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	d.f.
	SS
	Var. comp.
	% var
	Fixation indices
	P-value

	Groups tested: 1)  NPAC; 2) MED; 3) RED, SPAC

	Among groups
	2
	343.826
	4.348 Va
	45.59
	0.456
	< 0.001

	Among populations within groups
	7
	70.485
	0.360 Vb   
	3.77
	0.494
	< 0.01

	Within populations
	139
	671.271
	4.829 Vc  
	50.64
	0.069
	< 0.001

	Groups tested: (1)  NPAC; (2) MED; (3) RED; (4) SPAC

	Among groups
	3
	352.157
	4.200 Va
	44.78
	0.448
	< 0.01

	Among populations within groups
	6
	62.154
	0.349 Vb
	3.72
	0.485
	< 0.01

	Among groups
	139
	671.271
	4.829 Vc
	51.49
	0.067
	< 0.001

	Groups tested: 1) MED, RED; 2) SPAC; 3) NPAC

	Among groups
	2
	75.491
	0.186 Va
	2.82
	0.028
	> 0.5

	Among populations within groups
	1
	178.517
	2.854 Vb
	43.30
	0.461
	< 0.001

	Among groups
	156
	554.104
	3.552 Vc
	53.88
	0.446
	< 0.001


Table S4. Results of the analysis of molecular variance (AMOVA) carried out on the whole dataset. Groups correspond to macro-areas defined according to geographical criteria. d.f.: degrees of freedom; SS: sum of squares; var. comp.: variance component; %var: percentage of variation. For macro-areas codes refer to main text.




