Supplemental Figure Legends
[bookmark: _GoBack]Figure S1. GyfdsRNA does not genetically interact with insulin-TOR signaling components. (A to J) Frontal views of Drosophila eyes expressing indicated transgenes were imaged using light dissection microscopy. (K) Quantification of eye size measured from the frontal views. Data are presented as means ± standard error (n≥4).
[bookmark: OLE_LINK3]Figure S2. GyfdsRNA inhibits Atg1-induced formation of Atg9 and Atg13-GFP puncta, but not Fyve-GFP puncta. (A to C) Numbers of Fyve-GFP (A), Atg9 (B) and Atg13-GFP (C) puncta per ommatidia were quantified from the indicated figure panels of Fig. 4 and presented as means ± standard error (n=10). P values were calculated using the Student t test. *, P<0.05; ***, P<0.001
Figure S3. Characterization of anti-GABARAP antibody for detection of Drosophila Atg8a. (A) Thoraxes of 1-week-old WT and Atg8a-null (Atg8ad4/d4) flies were analyzed through immunoblotting of Atg8a-I (16 kDa), Atg8a-II (14 kDa) and Actin (40 kDa). (B) Thoraxes of 1-week-old control (Con, Tub-Gal4) and mCherry-Atg8a-expressing (Tub>mCh-Atg8a) transgenic flies were analyzed through immunoblotting of Atg8a and Actin. Endogenous and transgenic Atg8a bands, as well as the degradation product and nonspecific bands are indicated by arrows and lines. (C) Fat bodies of wandering-stage third instar larvae of WT and Atg8a-null (Atg8ad4/d4) flies were subjected to anti-Atg8a immunostaining. Hoechst 33258 (DNA) was used to visualize nuclei. Scale bars: 50 μm.
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