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Figure S1. Amino acid alignment of TipD, with H. sapiens ATG16L1 and S. cerevisiae Atg16. Dictyostelium discoideum TipD (EAL69727.1) was aligned with H. sapiens ATG16L1 (NP_060444.3) and S. cerevisiae Atg16 (NP_013882.1) using the ClustalW algorithm and shaded using the Textshade tool at the SDSC Biology WorkBench server (http://workbench.sdsc.edu/). 
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