
Table 1: List of resource name discrepancies.

Summary of data file identification discrepancies found be-
tween the Galaxy instance set up at BGI and the orig-
inal assemblathon/GAGE data used in manuscript by [1].

Galaxy Server file names original GAGE dataset file names

saureus B L4 37bp3500IS45X 2.fq http://gage.cbcb.umd.edu/data/Staphylococcus aureus/Data.original/frag 1.fastq.gz
saureus B L3 37bp3500IS45X 1.fq http://gage.cbcb.umd.edu/data/Staphylococcus aureus/Data.original/shortjump 1.fastq.gz
saureus A L2 101bp180IS45X 2.fq http://gage.cbcb.umd.edu/data/Staphylococcus aureus/Data.original/frag 2.fastq.gz
saureus A L1 101bp180IS45X 1.fq http://gage.cbcb.umd.edu/data/Staphylococcus aureus/Data.original/shortjump 2.fastq.gz
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