Table S8. Estimation of PCR Errors

	Sample
	Estimated PCR Errors
	Raw Data
	Data Filtered for Potential Sequencing Errors

	
	
	Percentage of PCR Errors
	Observed Mutability Ratio
	Expected Mutability Ratio
	P-value
	Percentage of PCR Errors
	Observed Mutability Ratio
	Expected Mutability Ratio
	P-value

	CC
	915
	13.5%
	1.36 (1.29-1.44)
	1.03 (0.87-1.21)
	<2x10-16
	17.0%
	1.27 (1.18-1.37)
	1.02 (0.85-1.22)
	<2x10-16

	NC
	847
	13.5%
	1.17 (1.11-1.23)
	1.02 (0.88-1.18)
	<2x10-16
	17.2%
	1.18 (1.11-1.27)
	1.02 (0.86-119)
	<2x10-16

	PBL
	981
	15.2%
	1.26 (1.19-1.35)
	1.05 (0.89-1.21)
	<2x10-16
	19.5%
	1.21 (1.13-1.32)
	1.02 (0.86-1.20)
	<2x10-16

	H-PBL
	901
	12.2%
	0.95 (0.89-1.01)
	1.03 (0.89-1.18)
	1
	16.0%
	0.94 (0.88-1.02)
	1.00 (0.86-1.17)
	1
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