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 DRUID (DRUg Indication Discoverer) is a pattern recognition-based approach to identify profiles of small molecules and
Signatu re reve rsion_ba Sed approach compounds that may revert a condition of interest (in our case MPNST)3.
* We used DRUID to prioritize candidate compounds selected from databases like CMAP, LINCS, Small molecules, Natural

products, and Comparative Toxicogenomic Database, that could potentially reverse the expression profiles that were
significantly changed between MPNST and pNF.
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generate scores of likelihood that a given molecule (e.g. Drug A) would be successful in reversing the gene expression profile of condition B
(e.g. MPNST) to resemble that of condition A (e.g. pNF) . Based on the predicted scores, it generates a ranked list of candidate molecules.

Discussion and Future Directions

* We generated a list of genes whose expression is significantly altered in human pNF and MPNST tumor samples

 We applied DRUID to identify candidate compounds predicted to revert the MPNST gene expression profile and used publicly
available data to show that the predicted compounds have low toxicity towards pNF cell lines.
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