Supplementary Table 1 Transcriptome changes of the p53 genetic and physical interactors in HPTs and RPTs
	SYMBOL
	ALIAS
	log2FC.RPT1
	pvalue.RPT1
	log2FC.RPT3
	pvalue.RPT3
	log2FC.RPT4
	pvalue.RPT4
	log2FC.HPT1
	p.value.HPT2
	log2FC.HPT2
	p.value.HPT2
	ENSEMBL
	

	DAPK1
	death-associated protein kinase 1
	1.599
	5.42E-135
	0.643
	1.15E-13
	1.417
	3.16E-90
	-0.029
	0.65988207
	-0.213
	0.2644552
	ENSG00000196730

	TGFA
	transforming growth factor, alpha
	1.546
	2.60E-09
	5.487
	1.26E-153
	2.892
	3.43E-30
	0.295
	0.09635648
	0.237
	0.15304264
	ENSG00000163235

	MYBL1
	v-myb avian myeloblastosis viral oncogene homolog-like 1
	1.272
	6.13E-71
	1.474
	2.47E-41
	1.821
	6.27E-147
	-0.757
	0.06041284
	0.069
	0.86058206
	ENSG00000185697

	RAD51
	RAD51 recombinase
	1.051
	2.40E-19
	1.462
	4.76E-28
	1.270
	2.49E-27
	-1.158
	0.28156506
	-0.629
	0.56424416
	ENSG00000051180

	CDK2
	cyclin-dependent kinase 2
	0.932
	8.95E-30
	1.245
	5.55E-32
	1.330
	4.48E-75
	-0.709
	0.0195807
	-0.477
	0.06880322
	ENSG00000123374

	BIRC3
	baculoviral IAP repeat containing 3
	0.849
	3.34E-05
	3.095
	3.67E-66
	1.037
	1.50E-06
	0.865
	0.24420358
	1.367
	0.13081213
	ENSG00000023445

	PPP1R13L
	protein phosphatase 1, regulatory subunit 13 like
	0.820
	5.98E-19
	1.191
	6.49E-32
	0.620
	6.76E-13
	0.895
	0.14448684
	0.742
	0.10650805
	ENSG00000104881

	YWHAH
	tyrosine 3-monooxygenase/tryptophan 5-monooxygenase  protein 
	0.801
	1.40E-48
	1.138
	1.91E-52
	1.118
	1.29E-102
	-0.494
	0.23384044
	0.105
	0.63069154
	ENSG00000128245

	GMNN
	geminin, DNA replication inhibitor
	0.761
	2.55E-16
	0.844
	5.93E-16
	1.171
	2.54E-35
	-0.585
	0.23534858
	-0.399
	0.28534105
	ENSG00000112312

	RPS6KA1
	ribosomal protein S6 kinase, 90kDa, polypeptide 1
	0.726
	1.53E-08
	0.516
	0.00031215
	0.830
	5.99E-09
	-0.217
	0.8537759
	0.024
	0.67267827
	ENSG00000117676

	E2F1
	E2F transcription factor 1
	0.696
	3.69E-12
	0.900
	7.09E-18
	1.218
	3.09E-52
	-1.189
	0.2218224
	-0.761
	0.42372306
	ENSG00000101412

	PLK1
	polo-like kinase 1
	0.656
	6.24E-14
	1.025
	6.26E-29
	1.176
	5.42E-89
	-0.723
	0.19697564
	-0.528
	0.5482472
	ENSG00000166851

	PBK
	PDZ binding kinase
	0.653
	1.38E-14
	0.738
	4.32E-11
	1.071
	1.67E-42
	-0.754
	0.01417677
	-0.185
	0.30252944
	ENSG00000168078

	CDC25A
	cell division cycle 25A
	0.648
	8.30E-08
	0.837
	2.07E-08
	0.993
	7.54E-19
	-1.157
	0.18402424
	-0.559
	0.33397055
	ENSG00000164045

	MELK
	maternal embryonic leucine zipper kinase
	0.642
	1.92E-14
	0.567
	3.81E-07
	1.129
	1.32E-49
	-1.019
	0.07542429
	-0.249
	0.26820346
	ENSG00000165304

	FEN1
	flap structure-specific endonuclease 1
	0.641
	1.08E-19
	0.848
	1.01E-21
	0.960
	6.71E-53
	-0.988
	0.16056627
	-0.418
	0.47379722
	ENSG00000168496

	TOP2A
	topoisomerase (DNA) II alpha 170kDa
	0.627
	2.13E-23
	0.552
	1.43E-08
	1.334
	6.57E-189
	-0.975
	0.0200691
	-0.476
	0.2410273
	ENSG00000131747

	TTK
	TTK protein kinase
	0.621
	1.38E-12
	0.748
	1.79E-09
	1.047
	1.14E-34
	-0.268
	0.42035717
	-0.427
	0.14528135
	ENSG00000112742

	RRM2
	ribonucleotide reductase M2
	0.621
	3.09E-21
	0.711
	4.70E-12
	0.871
	8.43E-42
	-1.301
	0.242467
	-0.506
	0.52125343
	ENSG00000171848

	CCNB1
	cyclin B1
	0.621
	8.17E-16
	0.545
	1.88E-09
	1.156
	5.06E-70
	-0.282
	0.12103577
	0.144
	0.85055093
	ENSG00000134057

	AURKB
	aurora kinase B
	0.606
	5.09E-10
	0.559
	2.60E-06
	1.226
	2.07E-35
	-0.860
	0.02804517
	-0.331
	0.26168092
	ENSG00000178999

	DHFR
	dihydrofolate reductase
	0.605
	2.81E-19
	0.325
	0.00012064
	0.818
	4.30E-44
	-0.670
	0.20934348
	-0.377
	0.6683705
	ENSG00000228716

	BUB1
	BUB1 mitotic checkpoint serine/threonine kinase
	0.597
	8.72E-17
	0.692
	2.52E-11
	1.168
	1.40E-79
	-0.585
	0.03356844
	-0.141
	0.40184082
	ENSG00000169679

	ETS1
	v-ets avian erythroblastosis virus E26 oncogene homolog 1
	0.579
	4.49E-26
	1.377
	2.84E-63
	1.075
	1.32E-96
	0.034
	0.64726962
	1.006
	0.01412582
	ENSG00000134954

	THRB
	thyroid hormone receptor, beta
	0.558
	0.00608876
	-2.871
	2.58E-16
	1.599
	1.74E-17
	1.960
	0.14921653
	2.690
	0.1137767
	ENSG00000151090

	BARD1
	BRCA1 associated RING domain 1
	0.556
	2.01E-05
	0.831
	1.57E-08
	1.073
	5.84E-17
	-1.178
	0.05500131
	-0.639
	0.15493834
	ENSG00000138376

	DAPK3
	death-associated protein kinase 3
	0.553
	4.23E-17
	0.686
	6.04E-22
	0.331
	1.25E-07
	-0.003
	0.77425217
	0.155
	0.59768248
	ENSG00000167657

	MCM4
	minichromosome maintenance complex component 4
	0.550
	8.46E-14
	0.930
	6.16E-24
	0.994
	3.92E-76
	-0.964
	0.10805528
	-0.422
	0.23877797
	ENSG00000104738

	HMGCS1
	3-hydroxy-3-methylglutaryl-CoA synthase 1 (soluble)
	0.545
	3.00E-12
	1.245
	5.58E-38
	1.040
	2.10E-37
	-0.518
	0.25687428
	-1.318
	0.03106945
	ENSG00000112972

	TRIO
	trio Rho guanine nucleotide exchange factor
	0.540
	1.18E-19
	0.461
	2.22E-10
	0.680
	1.39E-42
	-0.135
	0.2237718
	-0.182
	0.20951724
	ENSG00000038382

	RBL1
	retinoblastoma-like 1
	0.525
	2.43E-07
	0.668
	6.61E-07
	1.011
	2.07E-24
	-0.878
	0.08091705
	-0.479
	0.25731892
	ENSG00000080839

	RFC3
	replication factor C (activator 1) 3, 38kDa
	0.519
	3.44E-10
	0.705
	5.23E-10
	0.799
	1.73E-22
	-1.067
	0.10035428
	-0.605
	0.12900164
	ENSG00000133119

	MCM6
	minichromosome maintenance complex component 6
	0.514
	2.22E-12
	0.710
	2.11E-15
	0.924
	1.11E-50
	-0.842
	0.1419686
	-0.264
	0.25320379
	ENSG00000076003

	DNMT1
	DNA (cytosine-5-)-methyltransferase 1
	0.497
	1.78E-12
	0.695
	2.29E-17
	0.949
	2.54E-82
	-0.684
	0.15827738
	-0.558
	0.28382436
	ENSG00000130816

	AURKA
	aurora kinase A
	0.496
	7.33E-10
	0.738
	1.37E-11
	0.988
	1.04E-52
	-0.681
	0.07800389
	-0.177
	0.43905828
	ENSG00000087586

	PPIF
	peptidylprolyl isomerase F
	0.493
	4.84E-13
	0.282
	0.00041023
	0.673
	3.81E-36
	-0.330
	0.27638846
	0.077
	0.88671507
	ENSG00000108179

	BRCA2
	breast cancer 2, early onset
	0.490
	8.73E-05
	0.698
	2.74E-05
	1.113
	4.68E-21
	-1.670
	0.04309635
	-1.223
	0.02950152
	ENSG00000139618

	MCM2
	minichromosome maintenance complex component 2
	0.473
	1.33E-09
	0.778
	3.23E-15
	0.896
	1.91E-41
	-1.026
	0.15079601
	-1.018
	0.24849662
	ENSG00000073111

	BUB1B
	BUB1 mitotic checkpoint serine/threonine kinase B
	0.472
	2.50E-10
	0.785
	1.28E-15
	1.027
	4.54E-58
	-0.928
	0.07319515
	-0.382
	0.30869724
	ENSG00000156970

	DGKA
	diacylglycerol kinase, alpha 80kDa
	0.459
	2.74E-10
	0.935
	1.58E-24
	0.959
	1.07E-46
	0.608
	0.20436354
	0.681
	0.03413835
	ENSG00000065357

	H2AFX
	H2A histone family, member X
	0.452
	6.75E-07
	0.885
	4.22E-18
	0.940
	1.06E-45
	-0.597
	0.17786157
	-0.321
	0.29139022
	ENSG00000188486

	CHEK1
	checkpoint kinase 1
	0.438
	1.99E-08
	0.467
	8.23E-08
	0.664
	3.32E-18
	-0.600
	0.18015071
	-0.075
	0.32915896
	ENSG00000149554

	EZH2
	enhancer of zeste 2 polycomb repressive complex 2 subunit
	0.430
	3.96E-06
	0.463
	7.80E-05
	1.111
	6.46E-42
	-0.868
	0.08109201
	-0.757
	0.11182012
	ENSG00000106462

	MCM7
	minichromosome maintenance complex component 7
	0.429
	2.00E-09
	0.461
	1.27E-07
	0.876
	1.73E-58
	-1.101
	0.1677094
	-1.009
	0.30539058
	ENSG00000166508

	LSS
	lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase)
	0.424
	2.13E-07
	0.434
	9.48E-08
	0.519
	1.91E-18
	-0.628
	0.36525501
	-0.221
	0.74227834
	ENSG00000160285

	PRIM1
	primase, DNA, polypeptide 1 (49kDa)
	0.422
	0.00178939
	0.377
	0.02247642
	0.900
	1.42E-11
	-0.138
	0.90022298
	0.132
	0.19827733
	ENSG00000198056

	POLD1
	polymerase (DNA directed), delta 1, catalytic subunit
	0.410
	5.02E-05
	0.475
	1.21E-05
	0.784
	9.71E-23
	-0.695
	0.00606773
	-0.336
	0.00239064
	ENSG00000062822

	UBE2C
	ubiquitin-conjugating enzyme E2C
	0.408
	1.22E-06
	0.991
	2.78E-22
	1.214
	2.03E-64
	-0.592
	0.05718672
	-0.118
	0.31256367
	ENSG00000175063

	BLM
	Bloom syndrome, RecQ helicase-like
	0.402
	0.00061396
	0.516
	0.00029202
	0.818
	2.17E-12
	-1.168
	0.1115134
	-0.839
	0.08410345
	ENSG00000197299

	SMC4
	structural maintenance of chromosomes 4
	0.398
	9.80E-11
	0.521
	3.22E-09
	0.828
	1.28E-49
	-0.722
	0.01827059
	-0.598
	0.03297964
	ENSG00000113810

	HERC2
	HECT and RLD domain containing E3 ubiquitin protein ligase 2
	0.396
	2.11E-10
	0.386
	1.75E-08
	0.551
	3.20E-21
	-0.918
	0.03891767
	-0.661
	0.06575895
	ENSG00000128731

	LDHA
	lactate dehydrogenase A
	0.393
	2.22E-14
	0.631
	1.31E-32
	0.241
	1.49E-09
	0.511
	0.3948318
	0.216
	0.2669282
	ENSG00000134333

	MCM3
	minichromosome maintenance complex component 3
	0.370
	8.53E-08
	0.642
	7.54E-14
	0.895
	4.66E-65
	-0.811
	0.12209849
	-0.560
	0.17539593
	ENSG00000112118

	MSH2
	mutS homolog 2
	0.367
	7.04E-07
	0.450
	3.67E-06
	0.650
	5.75E-20
	-0.428
	0.20384078
	-0.186
	0.2821429
	ENSG00000095002

	LATS2
	large tumor suppressor kinase 2
	0.358
	1.10E-05
	0.710
	1.68E-15
	0.468
	1.55E-09
	-0.399
	0.10611424
	-0.220
	0.49785214
	ENSG00000150457

	RAD54B
	RAD54 homolog B (S. cerevisiae)
	0.340
	0.00551639
	0.440
	0.00130598
	0.461
	0.00027121
	-1.154
	0.03395248
	-0.696
	0.03835908
	ENSG00000197275

	FOSL1
	FOS-like antigen 1
	0.299
	0.00041573
	0.880
	1.05E-19
	1.006
	3.95E-15
	-0.871
	0.12896367
	-0.106
	0.80432888
	ENSG00000175592

	DUT
	deoxyuridine triphosphatase
	0.284
	0.00019761
	0.672
	1.13E-14
	0.549
	2.20E-14
	-0.685
	0.10417316
	-0.177
	0.6692099
	ENSG00000128951

	MSH6
	mutS homolog 6
	0.281
	1.56E-06
	0.490
	1.15E-10
	0.592
	7.68E-29
	-0.939
	0.14667716
	-0.383
	0.62885312
	ENSG00000116062

	SLC2A12
	solute carrier family 2, member 12
	0.273
	0.00684026
	-0.703
	3.80E-06
	-0.675
	1.08E-08
	1.077
	0.07736832
	0.454
	0.21659288
	ENSG00000146411

	HIF1A
	hypoxia inducible factor 1, alpha subunit 
	0.259
	1.09E-06
	0.215
	0.00080442
	0.330
	4.63E-10
	-0.080
	0.38651982
	0.663
	0.03398146
	ENSG00000100644

	MVD
	mevalonate (diphospho) decarboxylase
	0.252
	0.01016487
	0.668
	5.63E-11
	0.372
	0.00012485
	-0.470
	0.20883927
	-0.219
	0.34042793
	ENSG00000167508

	JUNB
	jun B proto-oncogene
	0.247
	0.00364271
	0.633
	1.71E-09
	-0.370
	2.32E-05
	1.388
	0.18741318
	0.020
	0.96441296
	ENSG00000171223

	PSMC3
	proteasome (prosome, macropain) 26S subunit, ATPase, 3
	0.130
	0.01840187
	0.613
	4.50E-25
	0.424
	2.07E-16
	-0.357
	0.10198503
	0.216
	0.51622808
	ENSG00000165916

	PTP4A1
	protein tyrosine phosphatase type IVA, member 1
	-0.179
	0.00112241
	0.175
	0.00326419
	-0.139
	0.0100383
	1.050
	0.00593588
	0.723
	0.02535397
	ENSG00000112245

	FDFT1
	farnesyl-diphosphate farnesyltransferase 1
	-0.208
	0.00182904
	0.738
	1.06E-19
	0.339
	6.75E-09
	0.383
	0.31306439
	-0.295
	0.48001775
	ENSG00000079459

	NRIP1
	nuclear receptor interacting protein 1
	-0.216
	0.00124663
	0.264
	0.00180111
	-0.291
	8.13E-06
	-0.737
	0.2038545
	1.394
	0.20753615
	ENSG00000180530

	SLC2A1
	solute carrier family 2 (facilitated glucose transporter), member 1
	-0.241
	6.86E-07
	-0.543
	7.85E-20
	-0.512
	1.24E-25
	0.710
	0.12399025
	0.721
	0.09689413
	ENSG00000117394

	CDK5
	cyclin-dependent kinase 5
	-0.347
	0.00017598
	-0.467
	9.34E-06
	-0.507
	3.40E-07
	-0.159
	0.36584237
	0.767
	3.05E-05
	ENSG00000164885

	TOP1
	topoisomerase (DNA) I
	-0.352
	2.81E-09
	-0.144
	0.01998406
	-0.251
	8.72E-06
	-0.518
	0.00470741
	-0.729
	0.00443958
	ENSG00000198900

	CDKN2A
	cyclin-dependent kinase inhibitor 2A
	-0.353
	3.43E-06
	-1.012
	1.82E-23
	-0.588
	3.17E-14
	-0.417
	0.10100742
	-0.079
	0.96775253
	ENSG00000147889

	TCF7L2
	transcription factor 7-like 2 (T-cell specific, HMG-box)
	-0.488
	4.46E-12
	-0.590
	1.14E-12
	-0.354
	5.28E-07
	0.224
	0.32577323
	-1.499
	0.00144568
	ENSG00000148737

	FOS
	FBJ murine osteosarcoma viral oncogene homolog
	-0.566
	0.0016913
	-3.190
	4.03E-29
	-2.856
	2.38E-26
	2.780
	0.37229019
	1.492
	0.93201383
	ENSG00000170345

	MST1
	macrophage stimulating 1 (hepatocyte growth factor-like)
	-0.663
	0.00234079
	-0.739
	0.00189055
	-0.780
	0.00095276
	-0.347
	0.83687778
	-0.367
	0.74989357
	ENSG00000173531

	ING4
	inhibitor of growth family, member 4
	-0.679
	2.10E-11
	-1.324
	4.51E-26
	-1.241
	9.18E-31
	0.091
	0.63402004
	-0.096
	0.86450234
	ENSG00000111653

	FOXO1
	forkhead box O1
	-0.681
	1.84E-05
	0.607
	5.21E-05
	-1.080
	6.68E-09
	0.527
	0.01088966
	0.245
	0.11406728
	ENSG00000150907

	FKBP4
	FK506 binding protein 4, 59kDa
	-0.723
	8.54E-32
	-0.360
	8.91E-07
	-0.453
	1.37E-16
	-0.182
	0.8317601
	-0.197
	0.89273822
	ENSG00000004478

	CDKN1B
	cyclin-dependent kinase inhibitor 1B (p27, Kip1)
	-0.763
	3.32E-29
	-1.154
	2.03E-57
	-0.621
	3.67E-23
	-0.074
	0.6822439
	-0.051
	0.76131904
	ENSG00000111276

	DAPK2
	death-associated protein kinase 2
	-0.763
	1.45E-03
	-0.750
	1.25E-03
	-0.782
	3.37E-04
	0.297
	0.23758679
	0.260
	0.28980681
	ENSG00000196730

	TGFA
	transforming growth factor, alpha
	-0.785
	1.46E-03
	-0.776
	1.27E-03
	-0.810
	3.42E-04
	0.310
	0.23804766
	0.267
	0.28903081
	ENSG00000163235

	MYBL2
	v-myb avian myeloblastosis viral oncogene homolog-like 2
	-0.808
	1.48E-03
	-0.802
	1.28E-03
	-0.839
	3.46E-04
	0.323
	0.23850852
	0.274
	0.2882548
	ENSG00000185697

	EPS8
	epidermal growth factor receptor pathway substrate 8
	-0.860
	6.07E-38
	-0.801
	7.31E-33
	-0.626
	1.30E-27
	1.267
	0.00617783
	1.495
	0.0038667
	ENSG00000151491

	FDXR
	ferredoxin reductase
	-0.879
	3.94E-17
	-0.805
	3.00E-12
	-1.086
	3.55E-22
	0.677
	0.02747622
	0.769
	0.01029982
	ENSG00000161513

	PRKCE
	protein kinase C, epsilon
	-0.919
	4.87E-15
	-0.510
	1.06E-05
	-0.563
	9.47E-07
	0.088
	0.16458855
	0.114
	0.33239603
	ENSG00000171132

	DUSP5
	dual specificity phosphatase 5
	-0.940
	4.83E-22
	-0.842
	6.16E-15
	-0.600
	9.79E-09
	-0.315
	0.66544387
	-1.874
	0.01265254
	ENSG00000138166

	DKK1
	dickkopf WNT signaling pathway inhibitor 1
	-0.965
	1.24E-40
	-1.240
	9.78E-39
	-0.608
	1.96E-25
	0.407
	0.10914733
	0.900
	0.00115057
	ENSG00000107984

	NDRG1
	N-myc downstream regulated 1
	-1.106
	4.78E-20
	0.390
	0.00100671
	-0.608
	4.30E-07
	1.671
	0.07086409
	1.111
	0.04761112
	ENSG00000104419

	HS3ST1
	heparan sulfate (glucosamine) 3-O-sulfotransferase 1
	-1.130
	7.93E-11
	-1.304
	4.84E-11
	-0.671
	0.00019384
	1.407
	0.00616273
	1.945
	0.00190069
	ENSG00000002587

	TGFBR2
	transforming growth factor, beta receptor II (70/80kDa)
	-1.235
	1.03E-79
	-0.431
	7.51E-07
	-0.687
	3.78E-46
	-0.384
	0.1646038
	0.797
	0.21979813
	ENSG00000163513
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