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Figure S3. Analysis of similarity in the VPS13 protein family. Identity (%) between human VPS13 family members and D. discoideum TipC (calculated using ALIGN program from Biology WorkBench, http://workbench.sdsc.edu/) and E-value (shown in brackets) of the best local alignment (LALIGN program from Biology WorkBench, http://workbench.sdsc.edu/). Accession numbers are as follows: VPS13A, NP_150648.2; VPS13B, NP_060360.3; VPS13C, NP_001018098.1; VPS13D, NP_056193.2; TipC, EAL73163.1. Alignment programs from the SDSC Biology WorkBench server (http://workbench.sdsc.edu/).
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