
Table S2. List of Endogenous Borna-like M (EBLM) integrations*. 
	Specie
	Scaffold
	Location on scaffold
	Location within Bornavirus M protein1)
	BLAST E‑value and percent identity
	Label
	Significant large ORFs (length and position)

	Grey Mouse Lemur (Microcebus Murinus)
	Scaffold 5488
	23287-23541
	1-94
	4E-14 / 43%
	mmEBLM
	93aa (residues TSS-102) 2)

	
	
	23201-23281
	97-123
	4E-14 / 51%
	
	

	Medaka (Oryzias Latipes)
	Scaffold 1213
	3892-4233
	15-138
	5E-07 / 33%
	olEBLM
	69aa (residues TSS-71)


1) Full protein length is 142 aminoacids.

2) Open reading frames may extend beyond amino acid alignments by BLAST program. In this column we report extrapolated boundaries of open reading frames.
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