Figure S1, Legend: Survival curves depicting prognostic value of NEFL promoter methylation status for outcome prediction in 185 primary breast cancers. Survival curves depicting prognostic value of NEFL promoter methylation status for outcome prediction in 185 primary breast cancers. A) Hazard ration (HR) for prognostic value was calculated using univariate Cox proportional hazards regression model. B) Hazard ration (HR) for prognostic value was calculated using multivariate Cox proportional hazards regression model using age of patients diagnosed with breast cancer and stage of breast cancer samples.

[bookmark: _GoBack]Figure S2, Legend: Histograms of the effect of NEFH overexpression on cell cycle progression of breast cancer cells. MDA-MB-231 cells were transiently transfected with pcDNA3.1 (empty vector) or pcDNA3.1-NEFH.  MDA-MB-231 Mock cells (untransfected but treated with Lipofectamine 2000) were used as control of the experiment. After 48 and 96 hours post transfection, cells were fixed, permeabilized and incubated with the DNA-staining Hoechst 33258 for DNA content-based assessment of cell cycle distribution. M1: Go/G1 phase of the cell cycle; M2: S phase of the cell cycle; M3:G2/M of the cell cycle.
