Fig. S1
S. Infantis   isolate 114061 (SRR6854755). A SPAdes assembly of the c.320 kbp IncFIB plasmid (contig) associated with drug resistance. Bandage allows visualization of sequenced assemblies of contigs (in grey). The plasmid harbours 2 drug regions. Region 1 (c.36.3 kbp) harbours blaCTX-M-65 (ESBL), fosA3 (fosfomycin), floR (chloramphenicol), aph(4)-la, aac(3)-IV, aph(3)-la (aminoglycosides), dfrA-14 (trimethoprim), ars (arsenic). Region 2 consists of tetA (tetracycline), sul1 (sulphonamides), aadA1 (aminoglycoside), mer (mercury) 

Fig. S2 
S. Infantis isolate 114061(SRR6854755). A SPAdes assembly of the c.320 kbp IncFIB plasmid (gray contig). BLASTn anlaysis confirming the presence of the ybtQ(yersinialbactin), feaG(fimbriae) and ipfC(fimbriae) indicating a pESI-like plasmid. 

Table S1
S. Infantis isolates between 2000 and 2018 used for phylogenetic analysis, detection of pESI plasmids as well as the presence of AMR genes using ARIBA. NT – historical isolates not tested for the presence of pESI-like plasmid using ybtQ (yersiniabactin), feaG (fimbriae) and ipfC (fimbriae) genes. Yellow – presence of pESI-like plasmid (using a mapping method as described in the methods section). Blue – the presence of pESI-like plasmid and the presence of a blaCTX-M-65 gene.

Table S2
Genotypic and phenotypic AMR data for human and food S. Infantis isolates between 2013 to 2018 harbouring blaCTX-M-65 gene. NT – not tested

Table S3
Demographics of patients infected by S. Infantis between 2014 -2018 at PHE including travel data. NTD – no travel data.

Table S4
[bookmark: _GoBack]Genotypic AMR data based on ARIBA for all the 795 isolates used for the phylogenetic analysis.
