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Figure S5.  Nested design and summary results of the nested clade phylogeographic analysis (NCPA) for lion 
mtDNA data.  (A)  Nested design of the mtDNA haplotype network used for the NCPA.  (B)  Summary results of the 
NCPA. RGF/IBD - Restricted gene flow/isolation by distance. LDC/FR – long distance colonization/fragmentation. 


