[bookmark: _Ref402172903][bookmark: _GoBack]S5 FigFile. Population structure inferred for K=2 to 8 by the Bayesian clustering analysis. This analysis is based on 5 nuclear loci and 111 individuals genotyped. Individuals carrying the Western mitochondrial lineage are placed to the left of the median bar, while those carrying the Eastern mitochondrial lineage are displayed on the right. The 13 North African Kuhl’s pipistrelles appear in the rightmost part of the graph. See Fig. 5 for further details about the STRUCTURE analysis parameters.
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