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10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160
G GOCGAACAGA AAAGTGTAGGT 4C TGO G CTTG AC AT AGTT GO CGAATCT AG AT T TATTC € CGGAGG ACC AT GTAC AC AGTGTT G TG C CF CT G T'T & AGTTGTOCTGHGRE

Joowiedss gt abcneinion s oo A A o R

170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350
TAGECH : AN b AAGT T CTEAAGETTEGWEAGT AGAF ARTCCTGRCGRTTATEGATA T CTGTTTCTCTGCACC CTACCT CCTTO TGIGACTGCCCAGGATT

ot o s o e oo s e W

360 370 380 390 400 410 420 430 440 450 460 470 480
AATGTGTAGAGTTGGTAGTTTTCCATGTTCGGAGCTATGACT CCAAGAATGTAAAGCGTCATGTATATCGAAGAT GT GTTAGT TAGCTGCATAGTAATTTCTACTGTGTATTCAGCTT CGCCA

A A WA A il |

490 500 510 520 530 540 550 560 570 580 590 600 610
TTAAAAGAAGCTT CATAAGTGAAT AAAAATTT GAT GGCATTTTGTTCT AGATT TGATTTTCTT CTT GTGTATGTGTTTTCCAAGCTCT AAGCTTACTTCTTITCGCTTGACTCCCAAAAAAATGGT GG

A A il

620 630 640 650 660 670 680 690 700 710 720 730
GACATGATAA GTTITCTGT TTAGGT CAAGATGTCTTITIGGTT TTTGCCTTIT TTT GTT TIGT GGTT GGTAGG TGTGGT GGGTTCGT GT CTCTTCT GT TTCTT GGGGG GGE CCCCGGTTTTT TCT
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840 850 860

780 790 800 810 820 830

740 750 760 770
TGGC TA GCC CACCCCAG TGGCCCCCTTIGCTT C TTT CGCT GGACTCC CAGC TT CIT GGG CGTTTTTT GC G GGGTTGSG TTGOGCTTTG TTICTGITTTTCCCCCCGGC GGG CGICGCTC T ATIT

920 930 940 950 960 970 980 990 1000

870 880 890 900 910
C TCGGECTTGCTCC TT CCT@TCT T CTTTCGCC CTICC T GGCCCTC GT GGG TTTTIGGT GGTACCCCGG CCTT CCTCTCCTCC TIT CCEIGT GGCC CCCCCCTCTCGGGCGGIGCGT GIGGC COdCC

1100 1110 1120 1130

1010 1020 1030 1040 1050 1060 1070 1080 1090
CGCCTGCGIT TC GCGITCGGTGGTGT GGGITT GCC GOCGGTGCTTCGTTCCC @G GGGGTT GTCCGTATGCCGTTTCT CCGOSTGCCCGGTTGGCCCCTCTGTCCT OGC A CGCT GIG CTGCAGTTGC CCGTT

1230 1240 1250 1260

1140 1150 1160 1170 1180 1190 1200 1210 1220
CGCC CGCTTC GCGCCTCTGGC TCIGGGT CTCCGT TCA GGGGGCTE®ETGTIGG CGGAGG TEHF TCGTTC CTGGGG 8 CGGTA TCT GOEG TCHGGTGCT TGT ATCAIT € COGGGGHE GTGTGGTT CIT T

1350 1360 1370 1380 1390

1270 1280 1290 1300 1310 1320 1330 1340
CTCCTTCTGITC GGHLIC GGAGT TGHE TTCC &G CCGE CTT GIGICCTGCGGGACCGGCCGCCC CCTA@ GTAGIG G GTTGTTCCGI TTGCTGGOG T TTGC GCTTGET GGIG CTGGTBCGT TCC CTT G




