCAAGAGGAAAAACAAAGAGAANTCAAGCCCGTCGGTCGGNTGTCCACGGATTCTGTTTCTCTGAATGTTAAAGCTGTTGATAACAAAGGACATGGAGNAAGACCTTTTAGAACAAATTTTCAAGGAAACAATTATGCAAATAGCTATGGAAATNATAGTGATACTAGCAGCAATTCAGGAGGGAATTCCTATCNATAACAACAACAGGAATGTCATAGTGTGTGACTACTGTAAAAGGACTGGACACATCAAAGATAAGTGTTACAAGCTNCATGGATACCCCCAAAACAATAATAATCAAAATAATAGACCAGGAAATTACAATGGTGGCCAGAATTTTAGACAACAAGGCTCAAGCTACAAAGGNAGAGGAGTGGTAGCAAATGTGCATGGTNCTACAGGTGACGTGGTGTCTGNNAATGGAGAGGAACAATCACGGTCTCGAGGTGATACGCTCAAAGAATGTTAACTTTACGAAGGAACAATATGGACAGATCATGAATCTGCTGCAACATTTCCAAAACGAGAACGNGGGAGAAGATACCGNTGCTAACAATGCTTCTGGTGTGGCTACTGGATCAATGAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGAGATGGGCTTTACTTCTTGTGCACAAAATGTTTGAAGACNTCTAATAANGTCAATACATGTCAAATATGTTGTTGTTTTCCCAATAATAGACCTTTTTCTAGTTCCACTTTTCGTNAAGANGTGAAACATGTAATTCCTTTTCTGNTAGATACCTATCTTCCATCGATCAATTCAAAGTGTTNGTTTCGTAATTCTGTTCCTCTCGAGTGTANNTCTTCTCCTAATCATATGGATGTTNTGGCTGATCACAACTCTTGTAGTGNNGCNGGAGACAATGTAGATTCGTTGTGGCACAATAGACTTGGCCACGTACCTTTTGTTAAAATGAGAGGTATTACTACATTACCAGCTAATTTTTCTCCCAAACAACCTTTCTCTTGCAACATCTGTCCGATGGCAAGACAATAAAGGTTACCTTTTAGCCANAGTAACAGCCGNACCAAATCCATTTTTGAACTGCTTCACGTTGATCTATGGGGNCCNTATCATACACCCACNCATGACAATTACAAATATTTCATCACCNTGGTNGATGATTNTAGCAGATCAACTTGGACNCANCTTTTAAGTACCAAAAGTAATGCTTTACAAGTCTTAAAAACTTTTACAGTCATGGTGGAGAATCAATTCAAAACCACGGTCAAAAACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTTTGTTATCCTACTATTCCAAAGNTACATAGGGATAAGCTTNAACCNAGAACCACTCCACATGTTTTTNTGGGNTATCCTTTTGGAACAAAAGGTTACAAGGTGATGAGTCTGGCCACAAAGAAGATACATGTNTCNAGGGATGTGATNTTTCATGAANATATNTTTCCTTTTACATTATCAACTGANAATTCTGCTTTTCCTTCTGTTCTGAAGTCNTTTTCTTCTTCTGATTATACTGATTCAGATTCATATAACTNTGTAAATGATTATGACAATGTGACTGATACAANTCCTACTCACGCACCTCGTCACATTACTCAANATCCCATTCTCCATCTCACAACATGCACCTATTACCTAATCCTTCATCACCTTCTCANNNTGCTCCTACAATAATACANAGAAGATCNCANAGAGAAAGCAAGATTCCCTCACATTTGAAAGATTACGTTGTTCAATATCCCTANNCTAAAAACTCNCATCTCCACCACNCAGTNCATNCCCCTCGACAAAAATCTNTCCCTCACTGCCCTGTTCACCAAACACCATCACGTATCTCCCGATGTCATTGCATCTANCAGTCAG

>rnd-5_family-1444#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TATGACTTTCTACTCTCAAGCTTGAGTTGAATAGAAGAGATGAGACAATCAATCAA

>rnd-5_family-3386#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 16 )

TGCCAGAAATTTNCGTAAGGGAATTCAAGAAAATACNAGAATGTCACACTTNGGATTTGAACCTACGACCTAAAACAAATTTTGAACCCCCTTTGCCACTACACTAGAATCTTCCCTTGTGTCAAGAGGGATTTAACA

>rnd-5_family-3204#DNA/hAT-Ac ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

GGGGCGCGCATTGTTCGGATTAAATTGAAAAATCAAATCAAATCAAATCGAATTTTNATTTGGATTGGTTTTTTTATTTTTTGAAATCGAATTTGATATATATGTTAGAATTAAGTTGGAGTTAACCACTTTTGTCCCTTTTTAGTTATTGTCTTTCGTTACGATTNCGTTTATATTTTATGTTTGAACATCTATAATAGGTATACTTNTAAGTATTGTGTTTTANGTTTTACTTGTGATTTATATTAGAAAGTATATTTAAGGGATTCAATATTATTACTTATTGGTTATGTTATTTAATTATTGAAATAACCGAATCGAAAAGCCGAACCGAANAGAGAAAAATCAAACCAAATTTATTTTGGATCGGATTGGGTTACACTTTTACAAAACCGAAAATCAAAAAATTCAAACCGAATAGTGCAAAATCGAATCGAAAAACCGAATGCACACCCCTA

>rnd-5_family-2106#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

TATTATAGCAGGATTGATTTTTTTGGTATTGATCGACTCACTTGTGGAGGCTCTTGTTTCTTGTTCTTATTGTGAATGTGGCCTTGANGGTCCTATGAGGTGAATTTAANGTTAGGGTTATGTTGTTGGGTTGAAAGTGCTCACGTGATTTCGNATGATCTTGTATAGGTAATCTTGAATATTGTATTGTGAATGAAAGTATGTTTCCTCTAANTGTTGGTATGTGATGATGAAGGACTAGGAAGAGCCTTTATATGTTGATATGGTGTCTTGTTTGGTAGACCTAGTTTCCCCTACTTGATACATGAAGGTTANGGCGAGTTGTTGAGTATCTTNANTCGGTAGGCCTAGGCATNTTNCCCTTTCTTGAGTGGATGAATGAAAGAATGAAGTGAATCGGATAGACCTAGCATGGTACCCATTCCATGAATGAGCTATCCTAATGAACCTTGATCAGTAGCCCTTGTGGGTGCCTTTCTTGTATAAAGCTATGCGATATTGTGAAAGAAAGCATGTTTCCTCTAAATGTTGGTATGTGATGATGATAGACTATGAAGAGTCTCTATATGTTGGTTGATATGGCGTCTTGTTTAGGTAGCGATAATTGTAACAACCCTAA

>rnd-5_family-5030#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

CGTATGGATAAGAACATGTTCATGTATTGTTGGATAAATGTCACANCTCACCTCTACGAGAGGTTTGAGAGATTGAAAAGAAATATTTTGACATAAATAGTCATTTTGGTCATATACTTTGAGTACTACACAAAT

>rnd-5_family-7488#LTR/Gypsy ( Recon Family Size = 25 Final Multiple Alignment Size = 16 )

TCCAAAAGCTATCGAAGNTTGCTGCCAGCTTGGGGTGTTTTGTGTAAATTCACCCCAAGTCTTTTANGACCCTAGGTANATATTTTTAGGGTTTTAGGGTATATTAAGTTGTTTTAAGCCCTAGACCTAGACATGANCCCTCACTTCAAAATTCAAAACTCCCTCTCTAAAGAAAACTCTCTCAAAGTCACCATTGAAGCTAGAACTCAAGAAGGGCTAGGAGGGNTGGTTTGGACGTGTTTNTTCATCAAAAATCGGTGGGTTTCCTTCTAATTGAGGTATGGTATCCATCCTTGAACCCTCTTCCATTCAAGGAGCCATTTCCAAAAGATTTCAAAAAGGGTTTTCAAACTCTAGCTTCTTCTATCTTCGATTCTAAGTATGGGTCTTCTCGTGAAAACGTTTTAATGATTCAAATGTGTTATTTCTAGTGTTAATTGATTATTTTAATGTTAAAACCCCAATGAACTCATGTATATGCATATTTCAAACTTTTAGCTTANGAAATGGGTTAAATGAGCATGNTTTGGGTAGGGTATGAGCTTTGGTTTTCTTGTGTTGTTATTGTGGTTTAGCTACTGCCCTAAGGGCTCTATATTATGATGAATTATTGAGAAATTGATTATAGGTGGTGAAGNCTTGGNTGAATGGTGAGTTGGTTATATTGTTTAGTTCTTATTNTGAAATGCTCTTGAGTGGTATGGTCCACCTTCTTGGTGGCGGTGTTTACTTGAATTGTATGAACTTGATGTTACTTAGTATGTATTNTGAGTGTGGCCNTGAAGGCCTANTATGTGAAGTAAAGTGATATTGAAGATGAGTCTTGTATTGTGTTTTGTGAAGTTTAATCGCGTGNTTGNCTTAGATTATGTCTAAATGAAGTATATGANTATGTGAAGCGTGTAAAGTGTGTGANTTGATGAATGAAGGTCTAAAGCATGTATAGAAGTTAATGTTAATGAAATGGTGCTTATGTGNAAGGTGTGCTCACGTGTACNCACACACACTTGAATGAATGTATGAAGTTAAGTTGAGTAAATAGGGGAGTTTTGGGGTGGACACTCTTCGTGAGTTGAGATGAAGTGTCTAGTANCAACCTCACTATTCCTAAGAGNTTTCTAAGATAGGTCGGAGGATGAACGCCCTTCGTGAGTNGAGATGTGGCGTTCANTAGCAATCCCTCAACCTATAGTGATAAAATGTTTAAGAATCCGCGGGGAGTTATGTTTAGCACCGAGAGGATATGAAGAAGGGGTGGTTACACTTCGCGAGTTGAGATGTTNTATTCCAATGTACCTCTTGAGATGAGTACTCCTCGTNAGTAGAGAATGGGTTACTTAGTANCAATNTCCTTATCCCTTAACTATGCGCCCGCATAGGTGTAGCTATCGGGAAATCCATGTAAAAGCTAAAAGAATGACCCTACCCTAGGCAAGTGGGGATCCCTCATCCGATAGGGGTTAATATCGGGATTCCATGTCTAGCTCTCATGGTCTATGTCGGTTAAAGCTATCCCCCCACAAAAGAATTAATTGAACTAAGTCTCCTAAAAGAGCGTACTACTTAGGGTAGGTGGTGGNATGGGACGCTATCTATCCATTGCACNAGGTAGGACCTTCCGAAAGGGGAGTCTTGGTGCCAAGTCTTCTAAAAGAGTGTACTACTTAGGGTAGGTGGTGGTATGGGACGCCATCTACTCGTTGCACTAAGTAGGNATTCCGAAAGGGAANTCTTTGGTGTTTTGTTGGGTGTTCTTCTAATGTNTTTCTATTGATTGAGTGGCTTGTTCTCCCGAGNCGAGTAAGCANAAAGGAGTAGTCTTGAGGGTCGCTTTGGTGTGTATTGAAGGAGGCATATGCGTACTTCCTTCATGTCTTACCTTAGTNAGTCTTAGGATAATCCCGGTTAGGGAAACTCCTACGGNAAATGACGNTCACTTTCTTAATTGGAAATACCTTGTCCTCGAAGTTCACTCACTTTGGAGTAGGATCATTCATTGTGAATAATTTAAATGAATCATTGTTAAATTTCAAATTAGTTCACGCTAATGTTAGTTTTGAGTTCACTGCAATATTTTTGGGAAGTTACTGTAAAG

>rnd-5_family-3236#DNA/Harbinger ( Recon Family Size = 21 Final Multiple Alignment Size = 16 )

GGGGTCGTTTGGTTGCTGGTTAGGAAGTGAATTATTCATGTATTAAATTAGCATAGTAATACCATGTTTGGTAGCATTTTAGTTGCTNTGTATAAAATTCAGCACACCAAGTACGGTGTTTGGTTATCAATTTACAATCCCGCATAACTAATACATGTATAAGTTATAAGAGAATTTATGTATTATTTTATGCAGGNTAGATAAGGAATAAGATAACTAATACATGAATAACTAAACCTTACATAACTAATACTTGCATAACTCTAGCCGNCAACCAAACGACCCC

>rnd-5_family-220#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

AGACGCATCTGGGTACCACCAGGCGCGGCGCGCCCCATCTGCGCNAGAGGGCCTGGGGCGGCGCGCCTGCAGTGCGCCAGAATGGTGCCTCAGACCAATTGGTCTGGCGCGGCGCCCCGAACGCGCCCGAATCGGCGTTTA

>rnd-5_family-7921#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

NNNCTAAGGCAATTAAGTTACGGAAGCAAGTTAATTAACTAAACAAATGCGGAATT

>rnd-5_family-1675#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

TGAAGTGTGTGACCATCTCATCTAAAAGCTTAAGCCGTTAGAGAGAGNACACTTTAATTACTTNATTATGTCTTCAACACGCCCCCTCACGTGCGGGCNTGATTCTTTTTCNTGGGCCAAGCACGTGGAAATTCTTTTTGATTTGGGTGGCGGCGAGACTCGAACCCAGGACCTCTGCCTGCTCCGATATCACGAGATGTTGAAGTGTGTGACCATCTCATCTAAAAGCTTAAGNTGTTAGAGAGAGCACACTTTTATTTANTTAATTATGTTTTCA

>rnd-5_family-642#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 15 )

ATTTTAAGGTACACGAAAGCCTAATGAAAACTAACTCCAGATACATTGATACATACCTTCATATATTGATACATACACATATGTATATAATACATACATTGCATATATTGATACATAAGAAGAATGAATTNCATATGTATCTGATACGTTATANTAACAACACACTGACTCACATCTAGAAAATTCATTACATACACGNCAAACTAGNAATGTATCAAGTTGNAACCANTAATGTATCACGATTNATATATCANTATACAAATTCAAAAATAAAAAAAAGGAATGCACATATGTGATACTTTNTATTAACAGTACACGTCGACTCGCAGATNTGAAAACCCGAAACATATACGTCAAAANTTTAATGTATCAAGTTCTAGCCAGTAATGTATCATGACTTATTGATCAATATACAAATTNATGAATGAAAAAAAAATGATTAAAGCATACGAATATGTGTTGGATACTTTTTGTTATCAATCTTTTTAACTCGAAAATCGAAGTTATGGCAAATAAGCATAACTAATTTTGCCCAAGATAATTATAAAATAACNAACTTTCAAATACCTTCATATTTGAGATCTGTCATCACACTGGCAAGCAACCACCAACACAAAAATAAAGATACCAAGAAAGTTGTCAAAGAAATTCAGACCTGATCGTCAATCATAGTGAGATTTATGTAGAATTCGAAGAACCCAAAAGCTACGATTTTCGATTTTTTCTCCCTTCGAGAGTGTCAGTCAAAATCGAAATATTCATCGTGTATCTTGTCAAATTTTCAACAAAAATTTTGAATCCTACTTGAAAATTTCTTCGTTGAAATAGGGGCGAAGACGAACAAGGGATTTTGAATTTTGAATTGATTTGTTATTTTAGGATTTACGTTTCTNTGATTGACATTAAAGAGGAACTGANTAGCGTAAATTATGGGATTTTAATATGATTTTCCGATTTGTTTTCCTTTTTAAGCGCAACAACCATATTTATAACGTATCACAATTAATGTATCCGGACAACCAATTACGTATCCGGATGACTNATATTTTAAGGGATTTTTGTAAAATAGAAAAAAGTAGGGATANGANGTAATTTAGATTTTACACTATGGGATTTATGTAAATTATACTTTATTGTTCACTTGATAAATTTATTTTATAAATGTTATTTCTTATA

>rnd-5_family-3340#DNA/MULE-MuDR ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

CTAAGTGAAGCAATGACTTTGATCGAGATTTTTCTATGGCTACTGTTGGCATGTTCAACGCCACAACTATGCTCGCCAATGTACTTGTAGATACAAAATCTATCCGAACACTCATATTTTCTCGCCCGCAACATCCACGCACAATTCCGAGATACACATTTCACCTTTAAGTATTTAGTACAACTCCTCAAAGTAGCAAAATCAAAAGACTTTTTTGTCGCCGCTTCGGCTAATAACAATTGCAACTCATTCTTGTTACTGAAAGTTTGATTTATGCATAAATTAGTTCCATCGAGGAAGNATGGTTGGATTGTGATCTCAATTCCTGCTCTCCCTGCGTTTCTTCANAACGTTCGCGTTCGAGATCTNCCGCGTCTACCGACTGATTTTCCACATTAATTGGATNATCACGCATATTCATTGAATGATCACCCAAGCTCTCATTTGAATGATCACCCAAGCTTTCGTTTCCAATNGAATCATCGTCGTCGTCAAATGAATTCGTTNGTTTCAATCGGAGGCCTCGCATTGACGTGTATCCTCAATGTAGGCCTAGAGCCATCAATACCAATATCTAACATGTACAAGCTAACGTGCCGATCATTTTTTTTTATGAATGTGGGATGTATTTTTCCCCTCCCATTCATTTGATAGCTAATCACCAAGTCGCTTGGCTCGCAAGTTAACTCACCGACCTCAATTACGCTTGCAATCATATCGTCATATGAACCATTGCGACGCAACGCAATGGGCACTGTCGTCTTACTAAAAGATTTCCAATTCCANCTTTTGGGAGTCTCCTCCCATACTCCCATATAATCTCCACCAGCAACAACAAATTCAGCTACTGCCATTATAGACTACAAATATCGATAATAGATTACGATATCGGTCTATGAGGTACGGAATCCGTACGAAAACGCGAATGAATGAATCGGGATTCAAAATTCAGCTCCTGCAATGGCGAAACGNATTTTTAATGCTTTTAAACTACTAAAATGTATCTATAATGAGTTATCAAGTGATTATTATGGAAGATTTCTCAAATTTCTAAAATGGCGGGAAATTAATTTTGAAGCTTGGTTTTGAAAGAAAATGGAGTAAACATGAATATGGAGTAGGAGATGATGATGATTTTACCTTGAAAATGGATATCACCGTCGAAAAACTCGCCGGAATCGACAAATCGCCAGCAGCAAAAACGAGCTGCGNTTGTTTCCGTTCGGAGACTTTTTTTTTTCTAATATAAATTTTAACAATTGGAAATAAATATATTATTCCAAATATGTTGGAAGGGGGGGACTAAAGTGGAGATCTGAAAACTTGATGGGGTCTTTTGTATGTGTCGANTAGGGCACGTGGATGATGTCATTAATAGTGGNTATACCACCAATTTTTCGAGACTTNTGNCTTAATGTCAATTAAGTCTTNAAGGTGGCTATTTTGCCAACTCTCCCAACT

>rnd-5_family-11872#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CGTAATTTTACTATCTTTAGAAAAATCACTTTTTGAAATGTTCTAAGTATAAAACAATTTAAGAAAAATAC

>rnd-5_family-8540#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTCAACGACTTTTAGTAAATAATAATCACCCATTTTGCGAAATTGTCATTAAATTNATCACACTCCCAAGAAATCCTCACTACCTTTACGTATTTACTCCCGGTTGTTCGTAGTTGTTAACGGATTATTCAAATCCCCCATCTGACATTNATTGTCAACCCCTTTTNATTTATTTTATGTGTTTCGANAATTTCTACGTCTACGAACGATTAGACCACGTTGTCACTTCNTAATTGAATTCTCGANCACGTCGCTCCCTGTGGGATTCGACCCCAACTCATTTAGTTGGGTTTATACTGATTAACGATCGTCGACACTTAGAATCGGATGAAGTGTCNTTGAGATTTA

>rnd-5_family-4109#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

GTTAAGTGGGGATGCGGTGTTTGGGGGTTGAAGGCGGTCGGATTTTGG

>rnd-5_family-410#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATGATTTTTCGTAATAATATTGGGTGTTTTTAATATTGATATTGCAAGTTATTTATTTTAGAAAATTAGGTTGCAATCGAAAATTAATTATCATATTTTTTTTGTTGAAAAAATAGGTTTTACTAGCGAATGGTTGTTGGAGCCTTAGTCGCCACTAAAAATCACTC

>rnd-5_family-1184#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

ACAAACAAATCGAAACAGACTTACCTGCTCAATCTTCAACTACAACAAAAGTTTACATTCAAAGAAGGAATTAAAGGGAATGTTCTCCATTTCTCGAGAATCATGTGACAAATGAATGTTTTCTCTAATACAAAAGTGATATTATCAAATAAAATGTCTTTTGCGACTTAGAAGTATAATAAAATAAATTTTTTGAAAAAAAAATACCTTTACTGTTTTGACGGCTGGCTTGTTCAAAATTTTTAGTTGTTTCTCTAACTCCGCATCCTCAAATTTGGATAGATTTTTTTGCCCTTCCACCCTATTATAACTTAACATAAAATATAACATCAATAACGTTTGTCGAATCGTTCTTTGATCCATCCTGAATTCATTTCTTTTTATAGGCATGAATCTTAGGCGTTTTGAAGAAATTAGATTAATTAATTCAACAGGAAAGCTCAACACTGAATTCGATTTGCTAGGTGTAAGTATTGATACCTCCGCTACTATAAGGAAGACATTGTTATATAGAGATGTTGAAAAGACTAAGTTGACTATTATGTAAAAGATATTGACTTTTTGAAAGTTTAATAAATGTTGATTGACCGTTTGTAATTAATAACCAAAATAATAATTAACTTCATTTGACCAAATCTAAGAAGACTTTGAATGTTTTTTTGTTGTTCATATCTACATAATAAAATATTTAAAAATATTTTTGACCATAGACCAAATATGTTGTCCAGTCCGGAACCAAAATTAGATTATTATTTTTTTTAAAAAATTGAAAAAGAANTAAAGTAATGTGCAAAAAAAATATAAATTCCAATGTAATATTTTGACCAAAGCTATTATTTGAGGATAATTATAAGCAATACTTGAAAGTTGAGGGGTGTCTTTAAATCTTTATTTTCGATAAATTTAAATAAAAATAAAAATAGATAATTATTCTCCGAACTATCATGAATATTGTGTTAATACCCTTTGTTATACTTTAAGGTTGTATTACCTTCATTCTTTTGGATTGTATACATCCTTAAATCTAGAATTCGACGAATCGACATGTGATATCATCTAAATGATTTATCCGATTTTATTTATTTTTTTATTCAAAAATAAAAAATTCACCCGAGCCACAACCAAAATGGGTGGTGCCAAAATCCAGTCTCCATTTTCATAAAAAAAATTACATCCCTTTATTCTTCTCAACCCACCATAACCATAGAATCAAGAACACATCTTTCAACGAAGAAGTTGACTTGTTCACTAAAACTACTCTTTCCTTCACTTCCACTTCAAACATTGCTTCGCGTTCCACTTTCCAACCAGCTTCAACATGTAACATCCCATACAAGTTATGTCAATCTTGTGTCTTTCGAATTTTTTTAATTTGTAGCTTTATGCTTGCTAAACACAAATCTTCATCTTCATTTAGCACAGTAGAATCTAGTTTTATGGGTATTTTGTGCATCATTTATTTCAAAAATATTTTCAGCGCATTTCAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATATATATATATATATNCGCGCGCGCGCGNTTACACACACGACGATAAGAAAATTTTCATAAAAACCGTATGATTGTTCCAGCATTTGGCATGAAAGTACTAATCATAAAAGTAACAATCATTTTTGTTGCAAGTTTAGACACTAGACACATTCAAAGGAAAAAAGGGTAAAAGTAACAACAGTTTTTCAGCATGTCTAGGCAATTGACACATTCAAGTTAGAAGTGTGCTTGCAATTATAAAATGAAATAATAATTAGGATTTTAAGTAATACTAAGATTTAAAAAGTAACAGGGTTGGTAAAATGTTATATAATTAATTAGGGTTAATNTAGTCTAGGAATAAAATAGTAATTTAGATATAGTCTTATCGGGTTATCGGTTAANCCGTTAAGAAAAAACTTTAAACCGTTAAGAACCGATAACCCGATAACGAAAAAATCAANCGTTATCGAAACCGCTAAACCGATAACCCAATACTAATAAACCAATAACTTTTTTNTCGATTCGACTTATCGGTTTCGGTTCGATTTTGA

>rnd-5_family-939#DNA/TcMar-Stowaway ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

AATATTTTTCGAAAAAGGTAGAACCTCTTTAATGAGTAAATTGATTTTGAAATTCTATCAATTAATATAGATAAAATGATAAATTTACTATATCAATTATTATTTTTAATAGGTGTGTCAAGTNAAAAATGAACAAGTAATAGAGAGAG

>rnd-5_family-8078#LINE/L1 ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

TCCTGTAACACTCTTAAAACCCAACACCTAGNAAAATATTGCTAATGCTCCAGATAGATACCTTGCTAGGATTGATGCATAATATATGTACAATCATCATCAAACAAGTCACTATATGATCATATTGATAATATTCACAAAAACTTGTATGTTATTTTGTGTCTTTCATATATAAACTCAAAGACATAATTTAATAGATAANTTTTTAAAAAGTAGTGTACCGATAGCTCAACTTATACGTGCAAGACACGTGAGCNGAAACTATTTAAATTAAAACACAACGAGATTGTAATGTCGAAATGTTCTCCAACTTCTTATGTTCTCTCTTATTTCATCACTAGGACATGATCGTCAANAAACTNTATCAGATATCATTTTACGTCATCAAAATAAACTTTCTTAAAATCATAATCTACAGAAATTATGATCTTCATTTCCTCTTCATTGCAAATTCCAGTGTTCCCTAGGTCCCGTCATTGTCATTGAAATGAACCCTACAATATAGAAAAATCAATACGCATGTTAGACATTGCACACAATGTTTATAGGTAAAATTGATAGTATAAATTTCTTAGAATTTTAACTTACTTGAAAGGTGAATTTAAATTTTTTTAAAAAAGGGTTCATACGGATTGTTATAGAGTTTCCTTCAAGAATAATTATCAAAAATTGCCTTAAAAGTAATTTGATTAAATATATAAATATTTATAATACGACATCACCTATCTTTTTCCACATCTTGATTGGCAAGATTCTCAGTAATGCTCGTAGCTTTTTCCAAAGTCGAGTCAGACTTGTGCCCTTGAAAGCTTTGTGTGCCACTTGTAGAGGTTTCTTCATTTTTCTGCACAAAATAAAATTATTATGCAATCAACTAATTAATTATTTATCATAGAAAATAGATTTTTCCACGTGAAATATCTAATTCAATTCCGTTATGTATAAAAAAAATACATAAACTTATACATGATTTGGTATGTGTTAAGTGTGTATGCATTTTGCTGATTGTTGCATTGTATAGTAGGTAAACAAAAAATGTTTCATAGAGGATAAATAGGTACTTTTTTAAAGGATCATTTATATANAATAAAATATCATATAAAAGATGATCACAACAAGATTGTCACATGTGATGATTTCAATAACAGGTGCAAATATATCATACAACTTTGTTACAAGAAGAGCTATCAATAATGATATCAAAAATAGGAAGGGCATGTAAAAAGGTTCTATGGTGAAAACATACATAAAGAAAACCTATAAACCTATTTGCTCCAACAAACTTAATGTGAACTTAAGTTTCTTCGAATNTTAATAGTTAGCTTGATAGTGTAGTCTGTTATTAGGGTTATTTATTCAATCATTATCCGAGAGAAAGATTTTACTCATTTTTTAGTCTTCCCTAATTTATAAAATGTGTTGAGAAGAATTTTAAGTTGGACCACTAGATTTTCAGTTNGGCGAACGTATCTTGTTTNCCATGGAAATATTCTAGTCACAAGTCTTCGCACGACCTAAGNAGATCGTACAATCCATTGGATCNATNTGCAAAAGGTTTTTATGAACTTAATATGTTGATGCCCCTAAAAACGTGTTGATTNCTTTGGAAACGTTATGNTGCCCCAAATCCGTTGGAGGTGTGAACTTTATCGAGGTACACAACAAAGTCGTACTTGAAAACCTACTATGAAACTTATACAAGAAAAAAGGACAAATTGTGAATGGTATGGGTACATAGTTATTACGGAGGA

>rnd-5_family-2455#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

TTAAAATTGACCTTTTTTTTTTNTTAAAACAAATTTACCACTAGACAGAGCGTCTAGCGGCCTTTTATTGNAAAATAAAAAAATATCAATAGGGATAAGTACAAGCAAGGGGGTCTAGGCCTTACCTTACTATTCCTAATGAGATAACAAATCTCTACTAATTAACAAGCATGGAGAAAATAAGAACTAGAGAGAACTAGGTATTCTATGATCATCACNAAGTTTATAATTCTCACTATGATGATATTACAAATGAGGATTCTTAAGTAATGCAAGAATATAAAANCTAGGAATAAAGATGAGTTATCNAACTCAAACTTCANTTGATATATGTATGAACTAAAAAAAGTTATTTCGCCCTAGAAGTAACCTGAAGTATTTTCTTCTTNCGTTTTCTTCAAACTTGTCNAAAAATNNTTGATAGTTCATCACTTCTTNTTGGATTTGTTGGATCTTGATAAAGTTGTTGTCACTGTCATATGATTTTGCTTTGCCAGTCGCATCGGTAGGTGCCTTGGAACAAATTCCTCACTCACCTTACCATCCCAACTATGTTGTCTTCCATGCGTCTTCTTTTTGCGTTTGTTGCTTCCACTTCTTTGTTGCCTAGGCGAAAGATCTCCATCCTTAGCCGCCTTATCAAAGAATATATCCAACATATCATCTTCATCATCCCATCAGATATGTCACAGCCCAAGTTAGGAAGNAAATCCTTATTATCTAAGATTACTTTTGTAGCACTCAAATTAGATAAAGTATCTAAGACTGCCATAGATGCATTTGTCTTACTTGTAGGCACAAATTCGAGTGCTTGAGGGATCTACTTNACTCCTACTAGGTGAAGGAGTATGATTCTCTACCTCAACTAAATCTTCCCATCTNGAAGCACTCGTTTNCCTCTCCGAACTCTTGTTTTTCCTTAGCTTCACTCAAATCGGTTGTAGCCATCTCTTGATTCGAAATAAACATGGCAGGTGTATTTGGGTTGATTTCTTTTCCACCTATATCCTCAGTTACAATGGAATCTTTTTCATGTGTCAGAAGAGGTTGTTGACCAGTATGATCATCATGGCAGCGTTCTTTCAACTTCCCCGT

>rnd-5_family-3444#DNA/hAT-Ac ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

TGGCAGGGGGACCGGGNTATCCCGCCCCGGCCCGCGTCCCGNCCCGACCCGCGTCCCGCCCGGCCCGTCCCCTTATGTTTAGGGGGTTTAAGGGGTGGGGGATGAGGGGACCGGTCAGGGGCCGGTTCACCCCTGCGTCCCGGTCGACCCGGCCCGGTTGAACCGGCCGGTTCGCGGGATCCCCTCNATTTTTTTTTAAANAAAAAAATTCAAAAAGTTACCGTTTTAATCCGTTGGGGAAACGGCTAGTGCCCCCCCCCCAACGGATTTTTGCCGCTTTTTGTNTTCCCAAACACCCCCTACCACCCCCCTACTTTTAAAACTTTATTTTAAACCCTCAAGTTATAATAATTACACTTTAACCCATTTTTAATATTATAAATACACCTATCCCCTACTATTTCTTACAAAATCATCTATTCTCATTTCTCTCATCTATTTTTCTATATNCTCTCAACTCTCAAGTGTCAATCTTAATTTCTATTCAATTTTAATTCTCATATTATTATAATCCATATATTTCAATTTTCAATTCAAAATTTTCATATTATATCAATATATATAATTATATTATCTCATATTTGTTATCAAGTATTGGTTGGAGTTTCAAATTACAAGTTACAACAAACCACAAGCTTCAACAATCGGTTTAACGTCTGCTATTAACGCAGACGTTTGGTACATTCGTTTCATAATATTTATATTTTATTTTTCGTCTTTATTTTTGTGTTATTATTATTTTTATATTACACTTTATATATAATTAAGTATGAGTTCTAGCAAAAAAATAGCGGTAAAGGAAAAGAGAAAGCACAAGATAACGAAGAAAGTAGACTTTTTAAATTATTTAATTTTGGTAAAAAAAATAGTAAAGAAAAAAAGAGTAGTAAAAGTGGTG

>rnd-5_family-835#DNA/PIF-Harbinger ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATCATATTAATAGTGCACGTTCATTATATCTTTTGATATTCCATATTATGTCCTATAAATAGAGGCATTAGAAAGTTCCGTTACAAAAGAAATGGTCGAATTNNCTTAGGGGTCGTTTGGTTTGAATACAAGTTATGTTGGGATTAGTTATGNTGGGATAAGTTATGTTGAGATTAGTTTTTATTGCTTGTTTGATTTGTCGTATTCAAACTTATATTCATTGCATAATTTCTAAGAATAAGTTGTTTGTTTACGAAAATACCCTTCACCTTATTTTGTTTTTTTTTTACATTTTCTTTGCAAGCTTTAGTTATTCATTCTTAAAAATAAAATTTTCATCTTATTTAGCTTAAATATTTTTGTGTGTGCATTTCCATGATTGTGCCGTGTGTTTTTAAAATTAAATTTTCATCTTATTTAACTTANNCAAAATAAAACTTCCATCTTANTTNGCTTAAAAATNNNTTTTCGTGTTATTTAGCTTTAAAATAAAATTTTTCATCTTATTTAACTTAAAAATAAAACCTNTTCATCTTATTNAGCTTAGAAAAAANTTNATTTTAAGTTTATTAAAGTAAAAAAAAATTTATTATTAAAGTTATCTACATTTTAATTNATAGATAAAATATAATTTTTAAGTGAGTAATAAACTATTTAATGAAAAATATGTAATTTAGTAGTGGAGTGAACATTTTAAGAGAAATCAAAATATAAATAAACATAATAATTACGCAAATAAATTCAACNTATAATATATTCATAAATANAAATTATANTTATAAAATGTAATTTTTTAATAGAAAAATATATTTATCATAAAAACAACGAATAATTAAGGTTGTGAATGTTGTTAAAAATTATGTTAATATGTTTGAACGTAAAAGTGGTGTATAAAAAAGAGTTTAAGGGGGNNATTTTTGTTATTTTACCCACCTTATCCAT

>rnd-5_family-803#Unknown ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

TATTTGGACATAAGGTGTAAGACGTTGTATGGNATCNTGCTTTCTTTCATTGTTTTATCAATCATATAGAGGTTCTTTTCGGCTTAATACATAATTAACTTGTCAAAATATTCCATTTAGACCTTCGATCTAAGTCATGCTTCAATTGAACATGCCTAATTTGAATATCTAAATAGAATATTCTGACTTGNTTATAAAGTTGGTATCAAGCCTTTTTTTTATGACAGAATATTTATGGGCTAGCAACCAAGAAAAACTAAAAAAATCGTCTAATTTCTGTAAATTTGCCACAAAATGGACTCTAAAAATTGCGANACTATACGTATTGCTCCCACAACTCCCTACGGAGGGTTTCGTAAAGGTTTCGCAAAGAAATNGTCCGAAAGTCATATCACCAAAATATTCATGGACTAACACACACGAAAAACTGAGAAAATCGCCTAATTTCTNTAAATTGGCCCCTAAATGCCAAAAATGGACTCTNAGAAAATTGTGAGATTGTACGTATTGTTCCCCCAACTCCCTACGGAGGGTTCTGTAAAGATTTCGCAAAGAAATCTTCCGGAAGNCATATCACCAAAANATTCATGGGCATACACAAAAAATTAAGAAAATCGCTTAATTCCTGTAAATTGGCCCCTAAATGAGCAAAATGGACTCTAAAAATTGTGAGATTGTACGTACTGCTCCCCAACTCCCTACGGAGGGTTCCATAAAGATTTCGCAAAGAAATCGTCTGGAAGNCATATCACCAAAATATTCATGGGCTAACACACACGAAAAATTGAGAAAATCGCCTAATTCCTGTAAATTGGCCCCTAAATGCCCAAAATGGACTCTAANAATTGTGAGACTGTACGTANTNCTCCCCCAACTCCCTACGGAGGGTTCCGTAAAGGTTTCGCAAAAAAATCGTCCGGAAGCCATATCACCAAAATATTCATGGGCTAACACACACGAAAAAAACTGAGAAAATCGCCTAATTCCTGTAAATTGGCCCCTAAATGCCCAAAATGGACTCTAAAAATNGTGAGACTGTANGTATTGCTCCCCAAATCCCTACGGAGGGTTCCGTAAANNTTTCGCAAAGAAATCGTCCGAAAGCCATATCACCAAAATATTCATGGGCTAACACACACGAAAAATTGAGAAAATCGCCTAATTCCTGTTAATGGCCCCCTAAATGCCCAAAATGGATTCTAANAATTGTGAGACTGTACGTTGTTCTCCNCGAACTCCCTACGGATGGTTCANTAAAGGTTTCACGAAAAAGTCATTCGAAAGNCTTATCAGCTAAANATNCTTGGCCTAATACATACGAAAAAATTTTAAAAAAATCGCCTAATTCCTAAAATGGACGCTGATCATGGTGAGACTAAAGGAATTGTTCCCCAAGTCCTTACGGACGGTTTCGTAAAGGTTTCGAAAAGAAATCGNCCGGAAGTCATATCACCAAAATATTCATGGGCTAACACACACGAAAAACTGAGAAAATCGCCTAATTCCTGTTGATTGGCCCCTAAATGTCNAAAATGTGTTGTGATAATGGTGAGNCTGTAAGGATTGCTTCTCCAACTCCTTACGGATGGTTCTTTAAAGGTTCTCATATATGCATCATATT

>rnd-5_family-4598#LINE/L1 ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

ATGCATGGGCGGCGTGGGGGGTATGTACTTTGGGACCTCACGTTCAGGAGAAATCTACAAAAACGGGAGCTGGGTGAGCTTCAAAGGTTGACGGAGCTTCTCTACAGGCAAATCAGGTCTCACCCCAATAATGACTCATGGAGGTGGGCGTTTGAGGAGCGATGGTTTGTTCACGGTCGAATCTCTCTATCGGAGCTCGCTCGCTGAGAGAGGAGACGCGCTTTCCACATCTTTCGATTTGGATTCCTAGGGCGCCTAGAAAGGTGTNTTTCTTTATGCGGGTTGGCAGCTAGGGGNGCGATTCTGACAGCCGAAAACCTGAGGAAGAGAAGGATCACATATGTTAGTTGGCGTTTTATGTGCAGATGTTCGGGCGAAGAAGTTGATCACCTCTTGTTGCATTGTAAAGTNGCGTCGAGTTTGTGGNGGGTGGTTTTGAGCTTGGCGTCGAGCAATGGGTNACGTCAGGTACGTTAGAAATGTGCTACACAGTTGGGCTGGAAGACGTAGAAGGAGAAGACGAAGGGCATGGGATGTTGCTCTATTAGCTCTCATGTGGGTTNTTCGGAANGAGAGGAATAGGAGAGCTTTTGAAGGGGTNGANAACGATTTTGTACACTTGAGGAATAGCCTNTTNTCCGTTCTTANTGCTTTTTGGTGCACCCACGAGGTTCCTATTTGTATAGATGATTGGGTGTCTTTCGTAGAGAACCATATTTTGGTGTACCTGTTG

>rnd-5_family-1201#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 15 )

GAGAGAGAGAATTATTTACATATAATCTACTTTGTTGATATATTTTTAGTTAGTTTATGGTTTTCAATTTTATATATTTTATTTCAAATTTGGGCTTGTAAAATTTTGTANATATTTTATATATTATTTAGTTTTATTTATATACTAAANTAATATTATTTATAATCTACTTTGTTAATATATTTTAAGTTAGTTTATAGTTTTCAATGTTTATNTATTTTATTTCAAATTTGGACTTGTAAAAATTGTAAATATTTTATTTTGTGTTAAGATCCGAAGTTACAATTATATTGTTATAGTTTTTCAAATTCGAAGTTAACAATTTACTTTGTAAATATTTTTTGTATTCAGTTTGCNTCTAGCCTTTAATCTTATTAGTTTAGCATAATGAACGTTGATATTTCAAAAAAAAATATTTTGTACTCGTGTGAATTTNACAGTCTTTTCGAAAATTTCTATTCACTTAACATTTTTTAAGTTTAGTTTATCACACAGGTAAGTGAAAAAATATTTGATCGCTTTTTCAAATACCGTATAGTTGTAAAAAACCGAA

>rnd-5_family-2423#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CAACCGACGTCGGTCGTGGACTGCCCGCATCGGCCGTGGCTTGTGCACATCGCTTAGCCGTCGTCGGGCGTGGACTACCCGCATCGCCCTTGGCCTGCAAACAATGGTCAGNCGACATCGGGCGTTGCCTNCCCNCATCGCCTTTGTCCTGCACAACGGTCAGCCGACGTCGGACGTTGCCCGNCCCATCGCCTTTGGCTTCGCATACGGTTAGCCGACGTCGAGCGTGGACTTCCCGCATCGCCTTTGCCTNCACACAACGGTCAGCCGACGTCGGACGTGGCCTNCCCGCATCGCCTTTCGCGTGCACACAACGGTCAGCCGACGTCGGACGTGGCCTTCACGCAACGGTCATGTCGACGTGAGACGTGGGCTACACCTATCGTCCGTGGCCTGCACACATCGGTCANCCGACGTTGGACGTGGGCAACGCCTATCGTCCGTTGCNTGCACANATCGGTCTGCCGACGTCGGACGTCGCCTGCCAACTTCGTCCACGGCTTGCAAACATCGGTCTANCGACGTTAGAGTGACNCGGCTGCATTTCTCGTGGCCTGCACGATTCGGTTTCTCGACGTCGAATATGCCTACCGGCATCGTCTNTNGCTCGCACTTGTTAGACGAGCGACGTCGCATCCGNCGACATTGATNAAGGTCTAGTCGATAGCATATGCGGATGTCCGGTCGTACAAAAATCAAAAGAGTGTGAAACNCCGTTCNTGCATACGAACATATTCATCTATTTTCCGATCATTTATTCTAAATGTTTCGCCTCACGTCGCGTTCGTTCGTNCTCGTACAACACCNATTTCGTCTTTTCANCGGTTTCGTACGACGTATCGTACGCGTTAAAATCTTTTCGATTTGTACAAATATCGTCATCTATCATCATTTCGAAGTGGTNAGAAGTATTTTCGAGAACGCATTTTCATAGATTTTCCAACTTTTATTCGTCGGTCGAAATATTTATTCATCGGTCACGATTTTTTTTACGTCACATTTTAAAACATAAATTTTTTACGTTATTGAATTTAGNGCNTNATTATTTGGAAATATNAATTGNGTTAATTTTATGCTNTTTTGANTTTNTTCGNNNNTGCTCTATTTCCATCATTTGATTTTATAATTTTTCNTATTCGTTTTNATTCTTGACGATNACCCATTTTCGGGATTATTACCACACGACGTAAATAATAATNAATAACGATGGCTCAAATTATTGATTGTAAGGTTACTTTATTTGTTATCGNATTCGTCTGCGTTAATTTATCTATTTTTGTTCATNAATTTCTTAATTTATANTCNTCCGATTTACTNATTTNGGAACGANTTATCGAACTAACCATTCTTGNCGAATAAAATANNCTGTTCANATTNTTGAATTTTTGACGNTTACTATNTTTATTTNCATATTTTTGGCGTTCCTTTAATTTNTTTAACATTCTTCACCATTTTCCGNTAATTAACCANANATTATTGAGTTTAANCAAAAAAAATAAAAAAATGATGAAANTGTTTTTTGCGAAAACTATTTTTTATTTAAAAAGNTTAACGAAATTGTATTTTTGGAAGCTAATTCGTATTTGTACCTTAGATANTCTATATTTCGCTCGTACATGTTCGAAAGTATACGATTTTTTGGCGAACGAAACGATGTGTCCTCTAGTAAGTCAGATTGAATTCATGGACTTTGAAATTATCGTTATNGATTNTAAGGTTNCGGTTTATTTATTTGCGAATTTTTGTTGTAACATGATAGTTCTGAAAAACTATTTNTCTCATATTTTTCCTATTTTTTTTNAATCAATTACCCATTTTCNAGATTTACCGAACAAAAATAGAAATTTAAAAAATTTTAAAATTGTTGAATTTAAGGTTACTTTATTTATTTGTTAATTTTTGTTTTTNNATTTTATTTNTTAATGAATTACCAATTTTCGAGATTTACCGAAGANAAATAAAAATTAAAAAANTGTGCTNNAAATTATTTGAATTTAAGGTTACTTTATTTATGATTTTTTTTGTCGGTTAATTTTGATTTTATTTTTTTTNATATTTTTTATTCATGAATTACCCATTTTCGGGATTTACCGAACAAAAATAANAATTAAAAAAATGGTTCAAATTATTGATTNTAAGGTTACTTTATTTATTTGCGAATTTTTGGCGTTAATTTTATATTTTTCCATATTTTTCCTATTTTTTTATTCATCAATTACTCATTTTCGAGATTTATCGAACAAAAAAAAATAAATTGTTGAAATTATTGAATTTCGTATATTCGTTTGTCGATTNATNAACAA

>rnd-5_family-2167#LINE/L1 ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

GTTACAGGNAAGNTGGAAAGAGGCTGCAGAGAGATTTTCNATNNAATGACTCGCGGACGGGGNAAAGAAGTTTCANTTCGTTCATAGATGCGAGAATCTGCGACATCACCTAAACAGTGGGGAGGACTTGGGTTAAAGACTCGAAGACTTTCAACGAAGCACTTNTAGGTAAATGGTTGTGGAGATTTGGGGTGGAGGGAGAAGCTTTGGNGNAATGGAAGGGGGTGGAGAACAAANGGGATCACNATNCCTTTCGGGNGTGGTGTGTGGANGAATATAACGAAGGGNTGGGACGCTTTCGNTGGTAACATTACTTTTAGGGTTGGCGANGGGAGAGGAGCTAGGTTTTGGGGGGCAAAGGTGNTGTGGAGGTTTGGTGCTTANGGATGAATTCCCAGTACTGTANNGGGTCTCNTGCCAAACNGAATTATCTGTTACATCAAGTNAGGGGGACNCGAAGGGGTGGGACTTTTTCGGATTTGAGGTNCAGGAGGAATTTCCANGACNGGGAGGTGACNGAGCTTCAGAGANTGCTAGATNTACNCCAAAAGCAATGTGAGCCAGTCAACGGGCCCAATGCTCGGGTTGGGTGTCGGGGAATAACACAGTGCTCTTCTGTCAGGTCCTTCAATGAGAAGCTTTTGGTGAGGGCGGAGGATAGTTTTCCCATATGGTGCGGTATGGATACCAAAGGTGCCGACGGTCGAGGAANNCGGTGTTTTGCTTCACGTGCGGTTNGCTACTGGAGGGGTGATTTTGACGNCGGAGAACCTTAAGAAGTGAAAAGGTTGTCCGCATAAGCTGGTGTTTCCTATGTAAGGAGGCCGGTGAGGACACGGATCATATTTTGTTACATTGCAGATTAGCCACGAGGTTGCGGGGGGATACATTTACGTGGTTTGGNATCACTTGGGTGATGCCAAGATCCGTGAAGGAGTTGATGTTNAGCGGGAACGGAGCAAGGAGAAGAANGCACAAGGCGTGGAATGTTGCTCCTCTGGCTCTNATGTGGGTCGTTTGGAAAGAGAGAAATAGGAGAGCNTTTGAGGGGGTAGAGATGAGTAGTCTCTAATCCCTTATTTATTTTTGGTGCACCCATGTAGTTCCTGTTTGTATAGAGGATTGGGTGTCTTTCGTAGANAACCATNTCTTTTCGTAGGTTCTTTACTTTTTGGTATACTTCTTGTATACGGCCGATTTTGTCCTTNNTTCGATAAATNAAGTCGTTTACTTGATCTAAAAAAAA

>rnd-5_family-428#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TGGTGTGAGATTTATGTGTCTCACACCCTTGGCCGAGGAGCCGAGTTCGAATCCCCTCTCTCACCCTATTTTTTTCTTTTANTTTAAGGCTTCTTCTCTTAGTGTTAGGACCTTAAGGTCTCGAGNTCCACCCTCAATGGCAGCATCTATTCCTCTTCATTTATACTAGTGACTAGCCGAAACTATATTCAATTAACATANGGCTTTAATTCACTTTCTTGCATTTAGCCTAGGCGTTTAACTCANAGTTTTACATATACTTTTAACCAATTCGTTAAGGACTTTACTTTCACTTTCTTGTTCATGAACATCACGATTTCNTTTTCGTACGTTAANCACACAACACTGCATAACGCNTAATTCACCATTTTCTTCGAGTAAACAGTAACAATACAATTACGGAAAAACAACATGTTTTGTGCGCATATGACATTCAACATTCTGACGTACGTAATGAATCAGAAATAGCACGCGAACATACATTTTACACAACCACAATCATTTCTAATGTCATTTACCATAAGTCATACAAACGCATGCATCAATTCGCTCATAAGATCTAATGACAAGGGCATGCGACAGGGGAAAACCTTAGTATAGTTTTCAATTGGATTTAAACTAAACCTTAGGGGACTATTTGGAAAGGGACCAAGAGAGAAGAAAACCCATACCTTTTCAGCCTTGACAACCAGCCACAACCACACGTCTCNACCCACACACAAACCTTTCTTCCGAGCTTTGATTCTTGTTCCCAAGTGAAGTTCTTTACGTTATTTCTTAAAACACTTAGGCGTACGAATTCTTCCTTTTGTTTCTTGATGGATGNAGCCGAGAATTCTTTAGAACAGTGAGTTTACTTTANTTTTNTGTTTTTGAATTGTGAGGTAAAGCTGAAAAACGTTTTTAGGAGTAATATAAAGAATTAAGAGTGNACATGAAGTACACTCCTAGTGGGAGTCGTGCGCCTCTTTCCTGGGGAGTTTGTTGTTGACTTATTCAACA

>rnd-5_family-28#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 15 )

CAAGGAGGGTGTGCGGTTCAAGGTGAATGGACAGCGNATAAAAATCTATTTCGGGCATGCTGAATCGGTGAATGAAGTGATCGAGGCGTACCATCTTGATGAAGTCTCAGTAATCAAGTGTCCTCAGTCGTGCCGCGACGTTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACTTATAGTTTTTTCTTTCTAGTAATGGTAGCATTTTTCTACTAATGGGTTTTAAANTGTGCAGGCACATCACCAGGAAATTCTGCAGAAAATTACTCTGCAGCAGTCACTGACGGATACGTCGACGGNCCGTCGCGCCGCGACGGACCGTCGCACGNATCCGTCGTGCCAGGTACGTCTTTCNGTTATTTTAAAACTAGGGCACACGCGACGGAACCAACGACGGACCGTCGCGACCGCGACGGACCGTCGTCGGGGACTCGTCGCGTCATTAATGAAGCGNACCCGACCCGACCCGGCTGGGTTTTTAAAAAANTTCANCATTTAAACCCCCCACCCCTTCATTTCANCCCNTTCTTTCNCTCTTTCTCCCATTTCCCTCCCTTTTCAACTTCCACTTCCTANCTCTCTTTCAATCGATCATTTTCCCCGAATTCCCCAAATCCCTAAAATTCGTTATCTACTAGTCGGAGTCTGCTGTTGTGGGTGTCTACTCGATCACCGAGTGCCTTTCTCTCTTGTTTTTCTCCGATTCTAAGGTATGTGTCTCTAGATTCTACTCATTTATATTGCATTTTCGTTTATCAATTAGTATTAGCCTAGTTCTTCTTCATACGTTCATTCTTTATCTAACTAGGTTTAAAAATCCTCGAAATTTCCGTGTTANAACCCTAGACATAGGTGCTTTNGCATTGCTAGTTTACTAGGTATTTGGGTTAGACAAATGTAGGTCCAAAACACTACGNATTCGATTTGGGTCATAGGGGATGAATGGGGCATCCCCAGTTCCGTCACTGANCTACAGAACGAGACCCCGATGACGGACCGTCGTACCCACGACGGACCGTCGTAGGGTCCGTTCCAANAGCCCTAACACCCCACTGTCCAATTTTCTNCAAGTGTCCACCGACGGACGCATGCGACGGNCCGTCGTTCCCACGACGGTCCGTCCTGCACGACCGTTCTGGTTGTCAGAGACCCTATTCCTAAGGGTCTCTCACTTTTTCTAAGTGTCCTCCGACGGACACATGCGACGGACCGTCGTACCCACGACGGTCCGTCCTGCACAACCGTTNTGGTTGTCAGAGACCCCTCTCCTAAGGGTCTCCCTNCATTTTTCTAAGTGTCCTCCGACGGACACGTACGACGGACCGTCGTACCCGCGACGGTCCGTCCTGCACGACCGTCATGATGGTCAGAGACCCCTCTCCTAAGGGTCCCCATATANATNNTCCAAGTGTCCTACGACGGACACCCACGACGGACCGTCGTANTCGCGACGGTCCGTCCTGCACATACCNTCATACTCGTCAGAGACTCTCCTTCAGGGTTCTCCATATAAACATAGTCGAAGTAAGACACGACGGACCCCGTGACGGTCCGTCGTACTCACGACGAACCGTCACCTGGTCCGTCGTGTTTCACTGTTACTACAGNAANGTCATTACATCTTAGCTCTTATATTTATTTTGTNTCGNTTTTGCTCGTCTCGTTTGCTCTTTCTCGTACTAATATTGATCCTTTACAGGTACTATCTACTATGACACCAAAACAAGATCGAGTCTACGCACGCGGGCGATCGAAGTCTGTCGCCCCGTCTGCCCGCNTGGTCATTGGCTCTGATGATGAGCGTGACCCCGAGTACGTGCCCCCAGGCACTTCCACCCCGAGCTGCACGTGCTGCCAGAGCCACGCCCAAAAAGGTGGCGTCCGGCGTAGTCACTGCCTCCCAGTCCGATGAGGAGCGCACACTGACCGGCACACCTTCTGGGTCAGCTACTNATGAAGAAGGAGCGTCTGGCTCCTTAGGAGTTTCGTGGTCGGAGGAAGCCTCCGGGTCTGCTGAGGTCCCCGCACCCNCCACCGCTGCAGCAGTCGGCCTCGTCTGATGAGGCTGACAGTTCGGAATCCACACCCGGTTCACCGGCTCGTGCTCTCACCCCGGTTGCCGACCAGCCCAACCGGTGGTGTGTCGACGGGCAGTATCAAGTCTATTNNGACGCAAAGTTCCTGAATGACAAAGGAGTCATGACTCGGACGCTTACATTGGAGCGGCGGGTCCTTACGAGAAGTCTCCCTACTATGCCCGAGATCCACAATCTCTTCACCANACACCGACTGGAGTGGACGGCGCGTCCNTTGGGACGTTATAGTGAAGAGNTGGTCCGAGAGTTCTACGCNTCCTACGTGGNTACTCTCCGATCACAGATTGATAGGCGGGCTGCCCCCGCCAAACAGGCCCCACTTGAGCATGTCCGAGTACGTGGCGTTCAGGTCGATATCTCCCTGCCTGCCATCCGCCGGTTTCTATACGGCGAGGATGTTGACGCCAATCGGACCCCTCTCACCGCCGAGTTTGACTACCGGTGGCAGATTGTTAAAGATGGACAATTCTTGCGTGAGCCGTCGCTGAGAGAGACCACGAAGAGGTGGATGGCCCTGCACTTGTCCGTTGATGGAGAGGGTGCCGACTGGGTGACCGAGCCGAAGGGGNCCATCAAGAAGGCCAACCTGACCTTCACGGCNAAGTTCTTGTGGTTGATTGTCCGCCACTGCCTTTCCCCCACAGCCGCCGATAATATCGTCACGTGGGATCGNGCAGTNCTGATGGCGGCGATGATAGCCGGGTTCGAGGTGGACTTCGCGTGGCTTCTACAGGCGGTCATGCACGAGAGGGCTTTTAAGGTCACAACTACTTACCCTTTTCCGTGCATGATATTTTCTTTATGCAGGTCCGCGGGTGTGCCCATNTGGCACGTTGATCAGCTCAAGACTCCGCTGGGNACTGTTGATATCGGCCTTATCAGGGATGAGGCCAATGAGTTGGCTCCACGCAGAGGGCCCCGTCCAGANTTGCCTCCACTTGNTGACGATCTGGCCGATACGGTAGCGCAGGCCCGCACGGCTACGCGGGCNGCTTCCACTGACACTACCCCGGTCGAGTCTATCCCGGGTAGTAGCACTTCCCCGAGCTCCTCTCGCTCAACTCCTTTACCCGCTCTGGTCCCGCTTGCTAGGGTCCAAAAGTTAGAGGCGCAAATGGCTACACTTCTGCACCACATCCAGCCTTGGATGCAGAGGTCTATCGCCGAGGCAGAAGAGCCTTGGAGCGGAGAAGAGGGTGGCCCAGCANACGGAGCGGAAGATCGGTGCGGTTCACCAGCGCCTGGATGCCTTCGAGTTACGGGTNCTNGCCCGCCCAGCCCCTACGGTGGACGTGNCTACTCTTCAGGCTGCGGTCGACAGTCTTCGCGCGGACGTTGACACGATCCTGGAGGCGAGGGGGCCTGAGCCCGAGGCCCCTTCTGCCGAGCCNGCGGAGGACACAGTGCTNGTTGCCCTATTCGCCGCCTCCGANNTNCCACCACCTCCCCCNCGACGGCGTGCCAAGAGGCGCAGCGTTCGAGAGGGGGATGAGGCCCGTGCGAGGAAGAAGGAGCGNANTGANNTNGAGGCTGCGAGGAGAGCCTCGCTNGTTGATGAGGAGGCCCGCNAGATGAGGGCACGAGAGTTGGCTGCTGGGGCGTCTAGTTCCAAAATTGAGGAGATAGCGAGAGGCACTACTGATGGTGTNGTTGATTGTTAGGACACCACTGAGGGTGTCCCGACTACAGAGGTNGCGGGTTCCGGGGAACCGGACCCGCCAGCTTGNTGATCGTCGGCGCTTTGCGCCCCGGGTTTGCTTCACCTACCACCCTATTNTTTCAATTTTTTATGAATTGGGGACAATTGCATGTCTTTTTGTTGGGGTGGGGTAAATGGAAAGTGAGTGCTAGGGTGAAGTCTGAGTAGCCCAATTCACTATCCTTTTTTTGGGGTTTTCTTGCCTGTGTTCTTTTNCCCCAAGAGACTGATTACTTTTTCTGTTGAACCGGCATGTCTATATCTTGTGTACANAGTNTAATTCTGGAGCATGATGGCTAAAATGATATCCTGATNAAATGGAAAATGANTGCATGACTAGGCATAGTAATTGATAAATGTGTGGCTCTAAGCATGACATAGAGGTAAACCGCTNCATGACCCTAAGTCTAAAACTCGAACTAGGTGTCTGACAATCTGGTAGAGTGATGAGATGTCAAGTGAGTGTGAGGAAGATTTGAATAGTCCACTATTTGTACTGAGCTAGAACTTGCCTGGTTAGTCCTGCTAAAAGTAAGCTGTAATAGACAATTAGGAAAGGATCATAAGNCCTTGTTCAATATAGCCCAATATTAGCCTAAATAAAAGAAAACNAAATGAAATTTATCCTTTTTTTGATCCAAATGATTTGAGCTTAAANTAGACCTTTCTTTTTCACCCCAACTNATCTTTTCTGGGAATAATGTGTTGGCCCTGGTCCCTCCTTGGACATGTGCACCTCAGCTTATGCCGAAAGCATAAGTTGAGGGTGGCTAATGCAGTAAACAACCTTTTTATGGCCCTGACCCAACTTTGGGTATTGTGTACTTTGACTCATGGCAAAGCCATGAGT

>rnd-5_family-3966#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AAAATGGTGTGTAAGCCGAAAGAATTAACACAAGACTCCCGAAATACATCTCAAGTCTTCGAAAAAAAAGTTAAAGACTTCTAATGATAGATGGAGACCAATGGCGATCCGGAAAGCACGATCTCACCACAACTCCAAAAGAGATAAATCTCTTGGATCCGATCAACCGCTACGAGGATCACCCTGACTAGGATCTACATCAAAGAGATAACANAAGTAGGGGTGAGTACAATNCGTATGTACTTAGTAGGTTAGACCGACTGAGTATAAGCAACTAATCAGACTTAAGAAATAAACTATGAAACGCTTCCACCTGCACGTAGAAAAGTCCCATTCCGACGTTGATNCCNCCAATTTATATAATAACGGCGCGAATAAAGTAAACGCATAAGANTACANATAATACTCAAATCAACANATAAGCAAGTTACACAACACAACAAAGCTAGCCAATNCAATGCAATGAGATGATGAAATAATGGATGATGTGGTGGAACCAAGGTCGTCGCACAACCTGTCGTATACACCTTGCCNAGCCTCTAGCTTCCAGACAAGGACCCATGGGGGACTCGCAGTCCATATACCGTTCAAATCTCGATATCCCATCAACTCGTCATCTCAGCGTGGTCAAGGATANAAGTAAGGTGTCNCATTTTCTTTCTCAAAAAAATAGTATTTCTCCACTTTTCTCATATTCCCATGAACAATGATATGTCGAATGAGGATGAATGCATCACAACACATACAATACAAAGACGTAATCAATTCATCAAGGATTTCGAATAGCATAAAGTTCTCAAACTCAACAAGTCATGAAACACACCTAAAATGATAGGGATAGNGGAGGAATCCATTTGAAATCAGTCTTTACCACTTAGAAACATTTCTTTCATTTTAAGATGATCAAANATCAACTCAANCCCNTAACTCGGGCATCTCGATGTCAAATATAAAGATAGGCCACACAACCCCTCGCTCGGGCAATTACTCAAATATCACAAGTTNTCAACAACAATTAANGGTATCACACGAGCCTCCACACGGGCTAAACATCACAAATACGCATTAACACTTACCAACCTCTAAAACNCGTACTACAACTCATTTCACAGTTGACTCCCTAAGAAAGATTAATTACTCATCTCAGTCCAAAAGAGGGATAGTCAAACCTACCTCGAAGGCCGAAACTTCACCCGAACGACTCTATCGAAGCACTTCCTCAACCACTCGATCACCGAAACGATCCTCAACTATCAAGAATGAAAAAGGTTCATCAAAAAGAGCCGANCAATGATATCCATATTGATAGGATTNGAAACCGAAGGTAAAATAGTCCAAAAANATACTTCGAAAATCGAAAGGGTAAAATCAGATTTTTANTTGAAAANCAAGTTCTACAAGNNAAGAGGAGTTCGTGGTTGAAAAACCCATTAAAAACAAGCAAGAANCGAGCTCCAAATCAAAAATTACTAATTTTATT

>rnd-5_family-2843#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

ATAAACACCGATCTGAGTTTTCTGAGATACTTTATTCGGAAATGCGATTACGCTCCCGAACNATGAGATACCAGAGATGCGACAATGCTCCTGGGAANGATTCTATAGTAACACATCTTANGATGGGGAGGATAAACAGTGAGGTCGGAAAGCCCTGCTACCGGTAAACTGTCCCTTCTCAATTTGAGTTGTCCACTCGTTTTATAGACAGTCTAGACACCCATTCCATTAGGTTGCTAAACTTAGTAAAACANGTCTCAGACATTTATTATCCTTAATAGGATTCACTTTATTTGCTTCATACGCATTTTTTTAATTTAATGTGGCTCAACATTAGGTTCAAGTTTATGTGTTATATGTTACAAATATACTATTTGAATGCCGATCAGCGTTTGAATAAATTAGTAAACTAAAAAAAAGGGATTTTCCTCAAAAGTAATAAATATAGCAATTATTTGTAAAATCTCAAACAANTTTAACATTTGTATTTTTACAACAACATGACCAANATAAAAATAGTTTTCGAAAGGTAGAATACATATTTTTTTAAGAAATAAATAAAAAAGGTAAAATNTAANAAACTACGCACACCCGATTCTCAACTCGATGAGATACGTAGGCAATCCTCCTCGGGTTCGGTGATCTTTTAAAAAANATAAAAAGTAGAAGTATTTCCTATAAAAAATAATGTTGTGTTTACAATATTTTTGAACTACGTTCGACCTGATTCTCGTTTTGACGAGATACGTAGGCAACCTTATTTTGAGGTTCGGTCCAACCAAGAAAAAAAATTGATTTTTTTATTTTTAAAAAATATTTGACTTGGTTGGTACCAACATTCTTANAANTGTGCATAAGAAAAATAATAAAGTGTTAAACTATTTGACAAGACGGACTAACTTTGTTGTGACCTATAGACTTCTTTTGGTATCTCTTGATATATTTATGTTATACTTGAGAAACTATTTTGCTTAAAGTTAAGGTTAAAACGAATTCGACCTCATTGTTTCCTGTGCATTGTGTGGTGAGCTTTAGATATAAAATTCAATGGAATGACTTTTGATCTAGAACTTGGCCTAAATGTTGGTTAAAGTGAAATTGTGAGCAACATTTAACTTGGGAAATGATTATAGGCTTTCTTTGATCCGATTGTGCCTTTCAAGCCTACCAAATGACATGTTATCCATAAGACTCCCATTTCGAGCCTGAAACATTTTTATTTGAATAACCACGACTTCACATATATCATTTTTAGTGCATAAACGCACTATTTTCTGGATCTCACCTCCATGTGTGTACTATCAATTAGATAAACAACGCCGAGACCTAAGTTGGATATCAAAGTGAAAAGAACAAGTATGTGCAAGTTCGAGNAAAATGACAAAAAAGNTAGAANAAAAAATGAAAGGAGAGAAAATGNAAAAAAAACGAATGGGAAAAAGATTTCAAGAAAACAAAAAATATTGAAAGTTGTGCAAATTTTAAGGAGGAAATAATCACTTTACCCCGAATGAATATCCTACCTTTCTCCGAACCTACGTTACGAGCCGATGACGAGTCCTATTCGATCTCGCTTNGCGCGTCCTCGCGTTAGCGGATACTTACGTGNGGGCCGAGCGTACGGTGTCTAGATCNCGTGCGTCGAACATCTTTCCGAGCGCGAGTGACTTCGATATAAAACGTCCTAAGATCGAAACACTTCTATTGTGCGAAGTAGGACTTCATTTATTGCGAGGGCACTTGAAACATGAAGATATGAATGATTTTATCCCTTAACTTAGGCAAGATGAACTCAGGTAAATACTTAAGTATGTTTGAGATACCATTTGAAATTATAGTGATTACTCAAAGTTGACCTCAAATTTGTCTGAAAGTAGTTGAAGATGACTCATATGCATCATGCTAATTGTTGGTACCAACTAAAGTCAAAACATTGTCAACCATGAACTGATTCATTTCTCAAAAGATGTCTTTTGTAGAAAAAATCAAGANAAAATAAAAANTAATTTTNGATTTNTACGAACTACCTTTGACCTGATTCTTGCTATACAAGGTACGTAGGCAGTCTTACAATNGGGCCCGGTCNACGAANNNAATTTTATATCCNTGAATAATAAAAAAATTGGATCATTTTTCTAAAAAAAATAATAAATAAAAATGATAAATTAAAAAGACTTTCAAAGTTCCTCAATTTAAAAACTGAGCATAGTTTTATTTGTTAAAAAAAATACACTACCGTTTCTAGAAAAACACNCTATCGTCATTCATTTCTAGGGAACAAACTCCCTAATTGCATATTGTCTTGCATTTCTTTTGGGAACATGTATTTCTCATTCATGCTACTAATAATTCATAAAAAATATTTTCTAGTGCAAACTGGACTAAAAATAAAAAATGTTGTGGTGATTCTAAATGATGATTCTGTTTAATAAGATATTCTTTAATATAAGATTTAG

>rnd-5_family-1061#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CCAGTGTTATTAAAAGCCATCGCTTCGTCGCTTAAAGCGATGAAGCGATGCGAAGCGAGGGGCGCATCATAGCTCATGGGTGAAGCCATGNGCTTCAGAGAAGCGTGCGCTTCAAACAATGACGCGCAAANTGATCCCGACGAGAAGTGGTCGGTTCTTTGAATCTCAACTTTGAGGAGTTGGATTAATATCGGCATTATTGTATATTGGATGTTGAAATTAGTTATTTTAATTGCAATTTGATTATTATAGTACTAAATTCATATATGTTCGATATTTTTTTNTTCTGTAAATTGTGCGCTTCGCTTCAAGCCCCATGGACCTTGTCATCTTTTTGTGCGCTTCGCTTTCTAAATACATTTGTAATATAATAC

>rnd-5_family-922#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 15 )

TTTGANTACAGTGCAAGTAGATGTGAGATTTAGAGAACTTCTAGTTTTAGAGAACCCCTAATTTGCCTTAAAAGACAAATTATTTAGTATTGGAATGAAATGGGCCCGAATAGAGCGGAACGGC

>rnd-5_family-3749#LTR/Copia ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

GAATGGGAATAGTAGTATTGTATAAGTATTTCCTACTTAGAACAGGAATAGGAATAGGAATCCTAGTTGGAAAAGGNTTCTAATGTAGTGTCTATAAATAGGGTCTCAATGTAACAATTTAGATACACAATTCAATAATATTCTTCCATATATTTCTCACATGGTATCAGAGCATTAGTGAGAATTCAAGTCACCGGCGTCAAATTCCGGTGGCGACCGTGGGACTGATTTGCGTCATCTTTCGTTCTGAAGGTGTTGTGCGAAAGACAACACCGTCACTAGGCTCGGGAAGCTCAGGCGANCAAAACCCAGCCAGNCCCACCGGGAAATACCACTCCCACGCACCCTCACGCGCCGATCGGAGGGAATTTTCCGGCGAGANCTGTCGGCCNCACGCGCCGGCGCGTGAGNCGTTTTCCGATCATTTTTTTCGAGCAATTTTCTTCTGTTGGGTCGCCCAGTANTTCCGACCAGACCCCGAGCANTTTTCTTTAGACCAGATTCGATCGCCGGAATTAGGTTTCCGGCGATTTTCGGGCCGTTTCCGGCGAGATTCCGGCGAGATCCGAATTTTCAGGCTACTGTGGGCGNTTTCCGGCGAGATTCGAATTTTCCAGGCNATCAAATCTCGACAATCAAGATTTCTTTTTGTTCTCGAGCCAAAAAATAAAAAATAAAAATAAATAAATAGCATAAATGTCTTTTGGGGGTGATGTTTTTGGCTCCAAAAATATAGGGATTGGAAGTTCAAGCCCTGCAATCACTTCAGAACCACTAATGGGAAGTTCAAACTATTTAGCTTGGGCTTCGACGGTTGAGTTGTGGTGCAAGGGTCAAGGTGTTCAAGATGACTTAACGAACAATGCTTGTGTCGTAGATGAAAAGACAAAGTCTAGTGACGATGGTCCAAAAGCCAAAGCACAATNGGAGAAAGTGGATGCCCAATTATGTAGTCTCCTTCGGCGCTCTATTGATTCCAAGTTGATGCCCTTGTTTCGCCCATTCCAAACGTGTTATTCAGTTTGGGAAAAGGCGCGTGCTTTATACACTAATGGCATATCTCGATTCTATGATGTGATATCTCGGATGACCAACTTAAAGAAACAAGAATCCGATATGTCTACTTACTTGGGACAAGTACAGGCAGTCATGGAGGAATTCGAAACGTTGATGCCTATCACTACGGACGTGGAAAAGCAACAAGAGCAAAGGCAGACATTGTTTCTAGTTCTTACGCTTGCTGGACTTCCTACTGACCATGACTGACCAGATTCTAGCCANTCCCTCAATTACGAGTTATTCTCTCCTCTGCTTCGTCTTGCCGCGCCTCCCAGTCACAAAGNAGTTTCATCTCCCGTCGTTGACTCCTCTATTCTCGCATCTCAAACCATAGAAAAGCGTACATACCAG

>rnd-6_family-27#LTR/Gypsy ( Recon Family Size = 93 Final Multiple Alignment Size = 87 )

ATATTAGCAGAGATTCGGAAACGGAAAGACTCGCTACGAAGGGATATTGTATAAATTGGTATCTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGACTTTANTTCTGGAAAAACTGGCTGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAAATCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGTGACGGAACGGCAGGACGGACCGTCACAGACNCTTCGGCGGAAATTGAGTCTCTGAACTCTGCGACGACCTGCAGGACGGACCGTCGCAGGCGCGACGGGCCGTCGCAGGCACGACGGACCGTCGTAGGCACGACGGNCCGTCACAGGCTGCGTNAATCCCAGGCCGGGTCGGATTTCCGCTAAACGTTTTAAAGGGGCGTTTTGGACTATTCNCGCTTATAATTATAAAGTTAGTGGTTTAATGTTAATAATTCAATTACTTGGGGGTTAAAGGAGGTAACCTTGAGNTAATTAGCGGGTTACTTTTACCATCTTTTATACTTAATTATATGNTAATTAGGGTAAAAGAAAGAGAGTTTGAATAAGGAAAAATAGAAAGAACAGAGAGAGAGAGAGAGGGANAGCGAGCGACAGAAAGAGAGAGAAACGAAGAGGAAAGCAAAGGCNTTGAGGAAGTAGCTTGCTTGATCACGATTCTTCGGTGGAGGTAGGTTATGGNTTTATGCTATTTCGTAGATAAACTCTTAATAGCGAATGATATGTATTGGGTAGTATTGTAAAGTCTTCTATACGCTTAATTGTATGCTTGCATGTATGTGATTGTGTAATTGTGATNAGGTNAGAATGATGANGCCTTGGTAATAAAAGAAGGCTTGATGAACTAAANTAATGAGATTGATGATGCCTTGGTAAGAAAGAAGGCTTGATGAATTGATAGAANGAGATTAGGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTACCGACACAAGAGGATTAATGAATATGAGGGAGCGGAGTGTCACGTACCGACACAAGAGGAATAAAGATAATGAATCTTGAAAGATGTTAATATACTCAATCTAATGAACATAATTCCCAAATGAGTATGGTATTGAGGCTTGAGTCCTCATGTGTGAACTTGACGNTGTNATCAATGATTATGGTACTTGTTGTTGCTACATGTTGAGTATCGTAGTTGATTTTATGATATTACTCGGTATATATTGNTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTTTTGTACTGACCCCTACTTTTATGTTTTCTTCTTGTTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACAGTAACTCTAGCCAGTCTTCACCACACCGGATTTCAGGGTGAGCTAATGCTTCTAGCTCGGACTGGATCTTCTTCTTCATGTCTTGATGCCTTGAAGTTCCGGCATGGACTAGCTTCTTATGTATTTTTAGCTTCTTAGAATACTCTTAGATTTAGTAATTTGATCGTAGATGTTCTTGTGATGATGACTTCCAGATTTTGGGGAATAATAGATATTGAATATTAATAGTTATTGAATTGGTTTTTATTAATGAGTTTAAGTCTTCCGCATTACTTTCTGTTGATATTACGTTGAAATGTTAAGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCAGTCGCGGCCCGGATTTGGGTCGTGACAAACTTGGTATCAGAGCATTAGGTTCGTTGGTCTCATCACACAAGAACGAGTCTAGTAGAGTCTTAAGGAACGGTAGGGGGACGCCTTTACTTTTCTTTGAGAGGCTATAAGACTTTAGGAAAATTCCATTCTTTCTTTCTTTCTTTCGTGCTATTACTTGGATCCAATTGGTATCTAGGCGATACGAATTGGTATCTGACCATCTTCACTCTATTTCGCAGATGGTTAGAACTAGAGCAACGACTACGCCAACACCAACACCGGCACCGGCGAGACAGGGTGCGTCTGAGCCAGCCACTGGGGCTGTAGCTCGAGGAAGAGCAGCGGCAAGAGGCCGTGGTAGAGGTCGCGGGAGGACGTCCTCTAGAGGAAGAGGACGAGCACCTAGCCCATCTGATACTAGGGCGGTGACTCCTCCACCGACTGAGGAAGTAGTAAGAGAGGGGGAGGANGGGGAAAATGAACAAGTGCAGAATGAGGAATTGCCACCCCAACCTACCCCAGAGATGATCAATCAGGTTCTCGCTTATCTTAGCGGGTTGTCTGATCAAGGCCAGACACCTCCAGTGTTTTCTGCACCAGCACCTCAGGTTCCGGAGGTACAACATGCGGCCGCTATGGCTCCCCGCATGGATGCCTCATTGGAAATAGGCACGTTTCCNCGTCTGACTACNGGGCCTATAATGACAAATGATCAGCATGAACTTTTCAGTAAGTTCTTGAAATTGAAACCTCCAGTCTTCAAGGGTGCTGAATCTGAGGATGCCTACGATTTTCTGGTTGACTGTCATGAGCTACTACACAAGATGGGTATAGTAGAACGGTTTGGTGTTGAGTTCGTGACTTATCAGTTTCAAGGGAACGCCAAAATGTGGTGGCGGTCACATGTTGAGTGTCAACCAACAGAGGCACCACCTATGACTTGGGCNTCATTCTCTAGCTTGTTTATGGAGAAGTATATCCCCCGGACTTTGAGGGATAGGAAAAGAGATGAGTTCTTGAGCCTAGAGCAAGGTAGGATGTCGGTTACTGCGTATGAGGCTAAGTTTCGTGCACTATCCAGGTATGCCACCCAACTTTGTTTCAGTCCACAAGAGCGGATTCGCCGTTTTGTGAAGGGGTTGAGGTCAGAGTTGCGGATTTCAGCCTTACAGGTAGCGGCTACGGCGAAATCCTTCCAAGAAGTGGTAGACTTCGTGATAGAGGTGGAGGGAGTGAAGCCAGACGACTTCACCATGGCATCGACATCAAAGAGGTTTCGAAAGGGAGGTGAGTTTAATGGTTCTTACTCTAGAGGACAGGGTTCGGGAGGTTACTCAGTCCGACCNATTCAGTCTTCACTACAGACTGTAGTTGGGGGTCCACCNCAGACCGGTCAACACTTCTCTGAGAGACCTATGCTTGAATCCAGAGAGTGTTATGGATGTGGGGAGACTGGACATATTAGGAGGNATTGTCCAAAACAGAGTTACAGACCCCCAATGGCTAGAGGTAGAGGTGGTCATGGNAGAGGCCGTTATTCTGGAGGACGTGGTGGTCGAGGTAATGGTGGTCACCAAAACGGCCGGGGTGACGGGCAAACTGGAGCCACTACATCGCAACATGGTAGGGGCAACGGACAGACGGGCGATAGGGCCCATTGTTACGCTTTCCCTGGGNGGTCTGAAGCGGAGGCATCTGATGCTGTCATCACAGGTAATCTTCTGGTTTGTGATTGCATGGCTTCTGTATTGTTTGATCCTGGATCCACATTTTCNTATGTATCTTCCTCATTTGCTAATGGTCTNAATTTACATTGTGAATTGCTTGACATGCCTATTCGTGTTTCTACTCCGGTGGGTGAGTCTGTGGTAGTTGAAAAGGTGTATAGGTCTTGTCTNGTGACCTTTGTGGGGAGCAACACTCATGTAGACTTGGTTATCTTAGAAATGGTTGATTTCGATGTAATTCTGGGTATGACTTGGCTTTCTCCGCANTTTGCGATCTTGGATTGTAATGCTAAAACNGTGACGTTAGCCAAGCCTGGGACAGATCCGTTAGTGTGGGAGGGTGACTACACTTCCAATCCGGTTCGTATCATCTCCTTTCTTCGTGCTAAGAAAATGGTTAGTAAAGGGTGTTTAGCTTTCTTGGCACATCTCAGGGATGATACTACCCAAGTACCTTCGATTGAGTCGGTTTCGGTAGTCCGTGAGTTTCCGGATGTGTTTCCTGCAGATCTTCCTGGTATGCCACCGGATAGGGATATCGACTTTTGTATTGATCTCGAACCGGGTACTCGCCCCATTTCTATACCCCCTTATAGAATGGCTCCCGCNGAGTTAAGAGAGTTAAAGGCCCAACTTCAAGAGTTGTTGAGCAAAGGCTTCATTAGACCAAGTGCATCCCCTTGGGGTGCTCCGGTTTTGTTTGTGAAGAAGAAGGATGGGAGTTTTCGGATGTGCATAGACTACAGGCAACTGAACAAGGTAACNATNAAGAACAAGTATCCTCTTCCTCGCATTGATGACTTGTTCGATCAGTTACAAGGTGCTTGTGTCTTCTCNAAGATCGACTTGAGATCCGGTTATCATCAATTGAAAATACGGGCAACGGATGTGCCAAAGACTGCTTTTCGAACCAGGTATGGGCATTACGAATTCGTAGTGATGTCTTTTGGNCTTACGAATGCCCCTGCTGCTTTCATGAGCTTGATGAACGGGATTTTTAAGCCGTATTTGGATCTCTTCGTNATCGTATTTATTGATGATATACTGGTATACTCNAAGAGTAAGAAAGAACATGAGGAGCATTTGAGAATGGTATTGGAAATGTTGAGGGAGAAAAAGCTTTATGCCAAGTTCTCCAAGTGTGAGTTTTGGCTAGATTCAGTGTCCTTCTTGGGGCACGTGGTTTCTAAGGANGGAGTGATGGTGGATCCTTCTAAGATTGAAGCAGTGAAGAATTGGGTAAGACCTACTAATGTGTCAGAAATAAGGAGCTTTGTTGGGTTAGCTAGCTACTACCGNCGATTCGTCGAGGGATTCTCTTCTATTGCTTCCCAATTGACGAACTTGACTAAGCAGAATGTTCCATTTGTATGGTCGGACGAGTGTGAGGAAAGCTTTCAGAAGCTCAAGACTTTGTTGACTACCGCACCNATTCTNACCTTGCCAGTGGAGGGTAAGAACTTCATTGTTTATTGTGATGCATCCTATTCTGGTTTGGGTGCAGTGCTAATGCAAGAGAAGAATGTGATTGCTTATGCTTCGAGGCAATTAAAGGTGCATGAACGTAACTATCCGACCCACGATTTGGAGTTGGCNGCGGTGGTGTTTGCATTAAAGCAATGGAGACACTATTTATATGGGGTTAAGTGTGAGGTCTATACGGATCATCGTAGCCTNCAGTATGTCTTTACTCAGAAAGATTTGAACTTGAGACAGAGGAGATGGATGGAGCTACTGAAGGACTACGATATCACTATCTTGTATCATCCGGGAAAGGCNAATGTTGTGGCGGATGCTTTAAGTAGAAAGGCGGGGAGCATGGGAAGTCTAGCTCACTTGCAGGTTTCTAGACGCCCATTGGCTAGAGAGGTTCAGACTCTGGCTAACGACTTTATGAGATTAGAAGTAAATGAGAAGGGAGGATTNTTGGCTTGTGTGGAGGCAAGATCTTCCTTTCTTGACAAGATTAAGGGAAAACAGTTTGATGATGAGAAACTGANCCGGATCCGAGATAAGGTATTGCGAGGAGAGGCTAAGGAAGCACAAATCGATGAGGAAGGTGTTTTGAGGATCAAGGGAAGGGTATGTGTACCCCGCGTCGATGATTTGATCAACACTATTCTTACAGAGGCTCATAGTTCAAGGTATTCTATACATCCGGGTGCAACCAAGATGTACCGTGACCTAAAGCAACACTTTTGGTGGAGTAGAATGAAGCGNGACATTGTNGATTTTGTTGCCAAATGTCCGAACTGTCAACAAGTAAAGTATGAACACCAGAGGCCCGGAGGAACACTTCAGAGAATGCCCATTCCTGAATGGAAGTGGGAGAGAATTGCAATGGACTTCGTGGTTGGTCTTCCAAAGACAATGGGTAAGTATGACTCCATTTGGGTGATTGTTGATAGGTTAACTAAGTCTGCTCACTTCATTCCGGTCAAGGTGACTTACAATGCAGAGAAGTTAGCCAAACTTTACATCTCAGAAATCGTNCGATTGCATGGGGTTCCACTNTCCATCATATCAGATAGAGGTACGCAGTTTACTTCTAAGTTTTGGAAAACATTGCATGCGGAATTGGGTACTAGGTTGGACCTTAGTACCGCGTTCCATCCTCAGACCGATGGTCAGTCTGAGCGAACGATTCAGGTNTTGGAGGATATGCTTCGCGCGTGTGTGATAGAGTTTGGTGGTCATTGGGATAGCTTCTTACCCTTAGCGGAGTTCTCATACAACAATAGCTATCACTCGAGCATTGATATGGCCCCATTTGAGGCATTGTATGGGAGGAGATGTAGGTCTCCCATTGGTTGGTTTGATGCATTTGAGGTTAGACCTTGGGGTACTGACCTTTTGAGGGATTCGNTAGAGAAAGTGAAATCTATTCAAGAAAAGCTTCTAGCGGCTCAAAGTAGACAGAAAGAATATGCAGATCGAAAGGTTAGAGACTTGGAGTTCATGGAGGGTGANCGAGTCTTGCTGAAGGTTTCGCCCATGAAAGGGGTGATGCGGTTTGGTAAGAGGGGTAAGCTNAGTCCGAGGTATATTGGNCCATTTGAAGTNCTTAAGCGAGTAGGGGAGGTGGCTTATGAGTTAGCCTTGCCTCCAGGGCTGTCCGGAGTGCATCCGGTATTCCATGTGTCTATGTTGAAAAGATACCATGGGGATGGAAACTACATTATCCGTTGGGATTCAGTTTTGCTTGATGAGAATTTGTCTTATGAGGAGGAGCCTGTTGCTATTCTAGATAGAGAAGTTCGCAAGTTGAGGTCAAGGGAGATTGCATCCATCAAGGTTCAATGGAAGAATCGACCGGTTGAAGAAGCCACTTGGGAGAAGGAGGCTGATATGCGAGAAAGATACCCACACCTGTTTACAGATTCAGGTACTCCTTTTCGCCCTTGTTTTCCTTCTTGTGATCGTTCGGGGACGAACGATGGGTAAATTGGTATCTATTGTAACGACCTGTTTAGTCGTTTTGAGCAGCAGACTTTATTTCTGGAAAAACNGGCTGAGGCGACGGACCCCACGACGGACCGTCATGGGCACGACGGACCGTCGCGGGGTCTCGTTTCAAAACACTTAGAAANTCTGAAATTGGGTACTGAAAATCGACTCTCTGAACTTCGCGACGGAATGGCAGGACGGACCGTCGCGGGCGCGACGGACCGTCACGGACTCTTCAGTGGAAATCGAGTCTCTGAACTCTGCGACGACCNGCAGGACGGACCGTCGCAGGCGCGACGGGCCGTCACAGGCTGCGTAATCCCAGTCTGGGTCGGATTTCTTTANACGTTTTAAGGGACGTTTTTGGACTATTCCTGCCTTAATTATAAAGTTAGTGGGTTAATGTTAATAAGTCTAATTACTTGGGGGTTAAAAGAGGTAACCTTGAGTTAATTAGTGGGTTATTATTGCCATCTTTTATNCTTAATTATATGCTAATTAGGGTAAAAGAAAGAGGGTTTGAATAAGAAAAATAGAAAGAACAGAAAGAGAGAGAGAGAGAAACGANCGAGAGAGAGAGAGAGGAACGAAGAGGAAAACAAAGCTTTGGGAAATTNGCTTGCTTGATCACGANTCTTCGGTGGAGGTAGGTTATGGTTTTCATGCTATTCGTAGTAAACTCTTAATAGCGAATGATATGTATTGGTAGTATTGTAAACCCTTCTATGTGCTTAATTGTATGCTTGCATGAACGTGATTATATAATTGTGATTANATAAGCATGATGAAGCTATTGAATCCCAAATCTTGAAAAGAAACCCTAATCTCTTTGTTAATGATGATGCCTTGGTATAAAAGAAGGCTTGATGAACTAAAGTAATGAGATTAGGNNNNAAGAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAGAGGATTAGTGAATATGAGGGATCGGAGTGTCACGTTCCGACACGAGAGGAATAAAGAGAATGAATCTTGAATTATGTTAATATACTCAATCTAATGAACCTAATTCCCAAATGAGTATGGTGNGGAGGCGTGAGTCCTCATTGATGTGCTTGGTGTTGTGACCAANGGTTACGGTAATTGTTGNTGCCGCATGTTGAGTATTGTAGTTGATTTTATGNTATTATCTGATATATATTGCTTTCTATTTTGAGTTGGCCGATGATATCTACTCAGTACCCGTGTCTTGTACTGACCCCTACTTGTATGTTTTCTTCTTTGTTATTTGTGGAGTGCAGCAAACGTGCCGTCGTCTTCGACTCAACCGCAACTCTAGCCAGTCTTCANCACGTCGGATTTCAGGGTGAGCTATTGTTCCTAGCTCGGACTGGATTCTCTCTCCTTCACGTCTTGATGTCCTTGAAGTTCCGACATGGACTATCTTTTTATTTATTTTTAGCTTCTTAGATACTCTTAGATTTAGTAATTTGAGGATAGATGTTCTTGTGGTGATGACTTCCAGATTTTGGGAATAATAAGTGTTGAATTTTAGAAGTTATTTAATTGGTTTTTATTAATGAGTTTTAAGTCTTCCGCATTATTTTCTGTTGATATTACGGTTGAAATGTTGGGGTTTAGATTGGTTGGTTCGCTCACATAGGAGGGTAAGTGTGGGTGCCANTCGCGGCTCGTTTTGGGTCGTGACAAGCTNTTTCGTTTCTTGAAA

>rnd-6_family-592#LTR/Gypsy ( Recon Family Size = 108 Final Multiple Alignment Size = 62 )

CTCAAGTGTTTTAAAGATGTTAAGCTTGCATTGACCATGATTATGACTTATGTTTTCTAACCTTTTATCTTATGNTTTAGCTTGGTCATTGCATGTCATGTAAAGTCTTTTAGCATGATTTCA

>rnd-6_family-391#DNA ( Recon Family Size = 60 Final Multiple Alignment Size = 60 )

AAAAAATTTTGTANTTTTTCACCCACGCCCCCCTACCCCCNACCCCCCCNCCCCCAAAAATAAATTTAATTTTGTTTTTTAAAAATATTTTCAACTTCAAATTTTTATTTTTTCACTCCTACCCCCNCACCCCCCCCCCCCAAAAAAAATTTAAGTTTGTTTTTAAAAAANTTTTCAACTTCAAAATTTTATTTTCTTTCACCCCTACCCTCGACCGCCCCCACCCCCCCCAAAAAATTAAGTTTGTTTTTAAAAAATATTTTCAACTTCAAANTTTTATTTTTTCACCCCTACCCTCGACCC

>rnd-6_family-243#LTR/Gypsy ( Recon Family Size = 61 Final Multiple Alignment Size = 52 )

CACACAAATTTTATTGGATCAAATTCATACAAAATTTGGATTAAATCCATGTTCATTTGGGCTGAATGATTAATTTGGGCTTTACAAATAAATAAGTCCATCTTATTAAATTCAAATCCAAGGTCCATTTCACCTTGAAGCCCAAACTCATGCCACGTGTCACAGTGACTAGGCATCCAAGACCAACAAGGTGACGCCACGTGTCCAAATGAGGTGGTAGTCCCAGTCAAATGCAAGAACGAATCACAACGCGCCAAGTGTCAAAATGACATCCTTTGGCCAATCACAAGCAACCTTGTCCACCCCCTACAACTATAAATAGGGGATGGACATGACATTCAAGAAGGGAAAAACTCTTCAACAAGCATTCAGCAAATTGGAGAAAGCTACAACATCAACNNCATAGCTCTTCGAAGGAGTGATCAACGGAGTTCTTCCCGGAGATCGACTTGCAACGACGAAGCGCTTTCCGACGTTCCCGGAGATCGACAACATCTCAAGGAGGTCTACATAAGCTACAACATCAACTACATAGCTCTTCGAAGGAGTGATCAACGGAGTTCTTCCCGGAGATCAACTTGCAACGACGAAGTGCTTTCCGACGTTCCCGGAGATCAAATACATCTCAAGGAGGTCTACGTCATCCTACATTCGAGAAATACGCTACTGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAAAAGCACAACAAGTTCAACTACTGCAATGGCCTTCAGAAAGAGTTGTGATTTTTCNNACAAGGACTCTACTGATGTCGCGTTTGCTGGTCTCAGTCATGTTGGCCCGATTACTCGACGTAAGTTCAAGAANAGTGGGCTNGATGGATCTGAATACTTCACTTCTTTGGAGGCGNCGAGAAACAGCAACTCTCGNACGACGGTCGTAANTGCAACACCTAGGGGCAATCTTGCGTCNGTGTTCTTCGGAGAACTTTCTCAAATTGGCTCCAACTTTGGTGANTCCGAAGATTCAACGGATTCTCCAACTTCAACGAATGTCAACGCTTTNATGGNTGACTCAACTGACATGGACGAGAAGTTCGCGATGATGGAGCAAACCATTGAGGCCTTGAAGAAGTCCGTTGATGACAAAAATCTTCANATCGCTCAACTTATGAACAAGTTGGAGGCCTTTACACTCTAGAGAGTCAAGTCACGTTCCCACTTGTCCATCTGGTTTTGATCAAAGAAAAAGTTGACGTTGAGGANTCTCTAGCAAAGTCAGTCGAATTTCAAAAGGAGAAACAATCTGCTTCAGTTGCCGCACTATCTGTCCAACAACTGCAAGACATGATAACGAACACTATCAAGGCTCAATATGGTGG

>rnd-6_family-2169#Unknown ( Recon Family Size = 55 Final Multiple Alignment Size = 52 )

AGGCGTATCCAGGAGGGGGTCACCGGGTTCACGTGAACCCATGCTCCCCTCCCGAGATCATATATAGTAGTGTTATATTTTTTNAAAAATATTTAAATATAGATGTGTGAACCCACACTCGAAGTATCATATAATGCGATNATGATTGGGTGCACCTCTCTAAGCGAGGTTAGAAATTTGAATCTTATATTTATCTTGTTTTATTTTTCTTTTAAAATTGGGTAACGCCTCTCTAAGTGGTTTGGATAGGTAAAAATAATTTTGGACCTATATAATTTTAAAATTTAAATTATTTTTAGTGATAAAATGTTAAACCGATCAAATTTATATCTTAGATNCACCTTTTCGTAATAGTGCACCCATCATCTCGAAATCCTGGATACGCCTC

>rnd-6_family-3629#LTR/Copia ( Recon Family Size = 56 Final Multiple Alignment Size = 50 )

AAAGTTACAATTGTGAAGCACATCAATAAAATTCCCATTTTCAAAATAAAATGAAATAAGTAGATGTGCATGATTGAGATTCTTTTCTCTTNATAAATTTATAAGACCGATCTCGGTTGGAGTTAGTAAGAAAACTCTTGATAATTTTTTTTCGATATTCCTGCTGAAGAGAAGGATGAGATTATATTCTCTTAATAAGTCTATAAATCGATTTCGATTGGAGTGTGTAGGAATACTCTTGATAGATTTACCGATACTTTGTGTAAAGGAGGATGAGATTAATTTCTCTTAATGAAGTTCATAGACTATTTGGTCGGAGTATGCAAAGTTACTCTTGATGAATTCACCGCACTAAGTGCGAAGTGGAGGCCGCTTCAATAAGATTTTAACAGGAAATCTTAAAGCACTTGGCTAAAAAGAATTCAGGACACATGGCCGTAAGGTGTCAAAGGATTTCGATTTTCACCGGAACATAGTGATATGCGTGGAGTATTTTTCTAACTTCATTCAATGANCCACTTAGTTCAAGATTCGTTCACTAAGTAGTCAATGATTTAGAAAAACCTTCACTAGCTAATGGTTCAAGTCCAAAAGACACCATTATTGATGCATGTTGCTAGATTAATGTCTCAAAATATTTTTTGGATTTTTTAAAGATAAAATTTCTTGAAACAAGTGGGGGATTGTAAGAGTTAGTGTTTCAATTAATTTTGAAACAAATTCATCCGTTTTGAAATAACAAATTCATGAATGTGAGTTGTAACATTCATTTATTTTAATTCTACGTTATAAACTTTTGCAAGAAGTTTTTTTTTAATTCTACGTTATGGGTTTTTGAAAGATAAGTTTTTCGTTTCCAATTCATGAACCTATAATAAATTCTATTTAATTAAAAATCTTTTTCTTGCAAAACTTTTTATCCTATAAATTGAGTTTCTTTTGGTTGAAAAAGATAAGCATTCAAACAAAAANTACTTTCCCTTGAAAACACTTGTGAGACATTGATCAAAAGGTGAAATCACCAATTCAAGAATAGAAGAGCAACATTCTTGAATGCTACTTGTTTTGTGGCTTAGTTGAATCCCGAAGATAGAGTTGTTATTTATTCTTCCGATTGCTCGTGGGAGAGACTCCAACTATCTTCAAGAAACGTATTAACGTGCCTCTAAGCCAAGCAAGTTTTATTTTGNATTCCTTGTAATTTTTATCATTCTTGTTCATTTGTTC

>rnd-6_family-229#DNA ( Recon Family Size = 54 Final Multiple Alignment Size = 50 )

ACGTGTATACANATATATACTAGTTAATTAGTTAATATAGTTATAGTTTGCCTTAATTACAATTCGCGACCTACTTTTAGCTATAATTACGCGGCTCACTTTTTAGTTTTGTATAATTTCGCGTTTGTATAATTCGAAATTTGTATAATATAATTTGTATAACTTTTGTATAATTTATAATTTGTATAATTGTTTANANTTCTGATGTTTGTATTTGTATAAATTCGTTATTTCGAGTTTATACAAAAATAACTNAATTATACAAATGTACCCGCGAATTATACAAATCCGCGAATTATACAAACGAGGCAACTTAAACTGTAGCTACAACCCGTAAATATGCAAACTATAGCTATGAAGCATAATTAAGTTTATTATAGTGACTATTTGCGAAAGTTCCTCTTCATTAAATTTACAAACTAAAAATTTATCTTCTCCATGGGATTAAATCCCGAGTTGTTGCGAAGTATAAAAATCGATGAGATTAT

>rnd-6_family-2715#Unknown ( Recon Family Size = 63 Final Multiple Alignment Size = 49 )

ACTGACAACTAAACACTCCAACTCGTCCCCATTGTGTCTCGTGGACACCCGACGCTGACGTGACACATAAATTTTGGAGGTGTCTAGATGATCATTTTGTAAGTTGGAGTGTTCAACTGA

>rnd-6_family-1508#LTR/Gypsy ( Recon Family Size = 59 Final Multiple Alignment Size = 48 )

AAGTTTGATATTCTNCCCGATATTTTGNNTGAACCTTTTATGGTTTCTACCCCGGTNGGTGAGTCGGTTGTTATAGAAAAGGGTCTATAGNGATTGTCCTATAACGTTGCCCAATAGAGTTACTCATGTTGANTTAGTAGAACTTGATATGNTNGATTTTGATGTCATTTTGGGTATGGATTGGCTTCATGCTTGTTTTGCTTCNATAGATTGTAGAACNNGGGTNGTNAAGTTTCAATTTCCAAATGAACCCGTTTTAGAGTGGAATGGGGGAAATTCTATTCCTAGGGGTCGTATCATTTCNTGTCTNAAGGCTTGNAAGATGATCTCTAAGGGGTGTCTATACCACNTAGTNAGAGTCAANGACTCAGANTCCGAGATTCCTCCCATTGAGTCGGTCCCCGTAGTGAGGGAATTTCCGGAGGTCTTTCCTAATGATCTTCCCGGAGTCCCTCCCGAACGAGAAATTGACTTCGGCATCGACTCGTTACCGGATACGAATCCTATTTCAATTCCTCCNTATCGGATGGCTCCGGCCGAGTTGAAAGAGTTGAAGGNTCAACTCAAAGATTTACTAGACAAAGGCTTCATTCGACCTAGTATTTCTCCATGGGGCGCTCCGGTCTTGTTTGTGAAGAAGAAGGATGGGTCCCTTAGGATGTGCATTGATTACCGCCAACTNAATAAGGTCACCATNAAGAACAAGTATCCTCTCCCTCGGATTGACGACTTGTTTGATCAACTCCAAGGGGCGAGCTACTTTTCTAAGATTGACTTNAGATCGGGNTATCACCAACTTAGGGTGAGAGGTGAGGATATNCCAAAGACGACNTTTCGAACTAGATATGGTCACTATGAGTTTCTAGTNATGTCCTTTGGTCTNACTAATGCCCCGGCGGCGTTCATGGACCTNATGAATAGGGTNTTTCGAAGTTACCTAGATTCGTTTGTCATCGTCTTCATTGACGACATCTTGGTATATTCGAAGAATGAGGACGATCACGTGGGCCATTTGAGGGTGGTGTTGCAAGTNCTTAAGGANAACCAATTNTNTGCCAAGTTTAGCAAGTGTGAGTTTTGGTTGAGGTCGGTGGCGTTTCTTGGCCACATCGTCTCTAGTGAGGGNATTGAGGTTGATCCGAGGAAAACCGAGGCGGTTAAGAATTGGCCTAGACCNTTGACTCCAACCGACATTAGGAGTTTCTTGGGTCTAGCCGGTTATTATAGGAGGTTTGTGGANGGNTTTTCGTCTATTNCGTCTCCTTTGACTACNTTGACCCAAAAGANNGTNAAGTTTGAGTGGTCGGAGGCNTGTGAGAAAAGCTTCCAAATNTTGAAAGATAGGCTTACTTCCGCTCCGGTNTTGACCTTACCGGAGGGTACCGAAGGCTTCGTGGTGTATTGTGATGCATCNCGAGTNGGTTTGGGNTGTGTGCTNATGCAACATGGAAGGTNATAGCCTATGCCTCTAGACAACTTAAGGTGCATGAGAAGAATTATCCAACTCATGACCTCGAGTTAGCGGCCGTAGTNTTTGCCTTGAAAATATGGAGNCATTATTTGTATGGTGTTCATGTTGATGTATTCACCGACCACAAGAGTCTCCAATATGTGTTCACTCAAAAGGAGTTGAATCTCCGACAAAGAAGGTGGTTGGAATTGTTNAAGGATTATGACATGAGTGTTCTCTACCACCCCGGTAAGGCCAATGTGGTTGCGGATGCTCTAAGTCGTATGACCATGGGTAGTGCGTCCCATGTNGANGAAGNNAAGAAAGANCTAGCGAAAGATGTNCATACGTTGGCTCGNTTGGGTGTCAGACTNGAAGATTCTCCGAANGGTGGTTTNATGGTCCANCGTGGCTCCGAGTCATCTTTAGTGGTTGAGGTGAAGTNNAAGCAANACCTTGATCNCCATTGNTTGAGTTGAAGGAATCGGTTCTTAGTAAGCTTAATGAGTCATTCTCCTTAAGGGGGGGATGGTGTCTTGAGGTATCAAGGNAGGTTGTGTGTACCNAATGTGGATGATTTGAGGAACCGGATCNTGGAGGAAGCTCATGGNTCCCGNTATTCCATTCATCCGGGTTCCACAAAGATGTACCGTGACCTNAGAGAGGTNTATTGGTGGGAAGGTNTGAAGAAGGACATAGCGGAGTTTGTTGCNAAGTGTCCAAATTGCCAACAAGTGAAAGTCGAACACCAAAAGCCGGGTGGTTTAGCTCAANANATANAAGTTCCTACNTGGAAGTGGGAAGACGTTAATATGGACTTCGTCGTAGGNTTGCCNCGANCNCGNAGGCAACATGATTCTATNTGGGTGATTGTCGATAGANTGACNAAGTCNGCTCATTTTATTCCCGTCAAGTCTACCTATTCGGCGGAGGATTATGCNAGGNTGTACATTGANGAGGTNGTGAGTCGCCATGGNATTCCGTTATCCATCATNTCGGATAGGGGTGCACAATTCACATCTAGGTTTTGGAGGTCTTTCCAAAAAGGTTTGGGTACGAAGGTGAAGCTNAGCACCGCTTTTCATCCCCAAACGGATGGTCAAGCGGAGCGTACCATCCAAACCCTCGAACGGATGGTCAAGCGGAGCGTACTATTCAAACCCTNGAGGATATGTTNAGAGCTTGTGTGATCGATTTCAAGGGAAATTGGGATGATCACTTACCTCTGATTGAGTTCGCTTACAACAATAGTTACCATTCATCTATATCCATGGCTCCNTATGAAGCTCTTTATGGGAGGAGATGTAGATCTCCTATTGGGTGGTTTGAAGTNGGTGAGNCNGCGCTNATAGGNCCAGATTTAGTTCACGAGGCTNTGGAGAAGGTGCGNGTGATAAGGAATAGGTTGAAAACGGCNTANAGTCGNCAAAAGTCCTACGCCGACGNTAGGAGAAGGGNNTTAGAGTTTGAGGTAGGTGATCGGGTGTATCTGAAAGTTTCGCCCATGAAAGGGGTNATGAGGTTTGGTAAGAAGGGGAAGCTTAGTCCCCGGTATATGGGTCCTTGCAAAGAGTTGGCAAGGTGGCTTATGAGTTGGAGCTACCTAGTGAATTGGCCGCGGTTCATCCGGTATTCCATGTTTCCATGNTNAAGAAGTGTATCGGTGATCCCGAGTTTATTCTNCCNATTGAGGGTCTNGGNGTTAAGGATAACCTNTCCTATGAAGAGGTTCCGGTTCAAATTCTTGATCGTCAAGTNAAGAAGTTGAGGAACAAAGAGGTNGCNTCCGTAAAGGTNCTATGGAGGAACCANCTNGTTGAGGGAGCGACNTGGGAGGCCGAGGCCGACATGAAGTCCCGTTACCCTCATCTTTTTNATAATTAAGGTTAGTCGTTCTTACTAATAATTAAATAATGACTAAANTCGAAGTTTNCTTGAATTTTNGGTGAAGTTTTGCAGAAATGTGCATTTTATGATGNTATTATATGGAGTTACTGTAAAATTGTGCNTTTGAATTGGAAATTTTGCAATTTTTCTTGTTTTTGAGTAATGTTGTGCATTTTTATATGGTGAGTCTTTATGAAATGATATGTAGCATGTTGTAAGTTGAANTTTGGCATCGTTGACTCATATATGGTATGTTGAGCTCATGTTGTTGTTGTTGTGAGAAGGAAATTCCTCGTAATGTAATGTTTGAGCCTTATGTGTGGTAATTGAAGTTTTGAATTGCTACGTGTAAATGATATGATTGATGTTGATTTATGTTGATTTGATATTGTTGATTGGTTGGGCTGCTAGTCTTGAGTCTATTCCTTCCTTCNAAAAGATTTTAGTGTCATTCGGGGACGAATGTTCCTAAGGGGGATAATGTAACATTTCGAAAGTCCAAGACGTGNTNTAGAGCCTAACATAGGTGTCGTAAGGTNTAAACACTGTTTTAAGGTCCATTTTAATGAATATAAGTCATTTAGGAAGTTTAGGAACCAAAACGTCNAGGAACGTCCATGACGTCCGGAAACTAGTTCAATGAGGTACTAGTGTGCCTTAGCCTATTCGACTAGGTTTTAGGAGTCGGAAATNGATGAAAATTGGTGGAAGGGTGTCTAANATGTATTTNAGTTGATTCGTGGTCGAAACGTCCGGGTACGACTCCCCAAGGACCAACCAAGGGCCCTTGAGGAGGACCCTTGCGNTTTGGCGCCAAAGACTGCCCGAGGCAGTGTCCATCGACGGGGNCGAANCGACGGNCCGTCGTGTCGGATCGACGGGGCGTCGATTGCCTCCGTCGACGAACACTTAGNCANTTTCTCGAAGTGGCTCATTNGNCCGGTCTCTGAACAAAACGACGGACGTGCAGCACGGAGGNGNACAGTGNCCGTCGACTCACAGACGGACCGTCGGTCGGGGTCTCGTCTGNCGGGGGNCTATTTCGCTGCACGTTTTTAAATTGGTTAAATTAATTANTTAGNTGGTTAGTTAATTANTTAGGGGTTAGGTGTGGTCTAATTAAGTNAGTTAANGACCTATATAAAGACCCTAANCCTAATTAAACTAACCTAACGCCTCACAATTCCCAAACCCAAACTCTCTTCCTTCTCTCTTCTTTCTCTCTCCCACGCGAAGACCACCATGAAGACAAGGTCGAGGCGGGATTCTAGGGCTTCAANNTCTCGACCATAAAATATTCATCAAATANTAAGGTATGGGATCTCATTCACCTTTGGGACCTCTTTCCCCAAAGGGCTCCTTCAAATTGATTTCAAAAGTTCGGAATTCTNGTGGGTTTCTTCCAATTACGAAATTGATCTTNCGAATTGATTTGTTTATGGTTTATTTTGGNTAATATGAATAGATTAACATGTATTATTGCTCAATTGATGTNTTTGTTGATGGATTGATCTAGTTTGTAGAACATGACCCTTNNCCCTTAACCCTAGGTTGTGATCTTGATGTGAATTGTGTAGTGTTGATTCAATTGACTTGGTTATTGGTTAAATTACTATTATCTACGTTATTTTATCAATCATGAATATATTAAGATGAATTGTAGTCTTATCGTNCTAGTTCTTGAGTAATTGATCTAGGTTATGAATTTGNCCTAAGTNCCTTACCCTAAGTTATGAACTAGTGATGGATTGCGANNTAGTGATTCAATTGACTTCGTTATCGTGTTGATTACTATTATGTGATGGTATANNCGATTATTGGGTTGAATTGNNGGGTTGATGGTAANACCTTGATGATGNNTTGTGAAGGCGANTTGGTAAGTCTTGTGATCCCAATTCTTTACTTCANTTGTGATTACTTGTGATTAAGTGATGATGTTGCATTGAAGTATGCCTTGTATTAGGATTGATAGGGTCGGTATGATGTTGAATTGAAATGTCTTGAATATGATTTGTGAGGTGTTGGNTAAGNTGTAAATGTTATAAGGATGGTGATGACTTACCGATGTGCCTTATCATGATATGACTATGTAAATGTGCTAACCTCACTNATATGAATTGTAATGAAAGGACTATACTCATGCAATTCTTATTGAGCTATGATGATGATTATTATACAAGGGNTANACCCTATGACCTACANTAAGNTATGATGATTAATAAAGACATTAAAGACATTTCAAAAAGGGACTCTAGCTTAGCACCGAGCGAACTTAGAATGAGGAGTGTCCCTTCCCACATAGGGAAGGTAGGATCACTAATGTACTCTTGAGATTGGAGACTATAATGCATGTAGCATAAAGAGGGTCCCAACTATATCTCCTAGTTCTTGAACTATGTTGCCCCCATAGGAATACTAGCTAGTGGATCCACATAGATGCTACGTTCATGTTTTGGTTCTACCTTGGCNAGTAGACCACCTTCTTTCGGTGTAGGGTTTCACGACACCGGATTCCACGTTTAGCTCACGTGGTCTATGTCGGTTAAGGCAAGATGTTCCCAGAAAGTAAAATGAAATAAAGGTATGAACTCTAACTAGGATGACTTAAGGGGTTTAACTTAGTCTAGGTAGGGGTATGGGACTCTACCTACGCATTGCACTAGTTAGCCTTGAGGGGAGTCTTAGGAGGNTGTTCTTATGTATGTATATGCTTATGATGGTAAATGATATGTATATGATGACCTTACACGTTGATGATACTATATGATGATTGNTTTCACTTATGAATATGTNTTGGTCTATATTGCTAAAGTATGACGATATGTACTCTTAAATGNTATGTTATGTGAAGTNGGATATTAGTCGTGGTTCTTGTTGGGTTTACTTGATTGAGTAAGGTTATGGGGCTTTGCTTGGTCATTGCACTTGTTGGCTTGATGGGGGTTGTGAGTAATNGTCTTGCTTNNTTATGTTATGATGAACTCTTGTTCATGCTTGTGATGTTATGACTTGATGATAGAGTTGTATTTGNTTATGTGTTCAAGTATGTCGATATGNATGTGACTTGACTTGACTTANGATTGTTTGGTCTTGTGATGTATATGGCTTTGACTTGATGAATATGTATTATTGGCTTGTATNGGTTCTTGNNTATGCATAAGGNTTTTAAAAGTAAANTAGCATGTTTTAACGAAATGTCCCTTTTTAGCATGATTTNATGGTATGTGTGCATATGGTCTCATACTTAGTACANGTGGTGTACTAACCCCATTTTCTCCNTTTTTCCCCAACATTTTAGGTTCCGGTCGTTGAAGGNATTTTGAGAAGACTTTGAAGAAGACTTGGAATTCTCGNTCATCCAAGTTTGGTAGGTCCTCACTTTCCGAGGGCAAATTGTTATACTCTTNTTAGATGGTTATGATATGAGACATNTATTTTGAGACTATGTTATATCTTATATATNTATGTGCAATAAAAGTAGAAGNCTATGTAANCTTCNTATACGAAGGGTCTATGTATACTCGATATAAATATTATGTGTATGTAGAGGTCTATGTAAACCTCAATGTAGAAGTAATTAAAAGTTTTAAATTTTTCCGCANTTTTNACCTATGAATGTAATGATGTAAGCTAAGAGGCTAGTCTTAGTCCTCNAAGAGGACGACGACGCCGGTTACGTCTAGGGGGTACTCCCCGGATGTGACAAACTCGTAGTCGGTCCGTGAATGTAAATTAGCATGT

>rnd-6_family-435#LTR/Copia ( Recon Family Size = 78 Final Multiple Alignment Size = 46 )

TGTAGCACTTCCGGCAGTTTCCGGCGTACATACCAGTCTACGGAGAATAGACGAGGGAGAGAACGTTTTGGAAAACCTCGATCCAGGTGTAGTCATTGTCATAAACCTGGACACACTCGTGACATATGTTATATTTTGCATGGTCCACCACCCAGTTATGATCCTGTTGTTCTAAAGGAATATAGAGAGTTCCTTCGGTATCGCGCAAATAAACAAACGTCTCCACAAGTAGTTTCGGTTGCACAACCTNATGTTTCTGTTGCGGGTAATTCTTTTACTTGTGTGTCACAGTCTAGCACTCTTGGATCATGGGTCATAGACTCGGGGGCTTCTGATCATATCTCTGGTAATAAATCACTTTTGTCCGATATTGTTTATTCACAATCTCTTCCAGCTATTACTTTAGCCAATGGGATCCAAACAAAACCAAAAGGGGTTGGAAAAGCCAAACCCGTATCTTCTGTCACCCTAGACTCTGTTCTTTATGTCCCTGGTTCTCCTTTTAATCTAGCATCGGTTAGTCGTTTGACGAAAGCCCTACATTGTAGCATAACTTTTTTTGATGATTTTTTTCTCGTGCAGGACCGCAGTACGGGACAGACGATTGGAACAGGGCATGAATCACAAGGCCTTTACTATCTTACCTCTTCTAATTCCTTAACAGCATGCTCCGTTACAGATTCCCCAGATCTAATTCACAAACGTTTGGGACATCCAAGTCTATCCAAACTGCAAAAGATGGTGCCTAGTTTGTCTAGTTTATCCACGTTAGATTGTGAGTCGTGTCAACTTGGAAACACACTCGCGCTACATTTTCACGTAGTACTGAGGGTCGTTCAGAGTCTATTTTTTCGTTAGTTCATTCTGATATTTGGGGTCCTAGTAGAGTCAGTTCAACCTTAGGATTTCGTTATTTTGTTAGTTTCATTGATGATTATTCGAGATGCACTTGGATTTTCTTAATGAAAGATCGTTCTGAGTTATTTTCTATATTCAAANGTTTTTNTGCTGAAATACAAAATCAATTTGGTGTTTCTATTCGTACTTTTCGTAGTGATAATGCCTTAGAATACTTATCCTCCCAGTTTCAGGAATTTATGACTCACCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGTTCGCGTTGCGTTTTTNGGGCGACGCAGTCCTCGCATCTTGTTATTTAATTAATAGAATGCCCTCNTCTTCTATTCAGAATCAGGTTCCACATTCCATACTGTTTCCTCAGTCACATCTCTATCCTATCCCCCCTCGTGTCTTTGGGAGCACGTGCTTTGTTCATAACTTAGCCCCAGGGAAAGATAAATTAGCTCCTCGTGCCCTCAAATGTGTCTTTCTTGGTTACTCTCGAGTTCAAAAAGGGTATCGTTGTTATTCACATGATCTTCGTCGATACCTTATGTCCGCTGATGTTACATTTTTTGAGTCTCAGCCTTACTATACATCTTCTGATCATCCTGATGTATCTATGGTCTTACCCATACCTCAAGTTTTACCTGTGCCAACCTTTGAGGAATCTACGGTTACTTCTACATCTCCGGTTGTAGTGCCACCACTACTAACTTATCATCGTCGTCCGCGTCCAGCCCTAGTCCCAGATGATTCATGTCATGCGCCGGACCCTGCTCCTACTGCGGACTTGCCTCCTCCTAGCCAACCGCTTGCACTTCAAAAAGGTATACGATCCACTCGAAATACTAACCCGCATTATACCTTCTTGAGTTATCATCGTCTATCATCACCCCATTATGCCTTTGTGTCGTCTTTGTCCTCTATTTCCATTCCTAAA

>rnd-6_family-226#LTR/Copia ( Recon Family Size = 49 Final Multiple Alignment Size = 45 )

TTCCCCTGATTTTCTTNCCTTATTTNNAGTTTNTTTTTTCTTAAATAAAAGACGAAGTATTACCGTAAATGTTTTNACTTTTCCTGAAAGGAAAATATAATTTTCTTCCATATTTGATTTATTCTTTCCTTAGAGGAAAAGTTTGAAGATCTATAAATTGAAGATCCTTATTCTCATAGCATAANACAATAGCATCCACAATGTAGTCGTTAAAGAGTTTTGTTTATGAGGAGATTTTCTCTCTACAATTTTAATATTTTTNTTTTTAATTAGTTTTCATATAATAATATTATGTTTTTAGTATAAGTTTTTTGTCATCTGATTTATCAACNATATGATTTGCAATTGTAAGCTTCCGCATGACGCCCTAATCACTTTCGTAACCCAACAAGTGGTATCAGAGCACATGGTTCAACGATCTAATGGTTCAACGAGGTTGAANACAGGTTCAAGACGGTTTNAAATCAATTTGCAATAAATTTGATGATAATGAAGATTTTTGTCCAGCTACACGTGAAGAAGAGNTTTAAATCATATTTTCAACATTCCTGTTGCTGCATCTTTGAAAATAAAAATAAAATATTTTNAAACCGTTTTTAACCCATATATTTTAAACTTTATTTTTAACCATGNCAAGCAGCAATGATGAAGACCACGTGAAGAACGAAGATTATCGTGCGTGTGAAGAAGGCGAATCAAGTTTTGTCAAGAAAATCCAGCCAAAAGGGGAGATTTGTTAGGGTTTTGCCCTGATTTTCTTACCTTATTTGAATTTTTTTTTCTTAAAGAAAAGTCAAAGTATTACCATAAATGTTTTAACTTTTCCTGAAAGAAAATATAATTTTCTTCCATATTTGGTTTATTCTTTCCTTAGAGGAAAAGTTTGGAANTCTATAAATTGAAGATCCCTCTTCTCATANCAAGAACACAATAGAATCCACAATGTAGTCGTTTAGAGATTTTGTTTATGGGGAGATTTTCTCTNTACAATTTTAATNTTTTTTATTTATATTAGTTNTTCATATAATAATATTATATTTTTAGTATAAGTTTTTGTCGTCTAATTTATCAACCATATGATTTGCAATTGTAAGCTTCCGCATGACGCCCTAATTACTTTCGTAACC

>rnd-6_family-100#DNA ( Recon Family Size = 47 Final Multiple Alignment Size = 45 )

TTTACCCCCACCCACTCCCAACCCCCAAAAAAATTANNCGCTTAAAAAANTATTCNTTAATTTCAATTTTCATCCCCGATCCCACCCGCCCCCACCGGTTAGTCCCCCGCCCGCCCANCCCGCCCCCTACCCCAAAAAAAATTAATTTTATTTTTTAAAATATTTTTNCAACTTCAAATTTTTATTTTTAAACTCCCCCCCCNACCAGCCCCCCACCCACCCCCAACCCCCCAAAAAAATTAATTTTGCTTTTTAAAAATATTTTCAACTTCAAATTTTTATTTTTAAACTCCTACCCCCTCCCCCCCCCCACCCGNCCACCCGCCCCCACCCCCACCCCCACCCCCCAAAAAAATTAATTTTGTTTTTNAAAAATACTATCAACTTCAAATTTTTATTTTTTCACTCCTACCCCCATCCCCACCCCACCCGCCCCCCCCCCCAAAAAATAATTTTAANTTTTTTTAAAAAATATTTTCAACTTCTAANATTTNANNTTTNCCCACCCCACCCCCTACCAGCCCCCCGCCCCCCCCCCCCAAAAAAAATTAAGTTTGTTTTTAAAAAATATTTTCGACTTCAAAATTTTATTTTTTCACCCCTCCACTCGCCCTCCCCCANCCACCACCCCACCACCCCCCAAAANAAATTTTAAGTTTGTTTTTAAAAATATTTTCAACTTCAAATTTTTATTTTTTCACCCCTACCCCNCGTCCCCCCCACCCCACCCCCCACCAAAAAAAATTAAGTTTGTTTTTAAAAAATATTTTCAACTTCAAANTTTTATTTTTTCACCCCTACCCCCCCCCCCCCCCACCCCCCCCCCCCAAAAAAATTAAATTTGTTTTTAAAAAATATTTTCAACTTCAAATTTTTATTATTTTCACCCCTACCCTCCGACCCTCCCCCCCCCCCCCAACACCCCAGGTCCCAAAAAAATNAATTTTATTT

>rnd-6_family-308#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 44 )

GGATAATCACATAAATATGCTATATTATAAAAATATTTACCATCTATGTCAACATAATTTTTCTAACTAAATATAACATTTTTTTAGAATTAAAAAAATCGTACNGTGCCTCTTTTCTCGACCCTTTTTCCTCTTCTTNTTTTCATTCTTCTTCTTCTTCGTCTCTTTCTNTCNTTTTCTCCTNTGCTTCTTTTTCCTTTCTTTTTTTTTACTCTTCTACTTCTTCGTCTCTTTCTTATGCTTTTTTATCTTCTTCCTTTTCTTTTTCTTCTTCTTCTTTGAACTTTTCATCTAAAAATCCATCCTCAATCAGTTTTTGCCCATATGTCACTATTTTTATCCAAAAACAAGACGAAAAGAGGAATAAAAAGACCGAAAATTTGTACAAAATCACGTTTTTAAGCAGAAATTTCAAATCTCTAAAATTACAGAAGCAAGAGTTCACCATTGATGGTCATTATAAAGCTTCAAATTTTGAATTTTACGAATTTGTGATTAGTTTGGATAGGTTGTTCCTACAAATAATTGAAAATGTCGTTTGGAGTTTATATCTCAATTTTAAGAGGGTTTGGTTAAGTTTATAATTGATTTTAGGAGAAATATTAGATTGAAACTCGAAAAAAGTGAAGTTTATGGAACTATATCGCGATTGTATTAAAGTTGTATTACAAACTTCACTCTCTTTTTTATAGTGATATCAACCAAAATAATTTAAGAANACACTCGTAATACATTTATAACATATGCACAATA

>rnd-6_family-89#Unknown ( Recon Family Size = 56 Final Multiple Alignment Size = 43 )

AAATGGGCGGGTTGGGCTGAATTTGAGCGGGTCAAAATGGGTTGAGTTAATAAATGGNCGGGTTATTGACCCGCCCAAAAGTTACTTGGGCTGAAATGGGCTAAAACTGCGGTAATTCTTACTAAGTTTTAATTGTTTTATTTGTTCTTTTATAATTTTTAGTACCTAATATTATTTTTCTTTATTATGACTATATATAACATATCAAATAAAAAAAAATCTTTTAAAAATATTTTGACAAGATTTCTCATGAGTCAATTTGGGTTACATATCAACCCAATTTTTAATGGGTTGAANTAAAAATGGGTTGAGCTAATAAATGAGCGAGTCAATAACCCGCCCAAACTTAAACGGATTGGACGGGTTGGGTTTGATTTTGCCAC

>rnd-6_family-991#Unknown ( Recon Family Size = 45 Final Multiple Alignment Size = 43 )

GGGACGGCAATGGGGCGGTGTGGGGCGGGGGCGGGGCGGGTTGAGCTTAACCCGCAAAATTTTTAATCCGCCCCGCCCCGCATAGCAANAATTTTCATTTTCAACCCGCCCTGCCCCACCCTGCCCCGCATAGACCCGCCCCGCATGAACTCGCCCCGCATAATATTTTCTTTTTTTTAGTTAAGTTTGATACTAAAAATAAAATTCATAAAAATAAAT

>rnd-6_family-1942#DNA/CMC-EnSpm ( Recon Family Size = 42 Final Multiple Alignment Size = 41 )

CATGACTAGGTAAGAAACTTTTATCATCTCATAACACATGATTCTGATAGATTACTCGTGACTTTTAAAACTTATTTGTTAACTGGTTAATGATTATTGCTGAAAGACTAAATATTGATATATTCTTCTAGGAGTTCACATATCCCATCCAAGGATTGGATGAATTTAGCAAGGTATAGCAAAGAGTATATTGATGGCGTTGAATCATTTCTAGATTTTGCTTACTCTTATGGAGATCCTCATGGAGAGAAAATTCAGTGTCCATGTGCGAAATGTTGTAATATTCTTTGGAACCGAAGGAATGTAGTGTATGATCATCTAATATGCCATGGATTCGTTAAAGGCTATACTAGATGGATCAATCACGGGGAATGGGATATCAAGTTGAATGTTGATGATGATATGGATTACTCGCGTGATGATATTGATGGGTTGTTGAATGATCAATTTAGAGATGTTGCACAGGCTGGAGGAGTTTATGATGGTCCAAATGAAGATGCCAAGAAATTCTATAGCTTACTTGAAGAGGCAAACCAAGAATTATATTCTGGTTGTATAGGTTTCTCTAAATTATCATTCACACTTCGCTTATATTTGTTGAAGTGTTTACATGGATGGAGCAATGAATCATTCACTTCTCTTCTAGAGTTATTAAAAGAGGCGATGCCCGAGTTGAACATTCCTCAGTCTTACAATAAAACCAAGTCTATGGTTAAGAATCTTGGTCTGGATTATGATAAAATTGATGCATGTCCAAATGATTGCATGTTGTTCAGGAATGATCATAAGGATGACGAATTTTGTCATACTTGTGGAGCTTCACGATATATTCAAGCTCCTAAAGTTGATAGTGAGCTTGAGCCTTCAAAAAAACAACATCGAGTTTCTGCAAAGACTTTGAGACACTTTCCATTAATTCCTAGACTCAAAAGGCTATTTATGTGCTCAAAGACGGCAGATTCTTTGAGGTGGCATGAAGAGGAACGTTCTAAAGATGGAAAGTTAAGGCATCCCGCTGATGGTCTAGCATGGAAAGACTTTGATAGGGTGCATCCAGATTTCGCACAAGATTGTCGCAATGTGAGACTTGGCTTGTCAAGTGATGGATTCAATCCATTTCGAACCATGAGTATATCACATAGCACATGGCCAGTTATGTTGATGGTTTATAATCTGCCGCCTTGGATGTGCATGAAATCTGAATATTCCATACTTTCTTTACTTATACCTGGACCGCGATCACCTGGAAATGACATTGATATTTACTTACAACCATTGATAGACGAGTTAAAATTATTATGGGATTCTGGGGTTGAAACATATGATGCTTCCAGAAATGAAACTTTTCAAATGCGGGCAGCTCTTATGTGGACAATCAGTGATTTTCCTGCATATGCTATGTTATCTGGTTGGAGTACAAAAGGAAAGTTTGCTTGCCCTTGTTGTAACTATGGCACTAATTCTCGCTATCTTAAACATAGTCGGAAAATGTGCTATATGGATCATCGTGTTTTTCTACCGATGGATCATCCATGGAGATCAAACAAAAGATCATTCAATGGAAAAACTGAATTTAGGCCTCCTCCAGCTCCTTTAAAGGGAATTGATGTTCTTAATAGCTTACGTGATTTTGAAAATGTGTTTGGGAAGAAGAAAAAGAGATCAAATGATGGCCCATGGAAAAAAAGGTCAATTTTTTTTAATTACCTTACTGGCAGCACAACTTGTTACGTCACAACCTTGATGTAATGCACATAGAGAAGAACATAGTTGATAGCATACTTGGAACTCTTTTGGATATTTCAGGAAAAACAAAGGATCATGCAAAAGCACGGTATGATTTGAAAGATATGGGAATCAGGAAGAACCTTCATCCACAAGATACAGAAGATAGTAAGAGAACAAAGTTTACAAAGGCGTGCTTCTCAATGACAAATGGAGAGAAATCCATCTTTTGTGGAGTTTTAAAGACAGCCAAGCTACCTGATGGTAGTGCCTCCAATATATCTAGGTGTGTGCACTTGGATGAAAGAAAGGTGTCTAATTATAAAACCCATGATGCTCATTTCATGTTACATTACTTGCTTCCAATACCAATTAAAAGCATTCTTCCTGATCATGTGGCTATTCCTTTGATTCGTCTAAGTTCCTTCTTCCATCGTTTGTGCCAAAAAGTAATCACATTGGAGGAACTGGATTGCTTAGAAGTAGAGATCATAGAAACAGTAAATCAGTTGGAGCGAATTTTTCCTCCTTCATTTTTTGATATCATGATTCATTTGCCTATTCATTTGGCGAATGAAGTGAGATTAGGCGGCCCAGTGCAAAATCGATGGATGTATTCCACTGAAAGAGAAATGGGTACATTCAAATCATACATTCGCAATAGGCGTTTTCCAGAAGGTTGCATAGCAGAGACACGAGTGGGAATAGATTGCATGAATTTATTCTCAAAATATCTGCATCGGGGTGTGCATACCAGATTTAATAGGAGAGCGCGAAACAATGATGAATGTGACCCAAGTGACGCAGAACCTGTGAGTTTGTTTTCTAACAAAGGAGTTCCTTTAGGAGCAAAGAAAACTGATCCAATCATTTTAGATGACAAGTCACTAAGTCAGGCACATGCATACTTATTGGGAAATTGTGACGATGTTCAAGAATATATTAGGTACCTTAATTTGAATATAGCATTCCTTTTGTATAATTAATTTTTATCTTATTTAATTTATTATTTTAACAAATATAGTAAATGTTTTGTAGAGAGCATGAGCAAGAGGTTAATAATCANAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACTCGTGCTTTGCAAGAGGATGTGCCTGATTTGATAAAACAATTGTCTAGAGGACCAAATTCTGTTGCAAAAAGATATTCTGGGTATCTCATAAATGGATATAGATTCCATGTTAGGCAGCGTGATGCAAGGCGTAAAACACAAAATAGTGGTGTTACACTAATTGCCTCAACTACAAGCTTTGCAAGCTCAAAGGATAAAAATCCGATTGCTGCAGATTTGACTTATTATGGTAGAATAGTTGATATTGTTGAATTAAACTATTACAGCCATTTTAAGGTTGTTTTATTTAAGTGTGATTGGTATGAGGTTGAAAAAGATGTTTATGGCCTTACTTATGTCTATTTTAACAAGAGATGCTCTCAGGAAGAGCCTTTTGTGCTTGCATCTCAAGTACACCAATGCTTCTATGTGCAAGATCCATATGATCAAGATAAACATTATGTTATGAAGACTGTTCCAAGAGACTTGTTTAACATGGGTGATGAAGTTGAATCTAATCTCCCACAAAGTTATGAAAATGAGCCATCTGAACATTCGAAGGGTCCATCTATACCAAAAGATAATGGTGAAGTACTCTTAACAAGGACTGATTTACCAGAAACAATCATTGATGTGCCTGTGGAGGAATTTGTCAATCAACAACTTGAAGTCGAGTATGAAGAGGAGTTTGAAGACGAGTTTGAAGACGAGTCTGAAGATGAGTTCGAAGATGAGTCTNCAGATGAGTNTGAANACGAGTCTGAAGATGAGTNTGAAGATGAGTGTTATAATGAAGTCGAGTCTGAAGAAGAGTCTGAAGAAGACACACCATGAGTTTCATTATTGTTGTGATGATCATATAGTGCTCACTCACTGTTTTTGTAATATAATAGTTTTTTTGGTAAAACACATTAATATATCTAATCTGTGGAATGTAATATTAGATCGCTACAATGTTTAAGTATTCTGTTGGCTTTTTTCATGCGCCCAATTGTTGTTTTGTTAAGTAATNNATGTTGCCTTCTTATCTGATTATTATTTTATTGAGGAACCTATACTTCTAGCTGATTTTTGCTTNATTTGGTTGTTTGTTATTTATATACTTTCTGGTTTCATTTTATTATCAGGCAGTTGGCATTAGAGGCATTCAACTCTGTAGTTTGAAGTTGCTTCTGGTTTGGTCGTTGTCCCGAGTTTGTCGCTCCGAGAGAGGTACAACTCTTTACCTTTTATTAATTTAAGTAATAAGAAGCTCTCCAGTTTTTAAATGTGGATGCAGCCAACGGCCTCTGTTGAGGGAAGAACCCCACCCAGGATTGGAAACATTGGGCATGTGACGCGAATAGCTAACAAACTTGTTCAACTAGGGAACAATAATAATGGCATACAGTCGCGTCTGCAGTTGTTTGAAATATCTTGTTTCATATGTTATCAATTTTTTCTGTTTGTTCATGTAGTTCTTCCAATTTGAATCCGTCCTGTTTTACTGTGCTATTCAGCTACACAAGGCACAAGGATGTTTGCACTTCGAGTAGCTGATTTTGCATTTGATAAATAGAGATTTCTTAAGGTCCATTTGGCAGTTGCTAATACTAATGTGTTCTGCATTTTCATCAAGTGGGGCAATCAGGGGAAGTAATGAGAAGCATGACACTATTGAATAGGGATAGAGGGAGTGAGAGTTTTCACAGGACACAAGTGACTTCTTTATGCATATTTCATTGGTCATCGCAGAAGTTGCTCTACTCATACTACCTGGTAGTGTAATAGATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGTTATGCCTTACAAAAAAGTCACTAAATCCCACATGCACATTGTTATCTAAGTCTATATGCAGACTAATGAGTCTTATGACAAATACCAAACTTAATTAAAGTGTATCAACAATTACGCTTTATTTCAGTTAGTTGGTATTGCATATATGAATCCTTTATATGAGAGATCCTGACTCTGTGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTGCATGGTATAAACCAAAAGGATTATAATTCTCTTAAATACATGGTGATGAGATGATGGAACAGTGTGCACANAAATGAGTCTGTTTGTTTCACAATGTCTTAGTTGATACGATTTATGTTGGTTTCTTATCTGATTATTATTTATTTGAGGAACATGTACTGATAGTTGATTATCAGATTCTTAGTTGTTATGATCGATTCGATCTGTTTTATTAAAGTTAACCGAGTCTTATTTTAGTTCGTTCCAGTCATCTTCAAAAAAGTTGATTTGTCTGTGTTGCTGTCACAGTAAACTAAAACTGCCCTCTGTATCTTAATGACAAATTTTTTGATTAATTTTTTAACCCAAGCAACTTGTGCAGTATGATTCGGTTAAGTAATTTTTAACCCAAGTAGCTCCTCAATTGTATTATGCACACTGTTCCTCTTAAATTAAGGGTGATGAGATAGTGGAANAGTGTGCACATGTTAGTAAGATTATCACGGCTAAGGTTACTTATGATAATCGTTGTGCCAGTGAGTACTGAATCAATTTCATGATTTTGTTACATTAATGCCTGTAATTAACATGGATGGTCATGTCGTGCTCAAACTATTTTTCAGTTTAAACTATTGAAAAAATAGGAATGCAACTGTTAAGCTGTTAGGAGTCTTCATTCAACATTTAACCCCAATGTACTGTTATGTCTGTATGTTACAGAGAGGGGCCATCAGAAGCCTCNGACAAAGATTGTTGTGTTGATTGTTGTACTGTATGTGTGTTTGACTTATTATGTGATTTAAAATGAGTTCTGTAATTACATTACCGTTTTGTATAAGTTCTGCAATATTATACAGTACTTTAATGTATAAATTCAGGAAATTCAGGAAATTTTGGAAGTTCTAGAAATTATAGAAATTCTGAAAATTTTAGAAACTCAAATGTTGCAATCTACTATAATAAGCTATCCATCTGTCAACCTTATATCAAAATTACATTGCTGCTACTTCTTTCACTTAAACAATCTTATTATTTTGTAGGTTTACTTACTATTGGGAAACAAATTGAAGAGATTTAAACAAAGCAAAAACAATGAATCAATCAACAATGCTAAAT

>rnd-6_family-1981#Unknown ( Recon Family Size = 42 Final Multiple Alignment Size = 39 )

ACTCCCTCCGTCCACAATTGTTTGTCAGGNTAAGGTCATGCACNCCCCTCAAGGAAAATTTAATACA

>rnd-6_family-1094#DNA/CMC-EnSpm ( Recon Family Size = 41 Final Multiple Alignment Size = 39 )

TGGATCCAGGATTTTCACTAAGGGGGTTCGAAAAAAAAATAAAAATGTAGTGCCTAAGATTTGAACTTGGAACCTCAAGGTGAATTTTGAACCCCTNAACCACTAAGCCAACCTCTAATCTTGTGTTCAGGAGATTCAAAATCTATATATANACATAAAAATTTAAAATNACCTTATATAATATACAACGTAATTTTTTGCCGAGGGGGTTCGGATGAACCCCCTCGNCANCCTCG

>rnd-6_family-2827#DNA ( Recon Family Size = 57 Final Multiple Alignment Size = 39 )

AAAATTACTGAAATACACGTCTTATGTTTTTCTTATTTTCAATATCCTCTTCTATTTTTAAAAATCTCTTATTTCTTTAATGTATTCGAGCTACATTTTAATGTATCCGAGCTACATATTATGTATCCGANCTATTNTATAATGTATCCGAGCTACATATTATGTATCCGAGCTACGTATAATGTATCCGAGCTANTTTTTAATGTATCCGAGCTACATATTATGTATCCGATTTATGTTATAATGTATCCGAGATACTCTTTAATGTATCCGAGCTACATATTATGTATCCGATTTGTGTTACTTTTTAAGGGATTAATGTAATTACAAACTAAAGAGGGATAGATTGTAATTTCATATTAAAACTATGTGATTTNTAAAATTTANACTTTTTTTCTAAAAATATGATTATGTANAATTGAAAAGATCC

>rnd-6_family-492#LTR/Gypsy ( Recon Family Size = 46 Final Multiple Alignment Size = 36 )

ATACACTTTAAAAAGTCATTCTTATCCTAAAATATATCAGTAATTATGAAATTGGTATGTCAATTAATAAGTCCACAAAAAGATTTTACTATAAAAGCTGAATGTAAATTTTTTTTCACATCCACCATCGAGAAAATTTTATATTTTTAGATAGTATATTCAAAGTCAAGCAAGGTTTCTACTTACTAGCTTTATATTTACAAGATTTTTTAATGTCTGACTTTATGAATTCACTATTATAAACTAATTATTTTTATTTTTTTGTGTAGATAAAATGAATACTTTCATCAACAATGAAGAGTTCAACAAGAAGAAAGTGATCTTCATAATGGGGGCCACAGGAACGGGAAAATCCCGTCTCTCTGTTGACCTTGCCACCCATTTTCGAGGAGAAATAATCAACTCGGATAAAATGCAAGTTTACAAGGGACTTGAAATTGTTACAAACAAGATCACACACGCTGAGAAACAAGGTGTACGACACTATTTGTTAGGTATATATGTTTATTCTCAAGAATACTTATATCAAATGACTACCTAGATAATTTTATAGTAGTAATTATAGATTCTAGTGAAAAAATATACTTTACTATTAAAAAAATATTTCTTTCAATTCTGAGAAAGTTAATTTGATCACATTTTCTTAGGTGAAATTGAACCAGATTCAGACTTCACAGCTGAAGATTTTTGTTTGCAAGCTGTCGTCTATATAGAAAAAATACTGAAGACTCAACGTGTTCCAGTTATTGTTGGAGGGTCAAATTCGTATATCGAAAAACTTGTNGAAGATCCTGTGTTCATGTTCAAATATAAGTATGATAGTTGCTTTATTTGGATTGATGTTGAGCAATCAGTCTTGAACCGTAGAGTTGACATGAGGGTTGATCAAATGGTCAAAGCAGGTAATTTTTGTAATTATTTTATGTATCAATAAAGATATACTATCATGCAGCTAGCTAAAAANTTTTCTTATATAATTTTCTTAATAAACTTTTGGTTATCAAATATATGTTCTACTAAATAAAACTCTTCTTTAAATTTGTGTTGCATGCAGGGCTAGTGGATGAGGTGCGACAGATTTTCATTCCAGATGCAGATTACACCAAAGGAATCCGACGGTCCATCGGTGTCCCTGAAATGGACAGATATTTAAGGGAAGAAACAAATATAGACGGAGATGATGAATCAAAGCAGATGATTCTTCGAGCTTCAATTTCAAGTATCAAGCGTAACACTCGTATGTTAATTTGTAACCAACTTGACAAGATTCAACGATTAATAAGCGAGAAAATGTGGTCAGTGCATCATATNATTGCTACGGACGTTTTCAAAGAAGATAGAGAAGAAGATCTTGACGAAGCATGGACGAATACTGTTTTGCAACCATGCCTAGATATTGTGAAGAGATTTCTCAAAAACGATCATCACAATATTATTATTGAGTGTACATAAACTGTCATTATCGCCATCTTCTGTTTCGGTCTCTTTTATTTTTGACCTATTTTGTACGGTTTGTATCGCATTACAAATATATATGTATGATATGACCCTTATTTCTATATATGTTACTCTTGTCTGTAAAAAAATTCTTATCTATAGATGAAATATTTATTTTAAGTTTCGATCCAAGCCCAAGCCCCAAGTCCAAGTCCAAGTCTTCTATATTTAATATATATTAATACAAATACGTACGTACACAATTACATGAGATCACTCATAATGTCAAGCTAATAGAGTGATAAAATAATAAATCACCATAAATGTTCGGGAAGATTCCACCCTAAAAGGATTTTGAAGAATAGAATTCTTAACTCAATACTTAAAAATGTTACATAGACAAAGAAGATAAAATAGTAAATTTGTAATCTATCGGTAATGAATATATTCTACCTAATTCTATCACGGTGATTGAAGCTTGATTCAATAAAGTCCTTATCTATTATTATATGGTGCACAAGTTAATATAAATACTCGTAATTGAAATAGTTATCGATAATTGTTCACTTCCCTCTTATGGAATTAGACTTAACACTTATGATGTGTTGTTGAATAGTGTAAGATTTGACGCATTATCACTTGAATATATTCCGTCAGAAATATTATTGAGTTCTTTGTACAATCCTTTTGTAACTACTTGTGATCTCATAACAATATACATCTAGAAACGTCATCCTAAAATAATTTAAGCTTAATCGCCAAAATTTAAGGTGACATATCTCTAAATTTTTTAATGAACTATTCTTATTCTAAAAGATATGAATTTATATATATTTAATTTGGTTTACTAATTAATAAGTCTATAAAAAATCACATTTTTACTATAAAAGCCCAGCTCTATGTGATCTCCTAACAACGTACACTAATAACTTTATCCTAAAATATATTTAATAATAATTACCAAAATTCAAGTTGACATATCTATAAACTTTTAAAAGTCATTCTTATCCTAAAATATATCAGTAATTATGAAATTGGTATGTCAATTAATAAGTCCACAAAAAGATTTTACTATAAAAGCTGAATGTAATTTTTTTTCACATCCACCATCAAGAAAATTTTATATTTTTAGATAGTATATTCCAAGTCAAGCAAGGTTTCTACTTACTAGCTTTATATTTACAAGATTTTTTAATGTCTGACTTTATGAATTCACTATTATAAACTAATTATATTTTTTTTGTAGATAAAATGAATACTTTCATCAACAATGAAGAGTTCAACAAGAAGAAAGTGATCTTCATAATGGGGGCCACAGGAACGGGAAAATCCCGTCTCTCTGTTGACCTTGCCACCCATTTTCGAGGAGAAATAATCAACTCGGATAAAATGCAAGTTTACAAGGGACTTGAAATTGTTACAAACAAGATCACACACACTGAGAAACAAGGTGTACGACACTATTTGTTAGGTATATATGTTTATTCTCAAGAATACTTATATCAAATGACTACCTAGATAATTTTATAGTAGTAATTATAGATTCTAGTGAAAAATATACTTTACTATTAAAAAATTATTTCTTTCAATTCTGAGAAAGTTAATTTGATCACATTTTCTTAGGTGAAATTGAACCAGATTCAGACTTCACAGCTGAAGATTTTTGTTTGCAAGCTGTCGTCTATATAGAAAAAATACTGAAGACTCAACGTGTTCCAATTATTGTTGGAGGGTCAAATTCGTATATTGAAAAACTTGTGGAAGATCNTGTGTTCATGTTCAAATATAAGTATGATAGTTGCTTTATTTGGATTGATGTTGAGCAATCAGTCTTGAACCGTAGAGTTGACATGAGGGTTGATCAAATGGTCAAAGCAGGTAATTTTTGTAATTATTTTATGTATCAATCAAGATATACTATCATGCAGCTAGCTAAAAACTTTTCTTATATAATTTTCTTAATAATACTTTTGGTTATCAAATATATGTTCTACTAAATAAAACTCTTCTTTAAATTTGTGTTGCATGCAGGGCTAGTGGACGAGGTGCGACANATTTTCATTCCAGATGCAGATTACACCAAAGGAATCCGACGGTCCATCGGTGTCCCTGAAATGGACAGATATTTAAGGGAAGAAACAAATATAGACGGAGATGATGAATCAAAGCAGATGATTCTTCAAGCTTCAATTTCAAGTATCAAGCGTAATACTCGTATGTTAATTTGTAACCAACTTGACAAGATTCAACGATTAATAAGCGAGAAAATGTGGTCAGTGCATCATATTATTGCTACGGACGTTTTCAAAGAAGATAGAGAAGAAGATCTTGACGAAGCATGGACGAATACTGTTTTGCAACCATGCCTAGATATTGTGAAGAGATTTCTCAAAAACGATCATCACAATATTATTATTGAGTGTACATAAACTGTCATTATCGCCATCTTCTGTTTTGGTCTCTTTTATTTTTGACCTATTTTGTACAGTTTGTATCGCATTACAAATATATATGTATGATATGACCCTTATTTCTATATATGTTACTCTTGTCTGTAAAAAAATTCTTATCTATAGATGAAATATTTATTTTAAGTTTCGATCCAAGCCCAAGCCCCAAGTCCAAGTCCAAGTCTTCTATATTTAATATATATTAATACAAATACGTACGTACACAATTACATGAGATCACTCATAATGTCAAGCTAATAGAGTGATAAAATAATAAATCACCATAAATGTTCGGGAAGATTCCACCCTAAAAGGATTTTGAAGAATAGAATTCTTAACTCAATACTTAAAAATGTTACATAGACAAAGAAGATAAAATAGTAAATTTGTAATCTATCGGTAATGAATATATTCTACCTAATTCTATCACGGTGATTGAAGCTTGATTCAATAAAGTCCTTATCTATTATTATATGGTGCACAAGTTAATATAAATACTCGTAATTGAAATAGTTATCGATAATTGTTCACTTCCCTCTTATGGAATTAGACTTAACACTTATGATGTGTTGTTGAATAGTGTAAGATTTGACGCATTATCACTTGAATATATTCCGTCAGAAATATTATTGAGTTCTTTGTACAATCCTTTTGTAACTACTTGTGATCTCATAACAATATACATCTAGAAACGTCATCCTAAAATAATTTAAGCTTAATCGCCAAAATTTAAGGTGACATATCTCTAAATTTTTTAATGAACTATTCTTATTCTAAAAGATATGAATTTATATATATTTAATTTGGTTTACTAATTAATAAGTCTATAAAAAATCACATTTTTACTATAAAAGCCCAGCTCTATGTGATCTCCTAACAACGTACACTAATAACTTTATCCTAAAATATATTTAATAATAATTACCAAAATTCAAGTTGACATATCTATAAACTTTTAAAAGTCATTCTTATCCTAAAATATATCAGTAATTATGAAATTGGTATGTCAATTAATAAGTCCACAAAAAGATTTTACTATAAAAGCTGAATGTAATTTTTTTTCACATCCACCATCAAGAAAATTTTATATTTTTAGATAGTATATTCCAAGTCAAGCAAGGTTTCTACTTACTAGCTTTATATTTACAAGATTTTTTAATGTCTGACTTTATGAATTCACTATTNTAAACTAATTAATATTTTTTTGTGTAGATAAAATGAATACTTTCATCAACAATGAAGAGTTCAACAAGAAGAAAGTGATCTTCATAATGGGGGCCACAGGAACGGGAAAATCCCGTCTCTCTGTTGACNTTGCCACCCATTTTCGAGGAGAAATAATCAACTCGGATAAAACGCAAGTTTACAAGGGACTTGAAATTGTTACAAACAAGATCACACACGCTGAGAAACAAGGTGTACGACACTATTTGTTAGGTATATATGTTTATTCTCAAGAATACTTATATCAAATGACTACCTAGATAATTTTATAATAGTAATTATAGATTCTAGTGAAAAAATATACTTTACTATTAAAAAAATATTTCTTTCAATTCTGAGAAAGTTAATTTGATCACATTTTCTTAGGTGAAATCGAACCAGATTCAGACTTCACAGCTGAAGATTTTTGTTTGCAAGCTGTCGTCTATATAGAAAAAATACTGAAGACTCAACGTGTTCCAATTATTGTTGGAGGGTCAAATTCGTATATTGAAAAACTTGTNGAAGATCCTGTGTTCATGTTCAAATATAAGTATGATAGTTGCTTTATTTGGATTGATGTTGAGCAATCAGTCTTGAACCGTAGAGTTGACATGAGGGTTGATCAAATGGTCAAAGCAGGTAATTTTTGTAATTATTTTATGTATCAATACAGATATACTATCATGCAGCTAGCTAAAAACTTTTCTTATATAATTTTCTTAATAAACTTTTGGTTNTCAAATATATGTTCTACTAAATAAAACTCTTCTTTAAATTTGTGTTGCATGCAGGGCTAGTGGATGAGGTGCGACAGATTTTCATTCCAGATGCATATTACACCAAAGGAATCCGACGGTCCATCGGTGTCCCCGAAATGGACAGATATTTAAGGGAAGAAACAAATATAGACGGAGATGATGAATCAAGCAGATGATTCTTCAAGCTTCAATTTCAAGTATCAAGCGTAACACTCGTATGTTAATTTGTAACCAACTTGACAAGATTCAACGATTAATAAGCGAGAAAATATGGTCAGTGCATCATATAATTGCTACGGACGTTTTCAAAGAAGACAGAGAAGAAGATATTGACGAAGCATGGAGGAATACTGCTTTGCAACCATGCCTAGATATTGTGAAGAGATTTCTGNAAAGCGATNATCACAATATTATTATTGANCGTACATAAACTTTCGTTATCGCCATCTTCTGTTTTGGTCTNTTTTATTTTTGACCTATTTTGTACGATTTGATTCGCATTACAAATATATATGTATGATATNACCATTATNTCTATATGTGTTACTCTTGTTTGTTAAAAAGTTCTTACGTATAGATGAAATATTTGTTTTAAGTTTCGATCCAAGTCCAAGACCNAGGTCCAAGTCCAAGTCTTCTATATTTAATATATATTAATACGAATACGTACGTACATAATTACATGAGATCACTCATAATGTCAAGCTAATAGAGTGATAAAATAATAAATCACCATAAATGTTCGGGAAGATTCCACCCTAAAAGGATTTTGAAGAATAGAATTCTTTACTCAATACTTAAAAATGTTACATAGACAAAGAAGATAAAATAGTAAATTTGTAATCTATCGGTAATGAATATATTCTACCTAATTCTATCACGGTGATTGAAGCTTGATTCAATAAAGTCCTTATCTATTATTATATGGTGCACAAGTCAATATAAATACTCGTAATTGAAATAGTTATCGATANTTGTTCATCACTTGCCCTCTTATGGAATCCATGAGACTTAACACTTATGATGTGTTGGTTGAATAGTGTAAGATTTGACGCATTATCACTTAAATATATTCCGTCAGAAATATTATTGAGTTCTTTGTACAATCCATTTGTAACTACTTGTGATCTCATAACAATATACATCTAGAAACGTCATCCTAAAACAATTTAAGCTTAATCGCCAAAATTTAGGGTGACATATCTCTAAATTTTATATTGAAATATTCTTATTCTTAAAGATGTGAATTTGTATATATTTAATTTGGTTTGCTNATTAATAAGTCTATAGAAAATTACATTTTTACTATAAAAGTCCAGCTCTTTGTGATCTCCTAACAACGTACACTACTAACTTTATTCTAAAATATATTTAATAATAATTACCAAAATTCGAGTTGACATATCTATAAACTTTTAAAAGTCATTCTTATCCTAAAATATATCAGTAATTATGAAATTGGTATGTCAATTAATAAGTCCACAAAAAGATTTTACTATAAAAGCTGAATGTAATTTTTTTTCACATCCACCATCAAGAAAATTTTATATTTTTAGATAGTATATTCCAAGTCAAGCAAGGTTTCTACTTACTAGCTTTATATTTACAAGATTTTTTAATGTCTGACTTTATGAATTCACTATTATAAACTAATTATTATTTTTTTTTNNNTTTTGTGTAGATAAAATGAATACTTTCATCAANAATGAAGAGTTCAACAAGGANAAGGTTGTGTTCGTAATGGGGGCCACAGGAGCGGGAAAATCACGTCTCTCTGTCGACCTTGCCACTCATTTTCGACGGAGAAATAATCAACTCGGATAAAATACAAGTTTACAAGGGACTCGAAATCGCGACAAACAAGATCACAGACGCTGAGGAACGTCGNGGTGTACCACACCATTNCCTAGGCATATATGTTTATTCTCAAGAACACTTATTTCATATGACTTCCTAGATAATTTTATAGTAGTAATTATAGATTCTAGTGAAAAATATATACTATAGTATTAACAAAATCANTTCTTTCAATTCTGAGAAAGTTAATTTGACCACATCGTTGCCTAGGGGTAATTGATCCTTACAAAGAGTTCACCGCTAAAGACTTTTGTTTGCAACGCGGCTGTCGTCTACCGTTAACTCTATAACCAATACCGCGGACTAAACGTGTTCCTATTATTGTTGGAGGGTCAAATTCGTTCATCGAGGCACTTGTTGAAGATCCTGTGTTCATGTTCAAATATAAGTATGATAGTTGCTTTATTTGGATTGATGGTGAGCAATCAGTCTTGAACCGTAGAGTTTACATGAGGGTTGATCAAATGGTCAAAGCAGGTAATTTTTGTAATTATTCTATGTATCAATNNAGATATACTATCATGCAGCTAGCTAAAGACTTTTCTTATATAATTTTCTTATATAATTTTCTACTTTTGGTTATCAAATATATGTTCTACTTAACAAAACTCTTATTTAAATTTGTGTTGCATGCAGGGATGGTGGACGAGGTGAGACAGATTTTCAATCCAGAAAATGCGGATTACACCAAAGGAATCCGNACGGTCCATCGGTGTCCCTGAAACGGACAGATATTTAAGGGAAGAAACGTCAAATNCCGTAGACGGAGATAATGAATCAAACTCTCGCAGATGATTCTTCAAGCTTCGATTACTCAAGTATCAAGCGTAATACTCGTATGTTAATTTGTAACCAACTTGACAAGATTCAACGATTAATAAGCGAGAAAATATGGTNAGTGCATCGTATTATATGCTACGGACGTTTTCAAAGAAGACAGAGAAGAAGATATTGACGAAGCATTGCAACCATGCCTAGATATTGTGAAGAGATTTCTCAAAAGCGATCATCACAATATTATTATAGAGTGTACATAAACTTTAATTATCGCCATCTTCAGTTTTGGTCTCTTTTATTTTAGACCAATTTTGTACCATTATATCTATATATGTTCCTCTTGTCTGTTAAAAAATTCTTACGTATAGATGAAATATTTATTTTAAGTTTCGATCCAAGCCCAAGACCAAAGTCCAAGTCCAAGTCTTCTATATTTAATATATATTAAA

>rnd-6_family-4594#LTR/Copia ( Recon Family Size = 38 Final Multiple Alignment Size = 35 )

TGTTATAAAATANTATAGTGTGGATGTCCACTACACAAAATGGTTACTACATTACTTCCCTCCATTATGAAGATAATCCACTACACCAAGAAGTTACTACATTACTTCCCTCCATTATGAAGATAACCACTACACCAAGAAGTTACTCACCCATTATCTCCATTACTTTCTTCCATTATGAAGATAATCTCCACCTTTATGATAATTATT

>rnd-6_family-389#LTR/Copia ( Recon Family Size = 37 Final Multiple Alignment Size = 35 )

ACTTGTGGGTATGAGCTCTCTCTAAAGAAGNTGAAGATACCTCCTTCCAGTGAATGGGACTGGAGGGGGAGAT

>rnd-6_family-844#LTR/Caulimovirus ( Recon Family Size = 37 Final Multiple Alignment Size = 35 )

TCCTGTATAATATTTTAGTTAACTTCGATTAAAGCAAGTTAAAGGCTTTGGTTTCCTTATTATCATGTTGAGGTTTTGTCTCTGCATAAGTCTGAGTGTGCCGATTAATCTCCGGCTTAAGGACTTGGTTAGCCTGAAACTAGATCATTGTAAGTCCAATAAGACCCATGGGGGCAGGCAGCCGATCTTTTGGTGTTCCGTCCTACAATAAGACTTGCCAAAGACTTGTAATATCCAACATGCGTGATATAAGTTNAGTAATATCCAAAGCCAATTTAATTGTTAANTCATTGTTAACCNTTATATTACTTTTNGATAATCNCTGCTTTAATTTCTTTAGATCTACAAGAATCGTAGTTAAATTTTCATAAGGTCGATAATCTCTGTTAAAATTATTCGTATTGCTTAATTTATCCTTGATGTTCTTTCATGAATAACGACAATATTGTTAACTCTGTTAATNTTTCTATNTCTAAAGAAGATATGCGTTTACAAAATTGGTCCATTCCTAAAGAACCGATTAATAAGATTTACCAAATAGGTAATTTTAGTTTGTTTAAAAGTTTTAATATAAAAACTTGCGAATCTACTTCTGCAATTAATAACTCTTTAGAGACTATTAAATCGTTGATTGCTGCTGACATCGACAGGTATAAGAAAGAATTTAAATTTCTTCATATTGGTCTTGTNCAAGTNGCTGTTAAACCCCTATTCCGTAAAGGTTTAAATATCCCTATTTGTTTACTGCTTAGAGACGCTAGACTTCTCAATTTTGATGATTCGTTATTAGGAATCTTAGAAAGTAATCTNGCTNAGGGNCCGGTTTACTTTAATTGTTATCCCAATTTCTCTATAGANATAGAAGACCCCAATGTTCTTGATACCTTGACGCTTAACGTCAAAACNAAGAATATGAATAGCAAATTAGGAACCAGAGATTTAGCCGTAATATATCGAGTATATTACAAGCTAATGAAAACCACTATTGCCCCAAAGGCAATTAACTCTAGTNCCAAAGGTGCTACTATGCTTATGGAATCTAACCAAGAGCATAGCACTACTTTCGTTCCCAGAATGTTANAGTGGAATGAGATTCTCTCCGATGAAAGTTGGAAATTTGAATCTATCACCGAACCCCTTCCTGTTCAGCCTTCTAGGTCNTCCCTAGAAAGTGTTGTCCAATTTGCCGATGGATCTATTAACCTTANGTTTCTAAGATCCAACTCTTTCGGNCAAGAGTCTTCAAGCAGAAGAATGTCTACGGCTAGACCTTCTANTTCAAAAACCCGGGAGGGAGAAGATGACCTTTATGAAACTACNGAGGTTTCAGAACAGGGGTAAATTCCGCGGGGTGGATTTCACCCAAACCATNCCCAAGGTTTATTATGATTCTTCTTTTGCAGGAAGTCCTACTCCAAGCGAAATGAAAACCCCTTCTCATAAGAAAAAGGATTCNATAGGAGTTATCAAATCAGTCGATAACTTTACTCCTGATACGAAGAAGATCAATAAGTGGTGGATGAGTCCCAAACATGCTTTAAAGAAAGCATGGTATGTTGATACATACACAAGAGAACAAAGAGTCTTGTTCAAAGACAAATGGTTTAAGGATATGAAGAGATTCAAAACAGAAATTGAATTCTTCAAATGGTTTGAATGTTCGGGNCAAATCGATGAAACCAATTCATCGCTTCAGGTTTTGGTAAACAGGTGGCATACNAAAGACAAGGTTGTCGAAAGTATTACTCCTCCTCTTGAAGGATTAAACATTCCTTACAGAAAGGATGTTTTAAAGGCAGCTCCTTTCAAGAAGCCTTCTGAACGTAAAGGAAACAACCATTGTAACAGTTGAAGATATCAAACAAGGTNTTTGAACAAAATAATTATACTAATCAAGTTCTTCATGTTGTTTCTAAACAAATTGAAGACTCAAAGTATAATTANAGTGGTACCAGCCAGATTGGTAACAAACCCAGTTCTTCAAAATCTGGTTTCAATTTAGATACCAACCCCATCTTTAAAATCCATAAATTCTCCCCAGAAGATTTTCCCAAACCAGCTAATGAATTCAACAACTCTCCAGAAATCCTAGAAAGGATTAGTGATCAACTTAAAAGGATTAAGATTACTCAGGGAGATAAGGTNGGTGCTATTAAAGATAGGCTTCCTCACTCCAAAAACTTTTATCCCAGACCCTCTTTTCCTGACATCCAGTTCGAGGAAAACAATATGCATCCCCAGAGTGTTGCAGATGGCACAGGTATAA

>rnd-6_family-74#LTR/Gypsy ( Recon Family Size = 38 Final Multiple Alignment Size = 34 )

CATGTTGTTNNGTTTAGTTGGGTGAAGTCCGAGTAGCCCGTATTTGTGCCAAATGACGTAATTTGCCAAATGACGTAATTTGCCCAATGATAGAGCGGGTGACGTCATTCTTAAGGGNAAAAGTCGTCAAAGGCCAAATTTGGCAAAACCGGGAGAAGTCTGAGTATTTGGGGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCCTAAATTACATTGTAACTTTCGGCGGGCTAGTTCTTGCTCGCCGAANGNTGTCGGCGATTCGCCGAAAGGCCTTCGCATCGCCGACTTGCCAAAACTTTCCGANTTTTTTGAGCCAATCCTTTCGGCGAGCCCGATCTAGCTCGCCGAAGTGATTCGGCGAGTCTNTCTGCAACTNTTTTTCTGTGCNTTTGATCGAATTGTTTCTAACTTTTTCTCGATGTTTTGCAGANATGGNTAGACCAAAAGTCGCGGGTAGAAACATGCCACCCCGAAAGAAGGCTAAAGGGATNACAATNAACGAGGATGCAACTNCATCCAGGGCNAANGCAACAAAACTTCCCACATCTGGCGGGAAAGGAAAAGNCAAAGNGAAGGCACCTGCGTCACCAGAGCACAGCTCCGACAGTGACGGNATCTACGCCACNCNCCTCACCACNTCTGAGAGTGAGGGTGAGCACCAAGAGCCTCAGATTGCAGCTTCAGTGATGATGATGAGTTANTAGCGGCACAGAGGGCAGAGCTGCGNTCCAAAAGGATGAATGATCCGTCTAGGATCAGGANTCCTCAGGCCACCACCNCTCCTCCTCCCGCTCTAGCACANGCCGTGGTNCTAGCACCACCGGTACGGGGTCCTCCTCCCAAGTCGATGAACAGATTAAAGACTGAGGGGTTGAGGACGATTATTGAGGAGAAGCGTNTGTCCACNGATGGGGTGATCGATAGGTACCCGGAGATAATGAGTTGCCTNAAGTACCACGATTTCCAGATCTTCACCAAGCCTCGTGGCCCATATATTCCAAATTGGGTCCGAGAGTTCTACGCCTCTTATGGGNCCTTGATACCACAGAGGAAGAAGCATGCAACAACATTCAAACCGGTTGACTATGTGGTTATCCGGGGNAAGAGGGTCAAGTGTGACAGTGATGCTATTAACGCTGTCTTGNACGTCCCGACGACATTGATGATGACTACCAGCACATGATTAGGANAAGACNNCTAGACAAAACGAAGAAGTGGTTAGCCCCGCTGATATCGGACGGTACTCCCAAGTGGCTCGAGGTTGGAGTTCCGATTGAAAAGAAGGACCTAAACGTAGCTGCAAGGTTCTGGTTTGGCTTCATCAGCAGCACGATTATGCCATCCCAGAACGAGTCGATTCTCCGCCACGCCAAGGCAGCCTGTNTGGGTTGCATCATTGATGAGACGAGGATAAATCTGGGGATNACTATNGCACANGAGATGNTCATGAGGGCCAAGCAGCGCCAGACCTCCCTTCCCTTCCCGGTATTGATCACCGAGTTGCGCAAACGNGCTCGGGTACCTAGAGATGCGAAGAAGGATGTGGAAGTGATGCCTACATCCTCTACTGATATCCAGAGGATCGAAGTTGAGTATCTNAAGGACGAGGCGAAGAAGAAGAAGGCAGCCCCGGTGGATCCTTCCCCGGTCGTGGACACAGACGCATTACCTGCGGAGGCANCTTTGCCTACTCCGGCCCTTAGGCCTTCAGGTACATCTANTGCTATTCCTTCTGANACCCCTAGTTCTTCTACTGCTNCATTGCCTCCTAGACCTANTGTTGNTGGTNTNCTCCCGGACCCCGCTCACCCAGGCTTCATTACTNCGAATGGGACAGCTNGCCTATTCTGCCGATCATCGGGCTGCCAGACTCGAGNCCTCCATTCCGGGCATGATTCAGACCGCCCTNGCTGATGTTGTGACACCATTGAGCGCTACTATTGATGCCCTTGCGGCGAGGATAGCGGTGTGCGAGCGTGGNCAAGGGGCCACCGAGGAGGTGACGACCTTAAAGGCCGCTATTGCTGCGTTNAGAAGGGACGTGGACCAGCTGAAGTCCACCGACATGTCCATGATTTTCGGGATGGTGGAGATCCCAGATGTGTTCCGNAGATGCCTCCGGCTACCACCGGAGATGATGTTAGAGTTGAGGAGACGATTGATCCCGAGTCTGAGGCGGAGACGGATGAGGAGATGCTNGAGGTCGCTGAGGAGGCTTCTTATGAGGGCCTTACNGAGATTGAGGAGGCCATGGTAGACGCANTCGCGCATACCTCTTTGGCAGATACACCTTTGGTTGATCCTAGTAGANCCGATAGTACTGTTGATTGGCACCGGGCACTGATGCCCAGACAGACGGAGCGANTGCTTAGACAGGATCCCTTTTTACCTCCCTCTTTTTNACTTTATTTGACTTTTGGATATTTTATTTCGTTTGCATTTGAGGACAAATGGCTTTATTTGTGGTGGGGTGAGGCCCACCTTTTGTGNCGTNTCGNTGTGATTTTTTGTGTATATATTTGGGTTTTTGCGCTATATATTGTGTTTTACACTGTTTTTGCGGATGATTGAGCTTGTGGCTCCTTATTTTAATTGTAAATGATTTTTGACCCTTCNGAAAAAATGTGTCACCTCTTGCTTG

>rnd-6_family-466#rRNA ( Recon Family Size = 44 Final Multiple Alignment Size = 34 )

GGCCGGCCGGTCCGCCCTAGATGTGCACCGGTCGTCTCGTCCCTTCTGTCGGGCGATGCGCTCATGGCGTTTAATGGCCGGGTCGTGCCTCCGACGCTGTTACTTTGAAGAAATTAGAGTGCTCAAAGAAAGCCTACGCTCTGTATACATTAGCATGGGATAACATTATAGGATTTCGGTCATATTACGTTGGCCTTCAGGATCGGAGTAATGATTAACAAGGACAGTCGGGGGCATTCGTATTTCATAGTCAGAGGTGAAATTCTTGGATTTATGAAAGATGAACAACTGCGAAAGCATTTGCCAAGAATATTTTCGTTAACCAAGAACGAAATTTGGGGGCTCGAAGANGATTAGATACCGTCCTAGTCTCAACCGTAAACGATGCTGACCAGGGATCGACGGATGTTGCTTTTAGGACTCTGCCGCCACCTTATGAGAAATCAAAGTTTTTGGGTTCTGGGGGGAGTACGGTCGCAAGGCCGAAACTTAAAGGAATTGACGGAAGGGCACCACCAGGAGTGGAGCCTGCGGCTTNATTTGACTCAACACGGGGAAACTTACAAGGTCCAAACATAGTAAGGATTGACAGACTGAGAGCTCTTTCTTGATTCTACNGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGAAGCGATTTGTCTGGTTAATTCCGTTAACGAATGAGACCTCATCCTGCTAACTAGCTATGCGGAGGTATCCCTTCGCGGCCAGCTTCTTAGAGGGACTACGGCCTTTTAGGCCGCGGATGTTTGAGGCAATAACAGGTCTGTGATGCCCTTAGATGTTATGGGCCGCACGCGCGCTACACTGATTATTCAACGAGCTTATAGCCTTGGCCAACAGGCCCGGGTAATCTTTGAAATTTCATCGTGATAGGGATATATCATTGCATTTATTGGTTTTCAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCGCGTTGACTACGTCCCTGCCCTTTGTACACGCCGCCCGTCGCTCCTACCGATTGAATGATTTAGTGAAATGTTCGGATCGCGGCGACGTGGGCGGTTCGCTGCCCGCGAAGTCGCGAGAAGTCCATTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGAAACCTGTACAGCAGAACGACCCGCGAACTCGTTTTAAACACCTGGGGGCGGCGCTCGCTCGTCGCGCGCCTCCCTCCTGTCGCCCGACGCGCGCAAGCTCTTCGGGCGACCANCGAACCCCGGCGCGGAAAGCGCCAAGGAATACTACAATCGACAGCCCTCCCCTCGCGCCCCGTTCACGGATCGTGGGGGGATGCGCGCTGCTCTGATAACACAAACGACTCTCGACAACGAATATCTCGGCTCTCGCATCGATGAAGAAGGTAGCGAAATGCGATGCTTGGTGTGAATTGCAGAATCCCGTGAACCGTCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCATTTGGCCGAGGGCACGTCTGCCTGGGCGTCACGCATCGCGTCGTCCTCCCGTGCACGTCGCAAGGCTGAGCGCGGGGGCGAAAGCTGGCCTCCCGTGCGCCCCGAGCGCGCGCCGGCCTAAATGCGAGTCCACGTCGACGGACGTCGCGGCAAGTGGTGGTTGAAACTCAACTCTCTCTTGTTGTCGCGGCTACAGCCCGTCGCGCGTCCGGACTCCCCGACCCTCACTGCGCCTCACCAGGCGCTCCGACCGCGACCCCAGGTCAGGCGGCATTACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGAAAAGAAACTTACAAGGATTCCCCTAATAACGGCGAGCGAACCGGGAACAACCCAGCCTTAGAATCGGGCGTCTCCGTCGTCCGAATTGTAGTTTGGAGAAGCGTTCTCAGCGGCGGATCGGGCCCAAGTCCCCTGGAAGGGGGCGCCGGANAGGGTGAGATCCCCGTCGTGACCGGACCCTGTCGCACCACGAGGCTCTGTCTACGAGTCGGGTTGTTTGGAAATGCAGCCCAAATCGGGGGGTGAATTCCGTCCAAGGCTAAATACTTGCGAGAGANCGATAGCGAACAACTACCGCGAGGGAAAGATGAAAAGGAATTTGAAAAGAGAGTCAAAGAGTGCTTGAAATTGTCGGGAGGGAAGCGGATGGGGGCCGGCGATGCGCCCCGATCGGATGTGGAANGGTGACGAGCCGGTCCGCCGATCGACTCGGGGCGTGGACCAGCGTGGATTGGTGGGGAGGCCAAANCCCGGGCTCTCGATACGNCCATGGAACCCCGTCTCCCCGATTGTGGAAGGCAGCGCGCGCCTCCGGCGTGCTTCGGCATCTGCGCGCTCCGGACGCTGGCTTGTGGGCTCCCCATTCGACCCGTCTTGAAACACGGACCAAGGAATCTGACATGTGTGCGAGTCAACGGTCGAGTAAACCCGTAAGGCGTAAGGAAGCTGATTGGTGGGATCCCCCTGAGGGGTGCACCGCCGACCGACCTTGATCTTCTGAGAAGGGTTCGAGTGTGAGCATACCTGTCGGGACCCGAAAGATGGTGAACTATGCCTGAGCGGGGCGAAGCCAGAGGAAACTCTGGTGGAGGCCCGCAGCGATACTGACGTGCAAATCGATCGTCTGACTTGGGTATTGGGGCGAAAGACTAATCGAACCGTCTAGTAGCTGGTTCCGTCCGAAGTTTCCCTGAGTATAGCTGGAGCTCGCGTGCGAGTTCTATCGGGTAAAGCCAATGATTAGAGGCCTCGGCGGCGCAACGCCCTCGACCTATTCTCAAACTTTAAATAGGTAGGACGGCGCGACCGCTTTGTTGAGCCGCGCCACGGAATCAAGAGCTCCAAGTGGGCCATTTTTGGTAAGCAGAACTGGCGATGCGGGATGAATCGGAAGCCGGGTTACGGTGCCAAACTGCGCGCTAACCTAGATCCCACAAAGGGTGTTGGTCGATTAAGACAGGAGGACGGTGGTCATGGAAGTCGAAATCCGCTAAGGAGTGTGTAACAACTCGCCTGCCGAATCAACTAGCCCCGAAAATGGATGGCGCTTAAGCGCGCGATCTACACCCGGTCGTCAGGGCAAGCGCCTGGCCCCGATGAGTAGGAGGGTG

>rnd-6_family-525#Unknown ( Recon Family Size = 39 Final Multiple Alignment Size = 33 )

ACAAAGGGTAAAACTTATCCGCATCGGGTGTTTACACCAAGTCAATACATGCATGTCATGTGTTTAAATTTATAGTTNATTTTACTTCATTAAATCACGTAATAATGNANATTGCATTGACTTGATGTAAACACCCGGTGCGGATAAGTTTTCC

>rnd-6_family-3271#Unknown ( Recon Family Size = 36 Final Multiple Alignment Size = 33 )

TTTTTAGAATAAAAATCAAATTAGGGGGTGTTAATGGNACGGTTCGGTCGGTTATTTTTTAAAATTATATCATCCCAATTTTCGGGTATTTTATAATATATAACCAAAATTATTTTTTTAAANTCATCTCAATCATATCGGTTTCTCTTCGGTATCGGTACGGTTCGGTTAATTTTCGTTTTTTCTTTTAAAATATCACCTCAAAATATACTATTATTAAAATATTTCTTTCGCAAATATGTTCTTGAAGAAACACTTTAATTCTTCACCAAGAAGACAAGAATGTAAAACCTTGTTGTCGTATTGTTTGATCTTAAACATTTAATGNNATTGTTTGATAGAGTATTTATTATAGTATCTTTTATTTTAAACCTAATTAANTAAACGCTAATTAAAGAGCAAAGACTCAAAGTCGTCACGTCACCAGAGGCCTAGGACCTAGGTTATATTTATATTTGAAAAATGTTATAAAATATATTTATATATTAAATTTAACATATTGTTAATATATAAAATATATTTACGTACACGTAAGGTTATTCGGTTCGGTTCGAATTTTTNTTTTTTTTCATAAATTAAAAAGATCATCCCAATTGTTCGGGACGATTATACACTTAAATAAAAGTCCACGATTTTATTGAAAAATAACATAAATCGATTCGATTCGATTAGGTTCGATCGGTTTAC

>rnd-6_family-1221#DNA/hAT-Tag1 ( Recon Family Size = 34 Final Multiple Alignment Size = 32 )

TGGGACTCGTCTCGGGGCTCGCCCTGGGGCGGGGCTCTAGCAAAACGCCTCGAGACTCAAGTGTGGGGCTTAGTTCTGCAAGACTTACGCCCTAAGCGCCCGATTGTACGCCCTAAGCACGCCCAACGCCCAACGCTCGGGGCTCGCCTAACAGATCTTACACAAATTATGTGTTAAAATCTTTAGTTAACATTGTTGACCCTCATAATTCTTGAATAAATGAATGATACTTAATAATTTTTTAATCTATAGAGATAAGAAGATTGAGAGTAACTCAAATAACAAGTTGTAGTATCACATATTTACTATTTGGTAACACTGTGAAGGTGATTATATATTACGTAACATTTCTTTAAAAATACGTAGCGAAATTTTACTTTTTCACTTATCATTGGTCTTCATGGTTTTGTCATATGTCTCAAAATTATCATATTTTATTTAGCTATTTGAAAGTAATTTTATTTTTATTCATGATGGAGTGATGTTTTTATTATAATACTAGTAAGTTTTATTGATTATTTTCTTTTAGGGGGGTAAATTGTATAGTATGATAAAAATATATTTTTAGAAATAATGATTCTTTTATTATTAGAAAGTTAAGATATTAGATTATTTATACTTGTATAATCATGTTAGAAGTTTTATTTTCTATGAGTTTCCTTAATCATGTTTGTAATTATTTCAAACTATTGATGTATTTTTATAATTTTGTGTTATTATATTATTATACTATATTGTAAATTAAAAATTTAAAG

>rnd-6_family-1001#DNA/hAT-Tip100 ( Recon Family Size = 35 Final Multiple Alignment Size = 32 )

TGGCGTAGCCAGAAATTTTACGAAGGGTGTCCAAAATTCGCATAGCTAATAAAAATAATTTAACGAATGGGTGCACTAAAATTTTGTAAATCGAACTACGTAACATTAATGATTAATTTTTTTAATTAAAATATACCAAAATTTTTAAAATCAAACTACATAATATTTAGCTTTAATGTTCACGTTTATTTAATAGGAAGTGAACGAACAAAGAAAAAGAGAGANANTTCAGTTTAGAGTGAAATCACTTTTATGCTTCAAGATTTCACGAACCTCTGACGACTAACAACGAGAAATGAAAAATAAAGAGTAGAATCAAACGAGTTATATTAAAAGAAATTTATATAAAGTNTTTTCACTTTTAGTAGCTTTATGGAATAAATAAATAGGATTTNCTTATTAACTTTAAATTAAATAATTACTTTTAAATTTTATTTAAANNTTTAATGAAAAGAATAGAATTTNCTTATTAACTTTAAATTAAATAATTATTTTTAAATTCTATTTAAATTTTTAATGAAAAGAAAAAATCAAAGTCAAATAACGGGAATCGAACCCGCACACCGCAAGTTGCAAANAACTTAGTAAGAGTTGAACA

>rnd-6_family-225#LTR/Gypsy ( Recon Family Size = 33 Final Multiple Alignment Size = 32 )

CTTATGTCCCTTTCCGGTATGTGCTTCTTTANTGATTTATGAAAATTTCCAGAATTTCTTATGATTATGACTTGNCTTGTTGGACTTGATGTTTTCCTTATGATGATGAATTGATGTTAGAAAGACATGTGTGGCTTATTCCCAAGTGGGGGATAGNGAGCCCTTTTCATAAGGTCTTTATATGATTATGTGTAGCTATGGTTTTCTTTGAATGTTATGAAGGTGTGTAGGCCTTGTTAGAATTGACCTAGTCGCATGGAGTTGTCCTTTGTTGTGGCATANTTGGGTCAATGCGNATTCTAGGCTCCATGAAGTTATGTTGAGCATGTCGTAGCTAGGAGATGTTAGTTTCTCCTTGGACGTTAGTAAGATGTTTCCTTCATGCATTTNAAGTTGCATTAGGTATGTCTAGCTTCGAATTGGAGTTTCCTTGGTTGGGTGTGTGCATTTAGAAATAATGC

>rnd-6_family-436#LINE/L1 ( Recon Family Size = 38 Final Multiple Alignment Size = 32 )

GTATGAGGGGTGTTTGATGAAGGAGGAAGTGTCCTGGAGACAGAAATCAAGGGCTCTNTGGCCGAAAGAGGGTGATAAGAATACTAAAGTTCTTCCANAAAACGGCAANCGCACACAANAGATTTAACAATATTGATCAACTGGAAGTGCATGGAGAGACTATAACTGANCCAAACAGAATTAAAGAAGAGATTATNGATTTCTACAAAAAGTTGTATANAGAAACTGAAGATTGGAGACCCTTTCAAATTTCAAGGACGATCCCAANATTAAAGANGAAAAGNATGAATCGTTCAAGCAGAACTTTGAGGAANAAGAAGTNNTGAAATGCTTAAAATTGCGTGCTGCGGATAAAGCNCCTGGNCCNGATGGNTACACNATGGGTTTTTTCGTANANTGTTGGGANGTCGTGAAGNAGGACGTNATGGANACCGTCCGGAACTTCCACTCAACAGGGATNTTTGAGAAGAGCTTCAATGCAACNTNCGTAGCNCTGATTCCNAAGAAGGTNGGNGCNANNGAGTTGAAAGATTTCAGACCNATNAGCCTNATTGGGAGCGTNTACAAGNTCATCTNCAAGGTNCTNGCAGAAAGGCTNAAGAGAGTTGTGGTGGACGNNCANCAAATGACCTTCATNAAAGGAAGGCAAATCACGGATGCAGCTCTGATGGCCAATGAAGTGGTGGATTCTAGAATGNAGANAAAGACACCCGGNATTCTGTGCAAACTNGACATCGAGAAAGCCTATGATCACGTNAATTGGGATTTCCTNCTNAAAATNCTNNGGNAGATGGGNTTTGGNGAAAAGTGGATAAANTGGACGAAATTTTGTATCTCCACAGTGAAGTTCTCTGTTCTNATTAATGGGTCTCCCGAAGGCTTTTTCTNATCTNAGAGAGGNNTNAGGCAAGGCGACCCCCTNTCNCCCTTCCTCTTCATCCTAGCTATGGAGGGTCTAAGTGATATGCTGAAGAAAGTCCAGACAAACGGCAGGATAAGGGGNTTCGAAGTGAGCGAGGGGGATTNACTCGAAGTTTCTNNCTCACATCTACAATATGTCGACGACACGCTAATANTATGTGATGCAGAAANTGNACGATCGCAGACGCTTGAGGGTTATATTCGTCTTGTTTGAAGCAATNTCCGGACTCNATATCAATTGGGAAAAGAGCTTCATTTATCCGGTGAATGAAGTACCAATACAGATCAGCCTCCTGGCAAACATTTTAGGTGGCAAGATAGGGGAACTCCTTCCACNACCTATCTTGGCATGCCTTTAGGAGCTAAGAGTAAATGTTCGAGNCATATGGAACTACGTGGTAGAAAAATGCGAACGGAAGTCGGTCAACTGGAAAAGTCAATACTTATCCTCGGTTGGCAGAGTCACACTCATCAACGGTGTTCTTGATGCCNTGCCAACCTATATGATTGTCCCTTTTCCTATGCCCGGGAAGATCATTCAGAAGCTGGACAAAGGTTGGACGCAATCAGAAGAAATTTTCTTTGGCAAGGNAATGNGGAANTAGTAAGAAATTTCACTTGGTCAAGTGGANCGAACGTTATCGTCAGCAAGGAAGAAGGGGAACTAGGAACNAGGAATCTGAAAACCCAAAATCGCAAAGCCCTGCGAGGTGAAGTGGTTGTGGAGGTATCATCAAGAGGACCAANCCCTATGGTAGAGGGTGATCAAGCGCAAGTATGAGCGNCNAAACAAATGGGTAACNAAAGAGGTCAACACCCCTTATGGCGTCGGCCTNTGGAGANCCATTAGAANNCTNCGGCCAAGATTTCTCAGTAACCAGTNAACTGTTAAGGTGCGAAATGGTAGAAAAACCNGTTTCTGGTNCGATAAATAGTTGGATGGNACGAGCTCTTAAAGACCGCTTTCCCTGACATCTTTACACTGGCTCAACGCCAACAGAAGGCTGTCGCTGAAATGTGGACGCCACAAGGNTGGAATTTGATNTTCAGAAGAAACCTNAATGACTGGGAAGTAGACAGAATACTCGAATTCTTTCGAAATACTGGAGAGTTGTCGAGGAATACAAACAGGCGAGGATTATCTATGGTGGCAGGNGGCACAACANAGGAAGTTACAAGGTGAAAGAAGGATACAAACAAATAAGCGNTTCGACCGGNAGCATTCAAGNAGTTCAAATGGCCTTGGAAGCGAATCTGGAGGGTCAAGGTGCCACATAAAGTGGCNTGCTTCGCATGGCTGGTGGCCAAGGAGGCNGTCCTGACNCGGGATAANTTGNTAAGAGAGGAATNTCTCTATGCANCAGATGTTTCTTGTGTGGAAGGCTGACGAGAGACAGTGAGACACCTCTTCCTACACTGTAACNTTACTGAGGCAAACTGTGGCAGANTTTCGTTAATCTCGGAGGCATATCTTGGAGTATGCCTAGCAAGATTGATGAGACTCTATTNGGTTGGGAGATGGCTGNAGTCGGGGCTACGAACAGAGAAAGATGGAGGATCGTCCCTGCTTGCATTTGGTGGACTATATGGAGGGAGAGAAACGAGAGACGTTTTGAGAACGNGAGCAGCAACCTGCAGAAGATCAAGCTGAATTGTATTAGNTTNTTCTGTTTTTGGTGTAAACAAATGTCTACTCCGATGAAACCGAGNCGATCATAGATGTTTTAGGATCCATTTAGGTATCCTAGGTTCAGTTTTCGGATAGACTTTAATCTTTCTTTCTGCTTTTGTAAATATGGTTTAGTGCTACNCAAGCACTGGTTTCAATGAATATACACAATGTTACCTTCTCAAAAAAAATAAGT

>rnd-6_family-2527#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 32 )

AGCATCAAAATGGCGCCGCTGNTGGGGAGTGGTGTCACGTGAAAATGTAGTTACTTAGAGTTTTTGTTCTTTTTAGTGTAGTTTACTAATTTTACTTTTAGTTTTGTTTTTGTTTCTTCTATTGTTTTGTTTTTCNTTTTAGTTGTTNNTGTATGCAGGTACTCTAAGCATGACGAAGGAGTGGGTGGAAAGCCGGTTGAGGCGAATCAAGAAGTCGAGGGTGACTTCACGTTAACTGCACTGGTANCTCAACTGAACGACTTGGCCACNAAAATATCTGAGGTGGAAAACCAGTGCAANCGCGAAGGGAGGTATATACCTCCTCATGAGCCGAGAAAGTCTAGAGAAGATGAGAANAGTCGTGTTGAGGACACGCTTCAAATCATTCTCCAAAAGATCACCGATCAAGATCGAGTGTTGGACGAAATGAGAGAGAATATTGAAGCGTTAAATCAGNTGATCGGATCTCACTCTAGATCAATTCAGCACATCGGATCACTCCTGATGTTCGCCATGCCTCAGCTCCACCCTGAAAAATATA

>rnd-6_family-746#LINE/RTE-BovB ( Recon Family Size = 36 Final Multiple Alignment Size = 32 )

AGACAAGATGAGGGAAGCGAGGCTGAGATGGTTCGGACATGTGAAGAGGAGATGCGCAGATGCCCCAGTGAGGAGGTGTGAGAGGTTGGCTATAGCGGGTNTNAGGAGAGGTAGAGGTAGAC

>rnd-6_family-747#DNA ( Recon Family Size = 37 Final Multiple Alignment Size = 30 )

CTCGCCTCTCTCCTCCCTCTCCCAGTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTCGCCTCTCTCCTCTCTCTCTCCCAGTCTCGCTCGCCTCTCTCCTCCCTATAACATGTAGCTACGAATTGTAATTATCAAACTATAGCTATGGAGAGTAATTAGACTATTTTTGAGTGGCTATATGTGAAAGTTCCCCTTTATTTATCNCTCTCNTAAATCTCGCTCGCCTCTCTCCTCTCTCTCCCAGTCTCGCTCGCCTCTCTCCTCCATATAACATGTAGCTACAAATTGTAATTATCAAACTATAGCTATGGAGAGTAATTAATTATTTTTAAGTGGCTATATGTGAAAGTTTCCCGATAAAAATATTACTACGTATATATTATATAAT

>rnd-6_family-488#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 30 )

TATATATATCAACAAATAATACATTCAATTAAGATCACAAACGTCATGTGGTGATATATTTGTCTTTTCAATTAGTAAATGTTAAACAACTCACATTTCAAATATTGTATTGATTTGTATTGGATTTATTTAGCAACAAACAACTCTCTAAATAATAAAATTTGTAAGCTAATTTATTTAAATAAATTTACTAGTACAAATATAAAACATAAAATCAAGAAAATAAAAC

>rnd-6_family-2106#rRNA ( Recon Family Size = 35 Final Multiple Alignment Size = 30 )

GCAATGCGTTGAGGCGAAGCAGTTGACTGTACATCTAGGGGTAAAGCACTGNTTTCAGTGCGGGCCGCGAGAGCGGTACAAAATCGAGGCAAACTNTGAATACNAGATACGACCNCAAAATAAATAGGGGTCAAGTTCATGGCTAGTGAGACAATGGGGGATAAGCTTCATCGTCGAGACGGAAACAGCCCGGATAACCAGCCAAGGCCCCTAAATGACCGCTCAGTGATAAAGGNGGTAGGGGTGCAGAGACAGCCAGGAGGTTTCGCCTAGAAGCAGCCACCCTTGAAAGAGTGCGTAATAGCTCACTGATCGAGCGCTCGTTGCGTCGAAGATGAACGGGGCTAAGCGGTCTGCCGGAAGCTGTGGGATGTAAAAATACATCGGTAGGGGAGTGTTCCGCCTTAGAGAGAAGCCTCTGCGTCAGCGCTGGTGGACGAAGCGGAAGTGAGAATGTTGGCTTGACCAACGCAAAAATTGGTGAGAATCCAATGCCCCAAAAAACTAAGGGTTCCTCCGCAAGGTTCGTCCACGGAGGGTGAGTCAGGGCCTAAGATCAGGCCGAAAGGCGTAGTNCGATGGACAACAGGTGAATATTCCCGTANTACCCCTTGTTAGTCCGAGGGACGGAGGAGGCTAGGTTAGCCGAAAGATGGTTATNGGTTCAAGAACGTAAGGCGTCCCTGCTTTTTCAAGGTAAAAAGGGGTAGAAGAAAATGCCTCGAGCCAATGTTCGAATACCAGGCGCTACGGCGCTGAAGTAACCCATGTCGTACTCCCAGGAAATGCTCGAACGACGTTACGCAGCGNAAGGGTACCTGTACCCGAGACTGACACAGGTGGGTAGGTAGAGAATCCCTAGGGGCTCGACACAACACTCTCTAAGGAACTCGGCAAAATAGCCCCGTAACTTCGGGAGAAGGGGTGCCTACTCACAAAGGGTGTCGCAGTGACCAGGCCCGGGCGACTGTTTACCAAAAACACAGCTCTCCCAAAAGTCGTAAGACAATGTACGGGGGTTGACGCCTGCCCGCTGNCGGAAGGTCAAGGAAGTTGGTGACCTGATGACANGGGAGCCGGCGACCGAAGCACCTGGTGAACGNCGGTCGTAACTATAACGGTCCTAAGGTAGCGAAATTCTTTTCCGGTAAGTTTCGACCCGCACGAAAGGCGTAACGATCTGGGCATCGTCTCAGAGAGAGGCTCGATGAAATAGATATATCTGCGAAGATGCGAACTACCTGCGCCCGGATAGAAAGACCCTATGAAGCTTCACTATTCCCTGGGATTGGCTTTGGGCCTTTCCTGCGCAGCTTAGGTGGAAGGCAAAGAAGGCCTCCTTCCGGGGGGCCCGAGCCGTCAGTGAGATACCACGCTGGAAGGGATAGAATTCTAACCTTGAGTCAGGACCTACGGGCCAAGGGACAGTCGTCTCAGGTAGACAGTTTCTATGGGGCGTAGGCCTCCCAAAGGGTAACGGAGGCGTGCGAAGGTTTCCTCGGGTCGGACGGAGATTGGCCCTCGAGCGCAAAGNCATAAGGGAGCTTGACTGCAAGACCTACCCGTCGAACAGGGACGAAAGTCGGCCNTAGTGATCCGGCGGTGCCGAGTGGAAGGGCCGTCACTCAACGGATAAAAGTTACTCTAGGGATAACAGGCCGATNACTTCCCCAAGAGCTCACATCGACGGAAAGGTTTGGCACCTCGACGTCGACTCTTCGCCACCTGGGGTTGTAGTATGTTCCAAGGGTTGGGTTGTTCGCCCATTAAAGCGGTACGTGAGCTGGGTTCAGAACGTCGTGAGACAGTTCGGTCCATATCTGGCGTGGGCGTTAGAGCATTGAGAGGACCTTTCCCTAGTACGAGAGGACCGGGAAGGACGCACCTCTGGTGTACCGGTTGTCGTGCCCACGGTAAACGCTGGGTAGCCAAGTGCGGAGCGGATAACTGCTGAAAGCATCTAAGTAGTAAGCCCACCCCAAGATGAGTGATCTCCTATTCCGACTTCCCTCAAAGCTTCTGGTAGCACAGCCGAGACAGCGACGGGTTCTCTGCCCCTGCGGGGATGGAGCGACCGAAGTTTTTTTGAGAATTCAAGAGAAGGTCGCGGCGAGACGAGCCGTTTATCGATACGATAGGTGTCAAGTGAAAGTGCAGTGATATATGCAGCTGAGGCATCCTAACAGACCGCTAGACTTGAACCTTGTTCCTACATGACCTGATCAATTCGATCAGGGACTCTCCATCTATTTTCATTGTTCAAATCTTTGACAACACGAAAAAACCATTAATCAACTCTTTGAAAACATTTAAGAAAAAAACCAAAAGCTCTGCCCTCCCTCTCTGTCTATCCAATGGATGGAAGGTCAGAGGCCTTTGGTGTCCCCTCNAGTCAAGAATTAGGGCCTCACAATCACTAGCCAATATGCTTTTCTCTCATGCC

>rnd-6_family-16#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 29 )

AAAAATTGTATGAAATAACAAATTATTAATTCAAATTAAATGTTATAGCCATAGTTTATTTTATTTGTAATTCGCAGCAAACATTTCATTTTTTTGCCATCTGATTCGGTATACAATTAGCCATTTTATATATTTCGTTNNTNAATATATTTCGGTATATATAAANCGAACGAAAAANCGTATATACGNATACGTATATTTCGTNNTATAANTTACGAATATACGAATANTATAGATCTTATTATACAAATTACAATGTATAAATGAATTTATACAAAACTGAACAATTTGTATAAAATTGGATGTNTCTAGCGAATTATACAAATCAAA

>rnd-6_family-1060#LTR/Gypsy ( Recon Family Size = 32 Final Multiple Alignment Size = 28 )

ATTTTGGGTTTATCATTNACTATCATATGAATCTCTTATGTTTTCTTATTNTTTTATTTCATGCTTGATCACCATNGAAATAAACGTATTGTCCGAATTGAACTCGGGAGAGGAATAAGAGGATAGAACGTGGGACATAAGAAGCTTGTTGAACTCTAGATAACTAGGGTTGATTCGTATCTAGGATAGGGATATACCTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATGTATTCAAATCCCTTGAAATNGAANCGCGCNNGTTNNATCTTGTTTTAACTNNAAGCTTANAAAANAAATCANTCTTGAAATCNGGAATAACACTTGTGGTTATGCTNAAAATTTTGGATAAATTAATTGATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTTTTGGCGCCGCTGCCGGGGACTTTAGAATTAGGAGNTATTTGATTTTTTCTTATTTCTGAAGTAAAACGTAAGTGTTGACAACTTGATCTTAGCGTTTCATTATTGCAGGTTATTCTGAAACTCCAAACTGGACGACGATCGAGGATTGTTGTCGCCTCTNTCNGAACCTGAAAGATTCGTACANTCGAGAAGNCAAAGACGAGTCGCNTATTCGATTCCTCTTGTTNCTAGTGAACCAACATCTCCAATTAGCAAGAGTNAAGAAGATNAGAACCTGAAACAATGACTGATGAGATGAGGGTAAGAGACGTGGCAATCCCACGTCCCACCAATGTGACTTCGTGCATTCAGAAACCTGAAGCTGGTGGAAGGTTTGAACTGAAGTAGAGTACGGTGCAACTATTGCACACTAATGGGCANTTCACTGGTGTCTGTCGCACGAGGATCCNACAGTTCGCATTCAGAACTTTCTCGAGATCAGTGATACTTACACTCCAACTGGAGTGAATAAGGATTATGTGAGGCTCACTTTATTCCCCTTTTCTCTGCTTGGGGAAGNAAAAAGATGGTTAAACTCAGAGCCCGCAAACTCAATCACCACTTGGAATGATCTAGCACAGAAATTCCTCATNAGATTTTTTCCATCTGGGAAAACAGCTAAGTTGAGGAGCGACATCTTGAGCTTTNAGCAGAAAGGNGGAGAGAACTTGTACCAANCTCGGGACAGGTTTAAATCGATGTTGATGAGNTGCCCTCATCATCATCAATCTAATGAGGTGTTAGTNCATACCTTCATTGAAGGNTTGGAGCCTAACACCAAGATTTTACTTGATTCAGNTGCAGGTGGTCAGGNNTTAGAGAAGACNTATGCTAAATTATTCACCTTGTTGAACAAGATTTCTCAGGGTAATCTNGAATGGAATGGNAGAGGAATGAAACTCGTGGTACAGAAAACCGCAGGTATGCTAGAGGTAGATGTTGTGACTACTTTAACTGCACAGATTGCTGCCATGCAGAATATGATGAACACNCACTTCAGTAATACGACATTGGGACAACAGCCCGCTCAAGTNAATGNAGTCCAACAACCACNAACTTGGTGTGAGATTTGCGGNGGTAGTGATCATAGTGCAGAGGTATGTGGTGCAAACCCAGACTCTGTNAATTTTGTAGGTAATNCNCAACGAGGAGGAGGCCAACAGAACTATGGGAACTCTTACAACCCAAGTTGGCGNAACCACCCAAACTTTTCTTGGGGTGGAAATCAAAATCAAGNTCAAGGNNAGAATCAGTATAGACCCCAGGGAAACGCGCAAGGGTACCAACCGCAGGCGCAACGGGAGCAACCTAAACCANAATCCGGGAACATGAGCGTCGAGGAGATGTTAAAGAAAATCATGGANGATCAAGCTCAGTTAGCNGCTGATGTGAGAAATAATCAGTTGGCTACACAGAATTTAGAGAAGCAATTCGGGCAATTNGCTAGTGCCCAAAACTCNCGACCACAAGGAGGTTTGCCTGGNAACACTGATCCAAATCCCAAGCAAGTAAATGTNGTGAGTACTCGCAGTGGNCTGCAATTGGAGGAGTTAGCTCCTAAGAAAAGAAACANTGANGTTGTGAGTAAAGAGAGTGAACCTAAGGAGAGTGAGCACAAGGAGAATGAAGTCGTCGNACAAGAAGAAAGNGTGCAACCAATAGTGAAGCCACCTCCTNCGTTCCCNCAAAAGTTCAAGAAACANAAGGAGGATGAATGTTTCGGTAAGTTTNTCTATCTCCTTAAACAAGTTCACATTAACTTGCCNTTGGTNGACGTTTTGCGGGGTATACCTAAGTATGCTAAGTATGTGAAAGAGATTGTGGNAAACAAAAAANAAGGCTGACGGAGTATGAAACTGTGGAACTTACTGAAGAGTGCAGCTCCAGAATCCAAAANAGGCTGCCCNNNAAGTTGAAAGATCCGGGTAGTTTTACTGTGCATATTACTATTGGNCAAAGTGTTCATGCCGGGGGGTTGTGCGATTTGGGCGCGAATATAAACTTGATGCCTATCTATGTTTGTACCCAAGTTTGGGTTGGGTAGTCCNAAATNAACNACCGTTATTTTGTAGTTGGATNCATCGGACTAGTCTTGAGGGTGTTGTAGAAGATGTGTTGGTACAAGTGNGATCTTCGATTTTCCGATTCCGTAGATTGTCGTGGTATTTCGGATTTTGANCCNGATCCTGAGGTCCCATTCGTCTTATGGCGNCCCTTCTCAGATGGGTAGGGCGCTGATNGATGTGGCAGCTGGTCAACTGACCATGAGGGCACATGATAAGGTAGAGGTATTTGATGTNTACCGGGCNCTTAAACTGCCNTCTGTTTATGAGGAGTTGTCTGCCATCACAGTGGTTGATCTCGAGGCGGAATGCCAAGTACGTTGCGNCTAAGGACCCTCTAGAGAGAGTGTTGGTGGGNCATGACATATATGGAGACGCTGAAGCCCAAGAAATCGGNCGCNAGTTCTGGATGT

>rnd-6_family-1519#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 28 )

TTTTCAAGCTTAAGTTGTTGTTTAGCATTCCAACTCGCATACTCGTACATTCAATGTACTGATGCCGGTTGGCCTGCATCGTNTCATGATGCAGACGCAGGTAACCAGGATCGACATNCGGCGCGTCGTTGATCCAGTTGAGCACCCGGAGTCAGTCGGTGAGCCTCCTTGCATTCCGGAGGATCCATTTTATTGCTTTTCAGTCTTTCATTTATAGGATGTTGTGGGATCTGTCCCGACATCCATCNTANTATTTTTAGAGGCTTCATAGACAGACAGACAGTTAGTTCAGTTGAGTCTTCTTTCATTTNTAAACGTTATATTTTTAGACTTAAGTGCCATTTTGGCTAAGNNTTAATTTACGTTATTTATTGAACGAGTNTATTTTTATCTATTGAGTTAATGTCTTCCGCCGAGTTAAGTAAGNCAGNCCAAGGGTCCGCTCGGGGCCAGCAATGGTCTTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGGCGCGACAAACTTGATATCAGAGCACAGAGTTCAAGAGTCCTAGGGAGTCTATGAAGCCGTGTCTGTAGAGTCTTAGTCATCGGTGTGAAGCGCGCCACGTCTATGATTAGGAGGCTACAACATTTAGGAATTCCTCACTTCTTTCATATTCCTTTTCGTGCGTTAGAGTTTATCTCTAAAAGTTTCTCTCTAATTCGTGCTTGCGCGTGTTTTCAGATAACCATGCCTCCACGAAGAGCAGCGAGAGGTCGTCTAGCTAGGAGGAATGTTGAGGAACAAGAGTTNCCTAATGCACCTAATGTGCAACCTCAAGGAGAAGTCACAAATGCCGAATTCCGTGAGGCTATCCGGATGTTATGCCGAGCGGCGACTGATCGAGTCGGGCAACCAGTGACTGACCAAGTCGGGCAGCAAAGAGGAGCTCGANAAGAAGGGGCCGACACCTCGAGGATTCATGAGTTCTTGAGAATGAATCCCCNAAGCTTCACCGGTTCGAGCACTACTGAGGATCTAGAGAACTTTGTTGAGGAACTGAAGAAGGTGTTCGACGTNATGCATGTCGTTGACGCTGAGAGGGTTGANCTAGCTGCATACCGACTCAAGGGTGTCGCTAGAACTTNGTTCGACCAGTGGAAAGAGGGTAGAGATGAAGATGCGCCACCTGCGAGTTGGGCTTGTTTNGAGGAGGCTTTCTTGGGGCGTTTCTTTCCCCGAGAGTTGAAAGAGGCCAAGGTACGAGAGTTCCTCACGTTAATACAGANTCCTTGAGTGTTCATGAGTACGGGTTGAAGTTCGCCCAACTATCTCGCTATGCTCCGGAGATGGTTAAGGACATGAGGAGTAGAATGAGTTTGTTTGTCGCTGGATTGGGTCGTNCATCAAGCAAAGAGGGAAGGGCGACGATGCTGATCGGAGACATGGACATATCGAGGTTGATGGTCTATGTGCAGCAAGTCGAAGAGGAGAAGCTAAGAGACAGAGAAGAGTATAAAAAAAAGAGATCTAAGACGGGGAATGAGTCCGGGCAGCAAAAGAGTAGTNCGAATCGGCCATCGTTTCCAACAGAAATAGAAGGGNCCTGCTCCGTCATCTGCTAGTGCGCCTGCACCTAGAAACAAAGGTGAGTACNATGGTCAAAATTCCAGAACTTCAGAGTTAGACTAGCGCAGTCTCAAGGTAGTGTGGCGCAAGGGGGTAGCTAGGCTCTTGCATGTGCTAAGTGTGGTAGAACCCACCTAGGTAAATGTCGCGACGGCCAAACTGGTTGTTTCAAGTGTNTTCAAAAGGGTCACTTCATGAAAGAGTGTCCAAAGAATAAGCGAGGTAGTGGAAATCCGGGCAATAGAGCCCAATCTTCATCAGTTGCTCCACCAGACAGGNTGCACCTAGAGGAGCTACTTTCGGTACTGGCGGAGGGGCGAATCNCNTGTATGCTNTCACCAGTCGCCAAGAGCATGAGAACTCGCCAGATGTTGTCACTGNTATGATCAAAGTCTTTAATTTTANTGTTTATGCTTTGCTAGACCCAGGAGCGAGTTTATCTTTTNTAACTCCATATGTTGCNAATAAGTTTGATATTATTCCTGAGAAACTTAGTGAACCATTCAGTGTTTCTACACCTGTTNGTGAGTCCATTCTAGCAGAANGAGTCTATCGTGATTGTCCCGTTTCCATCAATCACAAGAGTACCATGGCTGATTTAATTGAGTTAGACATGGTAGANTTTGATGTCATTCTNGGTATGGACTGGCTTCATGCCTGTTATGCCTCAGTNAATTNTAGAACTCGAGTNGTCGAGTTTCAGNTTCCNAATGAGCCAGTCNTAGAGTGGAAAAGTAGTTCAGTAGTGCCTAAGGGTCGCTTCATTTCGTACCTTAAGGCGAGGAAGTTAGTTTCTAAGGGACGTGTCTATCACTTAGTCCGATTTAATGACTTAAGTGTTCAGATAGTTTCGGTATTCAATGAGTTCCGAGAAGTCCCTCCCGACGANGNANATAGAGTTCCTCCTAAGAGACATCTAGATATCGTCGTAGATACTCGTCCGTATATNTATTCCTCCATATAGAACGNCGCCAAAAGAGTTGAAANAGTTGAAAGAGCAGTTGAAAGATCTTTTAGANAAGGGTTTTATTCGACCAAGTGTCTTACCTTGGGGCGCTCCGGTCTTATTTGTAAGAAAGAAGGATGGTTCCTTTAGGATGTGTATAAACTACCGNTAGTTGAACAAGGTTACCATCAAGAATAAGTATCCTCTTCCAAGGATTGATGATCTATTCGACCAGCATTAGGGTGCNTTCTGTTTCTCTAAGATTGATCTCAGATCAGGCTACCATCAGTTGAAAATTAGGGAATGTGATATTCCAAAAACAACTTTTAGAACCAGATATGGANATTATGAGTTTTTGGTNATGTCCTTTGGATTGACCAATGCGCCTGCAACGTTCATGGATCTTATGAACANAGTCTTNAAACCTTATTTAGATNTGTTTGTTATCGTCTTCATTGATGACATACTAATCTATTCAAGGAATGAAGAAGATCATGNTTGTCACCTCANGAAGTCCTTCANACTTTGAAAATAAGGAGTTGTATGCCAAGTTCTCTAAGTGTGAGTTTTGGCTTAACTCTNTGGCATTCTTAGGANACATAGTTTTCGGTGAGGGTATTAGAGTTGATACCCAGAAAGATAAGAAAATTTAGAGCGGTGCGAAAACGGCCTAGACCCACATCTCCAACTGATATTANGAGTTTCTTGGGTTTATNTGGNTACTATAGAAGGCGCGTTGAGGGATTTTCTAGAGAAGGGTTTTGTCTCCTTCGACCGAGTTGACTCAGAAAATAATGAAGTTTNAATTGTCTGAAGCTTGCGAGAAAAGCTTTCAGGAGTTGAAAAAGAGGTTGACTACTGCTCCAGTTTTGACTTTANCGGAAAGTACTCAAGGTTTTGTGGTGTATTGTGATGCATCTAGAGTTGTTTTGGGTTGTGTGTTAATGTAGAATGACAAGGTTATAGCTTATGCCTNNAGACAGTTGAAAGTTCATGATAAGAATTATCNAACCCATGACTTNGAGTTGGCTGTTGTAGTTTTCGCCTTGAAGATATGGCGTCATTATTTGTATGGTGTTCATGTTGACGTATTCGCTGATCACAAGAGCTTACAATACGTATTTACTTAGAGAGAGCTCAATCTCAGACAGAGAAGGTGGTTAGAATTACTCAAGNATTATGACATGAGCGTTNTTTACCACCCGGTAAGGCTAATNTGGTCGTTAATGCTTTAAGTAGGTTATCTATGGGAAGTACCGCCCATGTTGAGGAAGAAAAGAAAGAGTTAGNAAAAGATGTGCACAGACTTGCACGCTTAGGANTCAGACTTATGGATTCCACAAAAGGAGGAATAGTGNTGACGAATGGGGCTGAATCGTCACTAGTGTCAGAAGTGAAAGAAAAANAAAAGACCAAGATCCCATTTTGCTTGANTTGAAGGCGAATGTTCAAAAGCAAAGAGTATTANCTTTTGAACAAGGGGGAGATGGCGTGTTGAAGTATCAAGGTAGATTGTGCGTACCAATGGTGGATGGACTCCAAGAGAGGATCATGGAGGAAACTCATAGCTCGAGATACTCAATTCATCCGGGTTCCACAAAGATGTATCGCGACTTGAGAGAAGTATATTGGTGGAATGGTATTAAAAAGGGCATTGCTGAATTTGTTGCCAAGTGCCCGAATTGCCAACAAGTTAAGGTAGAGCACCAAAGGCCTGGAGGTTTGGATCAGAATATAGAACTTCCGGAGTGGAAGTGGGAGATGATTAATACGGATTTCGTCGTAGGCTTACCCANACCTCGCGGGCANCATGATTCTATTTGGGTGATTGTCGATAGAATGACAAAGTCGGCTAACTATTGCCAGTAAAGACTACTCATCCGGCGGAGGACTATGCTAAGTTGTACATTTAAGAAAGAGGTGGTAAGACTTCATGGAGTTCCNATCTCCATTATTTCANATAGAGGTGCGCAATTTACTGCTCAATCTATGTTTTAGAGGAAGTCTTTCCGAAAAGGTTTAGATTTNCGCAAAGGTNAACTTAAGTACTATCTTTNATCCTTAAACGGACCACGGCGCANAGCACGAACGTACTATTCAGANTATTAGAAGACATGTTGAGGGNTTGTGTTATTAATTTCGAAGGGAATTGGGATAGATTACCTACCTNTGATTGAATTCGCTTANAACGACGGTTATCATTCTAGCATCCAGATGGCTCCATATGAAGNTCTTNTATAGGANAAGATACAGATCTCCCGNNNTATTGCGGTGGTTNGAAGTCGGTNAATTATGCAAGGGTTTGATAAGGTAANATATAGGTCTTACCAATATATGGANAAGGTGAAGGTGGATTTAAGACGAGGTTTAAGACGNCGTAGAGTTCGTTGNAGAAGTCCTANACAAACGTNAGGAGAACGGCCATTGGAGTTCGAGNNNAGCGAGATNATTATGTGTANCTGAAGGTTTNACACGTTGAAGGGNGTCATGAGATTNTGTAAGAAGGGNAANCTTTGTNCCCGATACGTTAGACCTTATAGNGCATNCAACGAGAGGATTAGCAATATANCTTATNAGTNGGAGCTACCNCAAGAGTTAGCAGNAGTTCATCCGCTATTTCACATCTCCATGTTGAAAAAGTNNCATGGGCGATCCNTCATTGATCGTGCCNACTGAGAATGTTGGGGTCAAGNATAGNCTGTCTTANGAANANATTCCGGTTCANATTTTAGATCGCCAAGTTCGNAAGTNGAGGACNAANGAAGTANCGTCAGCTAAGGTNCTTTGGAGGAANCAATTTGTTNGGAGAAGCNACTTGGGGANGCGAAGAGGATATNAAGAAGAGATTTATCGACNTATNTTTGAATACAGCAAGGATCGAATATGGATCAAGGTACTAATTCTCTTCTTAGTACTCTTTATGAAGTATGAGTAAGCATGATTGTTGAATTTGCTTGTTGGATTGTTCGAACTAGGTGTTACCGCTCGTAGCCTGGTAATAAATGTTACCACCCATAGCCTAGTGAAATAAATNCTAATTCGAGGATGAACGTTTCCAAGGTTGANGATCATTGTAACATCTCGTAANTCGAAATANCTAGGAATAAGAAATAAAAATAATCATTTTTGGAAANAAAAGGAAAAATCTGGAAAATTTCTAAGTTAAGAAAGTGAGTTTTGGTCATTTTCAAACGGNCATAACTCCTAGCTCAGGATGAGTTAGAGTNAGTTCTNGATATGGTTGGAAATNCCTTGGAAAGATCTTTCCAACGNCGCCGAGTTTGCGCGNTTTCGATATCGTATGAGTGAGATATGCCTTTCGGAAGTTGGGCTGTTGGATTGAGGAAAGTCCAATCCGGATTTTAGNAAGGGTAAANTAGTCTTTTCACCCAACTATTTTCTAATTTGTTTTAAGGGTTTANTNGGGGTAAAACCGAGTCTTAATTCAGTTTTAGAAAATTATTCACGCTTAGGGTTTGGAAGAAAAGAGAAGAGAAGAAGAAAAAGGGAGAAAAGGGCAAGAATTCGTCAAGAACGCCAAGATCGTCGAGTGGANTTCGTCGGGGGTGATCCCTATCAAGGTATGTGAGATTTTTCGTGTTGGGTTAGTTCACCCACGCGCCAATTCGTTTAATTCAGCGAGTTATTGAGTAGATTNGATGATAAACGTTGAAGTTCTTGAAGAACAATNTCGAATTCTTGTTGGTTGAGTTGTTGNATGCCTATTNTTGATTTGATTCGTGTTTCCAGGNTGTTTTTCGAGTCAAACTNATTGGGTATTGAGGGTACTAGTGATCCTAAGTGTTTGGGGGAAGANCCATGGAAGTTTGGAAGGTTTAGAGNTGAAAAACGAGNTAAAAAATCCGTCAGACGCACCTGGGTAGGGCAGCCGCGCCGCGCCTGCCAGAGCCCCANAAGACGGCCTCTGTCANCGGGGCCTGGCGCGACGCGCCAGCCAGAGCGCCCGAACNTGGCCTCAGTCGGTTGGGGCTGGCGCCNCGCGCCTCTCGAGCGCGNCCGGACCGGCGTTTTTTCGCCCCATTTCGTCGTTTCGCACTTTTAAGTCTCCTAAGTGATGTACCCACATTTCCTAGTTGATTCTAACTACTCTAAAGTACGTCTAAACATCATGAAATCATCCATAAACACGAAATCGTAANCCTTGAATCCATAATCCAATTCAAGGAAAGTTAAGATCAAAGTCNAAGAAGTTAAGAGTCAAGTCTAAAGTTAAGAAGTAAGTCAAAGNAAAGTTCTTAAAGNTTCCAAGAGTCTTTANTAAACGTTTTAACTTCGTTTTAAGGCTCAAGTTTCAAGTTAAGCAAAGAGTAAAGAGTTGAGTTCATTTCTTCAAAGTAATATAAGGGAACTAAGTATTCCCTAAGAGTTTATAAATGTTTTCACATTTAAGTTAAGAGGAAACTAAGATTTCCAAAAGAGTTTTGAACAAGAAAAGGGAACATTAATTCCAAGAGAGTTTTAAAGCTAAGTGTTGAGCACTAATTATCTCAACCCAAAAGAAAGGAAGTTATTTTAAAAACATGAGCTAAAGTATATTTTGGGAGTAGTATTGAGCACCGATGTGGGGATGAGAGTTCATATTAACTCAAGTCTCCATGAAAACCATGTAGCCATCATGGGTATNAAAGGGTCATACTTTTTAGATGAACTTTCACGTAAGTTAGGCTAGTGGATCCACTAAGTTNAGGAGTCCTATACNNCGGCAAGGTATAGGACGGTTCTGGCAGCGTGGGGAAGACGNTGTATCATCACTTAGGCTCATAGTGATGGTTGTCGGTTAGAGAANCTCCCACAGAATTATATTACTTTCATATATACGTAAAGTTNAGTTTGTTATTGCATTTTATTTAGTTAACAACGTTGTTTTAACGATTTTTCGTTTTATATATATTGCACGTGTTTTAAATTGCTTTATATAATAAATTGAGTTAGGTATTCGTGAGTTGAGCAGAGCCAAGGTAAGTGTTCTTCTTATTCTTTTCAAGCTTAAGTTGTTGTTAGCATTCCAACTCGCATACTCGTACATTCAATGTATTGATGCCAGTTGGCCTGCATCGTNTTATGATGCAGACACAGGTAACCAGGATCGACATNCGGCGCGTCGTTGATCCAGTTGAGCAGCTCCAGAGTCAGTGGTGAGCCTCCTTGCATTCCGGAGGATCCTTTTCATTGCTTTCTAGTCTTTCGTTTATAGGATGTTGTGGGGTCTGTCCCAACATCCATCATAGTATTTTAGAGGCTTCATAGACAGACAGTCAGTTAGTTCATTTAGTCTCTTTCATTTCATNTATTATATGTTGAGACTTGAGTTTCCATTTTGGCCAAAATATTGATTTAAGTTATTTTTGNGAAACGTGTTTTGCTTTATCATTGAGTTAAGTCTTCTGCTGAGTTAAGTAAGCCAGGCCAAGGGTTCGCTCGGGGCCAGCAATGGTCTTCGAGTGCCGGCCACGTCCAGGGTGTAGGCTCGGGGCGTGACACACTTTATAATCAGAGCATATAAAAAT

>rnd-6_family-274#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 28 )

GCGTCTATGACTTATTGTTTCCTCCTGAGAGCCCCGAGNAGGAGATCAACGAAGAGAGTTATGAGGAAGCACTTGCCCGCAAACCTTCTTTCGAAGGACGTCTGGCAGAAGGGGACAAGAAAATCTCTCTCGAAGCATATCCGCANGAATACCGAAAAAGGATAGAGGTCGTTTCGTGCGCCCTCATTTTCGAGCACTATCGGTCTAGGCGTATGCTGAGGCCCGTCGAAAGAGCATCTTCCCAAGTGGGATCAGGGGACNTCCGCAAGACNTGTGAGTGTCATCCCAACCAGAAAGGGCACACGATAGAGGAGTGCGTGGAGTTTAAGAACGCGGTCCGCCACTTGNTCGATATGGACAGTATTCCGAACACTTGGGGTGACGACGTCATCCTCGCATGTGACGAACCGCGGCTCGACATACCGGTCACTGAGAAGACCGNATTCTATCGTTGCTCNTTCACGCCTTTCAAGAAAACAATGNTGGAAATCTACTCGGANTTGGTTCGGAATGGGGTCTTCGCCCNTCTCTACAAGGACGTGGACGTGTCGTATTCCCTTNGGNACGAAGTTCGGAAACGTTGTCCCTATCACAATGCCACAGACCACAACATTGAAAAGTGTCTTGACTTTCGCCACGACGTNGAATCCCTCGTCAACATGGGAAAGATTCGAGTCGAGTTTGTTCCCCGTGGCTG

>rnd-6_family-7104#LTR/Gypsy ( Recon Family Size = 31 Final Multiple Alignment Size = 28 )

TGTACCGCCCCGCAAGGCGGTACATTAAANTCCGACGTCTCCAACAACGCGGCAGCATCTCNTCAAAGCTCGGAGGGTCCAAATGCCTTGCCAAACTGCCTCCCCAACCGNTGGGGGTTNCTTGCCGGCAAGGANAGAACANGCCATGCTCACCAGGCCAGCCAAGGGCTGGAAGACAAAATTCTGTGCAAGCAGTCTGCCATGTGGCAGTAAAGCAGNGAAGACAAANCTGCCTCTTTTCCAGCCTCGGAAAATCTGCCACTTGTAGCCTTTNTTTTGAATGCTTGCCCAAACGTTTTTGGCTTACTTTTGGAGCCTTTGTATATTGTAGAAGTTTCCATTCAGATAGGATACTTAGAATAANNTACTTTCTCTCTTACTTTGTAAAAAGCTCTTGNAAGCNCTCTTGGAAATATTGGAAAATTGGCCTTGCTGCCTCCCAAACTTGGCTTCCTTTCTTGTTTTCTTCTTGCTTTCATTTTCTGTTTGTGGCTTTGCTTGTGGACTGTCTTGCTTTNGATTCTTTGGGCGTTTGGTTGGACTGAAGTTTAGAAGAGCCGTGCAAGCCTTCTCGACTGTCCCACGAGGTGCGAAAAATTGACCCCGTGAC

>rnd-6_family-1349#DNA/CMC-EnSpm ( Recon Family Size = 30 Final Multiple Alignment Size = 28 )

ACAAAAAAATCTCAAATTGCCAACAGATTTTACTAACAACTTAAGTTGGTTAGTATTCTACTAACAAATTACCAACATATTTCTAACCGAATNATATTTTAAAACTTAACAACGAAATTCTAACAGATTACCAACANAAATCTTACTAACTAAGTATTTTAGTTGGTAAATACGGCGGGAAAAAATGGCGCCAAATTTAGCAACATTCTATCAATGGATTACCAACTGAAATATTACTAACGCACACCTTTTGTTGGTAATATTACCAACGAAGTATATATCGGTTGGTAAATATGACAAAAATTGTTTATATAATTTATTAACATATTACCAATGAATTACTAACCAAACATTTACCAACGACAAGATTGTGTTGCTAAATTTACCAACCAAATATAAATGTGTTGGTAAATTAGTAACGAAATGTAATTTGTTGGTAAACTTGCCAACCAATATCAAATTAGTTGGAAATTTTGCCGACGAATAAAGATTGTAGTTAGTAAATTACTAACATCATTAAAATAGTTGGTAATATACCAACCGATCACTAATCCATTGGTAAAATTTACCAACATATTAATTATTAGTTGGTAATATTACATATGAATGTTTAGTTGAATAGTAACTATTACCAACTCTGATAAAATTTATTGGTAAATTATTAATTACTAACTTATATTTTAATAGTTGGTAAATTTACCAATTGAAGTTAATTTTTTTGGTAAATCAGCGTCTAGTGT

>rnd-6_family-557#Unknown ( Recon Family Size = 34 Final Multiple Alignment Size = 28 )

TTAAAGGGTAAATAGACACAAAAGATAAATTATCTCTTGATTTTTCAAACTGGACAAGTANNATTGGACAACTATTTTTAGTATAGTGGACAAGTAAAACAT

>rnd-6_family-3447#Unknown ( Recon Family Size = 41 Final Multiple Alignment Size = 27 )

AAGATANATTACGTATAAAGATAAAATATTGAAATATTTATGGTAATCCTTATTAGTGTCATGCACATACTAAATTTCAAGTATGAATATTTAAGAGAAAANTTATACTTAAATGGTGTCCATCATTTATGTTCATAACCTCAAGAGGAAAGGCTATTGGCGACATTTTTTANATTGATAATTTTTTNNATTTTGTTGGTTAGATTTGTTTACAAAATTNAGTGAATNAANAAATAATACTACTAAAGAAATGTCACTTTCTCCAATATTTAAACTTTGAATGTATTTTGAAATGTTTCAATGATATCTGGTCATTTTGATCTANAAAATACAAGTAACTCTNTGACAATATTTTCAATTATAATTATTTACTAAAAAACTTTAATTTAGTAATATTAACTNTATTTTATAACATCGTATACTATATATACGATACACACGTGTCGCGAAACTATGATATATATGTGCGCGTAANTTTAATTAATAAAATCGACCTCAAGAGGTCAGTGTATATTAAAATAAATTAATAAACACCGACCTCAAGAGGCTAGTATATTTAAATTATTATTTTATTTAAATCTAATCGACTTCATGATGTCGGTATTTATTAAATATTTGTAAAAATAGATAATTATGTTAAAAGATACCGACATCCCGTGGTCGGTAAATTANCACTTGTTTTAAAAAAGGAATGATGATTAATTTCCCTTTTCTCTCAAAACCCTACCTCCCTCACTAGCGCACACCCACGCCCCTTGATCGACCCCGGCGCCACGCCAGCGCCGCAGCAGCAGNAGGACGTCGCAACACTGCTGGTCGCCGGCAGCAGGTAATTTTAACTTTCAAAAATT

>rnd-6_family-2536#LTR/Gypsy ( Recon Family Size = 42 Final Multiple Alignment Size = 27 )

GTTTTTGGCGCCGCTGCCGGGGACTTAGAAATTGATTTATATTCAATTTTCTTAAGTCTACAATTAGAATATTCAGGTATTAATTACTTGATCTTAGCTTGTTTATTGCAGGCATTTGACTTTCAGGTCTGGCTCGGAAAGGAGATCTTGTCGAACCTTACAACGAACCCGAAAGAGTTCTACGTCAAGGGCGAGGAGAATTAGGGTTAGGACNTCCGGGAAATCGTGGTAATGATCATCAAGACAACCCGGAAGATGTGAATAACCCAAGGANTCCGAACAATCCGGAGAACGTNGATAACCAAGGAATACCCCCTCATGTCCCTATCATTCCAGCAAGACCAGTGCGAGATGTGGCAGTCCCACTCACCGCCAATTTGGCATCTAGTATTAGGAAACCTCCACCGGGGGGNAGATTTGAACTAAAGCGGAATATGGTACAAATCCTCCATNCTAATGGGCAATTCACTGGTCTCCCCCATGAAGATCCTCAAATCCATCTTAGGANCTTCATGGANATCACTGATACATACATCCCACTTGGAGTCTCACCGGACTATGTGAGGCTAACATTGTTCCCATACTCATTGTTAGGAGCCGCAAGGCGATGGTTAGACTCTGAACCACCAAACTCCATCACTACTTGGGATGGTCTAACAAAGAAGTTCTTGAGTCGATTCTACCCATCCAAGAAAACCGCCAAGCTGAGGGGTGAGATAACAAACTTTGCTCAAAAGCACGGGGAAGACATGTACCAAGCGTGGGCGCGCTTCAAACAAATGTTGAATGCTTGCCCACACCACATGCAAACTAATGAGGTACTAGCTCACGCTTTCTTTGAGGGTTTAGAATATAATGCTCGTGCTCTTCTTAATAGTGCAGCAGGTGGACAAGCCCTATCCATAACAAGTGAAGCGTTCTTCGACTTACTTGATAAACTGTCGGAAGGGAACCAAGGGTATGAGGGGGANATTTCTAGAACCACAACCCAAAAGGCTGCAGGGATCTTAGATGTAGACCAAGCTACTGCTTTAAATGCCAAAATAGATGCAATGCAACATAGCATGACCTTACAGTTTAAGCAGTTGGCTCTAAATCAAGCACCGATAAACGTGGTACAACAAGCAGCAAATTGGTGTGGGGTATGTGGTAGTGGAACCCATGAAACTGAGCAATGTGAGGCAAACCCGGATTCTGTGAACTATGTGGGTAATGCGCAAAGGGGCCGAGGCCAACAAAATTATGGCAATAGTTACAACCCTAGTTGGAGGAACCATCCTAACTTCTCTTGGGGTGGNAACCAAAACCAAAATCAGGCACAAGGTGCGAATCAATACCGTACCCAAGGGGCTGGGCAACAATACCAAAATCCCAACCAAAGTGTAAACCCAAGTGTACCAAAAGGGGGGATGACCAATGAAGAGCTATTCCAAAAGCTCATGNCTGAAATGGGGACCAAGTTAAGTGCTAGAATAGATAAGCAGGATGAGAACATCAGAAACATCCAAATGTCCCAAATGAGTTTAGAGAAACAAGTTGCGCAAGTGGCTAATTCTTTGAACTTGCGTCCCCAAGGTGGGCTNCCCGGTGATACTGAGCCCAACCCAAAGCAACTGCATGCGGTAAGTACTAGAAGTGGGCTGCAATTAGAGGAACTAGCTCCAAAGAAGAGAGACGNTGAGGTAAGTACCAAGGAAAAGAAAGTGGAAGAGGTAGTAAAAAGCTCCAATGTTGAGGTACCCGCTCCTCAAAAGAAGTTACCACCTCCGTTTCCACAAAGGCTNAAAAAGCAGAATGAAGATGAATGCTTCGGTAAGTTTCTCTCTCTCCTTAAACANGTTCACATTAATCTACCTTTGGTTGACATTTTGCAGGGTATCCCGAAGTATGCTAAATACGTGAAGGACATTGTGGCGAGCAAGAGGAGGCTCACNGAGTATGAAACCGTAGCACTTANTGAGGAGTGCAGCTCAAGAATCCAAAATAGACTGCCC

>rnd-6_family-597#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 27 )

TGTACGTTTTTCCATGCTTTANNAAATTTATGGATTTCTTGTCTTTTGTGACTTTTTATGTTGGACTTTGAAGTTATTTTTAGTATGAATGATGCTTAGAAGAGTTTGTGTAGGCTTTCTCCTAAGGGGGAGATAGTGTGCCTATCTAGTAAGGTTATTGTGTGTTTATGTGTTTCCATGATTTCCTTATATGCATGTTCATGAAAATGCTTAGGTCTTTTTAGAAATGANTTATATGCATTGTTTTCCTCATGTTGTAGTGCATTTGAGTATGAGTTGCATATAGACTTCATGAGATGAATTTATGAGCATGCCTTAGCTTGGAGTTGAAAGNTTCCTCCTCGAATATATGCTTTTTGAGAGTAAATTGCATNTAGGCTCCATGAGTGTGTGTTGAGCACGTTTTAGTTAGGAGACGNTAGTTCCTCCTTTAAAATGAGTAGATATAGAATTTCATGCATTTTGGGTTGNTAGANGTAGTTCCTACTCCCTTGTGTTGCATTGAGTATGTTTAGCTTGGAGTTGAAGTTTCCTCCTCGGTTGTGTGCATTTAGATGTGTTGCATGCATGATGGGCTGCTAGTATAGAGTTTTTACCTTA

>rnd-6_family-1148#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

TGTTGACACCAAATTTTGGTCCGATAGTTTTAAAATTAATACTTTTGAGTATTTTATTTTAAATAGTTCAAAATACATGTTTTTGTCATTTTAATGCAATTTGTTGATAATCATCCTCTTTCTCAAAGTATTAGGATTTTTATCGATTGTTNTGTTTATATTATTTTGTCACAGTCGGACGTTCAAATATTTGTTCATTTTTTATAAAATCATTATTTCTGTTAAATTGCATTTTTACATGTCATTGATTACGTTTATTACATTTTTCATATTCATTTTTTATTTGTTACATTGTTAATATTCATTTTGATATTTTGCATAGTCTAAAAATTCATTCAAATACGAATACGATTTACATACACANATATTTTATCAACCGACGATTTTTGGGCCACGATCTCAAGCCCATAACTTGGGCCCATTGTATTACAATTCCTATTTANANAATANTTGGTTCATTAGGTTAAAGGTGGTGAATTAATTTTTAGATTGGGGTTGAAATTTTCAGATTTTTTCACGAAGNGTTCACTGTTCATTATTTTTCCGGCCGCCACCACCCCGGAATCCGGCGAAGCTCCGGCAACCCCAAAACCCCGNTTATTTTTTCTTCTCGTTTCTTCGNAACACAACCAGATCCCACACCCCGAAACCAAACAATAGCCAAACGACCGNCAGANCAGCGACCANAATAATCAAATCCCATCTCCATTTTTCTCCGGCTGAACAACAACCAATNCAGCNGNCCCCCCACCACNCGAAC

>rnd-6_family-2901#DNA/PIF-Harbinger ( Recon Family Size = 30 Final Multiple Alignment Size = 27 )

ATCTATAACAAAGTCTTGGTGGTGTTAAGATGTGCTTTTTAAAAATTTCTACAAAGACGACAATTCACCGCTATTCCATCCTCTCATCTCGACCACTATTTCAACCGCAACTACCACTNCCGACCACCGTCAATCACCACCACCTACCATCCNCAACCACCATCCTCGGCCCAACCACAACCACCATCATCGTCAATCACCANAATCAATCGTCACCACCATTAGCCATCATTTGCAATCATCACCACCAATCATTATTACATCCACTAATCACTATCGATAATCACCACCATTAGTCANCATTATATATCGTCAACCGTCGTCATCATTCACCACCACCATTAGCTATCACTATCATTCCACCACTAATTATCGCCGCCATCAATAACCACCACCGTCAATCGCTACCATCAACCACTACGCCATATAATACTATCCACAGCCACTACCATCAGCCGACACCATCCCAAATCGACACNCACAATCANCACCTTAGCNATCATCGCCACCAATTGCCATATANAANTTTAAAATATTTTATTGATATAATATTAGATCAATTTAGTATTTTATTTGAATTTTATATTTATTANTTTTTAAATAAAGACAAATTTTATACATTCAGATGTTGAGAAAACAAACAGTTTAA

>rnd-6_family-1139#DNA/TcMar-Stowaway ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

CTCCGTCCCAAAATAAGTGTCGTTTTAGCAATAATCACGTTCATTAAGAAAAATAATAAATANAANGTATAATTTACTAAATTATTCCTATTTANTAAATGTTTCTTGAAAATTGAACACTATTAAGAAGATAGTTCTTTAGTATAANGGTATAGTTGGAAAAACATACTAATTTTTATCTTGAATTTCTAAAGTGACACTTATTTTGGGACAATATTTTTTGCTAAAGTGACACTTATTTTGAGACGGATGGAGT

>rnd-6_family-161#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 27 )

CTAATTCTTTTAAAGAATCGGAGGAACCCACATATTTTCTTGAAGAACCGGAGGAGCTCATATTACAGTTCTTAATGTAATTTTTTTACTGGGTATAATATGTGGGTTTGTCTATTTTTTTTAAAAAATCTATCTATATATAATAGGAGAAGTAAAAAGTGTCACATGTCAGCACCACAAATATTCAAGAATTTTAATTTTTCAAAAAACATTTTAAATATGCTCTAAAAATACAATTAAAAAAACAGGAATTTTAATATAGCTATTTTAAATAGAAAATAAAAGTTCTTTTGTTAAAAAAAACTGTAACGGCAAAAAATGGATGATTTTTAAATGCCTCTAATTTCAATTTTAAAGGAAAAAAATGAAATCGAACTATTTTTTTAATAAAAACAGTAATGGCTATTACGGGAAAAAAATGAAAGATCTTTAAATGCTTCAAATTTCAATTTTTAAGGTTAAAAAATGAAAACTGAAAATTGAATTATTTTATAAAAAAAACTGTAATGTCTATTTATATTTATCACACTTTCAGTGATTTTAGGGAATGCTCCAACAAAATGGAACGTAGAAATATCTATCTAAATAGGAGAAGAAAAAGTGCACCATAAAAAAACTATAATTATTATTTAAAAAATTAATTAAAAAACTTATAGTAAAAAATAATAATTATCATTAAAAAATTNAAAACTTATTTTTAAAAAATAGTTAAAACAGTCCATTAGTAGTTAGTTGTAGAAACGGGGTACTTTTTTTCATTCATTTTTAAAATTTATCTTTATATATCTAAAAAACAAAACATTTTCAAAAAACATAAATAGAAAACAATATTTTTTTAAAAAAAACATATTGCAACCTAACGTTTAAATAGGTTTAAAGCATATTTTTTTAA

>rnd-6_family-8326#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 27 )

TGGTCTAGTTCCACCTAGCGGCGACTATTGACAAACTGGAGCCTGATNTTTTCGAGTGTTGAAAGAGAATCTTCCATACTAATTCTTGCATCAGGTGTCGCTAAAGTACAGCTCAAAGCTAACTCTATGATAGACGACAGACACTGCATCTTTGCGTCGATTCGTTCATCCCCTGGCTGTACCAAATTAGAATCCACCACCTTNTGAATCTCATTCGGAAAAGAATCACTAACCCAACGTCGTATGCTCAAGTCTCCAGTAAATNTTTCATCACCTGGTCTGATTCTTGTAAACGTCTCCATCATCAGGATGCCGAAACTATAAACATCACAGCTCGTGGATACTATTCCGTCTTGTCCATACTCTGCAATCATGGTAGAAAATGATCANAAAATATATTTANAACTAGAATATATATCGTGGGGAGTATNNAAACCGAACGAGGAAGNNTTAATCAAGTTTCGATACCTGGAGCAATATATCCAATGGTTGCTATTGTCCTCGTTTGAACAAAANCCTCCCCTGCGCCTAACAATTTTGCAATGCCAAAATCGCTGACATGGCCAACCATTTCTTNATCTAGCAAGACGTTGCTTGGCTTCAAGTCACAATGCACCACAGGCGTTGAACAGCCATTGTGGAGATAGTCCGTTGCGGATGCAACATCTATCATTATATCTAATCTCTGCAATAAGTCCAAGAACAAGTTGTGAGAGTATAGCCATTTATCAAGTGTCCCATTGGGCATGTATTCCAACACTAAGGCTTTGAAATCAAGGTTGGAGCAGCTGGTGATGACTTTGGTCAGATTTCGGTGGCGGAGGTTGCGCAACATCTCACATTCTGTATCAAAGCTTTTGAACGCACCCTCCAATTGCACATTGAATACCTTTGCTGCTAAAAGGGTACCATCCTTAAGTATCCCTTTGTAGACCTTGCTGAAACTCCCGTTACCAAGCAAGTTGCTTTCGTTGAATCCTTCAGTTGCTTGTTCAAGTTCGTAATANGAAATTCTTTCATGTTTCCCTTTTANCAGAGACACATCCGCTTGANCTGCATTCTTCTTTGTCTTTCTCAATCTTAAAAATACATATGCGAGGGCTAACGNGAGAAATAGCATACCCACTCCCAAATAGGACGTACAAAACCAANATTGCCTTTTTTCTCTTTGACCTCTTGGGAGATTTGATGACGCATGGTGAAACACGAAACTTAGAATCACCACAGAGTCCATAATTGGACAAGAAAGATTGATCTGTGGCGTTTGCAAAAGGACCGCCAGTGGGAATCTCTCCACTGAGTTCATTAAATGAGAAGTTCAAGTATTTGAGATACACGAGAGCTTCTAATGACTTCGGGATTTCACCACTAAGATTGTTATTGCACAAATCCAAGAATTCCAGGGCCAGCANTTTGCCAAATGAACCTGGAATAGGCCCGTCTANNCTATTATGTGCCAGAGAAAGATTAATCAACCTATCCAGACCCCCTAGAGTGCTAGGAATCCTACCAAAAGAATCGNTTTTTGACAGATCAATAAGTTAGTCNCAACGTNTAANTTTCCAATCTCAATAGGAATTTCGCCACGCAATAAATTGGACGAAANATTGAACTCTATGAGATCNNNAAGGCTCCNCAAGCTTNCGGGTAAGGTCGAATTNAGCNTGTTGTCNGNTANATAAAGATACCTCANACTGGTAACTTTTCCTAAGCAAGGCGGCACGCGACCAGAAAATTGATTACCTGACAAGTATAATGCTCCAAGTTTCTTTAAATTGCAGATAACATCTGGTATGATTCCTTCTATCTTGTTGCTCTCTAGGTAAAATTCTTGAAGGTTCAGCATGCCTTGGATAGTTTTTGGAATATGTCCAGTCAAATTATTTTGTGAAAAATTTATCCTTATCACCCCGGTAAGATTACCAATTTCTCGAGGGATGAAGCCTTTCAGTTTACAATTCCATCCTTCGAAAATTTGCAGAGAATCAGAGAAATTTCCAACGGATGCAGGGAAAAAGCCGTCCAAGGGATTCCCCGCAAACGTGAGTTCTTTCAGTTTCCTACAGTTTGTCAAAGATGCGAGGAAGCTCAATGCTGAATCGCTGACAAAATTGTTCGTCCGCAGGTTCAAGACCTCAAGGTTTTCTAAGTTACCAAGTGATTNAGGAATTGGACCTGTGAAACTGTTGTNTGAGAGATCAANNACTCCGAGTCTTGAAGCATTTGAGATAGAAGCAGAGATAAAACCACTCAGATGTTTTCTGCACAACAAATATTTCTAGGTCGGGCATTCCACGACCTAAATCTGATGGTAGAGTACCTGAAAGCCTGTTTTCGTCAANTCCTAGGNTCTGCAGTGCTGACATGTTGAAAATGCTTGCGGGGATAGAACCAGTAAGCTTACATCCGGATAATGACAGAANCTGTAGTTTCTGAAGATTACCTAGCTCCACTGGTATCTCTCCTGTCAAGTGAGGAAATATATATNATGAGTACTAAATTGGCGGAAGATAAAAATNAAAATTTCGNTTGNTAGGAGATGTANCATACTACCTTCCAAGTGCAGCGATCCAAGGTATAANTCTGCAAGATCTGTTAAGTTGCCTANCTCTCTTGGTACAGTTCCAGTGAGCTCATTTCCAGACAATGACAAGATTTGAAGCTTTTCGCATTTTTCCAAGTTCGGTGGAATAACGCCACCTAGGATGTTTTTTGAGAGGTAAAGCCCTTCCAAGTTTGGAAGATGGTCACATATAGTTGTTGGAAGCTCACCCGTAAGATTGTTGTCGGTAAGAGCAATGATTCGCATTGTTGTAATGTTAAAAATTGATGGTGGTATAGAGCCAGTAAGCTGGTTACTTTCCAGGTTTAAAACAGTCATGTAATGAAGATCACCGAGTTCTCGAGGGATCTCTCCTTCGAGGAAATTTCTCGCTATTCTCAACACTTGCAGCTTTGTTANATTGGAAAGGGAAGATGGGATTTTCCCGGAAAATTGGTTGCTCGACAGGTGCAAAATGCGAAGGTCTGNTAGCAAACTTAAAAATGATGGAATGGCACCGGTGAAGTTATTGTTTGCGATATCAATCAATTTCAACCTCTGCAAACGAGCCAACTCTTGNGGCAAATTCCCATGAAATCTGTTTTTGCCGATATCGAGGGAAACGAGAAATGAGAGGTTTCCAAGGTGTGGAGGAATGGTACCATGAAGTTGCATACTAGAAATGTCTAAAGCTGTGACTCGATGGTGTCGGGAGGTGCAAGTGATTCCAATCCAGGAGCAAACAGGGGTGGAAGAAGACCAGTTGGTTGCTAAGATGTTGTTAGGACTAAAAGAAATGTGAGATTTCAATNCAAGAAGAGCGGCTTCATCGGTACTAATATTAGGAACGTTAGANAGTGATGTATCGAGCAGAATGAAAACCGCAAGAGCAAAGAGAAGATCGCAACTTCTTCCCATAACTATAACAGATTGGTTT

>rnd-6_family-97#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 27 )

ATTTTAGTAATTGGATGTCCTAGTAATTATGAATTTCATATCAGTTTACTCAGTTTTCATGTTATTTTACTTGTTAATGTTTAATTAATTGAATATTCCTCAGACTAAGTGCAGAGATTAAAACGGTATTATANATATACTGTTGGTGTGACATTTTAATATTAATGAAAANATATATTATATGTCACATTATATATCATGTTATGTCTATTGATGGACATTACATTTGTGCCTCTTTACTCTCATCAATTGTGGAAGAAAGTGGTCATTAGTTTTTAGTAACTTATGTAACCACCAACTCTTCATTTCATCCATTATTCTATATTTATGTCTTGTAACTTATGTAACNTTTGAGCCATTCATTTAGCAAANNNNCNNCCCNCNNNCNNCCNNNNNCNNCNNCNNNNNNNNGNGNGGNGNNNNNNNNNNNNCTCTATGTTGCGTACAACAAGAGAAGAANAAGAAAATATAGGGNAAAAAGGACGAGTAGTATNATATGAGTAGTATTATATTGAGGTTAGTGTAGTGAAAGAGAGAGTTGAGACAAAGAAAATATTCTAAGTCTTCAACTATATTCACTA

>rnd-6_family-1575#LTR/Copia ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

AGGGACCTGATAGAAGTGCTTTCATTGCTTTCTGTACCTGTTGTATTTTGTTTGCTTGTAATTGTTCTTANATTGTAGGATTCGTTTCGNTCGTGATAGAAACGTTTCAAACTTGGGTGAATCATTGTAAGGGCTNGGTTANGGGTAACTTAGGNTCTTACTTCNAAGTCTATATTAA

>rnd-6_family-2307#DNA/CMC-EnSpm ( Recon Family Size = 45 Final Multiple Alignment Size = 26 )

TTATATAATGATATGTGTCATATTGAGATTAATTTAACTTGTTATCATAGATTTTGCATTGTTTCATTCAAATATGATTTATAAAATTGATATTAATATTTTTGGATTTATATTCGTGCTCTTAGATTTTTAAATGCAATAAATTAATAAATATTTTACTATTGAATAATCATTCAGTTAATAATATTTTGAACATATTGTCAATCAATTACTAACCTAACATTGAACTTGAATGATATATTACCAACAAACTAACAATCAATTAGTAAATTTATTAGAAAAATAAATAATCATACTAACGTATTTAAAATTTATTACCAACAAGGGTTGTGGTGGAGTAGTAAGTACTCCTTAATCCTTAACCAAGATGTCTGGGGTTCGATTTCCTTTGGGTGTCGCGTCACCTTTGTTAGGGAGAGTTTACCCCCCCCCCCCCCCGCCCCCCAATAAGTGACTTCTTGACGTGAATCCGGATTTTGTAAGGTTCTAACTGGATGGGAAATTGAAAAAAGTATTTAAAATTTATTGGCAAATTACCAACACAAATTTTTTGTTACTAAAATTACCAACCAATTACCAATGTATGAATCGAAAAATGAAGAAAAAAATTTACTAACTCCTTTTCGATTCGTTAGTAAAGGTACTAACGATATACTAACCAAAAATTAGTTGGTAAATTTACCAACGGAAATTTCAGGGCCATATTTCAAAATTTTGTAACATCTTTGGGTGTTTACCAACTGATTTTTGGTTGGTAAGTTTACCAACAAATTAAAATCGGTTGGTAATATTTACCGACGAGCTTTTTAGCAACGGATTAATATAAGTTGGCATTTGGTTGGTAACTCAATTTACCAACCGATTTGATCAATTTACCAACGAATTTTTTTGTTGGTAATTGAGATTCCTTTTGTAGT

>rnd-6_family-1589#LTR/Caulimovirus ( Recon Family Size = 30 Final Multiple Alignment Size = 26 )

TGTCCCGTTTGGACAATATGAATGGAATGTCATGCCTTTTGGGCTTAAGAATGCCCCATCNGAATTTCAAAATATNATGAATTCNATTTTTAATCATATTAGCAATATTTCAATTGTCTACATTGATGATGTNTTAATNTTCTCCGAGGACATNGATTCTCATTTCAAACATTTAAATATTTTCTTTAANATTGTTAAGNACAATGGTTTGGTCATTAGTGCTAAAAAGATTAAATTATTTCAAACAAAAATCAGATTTTTAGGACATGATCTTTATCAAGGTACCTATAAACCAATTTGCAGANCAATTGAGTTTTCTGATAAGTTTCCCGATGTCATTTTNGATAAAACTCAGCTGCAGAGATTTTTAGGAAGTCTCAACTATGTNGCTGACTTTATTCCCAAAGTTAGACATATTTGCAAACCTCTCTTTGACAGGTTAAAGAAGAATCCTTCACCCTGGAGTGACGATCANACCAATGCAGTTATTCTACTNAAGAATATGGTTAAGGATCTTCCTTGCCTTGGTATCTCTAACCCAGACTNTTTTATGATTGTTGAGACTGATGCATCTGACATTGGATACGGTGGTATTCTTAAACAAAGAAAAGACCCCAATTCTTCAGAGCAATTGGTCCGTTATACTTCAGGAATCTGGAATTCCGCNCAAAAAAATTATAGCACGATCAAGAAAGAAATCCTTGCTATTGTTCTTTGCATNACTAAGTTTCAAGATGATTTAATCAATAAAGAATTCTTGCTTAGAGTAGATTGTAAATCTGCTAAAGAAATCCTCCAAAAGGATGTTAAGAATATTGTTTCTAAACAAATTTTTGCTAGATGGCAAGCCTTATTATCCAGCTTCGATTTTCAAATCGAATTTATTAAAGGCGAAAATAATTCTTTGCCAGATTTTCTAACTAGAGAATTTTTGCAGGGTAAACATGAGCAGACCGCAAATTAGGCCCATAGCGGGNAAACAACCAGCCAGGCCCAATNCAAGTGGNCNAANAAGAGCGTCAGGTCCATTTGCAATAAGGCCTGAAATAAATCATGCGAGGCCTGATTTAAACAGGTATTCGGCTTTGGCCCAACCGCCTCCAATCGTTCCTCCTGAGCTNCCNCGGAATAGTTCGTCGAAAATGTTGATCTTAAGAAACCTCTTCNAAAGGAACAAGAACCCAGCTCATCCTCATCACCAAGCGGAGAACTTAGATTTTCCCAAAAGCAAANAAGCGACCGTTAAAGTTTTGCAGAAGCGGTNTCTCCAAGTAGCCNAAGACTTACTCCAAAGAGAAAGAGAAATTTGAAATGATTTCTCTGCAGGTTTTCCCAATCCTTGCTCTNGACAAGGAATATGAAGGTTATGAGATNAAACATCTCTTAAAACCTATCTATACTAACAGGAATTATGTCGATACAGATAATTCCTTAAAAACCAGAAGATATTTTGAATTTATCCTCGTTGACACNGGATCAGTNGANATTGAACATGAGTTAGCAGATAAGTCTGACCCAGATAGCATCGCTTACTCTAAGTTTACNATNAAAAAGATTTTATCTCCTTTTAANTGGCCTGTAGACCATTTGCAAACCCCTATTAATCTNTCTAAGAGATTTAACCCTCAAACCTATAATTGGTATGACTATAAGAACGCCTGGGTAAACTTCNTGTATGTTAGACCAACNACCCACACGTGGTTTGTNAAATATTGTCCAGAAGTTGCAGCTTCTACTATCCCGAGATGGTTCTACGAATGGTGGAGCCGNTTTGGTGGAAATAAACAAGTAATGCCTCGACGATTCGCTGAGAAATATACTCAGTTCCAGGTNGACGAAGGCATATCAACACTACCAGAGAATATAAAGCTCTGTAAGTATTTTATTCAAAAACGTTTATCTTATATTATNAGTTGGACGTTTGTTATTGCAGANTTTGATAGGATCAAGTTCTTATCNAAAGAAATCCGAATTAAAGGATGGTCTCCGGCCAGAAAAGATAGTCCATCTCCTTCAAGGGAGAAGANATTATCAAAGGCTTCACCCTCAAAGAGTGAATTGAAGAAGAGACTTGAAAAGGCTCTGTCNGAATTNGACGATAATCCAGATGAAGCTGCNATTAACGGGCTTCTTGANGAAGCCTCNTCNCAAAGCGATGACAATGGCGACATGCTAAATCCAAAAGCTTTAGCCAAATCTCATATCTAAATCCATTTGATTAATCTCTAATTGAGGTATTAAAACCGGAATAATTAGTCTTTCNGATAGAGATCCAAAGGATCGGAATTATCNAGAAAGAAACAAAGGAGTCTCAAAGAGACGGAATCTTTGTTAAGATAATCAAAATGGAATAATGAATTTCGTCATCAAAAATCAGCGGACCCAGTCAGCACCTACAAAGCGTGGCCGACNAGGACCTTANCATTAACGACGGCCGATAAAGACGGCAGANAAGGACTTTACTAAAGATAAAGTCGAAANGAAAAGACGCCTTCTCCAAAGAAAAAGTAGCGGAGGAAAATAAAGAAGTTATCTTTCTTTACAAAAAGCAAAAGCAACGGACGAGAACGAAGAGCCAATCAGAAGATAAGCTTTNAGATTTTCCTTATCTCTTTCAAGTCTATATAAGGCNTTGTANTTTCNCATCTAAAGCATCGGAAAANNNTTCACCGGAACANAAAATTTTCTTGAATGCTCTCNATCTCTCTATGTAAACATTATGCTTTGTATGANNAATAAAGGTTTCCTAAGACTTCTGTAAGNTCTTTTATTATCTCTGTACTTTTTATTATTTCCGCAAT

>rnd-6_family-2629#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

GTGAAAGGTATTTCTCACATATGGATTCACATTGGTGAAAGGTTTTCTCATCTATGTTGAATTATGTTTAAGGAGCTATTCTACGTTTTGATCTTGAAAGATGTGGATTGGTATTGATCATTGCCTTTCCTATGTTANATTGATATTTGACTTTTATCTATTCCGTTGGGATTTAGACTTAGCACCGAGAGGGCTTTGAGGTGGAGGCTCAAATAGGGTAGTCTCTAGTAGCAACCTCTAGTCCCGAACTACGTGCCCNCGTAGGATTATCTTAAATNACNTANCTNTCGCGGATCNACGTANNCTCGACGATACGATACGTCGTTCTNCNTTTCGNAATNANATNTCGTTTTTAGTACGGGNGTTAAATTAAATTCGATATTATATNTCGCGCGNTATATCGTCGNATAAACNTAANATCCCACAAAATGATACTATGTTTTCTTCAANCTTTTCTTATGTCCTTTATGTTAATGTACTTGACCATGTTTTATGATTTTCATGTCATCTCTTCTTTAAAGCTTTTAAATGTTCCANTGTGATCATGCCTACACGTTTTAAGTCATTCATGCTATCATG

>rnd-6_family-629#DNA/CMC-EnSpm ( Recon Family Size = 29 Final Multiple Alignment Size = 26 )

TTTCATTCGATGTTCGAAGTCCGTATTGGAGCTTCGATTAAATTTGAATCGCGCATTACAGGGTCCATTTAAGAGTGACGCTTCCAACANGATTTTTTTCATACTCAAAACTCGAACTCGAAATNTCTGATTAAGAATGAAACAGTTTCACCACTGCACCACAACTCATGTTG

>rnd-6_family-1407#DNA/TcMar-Stowaway ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

ACTCCCTCCGTTTCAAAAAGAATGACCTAGTTTGACTTGACACGGAGTTTAAGAAAANAAAGAAACTTTTNAATCTTGTGGTCCTAAATTAAAGTTATGTCAAATGTACNAAAATGTCCTTTAATCTTGTGGTCTTAAACATGTCACGTGAAAAATTAAAATTAAAGTGTTGCCAAAAAAGGAAAGGGGTCATTCTTTTTNAAACGGACTAAAAAGGAAATAAGGTCATTCTTTTTTAAACGGAG

>rnd-6_family-1815#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 25 )

TCCAGGGCTTTGGTCTAGTGGTAAGAGCGCAACACGTGATGTGTGGGTTAGGCGCACGTCACGGTTTCAAACCTGCCGCGGACAAAAAGCCTGGTATTAGGGTGGAGGGGTGGACCTATTATCCACCGAGTTTCGAACCGTGCGCCACTGATCCATCGGAATTTTCTCAGTTATATAAAAAGAAGAT

>rnd-6_family-1233#Unknown ( Recon Family Size = 31 Final Multiple Alignment Size = 25 )

AAGGTTAGGCATCTACTCTCTACACTCCTCCCTCCCCGNCCCTTCACTTCCTATCTCTTCCANTNTTTTTTTCTTGGATCTTGTCCACCATTTATAATTTTATTTTTTCAATTTATGACAAACAAGAGAGGAAAAAGGAGGAAAATAACGATGCATTCATATAGAAATAATTAGTTCAATAAAAGATGATTTAATTAAGCAAATATGTACGAATATTACATTTTTCTTTTGCGTGTATCCAAAATTCAAAATAAAAGAATAAAAATAATCATTTCTCTTATCCCCACCCTCATCNCATCGTGACAATAATACNAATTAAAAGAATATAAACATGTGAGTTCATTTCAAGTTTGAGTCCCGGATATCCTAATTAAGAATAAGAGATTAAAAAAAGGAATAAAAGAGAAAATGAACAAGACATTTGGATAATTGANAGAAAATTTTATATTAATGAAAATAATAAATTTTTTAAGATGGACAATCAGTCGGGGTAAGTATGGATTTTAGNTGGATCCCCATTTATGAGTTGAGTTATAATAAATTGGGGTCGATTTAAAATANGCCAATAAGAAGATATCATGAAATTAATTTTTTCGATATTATTTTAAACTGTATCGGGTCAAAATATGAATCATATGTGATTTTATAAAAANATATTTTTTATATACGATTTTATTATATATTTGAGAAGGATTTAAATTTGGANCAATCACATTANGCAA

>rnd-6_family-5080#Unknown ( Recon Family Size = 28 Final Multiple Alignment Size = 25 )

GGCAGCGGAACCGGTACTTACCGGATACCGGTCCGGTCCGTCCCGGTCCGGTTCGGTACCGGTCCGGTTCGGTACCGGTTAGTNCCGGTANGGACCGTTNATTTCCGGTTCCGGGACAGGTANCGGGACGGAAATCGGNATTTACCGGAATTTACCGGTTCCGGTAATTACCGGTCCGGTCCGGTTAAA

>rnd-6_family-448#LTR/Gypsy ( Recon Family Size = 30 Final Multiple Alignment Size = 25 )

TTTCATCAAAGTAGGAGATAAGGTTTGGTGCTTCTAAATTTCTAAAGTTCAAGTACAATTGTTTTCTATAATGTGTTTGTGTCCATCTAGTATTGATACTTAGCTTTAATTTTGTGATAATTTGTTTGTGTCCATCGAGTGTTTGTTTAGCATTAANTTAGGTGATAATGTATTTGTTTAGCATAAGTACCAACACTAGTTGATCCTATTGATGACAAAATTGATTTTCTTGCAAGATCGATTTGTGTCCATCTAGTGTTGACACTTAGCTTTAAATTTAGNAATAATGTGTTTGTTAAGCATAAGTACCAACACTAGTTGATCCTATTGATGACAAAATTGATTTTCTTGCAAGATCGATTTGTGTCCATCTAGTGTTGACACTTAGCTTTAATTTAGNAATAATGTGTTTGTTAAGCATAAGTACCAACACTAGTTGATCCTATTGATGACAAAATTGATTTTCTTGCAAGATCGATTTGTGTCCATCTAGTGTTGACACTTAGCTTTAATTTAGGAATAATGTGTTTGTTAAGCATAAGTACCAACACTAGTTGATCCTATTGATGACAAAATTGATTTTCTTGCAAGATCGATTTGTGTCCATCTAGTGTTGA

>rnd-6_family-609#LTR/Gypsy ( Recon Family Size = 28 Final Multiple Alignment Size = 24 )

AAGGTTCTAATACCAAAACGTCAAGGCACGACAACCCTAGGACCCTCCCAAGGACCCATGAGAGGACCNAAGGAAGAGTCCAAAAAGCTGTCAAAAACAACTTGGGTTCACGAGANNCATTGACGGNTCGTCGATGGACTCACGCCCCGTCGATGGGAGTCGTGAGTCCATACTTGGTCTCCACTAACTTTNCCCCCNAAAACCAGCCTCAGTCCCAATTGACGAGTGACNAGTACGGTCCGTCGATGGGTCGACGCCCCGTCAACGGGGACTCGTCGATGGGCACTGTCTTCACTGCCTCCGCACGGCTTAGTGAGGGTTAGTTAGGTAATTAGTGTAGTCGTTTAGTTAACACTTAATTAATGACTTAAATTAGTTACGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTCAAGCTAGACCACTCAAGATTCATCCTTTTCACTTCAATATTGTGGGCTAACCTGAAATAAGGTATNGGGATATTGATTCATGGATTAATTTCTCCTTGAAGACGTTTCAAAACTTCTATTTTCGAAATTGATATTGTGACAAAAAACTAGGGCTTNTGATCTAGCCATGGGTTCAATCNAAAATCGTTTTCTTTATGTTATGTGCCTTGTATTATGAATATATTGGGATTAATTGATGATTTCTATTGTGAAAATCATCCAAGAACCCATGTGCACCCTATGACCTAATTTCATGAATGTTGTTGGATGAATTGAGTAGATATGAACATGATGCATTGTAATTGATGATTATCTAGTCATAGAATCTTGTTTTCATGCCTATTGTGATGTATATGGGGGTAATCGTGATACTTGATTCNTAACCTTGAAAAGGGGGTAAATTCTAGGGTTTGTATATATGATGAAGAATGTTGTACATGGACTTTGAATTTGCTTGCAAGGTACATGGCTTATGAAAGGATGCAAGAAAGGTAATTGGGATGGTTTCCACTCTCTTGAACCTTACCTATTGTGTGGCATGAATTATGTATAATGAGGTTAGTCTCTTGTGTTGATTGAAAGTATAGTTCTCATGAAAACACTATGATTGATATTGTGAAAGTGCTACTCACATATGTATGTTAATTCTAGGGTGAAAGTGTATTCTCACNTAATGAATCTAAGAGCTTTATGTCGAATTGTATTGAATGAAGAGGAAATACTTCTTCACACATGTAGATACAATTAAAAAGAACAATGGTAGTAA

>rnd-6_family-4486#DNA/Harbinger ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

AATTCCCTCATAACTAATTCNTATATTACTAATACNTGCATAACTCTAACCAGCTACCAAACGACCCCTA

>rnd-6_family-1423#LTR/Gypsy ( Recon Family Size = 26 Final Multiple Alignment Size = 24 )

CGTTGAGTTCTGAATATCGTCCGAGCTCAGAGTGGTGCGGCGNGAAGTCGTCCCCTGCTCGTCGTTGCCCCTNCTTCGCTGCTCCGAAGAAGGTATATTTTCCATTTTNATCAGTTTTCTTTACGGAACTCGAACCGTGGCCTNCGTTGCTGTAAATATGAGATGTTACGCCTGTTGGCTTCGCTCGAATTCGAGACGTGTCCTGCGTTATGGTTTNTTTTGTTGTGTTTGCTTGTTTCGTGTTGNTCCCTATTTTTTTCTGAGTTCGTCGTGGCACNGTCGCAATCGNTCTTATCGTNTTAGTCNTAGCTCGTTCTGTTCCTGAAGAGCCATAGCTCGATAATGTGATGTTGCGTTGCCTCNTTCCCTCAGGATTATTAGNGATGCTCAACTTTCTTTAAGNTGCNAAGNGTGTGCATATTNCATTTCTTTGATGTAATGGTTNTTGTGTTTTCTGTTTTTTCAAAAAATAATAAATAAATAAAAAATTGAATAAGCTTCAAGTTGGTCAGTGTGTTCCTGATCGNTCGACGTTCTCTTCTTATTTCCTACTAGTNTAGTTTCGTTTCGNATGATCTTCCGTCTGGAANNNCGTGTTTGGTTTGGTAATCGTTGGTCGATAACTTATTTATGAGTCTTCATTTNAGGGAAGTCCTANCCTCTCGTTGAATAGTCTAAGCCTCTGTATTGTGTAATCTGGTTATCTCGGTATGGTGTAATGCGGTTTATCTATCGTAGCATTNTTTGGGTAGTGAAAACATATTTTCATAGCATGTTGGATGTTTCGTGGTCATGCCCAGTATTTGTTCGAAATATACCTTTGGCCATTTTCTAGTTTGGGTTACCCATATACTTTGACAGTATGTGCATTATTATTGTTTATCTTTCGTTATCCTTCTTTGTTTTGAGGTCCGAAGGATGCCACCTTGGCGCTTGGTTTTCCTTCGAAATTACACATCCTTGGTTATTGCTNATTGCTTATTGCTTAATGGTTTGTAAAGTTGCTCTAGTTCATAGCTTGTTTCGTTTGTTATGTCGTCTCATGTGCTATTCCTCGTTTTNTTTTGCATGTGAAACTCCTCTCGAGTCCGTTTCGGGACTCCATTCTCCTCCTTGCATTTCGGAAGAGCCGTGAAGGCTCAATTTCTTCTACCGAGTCAACCCGTCGAGGCGGGCGTACGATNCGAAATTTCGAAGATCGAAGAAAATTCGAAGAAGACGGATTAGAAGACTTTCTTTATTTTTATGTATTTNTATTTTAATGGGCATAAGCCCTTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAAATTGGACCCAAATCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTACTATTTGTTTACGTGCTTTCGTTTGAATGTCGTTAGTTTAGGGTTAGGAAAACTCCGANCCCCGTCGAACGCCTTTCTATTTTATCAAACTTAAAATTAAACTAAATTTNAAAACGATAGACGTTTCAAAATTCGNAAGCTTCGCTTAGATTNAAACTTTAGGAAGTTTAACTTCAAANAAAATTCGCAAATTTTAA

>rnd-6_family-1881#LTR/Caulimovirus ( Recon Family Size = 29 Final Multiple Alignment Size = 24 )

AATCTCATATTAAGCATCTTGATATTTTCAAAAATATTGTTATACAAAATGGTTTAGTTATATCTAAAACCAAAATGAGTCTTTTTCAAACCGATGTAAGATTTCTGGGTCATCAAATTTGCCAAGGAAAAATTACTCCTATTCAGAGATCCATCGATTTTGCGTCAAAATTTCCTGATGAAATTATTGATAAAACTATGTTGCAAAGATTTTTGGGCAGCTTAAATTATATTTCCCNTTTTATAAAAATTTATCTAAAGATCTTGCTCCTTTGACNGATAGGTTGAAGAAAGGTAAAATGTTACCTTGGAATGAAGATCTTACTAANTTGGTTAAANCCATTAAGCAAAGAGTTAAANNTTTGCCTTGTCTCACTCTTGCTAACCCAAATTGGATTAAAATTATTGAGACTGATGCTTCTAATATTGGTTATGGTGGAATTTTAAAGCAAGTTAATCCCCATGATAAAATTGAATATCTTATTNGATTTCATTCAGGCAAATGGTCTGANTCNCAGCGCAAATATGCGACTGTNGCTCATGAAATGCTTTGTATTGTTAAATGCGTTTTAAAATTCCAGGATGATTTATATAATCAAAAATTTATTATTAGAACTGATGCTCAATCAGTCAAATATATGTTTGATAAAGATTTCAAACACGATATTTCAAAGTTAATGTTTGCTAGGTGGCAGGCACAACTAGCTCCNTTCGACTTTGAAATTCAGTATAAAAAGGGAAGTGATAATTCNCTTCCCGATTTCTTATCCAGAGAATTTCTTATCTTCCTAAATAATTAAAATGTCTCCTTATCGTTATGTATTTGGAGATAAGACTCTTATTACAATTTTTATAGCTTTACAGTCNTTAAATGCAGATTTAAAAGAAACTATTATCGATAGAATNTTCGATAGTATTCTAATGGAAGACTTCCTCCATGATTATGAAACCATTTCCCGANCTTTCCCTNGACGATAATGATTGGGAATTNGACATCTCAGGACGTTTTGATGATTACTAATAGTTTGTTCGTCTTTGCAGCACGGGAGGTAATGACCCTCCTCCATGGTCACATGTTCGTGGTCGNGGGGGAAGAAATCAACAGAGGAAGGGGAAGATCGTCCTCTTCNCGATCTACAAGGTCGTCATACGACTCTTCCTTTCCNGTTATACGGCTAGGAAATAAAACTTTGATTAANTCAAAGATTGGCGAAGCCTCTTCATCAGCTTCATCCTCTATAAATCTNAAGGATATTCCTAAAGACAGTTCATTATATGAACAAATTCAGGCATATTTGCAGANAAAAGAGCAAGGTGATACCTACGCCTCTTTAGCCAGAGAAGCTGACCTAGTCAGAGTCTCAGAAGAAGCAGCCACAAAAGAAATTATATTTCTTTTGGAGAACTCTGATATTCAGAGAAGTAATGAACCTTGGAATATACTCCAAAGGTATCTAACAAAGGGATTATATTTCCCTGGAGAAGCATATAAGACTCGAACATATTATGAGTCTATTCTAAGTCATACAGGAAGTGCGGAATTCCAGCATTTCACTTCAGAATATGACAAGAAAGTTTATAACTTCTCCAAAATCACTATTAAGCAGATTATATCTGCNGAAGAATGGGGAATATCCACGATGCAGGAAAGGCGNGTTTCTGTTAATAAAGTAAATATGAACTTTACNTACTGGGATTATATCCAAGCCTTTCATAAAATATTTTACTATAATAATGANAAGCTCAAGCACACTTGGTTTTTAAAAATATGTGCAAAAGTTTTTACTCAGAACATACCAAATTGGTTTATAAATTGGTGGACTCTTCATGGGCCAACGATAAAGATTTTACCCTATAATTTTCTAACTTTATATAAGCAATGGGCGAAAGTTTCCCCCTTTTTAACGAATTTATATTTACAAGATCATATTTCGAATATAGAAAAAATCGATCAGATGTATTTTTTTNATCGAGTTTTCTATACCCTGGATCCATAAATGGGTTCCAGAAGTGGGTTATACCCCAAATGAAAACATTCCTTGTTTATACAGAAAGTATTTTCATAATTTTTGGGAAAAATTAAATAGACAAGATCCAGCAAGCGGACAGATGTATGGCCAGGAATTANTNGATCAGATCACCAAGACCATTAAGGCATACCATGACTCTCCTCAAAAGGGNATNTCTACGGGGAGTTCNATCAAGCATATTGCCCGAAGAATTTCCATTCAAGATGGAAATAAAGAAGAAATGATAAATGANTATTTGGAAGAAGTCAAGAAGAATTTGCTACAAAATATTTCAGAATTCGATAAATCAGACACTTCGATGAGAAGTGGACANAGTGGTAATACTGCTGATGCACAGTCCGTNGANCAAGATATTGAATTGACAGAAAGTCAAGTGCAGAAAGTGGAAGACTTCCTCGCATCAATTAAAGANCAAGAAGACGCAATAATGAAGAACGTGAAGGGAAAGGATAAGATTTGACTCATCCTTATCGAGAACAGTATATTACCGTTTAAAACTGTTTAAAACANTATGTAGGGCCCACATAAGGGACCCATTTTNCCTTTTATTTTTCTATATAAGAAGCCTCACTCTCAGATAAGAGGCAAGACTTCTTAAGTTNAATTTAGAATCTCTCTCTAGTTTGCTCTCTCTCTCCCTCTTGTAAAACATTCTGTTGTGTAGTAATAAAGAAGCTTTTTGGATTGAAGATTCGTTTCCAAGGTATTTTCTTTTGTTACTTTTATTCTATTATCTTTTATTGTCGCCGCCTCCATGGCCGGCTAAGATAATTTTCATATCTATGCTAGCTTCATAATTTCTGTATGATGTTCTTATTTAATATCTGGATCTAGTCAAGTTATAATGAATTCTTATTATAGTTCTTAAATCTTTTATCACAAGTTTTGACTTGGTTTCGAGATGGTGGTACAGTCTGATAATACACTGTTAATGATAGCGAGCATGTGGTATTGTAAGTCCCCGTTAATTGTTGAAGAAAGGGGCAGCCTGAAACCCATGTTAGAACTGCTATACATTAACATGTATATTATTGTGACAGGCCCCATGCTTGAGTAAAAGTTTACCATACAGCCGAAACTTAGGATAAAANTTTTTATAAACTATAATACGTTTCAAGTATAACTTGGTCATGTGCAAAGCTAGATCTAGATGGCCGAGCGGACTACCGCCAGCCNTGTAGATCCTGTTATGGTATCAGAGCCAGCTATTCTATAAGAACAATAACTCTTTATATCTATGCTAGCTTCATAATTTCTGTATGATGTTCTTATTTAATATCTGGATCTA

>rnd-6_family-2379#LTR/Copia ( Recon Family Size = 25 Final Multiple Alignment Size = 24 )

GGTGTTCACGGTTCGGATAAAAATCGATTCAAATCGAAAAATCGAATCAAATCGATTAAATAAATCGATTTTATTTGGGTTAGGTTTGGTTTGGTTTTANATTTTTAAAAATCGATAGTATTTGGTTTGATTATGATTTTGTTCGAAAAAAATCGAAGAAATAACCGAATCGAACCGATAAATTATATACATATATTTATTATTATACATACATAATATATTATTTTTATAAACAATT

>rnd-6_family-5126#DNA/CMC-EnSpm ( Recon Family Size = 24 Final Multiple Alignment Size = 24 )

AAGAGGAAGAAGAGGAGGAAGAAAAGGAGGAGGAAGAAGTTNAATCAGCATTTAGACAAATTTTATTATTTTTTATGTTGCTAATATGAACAATACCATTGGGAAAAAATGGTATTATAAGCTTTTCGAAACCAAATTCTTAGTCTTATAAATGGTAAAATCAAACTTTAAATATAATGCACATTACAATACAAAGTCTGAATTCAATAGTTTTCATAAATAACCTAAGAAAGATAACTTTNAAAAATANNCAGTTTAATAACTAATACAATAATATTTTTTCATTGTGTGCCTCGNGTACGAGCTCAAAATCCCAAAGGTAAAGAAAAGATTGTATTGGAGNACTTAATGTAGCATCTCCCGAGTTNACAAGTGTTGCATCATCTCCCGAGTTCACTTGTTGATGCCCATATAAATCNTCATTTCCTCTTTTTCTCTTTTTTTCTGGCCATAAAAAGATTACAAAATTATAAAAATCAAAAAAAGCAAAGATAACGAGCGTGAAAACGACAACAATAATACNAATATATATATAATAACTAGATTACCAATGTTAGAAGGGATGTCACGTTGAGATAAGTAATTAGCTTCTCCCCGATTTTTAATGTATACCCCATTATAAGATTTAGTACATGTTCCAACTACATAACTTTTTATCAATTTTTTACCGCGCACANGTGGTATACGTCTTGGTGTCACCTGCAAATTAAATCATTAATGATAGTGTANAAAAGAGTCAATCTCATTACNTTCTAATATAATAATTTTGCGCTAACCTGAAACGTTTCTTCATTTTCTCTTGATTTCTTTGCTATTTCAGGAACTTCCCCATATACAACGAATTTATACACTTCTATCAAAGATCGAAACTTTTTGTTTGTCTCCAAATGAAGGTAGACCTGTTTATCAATAATTATTAAATGCTTATTTTTCACAAACTCATCAAAGAAAATATACATAATCATTTTTGTTNGTAGGGAAACATGCAGATTATTCAAATGGAAACTTACATAATCTATTATTAAGCCACCTGGACGAGAAATATTATTGATGATCCAATTTTGCCTTCTTTGCTCAAACGTATGAGTACGCATGTAGTGCATATTTTTTGATACAATCTCATTCTGCNACCAAAACAACATGTATAGAATTCAAATTTATCCAATATCAATTCTCAAAAGGTAATTATCTATACAAAGTGGGGAGTATCAACATTTTGTGATCAAGTGGTACACAAGATATTGGAGNATCAATATTTGATATTCTAAAAGATCAACACAATACGATGAAGTGTGTTTCTTCTACTTCTATCTAAAAGGATAGCTCACACCTAGCTATAATTGTTTCTGACGTGTTTGTACGGTAATTTTAAATGAAACTGTAGAATTCTCTTACTAGATGACCTTTATGAGTATTTTATATGTATATACACAACAGACACACACTTTTGGACTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTAGTAATATTATTCACATGAAGTATTTAAATATTGTTGTGATACATATCACATCTTTNAACTTTTGAGAAGAACATTTTTCTTGTTATAAAAAAGAAATAACATTAAAATTTTGTTATGTATTAATCAAAATATTTTCATATATGNATTAAAAGGAAAAAAACAAACAACTTATAATTGGAGGAACTTTTGCAAAGCGAACCTGAAAAATATCAGCGTTAGCTTTTTCCAGTGCAATAAAAGATATCGGAACGTCCATTAATGTTGCATCCTCATCACCATCAACTTGGTACTGCTTATCCATATTCTATTCGAAAGTATGAAAAAATAATTAGATATTTTTAAAAATGAATAANTGTGTGGAGTAATTGAGAGGACGTTCAAAAAAATCGAAATCGATCGCTTGCTAGGAATTTACATACACANAGGCGCGCGCGTACGCATACACACACGCACAAACACAAATTATATATAGATATATACACACAAACACACTTCTTTGGAGATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATTATATATTATTATTACGGGCATGACGTATTTAAATATTGTTGTCATACANATCATATCTTTTNACTTTATAGAAGAACATTTTCTTCTTTCCAAAAAGAAATTAACATTAAATTTTTGTTTAGNTATTCATCAAAAGATTGTTGTATATGTATTAAAAGGAANAAAAACAAACAACTTATCATTANAGAAACTTTTTCAAAGCGAACCTGCGAAAATTCGATGCTTGCTTTTTTTAGTGNAATAAAAGATATCGAAACGTCCATTAATGTTGCATCCTCATCACCATCAACTNGGTACTGCTTATCCATATTCTAGTCGAAAGTATGAAAAAAATAGTTAGATATTTTGCAAAATGGTAAATTTTGTGGAGTAATGGATGAGAAGACTTTAAAAAAAAATATTTCTCGCTTGCTAGGAATTTACACACGCGTAGGCCGCACACACACGNACGCGCACACATACACGTATTTTATATACAATATATGATATATATATGATGTGAAACTTTTNNATATATATTGTGATATTTTGTACGACAATATCAATGATCGATGATGATGGAGCTTTCGAATCCTAAATTAGAGATTCTGTAACGAGATNAATGGTTTATGTGATACGAAAGTTTCATCCTAAATTAGAATTTTAATCTATATAAATTAATTTTTTTTTTGGAAACTAATTTAAAAAGATTCCATTTCTAAGGAAATTGTTAACTCGAGAGATGAACAATTATAAGCAGGCTTATATTTTAGCACTCAAATCTTATTAGATAATCATAACACAGAGATGTTTATTCAAAGATCCATGCACAATTTATAATTTTATTATCCATTCAAACTTTGATTTCTTAGATATAAGCATAAAAATGAAATGAGACGTCAAACATGTTACTGTACTTCTAATACTACTTCTACTAGTACTATTATCTATATGTAATTAAATTACTACTTTACTTTTATTAGTATTTATGTCACTATAGGCCAATTCGTTTAGTTCAAATACATAAATGAGGGTTCACATATACTATTTAATTTTAATTTTGATTGAGATATAGTTAAATGTTNNNCGCCGTTGTTGTTATGCGACTTATATTTTTANCTTGAGGATTTATTCGTCGTTCTTCCATAAGATAACTAATATTTAAAAATTTATTACCAAACAAATNAAAAGATTTGTGTACACGTCTTA

>rnd-6_family-3167#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

AAATTATTTTCAANTAAAATGGTCGCATGTATATGTAATGTATCAATATTGTATAAATAGCGTATAATCGTGTATANATGACGTATAACTATGTATAAGAGATGTATATACATTAATACATTGTTTATACAATATTNATACATTACAACAATTTATCTTCCTCGTCACGAGTTATATTNTCTTTTCAATCCCGACTAACTCAAATCTCCTCTAAATAGCTCCNTAANATTTAGGTATGAGATCCTCTGATATGTTTTTGGTACATTGTTATCCACTCGAAACGATTCACGTTTGTGGCANGTCGAATTTCAAAATTGAGCTTCAGGGCTCTTCGATGGCNGATTTTAATAGACGTTATCCAACTCAAAACTCTTCTAATCAATCATAAAATTTTCACATAAGATCAGCGCGATATTGTGANNNTTNCGATATATTATCTAGTTGAAACGTTTCATGTTTGTGGCAGATTGAATTTTAAATTTGAGCTCCAGANCNCTTCANCGGCGGATTTGAATGGACATTCAGCTCAAATCTCCTCTAGATAGGCCCCGAAATTTCGTNTATGAGCTCCTCTCGATTTGTTTCAATTCTTTTGATATATTTACTTAGATTCGAAATTTTTTAGGAAATCTGCGACAAGTCAAATTTTAACTTTAGTTTCAGCTTTCCAATATTTCCAAGTGAAGCAACAACAAGGTCAAGATTTATGTATAGACATATACATGATTAGTTAATAACCAAATAGATAATTAGCTGAAACTTGTCCAATTTTTTGGTTAGAAACAAATATACTAAAGCCATTTAGCTAATATGAAAGAAGAAAAACAACTACAATTCAGGGCCCAAAATATTATTGTCCCCCCTTTTTAGGTCTTAATTTGTGGAAAAGTAGTTTCCTCCACAACACAACTACAAAATGTATTTTGAAAAATATGAAGTCTTCAAAGGCTAAATCATTGTCCATTCAATCCGTGCTCTGCCATAAAAACTCGTCTTTCAAATCCTGTTAAGGCTTCCGGTGAAATCCCTTTTGAAATTCAGGTGTGTATCGAAATCTTAGCTTTCTTTAATATCGATCCCTGAATTTATCGAGACTCATCTTAAGAAATATCAAATCTTTGCTGATAACTAAGATTGCACANAANATAGCCTTGTGTTGTCCCCACCTAGATAAGCGCTTCCCTATCTACCCGCTAAGGTATATCGATACTTTCTTAAGAATTAGCCAGTTTGTTTGTTACTTAATGACTCCGTTGTGATTGAGGATTATCCAACTTGAACGATGCGGGAAAACATGTTTGGGTTGTTGGTTCAGTTAATGGGTTGATTTGTCTTGCGATTGCGNAAGCTGAAATGTTTATGTGGAATCCATCAATTAGNAAGTTNAAGAAATTTCCTAATCGTAGACCTCATACCGGTCACATAGATGGTTTTGGATNTGATGANTTNCGTGATGATTATAAGGTAGTGTCTGTTAATAAATCTGAAAGTCCGTAATTCGAGATGACGTTCTGGTTAACATATATAGTCTAAGAGCTGATTCTTGGAAAAGCGTTGATG

>rnd-6_family-2770#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

AAAACTTATCCGCATCGGGTGTTTACACCAANTCAATACATGCATGTCATGTGTTTAAATTTATAGTTCATTTTACTTCATTAAATCACGTAATAATGAAAATTGCATTGGCTTGGTGTAAACACCCGGTGCGGATAAGTTTTTTCC

>rnd-6_family-1253#LTR/Gypsy ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

GGGCTGAAGTTGTCTAAAAGCCCTTCCTACGTCAAAACAGTCAATGCTAAGGCACAGGCCATTGTGGGCATGGCTTATGGTGTGTCTATGTCGACTGGAAGTTGGGTGGGAAAACATAATTTGATGGTGATGCCGCTTGGTGAATTTGAGATCATACTTGGGATTGATTTTCTAAGAAAATTCCAGTTTGTTCCGTTTCCTCACTTAGATGGAGTGATGGTCATGAATGGAAGCAATGCTGGATTTCTCAAAGGTGTTCATCCATTTGGGAACGTTAATAAAGTTGCAAAGAAGAAAGACAAGGGAATGTTGTTGTCTGCTATGTCAATCGACAAAGGGCTGAAGAAGGGTGATGACACTATACTTGCTGCCTTGGTCGAAGTGAAACCTGATGTNAAGATGGAAGTGCCTGATTGTGTTGCCGAATTTC

>rnd-6_family-476#DNA/hAT-Ac ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

GGGTGGGCATAAATATCGAAAAATCGAATCGAACCGAACTAATTTGATTCTTCGATTTTTGATTTGGTTTGGTGTTATTTTTTCGAAAGTTCGATTCTTCGATTCGGTGTAAGGGTCTCAAAACTTCGATGCACCGAAGAATCAAACTTTTATTTCAAAAAANNAATTAATTTTTTATTTTTNATTAAATANAAATATTTTCGGCATTTTCTTAACAAAAATTAAAAATTCAACTAACAATTAAATCATTCATGAACAAATCAAAGTAGCAACGAATNTATAATTCAATAGTTAACTTCAAATATTAATTTTCAAGAGGAACTCAAACGTATTTCTACCAATGTACGTTATGTAAAGGAACCGTCTTCGTCCTTGTTTTTCTCGAGAAGTAGTTGGAGGCACAATGTTCTTGATAAAGACAAATATAGTCTTTTAGTTAGCACAATAAGTGTTCCACGGTGAGACGCATNATTCCTTAACATAATTTTAAATTTTTAAGTATCTTATACTTTANNNCGTCCTTATTTTATTTTTCATTCGCATCGAAAAATCGATTTAAAAATACCGAACTAAATCGAATCAAAGTAGAAAAATCAAATCGAATCGAATTAATTTGATTTGATATACGGTGCACACTTTTCTAAAATCGAAAATCAAAAAATCGAATCGAAATTTGATAAAATCGAAAATCGAAG

>rnd-6_family-53#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 23 )

GAAGGAAAATCTTTGAAGATGAACCCTAGCCTTAGCGTTTCTTGAATTTCTTGAGCGTAGAATTTTGGAGTGAATGAGAGGGTTTGATTTATGAAAACTGATTTTTCTACACGTTTAGGGNAATTTAGATGACCTCCTAAGGGTTTTTAGGACTAAAATACCCCTAAAGAAATAAATAAAACGAGCTGGGAGTCGGAATAATTTTTCACCGGGCAGTGAGGTCCGTATTGGCTCCGTAACGCGGAGCCATCGCGGAGCTGCTGCCAGGTTTGAG

>rnd-6_family-2739#DNA/TcMar-Pogo ( Recon Family Size = 24 Final Multiple Alignment Size = 23 )

CTCACTAAATTAATATAGGTGGGACCATGAAATATTTATTATTTTATAGAGATATTATTTAATCGATAAATTAATATTTATTAATTTAAAGAGTGATTTTGAGATTCAATGAAGGTTAATTTTGATTACATCAAAATCATCGTATCTTACTAATTTATGTATCATATTTATTGAATTCACATAATNAAATTTATTTATTACACATATANTAAATAAATACAACAAAAAATCATTGTACCTTATTAAATTATGTATCATATTTATTGAATTCATNTAAAAATAAATTCATTATACATAAAGTACAATTTATNTGTAATGATTCATTGTAATATATTATTCGTTAAATGATTCGTTGTAAAAATAAATTCATTATACATAATNTCATTGTTTCTTAATAATCAAATATTATTCATTGTATCTTTACTAAAAACATTCAATGTATGATGGTGAGAGAATAAACTATATAAGCAACATAGGAAATTTCTTGAAACCATATCCAAAAAATGACTTCTCATTTAAAAGGTGTCACAAAATCAACAATGACAAATCAAATACGTAAAGCATTATGTGAGTACAAAAGAGATCATTCCACATGCACTNAAAAAGATTTGCA

>rnd-6_family-235#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

AGTAAATTTTAGGTTTAGTAAACATAAAAATCATATTAGCGTTTTATAGCTATANTTTCGTTATTTGCGCTTCATAGTAAATNTTATGTTCGTATAAAATCGTATGGAGCATCAGATCTGTATAAAATCGCAGACGCCTCTGATTTGTATAAAATCGCAACATCCGATTTGTATAAATTNGGCGATTGTGTATGTAACTACTATGTATATGTATATGATNTTTGTGTTTGTATATCTGCATAAAATTTGAATTTGTATACAATTGAATCGAGNTAAAATATTTGTATATCAAATCTCTCTCTCTCGCTTTATACAAACACAAATTATACATTG

>rnd-6_family-665#LTR/Copia ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

TGTGTGTAGCTAAATGATANTTCAGTGAGGGGGAACATACAGTGAGGGGGAATATACAGTGAGGGGGAATATACAGTGAGGGGGAACANAGCGAGGGGGAATATAAAAAGGGGGAACAAAGTTGGAGAGGATCTTAGATCATGGT

>rnd-6_family-3870#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 23 )

TTCCCCCGTTTCATTTTATATGTCACNTTTTTACTTTGCACTTGCATTAAGAAATGATGTAATTTTACCCTTCTATTCTTATTTAATGTTTTCTTAAGTCAACTTTATAATAAATGACAAGATTAATTAACTATTCTATCAAAGGTATAATAGGCAAAATATGATAATTTATGCATAAATTTTATAAAATGACAAGTATTGTGGTCTAACTATTTATAGAAAGAGATGACANATATAAAATGGGACGNAGAGAGTAACATATAATTTACTATATA

>rnd-6_family-104#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 23 )

CGGGCGGATGCAGCCTTTCGGCAACGGGTTCATCTGAACCCANTACTTTCGACGCGGAGCATAAATANATCTACTAAAATTTCAACAAATANTAGATNTGAACCCATAATTTTAAAAGTACAATGAGTTCGATGCTAAGAATCTTAAAAGTTGAACCCGTNAAATTTAAATCCTGGATC

>rnd-6_family-4993#DNA/hAT-Tip100 ( Recon Family Size = 25 Final Multiple Alignment Size = 22 )

GGGCCGTCTTAACCACTAGGCCACTAAAGTCATCGCTTGGGGCCTCCTATTTTTAAAAAAGTACTTATACATATTACTTAAAATTATACGTATNTTTAAATTTTTTTAAAAAAAACACGTAAGAAGTATAAAAAAAGNANTCAAAATAGCCGTTAGTTTTTCCCACTTTTCTAAGGGAATGAAATATTTTATGAAAATAATTTTCTTATTTATCTCCNAAAATTTTGACCATATATTATTATTTACCTTATACTCGTCTTTTTTATCCTCTATTTTATTATTTTNATTCTCAATATTGAACTCTCTCCTAAAAAATGATTTATTGTTGCTTACAAGTNAAAAAGAACAAAATTTGCTTTTGAGTGTCTTCTTCAAAATCTTAAGAAGTGCAACTAGCAATCATTATATTGAAGNAACGCAANACTATTTCGATATTATTATATCAACTTATCAAATTCGTGAGTCAGGTTTTATTATTCTAACTTTATTTTATANTTTTTCTTGAACTTTTGTTATTGTTGATATTCTTAGTTAGTAAGTATATATATTCTCGTTTTAGTTATTATTAAGAGAAATAATACAAGTAGAAGATAATGATTTAATGAAAATACTCAATCAAATAAAAAGACTTGATTCTTTTCCTAATGCATATATTGCTTATAGAATAATGTTAACAATTCCTGTAACTGTTGCCTCGGCCGAAAGAAGTTTTTCGAAACTAAAATTGATAAAATCTTATCTAAGATCAACAATGTNNNNNGAGATTGAATGCATTAGCTATATTATCAATTGAAAAGGAATTACTAAAACAAATCGATTATAAAACAGTAATTAATGACTTCACATCTAAAAAGGCNAGAAAAATAGATTTTAAATAAATATATANTACATNATTATTTTTTTAAAAAAAATATTAGAGCCCCTCTTTAAGGTTCGGCTTTAGGCCCCCAATCTTGTTGAGTC

>rnd-6_family-468#LTR/Gypsy ( Recon Family Size = 27 Final Multiple Alignment Size = 22 )

TTTTGGGAGAAAATTTCTTGTGAAAAGCACTAAAAAAATCAATAAGAATTTTTGATAGAAACAGTGAGCTACTAAAGTTGGATTAAGTATAGAGAAAAATCTTGAGAGTTTANCTAAGTGTTAAGAAGAAGAAATCATTGAAATCCGAAGTGCTTGGAGATATTCCTTTAGTCTTGGCTTCGGTTCACTCAATTTCATTCATCCAAGTCTCCTCGGAGTCTCNCATTCGGCATGNAAACTCCTGCTCTTTCAAGCTCGTTTTGGTCGCCGTTCGCTGCCCGGAAAAAGGTAATTTTCTCCCGTTATAATGATTCTCATCGCCTTCTATTCTGTTTCAAGAAGTTACATTACTTGTGTCGTAAAAGCCTTATTATGTGGCCGTTTGTTGCTAGTAATTTCTGACCTTTTGATGCTCCCATACGATATACTCGCGCCTTTGTGATTTCTTNATTTGTGTCGCGCCAAAGTTTGTGGATTTGCATCCAGTGTTGATATTCCAGATTATTCTTCGAATTTTTGTCTATTATTTCTCTGTTTTGGACTACTGCTTAACGACATGGGGGGGGTCTGATCTTTTCCATTTATAAGTATGGTATCATTGTGTGAAGTTTGATGACCGTTTAACTTTCGTATCCATGTAGGCACGAACTCTCAAATCCACTTATATGGTTAGCATGCATGATATATTTGTATGTTTGTTCTAATCCTTTAGTTTTATCCACTTCTTGAATTATTTTTCTTATTTGTTTTGTTGCGCGATAAGATTCGCCCGTAGCAAGCTTGTCTCCCCGATATTTGTACTTCACATCTAAACGCCTACACTTCAAGTCGAGTCAGTTTAAATATGAGTTCTCTTAGTCTTGGTTTTATCGGGGTTTAGTCTTTAAGATCGTTCGAAACGTGATTTCTACTAAGTATTATCGTTTCATGTGTGTAGTCGGAGCTACGCCGACTCGATTTGTGTCATTTGTGGTTTCTGTTTCAAAAAAAAATATACAGAGAACCAACTCTTCTCTTTGCATTCCATATTATGTGTATTTGTGCTTACGTGCAACATGTTAGTTTGGGGACAATCTTGTTTCTTGTTTATTGTTATATTTCACTCCCCTTTAGATGATTTGGAAACACCCCCGTAGCTCCTCGATCTTTTGNTTAAAAGATAGGATTTTAACATCGTAAAATCTCGNCAATTGGGGTACGCTTATTTGATAAAGTGTAGCATGTTTCCTCTGCATATTTTGAATTCATTTGTTGAGTAACAGTGATGTATTCCTATGTATATGATGGGTTCATAAGTACGCATACATGCAATGTGTGCTACTGCTTACCGTCATACTTGTTATTAGACTTGTTTTNTNAGCTTATTTCTTAGTTCACTTGGGTTTTCCTTTGGAGTCATATATTCCCCCTAACTCGAATCTCTAAAGTAGTTCGCATCTTTTATTGTCGTTTTATTCAAGAAACATTTTATTAGTTTATCGCTTCATGTACTAATCCATTTATCTAATTGCATGTGAAACTCTTCTCGAGTCCTCACGGACTTTAATCCATCTCCTCGCACTTTCTGTTCCAGCAACAAAGGACCAAATATATCTTTATAGAGTCATCCATACCCCCTCAAAACTGATGAACAGGTTGAAAGCAGCAAATAGGTTTCTAGAATGTTAAATTGCAAGTCTTCAAAAGTATAAAAAATGGCTAATATACTACTGTATACACCGATATAGAATATTAATATATGATACACAAGTTGAAAAAATTATACAGGTGCTGGAAAATTGATCTGGGGCAGCATACATTCCGTATACATCCCAATATACACGAAAACGGATTGTATACAAGTCGTATACATCAGTATGCATCAAAATGTATACCAGATTTTTAAGAGAGAAATGGGCCAAAATCCCCATCCAAAGTTGCTGCAGGATTTTTGGATGAATTGGGCCTAAGGGTCCGTTTTTTGCTGAATTTGGGCAAAGAGCCCAAGTTCAAATTCCTCCCTTCTCCTCTCCTCTTTATTTATTTTGCTATTGTGTTAACTTATGTTTCATTTGTTAAATTTTGGTTTGACTTAATTAATTTCGCCAAAGTTAATTGTTTCTCTTTTTCGTATTTAAATAAAAAATATTTAATTTTATAACTCTATATTTAGCTTTATTTTAACTATTGGACTTTGTCAAACACTTGAGTTATTTCCCTT

>rnd-6_family-1997#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

GCTCCTTGAAACACGAGCTTAAACTGTATGTCACTTAAATCTTCAAGTTGAAATGCTCCTTGAAACACGAGCTTAAACTGTATGTCGCTTAAATCTTCAAGTTTGAGTTAAATCTTCAAGTTGAAATGCTCCTTGAAACACGAGCTTAAATTGTACGTCGCTTAAATCTTCAAGTTCGAGTTAAATCTTCAAGTTGAAATGCTCCTTGAAACGCGAGCTTAAANTATATATCACTTAAAACTTCAAGTTTGAGTTAAATCTTCGAGTTNAAATGCTCCTTGAAACACGAGCTTAAACTGTATGTCACTTAAATCTTCAAGTTGAAATGCTCCTTGAAACACGAGCTTAAACTGTACGTCNACTTAAATCTTCAAGTTTGAGTNAAATCTTCGAGTTGAAACGCTCCTTGAGACACGAGCCTAAACTATATATCATAAAGCTCTTCAAGTTTGAGCTAAATCTTCGAGTTGAAATGCTCCTCGAGACACGAGCCTAAANTGTATATCATAAAGCTCTTTAAATTTGAGCTAAATCTTTAGGTCAAANTCCGATTTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATACGCTATACCAAATGTTCCCACTTGATCTGTTACATGAGTTAAAGCTATGAGTAATCTTTCATAAAACTTCAGACTTGCACCGAATGGTGGTGACTCAATGGGGGCAAACCCTTATGAATAAAATTGATTCAAGATGAAGTNTTCAGAATCTCCAGGTATCCAAGTTGAAG

>rnd-6_family-2819#Unknown ( Recon Family Size = 26 Final Multiple Alignment Size = 22 )

CTACTAAAAAACACTGCATTTAGCGACGAACGTCGTCGCTAATCCGTCGCTATTTTGCTCGTAGCTAACANAAATTTTTTGATAATTCGTCGCTAAGTAGGATTAGCGACGAATTTTGTTGTTTAGCTACAAAATTTGTCCGTCGCTAAATTCATATTTTTCTGATAG

>rnd-6_family-2352#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

CTAGTTTCTGGGTACGCGCCACGCGCGTGTGGCCATATAAATAAAAATATTTTTGTGAAGATTGTATATTAGCAATATTTTTAAGTTATATTATGTGTTATAAAATAGAAAATACAAATTACATGTTCTTAAAATTGATAAGCATCCTATATGGTGTTTTTGTTTCTAAGATCCAAAATCCAAAAAACTATACAACTACAATATTTAAATGAATAAGTGAAATGTTATGTGCTACGTTAATGAAATATGTGTAAAATCAGTAACATATAGAAATCTTTTACCGTAAAATTAATGTCGTGTGTTGCACATATTAAGCCCTAGCAAGGAAATTAAATAATAAGTGTCATGAGTGTATTCTTCACTAAGAAATTTCTTTGACGAATCCAACAACATCCATAGCTGAAATTCTTGCACAAATCCAACAACGTTCATAGCGTATTTTAATAGCCTTTAACTTTGACATTGATTGAGAAAAAACTGCTCAGAAAAATGATATACTCTTCTTTAGAGCCCATAAAAATGGAGAGGGGACTTGAGGAAAATGAAAACTATTCTTGGCTTTATATAATACTTTCACTTTAAATGATTAATTAGTCCCTTTAGCTTCTTTTCATGTATTTATCATTGAAAATAACATATATTAATATATTAACTATGAGATTCATTGTATTGAAATCTACAACTTTTAAGATTCTAGCAATGTAAAGGTAACTGCTTCTATATTTTAGTTAATGTGCAACTTAAATCTCTACCTATTTGCTCTCATTAACTAACATTTGTCTCTTCATTTTCTTTAACGTTTAGATTATTTAATTTTCATAACTCTTCAAATATTCTCAATTCATTAATAGTAAAAAAAGTTTACTGCTCAATATTTTTCAAAAATAAAATAATCAAATATGAATATAACATTTTTATTTAGTATAGGGGTAAAATGGTAATTCAACTTTACATCTTGGAGCTTCCCACTTATAATATAATAT

>rnd-6_family-3180#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 22 )

ATTAATCTAAATAGCCGTTCACCCAACCGNTTAAACTAAAAATAGTCGGCGGATGTATAATATACGTATATAATTCATGTATAATATGTGTATAATCGTGTATAATCTATGTATATCGACTAGAAAAAGTAAACAGTGAATCCGNCCGGCTATTTGTGTAAA

>rnd-6_family-1518#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

AGTTGCAATACCGGAATTGTTAGCGCCTCGGTGAGAAATTGAAGAGGATAGGTGTTAGTGCATGGTGAGTCTGTGTCATGTTCTGATCCCACGAAATTCAAGCCTAATAGTGATAGCATGCATAGATTCGATGAGATTAATCGGGATTGATAGCCAAATGATTGCAAAGGATAAAACATGGATACTATTGTACAAAGATTTTGTAGTGAGTCATAGTGCGTCGCTTGAGGACAAACAACGAATTTAAGTTGAGGGTGTTGATATACCGTGGTTTCACGGTATAATTAATACTTTTTCCTTAAGTTTAGTGTGTCCGAAAGCCTTTTTGTGCTAATTTTNATATAAGTTTCTCTTTGTTTTGCAGGAAATCTGTCCAAAGCTGAATGCGGAGATTTTGAGCGAAGAAATGCAGAAGAGACCACCTACGGAGCTTACGACGGTCCGTCGTGCTTGTGACGGTCCGTAGGTGGCAGCGTAGAGNAGCTGCTGAAGGAAGACGGGGAAGTCTGACCAAGTGTGGGGTTACGGAGCCCGCGACGGACCGTCGTGCCTACGACGGTCCGTCCTGCAGGNCCGTCGTGAAGNTCAGAGAACGACCCCCANTACCCGANNTTCCAATTNTTTAAGTGTCCTCNAACGGAGACCCTCGACGGACCGTCGTGCCCGCGACGGTCCGTCCTGCACGACCGTCGAGGGNAACGAAGAAAGCAGCAGAAGAAATTGCCAAGTATGGGACGACGGAGTCCACGACGGTCCGTCGCGAGGTCCGTCGATCCGCCGCGTTTTGGCAGATTTCCAGCGANTAGANTCCTTGTTTAATTAGGTTTTTATTTTTTATAAATAGTTCGAAAAACCTCGTTTTTGAGGTTAGACTCCGTATTGTTAGACTTCGTNTTATTAGACTCTTGGATTATTGGATCATTAGACTTTTTGCGAGATTNTTGATTAGTGATTTTGAGATTCTTGCAAGTGATTTTTGGTGATTAATCAAGCAAACTTTCGGACTTTACTCTTTCTCATCGAAGTAAGTACATGAATTCTTATTTAATATATTTGAATATTGTGTTTATGGCTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATAGGCAAATAACGAGATAAACCCTAACTAAAATAACAATTCTAGAATAGTGTCTTGCATGTATTAATAATTCTTTCGCTTAGAAGTCTTTTTAACGGATGGCCAACGTTAGAACTCGCCTTAATGCTACTTGCCGGACCAAGGAGGTAGATAATAGGAAAAGAATTATCAACATAGATTTAGTGTATACTATCTAATAGGCTAGTATCGATTGGTACGAGGTAATAACTNAGTCAAATATCGAATACGATGCTTAATATGAGGTAAAGATAAGGGTTAGGAAAGCAACACACGTAGCCGGACCAAGGTGCGGAGTGAGATTTTCTAGATGCCGGACCAAGGATTTAGAAATACATAACTTATCACTTTGCATGCAAGATACTAGGAAAGAATTGTTATAGTTAGAATTATCAAGTTATGAACCTGTGGGGAACACGTAAACCCTAGTTACTTTGATTAATTGATTAAAANCCAACGTTCAAAGCTGTTAAGTGTCTCTTTCAANTTCGTTAGTTATTTTTATTCATTNAGAAATAGAACCCCCCCCCCTTTTTATGTTTTTACTTTCCAAGGAAGTCATCGACCGAACGATAGTAATAACAGGTTGAAGTTAAGTCTAGACTATTTTCCTCGTGGGAACGATCCCAACCTCACTAGTTGGGTTATTTACTTGACGCGACCGCTTTACTTCTCATTTGAGAAGTAAGTTTGAGCGTATCAAATTTTGGCGCCGCTGCCGGGGAATTTAGCTTTTAGATTAACTTGAACTTATTACTATAGTTTAGTTGATATTTTCTTGATTTTACTTTGTTTTATTGTTTTTGATTTCTTTTCAGAACTATCCTCATTGTATGCCAAATACACGGAGAGGAAGAGAACCCTTGTTTCCCTACGATCACGAATTAGAGCGTACACTGCGCAATATGAATCGAAACTTGGGAATAAATGATGAGGATCCGAACCAGAACATCCCAGCTCCGGTTGATGTTCATGGTCAGATGTTACCCGACGCTCCGGGTGAACATCAACAGAGGGGANAAAATCCCGCTCCACGGCCCCAAGCATACTACAGAGGCTACGATAACATNGCAGACTCGGATGGGCCACTTGTCTTGCCCCCTCTACCCACAGGCCACACTTTTGTGGTGACTAGTAGCCTGATGCAAATGCTCACTGCCAGAGGTTTGTTTTCGGGGCTACCCTCTGAGGATCCACATGCCCATATAGCTAAGGTNAAGGGCAGTGTGTAAAAGTTGTGTGGGGAGGCCTGATTTGGATNTAGATGTAATAGGTCTCAGAGTGTTTCCTCTCTCACTGACGGGAGAGGCTGCTATGTGGTTCACTGAGCTCCCATACAACTCCATCTTCACTTGGAACCAACTAAGGGATGTCTTTTTAGCGCGCTACTATCCGGTCTCCAAGAAACTAAACCACGAAGACAGGGTGAACAACTTTGTGGCACTACCAGGAGAGTTAGTTAGTAGTTCTTGGGATAGATTCACCTCATTCTTGAGAAGTGTTCCAAATCATCGTATNGATGATGAGTCACTGAAGGAATACTTCTATCGGGGACAGGATGATAACAATAAAGCGGTGTTGGACACTATAGCGGGTGGATCTTATGGAGAGCGCCCTTATGCTGAGATTGCNGAAAAATTAGAGAAAATCTCCCGNAACAATAAAGCTTGGAGTACTAGGAAGTCCGATACTGGGAGAAACACCTTCGCAGCGCAGTCCACTCACAACCCAGCCGCAGATGAGATTCGTGAAGAAATGGCTCAGATGAGAACTGAGCTTGGGTTGGTACTGAAACATGTCACTGGGGGCGCAGAAAAGATGAATGCGGTCGACTACTTGNCTAAACCACCGCCNCCGAATGATGAGTGTTACTATGAAGAGGATNCCTATGNAGTAAATGAGCAGACGGGGGGTTTCCGACCGAGCGCCCAAGGCTCGAATCAGGATAATTGGCGCCAAGGTCAAGGGAACCAAGGTCGGAACTATGGTAACTACAATCGTGAGGGTCATTATGTCCGAGATGGAAACTACAACCGCGACAACAACTTCAACAGGGGTAACTATGGTAATAGAAACGACAGGAATGGACCCTATGTTCCTCCTCAAAATCGTGAAGTTACTCCTAGGGATGGTGGAGGTAGTATGGCGCGAGTTGAGGATATGTTGCANAAAATGATGAGGAGGTTCGATGCTAGTGATGAGCACGNTAAAGAGTTGAGGAGTGATTTAGCGGGTATTGGGCAAAAAGTCGATACACACGCAATATCGATTAAGCAACTCGAGTTACAATTGGCCCAATTATCTGCGACTGTGAACACACGGCAACCGGGCACTCTTCCTAGCAACACTGTCCAAAATCCAAAAAATGATGGACATTGTATGGCAATTACTACTCGCGGTGGCAAGCAAACCATTGACCCACCTATGCCGTCTAATGAGAANAAGGTGACAAAAGATACTGATAAAGTGGTAGANGTTGGTGGTGAATTAGAGGATANNANTGCAAAAGATGCNGAAGTGCCTAAAAAGGTAACTCCCATGCCTAGGCCACCACCCCCATTTCCTCAAAGATTAGTGAAAAAGACCGAGGATGGTAAATACCGGCGTTTTATAACAATGTTGAAGCAACTTTCTATCAATGTCCCTTTGGTAGAAGCTTTAGAACAAATGCCCGGTTACGCCGAGTTTATGAAAGATCCGGTCACAAAGAAAAGATCGGTCACTTTTGAGGATGATGATAGAATGCAGCATTGTAGTGCTATTGCTACAAGATCTCTGGTACAAAAGAAAGAAGATCCGGGCGCGTTCACTATTCCTTGTACAATCGGGCTATTACATTTTGCGAAAGCGTTATGTGATCTGGGGGCGAGCATAAATCTCATGCCCCTCTCGATTTACAAGAAGTTGGGTTTGGGTGACCCAAAGCCCACTGCGATGCGGCTACTGATGGCTGATCGAACAGTAAAAAGGCCTATAGGGATACTCCATAATGTGCTAGTAAAAGTGGAGTCGTTCATCTTTCCGGCCGATTTTGTTATTCTTGATTGTGAAGTCGATTTCGAAGTGCCCATTATTCTTGGGAGGCCATTCCTTTCTACGGGAAGAGCCTTAGTAGACATGGAAAAGGGGCAGATGAAATTTCGGTTGAACAATGAGGAAGCGACCTTTAACATTTGTAGGTCCATGAGGCAGAGTGGTGAGCTCCAATCGGTATCTGCTATATCCTACAACATGGGTGAGACGTCTGAGACGCAAATAGAAGAACGTCTAGGTGTCGAAGCATTAGCGGCGGTGATAATGAATTTTGATAGCGATTGCATTGAAGAGTATGANTCATTAGTCGCGGCTCTTGACCGAGGTGATGTTCGGTTTAAACCGAAGAAATTTGAGCTTGATATGAAGAATCGCGAGTCCCCACCCGCGAAACCATCTNTAGAGNAGGCTCCGAAAATTTAGATCTAAAAGCTCTCCCACCTCATCTCAGGTATGAATTCTTAGGAAATGGTGACACTTTGCCGGTAATCATTGCATCAGACCTGAATGAACAACAAGTTCAGAGTTTGGTGAAGGTACTAAAAAGGTTCGAAAGAGCTATTGGNTGGACTATTGCGGACATTATTGGGATCCCTCCCGGTATTTGCTCTCATAAAATCCAACTCATGCCTGATCATAAGCCGAGTATTGAGCACTAGAGACGCTTGAATCCTCCTATGCAAGAGGTTGTGAAGAAGGAAATCATCAAGCGGTCGGATGCCGGAGTAATCTATCCAATCGCCGATAGTAGCTTGGGTGTGCCCGGTTCAGTGTGTACCCAAGAAAGGGGGAATGATTGTGGTCCCCAACGAAAAGAACGAACTTGTTCCGATGAGATCGGTTACCGGATGGAGGGTGTGTATGGACTANCGTAAACTGAATTCATGGACTGAAAAGACCATTTTCCTATGCCCTTCATGGATCAGATGTTGGATAGACTTGCCGGAAAGGGGTGGTATTATTTTCTCGATGGATATTCGGGGTATAATCAGATTTCTATCGCACCAGAAGATCAAGAGAAAACCACATTCACTTGTCCNTACGGGACCTTTGCGTTCAGAAGAATGTCGTTTGGGTCGTGCAATGCACCGGCCACCTTTCGGAGATGTATGATGTCGATATTTTCTGACATGNTGGAGGATACTATTGAAGTNTTCATGGATGATTTTTCTGTGGTTGGTGATTCATTCGGANCGGTGTTTGANTAATTCGGCTNAGCAGGGCGTTCTCGAGAAGTGTGAAGACTGTAATTCGGTNCTAAANTGGGAAAAATGTCATTTCATGGCGAAAGAGGGCATAGTTCTTGGGNCATCGAATNTCGTAGAAAAGAGTAGAGGTCGANCGAGCCAAAGATCGAGGTNATTCAGANAAACTTTNCCCACCTATTTCTGTAAAANGTGCGAGAAGCTTTCTCGGGCATGCCTCTTTCTATAGGAGNTTTATCAAGGACTTTTCGAAAATCGCACACCCCTTGTGTAAACTGCTCGAGAAAGAATGTAAATTTTATCTTTGATGAATCCTGTCTTAAATANATTCAGAGANTAAAACAAANAGTTAGTGTCGCCGCCCATCATCGTTTCNCCGGATTGGGACNGAGCCATTTGAGNTAATATGCGATGCAAGTGGGGTTGTACTCGGTNCGGTATTGGGACGGAGAAGCGCGACAAAATCCTTCATCCCATTTACTATGCTAGTAAATCCCTAAACGAAGCACAACGNAANTACACAGTACTGAGCANGAACTTCTTGTTGTAGTGTTTGCGTTCGAGAAATTTCGCTCCTATTTNCTNGGCACTAGGGTCATAGTGCATACGNNTGACCATTCGCTTTNAGATGTATTTGATGGCGAAGAAGGATGCGAAACCGAGGTTGATCAGATGGGTATTACTGCTGCAAGANNTNTATTTTTAGGTGAAGGATAGAAAGGGGACAGTGAATCAAGTAGCCGACCACTTGTCTCGACTGGAGGATGAAGCTATGCAGAGAGTTGGGGGAAAAGTCTGAAATTGATGTTACAGTCCACGATGAACATGTATTGGCTGCTTATAAAGACCTGATCCCATGTTTCGCAGACTTTGCGAACTATCTGGCAAGTGATTTGGTTCCATCCTACTTGACCTTCCACCAAAGGAAAAAGTTCTTGCGCGATTTCAAAAAGTTCTTCTGTGATGAGCCTTACTTGTATCGGAGTTGTCCCGACGGGATCATTCGTCNTTGCGTACCTGAGGTTCTTATGGGTGTGTTCTGGCAGGCGTGCCATTCCTCGCCCGTAGGCGGGCCCCTCAGTGGTATCCGGTCCGCGCATAAGATGTTGCTGTGTGGGTACTATTTGCAAACCNTTCATCAATGATTCTCATGGTTTTGCATAATCATGTGACTGTTCCCAACGAGATGGAGGAATTTCAACGAGGCTATAGCTCCCCCTGAACCCCACTCTCGTGATTGAGCTATTTGATGTATGGGGCGTTGAATTTATGGGCCCTTTCGTGAGTTCTCATGAAATGAAATATATTCTAGTAGCAGTCGATTATGTATCTAAATGGGTCGAAGCCATAGCCCTCGCAAACAATGAAGGGAAGAGTGTCACTGCATCCTTCAAAAAGACAACATATCCTCTCGTTTTGGCACCCCAAGGGCCACTATTGAGTGGTGGNGGGGGCTCCTACTTCTGCAATAGATTGTTCAAGGGTTTATTGGAGAAATACGGGGTTCGCCATAATGTGGCCACTCCTTACCACCCTCAAACTAGTGGGCAAGTTGAAGTGTCGCATCGGGAAATAAAACAGTATTTTCATAAACAGTGAATGCTAGTAGAGAGGATTGGTCAAGGAGGCTTGATGATGCTCTTTGGGCCTACCGGACAGCATATAAGACTCCCACAGGTATGTCTCCATACCAACTTGTATATGGGAAAGCTTGTCATCTTCCGGTTGAGTTAGAGCATAAAGCCATTTGGGCTATGAAGAAGTTAAAAATGGATTGGAGCGAAGCTGCACAGCAACGGTTAAATGGGTTGAATGAACTCGATGAATTTCTCCTAAAAGCCTATGAGAGCTCAGCATTATACAAAGAAAAGATGAAGAAGNNNCGGGACTGAACAGAAAATTGCAAAACGAGAGTTTATGGTCGGGGATTTGGTGCTTGTAGACAGTTCCTGGGTGCGCTTGTCCTCCGGGCAAGCTCAAGTCCAAATGGACTGGCCCTTACTTGGTTACCCAACTATTCCCTCATGGGGCAGTTGAGTTGGAAGCCAAGGAGGGAGTGCGGTTCAAGGGGAATGGACATAGAATAAAANTCTATNTTCGGGCATAAAGCATCGGGGAATAAAGTGATAGANGCATACCATCTTGATGAAGTCTGAGTAATCGAGTGTCCCCAGTCGCGCCGCGACATTAAATCAGGCGCTTGTTGGGAGGCAACCCAATACTTATCGTC

>rnd-6_family-3471#LTR/Gypsy ( Recon Family Size = 24 Final Multiple Alignment Size = 22 )

ATTGTCTCATAGGGTAAGGATTAGATTATAGTTTGTTTAGGTTGAAGAAAGAGCTTCACAAGCTACTAGTCCATCCGAAGACGTTGGCACCCGGAGATGACAAGAAATCAAGAAAGAAGAAAGACCTTTCGTGGAGGCATAGTTTAGGGTCGTACCCCTGCGTGGGACTGATTATTTTGTATCCCGTTTTCCCTATTATGTATCCCCATTAAGTTTTATTCATAAAATTTGTATAAATTTGAGTTTTGGGGCAACGAAATANAATGATGTATACGTCTCTCGAATCGTTAGTCCTACCGTCGACGTTAAAAGGGTCGAACGTTTATTTAGAAAGCGCGATATTCGTTTAACTATTATAATTACTCGCGCGATTACGTTTCTTCGATCGTAGACGTTTCGGCCTAATAATCGTTGAAATATACTTTTAGAACCCNTAAGCACAAATATCAAGTCACTATCAAAAGTGCGTCCAAATACTCTTCGAGTCTTTAGTTTCCNAAAAAAATCGAACTTTCTTTAGTACTACTCTCGTATCAGAAAAGATTCATCATTTCGAATCAAAAGAATTTTGAGAAATTTTATCTTTTCCGACTCTTACAAGGAAATTAGAGTTACATCTCAATCAAAAATCAAAGTACGGTAATGAAAGATACCGTCAACTTTGTCTCGACTCAAGTCGACATTTTTATCC

>rnd-6_family-3433#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 22 )

AATTACCCGTGCTTCGCACGGGATTGAACTATTTTATTAGGCTTACATATGATCATTCGGTAATATTCGTATTTTTGATATATACACTACATTGTNAAGAACATTTTATCTTAAGGCAAGCGTTCCTCCAAAATCTTAAAGTGCTATATTTTTTTTTTTNATTTTTTTATACAAAAATTATGAGTCATAGANAGATTTTAAGTATAAGAAAGAAGTCTAAGAAAATCTCCATGGAAATAGTTGGTCAGANGTAATGAAATTTTCTAAATTCCAAGAANTTATAAAGAACAACATCAA

>rnd-6_family-514#DNA/hAT-Tag1 ( Recon Family Size = 23 Final Multiple Alignment Size = 22 )

AGTGTTGCGAAAGGCGAGCGCCTCATCGCCTTTGGCGAGAGGCGAGGCGAGGCGAGGCCTCCTCGCCATTCTCCGCCGAGGCGAGGCGANCNACGGCGAGGCGTGGCGAGCTAATGGCGACGGAAANGGCGCCGCCTTTTTNATTAATTTTTAAAAGATTTGACTTAACAATATTAGTCAAAATTAGGGTTTTTTTTNTACTTTCGAAATTTGCTGCTCCGCGACTCCTCTTCCCCTCGATCGACTCTCTTCTCCCCGACTTCTCTTCCCCTCGCGGTCTCTTCTCTCGTCGTTCCTCGGTCGCGTCTCTTCTCCTGTTCTCCCTCGCCGTCGAGTTGCTGCCGTCGCTGAGGACCTGAGGTATACCTCTTTTTTTTCTTCTTCTTTTGATCTTTTCAGTTCTTCTTGAGTTCTTTTCTTCAAGAGTTGGATAGTTTTGAAGAAGAATAGACGTTTAAAGTTTTAGTATTGTATTTTGAATTATTTGGTCTTTAAAGTTTTAGACTTTTTAGTATCTACTATTGGTTTTTGAATTGAATATTTGCTAATATGTGTTATTACTATTAAGATTTT

>rnd-6_family-3960#DNA ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

TCTCCTCTCTCTCCCGGTCTCGCTCGCCTCTCTCCTCCCTATAACATGTAGCTACGAATTGTAATTATCAAACTATAGCTATGGAGAGTAATTAGGCTATTTTTGAGTGGCTATATGTGAAAGTTTCTCAAATAATTAGTCGTTTAAGTAGTTGTTTATATTTAATNTTCAATTTTTNANAACAAGATAAACGTAAGTAATTTTTTTTTGTAATCCTAACAGTTATTAATTAAAATTCTTTAAAAATATAAATTTGTAAAGTCAAAATTATCGTTTTTGTTTATAATTTTTCTTAAGAAATGTGTAAGGAAAGTAGATAAATAAAATATTTATTAAATTTCACCTAGCTTGAATTTTAAGAATTTAAAAAATAAATAGTGTAAATTGACGGAAATAATATGTATTGATATAGATGTTCGTGGATGTATTTACGTTTTCGAATTTCATGAAAATAGTATCAAAACTTATANAATTGTTTGTNAAGATCGTTGATGTTCTTTCCGTTATATTTACTTATTGAAGAGTATTTGNTGAATTNAAGTGCTTTTCGAATTATGGAATTGTTGAGAGAAAGATAAAAGNAACGTATTAAACTTTTATAANTTNTTTTTCGTATTAATAATCTATTTTTTCTTTTTCAAGTTTCTTTAAGAAATCATAAATAGAATAATAGTTTTACTAATTTACACTTNANTTTTTTTTGGTAACTTTATAAATTTTATTTACACTTTCAAAAATANATTAATTGTTATAATAAAATAGAAAATTATAATTAAT

>rnd-6_family-1535#DNA/MULE-MuDR ( Recon Family Size = 21 Final Multiple Alignment Size = 21 )

GTGGCCCAATGATAGGCAAAGCCCATTCTGTTTAACAAAAAGTAAAATAGGCCCAACCCATTCTAGAATACGTTTTCATTTTCATTTCAAGAATAGGGTTTTCAAATTTTTCATCTTTGCCGCTTCAGTTTTGGCGCCTTTTTTCACTCTCTCTCTCTCTCTCTCCGATAGGACCTNTCGCTTCGCATTAAATGTAATGATCTTATTTGATTTTCTGTCAGTCACACTGTTCTATATTTGATTCGCCTTTGGTTAAACCAAATTTCGGTACTCCNATGGTATGATGTCAAATGCTATACTAAGTCGAATTTGTGATGATGAAAATGATACTATGTTGAATGTTAAAATGTATTGNAAANATNGAGAGTNTACTTTCAATGCAAACTTCATGGTCAAAAGACAATCCACGTCGCNGATTTTGGTCTTGTCCACGATATCGTGCATGTATGTTTATTTCTAAAATNTTTGGAGATTTCAGATCTCTTTATTTTTTNAATTTAAATTTNTTTCTTTGTGGTNCGTATTTTAGGAGAATTCACGCAACTTCTTTAGACGGAGGGATCGTGAAGATGTTGATATACGATCCAAGTTCGTTACTNTTAGATTGGTCGAACAAAATTAAGGAGTTNGACACTGTTGATGAAAGTCATATCAAAAGAAGTACCGAATGGGGGATGAAGGAGAAGAAAAAGACCAAATGTTGTAGCATCTGGAAGCTAATGTTGGTGTTCTTTGTTTTTTTTCTTGTATTTTTAAGCATTACCAAGAAGAATTTTGTAGAGGATACAAAATTATTATGTAGTTGTGTACAACCAATACAATTATCATAGTTGTGGAATTAAATAGACGTAGTTTTGCACTCCTGATCAAACAACAAATTATTAT

>rnd-6_family-2328#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

AGATTTCATGCTTCGCTGAAAGTTATGCATTGCGGGAAGATATTCGTACCCCGCAGGAANTCACGCNTCACNGGAAGATATTCATGCCCCGCAAGAGGNCATGCACNNNCAGAGAAAGAGGAATCGTGNATCCCAAGAGAAATATTTACCCATCGACNTCAGNTGCATTCTTTCATTATTTGGNAAGANTGGACGTCAAGAAGAGCATCGGAGGCGNCGTCAAGAGAAAATATCGACATATCGCATCANCGTCTATTTNTTTATTTCGACATCAAATGAAGAGTACATTGAAGAATTATATTGAAAACACAAGACGTAAGCTTTATTTGNTTTACGTCAAACCGAACGAGTCGACGTCGAACGTTCGAGGAGAACAATNAAGTGTCGATACGGTAAAAAAGACACTGTCTCCCATTTTAATTGCATTTTTTACGCCGGCGAGTTTTATCTCAGTCTTTGTCGANAGCATCCAAGAGGATGAATTCTCAAATCAAACCACAGGTGCGGACGACATNAAAAAGGATGCAGCACGACGTGGAACTTTTTCTTAGCAGCGAACTGGGACATAGTCCAAAGAGGAATGTCAAACTCTTAGGACGCGAGCNGAGGAGCGACTTCCACCACAATCAAACCACACCCCTATCTNAAGGCATGTGGGTTTTTCTTTGGGTTTATCGGTTTCAGTCTCGCATCNGGAAAACTTTTCGCACCCGNCGGAAGCAAGTTTCCAATCTGAGTGACGACGCGCCAAGAGCTTTTGAAATTATGTTCGTGTAAGTTCTTAATTATGGGTGTGAAGAGCGCCGCATTCATGGCTAAGAGGTTACAAGNCTCTTTTTCATACTCGATTTATTTGTCACTCCTCCGGAACCGAAGNTTATCTAGCATAATAGATTTCCTTTTCAACCGATCGAGTCGAACTACAAACAACCTGATTCCTTGAAGGTTTAAGGATATGTAGGCGGGTTCAATGTTGAAAACTCGGTTGTATTCCGACATTCGCTCTCAATTTTATTCTCGAGACATTCGGATTCCTTNATAATTCGGTATCGAGATGACTCTTTGATTCTTTCAAAATCGTGCGTTAAATCAAGCTCATCGAGCTACAGGTGGCCTGAATTCTCCTGTAGCCTGAGATATGTAGGAAACCCGTCTCCGGGGTTCGGCCATAACTCCTGAAGACCCTTCGCCAAATCCCTCCTCTAGAGATGAGTAGGGAGTCGGTCAAAATTGGNTCGGTCAATTTCATTTTCCTCGAATTTCTTGCATCAATTCAAGTAAAATGAGGGACAATTGTTGACACCCAATTTTGACCCTCCCCGATATAAATTAATTATCGAGCTTCTTAAATTTTCGAACGATTTGAAATAATTAGTTTTATAAAATTTTNCGAAGATAATATAATAATATAATACATGAATTTTATGTTACTTCGAATACGTTTTAACATAATTTTCGATAATATATATNTTTACGTAATTACGTATATAANTGGTATATTTTATGATTATTCAAAAAACCATCTCAAANAATATNTATTTTGTTTATTAAGTANTTTATTAAACTAGTTTANTTATATTATAATTATATTTTGAATCACTTTTTACGATTAAATAATTATTTTACTAAAATAAAGAAGCTCGTTAATTAATTTATACAAATTTCGTCTTTATTTAAGGTTTGGCTAAATTNATTATATTAGCTAAAATTGGCCNTTTCTTGAACGNAACCGATTTCCCTGCTCGATTTTAAAGNNNAACCGGATTCGGGCCCCTCCCATTTAAATTTACCTNTTCAGCCCACCCCATTTAANTTTCCCATTAATTCCNANTCCCAAGCCCACTCCCTTTTCCACCCAATTCCTACCCCGTNCGACCCAATCCCCAACCCGTTNCCCCCGGCCCGTTCCTCNATTTTCCCGTCGACCCACTCCCCCATTCCCAGCCCCAACGNTCCGAATTAACTCCCGACCCGATCCCTTAACCCGACCCCTCCCCTCCCCTTCCNCTTTCCCCGTCCCACGCCCCGNCCCCACACTCTCGCCCCCCNCGCGCGCTCCCGTCCTCTCCCCCCAGTCACGCGACCCNCCGGCGAANCNGGAACCCCATCAGAAACGCCNAACAACCCGACGCCGGCGCCCCCTTCGCCTCTGACCTATCCCCCGACCCGATTCCCCCTCCTTCTTCGCGCCCANCCCACGCGACCCCCAACGAAATTCCCCACGAACCTACGCGANNCCCNCTNNNCTCCCAGCAAAAGACGGACCCCACCGAAGCGGAAATCTCTCCCAAACGCCTCCGCGTCTCCTCTCACGCGCGACCTCTCTCCCCCCCTCTCTCCTCGCCAGTACTCCTCGCAGCACGCTAGCGCCTCGCGGCAGTGGCAGACCTGCGCTCGCGGCCGTGGCAGACGCGCTTTCGTCCTTGCGGCGCGAGATCGCGCCACGTCGCGTCGCCTAGGACGCCCGATTGATCTCGACCCTCTCTCTCCCCCNCTTTTTTCGGAACGGAGTCGAATTTGCAGAAAAAGGGTGCTGCTCTGTTTAGGGAAAGNGGATTTCGAGTTTGAAATTCGAAATGGGCCTGAAATCTCCCGCCCTCCCTCTTACGAAAACCCTAGTTTCCTCTATAAAACCCCTTTCTTCTTCAGGAAGGGGGTTGGAGAATTTTGACGTTGGGAAGAGAATTCGGATTTTGGATTTTNTAGTGTTCGTCGGAAAAATCTTGAGGAGAGAAAAATCGCTTTCGATTTNCTTCTGCTGTCTGTTGTAGAAGCGCAGAGGGGAAATAGGAGTATAAAGGAG

>rnd-6_family-1106#DNA/hAT-Tag1 ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

AAGGGGGCTTGAATTGGGTTACCAGTGTGATGGTCACAGTGTTGTGAAAGGCGATCGCCTCGTCGCCAATGGCGAGAGGCGAGGCGAGGCGACCCTTCATCGCCTTTTAGCTTTGTGGCGAGGCGATCTTCAAAAGGCGACGCCATGACGACAAAAGGCAGAGGCGAGAGGCGAGAAAGGTGTCGCCTTTTGTATTTTCTTTAAAAAAAGGCGACCAATTTAGGGTTTTAAAAGTTAAAAGGTAATTTTAGGATTTTCGACTAGACTCCTCCGGCGACTAGCCAGACTTTTCCGGCGACTCCAAAGTCCAACCAATACATATTTCTTCTTCTTCAGATTTGTCACTTTTACNTNTTTCTTCTTTTCCTTCTTCAGACTTCAGAGTTACTTCTACCTTTGTTTTGACTTTTGTTCTTTTTTTTCTCATTCAAGTTCTAGACTTTTAGTATGTACTATCTATTTTCAGTTTTTGAATTGAAATATTTGCTAATATGTTATTGCTTG

>rnd-6_family-932#Unknown ( Recon Family Size = 32 Final Multiple Alignment Size = 21 )

CTATCGGGAAACATGCAATAAGACCGNTCGTTCCTCCACCTTTATNTCTTCCTGCCCTTACCATTCCCGAATACCTTAACATATACTAGTACACTTGACTCTAACCCCTTACTCGCTTCGTTCTTGATCATAGCTTAACCGTTCTANCTCNTAGAGGAGATTCCGNATATAACCACTACGAACCCGACCAACCACTCACGACATGCCCTTACTTCTTCCGCATCACNACTCAACCCTTGACCACATAGTACATTCTATCAAGGCTCGCTAACCGTTTCAATACGAATCCCCTTCCAAGGTAGGACCTANCTANNTATTTACATCACGAACACTACCCACTTCTCACTGTTAAGAACACGGACACCCTCTCTANCGATAACACATNAGCAACACCTAGACCCTCGGTCTCCGCTTACCATACCACATGCCGATTAACCCTGATCATTTATAAC

>rnd-6_family-1582#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

GGGACATGGCATGAGAAAATGGAATTGAAGTGAATGAGTTTGTACATAAACGGAGAGTGAAATGTTAATAAGCTACTGGAATGTGTATCACCTTAAATGAATGCGCATATTATCGATAATATCGAACATGGCTCAAAGTAAAGGATATTGACAAGCGTGGTGGACGGAAAATTCAAAAGGGGTCTTTACTATGAAGTNAACATATCATATTACGACAAGTTGTAGAGCTAATTTGGAGTGGGTGAACTATTTAAGGATAAAAGGTCTTCCTTTTAAAATTGCTTTCTTTCTTCGGAGGGTTTGGATGAAAAGAATTGTCACTAACTACAATATTTAAAGAATGAGGATGCAAATAGTCTCCGAATACTATTTTTGTGTAAAGGGAAAACGGGGGAGAATGACACATTTGTTTCTAATAGCCCCCATAGCCCAAAAACTATTGAGGCGGTATGCCTCATGTGCAAGGTTTGATATTGAAGGGTTGCATCTACATATGATTATCAAATGGTGGGAACAAAAAGAAGATACAAAGATTTAACATATTATTATTATGTGGGAGCTATAGAAGAGGAGGAACACAAGAAGGCATAAAAANGAATCTTCATATAATAAGATGTACTATCAATGCGAATTGATTTTTCACCATCTTATTAAGGTAAAGTTCCATTGTATGAGAAAAGTTTCACATCATTGGAAAGGTTTGTTTGACATGGTTAGGGATACACCCAATTCATGAGGAGATAACTTTCATTAGTTTGGTTCACATCCAATTTTGATTTTTGGGAAACTTACAAATACACACAACTTAAGATAGCATAATATCTAATATTTTCTATCATTTAAATTNATTATAAAATCTTCTCCTTTTTTTACTTTTCTCTCTCTTCACCCCCGGATACATCCTACTCATTCTCCATANACCACGCTTAACTCCCCCAAAACCACATCTACAATTTCTCAACGTATCAATCCTTTCATCTAACTCCGCANTTTTGAATTACAACTGTATTATTCTAGAACTTATCATTAGTTTCAAATTCTAAAAGAAGGTAGAGGAATTTNTTCATCATCTATTGTGTTTTCNATATATAAGAATTTTGGATTAAAATAGTTTCAATTTACTAATATAATGTATCCGCGAGCAATGAAGGTATTGTTTCTCGTCAATTTTGATTCGAATACGGACGGTTTTGTTCAAAATATATCCAAACACCGCAAGGATTCTTTGATGATAAAGATATTTCAGACTGTGAAATTATGAAAAGATGCTAATTCTAGTTCGAAACCGTCGGTTGCAAAATCTTCATGGGGGGAGGAGGGGGAGTCGAGAGTGTCACTACACANCCTTCTTTACCAAAGATTTATTTTTTTAACGCATCTGCTTGATATTGATGTATTTGCTTATGTATTGTTTTTATGTTTTGTCGTGTACAATGTATCCAATAGAAATCTTATTATTGATACATAACCCCAATCATTTTAAACATAAACCAGTATTAATCATGTTCATAATTATGTATCTAATTATATAAATATGAAAAAATTCGAGGGTGTTACTATATGGTCTTCTCTATCCAATATTCAAATTTCTAATGTGTCTGATTGATATTTGTATATTTACTTATTATCATATTTTATGTTTCAACTATCAAGTACATTACAAGTTTCTTTTATGTTCTATGTATCTCGTACAAATCTTATTGTTGATACATTACTCCAATTATTTCAAGAATAAAACAGTATTAATCCCGTTCATAATTATGTATCTAATACATAAATATGAAAAAATTAATTATATTTTAGTAACCGATCGATACGTATACCCACTGTTATTTATCTAAAAGGGTTATGTATCGGGCTATGTATCTGAAAAGGATATATTGTCTCCAACAACGATTTTATCACTATTGAACGATTTGCTTGAACTTTTTTAAAATATTGAATTTGTTTCGAGTTATGAGGGATTTATTATCCGTGATTTAAATGCGATTGGGTGAATTATGGGAGGATTAATTAATTTTACGTTATTTTCCCTTTTTATAAAAGCAACATAATCTTAAGTAATGAATTTGAGAACAATAAAAAAATTTAAAAATAGTTCCTGAATACTATGCAATTATACCTTATTTGTATGTAATTTATGTACTTCATACATTTTTTTAGCATTAGCATTCATTTCAAGAAATAAAAGGANAATTATTTTGTTCCAAAACATACGTTGTAAATTCAACATTCAACCTCTCATATGACTCATCTTTTATTTTGGTAAGAGTTCACAATACTATTAGGATTCATCTACTGCAACAAAAATGTATATCACAACTTTACAAANNTTCGNTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAACTCCCTAATAAGTCAAACGTTGAGGCTTCCGTTTCTTCATGTGTTGTGCACTGAGAGGGAAGCATTTACGTAGGCTTTCACTTTTTAAAACTTTATATAGGAGAAATGCCTAATCATAAATTACTATATTCATTTTTTTTGGTAAGATCATAAACTACTATAGTCATGACCATTTGATATCACAATTAAAGTAACTTTCGATAGAGAAACTGAAATAAGTTCCCTATGGTTTATCAAGGAACTAAAAAATTCATTCTTATATACCTCGCATAATATGAGCATCCCACATATGATTATAGAGCATATTTTTATCTCACTTAGTATGAGCGTTCCAAAAAACACTATCAAGTAGATCATTTAAATACACTATGCAGTAGACCATGCGCTTGAGTGACAACAGAAAGGTATTACCAAAAAATACGTCAAAACAGAGTTAGAACACTATGAATGAAGAAATTGTTTACTTGATCTATTGTTTGCCTTCTCTCGGTCTCATCACAACGTAGTAACTTACGACAGTCAGCTTGCAATNTCTCCTTTCTTTATCTACCAAAAAGCACAAAAAGAGACTTGAATGCTTAAACGGCACAACCCTCTAGCAAATATTATTGAAACACATCCAAATAACACTCCAAAAATGTAAGATACTTGTCAATTTTATATAAATTCACTAAGGTTTGCACACTACTACAAAAACAACATTTAGGGACACTTGTTTAGAGGCAATGAATAAATTGCCGCTAAATGCTCCCTACATTCGAGTATTACCGGCATTTGGGCATTTGCCAGGAAAAAACAATATAAATACTAGCGATTAAAANTTAATTCTACTATATAATTTTTAATTAATATATATTATTCCTAACGTTTATTTCTCCGGTAATATCCCTCTACCAACAAATTCACCCACACAAATTAGGGCAAACCTCTCTTCCTCATCCTCCAAATTCACCCATACGAATTAGGGCAAACCTCTCTTCCCTCATCGGACATGGAGCGAACTCGTCTCTCTCGTCNTTACTAGGTAATCTATGTACTCTCCTTGTCTCTGTTCCTACTCTCTCACTAGGTATTCTTTTTTTTTATTTTGCAAATCNATCTCTCTTCTGTTTCCTTTCCCGTTATTTAATTGATGTAGGTTCATGCACTCTCTGTTCGCCTTTTTCATCGATCGATTTTGTTAATCACATACGTATGACGATGTGTAATGATACCTGCGTTATTTAATTCTTATTGCTCCAGTTTTTCTGTGAAAAAATCTTTTTTTCCATCAGTTGAAAAGGAAAATTTTGCGTATTTGTAATATTATGAGTTGCAATAGAGATTATTTCCTATAGACCCTCGGCTCAGAAAGAGATGTTNTTTGAAACAGAACTGCTAGAAAAATATGATAGCGAAAGAGCAAGAGATAAAGAAGGCGAAGCAACAACGANTAATATATATTAAAAATAAGAGAACACACGACTACTTAATAATATTTTGGATCAAGTAAGAAAAAATATTTATAATACTAGTTCTCGAACACGTGCAACGCACGTGTATTTCACGCTAAATAATTTTTTTTNAAAAAAATAATATTAGATTAAATGTGCAATGAGTTATATGAATTTGAAAGGGAAGATTATCTTTTGTCTGATTTAAATGAGATTATTATGTCGAATT

>rnd-6_family-7300#Unknown ( Recon Family Size = 25 Final Multiple Alignment Size = 21 )

CAAATTGAGGCTCAGATCTGTGTTAAGATNAGGCAAAAGAGAAGCCGACCACGCCATGGCTGCAAACATCGGTTGCATGTGNGAGTAGAAGCTCTCAATCACAGGCCATACCGGGTTGCCACGCCAAGATACGGGTCGGATNATCTCAATGCCCAATTAGTTAGCCCAAAAATCATCACCGCCTCCTTAA

>rnd-6_family-3190#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

GTGTAACACCTCGGATTTGGAAAAGAAGGAAATNAAATTTTTGGGCTGNAGTCTGTGTCTACGGGTCCCATCTACGGACCGTAGAAGCTTCTACGGGCCGTAGATGGCAACCGTAGGAAGGGAAAA

>rnd-6_family-2201#Retroposon ( Recon Family Size = 30 Final Multiple Alignment Size = 21 )

TTCAATCAATCATCTTTAATTTGATTTTATAATTTATCCTTTTGCTTCCAGGAAGTGTTACTATTTGATATTTTTGGGGAATCAAATGAACATCAACCCGAGATATTAAATTTTCTAATAAATAAATAATCGTTGGTGAAGGGATAAATAAATTTTAAAAGGCTGAAAAAAGTGAACGAATATTCTAATTCTAACGTGTAGAAAGTTCAGCCCTACCTTTTGCTTTACATATATCATTTTAAAGTTCCCCATTTAAATGTATCATAAGTAATTATTAAAATGAAAAATTAAAGGGAGAATGTATCATATTGGACAACAATTCAACTTATTATATATACTTGAAAGGGAAAAATATTACACAAAACTATTCAGTTTGTTTGGGTGTTTTTTAAAATCAACATACCAGAGTGATGNAGTTCAATTTGAAACTATACACTTCTATTCCAATCGCAGTGTCGAGAAACACATCTATTACTTCAAGAAAAGTATTTACAACTTGCAGTAAACTTGAGAATNTATCCATACTTCGTATTGAATATGAGCAATTAATTTATTGCGTAGTTATCTATGTCTTTGGGATTAAAAGAGGCTCGAGTCTAGTCATATTTCTCTATAGGTCATCCGGCACAACATCCTTGAAGTCATGTCAAAAGTTTATTAATTCTTGTCTTCTTTTCCTGGTTCACTTCGCACATCAAGGTGCGATAANGTTTTTAAGGTCTTTATGTCCTTACAATGACATATCAAATTTGAATTAT

>rnd-6_family-2478#LTR/Copia ( Recon Family Size = 23 Final Multiple Alignment Size = 21 )

ATTATTTGATATACATAACGAAAGTTATGTGAAAGGATTGTCATATTATCATTCAAGTTATGACAAGAAACTAACAAAGCAAGTGACTCAACACATAGAAGATGTGTGATTTTCTTTGAGAAGAAAAGACGAGCTTCAATAAAATTGAAATGATCAAT

>rnd-6_family-937#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

TTTGCTGATCTGACAAAAGAAAAGAAGGAGTTCAAAAAAGGTACGACCTCAAAGACCCAAACTAAGGAATCTATGGCGGTGAAAGCAACTTCTNTAAAGGNCACNACCAAGAATAAACTAAAAGAGGAGGAAGCCCCGAGTCAATATCCAAGAGAGGAGAGGCGACGTCCAACCTTGAAGGAGCTANAGGCAAAGGTTTACCCATTTCCAGATGCAGATGTACCTACGATCCTTGAGGAATTNCTAGCTAAGAAATTTANTNATCTTCCNGAATCAAAGAGGCCCGAAGAGATCTATAAGATTGGTGATCCTAGATATTGCAAGTTCCATCGCGTCCTTGGCCGCCCGACAAGTAAATGCTTTATCTTGAAGGAGAAAATNATGATNTTGGTAAGCGAAGGGAAAATCATCACTGACNAAGATGAAACGGCGGAGGCAAATCATGCTAGTGTAGCACCAAATCAAAAGAAGTGCTCAAGGTCGTCGTCTATTCCAAACACCACCTTCTTGCGATTCGGAAGTTTANCGCCTATTGAAGTCGACGTTCCAAGGAAAACTCTTGAGGGTTCGCTAGAGATAGANAACCACAAAGAAAGTGAAGTTGATGGTTGGACTTTGGTTACTCGTAAGAAGCGGAGACATCAAGCAGTTCTTAGGATACGACTTCCTAAGACAAGAGCAATAAGGAGTGATGTGAATCAACTACAACCATCAAAAAGCGTCAAGCCTTGTACTAGCCAAAAAGATCAATGGTTCTTCATCGCAGAAGGTTCGAAGGCCCATTACGTTGGATGAATTCTTTCCTAAAAAATTCTTTTGCGGTAGTCAAATTGGTGCAACACATGTTATTTCCAGCACAGACGAAACAAAGGAAAGCGAAGGTGAGCATAATCCGACAATAACACGAGAACATCAAACTGATGAAAAAGTTGCCCCATGTTGTGCTACAATATCCTTCACAGATGATGACTTGTTGTTAGGGTCTAAGCTACATAATAGACCCTTGTTTGTTGTAGGGTCTATTCGAGAACAACGTCTCAATCGCATACTAATCGATGGTGGTTCGGCGGTCAATATCATGCCAAAAGTTGTTCTTAAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGATTCTGGAAAAGAAAATATGGAGGAACATGTAGAAGCCGACCCGATTGATCTCGAAGATAGTAAAGTTCAATGGGCCGCTATCAAGATGTCTAAGAAGAGAACCGAAGAGGTTTCCATTAAGCTTTCACCACCTAAAGGAGACTTGCAGACTAATATGGACGACGAGAAACAAATTTTTCGCTATATTCCACGTGAACGTCGAAAAAAGGGGCAACCGCTGCTAGAGGAATGCACTCAACAAGTCCAACCACCGAGGAAGGAACTTAGTCACATAACATTCAAAGATTTGAAGGAGAAAATGACTGTCCCAGTCGCACAAGTCCCGTGTATCGCTTTGGAGCCCTCCAAAGGCAATATCCAAGTTGGTAAGATAAGAGGGAACTTTGATCAAAAGGTCTTCACATTGTTCGAAAAATCAGGCTATGATTTCTCAAATCCAGCGAAGTTAGGAGAACTCAAGGATGAAGTCACTGGTGAAAAGATACACGGGCTTACAAAGTCTCAAATGCAGTTGAGAAAGCAAGGATATCATGTCGCNACTCCTAAAGTTTGGGTTAGGATTCAACTTTCCGGAGCCTCTTCGGATTTCGTCTAAGAAGGGGAAAGAAATAACTTCATCCGACTACACCTCTACAGAAAAGACAGAGGAATCTAGGAAGGGNAAAACACCACGACGGACTTCGGTGTTTGAACGCATCGGAAGACTGACACCTCGTGTTTCTGCATTTGAAAGGTTAGGCCGCAAGGATGAAAGAGGGTCCTCTAAACAAGTGGACGAATATGCCACCACCTCAAATACCTCTGTATTTCATCGCTTGGGAACCAAAAGAAAGTCATTATCCGAAAGGAGGTTGCTGGAGCATGAAAATCAAGATTCTTGTGATGTAATTGACGACAAGGAGATTCATAGTGTTTTCCCATCGCGTATGAAGAGAAAGTCCGTATTGTCGATCACCACTGATGGTTCTTTGAAGGTGAAAAAAGCACAATTGTTGTCACCAACCAATTTCATGGAGAAACCAAGAAGGAGGAAGATAAATCCATCACGGTCTTCGTGAGAAGTGAGGTGGAAGATTCAAACTTGACACAATCATCCTATCACATAACGGTGGAAGAAGGTCCAGACGTTGATGATACAAATGATGATGTCCAAGAGGCTCCCCCTCAATTGGAGGATGGCGTACAATCAACCGTAGACGACCTCAAGGAACTAAATCTAGGCACTCTAGAAGATCCACGTCCAATCTTCGTTAGTGCACTTCTTACACCAGAAGAAGAGAGGAAATACTTCAAGTTATTGGTTGAGTTCAAGGATGTTTTTGCTTGGTCGTACAAAGAAATGTCGGGCCTTAGTCCCAGGATAGCTATTCATCATTTGGGGATAAAAAGGGAACACGTCCTATAAAGCAGTCACAACGAGTGTTTTT

>rnd-6_family-547#LTR/Copia ( Recon Family Size = 22 Final Multiple Alignment Size = 21 )

AATTTTATGAGCATGGTACAATTACACCTATATATATAATATTATATAAAATAAGAAATTATGATTAATAAATAGTTTTGCTTAACGTTGTCTATTTATTTAAAATCATTGAAAATTCTTAAAGTTTTATACATGTAATATTATATCTATATATGAGTTATGATTGTTAGTAGGATTTACGANTAGGGTGATCTATTTATTAGGGTCATTAGAAAATACTCAACGTATAACATGCACGGATTGTCCTAAATAAATGTGTTATAGTAAAGGTAATTGTTAAAGTCGGAAGGAGATATACCTTTAGATACTAGTAACACTTAAATTAATTTTCAATTAATTTATGAGAAGAGATATTAAAGGTTTTCACTATTTGAGAGGAAGAAATATTATATCTTGATTTTTTGAGTGTATTAATTGAGAGAACAATATGTTGTAAAGCGGTTAATTGTGTGTCTTAGCCGAGAGACAGGACACATATATGTTTTATGCTCATGAGACAAGGTGAAATTTTGAATCAAGTTATTTTAATCTTTAACTATTCCTAAAACGATTAATTTTTTAAATTTAGTCATAGTTTGGGTGGTCATGAATTTTATGATTTTTGATTGACTTGAAATTTGATGGTTCCAACGAAAATCGTTTAAATGGATTTAGTTAGTTTGTCGGATTAAAATTTGATTTGAATATGGTAAGATCATTCTTTATGTTAGTTATTTCTATGTTAAATTTGGAACATGATTGCACATGGTTATTTGACATGATTGATATAAGAATGTAGGTAATATTGTTTCAATCCTAAAGATGTTTAAATCACTTGAATTTGAATATGGTCATAGATTTGGAAATAAATATTTTTTATAGACTCTTATTGACCTAAGATTTGGTAAACTCATAAAGTCCTAGTAAGAAGCACTCATTGCTATGTGGTTATATCTCTTTGAGGTCGTTAAAATGATTTTTAAGTTGTTCCTTGGAATTTAATGTGATTTAGTTTGAATGACATCCTTTATATTGGTTATATTTATGTCATATTTGGTACATGATTACACCTGATAAGTTAACATAATTATATATATTATAAGGATGTAGATCTGTTCATTTTTTCTCAAATTGTTTGAACCTGAATTTGATAATATTTTTGGAGATAAATATTATTTTGAACTCCGATTGATCTGATATTTGAAAGGTTCATCAGAAACGATCAAATTTGAATTACTCATTGTTATGAAGTTAATTATCAATTTGAGCTCATTTAGATAATGATTTTTTGATATTTCTTTATATTTTTAAAATTAGTTTTAATGAACAATTACTCGATTAAAATATAGTGGTGATAGAGATTATTCTCTATGGTCTTCATGACTAAATTTTTATGTAGTATTAAGTTCATGTGTTGCCTTAGACTTTCCTCCCTATCGGATAAAATTAATAGAAGTCATTAAAGTTTAATCTTTAGTTTGGTTGTCTATATTAACCCTGCTAAACTGAGTAATATTTCATTCGATCAATGGATGTAGGGATAATGATATTCACATAACTAAAATTAACATATATTCTCCATCTTAGTTAGCTTTTGTTATAAATTTATTGAAGTGAATATCTGACACCACAAATGTATGTTGCATGAATAGCCATTATTGTTTAAATTTATTGTTTAAGATGCATGAATATCTATGAGGTGTGTTTTGAATTTCAATATTCAATGTATACATCAACATGCTCTTTCTTTAGGAATTTTAGATTTTCATTCTTTATTCTTGATTCATGTATTTCACAAAATGATGATATATGATAAAACTTACTTAGCAGGAAAATCTTAAATTTTATTATGGCTAAAAAACATTTTCAACCAAATTGATTATAGTTTTGGAGTTCGAAAAAAAAACTCCGATTGATCAACAATTTTGTAGATTCTTAAGAACGACATAGTAAGAAATTATTCTTTTCGATTGTTATATGAGTTTTTTGTCATATTTAATTAAATAGTAGTGAAGTATTAGTTTTATGCATTGCCTTAGATCTTCCTGCCCATCAGATGAAATTGATACAAGTCAGTACGTATTTAATCGTCTAGTTTTGATAATCTATATTAACTCTACTAAACTGAGTAATATAAGATTGAATCAATGTAGCTAGATGATCTTCACTTGACTTAAACTAACAGTAGACTCTCAAACTGAGTTAGGTCTGTATAATTTTATGGAGTGAATATTTGTCATTATACATGTGTATTGAATAAGTAGTTCTCCAATCCCAACGATTGACTATTCAAGATTCATGAATATATAAGCATTAATGAGCCCTGAATTTTGTTATTTGGGATTATTCGCAATATTATGATCTATTTAAAGTATTGTGTCTCATATTCTCAATAAACTTTACGCACCCACTTGGTACTACTTAAGATTTTCTTTTGGTAGCGATAAGATATTAATTCAAAGAATGTGTTGTACATATGCCTTATGTTAGAAGAAAGTATTTTCACTTTCTAACTAGTATCATTGAGTTTGATAAATATTTTATTTATTGTGGTATATTGATGCATGATTCTTTTATTAATCTTATCTCAAATAAATTGAAATTTATTAATCTATCTCATAAGAGAAAGTATTTTTTAAATTTGAANGAAACTNACTGTAGAGTGTATTCTAAATTGGACGAANCTTNTTATGNANTGGACGTNTAANTTANTTATTCTAAATGGAAATTCGAAGTTGGTTAGAGAATGAATACAACTCTTCATTGAAAGTGAAGTCACTACCAATATGTGAGTCGTGTTTAGAACGAATAATTACTAAGAGACCTTTCCTCTTAAAATTGAAATAAAAGNNGTGANTAGTGATAAGTTAGAATTANTCNTATCCTTATCTGTGTGGTAAATGGGGATTCGGGCAAGAGTTGAATTTGAGTATTCAGAGATTTCCAGAAGCTGTTACTCATGATATGAATGTACATTTTTTGATGCTTTGTAAGTTTGAACGTCTTGATAAACTGNTCAAAATATTTAAGACAAACGAAAATAACATCATGAAAAATATATGAAGTCACTACAATCTGATTATAGTGACGTAAACCTCTTTGCAGAGCTNATGAGTCACTTATCTNATAGAATAATTGCATTTCAATCGTCTACGCTAGACACTCTATAATAGATTGGTATAGAAGAGAAAAGAAGTAGACTCTTATGAAGATTGTAAGATTAATTATTGACTTATTATTAGTTATTTTTTTTCTTTTAGGATAGGTTCTAATAACTACATATCACATTCTGAAATCATTTTCTTTCATATTAGTACCTTGAGCAACTATAGAACCAGTTGGATTTGACGTAAGTCTAATCTGTGACATGTTCAGATATAGGATTGTCCAGCACATGTGCTGAGTGGTAGAACAAGGAAAATTGGAATTAAGAACGGAATGTGTGTGTTGATTGGATATCCTAAAGAATGAAACAGGGTTTACTATAGTGTCCTAAAGAAAATAAGTCAATTGTTAANNCANACGCTCTCTGATTTCTAGAAAAGGGTAATTTTAGTAAATCGACGTCTCATTGCACTTAAGTANCTTTACGGGAATTAAACAAACGATAATAGACAAATAAGTCAATTATATCTCGAGGTAGTGAGAGTGATGTTGAGCGAATTAAAAGAACATTNCATGAGAAGTNGCTAATATTTCGTTATCGAAAGATTTTGAAGAAAATATTAAAACTCAAGAACATGAAAGTGTGATTATAATAGTAGTACTTAGTCGTAGTGGGAGAATCATAACGAANATTGAGTTGTTTTNTACGCTTGAGAGAANTTTTATGATAGAGCTCTTNAAAAGAAGTACACTCTTGGAGGGTTTCATGATAAGGTCTCTCAAGATCTAGTACAAAATCGATTTGTTACGACGAAGCACTACTAGACAAAATTGCATGAGAAAATAGCTTGGTAAATTTTCTTTCGATAAGAAATAAAGGAATGTCTGCGAAAGTTGTAAATGCATAGTTAAGAGTCTAAGTGGGAGATTGTTAGGGTATATACTATTAATCATGTGTTTAGACATAGTATTCTAACAATTTTCAAGATTAAATATCTAAGTGGGAGATTGTTAGGGTATATACTATTAACCACGCATTTAGATATAGTACATTATAACAATTGTGATGGTTAAAAGTCTAAGTGGGAGATTGTTGGGATATATACTATTAACCATGTGTTAAGAAATAATATTTATTAGAGAATAAATATTTGCTNAAATCGATAGATCATATATTCGTNTATGATGTCTATTTACTTATATAGTAGACGATTTAGTGTATGGAGTTTTAACTNATGCACGGAAGATTAAATTATCGGTTCTNATAAGTATAAAGTTTTTTGTTCGCAATCTAGGATGGAAATTGGACATGCCATCGGGTA

>rnd-6_family-1395#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 21 )

TTCATAGGTGAGGAAGGATCATGTCCAATATATATACATAACTTGGACTAGTTCCTAAGCCATACAGAAAGTTAAGTTTCCGAGTTCTAGAAAGGATAGCATGTACACAACATTTTACTCCTAACTTTGTTTGTGGTGTTTCAGAGTTGATTTTCGATATCCCCTCGGCTTAAAAGAAATGTTATGCAGTAAAACNAACATCTAAAAAACAAAAAAATAAAGGAAAATAGGGTTCTTTCTACGTTCCAAAATCCCAAGAAAACTAACATCTACCACAAAAAAAAGTACAAAATGGAAGATAGGGCTTCTATTTCACAAAATTAACAACACCCAAATGAGAAAGATTTGATTTTTAAACAAAACAAGAAAGCAAATTTTAAGCTTATCAACAACTAAAATTACTACTGTAAACATCCAAAAAAANTTAGAAAAGTATCAAATACCCTTTTGCGCACACGTTATCCTTCAACTGCTGAACACAAATTTGTATGATTTTGAAGTCTTCAATTTCATCATCGCGGAGTGAAAGAGGGAACTAAAGAAGGAGGGGGGGGGGAGAGGTTTTCTTATTAAATTAAATTTTACAGAAATGTAATATGGAGTGGGGTGAGTGGGGTGAGTGGTGGGGGCAATTAATTATGTTGGTTCCTTAGTTGTATTNTCTTCTCCGTATCAATTTACGNGATACAATTTAATTCGACATAAAAAAATTAAAAATAAAAAGAAAATTGAAATATGACATGTAATAGAAATCTTATAGATTAATGTGATTATAAATTTACTAAAAATTTAGAGATAAAATATGTATTTTTTATTTTAATTTAGTTATTTATTTTCTCATTATAAAAAATGATAAATAAAAATGATAAATTTCATTAATTTGCACTTAAAGAATTTTTTTTCTGAAGGTTTACAAACTTGATTAATTTACAAAATTAAAAAAGTAATAATTTTAAGAATAAATGAGATCCAAATGATTGAAATAATTATCTATAATAAAGTGGACANTTAATATAGGACTA

>rnd-6_family-7337#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

AAAATTATATATCGTAAAAAATTACTTAAATTTATTACAAATAAAAATATTTTATTAATGGTGGGTCATTTATAACAAAAACTCTTCATATTTTTTATTTATTTATCTCACTTATAATTAAAAGAGAAACATAATTTATTTATTTTTTACTTTTTTAATTTAATTTAATTATTTTATTGTAAAAATATATTACTTCATTTATACAAATATACAAATAAATACTTTATTAATGTATGAACATTTATAATAAAAAAAACTCTCTATATTTTTTTCTATTTGTTTATCTCACTTCTAATCATGAAATCATAATATTATTTTTTTTACATTTTAAGTATTTTTATTTTTATTTTTGAATTTATTCACTAGGAGTTACTACCCATGACTTGCCCCTCTTTAATTTTTACTTTTAATAATATTCATGACTCTCATAATTTTTATGTTCATAACCTCCAATTTAAATTTGTAAGTTTATGTGTCTTATGAAATTCCTTTATTTTGCCTATAAATTTATATTAGTTTCATGAAGATTCACATTCACAATTATTCTTTCTTTTTTCATCATATNAGTTTGGTTTGTAACAAAAAAAGAAGTACATGAAGGTAAGAAATACTTCATTGCAAATTTTTATTTTTTATTTCCTCTATTTTCGTCTATATAAATTCGTATTTGGTTTGTGAATGAAACTAACATGTAACCAAAAAAAAAAAGTACATGAAGTTAATAAATATATCATTCTCAAGTCCTTATTTTTTCATTTCCTTTATTTTGTCTATATAGATTCATATTTATTTTCATGAAGATTCACATACAAAGTTATAATTTCTCTTCTTCATCATACTTGTTTGTGAATTAGCTAACATGTAACAAAAAAAAGTATATGAAGGTAAGATATATTTCATTCTTAAGTCTTTCTTTTTATTTTTATGTACTTAGACATGCTTTCTTAATATATATTTTTATGTTTGTATTATNATTCATCAAGTAAGTATGATTAAAAAAATCTCTNTAATTCTTAACAATGTNTTGTCCGTATGCAATTGCTCTTTCTAATAGTTAGTTTTCCATATATAATATAGTTTGATTATAATATTTGTTAGATTTCAAGAAATAATTATTGTTTAGTATTGTTATTACTATTGAAAAGATAATATATAAATATATTAAATATGGTTTATATTTCGTTCTTTCTTTTGACATAATTATTTTTAATTCGTATATGNTTTTTTTTTATTCAGTTGGTTGCATATGATGAAGAGTTTGACATATGGATCAAAACATGATGGCGGATCTCTTTGCAAAGGAAGATGGTACAAGGAAAAAAATGAAGCATAATTAGAGATTATTTTTTCACTTTGAAATNTATTAGCAACTTAGTTACTTTTGCTAGAGTTTTTAAAATTTTAATTTATGTAAATAATTTAGCTAAATGTATTATATTGTCAATGCTAATCATTTGATCCTTTAGTATTCTATTTTCTCTTTGTTATGAAAAAAATAAATATAATTATTTCATTTTAACAACAACAAAATTTATGATGATTAGTTTCACTTTTATTATAAATTATAAAAAGTAATTGAAAAATATATTATTATTTTCATGATGTCATTTTTTGCGTATGTAACAATCTGTCGTCGTTCTTTTTGCTTTGAAATGTATTTATAATTTTTATGTAGTCACCAATTATTATATTTTCTCTGTTCATTTTTTGTATTTTCACACCTTATTTTTATTTNTTTATTTTACAAATAAAATCAATACATAATTAGTAATACATTTAATGNCTAATAAAATTATACATTTGAATTATTTATAACTCATGTCTCTTCATCTTACTTGTAAAGTTTAATATTAAATATGANTCATGACTTTATATGTTTCATTTTTCGTAAATCTTATAAGTATTTAATTAATGTTTAAAAAATTATAATAAGCAAATGTAATAATAAAATAAAANAAAACAATTTTGTTTTGACGAAATCAGAGTTTGGATAGAACATCACTACTCCTANAAAAGATAGAGAAAATTAAAACATCTAAAATATTTTCAACCTAATACAATATATTGTTATTTCAACATATTATCTCTTATTCCATTTACTTCACCACGGTGAATATTTTGTTCTAATATATACATATACAAAACAAATAAATATATTTTATATGTTTTAAAAAAGTCTATGATATCGCAGACGAGGAGAAATATAAATATTATCTATATATTCGATACTAACCTAAATATTATATATTTCATATTATTATCTTATAAATATTTCATATAATCGCGCGAAGCGCGAATAGTTTCACTAGTAGA

>rnd-6_family-6261#Unknown ( Recon Family Size = 29 Final Multiple Alignment Size = 20 )

ATTACTATTTTTAAAAAAATTGATTGGCCTAAGAGCGTAACCGCACACAAGACCCTTCTTTTAAGAAAAGAATACACACCAAGGATCGTAACCGAACACATGATGGTATTTGAAGTTTTATTTTATTTTTTAAAGAAAAAAAAACACAATAATTAATTACTCAATTTTTTTTAAAAAAAATAATGATAAAAATGAATAAAAGAAAATGGTGCAACATATAGACCAAGAAATGATTAGTATTTATTTATTTATTATTATTAAAAAATTTCTAGCATTTATATTTATTGTTTTACCAAAAGAAAAAAAAAAANAATAAGTTTTACTACTAGACAATGACAACAAAAGAAGAAAAACAAAAAAAAACTTTTACAAAATTACAATTAAACACTCTTTTAAACTAANGATATACTAGTTTTAATTCTTTTTTTAATATTGATAAAAATTTAAGAAATGACCAATTTGGTAAAAANATTTTTTTTATATAAAATGACTACCTTGACTTATTTGATAGAAGATTGCAAAATAACGAATTTTCTANTTGTTAGATTATTAAGTCAAATTAGTCGAATTTGTATTTTTACTTTGATAGTCAATTCAAATATTCATTAATTGAATAATAGTTATATGGGTCATCNGAAAATAAATAGGCCCAAATGTCATTTAGATGACCCATTTCTTTTATTCATTGTTTGAATAATAGCTGATGGGCCATCTGAAAAAATCTAAAATAGGCCCAAATGTTGACCCATTTCATCAAGACCCAAACAAATTGACCCACTAACACAAAATCTAAACATCTAAACAATTTTAAAGATCAAACACAACAAAATAACGCAGAAAAAAGATAGAAAAAAAAAATAAACATAAAATGAAATAAAATAAATAAATAAATAATAATAATACTTCAAGCAACAACATCAACATGATAAACTTAAAGAAACATTAATAACACAAATCCGACATCAAACGACTTATATGGTCAAACGAAAAAAGATAATGATGAATTTGGATAAAGATTGAGGGGGGGGGGGAGATTGACATAACTTCCGGGTAAATGAAGGTCGTCGGAAAACTTCGCCGAAAANTTTTTTGACGGATTTTGAACTTAAAATTTATATCAAATGATAGCCCTTGAAGAGCTCTACACATTTATGTAAAGGGTTTGGGATGGGAATGACCGGAACTTTATAAATCTAAGGAAAAAAGTAAAAATTCATATTTGGTTTTCCTTAGATCTACGGAGTTTGGCTATAGATATGGATGAAAGGTTTGTAGATTTAGGTAGAGGAGGGTGAAAGGAAAAGATGGTAAANTTTTAAAGATTTTTCCGGCCAAAAAGGTGGTGGCCACCGGGCGGTGGTGGCGGCAGCGGTGGCCGGCCGGCGGCATGGTAGCAAGGGGAAGAAGAAAAATAAAAAAAATCTAAAATAAAAAAATNCTAATTTTTTGGAGTTTTGTATTTTTGTTNGGGTCCAATAATAGNCCTTGGATCAAAATATCATGAATGGTTGAGATTCAATCTTGACCATTTCTATTGACCGGGTCAAAATCGATTGGGCCATCAGAATTGATCTAAATCAGCCCAATTTAAACAAAATTGGGTCATTTGAGCCAATTTAAAAAAATAATACAAACGAAGACGAACGAAACGAAAANTACAAACGAAACATAAGAAAATACGTTACTATATANTAAATGAGCCAAAATTAGGTGTTCACACCATACCCCTATTGGTTTCGAAAAATGGACATTTTTCAATCAAAATAAGTGAACGAAGTGGCTAATGTTTTCCTGTTTCAGTCTCCGATGAAACCATTTTTAAAAATATTAGGAACCTTGCTTCAGAGGTTGCCTAGATATCCTTGATCTTAAGAAAATCAGGGCAGTGTAGTTAGAGACTTTGATAGCCGAAACTATCAGAAACGATGGCCAAAAGATTGCTTCATATTGCTTGTCATCATCTACTGCCTATAGTTACAAAGAAAAGAGTTAGAGAACTATGTCTCTCTACATTATAAATGTTACAAGATCCCTAATCGATGTNTCTTCTTAGGGTCTTGTCTAGATCTTTCACTTTCTCTGTGCGTTATCTTTGAGATCGATCTTCGTGCTNTCTTGGCGGCTGGTGGATCATTCTCAAGTGCATGTTTTAACTTGAGTTGGCCGTTGAAACTCAAAACTCAAGATCACAAAATGAAGAACCCATGAAGAATATGTTTCCTTTAGGAAAGAAGAAAACATATGAGAATCTTGAACTAGGANGTATAACCCTAGAANGAATAGGTTAAGTGAGGCGTGTTGCCCTGAGAGTTCCAAATAAGACGCATTGTCCTAAGATTGGATGTATCCCCAAAATGTGAATAGGGTGTGTATAACCTATGAATGTTGGTGCGTATTGCTCCGGATATGCATATGGTGCGTATTGCCCATGAATAGAGAATTGATNCGTATTGCATGCGAATAAGGACTGGTGCGCATTGCACATGAATTCAGATTGGTGCGTATTGNACGTGAATTCAGNATCGGTGCGTATTGCACGTGAACACGGGATGGTGCGTATTGCCCATGAAATAAAGGACGTGTGCGTATTGCACGTGATTGATGAATTCCGAATGGTGCGTATTGCCCGTGAATAAAGGATGTGTGCNTGTTGCACGCGAATTCAGATTGGTGCGTATTGCACGAAATTCAGGCAGGTGCGTATTGCACATGAACAAAGGATGGCGCGTATTGCCCGTGAATAAAGGACGTGTGCGTATTGCACGGAATTCAGATTGGTGCGTATTTCACGAAATTCAGACAGGTGCGTATTGCACATGAACGAAGGACGGTGCGTATTGCCCCGAATAAAGGACGTGTGCTCGTTGCACGNAATTCAGATTGGTGCGTATTGCCCGAAACTCAAACAGGTGCGTATTGAACATGAACAAAGGATGGTGCGTAATTCCCATGAATAAAGGACGTGTGCGTAC

>rnd-6_family-1615#LTR/Gypsy ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

CGACCTCAGAGTTAACAGAGCAAGTTATGAGAGTTTTCTATATTTTAGACCGGGACAAATTTTTCGGGGGGGNNCCCCAAAAATTCCATCAAATATGTCATATAAAGGACGGGCGAGCGTGTAAGCCAACCGCGAGAAGGAGCGCGAAGACAAGACCAACACAAATCAGTCTTTCAAACTAAGAATTTTTNTTTGGATGCAGGAACATTGAAGTCACAAAAATGGCTATATAAAGCTGTCAAGAATGACAAAAGGCGTCACTTGCACCCATCGTGGACTCATCAACGAAACCTAGAAAATCTTCCATCTCATTTTATCTCTATTTCTTTATATTGCCTCGAGTGATTTATAAACAAGTTTCTTTTTATCTTGCAGGAATATTGAGGCCGAACACTGATAGATTCTTTCAAAGTTGCAAGAAACAAAGTGCGGGAGGATCGCTAGTTACGAGTCATGATCGAAGTTACAGTTGGACTCATCATAGCCTAATCTGGATAAGCCAAATGACTCAATCTAGTTCCTCAACTTTACTTTTATTCTTTACTTCATCGTCGATACTAACGTTTGGTGTCGAGCTTTGCAGGTGATAGTATTGATAAAGTCGAAGTCGTATATTAAAGCGACATCAAATTTTGAAGATGATCAAAAGTGACACTANCTTAGAAGTGTTGCAGGGGAANTCGACGAGTCCATCACATCAGAAAGATGNTGGTGACCGCAATATCTCCTCGACAGTCAAAATTATCGAATCGTTACAAGTTTTCGATAAACGATTGAAAATGACTGCAACAAACTCAAATTCTGTTGAGTTTGTCAAGGAAGACGAGAGTGTCTTTAATTTTCGTGTGAATGAATTAAGTCATTCGCCTCGATAATTCTNTCTTTTAAAGAAAGAATCATAGTCGCGACGTGCATANACGTCAATTTAGTTTTTAGTATGTTTGTCGCGTAGCAATTTNGGCGTACTTTGTTTCTTGANNATGTCAGAGTCANAATTCCAATTTGTTGGGTATCCACCCCATAAGTGGATTATGTGTTTTGATTGGCCAATCAAAGACTTTAGCATATAGTTTTGTTGGGCGATCCACCCCATAAGTGGTTCGTATATNTGTTTTTCCATTTCAGGTTTCTATTTTTGAA

>rnd-6_family-2956#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 20 )

TAAACCCNAAGTCCNAAACCTCTAAANCCTAAAACCTAAAAAAATACTTAACCTAACCCAAACCCTAACNCTAACCCTAAACCATTAACCCGAANCCCCAAGCCCAAAATACANAAACCCAAACATTAAACACTAAACCATAGATATTAAACCTCAAATCCTAAATCCCAAAACCNAAAANCTAAAAAAAACCTAAACCCTAACCCTAACCCTAACCCTAACCCTTANCNCTAACCATAAACCCTAAACCACGNATAAACCCNAAGCCCAAAATACNAAAACCCAAACATTAAACACTAAACCGTAGATATTAAACCTCAAATCCTAAACCCTAAACCNTAAAACCTAAATAATAACCTAAACCCTAACCCTAACACNAACCCTAAACCCTAAACCCTAAGCCAAAAATACNAAAACCCAAATATTAAACNCTAAACCGTAGATNTTAAACNNNAAATCCTAAACCCCGAACCCTAAAACCTAAAAAAACGCTAAANCCTATAACCGTAACCCTAACNCGAACCCTAACCCTAACCTTAACCCTAACCCTAACCCTAAACCCTAAACCCTAAACCCGAAGCCCAAAATACAAAAACCCTAACATTAAACGCTAAACCNNAAATACTAAAANTCAAATCCTNAACCCCAAAACCTAAAACACAAAANAAACCCTAACCATAAACCCTAACCCTAACCCTATCAAACCCTAAACCCCAAGCNCAAAATACCAAAACCCAAACATTAAACACTAAAACCATNGATATTAAACCTNAAATCCTAAACCCTAAACCCAAAACCCTAAAACCCTAAAATAAACCCTAACCCTAACCCTNAACCCTAAACCNTAAACCCGAAACCCTAAGCCCAAAATACCAAAACCCAAACATTAAACACTAAACCATNGATTTTAACCTCAAATCCTAAACCCCGAACCNTAAAACCTAAAAAAACCTAAACCCTAACCCTAACCCTAACCCTAAACCCTAAACCCTAAACCCTAAACCATAAATAAACCCTAAGCCCAAAATACNAAAACCCAAACATTAAACACTAAACCATAGATTTTAAACCTCAAATCCTAAACCCCAAACCCTAAAACCTAAAAAAAACCCTAANCCTAACACNAACCCTAACCCTAACCNTAACCCTAACCCTAACCCTAAACCATTAACCTAAAANCCCAAGCCCAAAATACGAAAACCCAAACATTAAACACTAAACCATAGATTTTAAACCGAAATCCTAAACCCAAAACCCTAAAACCTACAAAAAACCTAAANCCTAACCCTAACNCTANCCATAAACGAACCGTAACCCTAACCCTATCCTTAACCCTAACCCTAAACCNTAAACCCTAAACCCNAAGCCCAAAATACNAAAACCCTAACATTAAACACTAAACCATAGATATTACAACTCAAATCCTAAACCCCAAACCCTAAAACCTAAAAAACAACCTAAACCCTAACCCTAACCCTAACATTAACCCTAACCCTANCATAAACCCTAAACCCCAAGCCCAAAATACAAAAACCCAAACATTAAACACTAAACCGTAGATNTTAAACCTNAAATCCTAAACCCTAAACCNNAAAACCTAAAAAAACCCAAACCCTAACCCTAACCCTAACCCTAACCCTAAACCTAAACCTAAGCCCAAAATACCAAAACCCAAACNCTAAACACTAAACCATAGATTTTAAACCTCAAATCCTAAACCNCAAACCCTAAAACCTAAAAAGCTAAACCTAAACCCTAAACCTTAACTCAAACCCTAACCCTAACCCTTACCCTAANCCTAAACCCTAAACCCTAAACCCTAAACCCNAAATCCNAAAACCCAAACACTAAACACTAAACCATAAATCCTAAACCNAAACCCTAAACCCCAAACCCTAAAACCTAAAAAAACCTAAACCCTAACCCTAAACCGTAAACCCNAAACCCCAAGCCCAAAATACCGAAACCCAAACNTTAAACACTAAACCACAATATTAANCCCCAAATCCTAAACCCCAAACCCTAAACCCTAAAAAANACTAAACCCTAACCCTAACCCTAAATACCTAAACCCTAANACCAAAACCCAAACATTAAACACTAAACCNTAAACACCGAACCCNAAATACTAAANCCCAAACATTAAACNCTAAACCNTANACCCTAAACCCGAAACCCTAAACCCTAAAACACAAANCCCAAACNCTAAACCNTAAATATTAAACCCCAANACTCTCTAAACCCTAAACCCTAAACCACATATAAAACCCAAACATAAACTAAACCCTAAACCNAAGAACCGAAATACCAAAANCCTAACATNAAACCCTAAANCNTAAATATTAAACTCAAATNCTAAACCCTAAACCCTAAAACCTAAAATATAACCTAAACCCTAACCCNAAACCCTAAACCTAAACCCTAAACCCTAAACCCTAAACCAAAAACACCAAAACCCAAACNTTAAACACTAAACNATGAATNCTAAACCNCAAATCCTAAACCCCAAACCCTAAACCAAAAAAACACTANACCCTAACCACAACCCTAACCCTAANCCTAAACCATAAACCCTAAACCCCAAGCCCAAAATACAAAAACCCAAACATTAAACACTAAACCATAGATNTTAAACCTCAAATNCTAAACCCCAAACCGTAAAACCTAAAAAAAACGTAAACCCTAAACTAACCCTAANCCTAACCCTAACCATAACCCTAAACCCTAAACACAAAAACCCAAACATTAAACACTAAACCATNGATNTTAAACCTAAAATACTAAAACCCAAACCCTAAANNCTAAAATAACCTTAAACCCTCAACCCTAACCCTAACNNTAACAAAANACCAACNCTAANACTAAACCCTAAACATTAAACCCCAAANCCGAAAATCTAAAACCCAAACGTTAAACGCTAAACCACAAATACTAAAACCTAAACATNCATAAACCCCAAACCCTAAAACCTAAAATNAAANCTAAACAACCTNAACCCTAANCCTAACATNNANCCTAAACCCCAAACCCAAAACCCTANNNANCCTAACCTNAACGCTAACCCTAAATCTTAAACCTTAAACCCCAAACACCAAAATACCAAAACAAAAACANTAAACACTAAACCGTAGACCCTAANNNNAACCTCAAATCCTAAACCCTAAACCCTAAANCCTAAACCATATACCCTAAACTCAAACCCTAACNCCAAACGCTAAACCCNTAACACTAAACCAAAATACCGAAACCCTGAANTTAAANACCAAACCCTAAAACTTAAACCTTAACATCCTAAACCAAAACGCCTAAAACCGTAAAATAAACCTAAACCCTAACCACAACCCTAACATTAACCCTAAACCCAAGTCATAAAACCTAAATCCAAACATTAAACACTAAACCATAAATCTTAAACCCTAAATCNTAAACCCTCAAACCCTAAAACCTAAAACACAACCTAAAACGCAAACCCNAACCCTAACCCTAACCGTAANCCGAATCCTAACCCTAAATCNTAAACCCTAAACCCTAAGACCAAAATACTAAACCCCAAACGTTAAACACTAAACCATAAATNTTAAANCCTAAATCCTAAACCCCAAACCNTAAAACCNAAAAAAACCCTAAACCCTAACCCTAACGATAACCCAAACCCNAACNCTAAACCCTAATCCTAACCCTAACCTAAACCCTAAACACTGAAGCCCGAAACNCAACCATAAACCTTAATACTAAANACTAAACCCTANANNCGAAACTTACATTTTAAATCCTAAACCCTAATCCCGAAACTTAAAACTAAACCCTGTGCAAACCCTAAGCTTAAATTAAAACCAAAATCCAAACATAAAACACTAAACCCCAAAAATCAACCCAAACCCTACGCAAAGCNTAAACCATAANTCCTAAACCCCAAATCCTAAAANCCAAAAACCCNAAACCCTAACGTTAACCANAACCNATAACATTAGACTCTAAACATNAAACATTAAACCNCAAATCCTAAACCNAAAATACNAAACCCTAAANATAAACGCTAAACCCGNTAAAGATCCTAACTCTAAAACCTTAAACCCTAAACCCTAAACTANCCTAAAAACCTTAAACCCNAAACNCNAAACCTAAAATAAACNCTAAACCNTAAATCACAAACCCTAAAATCTAAACCACTAAACCGNAAAACCTNAAACNTAAACNCCAAAACCCAAACCCTAAANNNANNCCTAANAANACCGACCCTAACCCTAACCCTNANCCCTANCCCTAACCCTAAACCCTAAACCCTAAACCCAAAANTCCAAAANCCAAAANNNNTACNANNAANCGNNAACCNAAACGNATTANAACTCTANNAACCNCAAATACTAAANCTCAAATNCTAAACCCTAAAACCTAAAACCCAAAAAATAACCTAAACCCTAACCCTAACCCTTGTAGCNATACAAAC

>rnd-6_family-5001#LTR/Copia ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

TTTGAAANATTTTTTCTTCACGAATAGGGCATCCTTAATTAGTTCAAACAAAATACATCGCTATACTAAGTTCAGGTTACGATGCTTGAAAATTTGTCTACAATATTNAATAGGAAATCCACATTTAGTTCACACAAATTACGTAACTATAATGCCAGATATTCAGGTTACAACGATTATCTGCGGGACTTTTCCGAGTGTCTTCCACCACAAAATCCTCTTGTTCACATCATTAGCCTAGCACTGCTCTACCAACCTGCACAAAATTGGTCCAAGTTAGCAAAGACAGAATCGAATAACATGATACTTCTACATAATTATAAGCGGTTCAGTTTTAGACATGCCTCTAGGCTTTCGAGCTAAGCTAAATGTTGATGGTTCAATCAACAAGCATAAAACAAGGCTTGTAGTTAAGGGTTATTTTGACACTTTTGCTCCAGTTGCTAGGCTCGACACAATCAGATTGCTTCTTAATTAATTCTACTTATGCACAACGTGGCCAGAAAGTGCATTAGATAGATGTCAAATCAGCATTTCTTAATGGGCTTTTTGTAAAACAATTATTACCGTCAATNGAAGTTTAGACCTTAGTATAGCTAGATTTAAAGTAGAACTCGATTTATTAGCAAATTTGAGATAACAAATGAGAATTCAATATGTTTCTCTGCTTTGTGATAAACTTTTATTCTTAAGAATATTATCAGAGAGTGTAAAGTAAGCAGTAAACTGAAATCGTACCATATTGAGTGTAGCATCTCCTGTGCGAAGCAACGTAACTCTTGAGCTCGTCAACTTAACGCCTTTTGAATACATGTTGTTCTGTCATTGATGATGATGAATATTATTTAAACTTTATCTGCATGAGATTTTAGTGCTAAGCCACGATAGAGGAAGACGATTGCAGTATGCTGACTGCTAACGTAAAACTGGTGAATTTGTGATGGAAATAACAAAACAAAATACTGAGAATCCTTCTAATTACGACATATATATTCACTCAATTGTATTTATTAATTCATAACGTGATTTCATGACTTATTTAAAATACTCTACAAAAATCTTTNTTTTTTTTTGTGANGGGATAATTTTTATTAGAAAAAATATGAATNTGGATCGTNTTAATCATTTGATATAATATTTAGGGATTCAACACAACACATAGTATCTACATTTTTTCAGTGAATTGGTGATAGTTGACGCGNNNNNNNTATATCGGGCTTTGCCACTAATGATGATGTGTATTACTTAAATTTTACGTGCATGAGCTTTTAGTCCTAAGGCTCGATAAAGAAAAACAATTGCAGTAGGCTAACGATCAATAAAAGAATAGTGAATTCGGTGACGGGAATAACAAAACAAAATATGTCACGTTGTAAGGTTTATATTGTACCATAAGGTACGTATTGATGCTACTTGAACTTTACGTATGCGTAAGCATTAAGCCCTAATCCCCAGTAGANGAAAACGGTGAATTTGGTGACGGAGATAACAAAACATAATATGAAAATATAGGATTAAGTATATAAAGGGATTCAATACGTAATGCGTATATCAATAAAAAAANTCACCTATCTACATAATACGATTGCAGTAGGCTGACTATTAACGTAAAACTGGTGAATTTGGTGATGGAAATAACAAAACAAAATATGAAAAATAACATTATACCAAGACTGAAACAATAACTACT

>rnd-6_family-1150#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

AAATCATCGAGCCATCCACCTCGTTACAGTTGGACAATCATCGAGCCATCCACCTCGTTACAGTTGGANNATTATCGAGCCATCCACCTCGTTACAGTTGGATAATTATCGAGCCATCTAGCTCGTTGCAGAGATCACCAGAGTTTGCCATGCAGAAAACAAGCAATGACATCTCCGAATCCTCAGCAAATCATGAGTTGTAATGGACATACTGTGTTCGAAAGCGGTATCCATTATCTTTTACTCTCAATACTTCTTTATTTTCTCGTNTAATTGAAAAATATTTATGATTATCCATTAAGATATACTCATTTNTTATATGAATGATCTTTCTTTATTTTTTNACTCAAGCCGCTAGCTAAAGCGGCACTATGTCTACTAATTATTTACTTTGAGCGTGCAGGCATATGNTGAACGTANTTATGTGACATCTTTCAAANCAAGAGTGACTGAAAAACACCAAGACGATGGCGTATCCGTANAAACGTGCGAGAAGATAACTAAAAAG

>rnd-6_family-2182#LTR/Copia ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

AATGTGCAGGAATTTTTTTCTTTTTGATTTTTTGTCTTTTTCTGCAGAGATCAAGAAGAAAAAGGGATGGTCCCCTTATTCAAATAAATAAATAAAAGGAAAAAATGGATTTCTTTTGTACTTTTCTATTAAGAATTAAATAGAAAAAGAAAAAATAAGATGCTCAAATTTTGTTTCGTAAACTATTTACACCATTTTCTTTGGNATNATAAGGTATTNTTATNANNATGAAAAATACACAATGGTTTTGATGTTTNTTNTTATGTTAAANAAAGTATTTATTTTANTATCTACTTTAACATATGTTTTTCNCAAGTGGTCAAATNAGATTCAGGTTCACNTTTTGATTTTTTTTAAAGGCNATGAGTAATCATCTTTATTTAACGAAGAATAATGATCTTTTGTTNATTGACTACATTATAATTGGTCTCGTTAAATTCGTTTAAATCCTTACGTTCCTTAAACAGTTCATTGTCTTTTACGAGAATTTGTTACATATGTTGTCGCATTAAATGGTATTAACCATATTTTCGTTTTGTTCCCATTTCAGATATGGCTGAACGGGAACATGCTCAAATTACTACAAGTGGAGTTNTCAAAGTCGAGCAAAGGGACGAGGTAGAAGAGCAAGCCGCCGTAAGACGTGTTTTCGAGGGCGTGAAATCATACAGATTGGTGTCCCAAGGGCGACACAAAATCTNTCAAGGAACCTAAGGGTCATTCAAAGGGAAAAAGAGAAAAAATCTAAAGAGTTTGAGTCATTGAAGATGTCCCCTAATATGTCAGCACGTGATTTTATTCATTTTTTGAAATAAAATGGGCTGAAGTGGCTGATTATAAGGAAATTTCAGATTGGANAGCCTTAGCTTATTTAACAGACGCTCTCCGTGAACCTTGNAGTAGTAGATTGACTGATATTTATCATGACATTTGGCCCAGTCAGCCTTTTAGGGTTTACGTTTGTTGTCTTGAAGACTTGTGGGAGGATTTTAGTCTTTGAATTACTTGTAAATTTCATTGCTTATTTGTATTTCAAGATATGAATTATGTAGTTTGTTGTTTTCCTCAAATTATGTTATTAGACTTAAAAATCCTTGTTATTAAAGTCTTCAATATATTAGTATACACATTAAGAAGTTAGTTTCAAATTTTGTTNAATATTTAATTCGTAGATGATGANTGGATGCTTACGTGTCTTTTCGATTTTACATTTAAATATGAAATCATTATGAGAATTGATTTGCTTGAATGTGTATGTCACATGCATAATTGTTAAAGTTCTTGCCTAATTATATCTCAATAACAGACATGGCATCGAAAAGTATCATTGCCGACTTAAACAAAGGTGAAAAACTTAACGGTGATAATTACGACATCTAGAGTCGTAAAATATGGTATGTACTGGAAGAGCAAAATGCTTTGGAAGGTATAAATCATGTTTTGAATCAACCAGAAGAGGGTAATACTNCACAACACAGAAGGGATCTTGAAGCTTACAAAGCTTGGAAGAAGGNTAACTCCGCTGCACGTGGAATAATAGTTAGTTCTGTGGTTGATGACCTCATACGTGAATGTGAGGAATTCCCTAATGCTCATGCTATGTGGGCACATCTGCGAGGAACGTATGGGGGTACGTCTGTTACCCGCCTCCGACGGTTGACTATCAAATTTGACACTTACAAAAAGCGTCATGATCAAAATATCAAACAACACCTTAGGGTGATGTCAAACATGATAGCTCAACTCAAGAGTGTTGGCCATGTTCTTTCAGATGAGCAACAAGTTCAGGCAGTGATTCGGTCTCTTCCCAATAATTGGGAACATTTGAAGGTTAACTTGACCCATAACGANAGCATCAAAACTTTTTNCGACGTTGCACGCCATGTTGANCTTGAAGATGAGCGCCTTGGCGCTGCTAAAGCTGCTTCTAACGCCTTTGCGGCAGAGTCAAGTGGTACAAAATCTTCAGGTTTCAAGCGCAAGAAAATNGGAAAAAGAAATGGGAAAGACAAAGAGACTGGAGAAGGACCCTCTAANAAAAAGAANAAACCAAATTCCAAGAAAGGAAAACGNGTTTTCAAGAAGAGAGACAAGAGCAAAATGAAGTGCTACAATTGCCAAATGNTGGGGCATTTCGCTCGTGAATGCACTGAGCCGAAAAAGGTAGCATTTCTAAATAACGCATCTCTAAGTGCTACATATGTTTCTAGCACTTCTTTACTAACTGAATCTTATCCTNTGTGGATTGTAGACTCAGGATCCACCGACCACGTGAGTCGAGATAGAGAGGCGTTTGTGGAGTTTCGTCGAGTTTCATCTAAATCAAGGTGGATCTACGTAGGAAATAATGTTAGGCTTGAAGTCAAAGGGATAGACACTTGCAAAGTGGACTTGCGTGGTGGTCGTTCCTTGATGTTGCATGACGTCCTATATGCTCCAGAGATTCGACGAAACTTAGTGTCTGTGTCTGTTCTTTTAGACGTCGGTTTTGATTCGTTTTTTAGTCGTAATGGTGTTAGAATAACTCTGGATAATGTTTTATATGGTTTTGGACTTTGTTATGACTGTTTCGTCGTATTAGATTGTAATCCTTCAACTTATGACTATTATGTTGNTCGTTGTGTAATGACATGTTATTCAAGTAATAATGATGTTGACGTTATTACATGGCATGCAAGATTAGGTCACATAGGGAAAGATCGAATGAATAGGTTGGAAAAAGAAGGANATTTAGGTTCCTTCACCAAAATTGATATGTCAACTTGTGAAAATTGTCTTGCTGGAAAGATTACACGTAAACCATTTGGGAAGGCTAAAAGAGTCGAGTTTCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTATAAGACAGTTAACTACTCCTTATACATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACATGCAATATTGTCTATCTCTTTCTGGGGAGATGCATTATTGATTGCGGCTTACGTATTGAACAAAGTAATTTCTAAATTAATGTCTTCCACTCCTTATGAACTTTGGACTGGTCATAAAACAAACCTGAATGNTCTACGACCGTGGGGTTGTGCGACATATATTAAAGATCGTTTCGGTGAGTTTG

>rnd-6_family-1960#LINE/RTE-BovB ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

TGATGTAGTTTACGGTCATGTACTTGATTTGCAGCNCGNACGGGGCGGGGGCGAGGGTGGTAAGAGGGTACCAAGGGAGATCCTAGGTTGAGAGTTGGGTCTTGAAACATAGGGNCGTTGACGAGGAAGTCCATAGAGTTAGTGAAGATTCTTATGAAGAGGAAGATCAATATAGCTTGTGTCCAGGAAACCAAATGGGTAGGAACCAAGGCCAGGGATGTGGAATGGATTTAAGTTGTGGTACTCAGGAGGATCGAGGAATAGGAATGGAGTAGGCATTTTAGTAGACGGGGAACTTAGGGAGCAAGCGGTAGAGGTTAGGAGGGTNAATGATAGGATGATGATNATTAAGCTAGTCGTTGGAGGGCTTACTTTGAACATNATTAGTGCNTACGCGCCGCAAGCGGGCTTGGACGAGGAGGNCAAAAAGCTNTTTTGGGAGGAGTTGGACGAGGTNGTGAGAGGTATACCGCACACCGAGAAGCTATTTNTAGGAGGAGATTTTAATGGCCACATCGAGACCACTTCAAGGGNTNCGATGATGTTCATGGAGGCTTTCGGTTTCGGGGATGAACGGAGGAGTTTCGCTTTTGGATTTTGCGAAAGCTTTTGAGTTGGTGATTGCTAACTCGAGCTTCCCGAAGGAGGATCACTTGGTTACCTTCCGTAGCACGGTGGNTAAGACTCANATAGATTACTTACTCCTTAGGAAGGGTGATAAAGGTCTTTGTAAGGACTGCAAGGTTATCCCGAGTGAGNATCTTACTACCCAACACAAGCTCNTTGCGATGGATTTGGAGATTAAGAGGGAGATGAGGANGAGGACCATNTATGACCGACCGAGGATTAAATGGGGTGGCTTGACCCCTACTCTTTCNCNGAAGATCGCGGAGAAGTTNATTGGTNTGGGGGCTGGGAGCGGTAGGTAGCGGGAAAACGGGTACGNCACCGCGCGGGTTAAATAAGACAACTAGTTGCATTGGGGAAGAAGCTACAAAGGTGCAAAGGGTATCGAGGGGTATGTACCTCTAGTCGAGATCGAGGAGACTGAGTGGTGGAATGGTGAAGTGNAAGGNAAAGTGGAAGCAAAGTAGGCGGCATATGCAAAGTTGGCGGAGTTCGCGGATGAGGAAGCGAAGCGGACGGTTAAGGAAGTCTATATGGTGGCGAAAAGAGGCGAAGTTAGCGGTTACGACGGCTAAAACGACAGCTTTTGAGCGCTTGTACGAGGAGCTAGGGAGCAAAGGCGGGGATANGAAGTTGTACAGGCTAGCCAAGGCGAGAGAGAGAGGGCTCGNGACCTGGACCAAGTGAAG

>rnd-6_family-1576#Unknown ( Recon Family Size = 24 Final Multiple Alignment Size = 20 )

ATAAACTACNTANCTACACATACTTAACTACCACATATACATATATTTATCTCTAGTTTAAAANAATTACATATACTACCACTTTTTAATANTTATACCATATATTTTAAAAGATTAAATCAGATACACAATCTCTTAAATAAGGAATTAAATAATTATCTTAAAATTAAACTCCTCAATTAGTAGGACATTAACAANTCAAATTAATTTCTNTTTNTCCTTCTNCGTTTCCTTCATAGTCACGTCCTCTTCCTCAATTTTTCTTTCCCTTTTTCTTTCTTTATCCTCTCAATAAATGTTTATACGTTCAAATCAATATTATACGTACAGGTTAGTGTTACACATATAGGTTTTATAAATTAGGTTTTATATTTTTTGATTTTGTTGTTTTCGATCACAACACTCTAATGGTTTAACATTCGCAAAATCTCCATTAGATGCACATCCGGTGCAACAATAATGTTGGATACACATCAGATGTACATGTATCTGGTTAAGAATTCATGTATCCGAGTTAAGATTATACGTATCTACGAAAAAGAATTCGGATGCTTTAGAATTTTGATTTTTTTAACTTTTTATTGGNAATTAATGATANGACAAATACTCCANAATCGTAATTATATATGTATTTAGTATGTATTCGAGATACATGCTTTTGAATATAACGTATGGAATTNATACTTGATACATGAGTTAATATTGGATACATATGAAAGATACATGAAATTAANATTAGATCATAATAGATACATGAAATTAATACTATATCATATAAATAGATACATGAAATTAATATTAGATACATATAACGAATACGCGAAATTAATACTAGATACTTCTATGATACATGAATGAATGTACTTACTACGACACGTACGTAAATTAAAGTGTTTGTTGGATACATCATATATTGATAATAGATACAATCAAATTAATGAATTTATTATTTTAAGAGTAATAAAATGAAATTAATCAAATTACATGACCAAGATATACATGTTTTTGTCTTTTATTAATAATATTAATGAATTTATTATTTCAAAGAATAATAAAATGAAATTAATTAAACATAGATACACTCCTTGATTTCCGCCTTATATTAAGAGATTTGGTTACAATCGATTAATTTAAACAAATAAAATACGTATCTCGATTTTAA

>rnd-6_family-11217#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

TTGACCTCCCGCTCCCAACATAAGTGTAGTTTAGCTGAAGACGTGCTGTTTCTTGTTCGTTGAATAGGTCAGCGCCTGCGCCCGACATCTGATTTTCCTTGGTCAAACATTCTTTCCTCCGTAGAGATTTGTCTTCCACTCCCNAACTTAATCCAATTGATTCTAAAAAGCACTAAACTATATTACCATCCAAATAGCAAGTGTTAAGTATTTTTCCCACAAAATTGTTAGCCTGCATTTTTTTTAAAAAGATAATGCAGATNAAAATAGGCACTATAATAGATTCAGTATACCTGAATAGTATCGCCACGTGGATGTTTCCGTGCTCTATCGTCGGGTACACTTACAATCTGAAGAAGAAATAAAGATAAACTCAACAAGTGAGATTATTGATCTCCGAATAATGCTTCGAAAGAGAACATATTTGAAGTCAAGGAACTACAGAATATGAATTTGTAAGCATATTTACAAGAGTTATAGGCAATTGGAATGAACAGATGAATATACTAGAAGTGAAATTGTGCATCCCTGAATCCCTCAAAGAGCTACTGCCACAAAGCTGCAAAGCCCCTGTGGCACTCCATACCATAGCCTAAGTGGTGCTCCAAAACATCCACCAGAGTACTACTGCTNNAAGTGATGTTTTACAAACAAACACAGCCACGCGCGTTTNAATTTTCTTCGGTTGGTTGGCTTCTATATCCATGTATTAAACCTACAATTGAAATCAGATATTTGAGTTATAAGCAACAAGTTCAAGACTCGAGTACTTCTGATCTAGATTATGAATGCAAAGATTCTGAAGAAGTTTGATAATGTAATTGTTGGAACGCGGCAGCAGCACCTCAAGCTCCAATTCTTGAGGGAGAAAGATGATTTTACTACTGTCAACATCGAAAAAAGGATCAAAGAAAAAGAGAGAAGGCAAATATTGGAAGAGGCTACCGTTTAACGGAACATATTGAGTTTATGCTCTTCCCTTCTTAATGTCAACAAAGAGTCCACGACATAGCACCTAAAAGCAAAACGAAGTAACTCCAAAAGTTCTCCATCGAATCGATCGATCAAAACCACATTTAATAATCGGGGTGTAATTCCNATTCGTTGGGCGAATATAATTAGGACTTCATCAACAAGTACGATGAGAATTCATTATAAATTTTTTGTAAGTTGGTCATCAACCTCCTAAGCACAGTTAGAGTTCCTCAAAAGCCGATTAAATCAGGAAAACGTGAAAGTAGAAACTACATCGCCAAAAGGCAAAAAGAGTAGAAAAACCTGAACAAGCTGATCCTACCAAATCAGCAGGAATCTGGAATTATGATGCAAATGCAANCCAACCAAACCTGCCTTGTCTCTCTCTCCGCAAAAAAATAAAATAAAATAAAAATTCCGAGGGTGATGTTCAGGTCAACTTGCACGTGTCACGACTATTATGCCTCCCAGTCCCGGTGCAATACCTTGATCTGAGTTGGAGAAGTTTCTGATAACTCAGGAGACCTGTGATTCAAGACATGGTTAACACCGTCAGCTACTTCAAATTCAACACTCTTAATCATCTTCAAGGCGATTTTGTTTGTTTCTGTACGTACATTTTTCAAACCTAATATCTTCATCACTATCGAAGGATGATCCATCAGGGGTCAGACTTCTGCGCATAGGGCATCGCATAAATGGTTTCCTTCTCTAATGCAGCAACCTCTCCCCGATCGCATAAATGAAGCTTGATCTGCAAGCTATAACTGTTTGGATCTATCTGAAGCANTGAATTTCTTATCCAGGAAATCGTCCTCTGTAGGTAAAACGTTAGATGAAAGGGGTCGCGCAGAGCTTCTGGATATCCAATTCACGGAGACTCTGCAATGAGCAAGANANCCATCGATTGACCGACTTGAACTTTCGATCTGACNNGGGGAATTTGGACTCGGGGATCGCGCTTTTCAGAAGCACTTCCCCACAGAATATTCTGCGAAGATCGAATCTCTCTCCTGACAGCGCACTNTCCAGTCGGTTTCTTTGGCTGCGGGGAAGGAAGTTCAGTTTCGCTTTNCAACTCTGGGCCTGCGCCTCTTTTTCCTGATCTCATAATTCACAGGTATATCTGAAAAGAGGAGAACGAAATGGGATAGCAATAGATGAGGAGGATACTTCAACAACTANATTCTTATCTAGGTTTTCCAAAAGTAACTAAAGAGAAAAGAAAGTGATAAAACTATACGATGGCATAACACTGAAATGCTTTGCACCATCTGATGCATAAGTAACTCTAAGCTCTCTTCCACTAACCCAACCTTCCACAATTTGTTCCTCCTCCTAGGGAGGCAGGCNGGGGGGGGGCTACAGCATACAGGGAAGGGAATGTGGAGTGATCAAAGCCACATGTACAAATAACATCAAATACAGTACATCAAAGTGATGTTGCATAAGAATGTCGGGTACAATTGCTCTCACCGAGAGTTACTTCCAGTCCAGAGATTCGCGACAGTATCCTCAATAAAGANAAGGATGGGGCCCCAATCTTACAAGTAACATTAAGAATCAACTAGTCGCCATAAGCCTATTCTCTTCAACATTCATATTCCTTATGGCAGGATTGAGGACCCGTNCTTCTCTAATACTTGTCTCTACCATATTAGGGCTCAATTTATTCTGNATAACAAAAAAATTTNCTTGTTAATTAAATGGCTCAGATTGACCTGCAAGTTTGAAACTCCTGAGACTACACTACCTTGATCCCACTCAAATATCAGGCTCATTCAAACTGGAAGAATTACGTAGTAAGCAGAAAAAACAAATTATAATAAGAAATACAACACAACAATCGAGAAACAAATATGTACATGTCCTTGTTAACAGCCTGTTTGGTTTTGCAACCAATAGAAGCAAGAAACGTGATTTTGCATGGTTCTCCCATAACAAATGGGAGATTATTTTGTTCTTCGTGAACAGCTGTGACGCAAAGGGCTTTCTTGTCAGGAGGTCCTTTTTAATACTTTAAAATCCTATACGATTAGTAATAAATAATGATGTTTAGCCAGTTTTAACCTATTTATTTAACCCACATTAAAGTTTCAAAAAATGAATAGGCGTTTTCAAATATTTTTNCACAGAAAACGATCCAAACCAATTCTCACAAAACAAGCACCAACACAAACTCATTTCTACAAAAACAAATTCAATGTCAGAAGTCTCCCAACACCAAAACAACTAAATAATAAATGCCAACAAAAAATCTCACCTTAAATCCCACAGAGGTCTTTGAAGGCTCCAAAGTCAAATCATATAAAGTATCTTGGGCAGTTTAGGTTCAACAAAAACAGTGGATATATCTGAGATCTACTTCGCTGCTCAATGTCAGAAGCACTGTCAAAACTCGTCGCTATGTT

>rnd-6_family-1933#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 20 )

AAATAAATATAGAAAAATAAATTAAACTATTTTTATACTCGAGATGTGTGTGTGTATATATATACACACACACTCTTGTTTTAGACTACTTGTGTAATGTTTAATGAACTTTCATTAAGAGACAATATTTTACTTATGAATTGTTCTTAAATTCATACATCAACATTAACATATTAGTCGGATTATAATATTTTATATTAATAATAAATAGATTAAGTAACTCATATTTTAGAAACAAAAAATTATATCTAAATAATA

>rnd-6_family-196#Unknown ( Recon Family Size = 27 Final Multiple Alignment Size = 20 )

ACTATAAATATANGCAATAGGCCCCATACCTCCCGATTATAGCTCGGGAGTAGAATGCATAGCACGTAATGTCATGGATTCGTAATGCACTTGTGTTACGTGAATCACGTTGCCAATCTTTNCCCGTCGGTACTCTTGCCCTCATAATCTCGTAATCACTTTCGTATNACACGTAAACGTCTCGTAGAACCTCATATGCTTGTAGATTAAACTGGAACACTTAAATCAAATTNTGAAAGGTAACTTAAACCTGANGATGTTCATAAAGAGCTTAAAGTTATTCACTTAGTTTCTATATAGGTTTCCTTAGTAGTTTGTAAAAGAAAGTATTTCAGAAAAACGAGTGTTCTAGTAGTTTAAACATACGATTTACATTTAAGAGTTTTGGAGATCGACGTGTTANTTTAAAGNTTTTCGAAAATATAAATTAGCGAGGAAGGAGGACTGATTACAAATTCATATNGNTCATCCTAATATTTTTAAGTCACAACGCCTAAAGAAGAATAAGAATTCGTACACGCGGACCTATAGTCAAGGGAATCAACAAAATGACATAAAGACGTCGAATACCCTATCTAACCGAACGAGTGGAATAGCAACATAATGGAGCCACGAAAACGCCATAGCTGCGATCTCAATGCCTTTCACAAAAGGTCTTTCTAGCAATAGAGTAGTAAAACAATATTCGACGATTTAGGATTCCAAAATTCGTGCTCAAAGGAAGTACGNCGCTTAGCCTTAACATACCTCGATTCTGGGTCTTGTTGTATCGATATGGATTGTACCCCTTCCTTACAATATGTAGTCTACATAAAATCATGTCACACAACCATTACAGGCAGAATATTAATACGTCAGGGTAAAAGTAGTAATTTAGAGCTCGCCAGACCATTTTTAAATGTATGCTTCATTACCTTTTCTTCTCCAGATTACAACCCCAAATTAATGACATAACATACATTTTTGCAGCAGCTATTAACAAGTGGAGGCCTACGCAATAGTCAACAACAAACAAATANAGTATGCTCGCACAACAATAAAAACTCGGCGTATCGCCACGCCCCTCTTTTCCAACCCCAAAATAACCATAACCAAATCCTAACCACGAGTCTTCAAACCATTAAATCCATAAAAAATTATATGTAATACAGTCCTATAATTGTTCAATATAACCATAATAACTCGAACTCACCGCTTCCAATCATCATCTTATGCGTTCGTCCAATAATTACGTTTGGAGTCATGTCTTTCTCTTCATAAGCAATAAGAGGTTAAAAGGAAAANACCTCGACTTAAACATGATGGATCNTACAGTACTTTTACATGTCTTNTCAATAACAAANAGTCTCCTTAAACACAAGACGTTGAACCAAGAAGAAACAATTTGAAAATTGCAATGCGATAATAGAACCAACGTTACACTAATTTATCTTGCAATTAAATATCCATCTATACTTCTTCTTCTCTTCCAGACTCATATNAACAACAACCACACACATACAAATCATTTCCAAAATTCCAGCAACAACAACATCAGAAAATACTTCATAAACAGCCCAACATCACATAACTATCCAAATACGATTTTCCAGCCGTCTATTCGTGTTCTTGCTTATATAGCATAGCTATAACTTGGACTCGCTCAATAAANTNAAGGGTGAGAATTATTACCTCCAAACAGCAGCAACACCACCTAAAAAANACGAGACTCCTTCACCATGAAGAATCCTTCAAATCACAACCAACGAGGAAAGAAGTAACACAATCTCTATGAACGTTCCGAGGGTGAAACCACGTTGAAATCTTGTAGATCTTTGCTTGGATGATAGGGGAACCTTTAGAGAGGATTTAGAACTGTTTTNTTCTTATTTGGTCGAAGAAAAATGAGA

>rnd-6_family-1398#LTR/Copia ( Recon Family Size = 28 Final Multiple Alignment Size = 20 )

TCTCTTTTTTACTTTGTGTGGTCTTGAGNTTTTTGATGAAGCGGTTCGCCTGTTCTATGCGAATCTCCGCATCTCACCTAACAGTGGTGAGTTAGAATCGTTGGTGCTCGGTAAACGCTTTATCATCAATGAGAAGTTATTCGAAGATGTGTTTGGTACTAAGTTCTCTGGGGTAATTCCGTACATGAACGGAACATGGACTGATGACTTTGAAGTTTCTCTAGATGGTGAAAAGCGAGTCGTGGTTGAACCCGACGCTCACATTTCTGACTTTGGGCCCTTATCTCTATGTTTTGAGAATCGTATTCTCGCGCATATCGTGGCCACAACTCTTATTCCCAGGAAGGGCTCCTTGAGTAATATCTCTACTCGTGATGTATTTGTTCTCTACTTCCTGCTTAAAAAATACCGCATCAACTGGGCAGAATGGTTCAAGGCGTATATGTGGTAAAGTGTTGAAGACTCGAATGTCTCGGCAAGTCTGCCCTATGGNTTGCTTATCTCGAGGATTATTGTGAACAGTCTTGTGGATCCTTCTATGTTTACCCCTTATCTTATAAATGCAACTTATGATTCTCGCACTTTTTCTAGTATGGGGTATGTGCAGGTTGGTGAAAAGTGGGTAAAAAAGGACTCAGTCAAAGCTCGGGCGGATTCTCCCGAACCCTAAAAAATCTCGGCGGATTTCGCCGCTCTTTTATTGCTGGACAATGAGGAGGTCAAAAATAGACATTTAGCTGTAGAACGAAACTTGGAGACCCTTCATGATGCTGTGGAAAGGTATTTCGTTTACAGAAAGACTCTAACACTGATATCGGTAAGTTGCGCATTNCCATGAAAATGATTAAGCAGGAAGGTATCTCAACGGTAAATCGCTTGATCCAACAAGTTGACTCTCTGAAGAGTGGAGTCAACTCCTCCAACAATGAGCTTGCCGTTACAGTTCAGACCTCATACTCCAATCTTCCGCGGAATGTGGAACGTTCGTACAACACCTTCTGTGAGTAAGTGANTAACTCCCTCAAGTACTTTTGGGTTGGTCATTAACTCTACTGGCTGAACCTTTACTTTTTGCACTAACTTTCAATAGGGGCATGTACCTCTCTATCTCTTGGACTACTGGTTTTTTGTCTCTCTGACTCTTAGACTACTCTGGTATCTGCTGTCTTTGTTTTAATCTAGTATGCTTTTCGCTATTCTTTTATATTATGACAAAGGGGGAGAAAAC

>rnd-6_family-590#DNA ( Recon Family Size = 34 Final Multiple Alignment Size = 20 )

TTTCCCTTTTTTCTTCATTTTTTAATAAATATTTTTCTCTTTCTTTTGTGTACAAACTAATGAAATAGCAAGTCATTCAATGCATACTAAAGGTCCGTTTAGATTGATTTAAAAGTTTATCAAATCTGTTTTTGAGTTAAGAGCGTTTTTAACTCTCGAAAGTGTTTAAATATTTTAAAAAACTAACTTGAAATAAGTCAAAAACGACTTGAAATAAATTANAAAGTGTTTGTCGTAAAANNCAAAAAATGACTTAAAAAAGTTAGAAACCAAAAGTAGGTCTCCCCTACTTTTTATTTTTTGACTTAAAAGTCATTTCAGTTTGACTTTTTATTTTTGACTTAAAAGCTACTTTTTNAAGTCAATCCAAACGGGCT

>rnd-6_family-2758#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

GTGAAACGACTCAGAAGTCAAAATGTTGTCGCCGAACGGGAGCGAACTGGACAAGCTGCAAGCCAACGCGCAAAAAGGTGGTTGGTGAATCGTTCGAGAACGTGGGTTGAAGATAGGCGCATTGGATTGCTGAGAGAAGCTGTATAAGACCTTGNTGAATCACTCGGNAATTCGCCCAACGTCCCCACCTTACCTTCTACTTAATGCTACATCTGTTGAAGGACTCCAACTCGAAGNAGCTACTTAACCANGATCACTCTCTAGCCCTATCTCTATCTTTCTCTAATATCACCTTTGGATTATTNTTATTTATATTTGAGGACAAATACTTTNATTTTGGTGGGGTGAGGCCCACCTTGTTGTGTTCTATCGATACTTGTGTTTTTGTGTATATATTTGGGTTGTTTGTTTTAAATTGTGTTTTATACTGCTTTTGCGGATGTTTGAGCTTATGGCTCCCTTTTGTTTTAATTGCAAAATGATTTTGACCCTTCCGAAAATTTNNATTTTTCAAAATTTTCGCCACCTCTT

>rnd-6_family-4098#LINE/L1 ( Recon Family Size = 21 Final Multiple Alignment Size = 20 )

CTAAATCGCTTTTTCATTTCTCAAATTTTTTCTCGTCTCTAAAANTTTTTNCTCTCTCTAAAAAANNTTTTCTCTCTCTANAAATTTCTCAAGAATTCTNGCGTTTATCGCTGCTAATCGGNGAATTTGATTAGCAAAACGTGTTTGGAATGGCTGGAAATCCGGCGGATGAGCGATTTCGACCTCCGGATCCANCGGTAGGAGCGGAGGAATCGAACGTTCANTCGAAAACTANCGAAATGACGGAAGGAGCATCGTCTTCCTCTTCGCGCTTGAGGGAAGAAGCGATCCAAGTCGCGACTGTAGAGGCGGAGATGGATGAGTTNCGTCGCCATAGTGAAANGGATCGAAATACGAGCGGAAAGGTAGGCGACATACAAAGGGCGGATAATTCGCAAGAATTGGTAAGAGGCGAGTCGCAAACGATAGGGGCGGAGAAATTACGGGTGATCGGGGCGGAGAAATCGCAGTCGATGGAGGCGGCGANATCGCGATCGATTGAATCGGCGAAATCGAGTTCGATGGAGGCGGCGCAATAATCGATCGGAAGGTAATCGACAAGAATCGGGTACTGGGGAANNATCTCACAGGGAATTCACGAATCCGAATACTCAACAAGGGAACGATAACGGGGGAGTTCGNAATATCGAATCTCGACGAGAAGGTGNAACGGTGGAATCGCACGAAGGTGTTCAAGAACAAGGAAATCGCGATGGTGATCCACAAGAGGATANTCAATCTATNCAATCTCAACAACGCGTTGATAATTCTCACAAGGANNCAGAAACATATCAACAACAACGACAAATTGACTCTACAAATACAAGAANTCCAGGTTCGAGAGCAGCAATTCATCCTTCNCAAAATAGTCAAAATCGAGCTGNGAATTCATCTGAATTACTCAAAACGCGAGGAACTAATCAAGGTAACATTACTAATTCAATNCCCCCTATTACTTCGAATTATGATGTTCATAGGCAAGAATCTGGGAGGGTGAAACTGGGAATNCTGTTAGAAATCANAACTATCAANAAAATTTTCCNAAGATNTCTNCCAACTTCGATNGACCTGCAAATAGAAATATGATTGATAAGAGTGACCCTCCTTTAGGNAATACTGATAACTTNCCTAAGAAAGATCAAATTCAAGAACCAGCCCCCTATACAGTNATTCAAACNTATGCTGATNGACTGAGGTNTAATCAGTCNAAGAAGGGTGTNAGTATTAAGCTGACTGANCCTGAGATCACCACTAAACAAGGNCTTCCTGCAGTNCTATATGTNAAGGATGAAGTAGTTAAAGATTTGGCTTCAACNTGCAAATNCACNCTTATTGGGAAGTTTATNTACACAATGCCTAGAGTNGAACTNATTAGGAAGAATTTTATCCTNCAAACTCAATTATCTGGGGGGGTTAAGATNGCNCACTTCAATTCTAGACATGTNTATATNGACCTTGATAATGAGTTGGATTACAATATGGTGTGGACTAAGCAAAGAATGACTATAGCTGGACAAGTCATGAGGATCCAGGCTTGGACCCCCANNTTCAAGCCTGACGAAGAAACTCCTCTNGTGCCAATTTGGATATCNTTGCCTGAATTGCCNTGGCATTGTTATAACAAAGAGTTTATTACTAGCTTACTNTCACCTATAGGTAGAGTNTTGTATCTAGATTCTGCNTCNATTAATAAAACTAGAGGNAGTCAAGCTAGAGTTAAAGTTCAAGTAGACTTAACTAAAGANAGACCTCCTCATATTTGGATGGGATATATNGGNGAAGATATNACTGATGGGAGATGGCAAAAGATTGAATATGATAGCATCCCTGATTACTGTTTCTATTGCAAACATCAAGGGCATAAGGAANTTGATTGTATAATTAAACGAAGGGACGAAGANAATAAAAAAAGGAAGGAGATGGAGAAAAACAAAACTAGGAAAGACAATGTTCAAAATAATAATGCAGAAAAACTATTTAGAGCCGGGGAATGGAAGCAGGTAGAATAGAGNCGGTTTACAATCAACCAGGACAACATCAAGAGAACAACAACAAAGACGGTTATCAAGAGGAATGGCAAACGCAAAGGAGAAGGAATGCTAATCAACAAGTTAGATTTAACAAAGATAGATCGTAAAAATTNATAAACANCAGCAAATTCAGCCAGGTATGGTTTCTATTCCAACAAAAAATACGTACATTGATTTGGATGTGCAGGAAATCTACATCGGATGAAGAAGGTGGAGAGAACATATCAGCANAAGCGCAAGATAAGAGGCNAAAACATAAATACNNTAACGAAGGAATCANAAAGACAGGTACAAGGCAGCACCGAGGAACATAGAGAGCATNGAAGTAACCAGCAAAGAAATGGAATTACAGCTAACTAGGACCGTACAGANTGGNTATCAGCACGCGNATATAAGTAACTCAGGTATTGACTCAATGCTCCCATCCCCTACACCCATACGTACTGTTGATAATGCTGTTGGTGTAGCCGTTGGAGGTGAGGTTGGAAGTGGTCAGGAGATTAATGGNATTAGTCAGATTAGAATTGATAAAGGAAAAGGCAAAGTGGATGAACAGGGTATATTGATTAATATTGATAANGAACCNCCTGATAAACCTAAANTTCCTCGTCAGCAATTAGTCAANAAAAAAANAGTAATCCAACNTTTCAAATACTGGCAANGATCCTATGAATCATCAAAGAAATGGTAATANTGATGAATATGGGGAACCCGACTCTGAGGATGAGTATGATGNAGATACTCAATCCTTAGGGGAGGGGANAGNACCTAGGGAGGAAATNAGTNCNAAACAACTTCAAANAGGTCCTTTGTTTCACANTNCTAATGCTGANGAGGTTAGAGANGTNACTGGAAAGCAAGGCCTGTCTCCNAGGGGTAGGAAATTNTCGAAACANAATAAAAATGCTAGTATTAGTAGACCTAATACTAGAGCTAGAAGTAGAGGTNTNTGATGATTAANATTATNTGTTGGAATGCTAGGAGCATTAACACNTTTGGTGCTCTTGAAAGGCTGATCAACTTTAAGAAAATTCATAATTTGTCTATGATTGCTATTCTNGAACCTTTTGCTAATCGTTCTCAGTTAGANTCTTATAGANTGCAGTTGCTGATGGATTATNGTCATAGCAATTCTAATAACAAAATNTGGCTNTTTTGGTCTAATGANGTGAATTGTAAAGTGNTGGANATTGATCAACAACNNATCACTTGTGAAGTTAATCATGAGGANTGTAGTGANAAGTTTNTTATTACTTATGTTTATGCNAAGTGTAAGGACCATTTGAGGAGACCTCTNTGGGATAGNATGTTGCAATGGTCCGACACGGNTCTTCCTTGGTGTATTATTGGTGATTTCAATGTGATNTCNTCTACTNATGAAAAANTGGGNGGTAGAGANTATAATATNAACAAAAGTTTTGANTTTATTAGTA

>rnd-6_family-2953#Unknown ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

ATTTTATCGATCAACGAAAGTTTATCAATATCAAATTTAATATATAAATCTCCTTGAATTGATCATCGGTATTTCTTTAATTGATAATGTATTTCATATATAATTACTCAACGTATTTCGTACTCAGATGAAGTATCCTTTACATGTCATNATAATTAGGAAGTGATCACTACACTTGACATACGTTCAAGATCGAAAGTATATAATAATACTATCTCGCATTTCATACTCGAATAGATTATATGTTAGCTCTTCACCTCTACATCATAACACGAGATATTAAGTTCACGATTAGACGACGGACTGATAGATTTGTACATTACTCTAGAAATATAAGTATAATTATATCCTAATTCATATCAACGTAGTTTCATACTCTAAATATGGATTATATATNTTTTTTTAATTTTTTCACGAAGTCTAACTTTTTATTTATAAAGGATACAAAATTGTTACACTTTTCGAACAATTAATTGTAAGTTTCAAATGAAATTTTAGTATTATGCTAAATANCAAAAATTATGATTAATAGAAATATTTTAAACAAACCGACCTCCGGATGTCGCTTTTATTAAAATGAATTAGATATAATAAAAAAAATACCGACCTCATGAGGTCGGTATCACATTAAATTTTAAGATAAATAAAAGTAATCATATTAAATAAATAATATTGACATCGGGAGGTCGGTATTTTATATTAATTTATTTTTTAACTTATATAAAACCGTCATCCGAAGTACGATTTATTTAAAGTTNATTGCAAATATTAATATTTTAATTAAAACTCATTAAATTGCATGNATACATTTAATTTTACCGATTTTCGGAAGTCGGTATTATAATATTTTTTATTTTTTAATTTACGCAAAACCGTCCTCATGAGGTCGGTATTTAACTGAAATAACGTCACCGACCTCGTGAGGTCGATATTTAGACGAA

>rnd-6_family-1356#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

AGGGGTGGCAAACGGTTGGATTGGATCGGATTTGNATGGGTTGAATATGGTTTGAGAAAAAATGGTTTGGATTACAATCCATCCAAATATAATATGGGAAATATGGATTTGGTCAAATATGGTTTGGCAAAATTGGTTCTAACCCATTTAAATAAATTTATTTTTCAAAAACATAAATATACCCCTCCCGACATACCCCCCCGCGCCCCCCGCCCCCCCCAACCTTCCACCAACCTACCCCTAAANTTTTTGTTTTCCAAAAAAAAAAGAAAATGTTTTTTNAAAAAAAAATTTACCCCCTCCATCTGGGCACCTCCCACCCNCCCCCGCCCCACCGACCCCACCCCTACCGCCTCCCCTGCCCCCGTGCCCCCCCCCCCCACCTTCCACCAACCTACCCCTAAATTTTTTTTTGTTTTCCAAAAACAAAAAAAATNTGTTTTTCAAAAAAAAAAAATTTACCCCTCCCCCGGGGCACCCCCCTTCCACCAACCTACCCCTAAATTTTTTTTTTTTCAAAAACAAAAAAATTGTTTTTNCAAAAAAAAAAATTACCCCCTCCGCCGGGCCCCCCCGCCCCCCTTCCAAAAACCTACTCCTAATTAAGTTTNAAAATTATTTGAATTTCGAAAAATTAATATTAATTTTTAATTTTTTTTAGCACAATTAAGAATTTTGAGTGAAAGTGAAAATAAGTGATCTAATATGGATCAAATGGATACCCATATTTAACCCATTTTGACCATATTTGTAGAGACTCTTAAAATAGTTTGAAGCTCATATTTAACCAATTAAAATATGAGTGATCCAAGTCATTAAATATGGNCAAAATGGACTCATTTTATTAATATGGGCTGAAATTGCC

>rnd-6_family-1268#DNA/MULE-MuDR ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

ATTCTTCATAATTACTAATTGTTTTTTAAATTATTTTCTTCAGGTACAATGTCATTATTTGTAGGGATTGATTGTCGTGGTGAATGGGTCGAGAAGAAAAATCGATTCGTATGGCGTTGGGAGGATAGTAAAAAACGAGGAGCCGGTTCAGTAGGGATGTATGTCGAAAGAAACATTTTGTATGATGAGTTCTTCAATTTAGTCGTGCAAAAGTCTGGATACAATTGTAAACCGCAAGATCTTGTCATGAGTTACATTCCCCATTTTTTTCATAATGAGAAGGTTTTACCTTTTAGAATAACCGATCAATCTAGTTTGAGTGTTTATTTGGGAGGAACAGAGAAACCGCCAATATTAAGAGTCTACGTGGAAGAAANTCCTATCGAGGAGGATCATAATGTAGACCAAGGCCAACAAGATATGTTTAATGATGAATTTCATCCTGCGGACATGAATAATCCTGATGATGAAATTGGAATAGGTGAAGGTGAAGGTGAAGGTGAAGCTCAAGCTGAAGGGTCGGACCTTGAGAGCAAGTTTCCTCCCACACCTATAGTTGGCAGCAACAATCCATGTGCTTCTCAAACTTCACGTGTGAATAATGTTAGAGATGATGAAACAGGATTTTATAAGGGAATGACATTCAAGAACAAGCAAGAACTGGCAAATTCATTGAAAATTGCTTGCTTGAAAAAAGATTTTAGACTGAAAAAGGTGATCAATTCTCGTAATGTGTTTTCCTTTAAATGTTCATATCCGGATTGCAATTGGTGGCTGAGGGCTGTGAAATTTACAAGTAGTGACAGGTTTGCCATTAGAATCTATGAAAAGTACCATACGTGTGGTTCAGAGCATCTTACAAGCCATAATCCCCACGCCACGGCAAAAGTCATAGGTAAGTACTTTGAAAATAGGTT

>rnd-6_family-1361#DNA/hAT-Ac ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CTAATTAGGGGTGTACAAACCGAACCGTNAAGTCGAATCGAATCGATAAATCGAATCAAATCGGGAAAAAATCCGACTNGTGGTTTGGTTTGATTGGTTTGGCGNTGGAAAAAAAAACCGACCACACTTGGNTTGGTTTGGTATTAGAAAAAAATCAACCCGAAATCAAACCAANCCGACACGTATATATATAATTTTAAAATTTTATTTTATACGTAAAAATATTTACTTTGATATAGTTTTTAAATATCTCTTATGCATTTTCGTAGTTTTTATCTTTTAATATATTTATGGGAAAATTAGCAATTAAGTCATAATATCTATTATATTTAGTCAAAATAACAATTTATTTACAATGTCAGAATGACAATATTTTAGATAATATGTATTCAGATTTGAGTTTAAATTGTATCCACCATCAATGTACACTTTTTTACATCGACACATACTTTTAAGGAAAGTTTCTTNNNNNTTATTAATATTTTAATTTTATAAAATATAAATATCAAATATAATAATATAAGGTAATTATGATTTTTCTATTATTATATCTATTAATTAATTATTCTCTTTCCTTACTAAAAGAAATTACCATATCTTTTGCCATTTACAATAGCAGTGAAACAAATTGAAAGCATCCACCACTTAGATATTTTAAAGAGAAACTATTACGAATCATCAATCTTTTTTTTTGTTTTGTTTCTTAATAGAGTTTGGTGGATTCTTGCTCTTTTTTTTTAATTTCACCCCTCCCGATTAACGTAATACCCAATAACCTTTCTTCTTCACCTTTCACGATTTTACCCCCACCTTTCACGTTTNAGCCCCCTTTTCACGTTTTCAGATTCTCTCTCTTGAAGGTGCTCGCAAATTGTTCGTCAAAATTTATATTTTAATTCAAGAAATTTTCTCTATCGTTAAACGAGATCTCTTTATTAATTNNAGTTGATTTCTCGATTGGCAAGNTAATTTCCATTATTTATTTAGATTTGATGTTTTAGATCACCGATTACGGTATGTGTTACGGATTTCANATATCACGTTTATGGTTTATATTTCACATTGTACGTATTACAGATTTTTCGTTAATATTTTTTATTTTTATTCAAGTTTNTTTACATATTCATCTGATATTTATATATCTCAGACTTTAAGTCGATTNAATAATTTTTTTTCTGATTTCGTTTTAATATTTTAGATTTATTAGAATCTACAAATTCATTNATATGTTTATTTTGTTTGATTTTTAATATATTTGTATTTTCTTTTAGGGTTTTAGATTCGGGGAAAACATTTGTATGTCGACAATGCCTGAATGAACAATTTAATTGTGTATTCATTCTATCTACATATCAAAAAGTTTTACATTTTTTTGTTTTTANATTGTATTTCAATCTCAATTAGTATACCGACATGTTTGTATTTCCTTCTTAATTTGTATTCGTCCTAACTGTATGCTAACAATTTTATATTTCATTCGATATTCATTCTGTATTTCAATCTCAATTTATATGTGAACAATTTTGTATTTCTCTTCCGTTTTGTATTCCACCTAATCGTATACCGACGAGTTTCGTATTTTATGTGCCTACTTTACCTTTCAAAGTCACTTTGTATTTCGAATGNNANNAGAGTATTTCTTTTGTATTCACAATTTTATATTCGATCTCGNNNNNNNNNCGTAATTTTGTATTCACAACTTTATATTTATATCCCATTTTGTATTTATAGCTTCGTATATTCATCTCGTTTCGGTATTCGTATATATAGTCGTATTCGAAGTATAGNTTCATGATCGNNNATTAGTTCGTATTTTACCGATTCGAAGTCGCTTCGTATTTCAAATGAAAGAGGTATTTTCGTTCGTATTTACAACTTTATATTCAATTTCACTTTGTATTCACAGCTTTGTATATATTTNATCTCGCTTTTGTATTCACATANCNTTGTATTTTCAATCTCACT

>rnd-6_family-1145#DNA ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

AAGTTGGTCAAACTTACTTTTAAGTCAGTTTTTGACTTTTGGAAGTGTTTGACAAATATAAAAAATAACTTAAAATAAGTTAAAAANNATTTAAAACAAGTTAAAAATGACTTAAAATAAGTTAAAAACCAAAAATAGGTCTCCCCCTACTTTTTATTTTTTGACTTAAAAGTCATTTCAGTTTGACTTTTTATTTTTGACTTAAAAGCTACTTTTTTTAAGCCAATCCAAACG

>rnd-6_family-58#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

CGCTGTAGCAGACGAGACGGAAATTAAAATNATAGGATTTTTGGGATTTTTCAAGAGGGAGCTCACTGGTTCAAAAAGTGCCGCTGCAGCGGGATTNGTGCCGCTGCAGCGACGCCGCTACAGCGGGATGGGTGCCGCTGTAGCGGGATGACGGGTTTTCCAAT

>rnd-6_family-1331#DNA/MULE-MuDR ( Recon Family Size = 22 Final Multiple Alignment Size = 19 )

GAAAATACATAAAATCCCCCCCGAACTTGTCNGCAAAATTTACTTTAGCACTGTAACTTTACGGATGTTTATTTACCCCCCTAATCTCTTTTCAAGTGAATTAAAATACACCCAAACCGCTGACGTGACAAGTCAAAAAAATNAAGCGCGTAAAGATAAAAAATTAAGAAAAAAAAGAATAAGTGGACCCCAATTACTTTNATTTTATCCAATAATCTTTTTTTTTCATCTTCCTCATACCACACAACCCCCCACCCCANCCCCANCCTCCCGTCCCTTCATCTTCCTCACACCCAATCCACCCCTCCCGCCCTCGACCACCACTTGCACTACCCCTTTCTTCTTCTTTGACACCCCCNCCCCCCCCCAACGAACCCCCACTCTTACCCTCTTTATTTCTCTTCGAATCTCGGTGCTTCACATTTTTCTTCTTCTTCTTTCTTTGTTGAACTTTTCGTTTTTTTTCTCNTTCTTCAAGACGCCCCATCCCACCCTCATTTCCTTTATTTTCTATCAATAAACCCAAAAAATGTGATGATCAAGGAAAAATAGGAAAGCCATCGATTTGTTCTTGCTTCAAATTAAAATTAGTCTTTACGGCAAGGTTTGAATGTGATGAACTTGAAGCTCTTTTCAATGAAACTCTACAAATTTTTCATTTCAAATTAAATTTTTAGTTGTTATTATTTATTTGTTTTAATTATGTGTCTTAAAAATTGAGTGTTTTTGTGAGAATGGTTTTGAGATTTTGAATCTCTTTCAACTGATTTTTTGAGATTATTTTTCTTATAATGATTGATTAATTCTTATTTTTTGAGATTTTTTTTACTTTCTAAGATTGTGAATAAATAAAAAGAAATAAAAAAAAATTAAAAATTAAAATTTAAATATGTTGAATGGACGCTGATGTGGCAATGACGTGACGCTGATGTGGCAATGACGTGTCAATGACATGGCGCGTGCGNAATGCACTTGCCATTGTGAGACTGGTATTATTATATTAGGGTGTATTTAATTCACTTTAAAAGAGATTAGGGGGGTAAATAATTACCCGTAAAGTTAAAGTGCTAAAGTAAATTTTCCGGNCAAGTTCAAGGGGGATTTTATGTATTTTCTCTATAGCTATAAANCATGATACATTATAAAACATCTATTTGCCACAATTTTATTTTTTGCATAT

>rnd-6_family-4471#LTR/Copia ( Recon Family Size = 24 Final Multiple Alignment Size = 19 )

GCTCCATTACTGAATATATTCATACTATTCGGTCCTTTTCGGATGAGTTAGCCACTGCTGGTGCTCCTNTTTCCAATCCTGAACTCGTTGTAAAAATACTTAGTGGTCTAGGTCCTAAATTTCGTGAAATNTCTGCTGCCATTCGTGCACGCGATACGCCTATCTCCTATGAGGAACTGTTTGAAAAGCTGCTNGACTTTGAACTCTTCCTCCGCCACGAGGATGCTAAGAAACTATCTAGTNCCATCACTGCCGCGGTCGCTACTCCCACCAAATTCAACTCCAATAATCGCAACAATCGTAGGCAAAACAACAANTCTCAACAATGGCGCCAGAACTCGCGTCCAANCGCTCCACCACAANGGCAATCCAACTCNAATCCAAACGGTGTTATTCGCTGTCAACTATGTAACAGAATTGGCCACACCGCCAATGTTTGCCGCTCGAAGTCTCACAATCACTTTGAAGCNAAAGCCAACTATGCCGCTGGGCTTACGACGGANACCAACCCCTGGATAGTCGACTCAGGNGCCACCCATCACATCACAACGGAGCCGCACAACCTACAACCGTACCGCGGTAACGAGGATGTCTCCATGGGTGATGGTAACAAAATTCCTATCTCTCACACTGGTTCTACTAAATTAAATGCATCAAATAATGTTTTTAAGCTAACNCACACTTTGTGTGCCCCTTCCATCAAACGCAAGCTTCTCTCTGTTTCTAAATTCTGTCAAGACAATCTTAAGTCTATTGAATTTTTTCCTTTTGACTTTGTTGTGAAGGATCTGAAAACGCGGAAGCCACTGGTGCACGGTCGGACNAACAATGGACTATATGAGTGGCCTGTCTCACATCCCCAAGCTCACGTTATCTCCACATCCAGCCCTCTCACTACTTGGCACCAACGTCTTGGTCATCCTCACTCTAGAGTTCTTAGGTTTATTTTGAATAAATTCTCGCTACCGTTTCATGAGAGAGACAAAAATCTCTTTCGTTGCAACTCTTGCTTATCTAATAAAGCTCACCGACATCNTTTTACCCAATTATCGTCGTGTCCAACTCAATACCGCTTCAAATTATTTTTAGTGATTAATGGAGCCCATCAACGATTTTAATCTCTTGACAAGAAGTTTTATTATTGTTTCTTTATTTACCAATATACGAAATACACTAGGCTCTACACATTAACGAAAAATTTGAAGTCAAAGACATCTTTCAAAAATTTCATCCTTTGATCGAAATACATTTTGACACAAACAATTTATCCTTTTTTACTGATATCAAAGGAGAGTTTAAAAGTCTTGACTCCTATCTTTCACTTCGCGACATTCAACACCTCTCCACCCCACCCAATACGCCTCAACGAGTTGCACTTGCAGAACGACGACATCGCCATATTGTCGAAACTNCAAGAACACTCTTACACGANGCGTCCCTCCCACCCCAATTTTGGTCTTTCGCATGTCATCACACTGTCTACCTCATCAATCGTCTTCCAACCTCTCACCTAGATAATCAATCCCCGTTCCAACGATTACTTNGAAAATCACCTGATTATAACTCCCTACGAATTTTTGGTTGTTTATGCTATCCATGGCTTAAANCATACTCCAAAAATAAACTTGAATAAAAATCTANCCCGTGTGTCTATCTCGGATTCTCACTATCCCATCACTGTCACCAGTGTTTTGACCCAATTTCTGCAAAGGTNTACTTATCCCGAGATGCGCGATTTGTTGAGGATGTTTTTCCATTTAAGACTTTGTTCTCCAATATTGCCGTTAAATCAACTCACCTGGAATGGGAAACACCAACAATGCCAAGTTCTTCGGACCCCACACCCAAACNTTTCCCATNGTTACAGATCCGCCANCTCCATTAGAAATAGCAGCACACACTATTACAGATTTTCCATCACCGTCTGCTTCCTCTCCANCCNAGTCCGGAGACAACTCAAACTCGCAGTCCTTATCCGACGATGCATCAGCGGCAGACGCAACAGATTCACCTCTTGCAACTTCGCCNTCTCNAGGTAAATTTTTATCTCCCTCATCTTCAATAATTCCCGCTTCCCAGAACACCTCTTCTATATCTACTGCCCAACGTTTAGCACTACCACGCCTCCCTACANACTCTCGAACGCNCATACCTATNAACACACAAAGAAGCTCGTCTCCTCTCCTTGTCTATCANCGTAGAAACACCAACCCNCCAACGCATATGGCTCCTCGACCAGCNTGTCCTACCTTCGAGTTAGAANTCGCTCCTTCACCGCCTCAATGTCCNTCTCCTCCTACCCGTGTTGTCACTCGATCCCAAAATAATATCACAAAACCCAAACAGATTTTTTATTACCTAGCCAAATTGAACCCCACCGTCACACCCACTACTGTCAAACAAGCACAAAAACATCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCTCACGGGTTANCTTTCATCCATANNNTTTGTTAAGACAAAATCTGATGCCTCACTTCTTNTCGGACGTGGCGAANGTGACACGTTGTNCGTCCTNTTCTATGTCGACGATATCATTATNACTGGGAGCAACACTTTGAGTGTCGATCAGGTCATCGCTTCCCTTGCTTCTNAGTTCTCTATCGAAGATTTAGGTAATCTTCACTACTTTCTTTGTGTTGAAGTGATACGNAGCTCCGANAGTTTAATTCTCACCCGANCAAANTATGTGAACGANATTTTAAATGATGAGCTAATGACCGANTGCAAGAGTGTCAACACGCCNATAACTGCGTCTGAGTTACTCACCTTGTCTGATGGAACTCGCATTACTGATGCTACGCGTTATCGC

>rnd-6_family-1616#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

ACAAAACTTCATATGCAAAATTTTGGCCAATGTTGGGCATTCTTCTTCTCGACCTTTGATGACGAATATCTTCAAACGACTCAGTTCAGAAATGTCTTGTACTCACTCTTGAGCATCCAATATGTCATCCATTCAGGTGGTTTCCTCAATATTGATCAAGTTGTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCCAAAGGATTGGCTGGTCTTCCTTCTATAGGATAGAGCATACCCATTGCTTTCAACCTTTCATAAAGTTGAGTTTGAGATTCCCTTAATGGTGTAAATACTTTAGGAGCCTTCCTGAATTTTGGGCGAGGAAATTTTTCCTGATTGACATTATGGTTTTGATATTTCCTTTGAGAAGCTGACCTCATACGGGTAGCCGTGATCATACTTACCTCCTCCGCTTTTCCTTTTGATTTATCCATATCACTAATTCTGGTAGATTTTCCATT

>rnd-6_family-1036#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CAAGCTTATGCAAACCCTTCTTAACATCACCTCCTTCCATCTCTAAAGGAGGAACCATTTCCCACTAANTNTTCACTCACACTCCACTAGGTGAGGATTTCAAGAGATCACAAATGAGTATCTAACTTACTCCACTC

>rnd-6_family-910#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

AATTCTATTCTTAAATTAGTATTAATAATATTCATAACTCTCAAACCTTTCATATTCATAACCTCTTAAACCTTTCATATTCATAACTTCTAATTATTTAATGTGAAAGGTTACATTAACACTATAAAATCACACTAAAATTGTGTGTTATTTTGTAGTCATCTTTGGGTAGAGAATTAGTGGAAGAAATGTTACAATATTTGTAAGCTTTGAGGTGCATTATTTTTTCAAATATTATTTCATATATTACTTTTAATTAGCAAGTAAGGCTAATATGTCATCATATTTTTATTTCTTCTAGATAAATTATTTTGTTTTGTTATCTTTGAGATTTATTTTATGACTAATAATGTATTTGTTATTATTTTTCTTGACTCTTGTATATAGGATGAAATGATAACATCAAGCGATGAAGATTAATGGATTTTGAGTTATATATATTGATTATTTGTCCAAAATGATTATGTAGNAGAATTTATGATTAAATGTAATTTTTCCTTATTCTTTATGAGATGTAATATTTTATTTTGTTAACTTTGAGATTCATTTTAGGACTAATAATTTATTTGTTATTATTTTTCTTGACTCTTGTATATAGGATGAAATGAAAACATTNAGAGATGGAGATTAATGGATTTTGAGCTATATAGTGATTATTCTTTATTTTTTTAGGTCCTTAAGAAGTAATGTTTCTATTATATTATTTCCTTTTGAATTATTTATGTTTTGTCAAAAATGATTATATGTGTTTAAATGTAATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCCTTAGACCTCTATATGATTCTTAGATAATTTAACTATATTATAATGATAACACTCTTCAAAAATAATTATTTGTTTAGGTAAATTCATCTCTCACTTTTTTATTGATAATATTAGTTTATTGTGTTTGTGGCTTATAATATTTTAAAACATAGAAGTAGAAATCGATATGCTACTTAAAGAAATATGTGAACATATACTTTCATAATCCGGTGAAACAATTTTTATTAACAAAAATGATAGAACATAAGAATGTAAAGTTAATTTATTATTTTTAAAATACACATGGTTTTATCAAAAATAAATTATTTATTAATATGTAAAATTACAATTCTTAAATTTTTCATTTTTGTTGTTTTTCTTAGAATATTTCAAGTTGTTTATTAATAAGTCTTTATATTTTCATATTTGTTATTTTTCGGGAGTTCTAAAGTTATTTCAAAATTACGATTAATTTATAATTTTAAAAATTTAGTTGGTTTCCTACCTTTCTATTTACTTATAATAAAATATTTGTCTCAATAACTCTAATTTGTTTGTCTTTTCATTTTCTATAATTAATGTTCTTTATTAGTGTAATAATGTACAAATATTACTCTTATTATGTTACAAAAGTTCAAAGTCATATTATTAATCCTCTTAATTACTGTGACTTTTTATTCTTAGGAATTTATTATGTTAAATGTAATATTTATTTAAAATGTGAAATATACTTTTTAATATTTTGTGTTTAAGCCAAACAAAATTAAAAGAAATAGGAATTTTGTATGTGTCATTTTNTTGAATCTTTTTTTCGTAGTTAATTCTCTCTTTTGTTCTCTTTTATGTTATTTTTAAATTTTACATTTTTTCCCAATATAAGTTGTCCCAAAAATAATTGGATATCTAAACCTAAGTATAATGATGATGATGATGATAATAATGNAATTATAATAATAATAAGTATGAAATTTAACTAATTAAGATTTTTAAACTTTTCTTTATTTAAAATTTAATTATTAAAAAGTTATTAATACAAATATTAAATTAATCTAATATTGTACAATAAAAATAATTAAAACATGTGATGATTGGGTCATGACGAGGACAAGTAATAGTAATTGTGGATAATGATTTATAATAGTGTTGGCTAACTATATAGTCATGAATACTAACTATTAATAGCAATCCGAGTTATACATTGCCGAAAAATTATACTAAGAATATAATTTANAAAATTACAAATAAGCATAAAAGAACGATTAGATTTAAAGTTTACATAAATATATATAAATTATACTAAGAAAATCTCAAATAAAAAAGAAAAAAATGATCACAAGTTTACATTTAAGTAGTTCTAATATTACCCAATTCTTATTACCTTCCCTTTTTCTCTATAAAATTTATTTTTAATATTTAACTTTTCGAAGTTCACATATATTGATTTCTTAATAAATTTCATATTTAATCTAAATATTTTTCATAGTTTCTCTTCTATAAAATTATGTGATTAACAAAAAATTCTTTTTATTAAAGTAATTATTGATATTAATATGTAATTTTATTTTAATCCTTTTCATAACCGCGCGAAGCGCGGCTAAGTACACTAGTGAA

>rnd-6_family-2988#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CAAACTTGTTTTTAGTTTTATGTCTTTTTTACAAGAGATCTTCATTTTTACACATAAGAGATCTGAAAAGGTCATTTTCTTCTATTCAATTTGTAAGTGGTCATAAGAGATCATTCCACGAGAACAANATTGTA

>rnd-6_family-1154#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CCCCTTTAAACTCATTTTACCCCTTTTAACCCCTTTTACCCGTTTTAAAAATTCTTTTAACTAATTCTTTTTTAATTGAGTCGCCGCGACGTTGCTCCNATTCAAAGGATGTCAACAGAATGACGACTCCGCTGGGGACATTAGAGGTTCTAACCATTATGGGTTCATTTTTTCAAATTGAGGATACTNTTCTTTTATTGTGTTATTCATTATATCTTGTATATTTTGTTGATTATTTGTATGTCGTACTCGTTATTTATTCATTATTTATTGTATATTGTCATTGTATTTCATGACATAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCACTCGAGGCATATTTGCATAACACATGCACTCATTGTTTGTATGTTATGTGATATATCTGTTATACGTGATGTATGATAGTCCATTATTTCAAAGTCACTCTTGCTAACCTAGTTTTTAGAATATTCATAATTTAAGTCCAGTTTTTATTCGAGTTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTACAAGATTAAATTTTGGAGGTTGTTGAAGCTAAAACAGGGGCAAAAAATTTTAGGAATGCCCTCAAATTTTTCACCAAGATTGTACGCAGACTCCAGAATTTATGAGGCTTCACTCCGGAGTTGGTTTGTACATTTTGCGTTAATTTTTTGTACATGATGTCACATTCATTGTATATCTTTGATTTTTACTTATCTTATATTCCATTAAAAATATTTTTTTAAAGTTGGGTTGTCCGCCCTTCAATGCGACTCATTCATTTTTTATTTTCGTTACTTTTTCTTTAATTATTAAAAAACTTTTTTTTGTTAAATTTAGGTGGTCCGCCCTTCAATGTGACTCACTGGTTTATTCGTTCTTGTNANTTTTCTTTAAATTANNTTAAATATAAATATATTTCGTNTNAATTCGGGTTGCCCGCCTTTCAATGTGGCTCATTGGTTTTTTATTCTCATTA

>rnd-6_family-3925#Unknown ( Recon Family Size = 23 Final Multiple Alignment Size = 19 )

ACACGAAAAGGAAGAGACTCNCCCACAAACAAAAAATCAGTAAATATATTCACATATTTTGCTTTGACTCACAAACAAAAGTTGAAGTTGAGGTTTACTTTCGCGGTTCCTTATTCGAATTGTTTTCTTTTGGTGGAATTTTCGCAAGAGGTACCATTTTATTATTTTTTTATATAATTTAATATCGTGTTTATACAAGCATTGATTGCAATATATTGAAGTTGTCAAATTTCACATGTGGTTAAACCGTTATGTTTTTATATGAAGTTTGTTCAAATATTTCATATCAACTTTATGTTTAGATCCCTTATATAGTTATATTTTGTGCGAAATTGCTATAACAAACCGTAGTTTATTTCATATTAAATAACTCATAGTTTATTTCATGCTTAAGTAAAATTATTGTCCAAGTCTATTCTTATTTTTCATGTTTAGTTTTTAATGATAATATGTGTAGTTATTATGATTCTAATGATAATATGCGTAGTTATCCAAATTTTTATATTCATGTCTTACTAATTTGAATGAATTCTTTGTTTGGTTGTGTTTAGAAATGTATTAAATTATATTTTATATTATATTATGTGTGTTGTCTTACATTATTATTTTTAGATTCTATNAAAAATAATAATAATAAACTTGTTAGGATAAGGAGAGGATAATAAATTGAAAGAAAAAAGATAAAAATAAATAATAACAATAAAAATGGAATAAGGAAAAGAGGTAGAATACGTGAATAACAGAAGAAGAAAAGAAATAGTGANGAAAGAACGTCCGAATTAGAAAAAGAATAATAGAAAAAATAAAAAATAAAGTATAATAAAAAGAATGGAGAAAATGTACAGGAAAAAATAAATNTAANAAAAAATACTNCAAAAATGAAAAGAAACAAAAATATAGTGTTAAAAAAATGATAAAATATTTTANTATNATCATTAAAAAAAACAAAANTATTAAAAAGGGTAAGAAAAGAAAAAGAAGAAAAATCAATGTAAAAACAAAAAATATAAAATAAGGAAAGTTAAAAAAACTGAAAAATTAGTANAAAAAGAAATAAAAAGAGAGAAANAAAAATACAATAAAAAAATAAATAAAAAAAATNAAATAAAAGAGAGAAATTAAGAAGCAGACAAATGTTGAAAGCATGAAAAATAAATAAATAATNAATAAAAATGTGTAAAAACTTCACATGTTTATAAAATAGTACAGTTTTAAATATGTTAATATAAATCAAAGAATGAGGGTAAATACATTTGTCTT

>rnd-6_family-2305#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

AAAATCAAAACCAAAATACTTTCAATCCCCAAACACCCCACCACCACTTAAA

>rnd-6_family-10413#DNA/TcMar-Stowaway ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

CCCTCCGTCCGCTATTATTTGTCATAATTTCTATTTTTAGAGTCAAACTATAAAAACTTTGACTAACATTTTAAGATGTATTTTTCATCATATTGATATGCAAAAAATTGTAATTTATAGTACTTTTCGTATAGTTTTNGAATATCTAATTTTTTTATTTAAAATATCGAATTAATGTGATCTAATTTAACTTTGAAAATTAGTCAAATTGACTTTCGAAAAGCGCAACATGACAAATAATTCCGGACGGAGGGAG

>rnd-6_family-380#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 19 )

ACAACCAAAATGTCCAAAAGCAAAATTGTCATCACACCGACCATTTGAATTTTAGCACTGCGGAAAGCTACTATCAATATAGAATGCTTATGTTTAAGAAAACTATTAGGCTTAGTGTCGNACGAATGTAAATGTAACGTCTCATTTTTATTTGAAAATCGAANTTGTTAAATCTCATATCGTATAAATTGTAGAAAAACTAAAAGTAAAACAAAAAAGGGTGTAAATAAACGAATNCGTATGTGTTCGCAACGATATATTAGATAGACGATAAGGTAACACNATTAAGATCTTTCATTCAAAGTAATAATTTTTTAGAAATCTTTATTTAAATTACTTCTATTTAAACGAAATCATATTGCATAAACTATTCAAGTATTATCAAACTCATCATGTATTAATAGAAGTTTTGTCAATTAAGTAACACTTAAAAGAATAATAACACAAAAACAAAAAAAAATTCCATAACAATGCAAAATGATACANAATTACATAAAAATATGGGTTGCATACCAAATTCATTTTGGACGACCATACCTTAACTCCAAAATGAAAAAGAAAAACTTAAAATCATAANCTAACATAAAAAAGATCTAAAGGAATAGTACTATTCTATACTTCTAAGTTTAACAATTGAACTATATTGTAAGAAAGCTTCTCTTTTAATTTCATAATGACGTTATTTGTTCTTCTCCTCAGTTAGCTTCTTGACGACATGTATCTATATCATAATCTAGGAAAAAGAAAAAGAACAGTAGATGATAGAAAAGAAAAGAATATGATGACATAGAGAAGCNNNAATTNACCGGTATTTATANTGATATTTGACTGTCTTTTCACCTACCAAAATTCGNTAATGGGGCACATTGAATCATGATACATAAATTTTATTTTGGTTTCAAAATTCAAAGAGTCACTGAATTNGAAGAGTTTCATACATTATTAAAGTGTAGTTGTTGGACTTCATATTCCACCATTATGTAATTAAAATATTAGTATTTAATAAATTAATTAATTTTATTTTGATTTAGTGAAGGGGCAAAATGGTAATCCAACTTTGAATGTTGGAACTTCCCACT

>rnd-6_family-7408#LINE/L1 ( Recon Family Size = 21 Final Multiple Alignment Size = 19 )

GAGACAATTGGAAGAAGAAATTCTGAGGAAGACTGGTGGAAGCTGATCCCGCAAACTTGTATTTGGTGGACCTTANGGAAGAGAAGGAATGCGAGGCGTTTTGAGGNTAAAAGNAACAACATNCAGAAGATNAGAATGAATCGTCTTAGCCTTTTNTATTTTTGGTGTAAACAGGATATGAGGGGGGATATAGAACTTTTGTTGATTTCATAGGNAATTTGTAATCTCCCTAGGGGTAGTTTTGATATGCTCTGATGAGATTGTAAGTNACCTATGCTCATCATTTATTTGATGATGAGTCTTTTGTGAATACACAGTTACCCTTATCTCAAAAAA

>rnd-6_family-745#DNA ( Recon Family Size = 28 Final Multiple Alignment Size = 19 )

CACACAATTATTTAATAGATATACATATACATNAATNACGACANATATACATATACAATTCGTCTCTCTNTCCTCTCTCGCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTCGCCTCTCTCCTCCATATAACATGTAGCTACGAATCGTAATTATCAAACTATAGCTATGAAGAGTAATTAATTATTTTTAAGTGGCTATATGCGAAAGTTTCTCATTTTAAAATATTTCGGCAAAGGAAAATTTCATTTTGCAGGTTATTCGATTGTCCCAAAATTTTT

>rnd-6_family-3509#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

AAGATGAGTAAGTATTTTTGTAAAGTTTTAATGATTTCACTTCTTTATTTCTTTACATTCAGTTGAGTATATATCTATATCTACTGCAAT

>rnd-6_family-5308#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

AAGTAGACTCCTCTAAAGAAGGGTAGAAGTGTAATTCACCATGGTTTAGAATCATCTTGTGTGATGAGTGTGAAAGCTTAGTGATGACTTTCTCNGACCTTAGAATTAAAAAAAGTGATGCTTANAAAGAGTTTGTGTAGGCTTGCTCCCTATGGGGGGACAATGTGCTTAGATAGGAAGGTCGTTGAGTGTCCTTGATGTTCATGATTTAGGTTTACTTGAAATTCTCACCTTGAGAGGTGTAGTGAGTTTGAGAAGTTTAGNCCCCGTTTTGTAGGCTCATATGAGACCTTGAGTGGTGTTGGTAAGGTTGCTTGTGAGCAAGANTGCTTAGATGAGAACCTCTCTAATNTAGAAGTNTCGGTTGAGATCTTAGACCGGTAAGTTAAGAAATAGAAGANTAAGGAAGTGCTTCCATTGAGAATGTGAGGAGTGGCTACTTAGTAAAGGGTTTTAGTTAAGGGTGCTTAATTGGGAGGCCAAGGGCCAATGAGATGTCCCAATATCCTTATGTTCCCTCCTATTCCTCCTCTAGCTCGAAGATGACGAGTTCTCCTTGACTCGTTTCATGATTGTGGAGTCTTGGNTGTTATGTGTGTCCTATGGTTCCCTTGTCCCGTAGAGTTACTNTTGTTAACCTTGGTAGGGTTTGGATGCACGGTCGTTAGATCTCTNTTAGTTTTAGAGCCCGGTAAGGTTATAATGAGCCTTGGTAATGCTTGAGTTTTTAGAAAGGAGTAGTATTTGAGGTTTTTGTAAAAAATGGAGTTCCTCCCGAGGGGGAGATCATGTGCTTAGATAGCAACGTTTATTGAGAAAGTACCGATATCCTCATCCCTTTCTTCGTATTCCTATTCTAGNTTGAGACCAAGAATTTCTTTTTGGACTTGTTTCGTGTTTTGGAGTCATGNGTGTTTTAGAAATTTCCATGATCTCCTTA

>rnd-6_family-1533#DNA/MULE-MuDR ( Recon Family Size = 24 Final Multiple Alignment Size = 18 )

GGAGATGTTGCTACTGTGGATCTACAAAGAAGAACTTGTACTTGTAGAATTTTTTATTTGGACAAAATACCTTGTCCACATGCCATGGCAGCGATTCGATCCCAACATGGTGACGATTTTGGAAATCAGATTTACNTGTACTCCTCTCCATATTATTCGGTGGAAAAATACATAATGGCATATTGTCAGGAAATTCACCCGGTGCCAACTGAAGATTCTTGGATTGTCCCTTTGGATATCATACAGAGAGAAATACCTCCTCCATATGTTGATCCAAGTAAACCCGGAAGAAGGACATATAAGAGACGGCGTGGAGTTGGTGAATCATTTCCAACAAGAAAAAATAAGTGTTCAGTATGTAGGGACTTTGGCCACAAAAAAACTACATGCCCAAATCGAAATGCCCCATAAGAAGTGTTAAGCGTTGTGTTGTTGAATTTTAATGAATGTTCTTTCTTATTTGAGGATGATCTCTATTATATAATCTTATTTAGAATTACCTANCGCGTGATTTTATTTATATATAATGCGTGATTTGTTTAATTATAACAATCTACGCAGAATANTGTATCTNTGGCAACATATGCCAATTATACGTTAGAAAAATGCATCTGTGGCAACATATGCCANTTATGTGTTGTATCTTACAACATAAAATTGCATATGTNCCAACATATGNCAATTACGTCTAACAAGTATC

>rnd-6_family-4130#DNA/MULE-MuDR ( Recon Family Size = 24 Final Multiple Alignment Size = 18 )

TTCCTCCCTATAACATGTAGCTACGAATCGTAATTANCAAACTATAGCTATGAAGCGTAATTAGGTTATTTTTGAGTGGCTATATGCGAAAGTTCCCTTTCATAAATGATCAAGTACTCATAACGAATTATAGATGAAATTTAAACAAAATGTATTGTTTTCAACTTAATACATAAATTGTTATTTCAAATATGACCTCTTATTTCATTTACTTAGCCATTTATGCACTCTAAATTGTTTGGTCTACCATTTGCATATAATATCTGAATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTAAATGTGACACGGCCCACCCCTTTCACCAGACGACGTCGTTTTTTATTTTCTTTAACTTTAATTTTCCATTATCTTTGGCTGGCTTCTAAACCCTTTCGCNCATTTCACTGTAAACAAAAACTTGGCAGCGGCGATTGAAACCCATAACCCATTTCATTGTAAACAAAAATCTTGCAACGGCGACTGAAACCCATAACTCCATTCCCGATGATAGTTTGTGGTCGAAGTGGAGGCGTGAAAGAACATAAAGACAATGAATGGGTGAAAACCTCATATGCTGGATAAACGGTAATCGTAGTATTTCCAAATCNATTTTGGGGATTTCTTGTTATATCGAATTTCAGAATAAATTACGACTATATATCTTCTTGAAAGCTTGGATTCAAGTTAATTCTTTATGTGTTAGAGCCTCGAGGGTTTTTTTTTTAATCCTTACAAATTAGTAGACGAAATGCTTGAATTTTAGAATTTTGATCTTCTCCTATTTATATCGTTTTGGTTATATAGAATAATCACTCAAGAAATTCTANTATGTATGTTCTTGTTTTTCTTTGAATTCATGCATCTTGTTGATGCAAAGAGAAANAATGNAAAAAATGTTCACATGAAAATGGAAGGGAAGACTATAACAGATTGACCTGCAATGCGCCTCTACTAAAATTGAATTCATTTTCCAAATTTCTGATGAAACATTAAGTGACAGTACATTATTTTNATTTTTGGGACTAACGTTAATATTTAATTTACTTTCATATGAATTTTTCAGTTTAATAGATACGTATATGACTGGTTATAGTGCATACCAATTGAATCCCGGTCCACTTGAACCATCGGTATTAACTCAACAATTTACCCATAGGTCACGCGATATGTGGGATGGAAGTGTTAACATGATTTTAAATACGATGAGGTGTGATGGAAAATTCTGGGACCTCGTAAAGAAATATGTCACTAATCCACGAGTCTTAGAAATGATCGAATTATCACGATTATATGGTGTTTATAGATCAAATCAACCTTCTATCGATCGTAGCTTGATCACTGCACTAGTAGAGACATGGCGTCCCGAGACTCATACATTTCACATTAGGACGGGTGAGGCGACAATCACCTTGCAAGATGTAGAGGTGTTGTACGGCTTACCTGTGAACGGTGATCCGGTACTTGGTGATGAGTCGATAAGGACCATAGGGGACTGACAAAATGTTTGTCAAAGATTGTCAGGTTTTATTCCACGTCCTCAAGACTTCAACCGTAGCAGCCTCAAGGTCAACTACACTTAGTGCGCATATGATCGAGCAACTACAGTTACCTGACTTGGCAACACAAGATACGATCGATCAAATGGCTAGATGTTACATGTTTTGGACGATTGCTGGTATGATGATGGNAGATACATATGACAACTATTTAA

>rnd-6_family-287#LTR/Copia ( Recon Family Size = 25 Final Multiple Alignment Size = 18 )

TGGGGAAAAGTAAATCATTATATTCCTCAATGAGAAGACGATTCGGAGAATGATAATCCCGCTAAGTAAATGTAAATTTGTGTAAGCGGATGATATAAATTNTTGTGATCATTTCTCAAACAAATCTTGTGGCTAATATGTGAAAGTGAGAAATTGGGTATTAGATTTTTTATATTGTATGCTAAGTAAAATTATTTTTGTGTTCTACACCTAAATTGGAGAAGAAGAANTGTTTTTATGTATGTTAGTAATTCTTGAACTACTTAATTTCTTAGAATGGAAAAACTCTTCTTATACTCACGCGCGAAAATATANACATTTTTCGAGATGGTACATGATTTAAACATTTGTTCTAGATCGATGCTTATGAATTTATGAGAAATAAAATAAAATTGAATGAAGGTTTTATTTGAATTTGACAATGTACTTACAAATGTTCATAGGACAATGAGTATGTTATACTTGACTGATTGAGATAATTCTTGACGTGCTAGACTTCTAATCTGTTTTAATTTAATTTTGTTATGCTTTTCGTGTATAGATTTGTATGGTACGTACTAATTTGAAAACGTTATGGATGTTGCAAAAGTTATTTCTCTATTATGAAATATTTGAAAGTGTAGGGGTATNTTGCTAAGGTTGTGCTACATGATCGTAAGGAAAAGTTTAAGAAAAATATGGTCTAAGTTTTTAATTGTATGCTAGTAAATTGTATATGCATATTTGTGGTAATCAATTGTGATTTGATTGAATGTAACGTTAGAGTTCGAAAAATAATAATAAAGTATTGTTGAGTTTTTAAAAGTGAAAGTACTTTCAATGTTCTTGTTGTTGAAAATGATATTGATTCTTGATACATTAAATTGAAAAAAGACTTTGGTAACGAATGAGAGGTACGATAAGTACGATATTGAATATTCGAATATTTTGTTGTACAAAAAGGGTACAATAGATGATGAAAATGGTAAAAGAAGTTGGTACATTTTTGTGAATGCCATAATATAAAAATCAACTAAATATAATTAGTTGTCGTGGAGTTAATTGGTGATGAGACTAAGTGGTTAAGACAACTCTTAGTGTGTATTCCGATTGGAATAAAACTAAAACTTTATCATAACAAATTAGATACATGTGTTTAAGACGCAATNTCATGAAAANACTTTAGTGAGATGAATTATTTACGTAAATAAATTATGTGTAGTCGAAGGTGAATCTGATCAATTCACGGACTAATGAAACATCTAGGGGAGTAAGACTTTAGTCATTTGAGAAGATCAACAATGATGGTAACCCAACCTATGTGATTGGAGATCCCATGAATTAGGTTCATATGGGCAATAACAAGTCATTAGTTGATCAAGTATAAAGTTTTGTCCCTCCTATGATGTGTGAATATAGTGTAATAAATTAAAAAGCAAAGTGAGACAGAGTTAGAGCTCTTAATCCAAGTCATATCCTTTATAGGTGGTGAATTGCTATGAGAAATACACTTGATGATTGGACCTATTTGATTGTGAACTGCTGTCGCTTCTATGAAATTGTTATAGATTTCAAGAACACTCGGCAATACCAGGACACGCGCATGATCGCTTAGTGGAAAACTGCGATAACGACAAAGCTTGTGAGAGTACAATGTGATAGAATAAGACGCTCGACTTACGAAAAAGTTATTGGTTCGTAGAAGTTCTAAACTNCACCAAATTATTATGTAAGTATGATATTGTTTTATCTAGGTATGCTTCATAGTGTATGGACACCAGATCCAATGCATTAGACTTATATGTGAACCCCAACAAAACTTCTTTTTTCATTCTATTTATTAATATTCTTTTTGAGATATGTAGGGGATTGTTGAAAAAATTATTCTAGTATCTCAAAAAAGAAGTGTTCATATTATTTTCTATATTTATATTTTTAAATGAATGTTAATATCAAATTGATTGTCTTTTATATCATTATTAATTATGGTCTAAATATGGAAGTTAACCATCACAATTTTCCTCGTAATTGGTCTTCAATATATTGCCTTTAATCTTCGTTAAAAAAACCTTTATAGCTCCTAATTCTTTTGACAGTTGTGGATGACTATTTTTGGGTGTACGTATATATCGNATATGNNTGTAANTATGTATATCATCNTTATATACGTATGTGTATNTGTGAGGAAATACGACGAGTAAATCTTTCTGTTCTTATAATTTATTGGTGCGTTGAGATTTGTTTTTTGAATCTTTGTTAATTTTTTGCTCCTAATTTTATACTAGAAGAGCTTGTTGAATCCTGGGGGATACACCCATACCGGGTGAAATATTCTTAAGGACGGTGTCATTCGAGACGCCTCAAGCTATNAGAATTTCCTACAAGAGTTCGTGATGAAGTACAAGCTTTGGTGAATTCGGTAAGTGTTCGTGNTGAAGGTATTTTTTCGTAANAATTTACAACAATCTTAAGGATATTTTCATACTTTGTTCATTATAGTAAANTA

>rnd-6_family-2656#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 18 )

CACATANCAGCAGCCGAAACCGGAGNACAAGAAGAGGCAGGTACTACAGTAGGAGAANATGAAGAGATCGCCACCGATGACACCATNGTGCTTTATGTGAATACTCCATGAACCCGATCCCGCGGCGAGACATCAACTNATTGANTGTTACCGTTCAATGTNTGGATTGTCCACTNACGCGAGGATTTCTTAATAATGNAATCGTCAACAAGTCTGGCGACTTNAAGAATAGACGAATCATGCTTGAGACCAGAGTGGTGGTAACTGACGTCAAAGCATTCCGCGGACATTTATCGGACACTTCAATTTTATCAATTTGAACGGACGAATAATGNACCTGGAAAATATTCTAGCCACCTGACCAGNGAGTTTTATTCATCTTATGCTGCAACAGCGATTGAATTTTGCTAGCAAACACAGAGACAACTAAATTAGGGCAGAAAGATGTTGCCATACNTCGGGTCCGCTCGACTCGATTATCGTTCGGGGCGAATCGATAGATATCTCTGAGGCGACTATCAACAGGATGTTACATGGCCCGCAATACACTGCNCCGGTTTCAATTGGACTTTTTGAGGGCAAACATCATGAGGTCACTAGCGAAACTATCGTAGAAGGATCATATTTCTCGNGAGNGTCTTGCGATGGATCGCGAAGCAAATTGCAATAGATGGGGAGAATGCAGTTTGGGTCAAAGGAAAGCCAACACTCATCACTAAAGGTTCACTATCTTGTCCGGCCAAGGCTTGGTGGGCTGTTGTCCGTGGGCATATTTGAGACCGACAACTAATGATGACACCTTGCATCCTTCGCTGACTTCTTTGTTAGCATGCCTCATTGTAGGGTACCCGTTAAATGTGGGGAGCATAATAGCGACCGAGATGAGAGACAAGGCACTAAGCATGAGAGAGNCGGACTTCCATTTCCCNGTCTGATAGGANNATTATGTCGACAANCNAANATTCCCCNAAACAAGGTNGTTGACAGATGGGNTGAAGCACCCAGACTNACCCANGCTTCTAANATCAAGGATNTCNCGAACCATCTCTTTGGTGCAAGTTCTGNAGNTGTGGGTANTTTGGNCGCCGTTCCTCNCGTNCCAATTGACATCCCNCATGCGGACAGAGGNCCAGAGCAGGGGGAGTCATCNCAANCNTCTACAGAGGNACCACCACTATCGGCTTCAGAATCGTAAGCTTCGGGTACCTATNTCACTATTCCNANNGTTTTTTTTGAGAAATAGGTCGTAGATCAACGCCAAACTAGGACCTTGGTCGATCGGATTGTAAATCGGATGCCCGGGTGATAATGGCAAAGGTATGTGTGANCCGCGATGAAAGAGACCGAAGAATGAGATTCGCAAGGAGCTGGCTGTCTTGAAAGACTAGACGGATGGTTTGTGGAACCTCGTNCCAGAACGTAGTTNTNGGCCGCCGGTACAGTCGATACTAAAGAGTTCAAGTCACTAATTGGTCGAGATGNGAGCTCAAGTTTGCTNAACTGNCTNAANAGCCAGCNCACGTGCCNANTANCGGTCATGCTAAGTATCNCTCACGTAACTGTCTCAGTCAGCACCCCTCNACNCAGTCACTTGACGNTCTCTGGGGAGAACTCCCTAAGAAAAATTACGTCCGGATAATCAGAAAACAGACGCCGGATAACATGATGNNGAGNCACCTGCTGAANTGNCCAGNGNGGAAANAGGGCANCANAANAAAGCCCGCANGGCATCAAGGAAGGAATCTAGAGAGAAAAAAATAGCACTTGAGAAACAACAACGAGATGCGGTGTTAGCTAGAGCTTCTGGTAGTGGAGTCCCTGCCTCGGTGGACAGTAATGCCAACCTGATCATGCGTTGGTTTTTGAGAGTGCACCCAATGTATAAGGTTTCCAACACGGGTCGGACTACTGGTGCCTAGAGACCCGCTGTCATGACCCCTCCACATAGCCCTTANCGNTTTGCTTTCTATCATTGACTTTGGGGTCAAAGTCNNNNTCGTTTTAGGAAGGAGGTGGTGAGCAACCTTCCATTCAAGATGTTAGGATGAATGGAGTTTGATACTGTGTTAAATGTGAAAATNNNGGTTANNNCTATCTTNNGTGTTTTTGGGTATGTTGCGTTGAGNTGCGCAGCAGCTAACTTTGTGNGANATGANANACCTTGANATGAGATTTNACTGTTTGGATNTTCAGATGACATCTCAGATACTTACATATTGATATTTCTAGTATGATAAAAGAATTGGTGAACCAAAAAAACTAGAGAATTGGTCTTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTAAATATCATATCCTTTGGCCTNAGTTGAGGGTGATTCCAANCCAAATGGAAGAAAGAAGAGGTGAAAAATAAGGTTCAACCACTGAGCCGATATATACGTACGTATATAAATAAATAAATATAATATACAATAAAGAAGTATACGGTGAAGAAGGAAAAGAAAAAGAAGAAAACAAAAAGAAAATAATGGCTACTAGGATGTGNTGAAATGAAGAAAAANAGGGAATCGCTTAGAAAAGAGTTTTGTGAAAATGAAACTTTGGAAAACCAAGGGACTAGTTTCCAAGAAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGTTCTTAGTCCTAATCATCATGAGTGAGGTACTTCTTCGGTGTGAGGACACAATGATTGCATTNNAGAGTAGATTGTGTTAGCTGAGAATTCACAAACATAAGCATGATCGACTGTGAGTAATGAGATGTCATAGATCGATCCTTGCATGTTAGATCCGTGATTTTGTATACAAATTGTNTTTGAGATGGCTGNTGCATTTTCAAAAAAATTTGAATGATTTGAGGGCTGGAAATATTGTTTTNTAATCCCTTGAGGACAAGTAATTCTTCTAAGTTGAGGGTGTTGATGTGCCGCGAAACCTTGNCACATTTGATGCTTGAAAACTAAGAATTGATACTAGAATCGAGTGTATTTATGCGGATATAATGTGTTTGGTACTTTTTGTACACGTGAAACACGCGGACGTAAAAGNGGAAAGAAAAGAAGGTCGNTGATAACCGAATGCTAAGTAAAGACCACGGAGCCCACTACGGGCCGTGGCTTCACTAAACGAGCCGTCGTGAAGCCCGTGAAGAGGAAGTAGTACACTAGAAGTTTANGCAGCTGATGACGTAATTNTCCAAGTGANGACCACGGGACTTATGACGGGTCGTGGTCCTTTTCACGGATCGTGGTGTTNCTCGTGGAGATAAGTTAGTAAGAAGGCTTCGANGAGCTATATTATGGGATTGGCCAAGTNAAGACCACGGACGCCCNNACGGGCCGTGGTCATCATAACGGNCCATGGTGNTGATCGTGATGNTATTTCCAGCGGGTAGACCTCGAGAAGTTNAAAAGTGAATCGNCNAAGTTAAGANCACGNGTACCTNGACGGACCGTGGTCATTGTCACGAGTCGTGGGATCGTCCGTGACAGGAATCCAGTGTGCAAGTCTTGAATAACCCGTTTTGGGTGAGTCCAAGGGAAGACCACGAAGGGCTTAACGGACCGTGAAGCCCTTGACGGGCCGTAGAGCTGCCCGTGAAGNTGCTTGCATTTCAGTCCTACTTCGAGTAGGACTCTTTTTAAAACACTCTATTTGAATTANATTAGGTCATTTTTTATGTTTTTATCGAATCTTACCTTGAACGACGAACANGTTATCATTATTCTCAGTTTTTGATTTTCGCGTTTAACATTGAATTGAGTTCGAAGTTCGATTTCTNATTTTTNGATTATCAAAGCGATTGTCGATTTGCCGATTATTTTCGTAAGTGCTTCTTAAACATGTTTTCATTNTNTATTNTTGATTGTTTACGTGAAATCATGAGCGGCTAAATACCACGACTGGGCGTTGTGGGATCTATGACGTAATTNTAATTGTAATTCCGTAAAACGAGTAAAAGGCGATCTGCGTTTGCAANCTATAGTTTAGCTTTCGTTATTAATNTATTCTGACGAGTGCACGNATTAGGACGAGCCTGTATCTGTTGTTTGTTCGAGAGAAAANTAATAGTTAGGAAAAATCTNAACTAACTTGACGAATTGGAGTTAAAGTTTGAGTTCGAGAGAAGAGAACTTTAACCTCAACCAACGTANGCGAGGTTAAAACTGGTTANCACTCTGAGACCGAGAGGACNTGAGTGAACATTATCTGANTAGACTGAGAAGCGTCAGATANATCTAACTCGTNNGTATTTTGAAATAAACATTNATTGCCCGAAACTCGATTACGGANGAACACTAGANGTAACGTCATGGTGAACACAANCCTGGTTTCTTTTAATCAACTGAATCAACTTACGAACTAAANATTCTGTTAATCGTGAATNTGGAGTTCTANTACACGTTTTGGTAATTAGAACATTTCAACTAAACGCNATTTTACTTTCCGTTACTATTCGTTTAGGAAATAATAACGGCATTCGAATAAACGCGATAGTGAAACCATTTCTGTAAGGAAATTCTTTGTGGGATCGACCTCAACTCACGTCGAGTTCTATAATTTGACTTCGACCATATATACCTATTAATTGAGG

>rnd-6_family-3807#DNA/MULE-MuDR ( Recon Family Size = 20 Final Multiple Alignment Size = 18 )

TTTGATAAAATAAACATTGTCTTTAATTACAAGCATANTGTCAAGGCTTTAAGCNCCGAGATATTATCCCATTAGCCCAAATATATTGCATCCGTTCAATTAGATTGTCACATAACAGTGAACTGGGTGGATGNAATTCTGTCCGACTAATCAAATGCTCAATGAATGCAANGGAATATGACCCGCACGCCGCTCCACTTGCATTTTGTACCATAGGTTCTATTCGACCGTTAAATTCCCATGGTTGAGTGAGNAACTTCTCTGGCAAATGATTCATTATTCCACTCTGCTTCAACAATTTAGGCAGCAACTCGAAGACAGGTTGTATGAGTGTNAAAAACTTGTCATGTTCCGTAACCACCAGGTTGCAGTCATAAACATTGATCAATCCCTCGTGCAAGAGAATCTCGAGAGTCACGAAATGGTTACCCGAAATGTTCATGACTGTCAAAATCCTTTTTGCATCAATCCAATCCATGCCTCCAGGAGTTGGCCTAATACCCCTGACATAGTCAATCATATCGTCATCCCATACAAAGTCATCTAGTAACTGNCTCATGCTTTTACCACCTGACATTGTTGCCTCATCGCTCATTTGATTATATCTNTGTAGGAAGTTCGTATAGAAGTTGAGATCCAGGATTCTATCTCTGGGATCATAGTAGTCCGGGTATTTCCAATGCCTCTGACGCATGAGGTTAAGGATTTCGTCAATATACTGAAATAAAAAATAATATTAAATAGTNAGGAAGAGTAGTCACTGAAAAGACATAAGAAATAGTTAATAATATAAAAAGTAGGATTACCCAGTCTTCCCACCAAACTGTTANGCTTGTCATGTTCCTGAAATCTTGNCCGGTAAAAACATGCATGCCGTATTCCATTCGAATATCCTTTGCACCGGTCACCTTAATTACCGCTTCTTTTTCAGCTACAGNGGGACGCCTATAAATATTCAACTTTTTGTACTCCGTCACCTCTTCCTCCATTACGGCCCTTGGAATTTCTCCAAACATCTTCCTCTTCAAATTTTGCATTGCCTTGGCAAATGATTCTTTTCTCCGCTTGGCCTNTGGAGTATATGNATGCCGCACATTCTTTGATACAATGCCCTTCACACCCCTCTTGTTTTTAAATTCATTGACAGCTTCACTCAATTTTTGTAGATACATGATAGAATCTTCATCATGTTTCTTACACTTCTCACAGAGAAAGCCACAACATCGTCTACAAGAGGTAGCCCCTTCGTGTTGTCCTGCACCAGCACCAGCANCAACACCAACACCAGCACCAGCACCAGCACCAACACCAACACCATCACCAACATCAACACCATCATCAGCATNAAAAACAACTAATTCATTACCGACTTCATTAGGAACTCTCTCTCTTTTGATGGTTGTTGCTCCAGCCAACACCATTTTAACTCTATCCACAACAGGATCAAAAATGGTTTCAACCAACCCTAGAGTTATTAGATATGACATTTGCAATTCCTCTTCTGTTGGGGTAATCCATGGATGNACAACCTAAAATAGTAAAA

>rnd-6_family-671#DNA/Harbinger ( Recon Family Size = 26 Final Multiple Alignment Size = 18 )

CACAACTACCAGCCATTAACACCACACCCATTAAACCACCTCGCGTACAAACTATCCCCATCATTGGCGAACACCGCGAACGTTTCGTTTTCGCTAGTCAGAACAANNTAGTTTCATTTTATTTTATTAAATTTCGAAGTTTTTATAATTTNAATTATTATTTTTNCGNATAAAATTTGAATTGTATATATTTATTATGTTGTACATATAAATAAATTATGCGCATTCGATGTTGAAAACAGACAATCTTAATCATTCAATATTCGAATCTAGACGTATCTTAATNATTTAAATGTGCATTCAGATTCAGACGTCTTAATCTTAATGAAAACAAATGAGGCCTA

>rnd-6_family-2895#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 18 )

TATTCAAATAAATAGCCTAAATTTATTTAAACATAATAATTTATAAAATTATATAATTTTGATACTAACAATAAATATGATTAATGATCTATAAGTTATCAAATTGACGTGATATATTGCGGATACAAGACTATAATTAACATTAACACGTTACTCTCAGGGATTCTCAGCAATATGCAATATAAGTAAAATAAATATGGATTATGAAATTTAGAATTGAATGATAATGATTAATACAATTTTACACCAATTAATTAACTGTTTATACATCGCGTGTGTTTTTCTTTTAGAAAAATAATAACATAATCTTGGACTTAGATAGTTTAAATAACTATTAATAATAATGCAATTTTCGTAGTGATGCCTTGAATTTAGAAAGTTATTTCTTATTATATAATTGTCTTAATATCAAGGTTGGCTACTCTCTTTTTAATATAATACTAACATTGATATATATAGAATAATCAAATAAGATATAGAATATTTTTTACATTTCATTACTATACCACATTGTTTGCTTGATCTTCATGATAATAATATTGTGCAAATTATGTTGAATTATTATTAGGAGAAAAAGATTTGGTATACTCCTTAATTTTGTGATATAGAGATAATATATATTCCGTAAAGAAAATGTCACATACACATTTATTGTTACATGAGCAAATTAAATAACTTATATATCCTCTTTTGACTAACGAAAGTTATACTTTAGATTTTTAATTTATTTACTCTAGTTATTTAACCAATCACATAGAGGAAAATCATGTAGTTTTTTCACACGTGATTTTATTTTAATTTTTTAATTCAACAGCTAATTTGGTCTTAATTATCTCCTTAATAAATCTTTTTNTTTATCATTATTTGAGTTTCTTGTTCGTGTTTAATTTTTCTTTCATTTTTAGTGTGAAAATACGAGAAATAAAAAGAAACGTGAACGGAAAATAAAAAAATANAAAAAAAAATTTTGCTNTTGTAGGCTAATTATTTTATTTATTTGTAGTTGAAAATATCGAATGCATCTATGATAAATTTTATAAGAAGATGAGTGAAAAATAAATTTGATCATCAAAATAGTGAAAAATTAAAATTAGTCGTTGAACATTAAAGNATATCAAAATTAGTCATGGAATTAAAGAAGACGAAAAAATAAATAAAAAAGACGAAAATTCATGTATGAAGAAGATCAAATATAACTCGAAGTATTTCGAGGAGGGTCAAATATACCTCGTGTATTTTTATTTCGTTAAAAGGGTCTAATATGTTTTTCACTTTCATCAGCGAAAAATGATTTTGGCTCTTCAAACATACCTCGAAATACTACGGAAAGGGTCAAACATACCTTGTATAATTTTTATCGTTTAATTTTAAAATACATAATTCGATTTTCGCTTTCATCAGCGAAAAACGATTTTGGCTCATTCGCGAACATACCTCGAAATNCTACGGNNNGGNTCAAACATACCTCGTATAANTTTTATTTGAATTTTCAAANCCTTGTATCGTAATTTAATTTTCGTTAAAATACAGTAATCAAATACGTAATTTAAATTTATTTTAAATACGTAGTTTAATTTTTAAACATGTTNTTGTAAATACGTAGTTTAATTTTTTAAAACATAATAACCAAACATAATAACTATCAAATATGCAATNTTTCAACATTAATGTGTAGCTATCTTGGGTTGTTGTTAAATAGGATCGACGCTTATGAACCATATGATTTTTAGTATTTCTTTAATGTGTCGTTGTCTATCGATTCTAAAGTATTTTGAGTTTTGATTGTTATTATTGAATTATTTTACGTTATATATATATTATTTATANATAAAACGTANTTTAAATAATTATTTAAATAGGTAATTTAAATTTANTTATATAATAAATGCAATAAAATTACTTAATTTTAAAAATTATTAATCCGTTCAAAACAAATATTAATTTGAAAGAAAAAANAATATTGTGACTACAACTACGTATACTTAATATTTTAGCATATCATTTAATAGCAAACATTTTTTAATAAAATAACAAATAATACTAATAAAGAAAAATGTATACGTGATGAAACTTAAATCTAGTTCATGTTAAATTTGTGTTGTCATTGTCATCGGAGAACTATAAAGATGTTTTTCTTTCAATTTTTTTTATAAAAGTTTATTTTGAAATCATAAAAAACTCTCTNTATCNTTTTTATGTTATTAAAAANTTTCAATGAAGCACCATCAACGTTTTTATAAAAAAAATTGTATATGTCTCTAGTACTGAAATAATAAATAAAAATTAATTTTAATGAGTTTTTTTGCGTATGATATGATTCATATGTTATCGAAAATATGAAGATAATCACATAATAGAGGAAACATGATGGTAATTTTAGTTTTCTTCATATTTCGCTCACATAATTTTGAGTATAATTGGATAAAATATATTTTTATCATTAATTTTTTTCTAGAAAATCGGTGTGTAACAACAACTCCTTTGAATAAATAAGAGTAACTCTTTAGCCAACTCGGCTAATTTCATATTTTTATTTTTTATATAAATTTTTATATATTTNAATTTAGATATAAATTATCTTTTCGCGATTAAAAATTATAAATTAAAATAGATAATTTACACCTTAGTTCTGTTTTATACTTTTTAAAAATTTTCTTATCATTAAGAAATAAGAAATGAAAAAAAAACTAAAAAGAATAAGTAAAAAGGAGGAAAACCGAATTATGTTTTTTTGGTGAATTTTTTGGTTCCTTTTCCATGTTTAACTATGAAATCGTCAATAATTAATTTCACTAATCATTTTCAATGTCTTGAAAACATAATTGAATAATATATTTAATATTTAAGTTAAAGGATAAAAATATCTAAAAATAAACTAGATTATAATATGAACATATCAAACTTTTCTGGCCAAAAGGATTTNTCCTNAGACAAA

>rnd-6_family-1534#DNA/MULE-MuDR ( Recon Family Size = 24 Final Multiple Alignment Size = 18 )

TTTAAATAATGATTACGTGGGAGTGTGCTTTTAGATATATTAGATNTGGCAACACGTGCAACAAATGTTATTAGATAATACCTTTTGTTTAATAATTACGACTCTTCAGTTCACTCTGTTGAAACGTCATGTCTTGCAACATTTCAAAATTGTTGGCCTTTATAAGAACACAAGAAGGGAGAGATAAGTCAAAAGTTGTCTTCTCTTCTTCTCTTCTCTTCATTCTCAAAAATGGCTTCAACTAGTTTAAACCTCTTCGAATCCCTCCCGACTGAACTAGTAATTCTTATCGTTGAAAGGGTTGCTTCCTACTCTCTAGAAGATTTAGTTAGTGTTAAATTATGTTCTAGGTTCCTCAATGAAGTTGGTAATGAACGTTCTGTATATCAGAAGGTTACATTGGCCAGCTTTCCCACTGAACCTACATGGACGACGAATCAACATGCCGTGTCTTTCATGAATATTTGCATAGCATCGGAGAACTTAGAAGCCTTATACAGAAAAGGCGTGGTAATTTTACTGTTTTTAGTTCTTTTTCACCTTGCATCAATTTATTTTGTAATCTTAATGTGTTGTTTCTTTTATAGTTTGATTTTTTCAATCGTAATGATCCAACTGCACTGAGAATGGTTAAAAAAGCAGCAGAAGGTGGCCACCGTGGTGCAGAGTATGTGCTTGCCGTAATTTCAATCTTTGAAGGCGGTATTTCCATGAGAGAAGGCTTGATGTACATTGCCAACATGAAAAAAACATGCCAGTAATAGTGAGAAGATGTCGACACCATTTGCGGTGCATTTTAAATCGAATGTGGGTGCGAGAACCTAATATTTTGGGTGTAAGACCCATTTGTTGCACTGTGCATCAACCCCAACAAAATGCCCGCAGGATTGGTTGGCCCAGAGGAAGTGACGATGAAGACGATATTCGTTGCGAATTGTGTATTTGTGATTTAGAACTAGATTATCTAGTTAAATTTCTTCCGCATACTACTGTGTGGGAATAATTTAATTTAATCTGTGTTGAAGACGATGTTGATTTTATTATTTTTTTGTATTTATTTTNAAATTATATATGTGGCAACATATTATATTACATATGGTGAAAATGTTGCCTTCACTTGTTTCGTACTTATTTTCGAATTATGATATAACAAATTATGGTCGTAC

>rnd-6_family-1522#LTR/Gypsy ( Recon Family Size = 23 Final Multiple Alignment Size = 18 )

TGATATACCGTGGTTTCACGGTATTTTTAATGCTTTTTCCTTAAGATTTAGTGTGTGTCCGAAAGCCTTTTTGTATTAATTTTTATGTAAGTTTCTCTTTATTTGCAGGAAATCTGTCCAAAGATGAACGCGGAGGTTTTTGAGCAAGAAATGCAGAAAGGGACCACCTACGGAGCTCGTGACGGTCCGTCGTGCTCGCGACGGTCCGTAGGCGGCGTCGTAGTGACGGCTGCTGAAGGAAGATGGGGAAGTCTGACCAAGTGTGGGATTACGGAAGTCCACGACGGACCGTCGTATCCGCGACGGTCCGTCCTGCGCGNCCGTCGTGACGATCAGAGAAGTAGTCCCAGTACCCGAATTCCAAGAGTTCTAAGTGTTTCGGAACGGAGACCCTCGACGGACACTCGACGGACCGTCGCGCCCGCGACGGTCCGTCGTGCGCGTCCGTCACGACGGTAAGAGAAGAAGCGTTTTCTNAAGAANAATTTNTCAAAGTATGGGCCGACGGANCCGNCGACGGACCGTCGNTGACCGCGACGGTCCGTCGNCGAGGTCCGTCGACTCAGCCACGTTTTAAGNATAGATTTTCCTTATTAGAATCCTTNTTTTATTAGGTATTTTTGTTTTTNTTATAAATCGAAGATTCGAAAAACCTCGTTTTTGGGGTTAGATANTTGTTAGTTATTCTTCGATTTTTTNTTTGANTTGGGGATTCGTTTTTTGCAAACTTTGTGCAATTACTCGATTTCCGGATTTGGTTTGCAAGCGATTTTNTTGAAATTAATCAAGCCGACTTNTGGGTTTCTTCTTTATCGTCGAAGTAAGTTCATGAATTCTTTATTCAATATATTTGAATATTGTGATCTCGTTGGCTATGGGTAACTAAACTCCATAACTAGGGTTGTGGGAACCATGGGCAATTAACGAATTAATCCTGTAATCTAAACAATTCTCGAAATAGTGTCTTTGCATGCTTTTGATAANTTTTTCGCTTANAAGTCTTTTTAACGAGTGCCCGCGTTAGAACTCTCCTCGTTGCTACTTGCCGGACCAAGGAGGTAGAAATAGGAAAAGAATTATCAACGTAGATTTAGTGTGATATTATCTAATAGGCTAGTATCGATTGGTACGAAGTAATAACTAAGTCATACATCGATTACGATGTTTAATACGAGGTAAAGGTAAGGGTTAGTAAAGTATACACACGTAGCCGGACCAAGGTGCGGGGTGAAATTCTCTAGATTCCCGACCAAGGATTTAGAGATACATAACTTACCACTTTACATGCAAAACACTAGGAAAGAATTGCTATTGCTAGGAATACCGCGTTATGAACCCGCGGGGAACACATAAACCCTAGTTANTCTCGCTTCATTGATAAAACTCAACGTTTGTTATTTTGTCCACTTGATAATTATACTGTTTAAGGAGTTTCCGTTCGTTTCACAACCCCCGCCCCCCCTTAATGCTTACTTGCTTTCCAGGGAAGACCTTGACCAAACAGATAGTAGTNGTGGGTTGATANTTAAGTCTAAACCATTTTCCTCGTGGGATCGACCCCAACCTAACTAGTTGGGTTGTCTACTTNATAACGACCGATTTACGCTTCTTATTTAAGAAAGTATAATTTGAGCGTATCAAATTTTGGCGCCGCTGTCGGGAAATTCTGGNTTTTATATTAACTTGAACTTTACATTATTAAAATTTAGTCGACTATTTCTTGATTTAACTTTTTCTTTTTCTTTTTGTTTCTCTTCAGGTGTAGCTCTAGTTTATGTCAAGTTGACGGAACCGAAGACGAACCACTCGTTCCATACGTTCTTGAACTAAATCATNNNAACTCTGAGAACGATGGAAAATTATGGGGTCCCGGTTAACCCAAACGGGGTGAATCCGTGCGATGGAGTAGNATANAAGCCTTCACTGGCTNTTGAGGCACACAACCAGGCGCACGTTGAGAACGANTTGGGAGATCCTAACTTGNGGATGCAACTCCAGCAGCCCCACGACTTCAAGATTACTANAGAGGGTAACGCGAACATTGCAAAGTCCGATGGACCTCTTGTCTGCCCCCTCTACCCCCTGGGNACACATTTGTGGTGACGAGTAGCTTGATGCAGATTCTCGCCGCGAGGGNCTTGTTCTCGGGGCTNCCAGCCGAGGACCCACATGCCCATATAGCTAAACTAAGGNTTGTGCGAAAAATTTGCGTGGGTAGACCATACTTGGATATGAACGTCATTGGGCTGAGAGTGTTTCCTCTATCACTGACGGGAGATGCCGCTATATGGTTCACCGAGCTCCCCTACAACTCTATCTATACTTGGGCACCAGTTAAGAGATGTGTTCTTNGCGAAGTACTATCCGGTGTCCAAGAANCTAAACNACAAGGATAAGGTGAACAACTTCGTGGNACTACCTGGAGAGTCGGTGAGTANCTCTTGGGANAGATTTACCGCATTCGTGAGANGCGTCCCAAANCACCGCATTGATGATGAGTCACTGAAAGAGTACTTCTATAGAGGTCAAGATGATAACAACAAAGCGGTGCTCGATACTATTGCGGGTGGTTCCTATGGAGAATGCACGTATGCTGAGATCGCAGAGAAGTTGGAGAAGATATCTCGCAACAACAAAGCTTGGAGCACTAGAAAGTCAGACACTGGGAGAAACACCTTCGCGGTNCAGGCTACAAACAACCCAGCCACAGATGAGATTCGCGAAGAGATGGCGCAGATGAGAACTGAGTTAGGGTTGGTCTTGAAACATGTGAGCGGAGGCGCAGAGAAGGTGAATGCGGTGAACTANTTGGCTAAACCACCACCGCCGACNAATGAGTACTATTGTGAAGAGGACGCGTATGCAGTNAATGATCAGACGGGAGGTTTCCGACCAAACCGCCGAGGTTCATATANGAAAATTGGCGCCAAGGTCANTACAACCGAGAGGGTCAATACGTCCGAGATGGGAACTACAACCGCGACGACAACTNCAACCGGGATAACTATGNTAACAGGAATGATCGGGGTGGGCCNTATGTCCCCCCTCAAAATAGGGAAGTTGCTCCTAGGGACTGTGGAGGTAGTATGGCGCGAGTCGAGGATATGTTGCAAAAATGATGAGGAGGTTTGACGCGAGTGATGAGAATGTCAAGGAGATGAGAGGCGACCTAGCTAACATTGGGCAAAAGGTNGATGCACATGCGGTTTCGATAAAGCATCTTGAATTACAGATGGACCAGCTGTCTACTACTGTGAACCCACGNCAACNTGGCACTCTTCCAAGCAACACCGTCCGAAATCCTAAGAATGATGGGCATTGCATGGCGGTCACTACTCGAGGGGGTAAGCAGACCATTGATCCGCCTATGCCGTCTGCTGTAGAAGGTNATACGAGAAAGGATAACGAGGTGATAGAANCTAGTGGAGAGTTGGNGGATGNAACGGAGAAAGAAGNAGAGNTATCTAAAAAGTGGTCCCCATTCCTAGACCGCCGCCACCATTCCCACAGATATTAGCGAAGAAGACGGAAGATGGTAAATACCGCCGNTTTATCGCTATGTTGAAAAACAACTTTCCATTAATGTTTCGTTGATAGAAGCTCTGGAGCAAATGCCCGGTTATGCTAAGTTTATGAAGGATATGGTNACAAANAAGAGATCGGTGAGTTTTGAGGATGATGATAGAATGCAGCATTGTAGTGCTATTGCTACAAGGTCTCTTGTGCAAAAGAAACGAGATCCCGGTGCTTTCACTATTCCATGTACGATCGGGTTGCTACACTNCGCTAAGGCACTATGTGATCTTGGNGCGAGCATAAATCTCATGCCTCTTTCCATTTACAAGAAGTTGGGTTTGGGTGACCCAAANCCCACTACGATGCGGTTACTGATGGCCGATCGAACGGTGAAGAGGCCCATTGGAATACTCCATGATGTNCTCGTGAAAGTGGAGTCATTCATATTTCCGGCCGATTTTGTGATTCTTGATTGTGAGGTNGATTTTGAGGTTCCCATTATTCTTGGGAGGTCATTCCTTGCCANTGGGCGCGCATTCGTTGATATGAAAAGGGCAGATGAAATTTAGATTGAACAATGAAGAAGCGACTTTCGACATTCGTAGGTCCATGAAGCAGAGCGGTGAGCTACAAACGGTATCTGTCATATCCTACAAGGTTGAGAGTACGTCCGAGGTGCAAATTCGAAGAGAGACTAGGTGTCGAGGCATTAGAAGAAGTAATCATGAATTTTGAGAGTGATGGTATTGAAGAGTATGGTTCTTTGGTNGCTGCACTTGAACGAGGCGANTATCGGTCAAAACCAAAGAAATTGGAGTTAGATATGAAGCATCGTGAGTCTCCACCCGCGAGACCATCTATTGTGGAGGCTCCAAAATTAGAGCTCAAGGATNTACCACCTCATCTGAGGTATGCGTTCTTGGGTAGAGATGACACTTTGCCGGTNATTATTGCAACAGATTTGAATGCGCGACAAGTCGAGTGTTTGGTAGCGGTGCTAAAGAGGTTCAAGCGAGCCATCGGTTGGACTATTGCGAATATTATTAGGATTCCTCCCGGTATTTATTCCCACAAAATCCAACCTCATGCCCGATCATAAGCCTCGTATTGAGCATCAAAGAAGGTTAAATCCGCGTATGAAAGAGGTAGTGAAAAANGAGATNATCAAGTGGTTGGATGCTGGANTCATTTANCCTATTGCGGACAATAGTTGGGTGTGTCCTATTCAGTGTGTGACTAAAAAGTGTGGGATGACTGTNGTNCCTAATAAGAGGAATGAGCTTGTTCCAATGCGGCCGGTGATCGGATAGAGANTTTGTATGGATTACCGGAAGTTGAATGCATGGACANAGAAGGACCATTTNTGCATGCCCTTTATGGATCCGATGTTAGATACGCTTGNANGAAAGGGATGGTATTNCTTTCTTGATGGNTATTCGGGCTATAACGAAATCTCTATTCGCCAGGAGGATCAACAGAAAGCCAACTTCACTTTCCCTTATGGGACGTTCGCGTTCAAAANNATGCCGTTTGGGTTGTGTAATGCACCGGCCACCTTCTAGCGTTGTATGATGTCGATATTCTNTGATATGGTAGAGGACACTATTGAGGTGTTCATGGACGATTTTTCAGTGGTTGGCGACTCTTTTNATCGGTGTTTGAGTAATTTAGTCGAGGTGCTCAAAAGGTGTGAAGATCGCAATTTGGTGCTAAATTGGGAGAAATGCCACTTTATGGTGAAAGAGGGTACAGTGTTGGGCCGTCGCATCTCANAGAAAGGTATAGAGGTTGATCGAGCTAAAGTGCAGGCGATAGAGAGGCTTCCTCCACCCATCTCGGTAAAACGTGTGAGAAGTTTCGTTGGACATGCGGGNTTNTATCGGAGGTTTATTAAGGATTTTTCCAAAATTGCACATCCTTCGTGCAAGTTACTCGAGAAGGAATGTAAATTTTATTTTGATGAATACTTGTCTGAAGCGATTTGGAGAGTTGAAGGANNAGTTNGTGTCCGCGCCCATTATTNTCTCNCCAGATTGGAGTGAGCCATTTGAGGTGATGTGCGATGCTAGTGGGGTTGCACTTGGCGTNGTATTGGGNAAGAGAAGGGATAAAATCNTTCACCACATTTANTACGCGAGTAAATCCCTAAATGAAGCTCAAAAGACCTNTAGTACTGTNACTGAACAAGAGCTTATCGCCGTGGTTTTTGCATTCGAGAAATTTCGCTCNTATTTNCTTTGGATCGAGGGTCATAGTGCATACCGACCATTCTACTTTGAGGTATTTGATCGTCCAAGAAGGACGCGAAACCAAGGTTNATTAGATGAGTATTGCTGTTGCAAGAGTTTGATTTTGANGTNAAAGACCAGAAAGGGGATCGAAAATCAAGTTNTCGNANACAACTTGTCTAGATTGGAGGATGAAGCATTACGCGAGATTNGGTGAAAAGGNTGAAGTTGATGATNAATTCCCGGATGAACATGTATTGGCCGTTTCTCATGACTTGATTCCATGGTTTGCANACTTTGCGAATTATTTAGCAAGCGATGTGGTCCCATCGGATTTGTCCTTCCACCAAAAGAAGAAGTTCATGCATGACGTAAAAAATTTCTTTTGAGATGAGCCATACTTATATCGGAGTTGTGCTGATGGTATTATTCGTCGTTGTGTACCCGAAGTTGAGATGNTGAGTGTTCTGGAGGCATGTCATTCATCGCCCGTGGGTGGGNATCATAGCGGTATTCGGACTGCGCACAAAATTTTGCAGTGTGGGTACTATTGGNCAACCATCCACCAAGATNCTCATGAGTTCGCCAAGNCTCGTGATCGGTGCCAAAGAGAAGGAGGGATTTCGAAGAGGCGACAACTTCCCTTGAATCCTATTNTGGTAATCGAGTTATTTGATGTATGGGANATTGACTTTATGGGCCCNTTTGTGAGTTCNTATGGGATGAAGTATATTCTTGTGGCGGTTGATTATGTATCGAAATGGGTGGAAGCAATTGCGCTTCCNAATAACGAAGGAAAGAGCGTCGCCGCGTTCTTGAAAAAGAATATCTTCTCNAGATTTGGTACCCATAGGGANATTATTAGTNATGGTGGATCTCACTTTTGNAACAAGTTGTTCAAAGCTATTGNCGANAAATACGGTGTTTTCGCCATAACGTATCTACTCCTTACCATCCGCAGACTAGCGGGCAAGTCGAGGTGTCNAATAGAGAAATCAAGCAAATTCTTGCAAAAATTGTGAATGCTAATAGAACGGATTGGTCAAGACGGCTTGATGATTCTCTTTNGNCCTACCATACCGCATACAAGACACCCATAGGTATGTCTCGATACCAACTTGTATATGGGAAATCTTGTCACTTGTCGGTCGAGCTAGAGCGTAAGGNCACGTGGGNGATGAANAAACTGAAGTTGGATTGGGGCGGCACATCGANNACAAAGATTGAATGGNTTGAATGAGCTTGATNAGTTTCGTCTTAAAGGCCTATGAAAGTTCATCCCTNTACAAAGAGAAGATGAAGAAGTACCACGACTAAAGGATTGAAAAGCGAGAATTTGCGGTTGGGGATTTGGTGCTTCTATTCAACTCNAGGCTGCGCTTGTTTCCGGGCAAGCTCAAGTCCAAGTGGACTGGNCCATTCCTCGTCACTAAAGTGTTCCCGCATGGAGCGGTTGAGTCGGAGAATAAGGAAGGCGCGAGGTTCACGGTGAACGGACAGAGGATAAAGATCTATTTCGGGNATGCAGAGAGTGTGCATGAAGTGATTGAGGCNTATCGTCTTGATGAAGTCCGAGTAATTAAGGGNCCTGCGTCGTGCCGCGACGTTAAATCAAGCGCTTCTTGGGAGGCAACCCAAGGTGTTACCCTCTAGCCAACGATAGGTTTTTCTTCATTGTGGAATGGNTTTTNNTATTTTTANTCGTTTTTACTNAGTTTCGTTTTTATTTTCGTGCTAGTGTTGGCTAGAGATTAGTATAGGGTCATGTGTTAAAAGTGTCCAGAAAAACACAAAAGGAATGGCC

>rnd-6_family-764#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

ATGTTGTGAACCGAGCTGGACTTGTAAGGGCCTATGGGCTAGAAGTGGCGAATAGACTAATTTANTTGGGATTATTGGGCCGAGTAAAATATTGGAGTTTTATTTGGGATCCAGGCCCAATTANCAATTGGTTAAAAGGGCGAATGAGTTGGAAAGAAGGGTTTATGCATATTGTGAAANAAATTGTCGGTCCTCTCATCTCTTTCTAGAGTCTAAGCTTCTCATCCCCATTCTTATCTCTATCTTTAGTTACTTGTTATTTCGGTACTTTNCGTTGTAATTCAATAGTTGAGTGTTGTCATTGTAATTTGGATATCAGTGATCATATAATGCTTTAGTATTTTAGTTGAGAATTCGGGTTAACTAC

>rnd-6_family-5502#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

TTAAATGAGACACAAGAAGATTTTATATAAAAGACATTTCAACGAGTGACTANCNNNTTGTNCGAAGTTCGTCGAAACACAAAATGATGCTCTTTCTACTCTTTGTAGCCTTTCCTATCNTTCTTATTTTTCTTCTTCCTAAAGCCAAAAAGAGTGGAAAAAACAATCTGCCACCAGGTCCTATAGGCCTTCCATTCATTGGAAATTTGCATCAATTTGATAGTTTAACCCCTCATATCTATTTTTCGAAACTTTCCAAAAAATATGGAAAAATATTCTCATTGAAACTTGGTTCTACTCCAATAGTTGTAGTTTCTTCAGCAAAATTAGCAAAAGAAGTATTGAAGACACAAGATTTAGCATTTTGTAGTAGACCTTCTCTTCTTGGNCAACAAAAATTGTCTTACAATGGTCGCGATATTGCCTTTNCGCCTTACAATGACTATTGGAGAGAAATGCGAAAAATTTGTGTTCTTCATTTATTTAGTCTAAAAAAAGTACAATCTTTTAGTCCGATTCGTGAAGATGAAGTATCAAGAATGATCAAGAAAATATCTCAACAAGCCGTCGCTTCGCAAATTACAAATTTGAGTAATTTAATGATTTCACTAACGAGTACNATTATTTGTAGAGTTGCTTTTGGTATTAGGTATGATGAAGAAGCACGCGAAAGGAGGAGATTTGATNAACTTTTAGAAGAGNCTGAAGCAATGTTGGCTAGCTTTTTTGTNTCTGATTTTTTTCCTCTCTTTGGATGGATTGATAAACTCACTGGATAAACAAATAGACTTGAGAAGAATTTCAAGGATTTGGATGAGTTTTATGAAGAACTCATTGAGCAACATCTTAATCCCAATAGGCCAAAATCCATGGAAGGAGATATTCTTGATCTTTTGCTCCAATTGAAGAAAGAGAAATCAACACCAATCGATCTCACTTTGGAGGACATAAAGGCTATCGTCATGGTAATGANAATCTACTCTATTTNAGNAGNTCTCAANCGCTCACATAACTCNCAAACGCATTTATTGACACGAACATCGAACACCCTTCGCGAAATTTGTAGCTCCGTTAAAATGTTAGGAATTCGAAGCNTGTGAATTTAGTGTCAATGTTNTTATGCTNCNAATTTTTTTATGTCCTTNCCTTGTAGAATATGTTAGTTGGTGGAACGAACACTAGCGCGGCTGCAGTAGTATGGGCAATGACANCCTTGATAACGAATCCGAANGCCATGAAGAAAGTTCAAGANGAAATCCGAGAATCGGTCGGGAAAAAGTCCATAGTGAATGAAGATGACGTCCAAAATCTTCCNTATTTCAAAGCAGTGATAAAAGAGACATTTAGATTGTATCCACCAGCTCCATTNCTAATACCAAGAGAGACGATGCGAAAATCCGTACTAGAAGGNTATGAAATTAAAGCAAAAACTATAGTTCATGTTAACGTNTGGGCAATTGCAAGGGATCCTGAANTATGGGAAAATCCAGAAGAATTTATACCTGAGAGGTTTTTGAATAGTGATATCGATTTTAAGGGTCAAAATTTTGAGTTGATTCCATTTGGAGCCGGCAGAAGAGGGTGCCCAGGTATNGCACTTGGTGTNGCAACCGTGGAACTTGTACTTTCAAACCTTCTTTATGCNTTTGATTGGGAGTTGCCTTGTGGGATGAANANAGAAGACATTGACACGGATGTTTTGCCCGGACTTACTATGCATAAGAAAAACGACCTTTGTGCCTTGTCCCTAGAAATTATCTCTAGAAGTTAAACAAGAATAAACTCCAACGTTTAAATTAGTTAAATATGTATGTATGNTTTCGTTNATCATCTATGTTTAATATGGTCGTATGGTTTTACGTCTGTTATTTTTCGTTTTAAATTTGTAAT

>rnd-6_family-2269#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TGGAGCTCTTGATTCCGTGGCGCGGATTCTGACTTAGAGGAGTAGACATCGTTTTTCTAGAGATTCATAATGAACATGTACAACCCAAATATGCACGTTCTAAGGTACAAACACGCATTAGCTTNCACAAATAACTTTTTTATATATAAAAAATTGT

>rnd-6_family-1397#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AATTTCTTTNGCATTTTTTAAACATGGAAAAAGGTTACATTTGCCTCCTATT

>rnd-6_family-1722#LTR/Copia ( Recon Family Size = 18 Final Multiple Alignment Size = 17 )

TGGTACATGGAATGTACGAAGACTTTTGGTGTGCGCATATTTTCTTCCTGGAAATTTTTTTTGTACAAAATTTGGAAGATGGTACATGGAATGTACGAGTAGATTTCGTGTGCCCATATTTTCTTCCTGAAAATTTTTTTTGTATAAAATTTACAAAAAAATTAAAATGGTGATGAAAGTTCTTTTCNNTGTTTACCAAGATTAAATAGTAGTGAAGTATTAAGTTTATGTGTTGGCTTAGACCTTCCTCCCCATCGGATGAATTTAATACAAGTCATTACGTATTTAATCGCTAGTTTGATAATTTGTATTAACTCTCCTAAACTGAGTAATATATGATTGGATCAATGCAACTAGAGTGATTTTCACTTGACTTAAANTAACAGTAGACTCTCCATCTGAGTTAGGTCTGTATAAGTTTATGGAGTGAATAATCGGTCATTATATATGTATATTGTATGAGTAGTTCTCCAATCCCAACGATTGGCTATTCAAGATGCATGAATGTATATGTATATCATGAGTTTGAATGTAAATATTCAATGTTATATGACAATGTTATTGATCTATTGTAACTATTTCTTCAATCTCAGATTCAACATGTCTCCTTTTAATCCCATTAGTACTATTTTGGGTCAAAACAAACTAGAGGGTTCTAACTATGTTGACTGGAGGAGAAATCTTGACATTGTGTTAACTGCTGAAGAATATAAGTTTGTGCTTCATGAGGAATGTCCATCGAAACCAAATGATCAGTCTAGTGATGAGGATAAGTTAGCTTATCAGAAATGGCGCAAAGCCGATGAGATGACGCGATGTTACATTATGGCTTCAATGTCAAATGTTTTGCAACATCAACATCAAGCTATGTCGTCTGCTTTTGAAATTCTGGAGAATCTCAAACAAATGTTTGGAGACCAGGGTCGATCAGCTAAGCAGACTGCCATGAGAACTCTCATGAACACTAAGATGGTTGAAGGCACTCCTGTAAGAGACCATGTTCTGAAGATGATAGGTCTTCTGAATGAACTAGAGGTTTTGGGGGCTGAAATTGACAATGACTCCCAAGTTGAGATGATATTGCAGTCTCTGCCTGATAGTTTTCAACAATTTTGCCTAAATTATAATATGAATAAGATGAGTCTATCTTTGGCACAATTGTTGAATGAGCTACAGGCGGCAGAGACCCTTGTCAAAAAACATGCACCATCAATGGCACTTAATGTTGAGAAAGGTTCTACTTCTAAACCGCAAGGTGGACAGAAGAAGAAAAAGTCTCACAAAGCTAAGGCAACTGCACCTCCAACTGGGGGAGTGAAAAAGTCTAAGGGTAAGTGTTTTCATTGCAAGATGTCAGGTCATTGGAAGGCACATTGTCCAGTTTTCTTAGCCAAGAAGAAAAACAAACCAGGTAACTCACTTTCACTTGTCGTTGAAACATTTTTAGCGGCTGTTTCTACCACTTCATGGTGTGTAGATTCAGGAGCCACTGATCATATCTGCACTACTATGCAGGGGTTTCAAGAAACGCGCAAGCTGATTAGAGGTGAAGTTAGCGTTTTTCAAGCAGATGGCTCTGCAGCTCCAGTTTTAGCATTAGGAAATATTACTTTTTCGTTTGATAGTGGTAGAGTTTTAATTTTAAAAGACGTTCTATATGCACCTGCTGTTAGAAGAAATTTGATTTCAGTTTCTAAAGTTTTGAGAGATGGTTATGATGTTAGTTTTTCTGATAACGGTTGTGTTATTAGTTATAATAAACATCTTGTCTCTGCTGGTACATTGATTGATGGTCTTTTTATTATTAATGTCTCTCCAGAACTGCAACAAATCGTAGAATTGAATAATGTTAACCTTTCAAGTAAAAGAAAACGTTCTTCTGATTTTAATGAGACTTATCTATGGCACTTGCGTCTATGTCATATAAATCTAGATAGGATTTCAAGGTTGGTTCGGGATGGACCTTTAGGTTCATTAAAGGTGGAGGCACTACCTACATGTGAATCTTGTTTAGAAGGAAAAATGACTAAGAGACATTTACCCTCAAAAGGAAACAGAGTCAATGATGAACTAGAGTGAATTCGTTCTTCTTTGTGTGGCCCAATGAACATTCAAGCGAGATGTGGGTATGAGTGCTTCGTGACTTTCACTGATGACTACTCACTAATATGCAAATATTTGTTTGTTGCGCCGCAAGTCTGGATGCTTTGAGAAATTCAAAGAGCTTAAGGCTGAATCGGAGAAACAACATGGAAAATATATCAATTAATTGCGGTCTCATCGTGGTGGAGAATACCTCTCCAATGAGTTCATTACTTACTTATTAGAGTGATGAATTACATCTCAAACGTGTGCACCTAGAATGCCACACAAAAATGGCTTAGCAGAAAGAAGAAATAGAACTCTTTAAGAAATGGTTAGATAAATAATGAGTTTCTCTATTTGCCTTATTCATTTTGGGGATATGCCTTAGAAACTGCAAATTACATTTCTGAACTTAGTTCCTTCTAAATCTGTTCCTTTGACACCCATTGAACTGTGGACTGGGCACAAACCTAGTTTGAAACGTATTCGAGTTTGGGGATTGTCCANCACATGTNCTGAAAGGGAAGGTAGAAAAATTNAAACCTAAAACAGAAGTATGTGATTTTATTGGATACCCTAAAGGAACGAAAGGTGGTATGTTTTATAATCCTAAAGAAAAGAAGGTCATTGTGACTACCAATGCCAAGTTTCTGGAAACGGATTTTTTAACAAACCATATTCCTAGAAGTAAACTAGTTTTACAGGAATTGAGCAAAGAGAAAACAAATCAATCTACTGAAAATAATGAAAACCAAATTCAAACCCCACATGTTAGAGTTAACATACCATTGCATTATAATAGTGGGAGAGATGTTAACAAACATAAAATTCCGCAAGTACAAGATCTTGAAAATTCATTGCATCAAGGTAGTGGGAGTAATAGTGAGCAGATTGTATTAGAGGAAGAAGTTGTTGATATCTCTGCATCGCAAGATACTGAAGATAACATGGAAACTCAAGATCCTAAAAATGATGTGGTTCCACCACAAGATCATAATAATGCAAATCTCTCTGAACCTGCCCCTGCAACTGTAGTGTCTCGTCGTAGTGGGAGAGTGATAAGAAAACCACTTCGGTATGCACTCTTGGGAGAGTCTTTTGACAGAATCCCTAAAGATTCGAATACCAAACATGTGAATTACGACGAATCACTACAAGGTAAAGAT

>rnd-6_family-5883#DNA/MULE-MuDR ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AGGGGTCGTTTGGTAGAGTGTATAAGAATAGTACTGAATAGGATGTATTAGTAATACTGGGATTAGTTATGCTGGGATTATTTCTTATCCACTGTTTGGTTTGGTGTATTAAGGGCAGTTNTGTCTTTAACCATGCTTATCCATGTATTAATAACCCTNTATTGCTAATACCATGGTTTGCTATGTATTAGTTATACACCCTATAATATTGAATAAGGCGTA

>rnd-6_family-3062#DNA/Harbinger ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TTATTATTATATATAATTTAATTAATTAAATNTCTAATATTCGTAATTCTTTTTTAAATATAATACAACATTTTTAAAAAAATATATTATTTAATATATACTACTTTCGTTTCGAATTAACAGTATTTCAATTTTTTTCTAATTTTCGTCAACTTTAAGANATAATTTGATNTTATTATTAATTTTCACTATGAAGAATACACAAAATTAAAATGATAAGATGAAAATTTAATTTNAAAATACAATACACGATACGATAATTTAAATACAAGATAACGATACAATACATAACATAATAATTTAAATACAAGATAACAATANAATACAATACATAACATAATAATTTAAATACAAGATAAAATACAATACATAACATAATAATTAATTNATCACAACAATAATTTAGTAATCCGGTAGGTCGTTTTCAGATTTAGCANTATTCGGAAAAAANTAGTGTATGATCTAGAGAATTGTTGGATTGTGGTTGTGATTGCGGTTGTGCTTGTCGATTTCTTTTTTCAATTATTCGTAGTTGTTCTCGTCGCACGTAATNACGAACATTTGGATCACTAATAGTTTCTAAATTTTTATTANAATTTTATTTTCGTCTCTAAATTCCTTGACTTTGATATATCTATCTAGCCTTTCGTCGTCTCGTTGTTCGGATGTAGCAGACTCTNATAACATCTTTTCAAGTCGATTATTTTTTATTTCGAAAAATTTCGTAGTTGACGAAAGACCTTCATCTTTTGATCTCTTTAATTTTGATTTCTTCACCCCAATAGATCGTTCATATGAAGTGTGATGACCTGAAAAAATTCTCATTTGGATCGAGTGAAGAGCGATGATCCGAAGTTAGGAGATGATACTATAGGTTATATAGGACTAGGAGCCTCGGATTCCGATGATTGCAAAGTAAAGTCTTGTCCTAAATGGTCTACAATTTTTTCAAANTATTCGCGATTCTCATTNCCAAAAA

>rnd-6_family-673#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

GATAGGGGTGGGCGTTCGGTATTCGGTTCGAGATTTCTAAATTTCGAGTTCGGTAATTCAGTAATTGATAGTTAAAAGTAGATATCAAATATTAAATTTAATTTAAATTTCGGTTCGGTAATCGGTAAATCAAACTTCGATTCGGTACGGTATTCGATAATACCGTATTGAAGTTGTAGTCGATTGTATTACAAAGTTAATATTATTNCTCCAATTATTTTTATTTTTTTTGNAGATGCACGATATAATAGAAGATCAACAAGTAAGAAGACATCAAGAAAAACGAATTGATACAACTAAAAGACATATGTATTTGGGTTGTTTATGTTTANTCTTTAACTTTCTCTTTGNACTTGTACTAATGAGTTAAGAACTTGTTGATATATGACCTTCATTAAGTAAATAATTCGGTATTCGGAAAATANCNAATACCAAATGATACTAATGTCTCATACCAAGTCCAAACTCGAATATCATAATTCTAAAATTTTACTCCCGAATACCATACCGAATATCGAATTATCAAATTAACAAAAAAAATNGATTCAATTTTCGATATTTCGTATATAGT

>rnd-6_family-712#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

TTTAGTCTGAATNNTTTAGTTTTCCCAACGCACTCGTTANACATTTAAAACANANTAAAACGTTGAATTGAGCAAGATAANANNTTGAGCCAAATTCTTAATGTTTTCACACNTGCGCTTCAGATCCTGAATCGGTGCAAACAAGGTCGCCCCCCCCTGCTCCTTCACTGCCCACACACAAAATCTCGAANACCCTTTCCGTTGCGAGNTTCGATAGTNGCAANANAGAGGTTTACTNCANTTGAGTATGTNTATATACCCAACAAGGTCATTNCNTTGNTTTNTTNTCCTCCTTCNAGATGCATTTATATGTNTACACACCTAACGAAGTCATTNANACTGCTTGTTGACNNGAANTANANTNAATTAAAANCANCTTACATTTTTNNTNTTTTTTGAACGATNTTGTCGTTCACTTTCNTAATTATNTTATTATTTTAGGATTCGGAGANTTNAGGATNCCGGCCATNCATCNCCATCCGGCAAGTAAAANTGCAATCCACTAATTCNGGTGCTCCGATTTTTAAAAAATTCGGACTTCGAGAAGTNTCTTAGTCGTAACTTNCACATAATTAATTNACGTATTTTGTTCCGACCCGAATATANTNACGTTAGCTATCTAAATTCTTTAATTTTCTTAAGGCACTCATTANATATTTTTANAAATATTAATGTTGAATTGAGCAACATAAAAAGTTGACCCAAATTCTTAATTTTGTCATACTTACGCTTCAAATCCCGAATCACCGNTGCAATAAAGTCGTCNCCCCTTCAACTCTCCACATGAGTATGCATAAAATNCCAAAAAAGCTCCTTCTTTTCATTGCTTCAATAGTAGCAAGAAAGAGCTTTTACTTCACTTGAGTACGTCTATATACCCAACAAAGTCATTTCGTCGNNCACTTTCATAATTATGTTAATATTTTAGGAATNCGCAAAGTTGAGGATGCCGGCCATTCCGAATTCCATCCGGAAAGTAAAAGCGTATTCACTAATTCAGGTACTCCGATTTAAAAAATTCAAACTTCGAGAAGTTTCTTAGCCATAACTTTCATATAATTAATTCAAATATTTTGTTTGACCGAATCTTATAACTTTAGCCTAAATTATTTTATTTTCTAAANCGTATTCATTATATATTTNAAAAAAATATTAATGTTNAATNTTTGCAACATAAAAAGTTGATCAANATTCATAAATTTGTCATACATACGCTTCGAATCCTGAATCACTATAAATAAAGTCGTCCCCCTTTCGTTCTCCACGCACAAAATCTCAAAAGCTCGTTCTTTTGAGTGCTTCGATAGTAGCAANAAAGAGCTTTACTTCANTTAAGTTTGTCAATACACCCAACAAAGTCAATTCTTTCATTTCTTTTCCTCCGTTTAGATGCATTTATAAGTGTATATACCTAAAAAAGTCATTTATACCGCTTGATGACTCGAANTACACTCAATTAAACACAATACACTTTTTCTTTTTTTTGACGATTTTATCGTTCACTTTCATAGTTATGTTATTATTTTATGATTCGGAGAGTTNAGGATGCCGACCATTCATTCCCATCCGGCAAGTAAAAGGCTATTCANTAATTCGGGTACTCCNATCTAAAAAATTAAAACTTCGAGAAGTTTCTTAGCCATAACATTCANATAATTAATTNTAATATTTTGTTTGACCGAATATAATAACTTTAGTCTAAATTNTTTAGTTTTCTTAACGCATTCGTTAAATATTTTNAAAAATATTAACGTTGAATTGAGCAACATAACATGTTGACNCAAATTCTTAATTTTTTCATACTTACGCTTCAAATCCTGAATCACTATAAATAAANTCGTCCCCCTTTCACTCTCCACGCATAAAATCTCAAAAGCTCTTTCTTTTGAGAGCTTCGATAGTAGCAAGAAAGAGCTTTACTTCACTTGAGTATGTCTATATACCCAACAANGTCANTTCTTTCATTTCTTTTCCTCCTTTTAGATGCATTTATATGTCTATATACCTAACAAAGTCATTAAAACCGCTTGTTGACTCGAAATATATTCAATTAAAANCAATACACTTTTTCATGTTTTTGACGATTTTATCGTTCACTTTCTTAATTATGTTATTATTTTAGGATTCGGAGATTTGAGGATGCCGACCATACATTCCCATCCGGCAAGTAAAAGTGTATTAACTAATTCGGTACTCCGATTTAAAAAATTCAAACTTCGAGAAGTGTCTTAGCCGTAATTTTCACATAATTAATTCGAATATTTTGTTTGACCGAATCTAATAACTTTAGTCTAAATTCTTTAGTTTTCTTAACGCATTCATTATATATTTTTAAAAAATATTAATGTTGAATTGAGCAANATAAAATGTTGACCCAAATTCTTAATTTTNTCATACTTACGCTTCAAATCCCGAATCACTATAAATAAAGTCGTCCCCCTTTCACTCTCCACGCGTAAAATCTCAAAAGCTCTTTCTTTTGAGAGCTTCAATAGTAGCAAGAAAGAGCTTTACTTCACTTGAGTATGTCTATATACCCAANAAAGTCATTTCTTTTCCTCCTTTTAGACGCATTTATATGTCTATATACCTAAAAAAGTCATTTATACTGCTTGTTGACTCGAAATACATTCAATTAAAAACAATACACTTTTTCATNTTTTTGACGATTTTATCGTTCACTTTCTTAATTACGTTATTATTTTAGGATTCGGANATTTGAGGATGCCGGCCATACATTCCCATCCGGCAAGTAAAAGTGTATTAACTAATTCGGGTACTCCGATTTAAAAAATTCAAACTTCGAGAAGTGTCTTAGCCGTAATTTTCACATAATTAATTCAAATATTTTGTTTGACCGAATCTAATAACTTTAGTCTAAATTCATTAATTTTCTTAACGCATTCATTATATATTTTAAAAAATATTAATGTTGAATTGAGCAACATAAAATGTTGACCCAAATTCTTAATTTTGTCATACTTACGCTTCAAATCCTGAATCACTATAAATAAATTCCTCCCCCTTTCACTCTCCACGCACAAAATCTCAAAAGCTCTTTCTTTTGAGAGCTTCAATAGTAGCAAGAAAGAGCTTTACTTCACTTGAGTATGTCTATATACCCAACAAGGTCATTTCTTTCATTTCTTTTCCTCCTTTTAGATGCATTTATATGTCTATATACCNAACAAAGTCATTAAAACTGCTTGTTGACTCGAAATACATTCAATTAAAAACAATACACTTTTTCATNTTTTTGACGATTTTATCGTTCACTTTCTTAATTATGTTATTATTTTAGGATTCGGAGATTTGAGGATGCCGGCCATACATTCCCATCCGGCAAGTAAAAGTGTATTCACTAATTCGGGTACTCCGATTTAAAAAATTCAAACTTCGAGAAGTGTCTTAGCCGTAATTTTCACATAATTAATTCGAATATTTTGTTTGACCGAATCTAATAACTTTAGTCTAAATTCTTTAATTTTCTTAACGCATTCATTATATATTTTNAAAAATATTAATGTTGAATTGAGCAACATAAAAAGTTGACCCAAATTCTTAATTTTTTCATACTTACGCTTCAAATCCTGAATCACTATAAATAAAGTCGTCCCCCTTTCACTCTCCACACATAAAATCTCAAAAGCTCTTTCTTTTGAGAGCTTCAATAGTAGCAAGAAAGAGCTTTACTTCACTTGAGTATGTCTATATACCCAACAAAGTCATTTNTTTCATTTCTTTNCCTCCTTTTAGATGCATTTATATGTCTATATACCTAACAAAGTCGTTTATACTGCTTGTTGACTCGAATTACATTCAATTAAAAACAATACACTTTTTCTTTTTTTGACGATTTTGTCGTTCACTTTCGTAATTATGTTATTATTTTAGGATTCGGAAAGTTGAGGATGCCGGCCATTCATTCCCATCCGGCAAGTAAAAGGGTATTCACTAATTCGGGTACTCCAATTTAAAAAATTCAAACTTCGAGAAGTTTCTTAGCCATAACTTTCATATAATTAATTCAAATATTTTGTTTGACCGAATCTAATAACTTTAGTCTAAATTCTTTAATTTTCTTAACGCATTCATTAAATATTTAAAAAATATTAATGTTGAATTGAGCAACATAAAATGTTGACCCAAATTCTTAATTTTNTCATACTTACGCTTCAAATCCTGAATCACTATAAATAAANTCCCCCCCCTTTCACTCTCCACGCACAAAATCTCAAAAGCTCTTTCTTTTGAGAGCTTCAATAGTAGCAAGAAAGAGCTTTACTTCACTTGAGTATGTCTATATACCCAACAAAGTCATTTCTTTNATTTCTTTCCCTCCTTTTAGATGCATTTATATGTNTATATACCTAACAAAGTCATTAAAACTGCTTGTTGACTCGAANTACATTCAATTAAAAACAATACGCTTTTTCGTTTTTTTGACGATTTTGTCGTTCACTTTCNTAATTATGTTATTATTTTAGGATTCGGAGAGTTGAGGATGCCGGCCATTCATTCCCATCCGGCAAGTAAAAGGGTATTCACTAATTCGGGTACTCCGATTTAAAAAATTCAAACTTCGAGAAGTTTCTTAGCCGTAACTTTCGTATAATTAATTCGAATATTTTGTTTGACCGAATCTAATAACTTTAGTCTAAATTCTTTAATTTTCTTAACGCATTCATTATATATTTAAAAAAATATTAATGTTGAATTGAGCAACATAAAAAGTTGACCCAAATTCTTAATTTTGTCATACNTACGCTTCAAATCCTGAATCACTATAAATAAAGTCGTCCCCCTTTCACTCTCCACACATAAAATCTCAAAAGCTCTTTNTTTTGAGAGCTTCAATAGTAGCAAGAAAGAGCTTTACTTCACTTGAGTATGTCTATATACCTAACANAGTCATTTCTTTTCCTCCTTTAAGATGCATTTATATGTCTATATACCTAACAAAGTCATTNAAACTGCTTGTTGACTCGAANTACATTAAATTAAAAACGACACACTTTTTCCTTTTTTGACGATTTTGTCGTTCACTTTCNTAATTATGTTATTATTTTAGGATTCGGAGAGTTGAGGATGCCGGCCATTCATTNCCATCCGGCAAGTAAAAGGGTATTCACTAATTCGGGTACTNCGATTTAAAAAATTCAAACTTCGAGAAGTNTCTTAGCCGTAACTTTCATATAATTAATTCAAATATTTTGTTTGACCGAATCTAATAACTTTANTCTAAATTCTTTAATTTTCTTAACGNATTCATTANATATTTTTAAAAAATATTAATGTTGAATTGAGCAACATAAAANGTTGACCCAAATTCTTAATTTTGTCATACTTACGCTTCAAATCCCGAATCACTATAAATAAAGTCGTCCCCCTTTCACTCTCCACACACAAAATCTCAAAAGCTCTTTCTTTTGAGAGCTTCAATAGTAGCAAGAAAGAGCTTTACTTCACTTGAGTNTGTCNATATACCCANCAAAGTCATTTCTTTCATTTCNTTTCCTCCTTTTAGATGCATTTATATGTCTATATACCTAACAAAGTCATTTATACTGCTTGTTGACTCGAAATACATTCAATTAAAAACAATACACTTTTTCNTTTTTTTGACGATTTTATCGTTCACTTTCATAATTATGTTATTATTTTAGGATTCGGAGAGTTGAGGATGCCGACCTTTCATTCCCATCCGGCAAGTAAAAGGGTATTCACTAATTCAGGTACTCCGATTTAAAAAATTCAAACTTCGAGAAGTTTCTTAGCCGTAACTTTCATATAATTAATTCAAATATTTTGTTTGACCGAATCTAATAACTTTAGTCTAAATTCTTTAATTTTCTTAACGCATTCGTTANACATTTTAAAAAATATTAATGTCGAATTGAGCAACATAAAATGTTGACCCAAATTCTTAATTTTGTCATACTTACGCTTCAAATCCAGAATCATTAANAAATAAAGTCGTCCCCCTTTCGCTCTCCACACGCAAAATCTCAAAAGGCTCTTGTTTTAAGAGCTCTTTCTTTCGAGAGCTTCAATAGTAGNAAGAAAGNNNAGCTTTACTTCANTTGAGTATGTCTATATCCCAANAAGGCGNNTCATTTCTTTCATTTCTTTTCGNCTCCTTNTTTTAGATGCATTTATTCGTCTATANNTACCTAACANAAGTCATTCGATACTGCTTGTTGACTCGAANTATATTCAATTAAAAACAATACACTTTTTCCGNCGATTTTTCGACGATTTTATCGTTNACTTTCTTAATTATGTTNTTATTTTAGGATTCGGANATTCGAGGATNCCGGCGACCTTTCGTTCCCATCCGNCAAGTAAAAGTGTATTNACTAATACGGGTAGTCAGATTTTAAAAAATTCGAACTTCGAGGAGTGTCTTAGCNGTAATTTTCNCGTAATTAATACGAATATTTTGTTTNACCGAATCNANTAANNCTAGTCTNAATTCNTTAATTTTCNTAACACGTTCATTGTACATTTNAAAAAATATTCGTGTTCGAACGTGAACANCATAAAAAGTCGACCCAAATTCTTAATTTTGTCATACTTACGCTTCAAATCCAGAATCACTATAAATAAAGTCGTCCCCCTTTCGCTCTNCACACATAAAATCTCAAAAGCTCTTTCTTTTGAGAGCTTCAATAGTAGCAAGAAAGAGCTTANNCTTCACTTNAGTNATGTNTATATACCCAACAAAGTCAACTATTTCATTTCTTTTCCTCCTTNNCCAGNTNCGTTTATATGCGTTGANTCGAATATATNACCTAANAANAGTNCATTTGNTACTGCTTGTTGACGNTCGAATTATCGTTCAATTNGACAAANNACACCATTTTTCTTTTTTAGGATTCGGAGATTTGACGATTCCGGCCATTCACTCCCATNGTTATGTTATTATTTTANGATCCGGAGAGTATGAGGGTGCCGGCCACTCATTCGCGTCCGNCCGGCAAATAGGNNGTTCATCAACTTCGGGNAGCTCCTATCTAAGAAGTAAAAAACTTAGGGAAGTTTCTCAGCCGTAACTAATTCTCGTAATTAATTATAAATATTTTGTTTTACCGAATCAATTAAAGTTAGTCTGAATTCATTAATTTTTCATAACGCACTTCGTTGTACATTTTAAAAAACGTATTAATGTTGAATTGAGCATCATAAAAAGTTGAGCCAAATTCTTAATTTTGACATACTTACGCGTTCTAATCCAGAATCACTAAAAAAAAGTCATCCCCCCCCCTTTCACTCTCCACGCATAAAATCTCAAAAGATCTTTGTTTCGAGAGCTTCGATAGTATCAAGAAAGAGCTTAACTGCACTTGAGTATGTATATATACCCAACAAAGTCGTCTCTTTTATTTCTTTTCCTCCTTTTAGATGCATTTATTTCGTCTATATACCTAACAAAGTCATTTGATAATGCTTGTTGACTCGAAATTATAGTCAAGTAATAACAATACACTTTTTCATATTTTTGACGATTTTCTCGTTCACTTTCTTAATTCTTTTATTATTTAAGGATTCAGAGATTTCTGTATGCAGGCCTTATATTCCCATCAGGCAAGTAAAAGTGTATTCACTAATTCGGTACTCCGATTTAAAAAATTCAAACTTCGACGGAAGTGCGCTTAGCCGTAATTTTCACATAATTGATTCGAATATTTTGTTTGACTGAAATCTANTAGCTTTAGTCTAAGTTCTTTNATTTTCTNAACGCATTCATTACATATTTNGAAAAATATTAATGTTGCATTGAGGAACATAAAATGTTGACCCAAATTCTTAATTTTTTACATGCTAACGCTTCAAATAGTGAATCGCAATAACAAAAGTCGTCCCCCTTTCACTCTCCGCACGTAAAATCTCAAAAGCTCTTTCTT

>rnd-6_family-1298#DNA/Harbinger ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

TTTTGTACATTTTGTAACAAGATAAACGATGATTGTGCTTATGCATCTCTTAAGATTCAGTAAATAGTTTGATGTGATATGAAAGTTTCATCCTAAATTAGAATTTTATTCTATATAAATTAATTTTTTTGTTGGACACTAATTTAAAAAGATTCTATTTCTAAGGAAAATGTTAACTCGAGAGATGTAAAATTATAAACATGCTTATATTTTAGCATTCAAATCTAATTAGATAATCATAATACAGAGATGTTTATTCAAACATTCATGAACAATTTATCATTTAATTATCCATTCAAACTTTGATATCTTAGATATAATAATCATAAAAATTAAAATGAGACGTCAAACATGTTACAGTACTTCTAATACTACTTCTACTAGTACTATTATCTATATGTAATTAAATTACTACTTTACTTTTATTAGTATTTATGTCACTATAGGCCAATTCGTTTAGTTCAAATACATAAATGAGGGTTCACATATACTATTTAATTTTAATTTTGATTGAGATATAGTTAAATGTTGTCATTGTTGTTATGCGACTTAGATTTTTATCTGGAGGATTTTTTCGTCATTCTTCCATAATATAACTAATATTTAAAAATTTATTACCAAACAAAACAAAGGATTTGTGTACATGTCATACTAGAAAAAAATTAAAAACCTTATAATAAGTATATTAAAGAGTACAGGATATTTTTCAAGCTTACCAATGAGTCACCTTTTTGTGGTGCAATAGAAGATAGAGGAACTGCCATTATTGCGTCTATACGATCAACTTTGCGATGCTTATCCATTTTCTAGAAGAAAATATGAAATAAAAAAGTTATTACCGAATAGATCAAAAAATTTATGTACATATCTTAATTGAAAAAAACTAAACACCTTATAATAATTATGTTAAACAATCGAGAAAATTTTCCGAAGCTTACCAATGAGACACCACCTTGTGGTGCAATAAAAGATATGGGGATAGCCATTATTGCATTTCTGCGATCAACTTCATGGTGCCTGTCCATTCTATAGTAGAAAATACGAAATTAATCGAAGTTGTAATAGAATATCAAAGATAAAGAAATAGTTGTTTTTCCATAGGTCTTATGATTTCGATAACAAGTGAAATGATTTTCTTGAGAAACTNAAACTTCTTGTAAAGANATTATAGCATTTTCAATGGTCACGCAAACTAATTTATATTTTAATATATTTATTTATAACGTAGTTTTCGAGGAGAGTAATAATAGTAAGTCGAGTGCTCTATTTTAATTCATAGTTTGTTCAATTTTCATCAAATTTTCCGTGTTTAGTTAGTAGGCATTTAGATGAAAATTGGATAAGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCGAGGATACGAAAGGACTAATGAAATATTCACGGAATGTGAACATGATGATATAATTACTAATTATATTGACCACGGTCAATTTTATTAAAGAGTACTCGAACAAAATTAAAGTTTACTACGACTCATTTTTAATGTTACCTTTTCATTGAACAAAATAAAATTCGAACAATAAATATTGTATTTTTTTAGAATAACTTTTTTATAGTGTATTGTTTTTTTTTGTTTTGTCCTGAACTTTTTCTTATTTGGTATGATTGTAAAAATAAAGAATTGGGATACGTTTNATAGTTTTCATAACTTACGGGAGTTTTATATTTATGAGCCCAAAAAACAATTTAAAAATTCAAATTTCATGTAGAGATAAAGCTTGAACTTGATTTCGTATTATCATTTCATCTCACATGGTTGTTAATTAATCTAATATTTATTGTATGGGTATAAAGGGTTCAAAAGACTTTCATACGTGGTGAGTTTAATTAAGGATATATGTTTTATTTCCTTCATAACCACACGGGTTTTGTACCGAGGTCATACCATAGTAATTTTCTAAGTAATGTATGGTTTGAATTTGAAAAAAATATTTTTATATTTTTAATACTTGAAAACAAATTCACTCTNAAAAATAAAAACATTCTTCACGCATCGTAGGCATCAATTCTATAATAACTGTTCATTGTGTTATGAATTTTTTCTTGGTATATTTTAGAATACTCATAATCCCTTTTGGTTTAGAAAACCTTTTGTCCAAATAGATTTGGAANNGAATATATTNTCCTTCTTGGATTTGGAGAACCTTTTCCTTATAGGTTTGGGACAACTAAAATTTATATATAGAGATACAGTTGGGGATTATAAAAGCATGGTACACGACAAAATATAGTCCTAAAGGCTTGAGAAAATTGTATGGAAAACACTTCTTCTTTTCTTTCATAGTGAAAAATCCCCTTGCTTTCTTCTTNGAGGATTAGGCCGCCTTGAACTTCGTTAAATCCTTATATTATTTTTTGTTCCCAGTTATTTTTTTGTGGTTGTGTTCTACTTAGTCCACGATATTCTCACAAAAATAAATAATGTTATATGGATTTAAATTATCTTGAAAAACTTATCATTGGTTACATGAATGTAGGGCTTAACCAAGAAATGGCACAATTGTAAAATAGAACTTAGGCTTATTAAATAACCTTTAAAAGTATTATTTAAAATACTATTAGTCATATAC

>rnd-6_family-370#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 17 )

CACTTCTTGTCATTCTCAACATCGTGGGAGTNAATTGGACGATGCNAAAGTNNGGACCAANCAATGGAGCTGCCGCAAGGCTGGCGCTTNAACGGGAATAGGAAAGGCAAGGCTGCAAACATGGAACTCNATCCCTTCAGCNATCTGGTGGACCATTTGGAAGGAAGGAACGCAAGAATTTTTGAAAGCAAAANTGAATCTGTAATTAGCGTTAAGTACAGATGTATCTCCTTTACTTTTTTGGGTGTAACATGGCTATTGCAAATGATATAGAGGCCATGNTAGACTTCTTGAGCTCNTTACACTTTATGCAGCGATGAGCTNCCCCCTCAGTAGTTTCTCTACAGCGCTTTCTTGTTGCTGGATTTTCAATAGAAGTAACCTTTAACAATCA

>rnd-6_family-2238#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

CATTTGAATTTTGTCCCTATTTTTTTAAAAGTTGTGCAAATATAACCCTTGAGAAATTATCCTTTCANACAACATTAGACTCGAATCTAATATTTGCTCATATATTGTTCAACCTTACGGATAAAATATTAAATTATCGTCTAACGTTTCANTAACTTACAAAATTTTAGATCGTAATCTAACGTTTTCTCATAAGATTTTAATTTNCTCAAAAAAAATCTTTTAGACCGTGATCTAAAAGGTTCATAAGTTGCAAGAAAAATAAAAAGTAATCATTTACTAAACAATTATCCCA

>rnd-6_family-3936#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

TGAGTGATTTTATAATTTTAAAAATAATATTAAAAAATAATCGATAATTTCATAAACATAAATAACNATTCAAGGAATTAACTCAAAGACTCCCCGAATGNAAAGGCATTACTCATTTACTTAGANAGAGAATTAATTGGTTATCTTGAAAATAATAATTACTCCTATTACTCTAGAAATATTCTCATATTTTGTATTNGAAAATCAATTTAATTTAAATAAAANTATATATCTTAAAATATTAATCANAATTAATATAATTTGATTCTCAAAACACAAAAGAAAAGAACCGAGGGGCCATACTTAGTAAGCGTTTGATCGTATACATTATTATTTTTTNCGTTATCTCTTCCGTCACTGCAAAGAATTACGAGGTGAATTCTAGATGAAAGNNAGGTGAAATTAAGATTAAAANTACGACTATAACTTTATTAGTCTATTATTTACAACTCGATTTAGAAAANATCTCTTGGATTGTAATGTAATGTTTGAAATATGAAAGCCAAGACTTTGAGATTCTCCAAATGGAAAAAAAAAATTACACAATTACTTAGAGTTTGTTAGAATTTTAAACTTCAATACAAGAAAAAAATACGACNTTCTTGCTGAAACAAATTCCTCACTCAGATAACTCTGTACAACCCTCTAAATTACTGTTCACTAGGTTATGAACCGTTAGAAAAAAAAGTATAAAGTTTTGATGATAGTTAANATTTCAAGTGGGCCCATAAGAAGTTGAATTTTCACTTTAAGCATAGACAATAAATCATGAAACGAGATTAAAAGCATCGTTAATTTTNTACATGTCTTAGTAGGAAGAGTTTCTCAATATAAGGAGTTATTTAGCTACATGTTGGATTACTCGAAGAAATTATTATTTGCATTTGAATTTTAGAGCTGAAAATTTCAGAATTGTCGAATTGAGTAATGATATATATGACAANATATTTGACTACGGTTTGATAGAAGTGAGGAACAAATTAGCATTGTTAGATTTGTTACGAATATTTATACGATNAAAATGATTTGTGTAGTGNAAAAATATATTTGAAATAANAGTTCGGACTTAATTTTTAATTTTAATGTAGAAAGCCTCTNCTCGTGCTAAAAAAAATTCATCACTTGTCANAAATTAAAGTTTGGACTTGTGACCTCTTTTTTAAAAAATAAAATAAAATGATTTGCTTGGTATTTAATTCTATAAAGTTAATAACATTGTTTTTGTCTCTTTTTTTTCG

>rnd-6_family-6097#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AATAAAAAGAAGAATTTCAAGAAAATTAATAACTTTCAAATAATCTATCGTTGCACCAACGAGAGGAATCCAATTTAATTCATGTTTTTCCTTTCAAACCTATATGCCATAATGGTAATCATTATCCAATAACGACAATTGATATAACCAATCACTGNCAGCAACTTGCTGCCCCAATCTTTTTCCATAACTTCCATCCCATAATTTCCGCTTAAATCATCCAACAATATATAATTGCTAGTAATAAAAAATCTAGCTCAAAATCTCAATTCACTTTAACCATTAACTTAACAATCAATTGGTAATGACTACATAATGATTATTCCAGAAACAAAATAATCGAAGTCTACCCGCTGTAGTTATATATATGATCGACGAGCATATACATTCCAATAAAAAATTTNCTTATTCTCCTTTCTCAATCTACCGNNNNNCNNNNNNNNAAATGATTATAATAATAATTATTATTATTTAACGCATTTTGACCTCTAAGCATAGCATATTCACAAATACACAAATTAATGCAGGATTCGAACTTACCTCGACGAAAGATTAAGCGGTTCCCATGCCGACCGTCGTTTCCCGGGTAATTTCTTTTCCTTTCTTTTCTTNNNTTGTTNTAAATCGATAAACCCTANTAACTTATTTTANCATATTGATAAAATAGTATAGGGTATTAAATAAATTATGGNATTGACCCATTAACCATCAACTAAATAAATAAATTATTAAATATATACAAACCAATTAAATAATCGTAGTTATCGAATAGTTTAAAATTTTCAAATCAACTTCACCGACTAATCANAAATGACTCGGGACAACTATCGAGAGGGGTAAAACGGTAATTTTATAAAAAAAATTCAAAAATGACCTTNCGGGTCATTACA

>rnd-6_family-337#Unknown ( Recon Family Size = 21 Final Multiple Alignment Size = 17 )

CGGTTAATAGTATCATTCAAATAGAAGAAATCAAGAAAACATTGTTTTATTTTCTTACATTTTCTTCGCTAACACTCACATTATTTATTCTTTTAAACTCCTTTTGCACTCTCTTCTTNAAATTTTTGATAAGTTAGAGTAATACTCTGTCAAAAATATGAATCAATAGTCGAAAAATGTTGAACAAAGTGAATTGCAAATTATTTTTTTATTTCTTCTTAAATTTTCAANTATTAAAACAATCATATTAAAGTGCGAAGATACCAAATTATCAATTTCTTGAATCAGATTCTCTTATTTTTACGTTGTTTATCAACTCGTTANTTATATGATTGTGTTAACAATTCATATAATGATTGTCTCGGTAAAAGATGTTTTTCAACGTTGAATTGATAAAATCTTATCTAAAATTAATAATTAAAAAAAAGTATTTGAANAAATCATTTATAAAAAGTATATTAAGTAATAATTTGCATCTAAAATTTTTTTTAAAAAAAACAAATAAATATAGATAAANTTTATTNAAANATTTTAGGCCTCCAATTAACTAATTTCGTTTTAGGCCTCGAATTATGTTGAG

>rnd-6_family-4778#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AAGGGATAGTTATCAATATATATCATTCGGCCATCTAATTTATCAAACATGGTCGAAGTATACACTACATATACACTCGATTGTATATGGTGCGTATATGTTATGTATATATGTATATTATATGTATNTATAAAGTATACACTACCTATACACTGTGTACATATTTTGTAAACTAGATGACCCAAAGGTATTGGGCTGTAATTTTCTCGA

>rnd-6_family-3560#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 17 )

TTGTATAAACCTTGGGACTTGTACATGATCTATGTGTTGTATATTTACATGANATTTTGAGGGCTGATTTGGTCATGTCACCATGGGTTGTAATATAAGTATGGCTATACGTTTTTATCTTTTTGGGGTGTGTAAACCCANGTCTTGTAATATAATAATTTACTATATGTTTTGAAAGTTTTTGTGAAGCATGAACCGGCTGATTTTGCTACNCGNAAGTTGGTAATATTCTTGTTATTTCGTCCTTAAATGTGAGGATAATATATGCATGAAAAGCTCGTCGGTTATTTGCTTAACAGATTTTGGGAGGATTTTTCGTCGTAAGTTAAAATTTCGTGCCATATCAATTTCGACNTCAAATAAATGTTTAAATGGGAAAGATGCACATCCTTGAACCTAATCCCTCAACTAGATTAAAATCAGTATNCCCTTCGTTAATCTCTTTTAAATGTCGCAAGTATTAAATTAGGTTTCTCGTCAAGTTGTAGTATCTCTCGGAAAGGGTCACTACAAGTGTTNGTATCAGANCCTAGGTTTNTGGTTCTAGGACTTTTGTTGTGAATTACTTGTATAGNTATTTGCTTTCGAAAAGGTTCTATTTAGAGTTCATGTTCACTTACATGGTTTNCCATATTCTTATTGCATGTAGAGTGCACATGCATCATGTACATGTCCCTAATGCAATGTGATCTTCCCTTTTGAAGGAATTAAGTTATGGCCACTTCTTCTGACCGACCTATGGAAGTTGCTCGTGAAGGTTCGGGTGCCTCTGTTTCCCAACCTCAAGGTTCGGGTGCCTCTGTTTCCCGACCTCATGCACTGGAAGGGGTTGGAGAACATATCTCGAATGAGTATNTTCCCCACACTAGTGGGTCTGAAGTGGGAAACCATCGGCGTGTAAGAGTTGGTTCACATCCTCACATGAGTCATGGTACTCAAGCCATGAATCCTCCTTTTCAACAAATGGCTGAATTCTTCCACCACATGGTCGAATCGATGCATGATCCAACGNNATTAACTTCGAGAAAATGAGGAAAATGGGTGGAGTGGAGTTTGAAGGCACTGTTGATCCCACTGATGCTGAACGATGGCTAGANCGCATGGAGAGGGTGTTTGAGCAGTTGGAGTGTTCAGATGTTGCGAAATTTAAGTATGCTATTTCACTATTACAAAAGGATGCTTATGATTGGTGGGTAAGTGTTCCGAATGCCAAGGTAAAACCTCNTGTTCTTACTTGGGATGATTTTCTTAAGGAATTTCGCATGAAGTATGTACCACCTNCTNATTGTGATGCAAAGAAAAAGAAGTTTTTGAATCTAAGGCAACGAGGCATGTCTATTGCTGAATATGAACAAAAGCTTCTAAGGCTCTCTCGTTATGCTGGAGGTATTATTAAAGAGGAAAAAGATAAGTGCANGAAATTCGAAGATGGTTTAAATGATTCCATTAGGAAGAATGTGGAGATCCTGCAACATGAGAACTTTTGTAAGTTAGTGTCTGCTGCTTTTACTTGGGAACGACTTGATAAAGAAAAAGCTAGTAGAAATGAAAACAAATTTCGAAAGNCTAGACCAGATTTTGGGGGTCCATAAAAAAGGGGAAGGTTTGATAATTCTAAGGCTAGTAGTGATAATNGGCCANCTCAACAAAAGCAAAACAGATCAGACTTTTCTACGGCTAGCGCTCCGAATTATGGCCAAGGCGAGCCTCGCGTTCCCACTTGTCCGCAATGTGGAAAGAATCATTTTGGTACTTGTAGGAGAGCCTCTGGTGCATGTTTTAATTGTGGGAGCTTTGATCATAAAGTGAAGGACTGTCCTAATCCTAATAATGCTCCTTCATCGAAAACTGAAGGCTCGGTTCATAGGCATTTCGTTAATCCTCCTCAAACTAATAAAGGTGCAAGACCTAAGAACACCCAAGAAGCAGGTACAAGCGGAGCTAATCAAGCTAGTGGACAAAGGGGTACCGCACGCGCTTATGCTACGAGGCAGAGGGATGATCAAGATGGACAAGACGTGGTTGTCGGTAAATTTCACTTATTTGGNTTTTGTGTGTTTACATTGTTTGATCCTGGTTCTACACATTCCTATATTTGTTCGTCACTTGTTCTTCCTGAAAATGTGAAATNTATGAGACTTAATTATGATGTGCTGGTTGAAAGTCCATTGGGTTATCAAGTTGTGTGTAATCGAATTTATTGNGACTGTCCCTTCTTGATTCAAAACCTAGTCTTCCTTGCTGATTTNATTGAAATGCCCTTCAAGGATTTTGATGTTATTATCGGGATGGATTGGCTTTATAAATATCACACAGACATAGAATGCAGGTCAAAGCATGTGAATTTTAAAGATACTACAGGTTCACAAATAAACGTACAAGGTTAATGATCATTGACATCTAATATTACCTCTGCGGCCTTTACAAGAAAGTTGATGCTAC

>rnd-6_family-3896#DNA/MULE-MuDR ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AAATGAAAACATAGTAAGAAATTATATACATCTAAACAATATAAAAAATGAAATATAATTATGTGAATATATTATGATACTTTTGCAAATTAAATAGTATGATACTTCTACAGAATGTATCATNNNNNNTGCTAATTAAATAGTATGATACTTCTACAGAATGTATCATGTTGTNATAATATAGNTGTGACTGATACATATTTGATAATTAGTTTAAGATTTTTACCTCATCAGNCCAACATTTGTTTGGCTGTGACATGGCATAGAACCAATTCTTGTTCATTGGAAAAGCAACAACAAAGTCCATCATCGTAAATCCAAAAGAAGAAGATTTTGATCTGTATTTATCGTCCGATGGGTTCCTGCATATATGATACATAAGTTTTGANTATATGTACATGATACATAACACTCACTTAATTACAATTTTTATATAACAAAGTATCATGAATTAGTTGTATAAAAAATGATTACGCCNAACACTTGCAAAAANAATGTATAAAACTTACTTATTGTTATGATTTTTTAGAAGCCCCCTTGACAACCAATTCATGTAATCCTCAATAAGTTTCGGCGAAACTTTATCTGTAATGCCACATCCTTCGAACGGGAAATGGAGTCGAGCCATATCCTTCAATTTCTCTTTTCCCTTCTCGCTTGACCCAAAAGAAGTACAATATGGAGATTGAATCCTTCTCGAAGGCATTCTATTTCTATGCGCAGGAGTGACTGAATCGGTTTTAACANCAATCTCCGTTATTGGAATATCAGTGGGTAATTGACTGTCGGTCAACAAGTACTGGCTGCTAGTTATATTCTGCGGATCGTAAGAATATAATGGTCTAGCATTAGTAGGATCTTTACCCAAATCTTTGATAAGCGCATCTATTGCTGCTTGAGTTGATGGCGATATTGTTGTTGAAGTGGAAGANTCCTGTATAATATGATGTAATGATTTTTNAAATAAATTTGTGTGTAATGAAATTGTGTGTCATAAATCAAAATTGAAAAATGTACCGATGCATCCGTTGTTGTTTTTTCGGGCAAAACGTGAGGGATGTTGTGCTGAACATTGTCATCAACGTCTTGNTCCATGATATGTTCATTTAAATCTTGGTGCGACTGATGTGCGTCACCATCCTGAATATGCAGTTTTGAAATAAAAATTGTTAATATAATTTGTGCTGATACGTAACATTGATTATAATCGCATGATACATAGCATTGANTANATACGCATGATACATGACAGAATATAAAATGANAATGATCATGATACATAGCATCGACTATATGTGCATGATACANAACATACCCAATGTATCATAAACATTACCTTTGGATTATCACTGACTAGTTGTTCACCCTCGTTTACGGAAACACCAACACCATCCACATCGACATCCCCTGCATCGTCGACGATTTGATGCTCACCATTTTTACCAGAAAAACCAACACCATCCTCAGCTACACCACCCATATCATCGAGATCAATCGGTATTTGCTGAGATGTTTGTTTGTCAGACTGAAATGTGCTTGTATTAGCCTGAAAATTGATGTTTTCCTTGCCTATAGATTGCATCAGCTGGGAGTGATTTGCTTTTATCAAAATAATCAGTTCCTCAAATTTCTTGTCAACCTAAAAATTGTAGATACATTTAGGATAAAAAAAGTTTGTTTAAAAATAACAAAATAATTTACTTACGTAAGTTTTCAAATGTCCTTTCAACTCTTCAATATGAGGAATTATATTGTTGACATTCTGTGAATCTGCATANCCATGNACATCAGCAGCCGGGTTCGGAGACACGTCTGGAACAGAACCATGTACATCAGCAGCCGATTTCGGTGACACTTGTGGAACAGAACCATGTACATCATCAGCATTCGAATGTTGAGGCAGACTTGACATGGAAACGTGTACATCATCATCCGGTGTCGGAGACACATTTGATTGATCAGGCTGGTTCTGTTCTGACACCTTCTTTTTTTGAATAATCGCTTTTTTTCTTCTTTTTGGCGGTGGTGGAGGAGATGTATCAGACACTCTAGAATATGTCCTCAATAACTGTTCGGGCGGTTTTGTGGAGAAATTATCTAAATCATCTTCCTCGTTTGGTTGTACTAATGGTAGTGATGNAGAATGAGCATGTTCAACTTGAGCAAGGTCAAAAGCTTCAATTTCCTCTGCTGTTGGGACAATGTTTGAACATGCATTCTGAATGTATCACAAACACATAAGATAATTTAACTGTTAGATACAGTAACATNTCACAATGTATCACAAAGACATAAATAACGATATTCCATATACAAAAATA

>rnd-6_family-64#LTR/Copia ( Recon Family Size = 24 Final Multiple Alignment Size = 17 )

AAAATTTAATCTCATGTTATGCCCAAAGAATGATGTAGAACGAAAGGAAATGGNATCAATTCCTTANTCTTCTATTGTTGGAAGTTTGATGTATGTTCAAACTTGCACAAGATCGTATATTAGTTTTGCGGTCGGAATGCTAGGAAGATATCAACGTATCCTTGGAATTGATCACTGAAAANCTGCAAAGAAAGTTTATGGCACGTTATGAAGCCACAATTCATACGTTATGGCTGCGAAACTTTATTTCAGGACTTGGGGTTGTCGACACCGTTACCAAGCCGCTGAAAATTTATTGTGATAATGTTGCAGCGGTATTCTTCTCTAAGAATGATAAGTACTCCAAATGTGCCAAACATATGGAATTAAAGTACTTTACTGTCAAGGAAGAAATTCGGAAACAAAGAGTGTTACTTAAGAATATTAGAATTGATCTCATGATTGCAGATCTGTTAACAAAAGGNTTACANCCAAAGACATTTAAAGAACATGTTCAAAGAATGNGTCTTGGTTGTACTTATGATTGATACATTTATGATGTTTTACACTCTGAGCTCAAATTATGTGCTTCTGATATACATTAATGAATATCTTGTTTCTCATAATGGTGTACACATTATTATTTTGAGAAATTACAAGATAAGTCTCTATGAGACATTATCGTGGACCTTAATGTTATAGGTTTTTATAGATTACGAACCTAGTACGATAAGTTGCTAATGTAGTAGTATACGGAAGAAAGTATGTAGCTTAAAATTTATGTACAATCGCCATAACTCGCATTAGTAGTTTGTTATATTGTGGTACGTATGATGGACATTATAGAAGAGATCTATTGTATGCGCGACTAATGTTTATTTAATATTAATGTTATATGGTCATTGGGCCAAGCGGGAGAATGTAAGAATTATTATTAATTATTTCTTACTTATGGCCCAAGTTTACTTGTAATCCAAGTAATACCATAAATAGTATTTAATAAGGAATAGATCTCGTCCGTACATTGGTTACTTGATGGACGTACCAGATTAAATCATAACCTCTATAAATTGGTCCTCCCTCCACCCATTAGGGTTACCACATATTCTCTACGATAATTCCATCGCTGACGGTTGTGGTAACATAAAGTTAGGGCAAGGAGGTAGAAACCAATTTACGACTAACGCTTCCGCTTTTCTCTGTGATGATGTCTTCCTCGTCAGGTATGTGCCCCTAACGATCTCTATGTAAGATTATCGTGTTCAAGATCCTGATATTATGTTATAAAGTATTTAATCTTACATAATACGCTCGAGNNANGAATGCTTNTTAAAGCAAATCTCTCTATCTCCATGAAATAGAT

>rnd-6_family-188#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 17 )

TGAGTTCCGAATTCTATTTTCTAATTATTGAGTTGTTATATCTTGCATTGAGATTCTTGAGTTGATTGTTCATGTCTATTTTCCAGCATGAACCTCTATTGTTNNGCCATAATTGAGTATTTATTGAGTTATTATTGAGAATNCTTTTTAANCAAACGATNGTCTTAAACTAATTTTTTGAGAAAGNAAAGATGAGTTTTGAGAAGATTTTTATGCATGATTGAGAAAGAGTATAAGGGAACTAAGTATTCCCAAATGTATCACTTTTNCATTGAAAAAGAGAAACTTTGATTTCTAAATGAGNTTATGAGTTCAGAGATATTTCAGAGCAGTTACCTCTTTTAAGAGGATATTTTGAGTAATTACTTCCCATAGATGAACTTTAAACGGAGAAAGTACTTCCCAGTGACGTTCCTGACGATCAAATANATCTCAAAGGANGCTCCATATCATCCTACGCGTTCGAGAAATACACTACTAACGACNCTCCTGAATCTCGAAGATNATTTAAGAGAGAAGAATTAAGAGAACAGGACATAATTCATCA

>rnd-6_family-667#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 17 )

AGGTTTTTTGAAACAGCGAAGAGAAAGAAGAAGAAACAAANTTTGCCTTTTNAACTTTTGCTAAAACCCTTCGTGAAGCAAGAAGAA

>rnd-6_family-234#DNA ( Recon Family Size = 22 Final Multiple Alignment Size = 16 )

CTCTCTCCCAGTCTCGCTCGCCTCTCTCCTCCNTATAACATGTAGCTACGAATCGTAATTATCAAACTATAGCTATGAAGAGTAATTAATTATTTTTAAGTGGCTATATGCGAAAGTTCCCCTAGTTTCGCAGCTTAAGCTAANTAATGACCANTAAGTGCCCGNTTGGATANTGTTTGATAGTANTTAAAAATAACTTAAANTAAATTTAAAATTGTCGACTCAAA

>rnd-6_family-1705#LTR/Gypsy ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

TTTAATGNATNCCCTGGCAAAATCAACACGTTACAAATTATCTTGGCGAAGTGACTCTACAGTCAAAACCTCCTTTGCCCCCTTTATAAATTATTGCCTAACTTGTCATCGAAGTTTTTACGGAAATGGCTAGACCAAAAGTCGCAGGGAGAAATGATCCACCCAGGCACATAAGAGCACGAGAGTTTAAAGACGAGCAAAAGAGANCGGAGCTAGNCAGACAGAGGAAATACACCAAGGAAGCCAGGGCCAAAAGACGAATTCCCATCGACCCTAATGTGCCTCCATGGGCTCGAGGGTTCGTTAATGCTATACATGCCTTTAGGGCAGCTCATGAGATAGACAGAATGATTGCAGCNAATATCGCTGCNGAAGCTAAGGCAANCGAAAAGGATGAAGAATAAGATGATAACGCTTCGGGGGCCATTGTCNAGTTCCGGGCGGACGCATCGGGCGCTNATGCCCCGACAGACGGAGAAGCTGCATAGACAGGACCTTTCTTCGCCCCTCTCTTTGTCTTACCTTTATTAAATTTTGGATATTGTCATTATTTGCATTTGAGGACAAAATGTTTTTTAGTTGTGGTGGGGTGAGGCCCACCTTGTTTTGTTGTGCTAATTTGCGTGTTTTGATATATATTTGGGTTGTCTGTTTTAAAATTGCGTTTTTAAATTNCTTTTCGTCGATTGTTTGAGCTTATGGCTCTCTTTTGGGTNCTAATTTCAAAATAATTTTGACCCTTCAAAAAAATTTTCACTTTCGAAAATTTTGCCACCTCTTGTG

>rnd-6_family-3999#DNA/Harbinger ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TTGTCAATGAAAATTCAAGAGTAGATTTTTCTTCCTTTTGCTCAATCAAACATTGTTTGCTCATCTTCATAAGGTTAGTACTCTTATCTTTCATTAAAATNTGTATTTTTCAACATCTCTTTCACAATTTAAGATGAAATTTAGGTTTAGCTCGTTTTTTTAATATGCTTTGAGCTCGTCTATTTCACTCTTTATATGGTCGAAAATTAGGAATTTATGCACATANATACTTGTTTAAAAGCTTTATATGTATTCATTCGTATTTTTATGGAAAATATAGGTGTTATTATGGATCTTCAACCATTATCAGTATTGAATATATTATTCTTGTGGAGATAGTGTTTCAGCAAGTTCTTGTTCTCNTTTTTTGTCTTTTCATGGCTAGTCATGGTCATTCTCTAAGAAGACGATGTCGAAACAGACGTGAGGTTAGATATCGTATGAGTGTTCGAGTTCCGAAAATCATTTCTCACTTACACTATATCATAAATGATAATGGTAGTGTATGTATCGATAAGTTAAGAATGGATAGAAACGCCTTTCACACTTTAGTTCTCTTAACTAAGGATATTGGAGGTCTGACTGATAGTAAAAGTATGTCAAGTAGCGAAAAATTAGCAATGTTTTTAAATATCTTGGCTCATCACGAGAAAAATAGATCCGTCAAGGTTGATTATATTAGATCGGGATGGAGCGTAAGTCGNGCTTTCAATGAATGCTTGAGTGCTATTCTCAAACTAACTCCATTGCTACTTGTTAATCCTAAACCGGTACTCGAGGATGAGATTGAAGATCGATGGAAATGGTTTGAGGTAGGTGAAATTATCGCTTAGCATCTTTTAACTTATATAAACAAAATATGCAGTTTTTATTGAATAGTTTTAGAAAAATATTATATATTTTTAGGTAACACTATAATTTATCTTANAGGGTTGTTTAGGTGCACTAGACGGTACTTACATTCCCATTAGAGTTCCAATCCGACACAAACCAAGATATAGAACAAGAAAAGGAGAGATAGCAACTAATGTTTTGGGAGTTTGTGATAGAAATCTCAATTTTACTTATGTGTTACCTGGATGGGAAGGTTCANCTGCCGATGGTCGCGTATTACGAGATGCTATAGTACGAAGGAATGGTTTGAAAATTCATGAGGGTAGGCCGTTTATATGCTTTCATGTTACATCATAGAAAGAATGACACTAGTAACTAAATTATATGTTTATATTATAGGTAACTATTATTTGTGTGACGGAGGATATACGAATGGAAAAGGATTTCTTTCACCTTATCGAGGTTATAGATATTTGTTAAAGGATTGGCGCGGCGATAATCCATCGCCTCGTTGTAAAGAAGAGCTTTTCAACATGAGGCATGCTAGAGCTCGTAATGTAATTGAAAGGGCATTTGGTTTGTTGAAAGGACGTTGGGGAATTCTTAGAAGTCCTTCATGGTACTCTGTTAAGGTTCATAACAGGATCATTAGTGCTTGTTGTTTGATTCATAATTTCATTCGTAGAGAGATGGAAGTGGATCCCTTAGACGTTGATATAGAAGAACAAATGGAGTATCAACACGAGAATATTAATGTTGTTGAATCGTCGGAGGAGTGGACCACTTGGAGGGATGAGTTGGCTCAATCAATGTGGAATGCAAGATTTAAAAATCGACATATTGCTACATTTTGAAATATGTTGCTACTTGTTAGCTATAGAACCTTTTTGGACTTTATTTGCTCTTTAGAACTGGCCTAGTATAAATTGTTGAACTGCCAGAAAGTTCTGNTTTTTTGTGACCTTAATTGCACGCCCTTATGTACTCTTCACGTCTCTTTTGTTGTATATATATGCTTTAGTTTATAGTGAATCTTATGATATTTGGTTCTTCCTGATTTTTTTTAATAATTTACCGCATAAGTTCTTANAGGCGTAATGAATAGTCAAATATCATCAAATAAGAGATCAAAAAAATCAAGNAACACAACACCTTCAACACGAAGGACATGGATTCCAGAAGAAGAACAAACTCTTTTAGAAGGACTTAAAGAGTTGTGTGCTAATGGTTGGAGAGGTGATAATGGAACCTTTCGACCAGGACACTTGATGGAGTTAGAACGTTATATACACGAACATCATCCTAGAAGTGGATTGAAAGGTGAACCACACGTCGAAAATAAAATAAGATATTGGAAAAGATGTTATGGAAGTATAGCTTTGTTGAAGACTCGAAGTGGATTGGGATTTCAATATAGTGATGGAACTATAATAGTTGACGATCCAAAACATTGGATTGACTTTATAAAGGTAATTAATATATTTTTGTTTTTTCATATGGTACTTTCCTTATTAGTTACTTTCATATACAGTAGCATTTAGCCTCTCTTTAGATCCTTTTACAATTAATTAATATCATATTGTTCTATTTTCTTAAATTTTCTAGATTGATCCAAAAGCCAGGAAAATGAATGCTAAGAAATGGCCAATGTTTGAGGATTGGGAAGAAATCTTTGGTAAGNATAGAGCAACAGGAGAGTTCGCTGAAGGNCCGCTAGATGCTACTGAAGAAATTCAAAGGANTCAAGCTCCACAACATTCTAATGACATGAGTTTGGGATTTCCTATTGATGTTGATCTTGACGACGATGAAGAAGAAGAAGAAAATGCTTACCATAGCTCTAAAGTTGTAGCTGAAGAAGCTGAAAATGCCACTGGAGCAAGGTGNATTTGCTACAGCTGAAGATTTCACCGAACNTAGTTCATTTACTAGAGCTGAAAATGTCGCCGGACCTAGCGCATTTACTGAAGCATCCGAAAATGAATCGTTNNNNGGCNTCTGAAAATGAACAAGNTGGATCCCAACAAACTCATAAACAAGGCGAGTATTCCAAAAGGTCATCTTCTAATGTTAACGAGAAAGAGAAAAGCAAGAAAAGGAAAAAAATAGTAGAGGATGATAGTGAGACATTTCTTAAGGGTATGATNGAAGTTATGAAAAACTTTACTGAAAGTCAAGATAAAAGAATTGGTTCCTTGATTGAAAAGATGGGGGATCGTGATCTATCTGATNTTCGTGGTCAAGTTTATTCTATTCTTGAATCCCCTGCATTTGAGTTGTACAGCACAGAGCAACGTATAAAAGCCGCAATGATTNCTCTGTAAAGACGACAAAAAGATGGAATTATTTTTACGTATGGGCGAACATGATCGTCANACAATGATGTGGATGGTTGTCNATGATAAACTTTGAAGTACGGTGAACTTGCGATATAAGTGGCTACACTAGTTTAGTAATTTTTACTTGAAGACACTTCAAAGTGTGACAACAGTCGCTTTTTTTTGGCACCTCCGATTATTAATGTGCGCATGAGCATGTTAAATCTTTTTGGGTAACTAAAGTTTATCAAAATATCTCAACTCTTGTGTCAATGCTAAGCGCAAATGTAATTATATAGTTGTTATTACAACTCTTCAAATTCTAGTGTAGCCATTTACTTTTGAGATTCTGAAATGCAATTATATAGCTGCTATCACGGTTTTCTAATCTGTCTTGTATTTCTGTGTCTGGTCTCTGTTTTTCATTGTTAATTTCTCTATGAGTTGATGAACGTACGCGACGGAAGAGGTTAAGAATTTCGCTTCTATTTGTTTGAACAGTGTGGCAGATGATT

>rnd-6_family-3393#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

TAAAANTCTTTTCAAAATGCGACTCTGGTTTCCGTTTTCCTTTTCATATCTTTCCTCTTTTCGTTAAGAAAATGGAAAAAGTACTCAAAATAGCCGNNCGAAAAAATCGCCTCCTGGTCCATGGAAACTTCCTNTTATAGGAAGCATGCNTCACCTGGCNGGCGGACTTCCACACCGCGTTCTTAGAGATTTAGCGAAAAAATATGGNCCGCTCATGCACCTTCAACTCGGTGAAGTTTCTGCTGTCGTNGTTACNTCTCCTGACATGGCCAAACAAGTACTAAAAACTCATGACNTCGCCTTTGCATCTAGGCCTAAACTCATGGCGGCGGACATTATNTGTTACGGCAGGTGTGACATCGCCTTTTCCCCCTACGGAGANTATTGGAGACAAATGCGTAAAATTTGTGTCATGGNANTGTTNAGTGCCAAGAATGTCCGGTCATTCAGCCCTATTAGGCGCGATGAGCTTGATCGTCTCGTTAATTCTATCAGGTCATNTACGNNCTCCGGTTGAGCGCCGGTTAATTTTACTGAAAGGATGTTTTTGTTTACGAGTGCCGCGACATGTAGATCAGCATTTGGGAAAGCGTGTAAAGATCAAGACGANTTTATAACGTTAATTCAACGAGCAGCGTCATTANCAGGAGGATTTGATGTNGCTGATNTGTTCCCTTCGAAAAAGTTTCTNCATGGGATTAGTGGGACGAAATCTAAACTTATGAATGCTCGTAATAAGGTAGACATACTCTTGGACGACATNATCAATGTGCATAGAGAGAATCGCGCGAATGGAAAAAATTGCAACGGTGAATCCGGAACTGAAGATCTGATCGATGTNCTNTTAANAGTCACGGAAAGTGGCGNTCTTCANTTTCCCTTNACNAANGACAATATCAAAGCAGTCATTCTNGTGACGAATTTCTTTGAATTTCTCGATGCATATTCACGTGAACGTGTGATCGATCAGTCGCCACGAATAACTTATAAATTTGACGTATATGTGCAGGACATGTTTGTAGCGGGATCAGAGACGTCATCGTCAACCGTTATGTTGGGCAATGTCGGAANTGATGAAAAATCCGAGCGTNATGGCGAAAGCACAAGCCGAAGTGAGAGAAGTCTTCAAAGAAAGGAAACGTGTGATGACGATGATTTCGAAAAGCTTAATTACCTAAAGTTAGTAATCAAAGAAACGCTNAGGTTACATCCTCCAGTTCCTTTGTTAGTCCCNAGAGAATGCAGGGAGGAAACGGAGATAGATGGATACGCTATACCNNTNAAAANCAAAGTCATGGTNAATGTATGGGCAATTGGAAGAGATCCCGAATATTGGGAAGATCCCGAAAGTTTCGTACCAGAGAGATTCGAGAANAGTTCTGTTGAATTTATCGGAAATCACTTTGAGTNTCTNCCGTTTGGTGGAGGAAGAAGAATTTGTCCCGGAATATCATTTGGTTTAGCTATTGTTGATCTNCCGTTAGCTCAATTGCTTTACCATTTCGATTGGAAACTTCCANGGAATGGAGCCGAAAGACTTGGACGTGACTGAATCGGNTGGAATAACTGCTGCTAGAAAAGAGTGATCTTTACTTTAATTGCCACACCT

>rnd-6_family-6039#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

AATTACATATGGGTTCCCTCGATTTCTCCTTACGGAATTACACAAGTACAAACGCTAGTTCTTCATCACGTAGTTTCGTTNCTAGNTTTCTTTACCCTGACTATAACTCCTTGTCACCATTATACCATAACCTAACAAGAAACCCATTCAAGAACACAAAATAAGAACCTCGGTCATTACCGTCTCAACNCAACACTAACCCCATAAACGTTGAATTATAGCAACTTTTCATGGAATTTACNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGCAGAGTTTTATTCTTCTCAAATAATGACAGTTCGGGTCATNAAAATAGATATCAATTCACCTTCCGTTAGTCCTTGAACTACTACGACTCGGTTCATATACGCCCATACCACAAAACGTTTACTAGTAGCACAACTCTTACACGGNACGACAAAAGTTCGTGACTTTTAGCAAGTATGAAACTTTATACGNGTAAATACNCTAAACAGAGGGTCAAAATGTTGTACATTGAAAGGGATTTGAGACTTTTTGTTAGGGTAATCTAAAAGGCAGCACGAAAAGATCTGNTGAATTTAAGCCANCATTTCCCTAAANTTCTGCCTGCTGGAGNAGCAGGCTTGCCGCTGGAGCAAGAGATCAGGCAACATAAAAGGAAGAAAACAAAAGGAACANAAANTCTCATTTCCCTCATACTCCTCCACCACTTTCTAATTTTCTCATTACCCCTCCTCCAATACATTCCTTGCTTTCAAAACATTACTCGCTATAGGTTACACGCTATAATCATATTGACTAGGAGCGGTCTTTGGGTAGTTATTTTTGAAATTGAATTAGTTTGTTAAATGAATTCGAAAAACGTAGCATTTTTACTTTCCTTACGTCCCCAACGTTTATACAACTTCCTGGGCGTAAGNATTTCANAAAAACAAGTTTATATGGATAAGAAATGGGTGGGAGAGGTAGAAAAGTCTTCTTGCCACAAACTCGGATTTAGACAAAATTTTTAGGGGTTGTTTGGTTGAAACGATTGTTAATTCGTGTTCTAAGGTAGTTGATATACTCCGATTTGTCGAAAAACTGATAAAACGGATATTTGGGACGAAAGTACATCATTTTCGCGTATGGCTTTCGTCCCAGATGAAGGTCGTTGTTGTGGCCTGCATCCCGCTATGGCGGCCTNCATTATCCCGCTATATCGGGATGTGGACCGATGTAGCGGGATGGCCCTAACAAGTGGCCTGCTTCCTATCTTCAAAAAAATTCCTCTTTTCGTTTAACCTTCCCCACCTGGTCTATATTGTTTCAACTTGTCTTTATTCCCCGCAAGTTATCCTAAAATGGNTGGTNAAAATGATGACAACGCTCCCTTCATCCGGTTTTCCGATGCAGCTAGTCGAGAGAGGCACGATGCCCATCGCACTACTGGTTTTTGCTGTGAGAGGGCGATGGTACTTCATAAGATAAAAGAGAAATATCCTGCCTTCTATGCCCGGCTTGTAGAGTTCGGGTGGGTTCAACCGACTGAGGCTCCCCGGATGCCCGCTCCGCCTGTGTGAGGGAGTTCTACGNTATCCTCCCCACAGTGCGCTCGTATGTCCCTTACCCATTTATTCACATTTGGGGAGTTGACATTCCCTTGAATGCCACTACTATCGATGAGGCGCTGGAGGTGCCGAAGTTCCGAAACCTAGAGTTCGAGGACAAGCTNAGGGGGATGGACCTGGAGTGGCCGCGAGACACTATTNGGGATCCCACAAGATTTGATCGATTCTACTGGGCTACCGCAGAGGGTATCACTAGCACGGACTGGTCGCCCGATCCTAAGAAGTCTCTACACTTGGTGTCCAGGAGGATNCGCCCGTCGAGCAACCGCACCGACGTTACCTTCCCCCGGGCTCTGGTGGTGGCATGCGCTATCGAGNTGAATGTGGGGGCGCAGATTATCTCCGAGTGGAAGATGTTCTACCGGGGCAAACAAGAAGGCGCTCTTTATCCCAAGTCTCGTNACTGTCGTATGCAAGCGGACCGAGGTGCCCTTATTCGACGCGGATGAGGTACTACCTNTAAATACCCCTATTCANCCTCTTTTGGTTCGGGCAGNTTCTATTTTCTACCGGAAGAGAAGAAGGACTAGCAAGGCGATTGCGGTTTTTTACGACGAAGGATCACTCTTAGGGGAACGAGTCGAGATANATTTAGAGGCGGTAAGGAAGAAGACGGNAAGCGCCTATGCTGACTTCACTCCCGTCCCACCCAGCACGGCTCTATAGGTAGAGTTTCTCCGCCGCCACTTGCGCCACGAGAGGAGGAAGGATCGAGTAGGGATCATCTCACTATTCGACTATGGAAGGCAGTCAAGGCCCTGTTTACCTACGTTGCTCCTGGACAGGAATTGCCCATAGTGGAGGACGAGGACTATGTACAGTTTCGGGAGGTGAGGGAGGGAGGCTGCGGTTAGTATGGTGCCTCCGGAGGAGTTATGTTCCGACTCCGACACCTCCTCGTTCGAGGAGTTCTTAATTTTTCCTTCATTTTGCTCCTTTTGGGCTTGTATTTAAGACAATTAGTTTATAATCTCTCTTTCGATATTACTACGTTTTTGTAGAACATGGATGCTCGTTTCTTTTATTACTAGTCATTTTTAGTTACCTATTGTTGTTGAACACTGATTTGGAGTTGCAGGGGTTGGCTNGGATCCATNACTGGTTAACATTTGAAAACAGGAAAGAACGGGAAATTTTCCCGTTGAGGTTCTGCCTCCCTCGTCCCGTGATTATCCCGTTGTAGCGGCACCGTGCCAGCGGGACGAATCCCGATTCAGCGTCCGAAGCGGGACAAGAACCTGCGAAGGANTTTCTGGGTACTGTTTCCACCTTCCACGATTTTTCCGGGTCTCTATTTTCACTATCCTACCAAGCTCCCGACTTTCCCGACTAGAGTAACACGACGTTTGACTCCTAACGTAAAAGAAAACTCGACGCCATAACAACACATCCCCTGNATACACGCGGACATTACAACTTGCATAAATCTTGCGATTCAACCGTAACTCTACTCGTATCGATTTTAGACACTCCACACGGTGTCCTTAATCAGTTATACTCATTCCGACTGCGTTCCTCTACTTCGACAATGATTCAGGACATTCAAATACTTCCGTATTCANANATACATNATTCAACACGCAGTACACAATAGNAGATAAATACAACAACAAGCACACATTCCAATTANTTATAGACAACAAGAAGCACACGTTCACCGTTTCAAGACACAACGAACATGANATTTCAATTNATTAATTAGTTCGTCCCATAGATAACCCTTAATGATTATTCATGCTCTTTATAGCCCCTAGGGCTAGATACCAATTGGAACCTTCCGGTTCCAATTAACTTGTTGGTGTCCTTCGGTCGTATCAACAATGTCAGTCTTCATCGTCGAGATACCAATTGGAATCGGGAGATACCAATTGGGCTTAACCCGTACCAGAAGCGA

>rnd-6_family-3068#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

CTTCAGTTTCTNAGGTGACCTACGAATGGCCATCTACGGCCANTANGTTGGTTGANGCNCCGTAGGTCAAGGGAATGAGTCCATACTTAGTTTTTNTAGGAGCCTGCAACATTTAGAGTTGCAGACCCAAACCACGAGANCCAACTACGGGCCGTAACTCCACCTACGGTCCGTAGGTGGCGGGTCGTAGGTGCTGCCGGTTTTCAAGTTACTNGTTTTAAGTTAGGAGTTAGGGGTTGGGTTAGTTATTAATTAGGGGTTAATGTGGGTCGGTTAATNGGTTANTTAACCACCTNTATAAGCTTAATAAGACCCTAAACTAATCATTCTAACTAACNNTTCTAAAGACCCCAAAACTCTCTCCAAATATTCTCTCTCTAGAAGTGAAGAAGAAGAAGAGAAGCAGAGAGGCGGNAANCTAGGTCCGATTCTCCNTNGATTCAA

>rnd-6_family-976#DNA/MULE-MuDR ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

CACACACACATATATATATGTATAACCACTACTCATTCTCGTACGTCTTGATACTNACTCNTCCTCCCAATTTATGTGGACTCTTATATGATCATATGACTTGTTTAAACTCGTTTAATTGGATAAATTTCAAAAATATAATTTATTATTAATTAATTATTCTCTTTTTTAAATTCCACTAGTTATGGTCTATATATAAGTGTCATATTCTAGTAGGTGNAGTATCGACGATNCTTTAANATAGATATAAATCCGAATATACCTTATTAATGTCGGAGTGTAAATCTCGTTGTTAAAACGCGCACCAAACACATAAACATGTATCGATTGTNTAAANGGTCTATATATTTTGATCAACAGTAAATATTTACATGTACAAATTTTACAACGGTAACAAAAGTACAAATTGCTACTTTTTCAATGTCAATGTCGGCGTGATATATTTTGACAATTCTTTAACGTGTTATTTAGTGANGTGTACATTACCTTGCCTATAGTTATAGTTTGATTAATTATGCATAGGTTATTTATCATGCCTTNAAGGCATTGCAAACTATTAAAAATGATGTGAGCGAAAATTCACAGTTTTAGTGTGTGTGGGGGTGGGGGATATAAAAATAAATTTTTTGAGAAAAATTGCATTCTAATGCATACATTAAAATCATTGAATTACCATAAATTTTTATATATTAATNATACACACCTTAATACGNAACGAGTGAACTCGATAATAAACGGTAATATACAGTGTACAAAATGTATGTCATCGATATATAGATCATGAATAAATTCGATAATAGATGACATTACATTGACCAAAATGTTGGGGTCCAAAATAAACAACACCTTCACATCTAGTAGCTTAGTTACAAAAAAGACAAATTCAGTCAAGCCTATCTAAGATTTGTTGTTGTTCATACATGTGGTTCTCTTGTGNCCGGATCTCTTACAAATTGAACATTTGTTCCTCCTCTTGCTCTTGAAATTCTCGCCGACGCCCTTGACACGTTTTCTTTTCTTCCTTCCAAGCTTGGTATCGACAACGGGTGGAAGAATATTNACACTTAGCAATTCTTNTGGCACACACCATTCCGACTCGATAGGGACAACATTAATAGATTCAAAGTATGCAAGGAGGTATGTTTCAGCTTTATATAAAGGCGAAGAATATTCATAGATGCTCATACCATACTCATCGCCATGCTTCGATCTCAAAGCGGCCATCGCGTGAGCGCACGGTATCTTGACCAAGTCATATTCCCTACAAGAACATGACTTTTCCAATAGGTTAACAATGGAAGTAGAACCTGAACCGAACGCGGTGAATTGATTTTCATCCCCGTTTACGTTCTCCAAGTACAAGGAGTCGCCCTCGATCATTTTCTTTCTTGCGATTTTTTCGGCAGCCGGCACCATATNATTACCCTTTGATTTAAGGACATATGCATGNCTCTCCCTAAACGATTCTCCAAATCTCTTAGCAATCGAATTAAATATGGATGCAACGNGGTACTCTCTTTTCTATCAACATAGCGTTAAGCGACTCGGCGATATTTGTGGTCATCACATT

>rnd-6_family-3492#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TCTTCCATACTGAAATTCGGAGGCGGACAAGAAGTTTGGTGAACGGGAGGGGTGGTGTGTTGACTAGTTGTCGGATATAACANAGAAGAATGATACTAAGAAGTATGAAGATAAAAAAATTTACTTTTAGGAAGTTGAGTAATGATGACTATTCTCTATCCATCGTGAAATTGATCAACGATCGCGGATTGGGTGTTGGTGACGAAATTGCGCTATATTGGTATCCTGGCTTATCAAAGTTAATTTTNAAATTATTTTCTAAGGTTCGTGATTCACGAATTAGTCCTGTATTTTTTCATTTNTACTTGTGTATTGAATCTCCAGAATCTCAAATTTTTGTATGCTTTTATACTTGTATGTGCAAGAAATNATTGGCTGACAGTTGTGTAATGATTAAAGAATTAAGACCAAAAAGTTACTTGACCATGTAAGAATTTCTNCATCGTCGATGGATACGAGTTGAACTCTTAGTTTTCGTCCACACTTTACGTAAGATAACAATCTTNGNATTATTATCCCGNATNTAAATGCCAAANGACACATTTATCCTATTTTATAACTCTTCTCTGAAACAAGTTTAAAATTTAAAATAGTAATAATTTTCTCTGATTNCCGCTCAAAGTTGGANTAGAAAACCTAATTTGTGTCTATATATAAGGTGTTNCGCCTCTCCCCTTTTTCGGTCTTTTATTTCTTGACTAATTGTTTNTGCNTCCTTAAAGTTTCTTCAATGTCTGATCAAAGGCCTTTNCTTAGCCTGAAGAAAACATTTTTTTACAATTTTTTCCATCAAAAGCTGAAGAAGAAGCTTGCAAANTTAACAACGCTCCACATGTAGTGACTCGAGAACTAGTGGAGATAAGGGACNTATACCCTNCCCCGAGAATCGATCTGNAAAACCCGTGGCAGATCAAGAAAAANATTACCCGTGACGAGATCGTTGTAGGAATGCTGGTGATTCCATTTTTCGGGACGTTTGAGTACATTCTTCGATACTGGACTTTGGACGCGGCAAAAAGTTTGGAGAATGGNTNCGGTGTGCCTNGTTGACATGTGGGATGTAACTGAGGGGAATGTCCCTAAGAAGTATGAAGGTGGAAGTATTTNNATAAGGAAGTTGTACAATGATGATTTCTATTCGGTGCAACGATTTGTTCAACGATCGCGAATTGGGCGNCGGTGATGAAATCGGGCTGTATTGGGATCCTAGATCTGCCAGTTTAGTGTTCAAATTGCTTTCTTAGGTTGGCTCTTGGTGGAAAGGTCCAATAATTTAGGAGCAGAAACAAAATAATATTATAGTCTTCAGTTTAAAAGCTATTTTGTTCTTAATGCACTTAAGAGTTGT

>rnd-6_family-4305#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 16 )

TATAAAGTGTATGAGAATACTCTAAAGTGGTTTATACATGTTAAATTGTGTTGGGATTTGGATTTTCTTATTACGATATTATTTAATTTGTCATAAGTTACAAGTATATTTTACGAGTTTGCGAANGCTCTGGAACACATAAAAATANCTTAAAATTTTAAATTGAAGTTGTTAAACCTTTCTTGTACGTCAATATGAGTTAGAAATTAAATATTTTCGTACTGATAAAGCTAATAGTGGAAGGTATTTTATTAAGCATGTCTACATTAGGAAATATACATAGTTGAACAAGAGCAAATTTAGAAAATATACAAACAAAAATTTAAAAACAATTACCTCAGAAACTATCATCAATTTACATATTAACTTACTAAACCATATATCACAAAAGAATGACACGATAAAAACTTTTTCAATAATTTAGTAAAATGAATTTAACAAAAACAATATGTCAATGAAATCNTTANAAAAGGAATTAATCTAAAAAAAAATATGTCATTCGTAANAAAAAAGGAATTACTGACAAAGATACAATGAAACAAAAAAGGAATTTAATTAATATTATGATTTGGGTCAAATCCTACCGAATAAGGAATCATCATAAATATTTTTACTTTTTTGTTATTTGAGTTCATTTTCATCAAATAATATGATGGTTCTATCTCTATAAATACATCTTTAAAACAAAGACTCAACATCACATTTTCTTACATTCTCAAATCAAAAGCTTAGCCATGAGAAGACCTAATCGCCGCAAAAGAATTGAAATTGCGAGGATGCAAAATCAAACCAGCNTACAAGTAACATTCTCAAAACGACGTGTTGGCCTATTTAAGAAGGCAAGTGAGCTCTCTACTTTGTGTGGTGCTGATGTTGCTATTGTAGTATNTTCTCCCAGCAACAAAGTATACTCATTTGGACACCCTTCCGTCGAGTCAATTGTGGNTAGATTTCTCGGAGAAAATCCTACACCCGACACTGATGATCCTAACCCCATCATTGTAGCTCATCAAAATGCCAATGTTGATGAGATCAATAGAAAGCTGAACAAGTTGGAGAGANAACTCGAAAGAGAAAGAAAACGTGGACAAGCACTTCAAGCATTGAGGACAGAACCTTCANATGAAAAACTTAGCTTTTCTGACCTTAAAANCTTGTGCGAGNCCTTGGAAGCTGCGGATGAAGAAGTTGAAAGAGTAGCGAGCCAACTTATGGAGGCTGATGCGGTATTGAATTCCCATATCAAACCATTGGAAGTGCGCTCGCTCCTTTAAGAGTTAGGGAAAGCACTTCGTCCGACTCCGACGAAGGGTCATCTCGATCCGGTGAATAGATTTTTCTTGCTTTATTTAAAGTTCANTGACTTAATTTGGTATTTATAGAGTTAAGTATGTCATATCGATGATTAAGTTTTTTTTATATATGATTTTAATTTTATCTTTCGGTATGTTTATGATCATGGAATGGAATAAGCTTTTATTTTGGTACTTCATTTATTTGAATTTCTTTGTC

>rnd-6_family-693#DNA ( Recon Family Size = 26 Final Multiple Alignment Size = 16 )

GTTCAATAGAATAAATTGACATAGATTTTCTAATCAAAAAGTATTGTATATGGTTACCAACCTTAATAAAAAGATTTATGTTATATTCAATAAAATAAATTGACATAGATTTTCTTANCACAAANGTATCGAATACGGTTAGTTTCCTTAGTTAAAAGATTTATGTTATCTCAAATCAAAATNATCACGTTAATGTATACATGTTGATAAACACATTGATTAAGATAGTATTNAATTTTGACTTTTAAGTCAGTTTTCGACTTCTGAAAGTGTTTGACAAATATAAAAAAAATAACTTAAAATAAGTCAAAAATGACTTAAAATAAGTTANGAAGTGTTTGACAAGGTAAAAAATGACTTAAAAAAGTTTAAAATAAGTCANAAATCAAAAGTAGGTCTCCCACTANTTTTATTTTTTTGACTTAAAAGTTATTTCAATTTAATTTTTNATTTTTGACTTAAAAGCTATTTTTTAAGTCAATCCAAACATGCTCTAAATNTCTTNTTTTTAAAACAATTTGGCGCAAAAATTCATTTGTAATTGATTCGTCGATTACTTTTTATTTTATANTCAAAAATTATTATTTAAGAATTACTCCTTATAAAAATGATAAATGTCGTTATTTAATTTGTCAGTCTAAAATACACACATCG

>rnd-6_family-398#DNA/MULE-MuDR ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

AAATATTTTTCGTTGATAGTGTGCGTGAGANACGAACCTTCCCCACGTGGAAATTTCGACCAATCACACTCCAACCCAATTACACGTCAGCGCCACATATTAAATCATCAAACCTAAAAACCAATTTCCCCCCAAAACACTTCTAACCCGTTTCTAAACGAGAAAACCCTAAGAATCTCTCCCTTTCAATGACTTTTACAGCTGAAATTCTTAGATTTTAAAGTGATTTCGAGTGTTTTGTTGAAGGAATCATCGAAGATTGCAGACGATTTTGGAGTTCATTCGCGATTTTCGAGTTGACGAGTGCGAGGTAAGTTGATTCCCTAATTTCTATGTAATTTTTATTGTTGTANCGGTTGTGTGTTTTTAATATATGTGTTTAGCCTGTGTTTTTTATTGATATATACTGGGTTTTAGTATCAATGCGGTTGTTGTTGTTAATATCTGGATAAAGTTAGGGTTTTTTGGTTTTTATTGTTCATAACGTGTCAGAAAAATTTTGGGGCCTTGTTTCAGGGAATCTTATGGACGCCATTATTATAACTCGTTTTCATCATGGTGGTAAGTTTATTCAGGACAAAACTGGAATTACTTATAAAGGGGAAGTCGAGGTGGAATATGTTAATATCGACAAGGACCACTTCTCAATAATCGAGTTACTTTTTTACACTAAACAATTGGGGTATATTATTGTTGGTGGGTTCTGTGTTAAAGACCCCACAAAAAATGGCTTTATTGAGGTGGACACTGATTTCACTTTAGTAAATCTCATCAAAGACCTAAAAGATGGTGACTTTTTAGACCTTTATGTGAAGCATGTGGTGGATGATGTAGAAGTGGTCACAACGGGTTTGCTTTGTGGGTCTGTCGTTGAAGAAGACTTAGAAGATATAAATGTGACTGCAAGTGAAGGGTTGAATCATGAGGCTGAATCATGAAAATGTTAATGTGGAAGTTGAGCCAGGGGATATATCAGATCTAGATGTGGAATGGACCGAATCAAATGAAGAAAGTAGTGATGACTCTCAAGAGGATGCTATTCCTAATGTGGATGACTCTGAGGTTGATGAAGAATTAAGATCTCTTAGAAATGAAAGGAGAAACAAAGCGAAAAAGAAAAAACCTACTCAAACTGAGGAAATAAAGCTTGGAACAGCTGGTATTGATAGAGGCTTTGAAGACATAGGAAGGAATAAGGCTGCTAGATACACTGGAAGACTAGGGGGTGATGAGCAATATATAGATAGCTCAGAATTGGACAGTGAAGACAGTAGGGATGAATTGGATTCAGAATTTGTGAAGGGTGTTGATTTACCAAGAAGAAGAAAAAGTAAAAAGGTAAGATTTGATCCTGATTGCGTTGTAGCAATTTTTGAGCTTGGTATGATATTTGAAAGTGCTGAACAATTTAGAAAAGCTGTTGCAGACTATTCTTGTNAATATAAAACTAGGTTAAAATTGAAGCCTAATGACAAAAAAANAGTTAGAGTTAAATGTGAGGACAAGAAATGTAAATGGTTGNTGTTTGCTAGTATAGATAAAGATTCTGGTGATTTTGTTGTCAAAAATTATTATCCTGTGCATGTATGTCCTCAATGAACCAAGAACAAGTTGTGTACATCTAAGTTTGTTGCAGAAAAGTTCAAGGATGAAATTACCTGTCAACCGTATATAAGATTATGGGAAATTCAGGAATCGGTGAGAAAAAAATTTGGGTTGTATGTTGGAAGAACCGTTTGTCACAGGGCAAAAAAGAGGGTTATCGAGGAGTTCTTGGGTGATTGGAAGATNGAATTTTCAAGGTTGTGTGATTATGCAGATATGATTAAGCGTACTAATCCTGGNAGTTCCTGTTGGGTGAGGACNGATAGAGAGTCTCGGCCAGGAAAAACTCTGTTTGTTTACTTCTATGTTTGCTTTGATGCATTGAAGAGGGGTTGGTTGGAAGGATGCAGAAAAATTATTGGTTTTGATGGATGTTTTCTGAAGGGTTCTTGCAAGGGAGAATTGTTGGTTGCTGTTGGTAGAAATGGAAATCAACAGATGTTTCCAATCGCATGGGCTGTTGTTGACACAGAGACAAAACATAGTTGGAGTTTTTTTCTCAAGTACTTGATAGAAGATCTGAACTTAGGCACGGGACATGGACTGACTGTTATGTCAGATATGCAGAAGGTTAGACGGTTTTTGTATTGTATCGCATTGTTCTTTTATTTTTTTTCTTGTGTTGCTAATACTTTTTAATGTTTGTGCTACAACTGTTTACATAGGGCCTTGTACCAGCTTTATGTGAGT

>rnd-6_family-1935#DNA/hAT-Tip100 ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TAGAAATTTCGTTAAGGGTGTTCAAGATTTAATATATACGTATGAAAATAATTTTTGACCTATATACTTCGTATAATTTTCTATATATATAGTATAATTTTTCGATGAAAGGTGTTCGACTGGCCACCCTNCGGTATATGTGGCTACGCCACT

>rnd-6_family-4668#DNA/hAT-Ac ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

TAACAAGGTGTCAATATTCTTATACACAATTGAGATATTAAGTTTAGAAGTTTAGATGAAATTGAGATTTTACGAATAAATCCTAGAATCTGCTAAAACTTATGAAATATTCTATTGAAATCATTCGTAGTCATAACACCCATTACAAAAGCATGATACACTAACATCACGCACAAAATCACGCGAAATAAAATATCCAAAAACATTTAAAAAAATCAATGAGACTCGACGAGACCCTAAAATCAAATAAACGGAAAAATAAAANAGANAAAGANATACGAACGAAGATATACGAACTAACATAACTTGAAAAACCAAGAAACCTATCATTCATATCAAATATAAAATGCCCTTGAACGGATCTCGTCGAAGAAGGGGGGAAATCGCGGAGGAAATGAGCTCGTGAGAGAATGGAAAATAATACGCCTTTTGCAAACAAAAGTAGACATATCTAGATGAACTATNAAAAATGAGTTTTCTTTGTCTCATGCTAGTCATTTTNTACGTGATTGAAATATTCCTACATGAATCAAAAGATTTGTTTGTTTAGCCAACGTATAAGTGTTTGTGCAACACGNACAATATCAAGTTAAAAATTATACTTGAAATACTGAGGTTCGATGAGTTCAGATAACAAAAGAGTAAATAGAAGGGTTCACAATAAAAATTCGTACAAGTATAACACTATATTTGGTAAAAAGTAGGGCTCACAATACAAGCACATTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAATATTTTTTTTGCTAGTGTTATTGAAACAACATCATTGTTCGCCATATTTGATTTGAAAATCTTCTCATTTTCTTGATGTTATAAAATTNTAAGTNAGANGAAAAAAAGAAAACAAGAAGGGCTAGNCCGCCCCAACCCTCGGCCTTTCTAGGGCTGGGTTGGGTCGACCATTTTNAGGCCCTTCAAATGAAGGGTCGGCCCGCCCTAACCCNTCGAACTCTTTGGCCCGCGAGGCTTGGGCCGAGTTGGGTTGGGCCGGCCCNTTTTGACAACTCTCTCTATATAAGGCTATATAAAACCATTTTACCGTTTTACGCTTAAACCCTAAATAATCCGCAACGCTATAATCTCTGTCATAGATGATGGAGGACATGGCTGCTTCTGGAAGGAGTATTTTGATANTAGTTGCAGGCGGCTGTTATTCTGGTTTAGGAACTCCATTGTTAGATTACACCGCTTCTACTTATCATAACTTTTGGTTTCTTCCATGTACGTTTCTACTCCATTTTTTATTGAGTGTGATGAATTTATCTCGAATTCGAATCCCAAATTGTGTTTCTTTGCTTGATTTTTATGTCTTTTTTGTGGCTGTTTTATATTGATTGCTATTTGAGATTNCGCTTTTTTTTTCCAGACATGATATATCATCTGAATTTGGGGCTTTTAGGTTCTTTCGAAACTACAAAGATTGCGTTAACGAGATTTAACTTTTAGGTAAAGGGACTCTTAGATTTTGTTTCTAAATTTGAATGATCGTGTTTGCAAGAATATGCTACTGGGATTTAATAAAAAGGAGATATATAAACCTAACTTCAATTAAATAAGAAAGTGAATCCTTTCTTAATTTCAACTTTCCACCTCTCTATTTAGNTTGCATCTTCAGTTAATTCGTAATGATACTTCAATAGTTCTAAATTGGGTTAGAACATATATAGACAAATAAACAACAGATAACTTACTATAACATATATAGAAAAATTTATTTACGTTATCAATATATGCAAGTACATGCTATCTATCATTAGATCTGTAATATTTGTGTTTCAANTGTTTGACGCTTCAGTTTCATATTCTATCTAATTTC

>rnd-6_family-3485#DNA/hAT-Ac ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

TTCGGTTTACTTTTTTGTATTTTTCGGTATTTCGATTCGGTTTTCGGTACGTATTATTTTGGTTTTCGATATTTCGGTTTAAACCGAAATATTATACTATAATTTATATTATATTAATTAATAATTATTAATGTTAAATAATCTTTTNAAAAAAGAAAAAAGAATGTGAAACCCTATGTAATGTCCCTATTCCTAATTTAATTTTCAATATTCATCTTGCAGCCTCCTCTTCCTCTTNCAGGCAGCAGCTCTTCCTCTTCCTCCTCTTCCTCTTTCAGGCAGCAGCAGCAGCAGCCGCCGCCCGCAGCGACTTCAAGTCTTCAACCGGCGACCGGGGTTCGGCGGCCAGCCCAGTCAGGTATTCGGTACAC

>rnd-6_family-1567#LTR/Gypsy ( Recon Family Size = 29 Final Multiple Alignment Size = 16 )

TTTTGGCGCCGCTGTCGGGGACTTAGAAATTAACTATTCTTNTAGGTTATACTTTTTCTTTTTATTTATTTATTTATTTTTTTTTAGTTAGTTTTTTTAAACAATTATTTATNTTTTTTTCTTTGAATAATTTGGTACTCTTATTGATATGGATGATTGGGATAAATCGTGGTTGGGTGACGAAAGTCCTTTATGTCATATATGTGGTCGTCAGTATATTCATTGGAATGGTTGTCCTAAATCTTATTCCCTTCCCCCGAACCCCTATTATGATTCTTCTATTATTTGTGATGTTGGTAGGGGCGATGAAGTGGAGAATGCGAAACAAGAGGCGCGCAATGTGAATTCACTTATGGAATGTACGGACATGTTGGACAAAGTTAATTCAAAAATCGCCGAANAAATATTTGAATGCGCGGAAGGGCACAAAGNAATCATGAAACTGGAANATGAGCTTGACGCTATTCGATTAGAAATTACAGTCCTAGCTAAATTAGAAGAGATTGAAGCCCAACAAGGAGAAAGTTATGAAGAAGCAGAGATAGTGAGTCAATCTTGGCTACAAGAACAAACTCAACTTCTAAAGTTTCAAGAGTCTATCCGTGATGGTCTGACATACATGACAACCCAACTGATTGAAGGAAGAGTTGAGCTCACACAAGAAATAGATCAATTTGGCTCAGATATTCATGACTTAGAGGCTCACTTGAACAAAAAGATTGAGGCGTCTGAAGCCCAATTACCAATTGTCGTGGATGATGACCAACTAGTGGAGAAAAAAGAGGAATTCCAACCATTCAACTATACCTTATTCCTTAATATCGATGTTGAGAAAGAGTACAAAAGTGAGAATGTTGTAAATAATGTTGCTTTGGAGTTGAGGCAACTTGAATCTCATTCAAAACATTTTTC

>rnd-6_family-501#Unknown ( Recon Family Size = 20 Final Multiple Alignment Size = 16 )

TAAAGATACAACTTCCCCATGCCTTTTACTGTTGATCTCGAAAAGGAGCAAAAGATAAATTTCAAACTCTCTCTTTCAAAAATTTTCCAATGGATTTCCCANNNCCAAAATTTCTATGTTCCTCCCCTATAAATAGTTCCCATGCTCAAGGGATTAGGAGAGAGGCTGGGGAGCTGAGTTTTGAAGCGATAATTACTTTACACTAGAAAGTTTCAAGCGAATATCTAAAATAGAGTTTGCAGCTGGTTTTGAACTTCTTGGCTGTCAATTTGTACTTGAATCTTGTGTTAGAAGAACTCGTTGCTCTCAAGCTCGTTGTTGTCTCGAGTTCGCTGCCTCAAGAAAGGTATCGACCTCGCCTCCTTTGTATTCGGTTTCAATGTAGCGTGTTACGTGCGTTCGATACTTGGTATACGGTCGGTTATTAAGAGTATGTGGTTCTTTCTTTTTAATCTTTGCTTAACTTCGCTCTCCTGCGAGTGCCTGGGTAGTAAGCACGAGTCAAACATCTGGGAAGTTAATTTGATATTATATGGTGGTCGCTATATTCATTATATCAATTTTATGTCTATGTAATTAGTTGGATCCCTGTCTTGCTTTGTTAGAAATAGTTTAAAGTTCGTTTGCTCGGTAGAGGGTTTATCAACTGCGTCGTTTGGATTATTCACCGTTTGTTGGAGTTTTGTAAATATGATAAGAAGGAGGTTGTAGTCTTGGTGACCTGCCTTTGTTCCGTTCTCATTGTCATGGATTTTGTTAATACTATCTGAATTTGGCCTAGTAGATGTGTCTAACCTATCTTATCATTTAGTCGAGATTTTGTTTATATCGTTTGGTTTTAATTCATTGCATTGCTTGTAACTCAAATGCATTAATGCACCAGTTAATTAAGTTTAATCACATTTTCAGCTATCAAGATGGCCTTTCACTCTCATATGATTTGGAAATATCAATACCCTGAGCATGACATAGGTTGGACATAGTATTTATGGTATTAGATATTACTACTAAACAAATGCCCATTTTGTTTTCTCATGAATACTATAGTTGTTTATGCTTTTAGAATTTAGGTTTGATGGATTTGTATGAACAAAGATGCTGCCATGTTTAGTTATAGATATTTAACAATGTTTTCATCCTCCACCTAAAGTAAATTTACGCATAAATCGATATCNAAATTTGGCATACGAACGAAATAGCTAGTTTTATAGGTTTTTTTTTTTGTTTTCGGATCTAACATTTTGTCCATTTATTCATCTTCTTTTAGTTTCTGCCATAGGCATACAAAGATTTGCTTGTTATGACAAGTACAATGATCAATTTGCTATAGTTTTAGTGTCGTCTGATATGTGTCTTCTCCTATTTATTATTTTTATTATTATTTCTTTTCTCTTTTAGAACTTGTTGAAATATCCATCTTTTGTTTTCTACTAATATGCAACATGAGTAAATTGCTCAAATGACTCTTAGTGTGATTTTAGCCTCTTGCTGGTGTTAGTTTAGCCTTATTATTTTTTTTGCCAAATATNTGTTGATATAATTAGGAGCTACTAACTTATACGAATTCTAATTCTTGTTGTTCTCATTTTGCTACANGTGAACTCACATGGAGTCCAAGGTGGACTCGAATCCTTTCCCTTTCGCATTTTGAAATGGGACATAAAGACCCAAATTCATTTTATTCCCTCTCGAGTCAGCCCCCATTGTGATTGGTGAAGTGGATGAATAATTTGAAGATGTTAAATAAGGGCTGGAAGTTGAAAGANAGGTNCTCGGAAGGCGGAAAAACGAGTTGTATACGNTTTNTATANACTCGTATACAGGTTCANNGCAGAAAATACGCAGGNAAAAATGTAGATACAGGTTTGAGGCGTTCCGAGGCGGGANATACACAAAGCGAGTGATATACGAGTTGATATACACCGATATACTGTCTATGTATACAAAAACGGGAATTGGGTTAAAACCCAAAACTTGCAGCGAAATTGGCCCAAGAAAGGGCCCAATTTCATCGTCTCTTTCACTCTCCTAATTATTTTGATTATGTTGACTAATTTCATTTAACTCTAACTTTAGAATTGATAATTAACTTACTTAAATCCCCAAAAGATGAATTATTTTTTTTATGTTGGCTTACTATATAAACATCTTTTACAATAATTTATTTTTATGTCAAGTATATGAGTAAAATTAATATCTTTAGTTAAGTCAAACCTATGTTCTTAAAAGATATATATTCTTTAATGATTTTCGCTTAACCATTTTATTATTTTAAAATATTATTTTAAGTTAGGCGAATCTTTTATTCTTCCATTAATTAAAAAATGGGTTTTCATTCTTAAATTAATGAATTTNGTTTGAGTTATTATCTTTTTAAAGTGATNAAAAAAATAAAAATAATTTAGTTTGGTTAAATTNTATTTACTTATAATTAATTCATATAAAAAAACTTTAATCGAAGTTCCATTTTGTTATAAAATAAAAAATAAAAATAAAAATTGATATTTTTTTAAATATTTTCTTAAAGTTGATCGAATATTGTTAATTATTATATTAAATCATGTTTCTAAGAT

>rnd-6_family-4602#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 16 )

TGCTCATATTTTTATTGTTGAATTTTTATTAGTCTCAANCCGGATGCGTAACCGCATTCTCGATCTTGACATTTGGAGACATAACTGTCTTCTTCGCATCTCACCTTATAATTNTTACTTTAAATTAATAAAANTTAATTATAATTTTAGACAAGGTGCGTCACTGCATCCTTGAGTTTTTTTAATGTCTCAAAAAGATGCGTAACCGCATTCTTAATCGAAACAAATATTNTTAACGTGCCTAAAACGCATNTAGTNATTAAAANAAATATTTTTTCATAAATAAAATAAATAATNTAAAATAAATCTAAACGTTGAGGATANAATATANAATTCTGGCATNATTTTTATATCTTTTATTTTATATTTAATATTTTATATTTTTATTACTCTTAAAGTTAACGTCAAAATTAAGCATACACNTTCTACTTCAACAAAACAAATAACAAATTGTTAAAAACAAATCTCATTTTTTGTTTGTTAAAATAAAACAACAATAATTTATTTATNTATTATTTTTAGCCTAATCATACCTACTTTATCATTATTATCTAAATCAAGACAAGAACAATGTTATGACCCGTTCATTTTAAGAGATCACAACTAACGAATAAAAATAAATAAATAAAAATAATCATCGATTAAAGCTACCTTCATTCATGAAATAGAGATATAACAACTAACAAATTAATCATTTCAATCAAATTCATGAATAAAATAAAATATAAGAAAACTTGTCATAAAATTACATCAAATTCCATAAATAAATTAAAGAGATAAGGNAAAGTTGAATACCGCAAAATCTTGATCGAACCTCGATTAGAACACCCACCAAATTTTTTATAGGTTGTGCGTGATGGTATATGTAGTAGTGTAGATATGG

>rnd-6_family-475#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

TTAAAAGAGAAATACATAAACTAGCACGAACATCACCNATACTAAGNGGGAAATCAAGTCTATCTAGTGATGTGGGCGACGAAAGAATCCATCTCCATTCGAGNNGCGCCCCCACCCTCCGTCGACCGCCTTACTGCTTCTCTCAATTCTTCTGCTCTTTTCCTAATTTCATCTCCTTCTTCTGATGCCATCAACTTCCTCACGACGTTCTCAACAGTGGATGCACTCACCANCTCNTCGCGTTNCTCCCATTCCCTCACGATCAGGCCNATTTTCAGTACTTCTGTTACCAAGAAAGCATTCCTTGGCTGATCAGAATGCGTTGGCCANGCNGCTATNGGNACTCCCATAGTAATACTCTCNATGCAAGAATTCCATCCGCAATGACTCATGAAACCGCCCGTGGACGAGTGAGCCAAGATTTCCGATTGTGGTGCCCAATCTCTCACCACNAGCCCTCCCCCCGNTACTCTCTCCTCANATCCTTCAGGCAACTGAAGTTTTCTAGCTTCACCGGTGAANATATCTCCTTTATCAGCGTCCCTCAGCACCCANATAAACCTCTGTTNACTCTGCTTCTAGCCCNATCGCNAGCTCTCTGATTTCTCTATCGGANAACGAAGTCGTCGTTCCAAAGGATACGNAAANAACCGAGCTTGGCGGTTGTTTGTCNAGCCACTCAAGCGAATATATGGCGTTTTCTTATTCGAGACATANTCTAGNTTCATAGGATCGAATGGNCCAATNGCCCATTGCTTCNTNACCTTCGTATTCGCTTTGTACNANCAAATCAAGATACACGCCTTCGATTACTTTANTCGTATTATGAATATCGCCAGATCTNATACCCATATATNGCCTCTTAGTAGCTCCAAATTCCTGATTTCATGAGGNATACNTCCTTCAAGGGANGGTAGCTTTTTAAGTACAACTTCAGCTTCAGGNTGNACAGGCGTTCCCGTAGCATCCCAGATATAAAACAATACAAAATGAAAGCCGAAATGCAGTGTGTAAACAGTANGACTCCGCGTTGGGCAAGGACGAAACATCCTGAACATTACAAGACGTNAGAGAATCATGAACAACAACGACTCGTCTCGATTTTGAAGACAATATCGCGTACTAGAAGGAAGCGAACTGGACTCGCGAAGAAGCGTCGCGTAANGAGCGAGGGAAGTTGTGACGGGAATTTGATNGAGGCATCAGGGTCAGGCGGAGGTGNNTCGAAAGGTGTTNGGGAAATTCATGGAAATGGATTTTGGCTATGTCCGGTGGATCTAAGCCGTCGGCTCGAACNCTAGCTTGACGATTGTGTGTGGCCGAGCCGACGTAGTAGACAGGGATATCGTACATGAGGAGATNAGACGGGAGAGTTGAAGGAGTTGGTTGAGATGGCCTTGTGCTGGAAGTGGAACCATGACTACAGCTACTTCATCTTGTTGCNCGTCGCTACACATGTT

>rnd-6_family-8901#Unknown ( Recon Family Size = 19 Final Multiple Alignment Size = 16 )

GAGACGGTGAAGAAACACCATGAAATGGAAATTTAATTCCAAAATCTCGTAGACCCGCCTGAGGTGCCGTGCCAAGCAACAGTTTNNTCAGCTCGAGAGAAAACGAGTTTTATTGAACTTCNACGGAAGACAAAACCTCCACGTCCTCATGGTTTATAAACGGAGCAGAGAGAGTAATAAGAATAAGAAAAGAGGAAGGTCATGTGTAATTTCACGAAAAGGGTGGTTTGGGGAGGGGGGGAAGGAAACTGAACTTTGCNAAGCCGAAACACGAANCAACTCAAAAGCTTCGAAATCTGTCATGGCTGCAAGCATCAGTTAGCCTTACGAGACAGAGAAGATGCACCACGAAATGGAACTTTCTCCTAAATCTCATATACCCGCCTGAGGTGCCATGCCGAGCAACAGTTTTTCAGCTCGAGAGAGAACATGCTAAATTGCCTTTTTTGAGTCGTACCAAGAGAGAGTAATAAGAACGAGAAAAGNAGAAGGCCGTGTAGTTTCACGAAAAGGGTGGTTCGGCGAGAAANAAATTGAACTTCGCGACGCCAAAACACGAATCAGCTCAAAAGCTTAGAAACCCGTCATGGCTGCAAGCATCAGTTAGCCTTGTGAGACAGAGAAAAACACCAANAAATGGAACTTCTTCCAAAATCTCACAGACCCGCATGAGATGCCATGCCAAGCAACAGTTNTTCAGCTCAAGAGAGAACATGTTTGATTGCCATTTTGAGTTATACCGGAGAGAGTACTAAAAATAAGAAAAACGGAAGGTCGTGCGTAATTTCACCAAAAGGGTGGTTTGGCGAGNGAAAAAAACTGAACTTTGCGAAGCCAAANCACGATNAGCTCAAAAGCATTGAAACCCGTCGTGGCTGCAAGCATCAGTTAGCCGTATGAGACGGAGAAGAAACACCATGAAATGGAAATTTAATTCCAAAATCTCATAGACCCACCTGAGGTGCCGTGCCAAGCAACAGTTTAATCAGCTCGAGAGAAAACAAGTTTTATTGAACTTCCACGGAAGACAAAACCTCCACATCCTCATGGTTTATAAAACGGAGCAGAGAGAGTATAAGAATAAGAAAAGAGGAAGGTCATGTGTAATTTCACGAAAAGGGTGGTTCGGGGAGGGGCGGAAGGAAACTGAACTTTGCCAAGCCAAAACACGAATCAACTCAAAAGCTTTGAAATCTTTCATGGCTGCAAGCATCAGTTAGCCTTATGAGACAGAGAAGATGCACCATGAAATGGAACTTTCATCCCAAACGACAAATTTTCGNCTCAAGAGAGAACATGCCAAATCGCANTTTTNGAGTTATACAAGAGAGAGTAATAAGAACAAGAAAAGTAGAAGGTCGTGTANTTCACGAAAAGGTGATTTACCGACAAAAAAATTGAACTTTGCGACGCCCAAACACGATTAGCTCAAAAGCTTCGAAACCCAGCGTGGCTGCGAGCATCAGTTTGCCTATGAGGCGGAGAAGAAAGACCAAAAAATGGAACTTTTCCCAAAATCTCATAGACCCGCCCGAAGCGTCGTGCCAAGCGACAGTTCTTTAGCTCGACAAGCGACATGTTTGATCGAACATCGACGGATGAAAACCTCCAAATCTTCATCGTGTATAAAACGGAGCAGAGTGAGCACTAAGAACAAGAAAAGAGGGAGTGCATGTGCAATATCACGAAAAGGGTGGTTCGGTGAGGGGTGGGAAATAAACTNAACACCGGGTCAAAACACGAATCAGCTCAAAAGCTTAGAAACCTGTCATGGCTGCAAGCATCAGTTAGCCTTACGAGACAGAGAAGAAACACCANGAAATGGAACTTTCTCCAAAATCTCACAGACCCACATGAGATGCCATGCCAAGCAACAGTTTTTCAGCTCAAGAGAGAACATGTTTGATTGCCATTTTGAGTTATACCGGAGAGAGTACTAAAAATAAGAAAAGCGGAAGGTCGTGTGTAATTTCACCAAAAGGGTGGTTCGGCGAGAGAAAAAAAAATGAACTTCGCGAACCCAAAACTCGATTAGCTCATAAAGCATTGAAATCCGTCGTGGCTACAAGCATCGATTCGCCGTGTGAGACGGTGAAGAAACACCACGAAATGGAAATTTAATTCCAAAATCTCGTAGACCCAC

>rnd-6_family-2759#LTR/Gypsy ( Recon Family Size = 16 Final Multiple Alignment Size = 16 )

AATAAAAACAACGCATCAAAGAATNAAAATGGAGCCGCTGCCAGGGAGTGTTGTCACGTAAAAATGTAGTTACTTATAGTTTTTAGTTCTTCGTAACGTAGCTTTTACTAAATATTTTTGTGGTTCGTTGTTTTGTGTGATTGTGTATTTACGCATAGTAACAAGAATGGAAAACAACTGCAGACTTCACACAGACCATCCCCTCTTGAATCTCTCACACCTAAGGGACAACCTCTAGACCATTAAGCAGGTAGGGGATGAGACTCTTGAGGACATCTGGTTTAAATTTATAAAAGTATTAGCACCATTCCCATCTAAGTGGATGACGAACAAGGCTTTACTAGAATTCTTCTACAGAGGTATTACTACAGAAAATAGAAGTATCATCGATAGATGCTTACCGAGCGGTATACTCCTTCACCCCNACGAAGTGGCCCGAACCCTTGATAATATNGCTAGAACCGATAAATAAAATCTAGAAACGCACGAAGAAACTCACGAGTGGGATTCACATTATANCCGATAAGTCGACGATCTATTCAAGCGACTGAAGGACACAAGATAAAATGTTGAATGAGCTNAAAAATAACATAGAAATGTTGTATGANACAACAACCCAAAAACTATAACCATTCAACATCAAGATGATCAAATTANTGAGTTGATACCATGTCGTCATCCACCATTCGAGGAAGGCTCCCGTAACTAAACCGTCGGTTAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGGCACANAAATTATGTTGGCGAAGAGCCAACTTGATTGTTGATTGAGATAATGTCCGCTTTTTAACTCTTCAAATAAGNTGGAGGTTCTGTACGACTCAGCGAAAAAAGAAAATCGCTTGGCGTATCGCCAAGTAGCTGAGCAGATATTCAACTTACGTCACCAACGGAATCAGATATGAAAACGTTGTATAAAATCGCCGCCTTTAATTCTCCACAATTTTTACATTACTCCCATTCTNGATTTTAGTCTTTAAAAAACCGTGGTATCTCATAAGTATTTGAAGTTGAGTTATTATTGCTTGAATCTAGATCTATCTGCCGCTTATCGCCTAAATTTTCATCAGATCAGTAGCAAAGATTTGTTCTACATGACCCTCCTTCAATTATGATATTTTCTATCTGGAGATATGTTTTTCCCAAGTAAGGTATGCTAAACTTTCTGATATGGGAATGATAGAAATTTGAATACCCTAGGCGACAGTTATGTGGACACAACTAGNAGTTGAGTAGAGAATTTTGTAAATTCTCCTTGAAGGGTTACGAGGTCGATTTTTGGAAACTAGAATTACAAATAGGGCATCAAGCTAGTCTGGCGAGCAAGATATGGCCCGCCGGGACACTCGGTGGTCATTAAAATTGATTGAGTCATAAATGGCCCCAGTCTGCACATAGAATGCGTTTAACAGTCGGCGTANAGAGTTTGAGTCGCTGAATATTATATATAGTTTCCCAAACAGATTTTGTTTACATATCAACCAAACCCCAGTTGAATCCTACTAACAACATCTGAATCTTATTATGATTGCAGGTATAGCCAGATCTAAAGTTATAGAAAAACTAACACCTCCTTAAGGAAAAGCAACTGGGGGTACATAAAATACACGGATACGCACAGAGAGAGGCAAAATGAAGATACTTACTTCAAGTAGAAATGGCAAAGATATCCCGATTCCCCAACAAAAATCATTAAATAGGGCAAAGGATGATGGGTTCAGAATTATTCTTGAAGAAAAACTCTTATCCATAGATGGGGTGATTGATATATATCCTGAAATTATGAGCACACAGAGGTGTCATCACTTCCAGGTTTTCACTAAGCCGCGTGGCTCATACATTCCAAGTCTGGTTCGGGAGTGTTACACATCATATAAATCTCTGATGCAATCGGGAATGAAACGTGTAGCAATAGTTAAGCCAATCAATTCTGTATTAGTACGGGGGACGGCTGTCCGGTATGATCCCGACAGTATTAATGTTATCTTAGGTCGTCCTAAACACATGGAGGAAGCATGCAAACACCTATCCAAAGCAATATCACTGGATAACATGAAAGATTGGTTAGCTCCCCTAATTTCATATGATACCCTAAATTGATTAAGGGCTGGCACAACAATTGAAAAGAAAAGACTAAATGTAGTAGCTCGATATTGGTTTTGGTTTTATCAGTAGCTCAATCATGCCTTCGCAAAACGAATCTATCATACGGCCTGCAAGGGCCGCATGCCTAGGATGCTTTATTGACAGAATTCAACTCAATTTGGGGGAGATCATAAATTTCGAGATCCTCATGNTCTTAAAATGACGCAAAACATCACTTTCTTTCCCGGTACTGATCACTAAATTGTGCAAACAGCTCAAGTACCTAAGGAAGCTCAAAGGAATATGTTAATCACTCCTACATCATTCACCGACATTAGAAGAATCGAAGCAGAATACCTTAAGGATCTGTAGGAGAACAGGTTAAAGGGAACGGTTTCAAAAGACCATACAACTAATACAACATGGAAAGTTCCTACTACGATTAGAAATAAACTTACCGCTATCATCGCACGTCAGGTTTACGTCACACAAGCTACGCTTTACAGAATAGTAGAACTTGCTCAGACTCCGTATCATCGAATAGTTGCCCTAGAAACCTCTATTGTAGGAATGATCGAGATTGCTCTGACTATTGTTTTTATACCACTAAAAACAACTATTGATGAACTTCAGGTAAGAATGGGTGTGTGCGAACGTAACTAAAGAACCATTGATAAGATGCAACATAAAAGGATGTGATCACGATAATGAAAACGTAAATAGAGTAGGTGAAGTCCATCCTTATGTCTCGGCGAGTGACTAAACATGAACATGGACTCTGACAAAAAGCTACATCACTGAGGACACACCTGATACCGCTGACAAGGAACCAATGAGATAGAACAAATCTTGATGGGGGCAGCAGTACTAGTTTCTATCAGGAGTAAACACCCTGCTATCTTCAATAGGGGGAAACACACCAACACACGGAAAAAACAACTTGAACAGGATTTCTTTCCTTACTCTCTCTTCCGTGTATCATATGAACTGCACTTGAGGACAAATGCTTTTNATTGTGGTAGGGTGAGGCCCACCTTGTTTTGTTAAGATGAATTTTTGCGTGTTTTGAGATGGGTTGTCTTTTTCAAATTGTGTTTTAAAATCTTNTTTTCGTGGATTGTTGAGCTTATGGCTCGCTTTTTGGGGTCTTAATTTCAAAATAATTTTGACCCTTCNAAAAAGTTTACTTTCGAAAATTTTGCCCCCTCTTGT

>rnd-6_family-8#LTR/Copia ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTTGTCATCATCAATATGGGGGAAAATGTTAATCGTAGTTTTGATGATTTGACGAACCCGACAGNAACCTTGTAAAGGTACCTGATCCTCGTGCNAAAATTCACCCANNTGACCGCCAGGCTGGAAAAAGTACAATTGGTTGGTGCACAGTCTCCAACTGCGGCAGAAACTTCGGACAATGACATGGCCTCGAAAGGTTCGACTATTCTTCATAAAGATTATGTCCAATAGTAACAACCTTAGTTTTCGCAANTTGAAAAAATACTATCAAGAGCTCTTGCAAAGTCTAATACTCAAGTCAAGAATCATACTCAAGAACTACAAGGACCTGATAGAGCTGCAAGCTTAAGTTGTCTTAGGAATTCTGTACTGACATTGTAAATTCGTTCCTAATCTATAAAGGATTCAGATATCGTGTGTTTGTAAAAGTCTAAGTCANTTAAGGTTAACTGATTTAGTGGGCGGCAGTTTTTGCTGCTTAGTTAAAATTCTAAGTCATCTAGGGTGCTAGTTGATTTAGTGGGCGGCGTCGTANCTGCTTAGTCAAATTCTAAGTCGTCTAGAGTTAGGTGGCTTAGTGGGCGGCGTCGTTATCTGCTTAGGCTCGTTAAGCAATAGAGATTATTGCTTAGTCGTGAGATTAATAACTTCTTTCTCACATTNGCTGTAATCGNGTTTCACTTTTGCTTTTGAAGAGATTAGCGAAAACGATTGAAAATCCTGTGAGACAGGTCGTGGTTTTACTCCCTTGAGCAAGGAGGTTTCCACGTAAAATNATTGTGTTGATTT

>rnd-6_family-7299#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CTGAAGTAGTATAGTTGTGTGTTTGGCCTATGAGCATACGTCTAAGAACGCNAAAACGCAAAGAAACCCAGAAACTCAAGTGTATTCTCTCTTTTTTNTTTTTTTAAGGGCTGTTGGGTTTTTTGGTCANNAATGGAGAAATCATNGGCAAAGCAGAGAGGGGCAACCACCCTTGAAAGAAATCCCAAACTCTCTGNTGCCTCATTCTTGCCTTTTCTGGGCTAACAGAAGGGAATT

>rnd-6_family-461#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTTAACTGGTTGTTGTGGCTGGACATGTTTGTGAGGGGGAATACAGTGAGGGGGAANACAACTTGTGCAGTGTATATTGTGTTTTCTTTTGGTTTCGATCTTATGCCAGGAGGGTGGACAAGTAATTCAGGGGGAACTTGTCATGAAGCTGGAGTGGTGTCTGGAGT

>rnd-6_family-4521#DNA/MULE-MuDR ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

ATGACACAAATGGTCCCTTTATCTNTANTAGTAGGTCTAAAATGGTCCCTTAACTATACACTTAACGGATNTAGTCCTTTAACTATCCANNNNTTTGTCAAGTTTGGTCCCTTACCATACACTTGTCGGTTNTAGTCCCTTAACTATCAGGACTTAGTCAAAAATGGTCCTTTATATTATCGCACTTATCAGNTTTAGTCCCTTAANTATAAAATTANCCAGATTTGGTCCCTTAANTATACACTTATCGATTTTGGTCCTTTAAGTTTTCAAAAAATTATCAGGTTTGGTCTTTATCTATTTTTAATACAAATAACTTAGATTTATATTAACGGAATTCATGCCTCGAGAAATTAAATCATTTAGCCATTTTTTCGGTTGTTTCTCTCTCTCCGCTTCTTTTTCTTCAAATTAATCTTATGCAAAGAACCTTAACCTCAACGATTTAAAATAAAATTCACGAGGAAAAAAGATATAAGTCATAATTTTATTCAACGGAGGATAAAATGAAGCATATTATTGCTACTAATGACTTGAATATGCTAAACTTTATTATAAAAAGGAAAAAAAAATTATTACCCGTTAAATTCAAAGTTTGTACTCCAACGACTTTATTGAAGAGAATTTGTTTAATTTTTCAGAAATTGAAATTTATAAAATGGTANATTTGTAACTTTTTAATTATTTTTAAATAGATCGNTTTTATTGTTCTATTCATTTTATTTTACGTAAAGAATTTNAGTAAATTAAATAAAATCCGCACTAATTAACATATTCAAGTGCGAATTCAAGTCATTAACAACAATTATATGCTTAATTTTATCCTCCATTGAATAAAATTAGGACTTATATCTTCTTTCCTCATTAATTTTATTTTGAATCGTTGACGTTATTGTTCTTTTCATAAGAGTAATTTGAAGAAAAAGGACGGGGATAGAGAAACAACTTTAAAAATGGGTTAAAAATTTAATTTCACGAAGATTTCCGTTAATATAAACCTAAGCTATTTGTATTAAAAAATGNACAAAGACCAAACCTGATAAGTTTTTGAATATTTAAAGGACTAAAATCGATAAGTNTATAGTTAAGGGACTAAAATCGATAAGTTGTAAATAGTTAAGGGACCAAAACTGATAAGTTTTTAAATAGTTAAAGGACTAAATCCGTTAAGTNTATAGTTAAGAGACTATACTCCTATAATTAAGAGACTATTTATGTCA

>rnd-6_family-4669#DNA/hAT-Ac ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

GGGGGAAATTACGGAGGAACTGGCCTCATGAGAGAATGGAAAAATTTACGCCCTTTGCAAACAGAAGTAGACACGCCTAGATGAACTATGAAAAATGAGNTTTNTTTGTCTCATGCTAGTCATTTTATACGCGATTGAAATATTCNTACATGAATCAAAAGATTTGTTTGTTTAGCCAACGTATAAGTGTTTGTGAAACACGCACAATATCAAGTTAAAAATTATATCGAAATACTGAGGTTCAATGAGTTCAGATAACAAAAGAGTAAATAGAANGGTTCACAATAAAAATTCATACAAGTATAAGGCCATATAACGCGTAAATGGAAGGCCTCACAATACACGTACATTATCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTAATTATACTAGATTTTTTGCTAGTGNTATTGAAACAACACCATTGTTTGCCATANTTTATTTGAAAATNTTNTCATTTTCTTGACGTTATAGAATTATAAATTTGAAAAGAAAAAGATGAAAAAAAAGAAGGGNTAGGACCGCCCAAACCTCGACCTTTCTAGGGCTGGGTTGGGTCGAGCATTTTATAGGCCCTTCAATTAAAAGGGTCGGCCCGTCCCAGCCCTTCGAACTCTCTAACCCGTTAGGGTTGGGTTGGGTTGGGCCAGCCCATTTTGACAGCTCTCTCTGTATAAGGCTATATCCAAACATTTTACCTTTCCGCTTAAACCCTAAATGACCCGCAACACTATAATCTCTGTCATCGGTTATGGAGGACATGGCTGCTTCTGGATGGAGTAATTTGTATAGTAGTTGCAGGAGGCTGTTATTCTGGTGTAGGAACTCCATTGTCAGATTACACGGCTTCTATGATCATCTCTTGTGGTTTCTTACATGTATGTATCTGCTCGATTTTTTTTGGCGTGATGAATTTATCTCAGATCCAAAATTGTGTTTCTTTGCTCGATTTTTATGTCATTTTTTTGGATGTTTTCTATTGATTTCTATTTGAGCATCGCTTTATTTTCAAGACATGACATATCGTCGGAATTTGGGGGTTTTAGTTTCTTTTGCAGCTACAGAGATTGCGTTAATGAGATTAAACTTTTGGGTAAAGGGACTCTTAGATTTTATTCCTAAATTTGAATGAGTGGTTAAGAGATTTAATATGCTACTGGGATTTATTAAAAAGGAGNCACATATTTCAACCCGANTTCATATCAATGAATAAGTGAATNCTTTNTTGATTTCAACTTTCCACCTCTCTATTTGGTTTGCATGTTCANTNAATTCGTAGTGGTACTTCAATNGTTCTAAATTGGNTT

>rnd-6_family-2526#DNA/CMC-EnSpm ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

AAACAATAGAAGAAGTATCTGATGCCGAGATAATGAATAGATAGATGAGGAAGAAACGTCTGAAGATGATGAAAATGAATCGTTCGATGACGAAGAATGGGACGGTAATGTAAAACGAAACAACCGAGGAGGAAGAATGGGAGGATGATAGAATTGAAATGAGCGAGGAGGAATAGTGGANNATTTGAAACATGAAAGCTAGCTAGTATATGTATGCAAGTTGTTGTATTCGCAAGTTGGTANTATTTTATGCTAAATTTATGATTTTTATATATATTATACATGTACGTTTGCATACAAATGTCATTAGGCGGCGATAACGATAGACATCGCGAGCATCTTGGAGTTAGCCGACACAAAAAAGACTAAAACTAAGAAGTCTANGAGACCCATAGATGTCGAGGATATCGCATGAGCTATTTCTTTTNNTCGTCAGAGCGCATCATCCACGATACACGTGTATTTGCTATTCCGTTCGGTACGGCGGATCCTCGACTGTATTATCCAAATTACAAAAAATNAGTCGGTGCTTCCTCTTCTTCATATTTGCCTCCCCGCCTCGACGACCTACCTTTATAGGGTATTCGTCGAGGACGACCCTTATCGGCAGGTACTCCATATCCCACACGTACTCCATCTCCCACAAGTGCATCTCCTCAGTTATCTNCCGTGAGGATTAGAGATTCTAGTAGCGAGCAGTCAGATGCTATGGCCGGTACGCCTCCATTGACTCAGCGTTTTGTGCATCCTGATGTATCACCCTCATCTACAACTACACCTAGTNCTACACCAGATGATGAGATGCCTGCTCTAGCCCCTGGCCGGAAGGGCGTACTTGGTAGAGTCATGATTGAGCCGGATGGATCATCGTAAGTTTGTTTTGTTATCTATTTGTTAGTTTATTTTATTTATTTCTTATACTTTAATATATTATTCATGAACTAACATATTTATTATGTGTTTTGCAGGTGGCATCCTGCAAAGGATGCTGCCCGGGCTTTAAAAGACTGTGTTAGAAGACTNTATACGCAGACTTATCACTCTTGGAGCAAGATTCCAAACAGTATACGCCAGACGATGTTTAATGANTTTAAGGTATATATTTTTTTGTTAAGTTTAGTATATTTATACTTTATTTTTTACTATCGATCTAATTGACGTTATTCAATTTTTTTATTCAGACTACGTGTACTTGGGNGTCGAGGTACAATCNGGTCATCTCGACCGCATTTGAGAGGAAGGCGTCCGCCAGACTGTCCGGCTGGCTAAAGAAAGTTCGGGATAACGGTGAACGTCCGCATTGGATGTTGCCTCATGTTTTTGATGAANTGGGTCTGTATTGGAACACGAATAAGTTTAAGGCAATATCATAACGACCAAAAAGNCTAGAGGNAGTCTTAAGGGTGGCTCGTTGCACACCGGAGGTGCAAAGTCCGTTGGAACAATTACAAGAGAGATGGTAAGTTCTAATTCAAACTTTTAAATAAATAATTAGTTGATTCATATATATTNAAATAAATATTTAGTTGATTCATATATATCGTTATAAATTTCAGTTTTNTTTATAGGAAAAAGAATTGGGGCGCACTCCCATTGNACCGGAGGTTTTCAAGAAGACTCATGTCAGGAAGAAAGAAAATGAGTCGGATCCGGATGTGTGGGTGGAGGAAAGAGCCGAACGACTTTTNTAAGTTATTTAATATGAATAATATATATTAATAGTGAATATATTTATGATATGTATATATATTGATGTCAATTTTTATATTTAATATGCAGAATGAGTTTCATCACTACGTCGCTGAGAATCTAGATAGTTCGGTCGAAATGACACCTGAACTTTCCACCCANATTTGGAAAGATAAAGTGGTCTAGGCTCTCAAACGATGTAAGATGACTCTAGTCANGCTTAGAAGGTATTGGATCGTCACGTCAAGCCGAGGCACTTGACGGTGTTCAGATTGCTGCTATGTCGGCTCAAATAGCGCAACTTATAGCGGCACTGGCAGAGTCGGAGCGGAGAAGAGTAGCTGAACGACGAAGCATGAGCGAGACCGTTCAGCAAATCAAAGAACAAGNTATGAACCTCGCTCGTCGACCTACTACTTCGGCTCCCGAGGACACCGACGACGATAGTGATGATGAGGATGATTNTGTAGATCNCACTCCCTAGTTTAGATCTCTGGACATTTTTGAAATTTCGAAACGAATTTTGAAAGACTTTATAAGTCTTCAAATTGTGATTTAGATACTTTCGAATGTTATTTTAAGTTTTGTTTTGTNTAGNTTGTTTATAATTGTGTAGTATTGATTCGGNCTGAATAGTGTACGATTGAATTGAATTGAATTTGCAAGTGGGCAGCGAAAACTACAACGTNNTTTTGTCCGTCGCTTTNCGATTTTTATTNTNTAAAAAAAACGGCAGAAAAAGCGACGGACAACGTGNTTTCGTCCGTCGCTTTTTCGGTTTGTNTTTTTCAAAATAAAAANTCCAAGAAAAGCGACGGANATTNGGTCCTTTTTTCGGCGCTTTTTCGGATTTTTCAAAAAATAATTTCCAGAAAAGCGACGGACAGTGTCCTGGACCTTTTCGTNCAAAAAATAAAAATTNNAAAAAAGCGACGGACTCTGTCGCCTTTTGGAAATTAAAAAAATTACAATTAAAATAGAGCGACGGAGTCCGTCGCTTTTGTTCAAAAACAATACAAAAAATNTANTCAAAAAGCGACGCAGTCCGTAACGTTTTTGAAAACCGTCGAGCCAAAAAGTGAAGGAAATGATTACGTCGCTCTNTCGTCGATTCGACCAAAAAAGCGACGCAGTCCGTNGNTTTTGGCCGTCGTTNTTCGCCAGTTTTTTAG

>rnd-6_family-2334#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

ATTGGACGAAGAAGACGCAGAAAAAACGGCTTTCATTACACCTTGGGGTATATATCGCTACAGGGTNATGCCGTTCGGCCTAAAAAACGCCGGTGCTACCTACATGAGAGCCATGACTACNATATTTAATGACATGATTCATAAAGAAATCGAGGTGTACGTGGACGACGTCATAATCAAGTCCCGCGAGAATTCGGACCATTTGACGCGATCTAAGGAAATTCTTCGAACGTTTGCGTCGGCACAACTTGAAGCTAAATCCCGCCAAATGCGCTTTTGGAGTTCCANCCGGNAAGTTGTTGGGNTTTATAGTCAGCAGAAGAGGTATTGAACTCGATCCTTCCAAGATTAAAGCAATTCGAGAGTTNCCTCCGCCGAAAACGATAAAAGAGGTNATGAGTTTCTTGGGGAGGTTAAACTATATCAGTCGATTCATCGCTCAACTCAATAGTGGCGTGCGAGCCTATCTTCAAGTTGTTGAAGAAGGACGCTCCAACTAAGTGGACTGAGGAGTGTCAAGACCGCTTTCGACGCTATCAAGAACTATTTGTCAAATCCACCGGTATTGGTTCCTCCGCGAGAAGGGAGTCCTTTGTCGCTGTATTTNTCTGTCTCGGATAACGCCTTCGGNTGCGTACTTGGTCAACACGACGAGACAGGGAAGAAGGAAAAGNCTATCTATTACATNAGNAAGAAGTTTACGTCCGTACGAGTCTCGCTACACTCTNTCGGAAANAACGTGTTGTGCTTTGACTTGGCTCGCCCAGAAGTTGAGGCACTATTTGTCGTCNTATACTACATACCTCATNTCCAGAATGGACTCGCTGAAATATATTTTCCAGAAAGCGATGCCGACCGGNAGGTTACTAAGTGGAAAATGATGTTGAGTGAGTTTGACATCGTGTACGTGACTCAGAAGGCAGTAAAANCATAAGACCTTGGCCGATCATCTTGCGGAAAATCCCGTTGATGAAGAAGTACGAACCGCTCAAGACATATTTTCACGATGAAGAAGTGTCAACTTTGTGGGTGAAGATATTTCTGAATCATATCCAGNTTGGAGATTATTTTTTGATGAGATCGGCGAATCATCAAGGGAAAGGTATTAGGGCGGCTCTTAGTATCGCGAATCTGGTCGGCACTATCCCGCGGCAGCTCGACTTCGATTCNNTTGCACAAACAACACGACCGAGTACGAAGCTTGCGTTCTNGGTTTGAANATGGCNATNGACATGGATATNCACGAGTTTCTGGTCGTTGGGGATTCGGACTTGCTGATTCGNCAAGCTCGAGGAGAATGGGAAACTGCGAAGAATCCGAAGATTATACCTTACGTACAATATGTGTAGAAGATCTTATGCAAAAGGTTTCGTAAAATCCGTCGNATTCAGACATACTCCCAGANTACAGAATGAATTGGCCGATGCTCTGTCCACCNTNGCTTCAATGCTTNCATANCCGAGTAANACTTACATCGACCCGTTGGATATNNAACTNAAGGANCAACATGGCTATTGTTAACATATTGAAGCAGAANCAGATGGTGAGCCTTGGTATTTCGACATCAAGAGGTTTTTGGAGNCCGGAANATATCCTNAACATGCTACGTAGAAAAAAAGAANTATATACGCCGTATGACTCTCGATTTCTTTCTCAAGTGGAGAAGTCTTGTATAGGAGGACTCCGGATTTGGGTCTTTTGAGATGTGTGGATGCTGCTGAAGCCGCGAAGNTTATTGAACAGATACACGCTGGAGTTTGTGGCACACACATGAATGGTCTTACTTTGGCAAGAAAGATTCTTCGANCCGGNTATTTCTGGATGACTATGGAGAATACTCTTGCAAGTTCGTGCGAAAATGCCATAAATGCCAAGTNCATGGCGATTTGATTCGNNCGCCGCCTCACGAACTCNATGCTATGAGTGCNCCTCGGCCNTTTGTNGCNTGGGGAATGGACGTCATCGGNCCGATAGAGCCGAANGCTTCTAACGGACACAGATTCATTTTGGTCGCCGTCGATTACTTCACCAAATGGGTGGAGGCGGTCTCATACAAGTCGGTAACTAAGAAAGAGGCGGTCGATTTCGTTCGCAACAATCTCATNTGCGGATTTGGNGTNCCAAAATTNATCATTACCGATAATGGTGCGAATCTCAACAGTCACTTGATGAAGGANGTACGTGAGCAATTTAAAATTGTTCATCGNAATTCAACCGCTTATCGTNCTCAAATCAACGGAGCTGTAGAGGCCGCCAGCAANAACATCAAGAAGATTCTNAGGAAAATGGTTGACAAGCATCGAGGTTGGCATGAGANGTTGCCNTNCGCTCTNTTGGGATATCGCACGACNGTCNGNACGTCGATCGGTGCAACTCCNTACTTGCTGGTGTACGGAACNGAGGCNGTCATACCCGCNGAAGTCGAAATNCCGTCNCTNAGAATCATTTCGAAGAAGCGTGTAATGTTGAATGGGTTAGAAACNCGATTAGAACAATTCGCGTTGATNGACGAGAAAAGAATGGTCGTCGTTTGTCGTGGTCAGTTGTATCAACAGAGAATGACTCGTGCATTCAACAAGAAGGTGACACCCAGAACNTTTAAAGNNGGTCAACTNGTCNTNAAGCGCATCCTTCCCCACCAAGATGAGNNCAAGGGAAAATTCGCNCCAAATTGGCAAGGNCCNTACGTNGTTNANAAAGTGTTATCCGGAGGNGCCTTTGTCNTGTCGGAGATGGATGGATNGCAGTGGCCGAAACCTATCAACTCAGACGCTGTCAAGAGATACTACGTTTGAAGTNTCANTTTNTAGTACTCTCATTACTTTNCTTGTAATCGCNCTATTTTGCTTGTNNTTGCTTGNNTCAAGCTTTTATCCCTNTNGTANTGAACTACGTNTGACCTGAATTCTCAAGAATGAGATATACGTAGGCGGCCTATATCGGCCTCGGTCGTTTCCTTGGCCACCCAACCCATCCCTTTAATTATTTATATTGTATTCGAACTACGTTCGACCTGAATTTTCAAAGAACGAGATACGTAGGCGGCCCATGTCGGCCTCGGTCGGTTTCTTTGTAAATTTCTTATTTTTCAACCTTTGAGGAGGAACTACGTTTGACCTGATTCGTNCCTCAACGGGATACGTAGGCGGCCGCAACGGCTCGGTCGTATATCCCGTAAGATTTTCATTCCCCTTTACAATAGAAACTGGGACAAGAATTTTTGAGAGAAACTCAAAAATTCTCGGGGANAAGATTCTTCGTCAACAAGTCAAGACCGAAGATATTTCGAGATTTGCAACCGGGATAGAATTTTTNAGAAGATCTCAAAAATTCTCGCGATCTGCTGACCAACTGTCGCGGAAAGATAAGCTTAAGACAATTANCNGNGACAGAAATTTTGNGGATGGCCTCAAAATTTNAGCAAGGGTTTATCGACAAGTCCGGAGTGGCTCCGAACACTCCCCATCGAATAATCACGTNNACCTCCAAGCATNAGGCTCAAAGAAGTTCGCTAAGCCTNACGTGACATGACATTCGGCAGTGACCTTTTTCGAAGATACTACTTCTCGACAAAAATTTATTCTCTTAAATAATTTCCCTTTTACGTTTCATTTGTTTTGGCATAAAATATCTTGTCTTATATATCAAGAGACGGGGGATCGGGAAAATCAACCTGTAGATAGCAGCACAGGGAGCACGGAACTGAAGAATCAACACACATAAGTTCGTTTTAAAGCTAACGATTTTTCTCTGGACGCATGTTTATAGCCTTTACTCGGAAATCGCCGAATTCCTCAGATCGACGAATAGGGAGAAGTCAAAGGAGGAGAAAGTTCTCCCAATTTGAATTTTTTTCTACGGACGTAGGAATTCTTTTATAAAAACGTCCGGCTAGATTCGAAGGTGAATCATACAAAAATCTCAAGAAAGAGTTTACGGCTTTCGTAAAGGACGTCATCTGCGTCATTATATCGTNTACGAGACGATACACTNCNCGGAGGGGTCATTTATTTTATTGTCGATCAAGACGATACACTACGCGGAGGGGTCATTTTNTNTTATCGTCGNTCGAGACAATATGATTATCCAGAAGGCACCCAGAAGATAACTACGTTGCTCGATTGAAGCGCTATCTTCATTTGGTACCAAGGATGACATCA

>rnd-6_family-950#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TTGGGAGCTAGGAGGATAACTAATCCGGAGTTGATAGTCCCGGTAAGTCTTAACC

>rnd-6_family-1439#DNA/hAT-Ac ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AGGGGACGGGACGGGACGGGGGACGGGGAGGGGGGATTTGACACGGGACCGGGATTGGGGGGACGAAAATAGGTCCCATCCCGTCCCACTATATATACGGGACGGGACGGGATTTGGGGGGACGGGACGGGACGGGACGGGGGATTCTTTTTTTTNAAATATTTATATATTTTTATTGAAATGATACGTCTTTAGCTAATAAATTTTAAATTTAATTTTCGATTTTCAAATATCAAAATAAATTCTANNNCNNNGNNNCGGNNNCCGNNNNCNNNNNGNNNCGNNCNNCGNNCNNCGNGCNTCAACTTTAAAGTTTNAAATTTCAAACTTGAGAAGTTTAAATTTGTAATTTAAATATTTTAAAGTAATGTAAATTGTAAACTTTAAATTAAGTATTTTAAAATTAGTTTAGTACTTTAGTATATATATTTAATTGTATATATTAAAATTAAAATGCAAAACAATAATTGTATAAAAAAAACTTGAACAAAANTTAAAACCTTCAAATTTATTCAATAGAACTTAG

>rnd-6_family-2256#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AATAGAGCAAAAGCTACTACTAAATACAGTCATTAAGATAAAAGATCGGATCTGTCAAAGTAATAACAACAGATCTTGTAAGTTGTGTTCCTAATTGAATAATAGAAGTGCTTGAAAGGACAAAACTCGTATACTTACAAAAGGAGGGAAGATGTACTTGCTCTCCAAATGCACATGTGAACAAACTNAACAGATGAGTCCAATTTGTTCATCTAGAACAAGATGGTGGTTCCCCATCTGACAGTCACTTANTTTTTCACTCTGCATCGGCGAAACNGATGGATTCGTAAAGCCAATACGTGATTCCAAGATACACATGTCCATTTCAGCAAAAAGATCTTCAATTTCCTTTTCCCATTCTTCTTTCTCCGGGGGAAGAGGTTCCTCGTCTTCAAACCGGAATACTAAAGGAAGTGTTTCTTTGACAGAAACATGTTCCTTCTCTTCTGGAGGAGTGANTTTATTATGATC

>rnd-6_family-1385#LINE/L1 ( Recon Family Size = 25 Final Multiple Alignment Size = 15 )

CAATATAGACGTAGAGAAGTGAAATCGGGAGTACACTTGTATATAAGGTTTCAGTACGACCCATGTACTGTTTTGTGATATAATACAAAGTTACCGAGTTCAAAAAAGA

>rnd-6_family-341#LTR/Gypsy ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

CATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACAATATCTTACTCAATACGAAGGATTTTTCGGGTCTTGTTCGAATGATTTTCTGGGGTATTACACCCTTATATGAACTATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTACTCTCTAACATATAAAGGTTTAGGTGTTCCATGACCTATCACATTAAAATGTGATTAGTCTTCTTTCGAAAGCCATAAATTTTGCANTAATAAGAGTTTAGAGTAGAAAATAATGGTTGTCTTACTCTACGTCTGAACTGGGAAATTCGACGATGAAATCTGTCCATTCGGTGAATCACCGAATGGTTTTGCCTATCGCTGAATTACATCGTAAGATCGGCCCAAAACCTGCAAAANATGTTCATTTTGGCGATTCAAAGCCCCACTTTGGCGATGATACCTCCAAATCNCCAATTTGACCGACGAGATTCNTTGAATGGTCATTTTCTTCAATATTTTTGGTCTTCTTACGTTTTTAAAAGAGTATTCTTGACCTTTTACCCTCAATTAACTTTCGTAAGTCTACGTTATAACCTAATAACATCCTTATACATATAGTAACTCTCAAAATCTCCGATTCTCCTTTTTCCCAAAGATCAAAAACATCAAGATTTATTTTTTCAATTTTACAAGATCTAAAGGCTCAACGTTCTAGACTTTCTTTTAGAATCCTANGGTTTTCNATCAAGATTATTCCCCAACCTTCGTCTCCAAGAAATTCATAGAAGGATTTCTCAAGTTCAAAACTTTTCTCCAATAATTCGTAAGATTTAGGTATGTAGGACTTCAATGAGGAATTACTTTTATCCTCATGTCCAAAGTTCTANGTTTTTATAAATTTATTTCATTGTTAGGGTTTACAAACCGACTTCCCNCATCGCCGATTTTTAATATCCAATTGCATGATTTCTTGAACTTACTCATGATTATGGATTTTTACTGCTATGTTTCCCTTTTATGTTTAACAAGATTTTCCATTGTCATNCGTATTCGTTTTTGACATNATTTTGTGTGTGACTCTTGAATCTTATCTTTTAAAANATGNTTTTAGAGCCTTTATATTATTGCGAAAGATATTTTGAGGATCTACAAGTTGTGCATGTTCTAGAAAACTTTCCCATGATTTGAGAGATATGTTTTAGAAATAGATTTCAACAATTAATTTTAGAAAGAAAGAATTGAGTTTTTCATAGATTTTAGCATAGTCCCAATATATATTTTAGAAAGAGATTTTGAACAAGACTCATGATAAGCTTAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATAAGTTATATGAATAGTATGTGTTTGGAATAGTATATAGNACTGAGAGGACTAGAGTTTAGAAAACTCAAGTTTCATAACTACGTGCCNCCGTAGGGTTATGTTTCACCGCGTTTTTNCCGNTATCTTTTCACTATTAAGAGNCTTAGATTAGTGGATTCGCATTAGATATGNATATTTTATACTCTAGAAAGTAGTAAGATATAGGGCGCCCTCCAAAGTAAGANATTCGTTGNTTCATCGTGATCTCACATAGCGTACGTAAATGGATTAAAAGACACTTCCACATAAAAGATTTAGTTCGTTTTTTTATATTTTATTGATATTATCATTATAAGATTTTCAGATATGCATCCTTTTAGATATGATATNAGAAAATATGATCTCAGATATTCATTTNTATTTTTGTAATATTATGACATACGTCCCAATTTNAAGTCTCAATCCTTTAGTTATTGTTTTATGTATTACTCTATA

>rnd-6_family-2574#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

GAATTACAACTAATCTCACTTATCTATGTTAACAGTAGCTTAATAGTGTGTTAACAAATTCTGTTAGTTAGTTNCANTAGTTAGTTAGTTAGTTAGTCACATTTTTNATTCTCTTTCTAGANGATTCTCAGTCACATGTATATAGTGTATTGTCGATGNATGGAAGGGCAGTTTTTGGCCTGGNAGAATTCGCGAACATTCTCTTCTTCTCGTTCTTCGTTAATCGCCGTTAATGGCTAGCTGTCCATAGGAAGCTGCATTGCACGCTTTTACTCACTGATGCAGTGAGTCTTGATATGGTATCAGAGCGAGGTTGATTNCTCGCTGTTTCTGCATCATCGAGGTCTGTTTTCGATCTTTTTTNGTTGTTTTTCTTGTATTCGTCGATCCTTCATCATGACAGAAGCCAC

>rnd-6_family-4321#LTR/Gypsy ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

TGTTTGGCCAGCTAGAAACGAGGCTTTTTTAGCCCAACCTAATTTGGCCCGCTAGCCTCGTAGGCCCAACCCGCAAGCCTCAGAGGCCAGCCCGCTGGATTTGAATTTTAAAAATATTTATTATATNTATTTTAAGTAGTGTTTTACTTGTTAAGATTTCGTCAATAAATATTTTTAAATATAAATATAAAATCAAGNCTAACTTCTTTGCATATCTTTTACATTTTAGGGTCATTAGCCCACTAAAATTTCTTATTANCCCAAGTCCATTACTCCATTATAACTATGAATCTTTGACCTCTNTTATTTTTGTTTTTACGCCTAATTTTTCATTTCTCCTTTATTGTCTTGTTTATGAAAATAGTGATCACGTAATATTTTTTTGCTCGGATGAATCTTATGAATGTTGTATA

>rnd-6_family-7426#LTR/ERV1 ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATGCTAAACGCTTAATCGGGAGGAGGTTTANTGATCCNTCTGTACAGAGTGATATGAAGTTATGGCCGTTTAAGGTTATTCCCGGNCCTGGTGACAAGCCNACGATTGTTGTCAACTTCAAGGGTGAGGAGAAGCAGTTTNCTGCTGAGGAGATCTCATCNATGGTNTTAACNAAGATGAAGGAAACCGCCGAGGCTTTCCTTGGGACAACTGTTAAGAACGCTGTGGTCACCGTTCCAGCTTACTTCAATGACTCGCAAAGNCAGGCAACTAAGGATGCTGGCGTTATTGCAGGTCTNAATGTNATGAGNATTATCAATGAACCTACNGCAGCTGCNATTGCTTATGGTCTGGATAAAAAGGCTACCAGTGTAGGTGAGAAGAACGTGCTCATCTTCGATCTGGGTGGTGGTACTTTCGATGTGTCTCTTCTCACTATCGAAGAGGGGATTTTTGAGGTCAAAGCTACTGCTGGNGATACTCATCTNGGAGGTGAGGATTTTGACAATAGGATGGTGAATCGTTTCGTNANGGAGTTTAAGAGGAAGCATAAGAAGGATATCAGCGGGCAATCCTAGAGCNTTGAGGAGGTTGAGGACAGCNTGTGAGAGGGCNAAGAGGACNCTTTCATCCACCGCTCAGACNACCGTTGAAATCGATTCGTTGTATGAGGGNATTGACTTCTACTCNACCATCACNCGTGCNAGATTCGAAGAGTTGAACATGGATCTGTTTAGGAAGTGTATGGANCCAGTTGAGAAGTGTTTGAGGGATGCTAAGGTGGACAAANGCGGNGTNCATGAGGTCGTTCTTGTTGGTGGATCGACTAGAATTCCTAAGGTNCAACAGCTNCTGCAGGACTTTTTCGACGGGAAGGAGCCCCGCAAGAGCGTCAACCCCGACGAGGCAGTTGCTTATGGNGCTGCTGTNCAAGCTGCNATTCTCAGTGGTGAGGGTAACGAGAAGGTTCAAGACCTTTTGCTTTTGGATGTTACTCCTTTGTCTCTCGGTCTNGAAACCGCCGGAGGTGTNATGACCGCGTTGATNCCNAGAAACACNACCATCCCAACCAAGAAAGAGCAGGTNTTCTCNACCTACTCGGACAACCAAACCGGCGTNTTGATCCAGGTNTACGAAGGTGAAAGAGCGAGGACNAGGGACAACAANCTTGTTGGGCGAATTTGAGCTCTCTGGTATCCCTCCTGCACCAAGGGGNGTTCCTCAAATCGANGTCCGCTTCGACATTGACGCCAATGGTATNTTAAATGTNTCCGCNGAGGACAAGACTACCGGACAGAAGAACAAGATTACCATTACGAACGACAAGGGTAGGCTNTCGAAGGAAGAGATTGAGAGGATGGTNCGGGAAGCTGAGAAGTACAAGTCCGAGGATGAAGAGCGCAAGAAGAAGGTNGAGGCNAAGAACGCTTTGGAGAACTACGCGTACAACATGAGGAACACAATNAAGGACGAGAAGATTGCATCCAAACTGTCCGCTGATGANAAGGAGAAGATTGAGGACGCTATTGANGAAGCTATCGAGTGGCTNGACGGNAACCAACTCGCCGAGGCTGATGAGTTTGAAGACAAGNTGAAGGAGCTNGAGGGNGTNTGCAATCCGATCATCGCGAAGATGTATCAAGGTGGCGCTGGTGGTGGTCTATGGANGAAGAAGGTCCTGCTCCTAGTGGT

>rnd-6_family-1566#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

CCTAAAAAGTATTGACGACTTTCTACTCGACGCCACCTCCTCTACCTTGATGCCCCCTAATAATTATTTCTATGGACTATTTATAGATGTAGAAAACCCTAAATAAAATAATTGAGTCCAAAGCAAATTAGGAANCCAAAACCAAGCGGAATTGAC

>rnd-6_family-1774#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

ACTCAATTTAGTATATCTTCTATATCTTCTATATTTCTATGATAAGGAACAATACGCACATACTAATACTACACGTTTTTAAGTATTAATGGAGGGATTTTATTATACTTTTTAACGTTAGTTTTTTAATGTTTTCTATTCTTCTCTTCTTAAAACCTCAAGTATTGATTTACAGACGTTGACAATCTCAAAGTTCAGTAAAATTAGAACACTCCCTAATATGAATGCCGAGTTGNTGNGGTANTCTAGNNAAAACATCCAATTTAGTATATCTTCTATATTTTATATCAATATTTATTTATATTATATTATATTAAAAGTAAAAACACCTACAAAACAATAATAACAAAGTAACGCACTATNGGGAANGGAGTAGAAAGTTTATTTAAAAGGTGTAACTAAGAGATTTTAAGAGTGACTAATTTTTTATTTAATAATATTNACATTATTTTTAAAAATAGTGTAATACATGGTTTGGTATTCACGTGCAACGCACGTGCGTCAANACTAGT

>rnd-6_family-1488#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

GCTCAAAGTTCTCAACAAATATTCTTGGCAAATAATATTCGAGCCAAATTTTNGACGAAATTTTACCATGTGTTTGATAATTTTTCACGAGAATATTTTACTATTTTAAAAAAATATATGATTTATACTCATAAGTTTTAAAAATTATTAAAAATATTCATAAATTTATATTATCTATTTATAATGAATATGTTTCGTTAAAAGATAACCTTATAATATAATTGATAACAATCAACAATAACAAAATAACAATATATAATTTAAACTTGTCATTGATTCGGTTATAATTATAATTCGTTAAACACAAATTGTTCTTTTTTCTCAATTTTATCACTCAAATTAGAACTCAAATTTTTTCGGAGGAGGTAGTAACAAATATTAGTCGAAATTAATAAATGATGAGTATTTTTTNATAAAATATAAAAGTTCGGAGTAATTTAGATTAAATTTTTTAAAATTTCGAAATATTAGAACTTGTCGCAAATACTAGTTTTTTCTAATATTTGAGATACTTGGCAAATACTAATTTTTTT

>rnd-6_family-6518#LTR/Gypsy ( Recon Family Size = 21 Final Multiple Alignment Size = 15 )

GTAAACCTTGGGACTTGTACATGATCTATGCGTTGTATATTTACATGAAATTTTGAGGGCTGATTTGGTCATGTCACCATGGGTTGTAATATAAGTATGGCTATACGTTTTTATCTTTTTGGGGTGTGTAAACCCAAGTCTTGTAATATACTAATTTACTATATGTTTTGNAAGTTTGTGTGAAGCATGAACCGGCTGATTTCTATACNCGGAAGTTGGTAATATTATTGTTATTTCGTCCTTAAGTGTGAGNATAATATATGCATGAAAAGCTCGTCGGTTATTTGCTTAACAGATTTTGGGACGGTTTTTCGTCNTNAGTTAAAATTCCGTGCCATATAAATTTTGACCTCAAATAAATGTTTAAATGGGCAAGATGCACATCCTTAACTAAATTATTCGTTATGAACCTAATCCCTCAACTAGATTAAAATCAGTATGCCTTCGTTAATCTCTTTTAAATGTCGCAAGTATTAAATTAGGTTTCTTGTNAAGTTGTAGTATCTCTCGGAAAGGGCGCTACAAGTGTTGGTATCANAGCCCAGGCTTGTGGTTCTAGGATTTTTGTTGTGAATTACTTGTATAGTTATTTNCTTTCGAAAAGGTTCTATTTAGAGTTCATGTTCACTAACATGGTTTTCCATATTCTTATTGCATGTAGAGTGCACATGCATCATGTACATGTCCCTAATGCAATGTGATCTTCCCTTTTGAAGGAATTAAGTTATGGCCTCTTCTTCTGACCGACCTATGGAAGCTGCTCGTGAAGGTTCGGGTACCTCTGTTTCCCAACCTCATGCACTGGAAGGGGTTGGAGAACATATNTCGAATGAGTATGTTCCCCACGCTCGTGGGTCTGAAGTGGGAAACCATCAGCGCGTAAGAGCTGGTTNACATCCTCACATGAGTCATGGTACNCAAGCCATGAATCCTCNTTTTTAACAAATGGTTGAATTCTTCAACCACATGGCTGAATCGATGCANGATCCCAATGGGATTAACTTCGAGAAAATGAGAAAAATGGGTGGAGTGGAGTTTGAAGTCACCGTTGATCCCACTGATGCTGAACAATGGCTNGATCGCATGGAGAGGGTGTTTGAGCAGTTGGAGTGTTCGGATGTTGCGAAATTTAAGTACGCTATTTCGCNATTACAAAAGGATGCTTATGATCGGTGGGTAAGTGTTTCGAATGCCAAGGTAAAACCTCNTGTTCTTACNTGGGATGATTCTTTTAGGGAATTTCGTATGAAGTATGTACCACCTGCTTATTGTGATGCAAAGAAAAAGGAGTTTTTGAATCTAAGGCAACGAGGCATGTCTATTGCTGAATATGAACAAAAGTTTCTAAGGCTCTCTCGTTATGCTGGAGGTATTATTAAAGCGGAAAAAGATAAGTGCAGGAAATTTGAAGATGGTTTAAATGATTCCATTAGGAAGAATGTGGCGATCCTGCAACATGAGAACTTTTGTAAGTTATTGTCTGCTACTTTTACTTGGGAACGACTTGATAAAGAAGAAGCTAGTAGAAATGAAAATAGATTNCGAAAGCCTTGACCAGATTTTGGAGGTCCATCAAAAAGGGAAGGTTTGATAATTCTAAGGCTANTAGTGATAACAGGNTAGCTCAACAAAAGCAAAACAGATCAGATTTTTCTACANCTAGCACTCCAAATTATGGCCAAGGNAAGCCTCGGGTTCCCACTTGTCCGCAATGTGGAAAGAATNATTTTGGTACTTGCAGGAGAGCCTCTTGTGCATTTTTTAATCGTGGGATNTTTGATCATAAAGTGAAGGACTTTCCTAATCCTAATAATGCTCCTTCCTTNANAACTGAAGGTTCGGTTCGTAAGCCTTCTGTTAATCCTCCTCAAACTAATAAAGGTGCGNNGACTAGACTTAACGATTACCCGAGTAGTAGGTGCAAGTGGAGCTAATCAAGCTAGTGGACAAAGANTACTGCACGCGCTTACGCTATGAGGCAGAGGGACGATCAAGACGGACAAGACGTGGTTGTCGGTAAATTTCACTTATTTGTCTTGTGTGTGTTTANATTGTTTGATCTTGGTTCTACACATTTCTATATTTTTTCATCACTTGTCCTTCTTGAAAAAGTNTAAATCCACGAGACTTAATTATGATGTGCTGGTTGAAAGTCCATCGGGTTATCAGGTTGTGTGTAATCGAATTTATCGTGATTGTCTCTTCGTGATTCAAAATCTAGTCTTCCATGCTTATTTGATTGAAATGGCCTTCATGGATTTTTGTTTTATTGTTGGGATGGACTGGCCTTATAAATATCATGATGTCTTATATTGTAGGCAAAATCATGCGACTTTTAAAGATCCTACATGTTCACACATCATCGTACAAGGTGAAAGATCATTGACAGATAGTATTACTTCTGCGGCCTCGGAAAGAATGTTTATGCGTCATGGTTTTGCGGACATACCTTGCTCACATAGTTTA

>rnd-6_family-3805#Unknown ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

AAGACGAAAATGTCTATAGAAAGTTGCTAGACATTTTCGTACCCCTTTTTAAAGACCTGATGGTTATTCTATATTTAATCATATCATACTGTATTAACTTTTGGCGTTAACGTCGAATTGCAAGTTCACCATTGCGATAAACAATGATAAATCAAAATATCANAAAATATTTAATTAAATATTATACGATCATATTTTAATTACTTGAAGGTTGAATGCAACTTCACCACAGTACAAAATTTGCGGTCCTTCATTGAATTAAAATCAAATTAAATAGTAATGTTTAAATAACATAAATAGTGAGTAAATAGAAAACTCAACAATCATATTTTAACCCTCCNCATTCAATTCTCCCTAAATGTGTGAAACTAATTTATTCGCCCATTACGTACTTTTGTAAGTAACTTCTTACACAAATGAGAAGTTGCACAATTTCTTCTTTAATGAGTCAATTTTATTTTTTCACCTATTATGAGCATACGTAATGTAACTTACGCATATGTTTTGCCTCTAAAAACTTCATTTATAACCATATGAATTACCTCAATTATTACTACTAATTATTTTAATTTTTCTTCTTCTCACCTATTAATTGTTTTTCACAACCTTCCACATTCCTTGTTATTTTCACAATATTTGATTTATTTTCATTAAATNATTTATAGTAAATACTTCTGCACATGCACATTTTTTGGAAGTGTAACAGTTTTTTGGGAAACTAAAAAGTTAGTCCAATTAAACTGACTTGATATATTTATTGTTTACTATTAATGTAAACTTATGAAAAAAACTCACATATATGGATACGTGATGGGTTTCAATCCAAAACTCAACGTGTAGTAATTCATTTTTTAAGGTGGAGTGATTTGGATAGCAGAAGAAGAAATTGTTGTACCAGTAAGAATTTTGACTAACTCAATTATTTCTAATTTTTTATTTTTATCTTCTTTTTTCTATAAAGAACATATGGATTGTTATCAAGTATGTAGGTCACTGTTGTTATCTTTATATTTTGCTACTTTTATTACTTGTTGCATGTATTTCGCTGGATGTTNACGTGATTTCATAGCATATTTTATTTTTAATTTTCTTGTCACCTTTAGCCTTTAACCAATCAGTTCTCTAACTAAAACTTCAGGCTAGAAAAATGTTTTCATTGCAAGGATACTTTCATAGGTCAAAATGAAATTTCTATTAATTATAAAACTTTGTTCTATTAGAAAATACATTTATCATTAATTCTAATGATTCTATATAAATTAGTATGGGATACACGTGCGTTGCACGTGTCCAAGACTAGTACTTACTAAAATCATCAGAAAAGAAAATCACCGTCCATTTTTCAGATCAACGAATCGACAAAAACCTTCCGTTCTTGTTTCTCCTGCACTCAAGAACCACAAGAATTTAGGTTAGAATGAGATTTTAACTATGGCTAAAAATATCAATAAATCAATTAATAAAATGGATTTGTACCAATGATACTTACTAAAATCGTTGGAAAGAAAATAACCGTTCTTTTCTAAGATCAAAGAGTCGACAAAAACCCTCAATTCATGATTCTCCTGCACTCAAAAACCATAAGAATCTTAAGTTAGAATGAGATATCAACTCTTGGCTACTAGGGTTGTGATAGAAATAATCGGAGAACTTGCGAGTCGAGTCGATGTGTCACGAAAATCAAATGACTTTGTTCTGTCATTTTTTTTTGAATTCTGAGGATGAGCCGACCCATCCTAACATTATTTATAAGAAGCTGAATGGTGATTTACCCGTGATGCCCATAAAAAATGCAAGTTGAGCGAGAACTGTAGAGAGAATAAAAAATGGTTCATAAAAATANACGACTCTAATAATATGTAAAGAAAAACTTATATTTAAACACCAGAAGGTTAGCCGAGAATTAGAGATAATTACGAACAAATTTAAGAGCATAAGTTTCAACTCAAAAAAAAAGTATTCAAACATGATATTATGG

>rnd-6_family-2405#LTR/Copia ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATTGATCAACATATCAATACAATCAATATTGATCACATATGATCAATTTATCAATATTGATCAACATNATCAATTCATCAATACATCAATAATCAATACAATCCTTGATTTCTCTACGTGAGATTTCTACATGGAT

>rnd-6_family-4523#DNA/hAT-Tag1 ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AAGACTAGCGTGGTTCAATAGTTATGTTGCTCGGACCCTTCAAAATCCNTGCNCACTCGTGTCGACACGACACGGGTGGGTGTGGGATCCACACCGGATTTGGTCAACTTACCTTGGGTGCTTTGATTGGGTATTTGGTTTGATTTTGGGTTTATGTCATACGCATATATACTATATAGTCGTATAAAGTATGAGAACGCTTTGCTATTACACGAGATATCTTATGAATAAAATATTAGGTGTTTACAAANAATTTAATTTTATTAGTTTTAGTTCAATAGCTTTAATTAATCGAAATATATACTTTATCA

>rnd-6_family-1251#LINE/L1 ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

CTCTCTCTANATTTTCTCTCTCTTCGCAAACGCTCTCTCTCACAACGGCTGACACNCNACAATCGCCCAGCGCCGCGACGGCGCGTGGGNCGCCGGCAGCCGTCANATGGCCGCCGGACCAAAACCAAAAGGAGCGCTTTGAAGAAGGCTCCCTACCCCATAATAACACGCCCCAAGATCAACCTCAGAACGCCTCGAAATCGCGGGNGAAAGATGCGATGAAACCTGCGATTGTCGAAGGGGTGCTCGNCGAAGATCGCGAAAATATTTCCCCAAGGAATTCCGGACGGAATCGAGAGGAATCGAGTAGGGAAACGAATTCCCCNCATCAAGATCTATCACCGGTCNAAAAATCANCCAGTTCCACCGTCCCAATCGCTCAGAATCGAGAGGCGATTTTTGAGGAAATCGCGACGGAATCGCCGGAGNCGCGCANTCAACATTCGATCGACTTCCGGTCAAATTCGAAAGGATTTGACCACTGGGGTTTGTTCCCCCATGGATGAGGCGNCTCTCAGCCAAATTTCGAAGCAAATGGACGGCGGAATCGCCGGCGGCGAAAACTCCGGCGACNCTACAGCTCCAAACGCCGGAATCAATGGAGGTTCGNCGAAAGAGNCTGATTCCCAGGNCCAAAATATTCAAGNAACAGAACTAATCANCAATTCTAACAGAGAAANCATCAACAACAACGATCCAGCACCTTCCACTGATCGCAAGTCCAAGTGTTCAACATGGGCGACACGAAAGTGCAGGGGANACNTCGAGCGGTGTTCGAGGAGANGAACGANATATCACTGNAATCGCTCCTCAAGAAATCGAAGCAAAAGCAATGAACAAAGAAAACAACAANCANCAGGGGGACGACTCGAACGANCAACAGGGCAACAACANGGAGAACATGGCGACACANTCAGCAACNTCAACAACAGNAAATTCCAATTTTTCCTTTGCNATGGCAGGTACTTCATCNCAACTAACTCCTAATCTCAATGCAGGTAATTCAAGAGAGGCATAGACAACAGGACAAGGCGGAAGAGAAGGGAAAGCAAACGAGCAAAGGCANGAACAAGNCAAGGAAAGACATGATCAACCAGATAGGCAGGANCAGCAAGCTGNGAAAGAAAACGAGAGCTTCGAAGGAGCAAAATCAGANCAAGGNCAAGGGAATANTGNGAAGCAAACTGATCAAGCCAAGCACAGCTATAAACAGGGGGGAGGNAATTCCGGTAATCAAATCGACAGGGCAAGGGAGGAATATCACAACAACTTCCCCAAAATCTCTAACAACTTTNCAAGGTATGATCCTAANCCTCAAACTGATAGNACTAACAAACAGGNTGGNCAGGCGNATCANGCTACTACTAGAAATCCAAATAACCANCAACAGGGCCAACAGCCTAATAACAACAACAANAATGATCAAAGTGATGAACCTGCCCCCTACACTGTGGTACAGTCCTTTGCTGCTAGGCTGAGATACAATCAGGCNNAAAATGAAACTCCTATTACCTTGAATGAGCCTGTTCACACGACTAGACAAGGATTCCCTGCTGTNCTTATNGATGAGAATGACTACTATGTTAAATTGGCGGAAATTTGCAAATACACTCTNGTTGGCAAGTTTACNAACACNATGCCTAGAATGGAACAAGTGAGAAAAAGTTTTATTTTGCAAACTCAACTGATGGGGGGAGTTAAGATCACNCACTTTAACTCTAGGCATGTNTACATTGACTTGGACAATGAACTTGACTACCAAACTGTTTGGACTAAGCTGAAAATGAACATCGAGGGCCAAGCTATGAGAATACAAGCTTGGACCCCGGATTTTACACCNGAAGAGGAAACACCTATTGTNCCTATATGGGTGTCTATTCCAGGCCTNCCTTGGCATTGCTACAACAAAGTGTTCTTATCGACTATTTTGGAAAGTATTGGGAAGTTTTGTTCCTGGACTCACCTACTTCACAAAGAACTAGGGGCAGCGCCACTAGAGTNAAGGTCCAAGTGGATCTTACCAAGGAAAGACCTTCNCATGTTTGGCTGGGATTCAAAAATTCAAACCCCAACAAAGGAAGATGGTTGAAAGTTGAGTACGAAGGGATCCCTAGCTACTGTTTCTACTGTAGACACCAAGGCCACAAGGATGAAGANTGCACAATCAAAAGAAGGGATGAGGAAATTAAGAGAAAAAAGGANATGGAAGTGGGAAAAAACAGTAAAGAAACGGAATTCTGGAAAATTACAGGAACAGGGAAAGAGCGCAAANGAAGATACAGCAAAGACATCAAATCAACCGAACAAAAACCAAAAGGGAGGAACANGGNAAGCAAGTGAAATCAGAATCAANCAAAGGCACAACGGACAGGNCAGCAACGAAAGAAAGATATACAAAGTCAAGACGAGCAGGGGCAGCAAGAGGAGATACAAGAAGAACAATGGCAAACACAAAAGAAGAGACACCAAAAAAATCAAGAACAAGCCANCTCCAAAGCTGTGTGGAGACCTGTCACTCCTCCAACGCAAAGAACCAGTGACAGCCANCAACAAGAACAAGGAANTGCAGGTATATCTATNCTTCCAACTCAAAATATTTTTNCAAATCTTGAAGTGCAGGAAAAGCAGGAAAAGCAGCAAACAGGGCAGGANGGAATCAAGGAAGCAGCAAATCAGNCGAANCANANCTAGAAATGGGAACTTTANTGAACGACAAGTCAAGAACAATCCAAACAAATACGTGACACCAATCCAGCAGGCTACTGANAGCAACAGNAACAAGAACNCAGGTATTGACTTATCTCTCCCAAACCCCAAAACCCCCAATNTTATTAATGTTGATGCTGGTCNTACTGANGAAGTTGCTGGAGGTATGGATGGGGGGTGTCAGGAGATAGCCACTAACTTGCAGGANGGGGATACCAAAGGGGGGAATTTGCCTCATGTTATGCATGAGGGGTTGGATCATGACCNTAGGACAGACCATAGAGCCCCTAGGGATGCCGAAAACAATCACAAACAGAAGGATCAACATCAGCAGCAAGCTCAGAACAGNGACAGCNGCAAACAGANCGCCAAGGAAAAAANAGNGCAACAACAANCTGGGAAAAAGAANGGTAANGATCAAGGGAAACAAAGTGGTACNATGGNTANTGAAGGCACTCCTAAGAGTAAGAACAAGCCTAGTAAACAGAAAAGGGATGCTGNAAAAAGAAGGCAAAACAAGCAGCAAGACAGGGATANTGAGCATGAGCAGGAAGCGAGGGAGGAATCATGTAACAAATTTGTAATGGTNGATGATAACCAAGGCTTGGATATCCCTCCCTTACAAGTTCAATATATGACTCCCGATACNTCAGATCCTCCGGATAAGAAGCAACAAAAGAGTAAGNTTAATCCCGAACCTATCGTGGATGAATATGCTGTGNTTAATTCNGAAGATGANNCGGNTGGGGATAATCAATCTCTAGAAGANTNTGATGATAATGATGAGACTAGTGAGGCCCTTATTAGGGCCTTCAGTCCTCATAANGATCAGACANTAGAGAATGAGATCCAACAGGTCACTAAAAGTCAGNGTCTATCTCCAAGGGGCTTCCAACAGGACAGATTCCACTTCANNAAACAAGATGCCAATACTGTCACTGCTGGCAGACCTAATACTAGGCTTTTTTCATCCAGATCNTCCCAATGATTAGTACAATCATATGGAACGTGAGGGGGATCAACACTCAAGGAGTGTTGGAAAGACTCAAAATGCTCAGGAAAATGCACCATTTATCAGTTATTGCCATTTTGGAACCTTTCTCTGATAGTGTTAATATTCAAAGCTTCAAAGTGCAATTGAACATGGATAATGCTACTAGTAATTGTAATAGTAAGATTTGGGTTTTTTGGAACAGTGATATTGACTGTAATATTCTTGATGAAGATGAACAGCAAATTACTTGCGACATGAAACACAATGAGTTACAATACCAATTTACTAGTACCTTTATCTATGCAAAATGCAAAGANTACCTNAGGAGACCTCTATGGGANAAATTGCTTCATCATGCCTCNGTTAATACCAATCCTTGGTGTGCNGTGGGGGATTACAATGTTATNTCTGATGTGGAGGAAAAACTNGGAGGTCTACCNTACAATATGAGGAAGAGTATGGACTTCATTGCT

>rnd-6_family-574#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

ATATTATTATAAGTGGGAAGATTTTAAGTTCAAAGTTAAATTACGAAAATGCCCTTCACCAATTTTTTAAATTAAAAAATCTTTTACTAATTTTTAAAATTAAATCAATAATGACAATTAAACTAGACCAAATACATGATTAGATGTTACAACTTATCATTTTCCATTTCTTAATGAATTTGATTGTTAAAACTTTTTAGCTTCTACCATTAAACACATTCATGCACAAACCTTTCATGTACTTAATTTCTCCCTTTATAAATTGGATAAAAAATATTAATCCACCACACTTTGTGTTTCATCGTCTAATAGTTCTTATGTGGGAGTATTTTTTTTATTGGTCACTATTTTTCTTATTGATTTGTGCCTTCGTTCATTTTTTATTTTCATGGTTGTTGGAGAAACACATAATCTAATAGTTCTTGTAATATTTTTTTATTGGTCACTATTTTTCTTATTGGTTTGTGCCCTTCATTCAATTTTTTTATTTTTAATGATTGTTGGAGTATTTATGTCCCAAGAAATTTCAGCCTTGGGGCTTAGTTCTAGCCTTACAAGTTGCTCATCATTCCCCAAAAAATTGTTGATATTTAAGTTCTAGGCAGAAAGTAAACACTAAAAAAAGTTTATTTTATATGCACAAAAACACATATAGGAGTACGTCAGACAATGTCGAGCAATTTTATATCTTGGGCCTATATAAATTATAACAGTAACAGAGGTCAAACGCGCAAGGCACGTTTCCAGAACTAGTAATATATAAATG

>rnd-6_family-2059#LTR/Copia ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

ACAACAAAAATAACTTTTAGCGGCANTAAATATTGACATTAATAAAGAGTGCTAAAGTCTTTACCGNCATTAGTTAANTGTCATTAGANCCAATGTCGCTAAAGACTTTAGGGACATATACAAAGAGTGNCAATTGCCGCTAAAAATACATATTTAGCGACAATTAAGAATTAATTATCGCTAACGATCATTTTTGT

>rnd-6_family-640#DNA ( Recon Family Size = 19 Final Multiple Alignment Size = 15 )

CTCTCTCCTCCCTCTCTCGATCTCGCTCGCCTCTCTCCTCCCTCTCCCAGTNTCGCTCGTAAGATATGCAAAGNATTTGTATACTNGTNACATATNCACAATTATCTNAAGAATATACATATACAATNNAAAAGACATACAAATACAGTTCGTGTCCNCNCTCGCCCTTTTCTTGTCTCTCGCCTCTCTCCTCCCTCTCCCAATCTCGCTCGCCTCTCTCCTCCNTATAACATGTAGCTACGAATTGTAATTATCAAACTATAGCTATGGAGAGTAATTAATTATTTTTAAGTGGCTATATGTGAAAGTTTCCCATTATTAAATATGTANGTATTATTTGTTCAATAACGATAAGTTAAGGAGATTCTTATANTCAAATAAAAAAAAATCACGTTTGTATTATGATGATGGTGCGTCCAATTAAGTAGCCTTTTCGTTATTATNAGCATAATATACATGT

>rnd-6_family-298#DNA/hAT-Ac ( Recon Family Size = 18 Final Multiple Alignment Size = 15 )

ATTCTAACATATCTTTTGATGAATATTTAATACGTTAATTATTCTAACATATTTCTTATGATAATTAAATGTCCAAAATAGTCTTATTTGACCTTTTTTTTATACTCCTCCCTATTTATAATACACATATTAATTATGAGTCATTTCCTTACAAAACAATTCTAAATTAATTTGCAAATACCACTTTATTTACGTTAATTTTATACATTGAAGGCCGACTTTTTTNAAAAATTCAATTTACACCCTATATATGTTCTTTTTTATGTGTTTGGTAGTAGATGATGGACACACCAAGTTATGAATTTTTTNAAAAATATTCGTGATGAAGTATTTTGTGTAAGATTTTGACGATTTTAAGAATATTTATATAAAAATCAGTCACATATGCAAAAAATAAAATAAAAAATAGCAGCGCAACACAATATGCAATTAATAATATATGTANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATTCTAAGGTTTTCAAGATTTATCAACAAATTAAAATTCTAAGTAAAAATATAACTTAGTAATCCTTTAAAAAGCTAACCCCCGAAATTTTAATTAACACATGAATACTACAATTCTTACCGGAAGAACCAAAATATACATAATCAAAGAGGGATAACATATATATTAACATATAATTGTCAGCTTTAGCAAGAAATAGATATTCTAACTCGGGAAATANACGTAGAAAACCTTAAAGCTAGCAGTTGATAGCGAATCCTATCACATTAAGAAAACAACTTATATCACTTGTTTCAAAGTTTAGCAAGAAATGAAAAACTTGTAGTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATCGAATTTTAAAAGAATAGAATAANGGATCAATATTTGTAATTTGTGTAGAATAGAAACTGTTAGTTGCTTCTAATTAAGATTTAAAAAAAAGAAGCAACGAGTAGCAAAAAAACAATCCGAATGATTGGAAAATAACCTTAATATAACTAATGGGAGGAACTTTAATTTAGTCAGTACAACGACAAAAGGAAAGATGAATTAAACTTTAAAAAATACGCATCAAAAGAAGCCGAATGACTGCAAAATAACCTTAATATAGCTTTGATGGGAGGAACTTTAGTCAGTACAACGACAAAATGAAAGATGAAATAACAACGATACAAAANCTACTGCCTTCTTTGGAAATAACCATTGAATTATTCGGCACAACAACAAAATAAAGGATCAAATAACACCGATATTAAGTCTACTTAATTTNTTTTCCTTCAATAAATATATATTCTAAAGGGTTTACTACGTCACCTCCACCAGCATGTTTGACAAATTCATCTGCATTTAGAAAATTACCATGACAAAGACAAACTATCTTTACTTCATCTATCTCCTTACACGAGTATAAAAGTCCTTCAATCTTCTTTCTTTTTGGTCCTTCACCTTTTGTGTAGACATTAGCCATATTGTTGAGCACGAAGTTTTCGAACTTCTCTTTAGCAATATTTTCCTCTGAATACACAAGTTATTTCTATTCAATTGAAGATGATTTCACATCGTGAACTAAAGGTAAAAGTATAAATTATTTCCCACTTTAATTTTGGTACAAATTAAAATTGACTAGATATATATAATCATTTCGTAAAATCTTGATACCTTGAGTAGGTGGTTGTTGGATTTCGACCTCAGCTACACTTGAAGCAACACATCCTTGCGATCCACCTGGAAACATCAAAAAATATTTTATCAGTTATTCACATAAAATGATTTATTTTTTTCGAGTGAACATCAAAATTACCATTCAATGGAAGCCCTAAATTTAGCTTCATATTTTCATTCTCTACATTCCTTGAAGTTCCTATGTTTTCTTTAGCTTTCTCCATGTTAGCAAAATCTAATCTGAGAAAACTATTGAATTTTGAACTAAAAAACTATAAANTGGGAAAAGAAAAACTCCACAAAAGTCTCAGTGTGGAGAAAATGTTAGGCCATTGGGAGCTTATAAAGGATAAAATTTATGGGTGGGAGGGTAAAAAAAGCGTGAAGAGGATANCATGATCACGTGGTTTATGAAGNACTTCGGAAATTGATCCCAAGAGGTAACCGCTTAATAGTGACACATGTCAGTTATAAATTCACTTTATAATTTTTCTTACCATTTTAAAAAGAGAAAAAGGTTAAATGTATTTTTTTACTTTGTTTTATTGGTCAAATTTATTAAACGTTATAACGTTACTGAATTTAATAGGGTAAACGATACAAATTTAATTGTTTAGGGTCTAATACGTGTCTTTTTAATTTGCATAGAGCTTAATAAATGTCTTTTTCATGAGTTTTTGAAATAATAATCGCGTCTAATTTTGGTCTCTTGATACATGTATTTGCCGCGTCTACTTACATGTATCTCATATATACATGATTCAAAATAAGGTATAATTTGTTCTAAATACATTGAATCTAAGCGTATTCCCGCCTCTCTCTCTTTGTATCTATTGTTAATTACCATAAATTAGAATCTCTACCTACCATATATAGTTGATTACGC

>rnd-6_family-2170#LTR/Gypsy ( Recon Family Size = 16 Final Multiple Alignment Size = 15 )

TGCATTATCATATTTTCAGATTTATCACGTTATCATGTCATATTTATGCGTATTCCCCATATTTAGTACATTCCGAGTACTGACCGCATACATTCTTGTGCCTATATTGTTTTATAATATAGGTTTTGACGCATCCCATCATCCTCGCGTTTAGTAAATGATTCTATCAGCCTCTGCTAGATTTTGGTGAGTCCTCATGGTTTAGGGACATGCCATTTATGAGTTTATATNTTAGTTTCGATACTTTATTTTAGTTTTAGATNNTTCGAGGGAGCTAGGGTTTGTCGAAACGANTCACTTATGTAGTAAAGGCTAGTCAGACATTAGTATTCCCGCTAATGAGTCTTTGTATTCAGATTTCTTTTAAATGTTGAGATTATCATTTGAGACTATTATTCCGCTTATCATCTTATTTCAGTTATGTACGTTTTCCTAGTGTCATGCTATGCCATGTGGTTCGCTTGNAGTCTCTCGGATTTCTAGGTACCATGTCACGTCTAGGGCGTAGTCTTGGGTC

>rnd-6_family-1702#LTR/Copia ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

TGAATTCGTNGCTGCAACCGCAGTAGTAAATCAAGCCTTNCGGCTNAGGAAGATCATGTNCGATTTCGATNTGGAGCAAAAAGNAATCACGTGCTTGTGGATAATCAGGCAGCNATCGCNATNTCNNACAATCCGGTGTTTCACGGAAGAACAAGCATTTCAACGTCAAGTTGCTNTTCTTGAGAGANGTGCAGAAAAAGGGAGAAGTGACTCTNGTCTACTGCAAATCNGAAGANCAGCTAGCGGATGTNTTTACNAAGCCCCTTCCCGTCAGCAAGTTCGAGTTCCTTAGGNAGNAANTTGGAATTTGCAGCTCCCAAAGCAAGGAGGAGTATTAGTTAGTTTCTTTAGGACTGCAGTNTCTATTTATAAGTTTCNCGTACTTCTTCTTTNAGTTATCTTAGGGATAGTTAACATGGTTAGAACCACGAATTAAAAGTTAGGACCGTGATCTATTTTAATTTTTTGTTTTTTAATTGTATGTTTTATGTATTTTCTCGTTCTTTGTTACAGAATATAGAACTCTTTGCATAAGCTTTTTCTCTAAGTCATCTTCACATTTAAGTTCCTTGTATTCCGTCCTGCTTTCCATTTTGTAGCAAACTAGACATTGTCTTCATCGTGTTATCTGCGATCTTCCCATNTNGNAGC

>rnd-6_family-933#LTR/Gypsy ( Recon Family Size = 20 Final Multiple Alignment Size = 15 )

TTGAATGATCTTAGTGGTTCAACGTCAAGGTACGTGTTAGACTCGAGNTTATAGGACCCTTGTTGATTTGGTTAAGGGCTTGACANGGGCAAAGCCAAAAAGGGAAAAGCCTAAGCCAAAGGGCCAAGGCTGCCCAACCTTGGCAACTCACTNCCTCAAGGTTCACGGACCACTTCACGGCCAGTGGTCTTGACCACGGTCCGTGAANGTGGTCGTGGAAGGACCTTGGTGGCATGTGAGGCAAGGCACTTCGNCCAAGCCACTGCCCCAANNTCCACGAACCACTTCACGGCCAGTGGTCTTGACCACGGCCCGTGAAGNAGGTCGTGGAAGTNTCCTTAGCCTTGTGGGTCTTGGNAAGGNAAAGTTGGAGACTTTCTAGAGGACCACGGGCCGTCGACGTGGCCGTGGANCACCTTCACGGNCCGTGAAGGTGGNCGTGGTCCCTGGTGGGGCTGCCTCAAGTNAGGAATTTTAAGTAAATTCATTTTAATTGTTTATTAAGTGGGGTTGATTTTAAATGTTTTATACATTAANATATAAATAGTTTAAGGTCTTTTAA

>rnd-6_family-1779#Unknown ( Recon Family Size = 17 Final Multiple Alignment Size = 15 )

AAAANTGTATTAGATGCTCTTTATACTTATGCTACCAGGTTTTGGGAATATTTTTGTTGTTTTCTATCGTTTGTGGCCTGACTTCCCTTCGGGGTCTCGTATGTGTTATTNTTTCGGCTTACACACCATTTTTGGGGTTCTCGGGGTGTGTGCCATCATGACCTCGACTTTTGGGTCGT

