Supplementary table 4- Differences of the neurofilaments probes  between the median methylation of high satge tumors and the median methylation of low stage tumors. 
	IlmnID

	UCSC_RefGene_Name

	Median – high stage
	Median – low stage
	P value

	cg01907106
	NEFH
	0.797
	0.756
	0.131

	cg09828714
	NEFH
	0.589
	0.541
	0.341

	cg16042149
	NEFH
	0.499
	0.396
	0.666

	cg22766080
	NEFH
	0.1
	0.09
	0.351

	cg18129621
	NEFH
	0.313
	0.246
	0.145

	cg02994956
	NEFH
	0.515
	0.492
	0.095

	cg10188823
	NEFH
	0.409
	0.251
	0.0465

	cg22234080
	NEFH
	0.634
	0.597
	0.767

	cg23842255
	NEFH
	0.423
	0.395
	0.36

	cg01432561
	NEFL
	0.515
	0.426
	0.577

	cg06999323
	NEFL
	0.126
	0.113
	0.701

	cg13266631
	NEFL
	0.075
	0.071
	0.909

	cg15717071
	NEFL
	0.078
	0.073
	0.767

	cg01614020
	NEFL
	0.156
	0.103
	0.0754

	cg00197313
	NEFL
	0.307
	0.258
	0.24

	cg07773060
	NEFL
	0.294
	0.24
	0.528

	cg16080876
	NEFL
	0.457
	0.445
	0.392

	cg22978087
	NEFL
	0.144
	0.133
	0.247

	cg24000873
	NEFL
	0.294
	0.197
	0.0468

	cg24032666
	NEFL
	0.501
	0.339
	0.00875

	cg02106941
	NEFM
	0.405
	0.366
	0.99

	cg02761376
	NEFM
	0.228
	0.198
	0.673

	cg07502389
	NEFM
	0.472
	0.458
	0.74

	cg07552803
	NEFM
	0.487
	0.447
	0.0204

	cg09234518
	NEFM
	0.382
	0.328
	0.0445

	cg16459364
	NEFM
	0.432
	0.4
	0.0167

	cg18267374
	NEFM
	0.475
	0.454
	0.393

	cg18898125
	NEFM
	0.392
	0.403
	0.897

	cg23290344
	NEFM
	0.566
	0.532
	0.201

	cg26330518
	NEFM
	0.299
	0.285
	0.713

	cg03169018
	NEFM
	0.361
	0.289
	0.0088

	cg04118306
	NEFM
	0.437
	0.392
	0.0317

	cg17078116
	NEFM
	0.627
	0.597
	0.0327

	cg19677607
	NEFM
	0.308
	0.269
	0.354

	cg20585869
	NEFM
	0.445
	0.425
	0.0725

	cg22562942
	NEFM
	0.541
	0.52
	0.108

	cg26980244
	NEFM
	0.784
	0.758
	0.0511

	cg01583969
	NEFM
	0.068
	0.067
	0.847

	cg02002551
	NEFM
	0.627
	0.614
	0.809

	cg12026749
	NEFM
	0.4
	0.399
	      0.732


P  values assessed using two-tailed Student’s t test. P values of less tan 0.05  were considered significant
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