Supplemental File 5
Differentially methylated and expressed genes using TCGA HNSCC data

[bookmark: _GoBack]HYPER_UP
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	resistant tumors
	sensitive tumors
	FC
	
	resistant tumors
	sensitive tumors
	delta

	BZRAP1|9256
	8.02
	6.04
	1.98
	cg07002058
	0.63
	0.39
	0.24

	BZRAP1|9256
	8.02
	6.04
	1.98
	cg20783697
	0.86
	0.66
	0.20

	NRXN1|9378
	7.55
	5.73
	1.81
	cg07529754
	0.42
	0.20
	0.22

	SLC38A4|55089
	9.03
	7.01
	2.02
	cg14671384
	0.71
	0.49
	0.22

	STAR|6770
	7.96
	6.06
	1.90
	cg00464095
	0.68
	0.47
	0.21

	TNF|7124
	8.73
	6.56
	2.17
	cg24452282
	0.81
	0.61
	0.20





HYPER_DN
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	resistant tumors
	sensitive tumors
	FC
	
	resistant tumors
	sensitive tumors
	delta

	DAPK1|1612
	7.66
	9.26
	-1.60
	cg13823120
	0.79
	0.55
	0.24

	DMRT2|10655
	5.62
	7.31
	-1.68
	cg00934355
	0.78
	0.52
	0.27

	EPHA3|2042
	5.80
	7.61
	-1.82
	cg16797972
	0.73
	0.48
	0.25

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg19744936
	0.62
	0.36
	0.27

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg17399362
	0.48
	0.28
	0.21

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg18366919
	0.74
	0.52
	0.21

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg26010734
	0.83
	0.51
	0.31

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg15826897
	0.58
	0.35
	0.23

	FGR|2268
	6.93
	8.54
	-1.61
	cg21115433
	0.64
	0.42
	0.22

	FPR2|2358
	5.23
	6.92
	-1.69
	cg16052198
	0.83
	0.61
	0.22

	FPR2|2358
	5.23
	6.92
	-1.69
	cg25653204
	0.58
	0.35
	0.23

	HK3|3101
	6.00
	8.26
	-2.26
	cg19589060
	0.86
	0.64
	0.22

	IL1R2|7850
	7.77
	10.68
	-2.91
	cg14325025
	0.70
	0.49
	0.22

	LAPTM5|7805
	10.69
	12.40
	-1.71
	cg24459792
	0.82
	0.61
	0.21

	LST1|7940
	5.62
	7.30
	-1.68
	cg16795830
	0.75
	0.48
	0.27

	MFSD7|84179
	5.13
	6.71
	-1.58
	cg17121747
	0.65
	0.43
	0.22

	PIK3CG|5294
	5.08
	7.24
	-2.16
	cg24384195
	0.80
	0.55
	0.25

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg27201673
	0.64
	0.38
	0.25

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg14750269
	0.66
	0.41
	0.25

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg22824998
	0.62
	0.41
	0.21

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg06851207
	0.83
	0.61
	0.22

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg10694914
	0.80
	0.54
	0.26

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg11362935
	0.68
	0.46
	0.22

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg18316498
	0.66
	0.45
	0.21

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg21923959
	0.80
	0.58
	0.22

	PTPRN|5798
	6.23
	7.85
	-1.62
	cg01382864
	0.66
	0.45
	0.20

	PTPRN|5798
	6.23
	7.85
	-1.62
	cg03970036
	0.59
	0.35
	0.23

	PTPRN|5798
	6.23
	7.85
	-1.62
	cg16166796
	0.40
	0.19
	0.21

	RASSF2|9770
	7.51
	9.10
	-1.59
	cg16385758
	0.76
	0.51
	0.25

	RBM24|221662
	5.58
	7.11
	-1.54
	cg15753394
	0.70
	0.47
	0.23

	RCSD1|92241
	6.45
	8.15
	-1.70
	cg12336540
	0.76
	0.54
	0.22

	SPN|6693
	6.68
	8.53
	-1.85
	cg02914427
	0.81
	0.59
	0.23

	SPOCK2|9806
	8.39
	10.19
	-1.80
	cg02595823
	0.74
	0.48
	0.25

	THBS4|7060
	7.29
	11.38
	-4.09
	cg21985690
	0.71
	0.49
	0.23





HYPO_UP
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	resistant tumors
	sensitive tumors
	FC
	
	resistant tumors
	sensitive tumors
	delta

	ALOX15|246
	9.97
	8.26
	1.72
	cg10227358
	0.09
	0.30
	-0.20

	MMP10|4319
	15.16
	11.67
	3.50
	cg00347729
	0.24
	0.48
	-0.24

	PCOLCE2|26577
	9.37
	5.82
	3.55
	cg19547370
	0.40
	0.61
	-0.21

	PPP1R1B|84152
	9.33
	6.43
	2.90
	cg00961617
	0.25
	0.46
	-0.21

	ZIC1|7545
	10.61
	5.97
	4.64
	cg02519751
	0.49
	0.69
	-0.20





HYPO_DN
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	resistant tumors
	sensitive tumors
	FC
	
	resistant tumors
	sensitive tumors
	delta

	ADAM6|8755
	13.38
	15.83
	-2.45
	cg03899708
	0.42
	0.64
	-0.22

	ANKRD1|27063
	6.50
	9.40
	-2.90
	cg22534097
	0.35
	0.56
	-0.21

	AZGP1|563
	5.17
	8.59
	-3.41
	cg10372302
	0.30
	0.54
	-0.23

	AZGP1|563
	5.17
	8.59
	-3.41
	cg12019109
	0.31
	0.51
	-0.20

	AZGP1|563
	5.17
	8.59
	-3.41
	cg26680675
	0.32
	0.55
	-0.23

	BPIL1|80341
	6.55
	9.34
	-2.79
	cg02191985
	0.36
	0.57
	-0.21

	CASP14|23581
	6.57
	8.92
	-2.35
	cg01999333
	0.30
	0.54
	-0.24

	CASP14|23581
	6.57
	8.92
	-2.35
	cg15930041
	0.38
	0.59
	-0.21

	CD53|963
	8.32
	9.87
	-1.56
	cg06351337
	0.49
	0.70
	-0.22

	CRCT1|54544
	8.29
	10.11
	-1.82
	cg21823605
	0.51
	0.75
	-0.24

	FLG|2312
	5.73
	10.84
	-5.10
	cg19855573
	0.21
	0.51
	-0.29

	FOLH1|2346
	5.16
	6.72
	-1.56
	cg06980460
	0.40
	0.64
	-0.24

	LCN2|3934
	10.44
	12.49
	-2.05
	cg14615559
	0.19
	0.41
	-0.21

	LIPH|200879
	6.29
	8.01
	-1.72
	cg01390445
	0.50
	0.72
	-0.22

	LIPH|200879
	6.29
	8.01
	-1.72
	cg04513882
	0.33
	0.76
	-0.43

	LIPH|200879
	6.29
	8.01
	-1.72
	cg16255307
	0.53
	0.82
	-0.29

	LPL|4023
	6.36
	8.83
	-2.47
	cg00471141
	0.44
	0.64
	-0.21

	SCEL|8796
	8.99
	10.53
	-1.54
	cg21063899
	0.37
	0.57
	-0.20

	SPINK7|84651
	6.62
	8.45
	-1.83
	cg27488807
	0.32
	0.58
	-0.26





ALL
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	resistant tumors
	sensitive tumors
	FC
	
	resistant tumors
	sensitive tumors
	delta

	BZRAP1|9256
	8.02
	6.04
	1.98
	cg07002058
	0.63
	0.39
	0.24

	BZRAP1|9256
	8.02
	6.04
	1.98
	cg20783697
	0.86
	0.66
	0.20

	NRXN1|9378
	7.55
	5.73
	1.81
	cg07529754
	0.42
	0.20
	0.22

	SLC38A4|55089
	9.03
	7.01
	2.02
	cg14671384
	0.71
	0.49
	0.22

	STAR|6770
	7.96
	6.06
	1.90
	cg00464095
	0.68
	0.47
	0.21

	TNF|7124
	8.73
	6.56
	2.17
	cg24452282
	0.81
	0.61
	0.20

	DAPK1|1612
	7.66
	9.26
	-1.60
	cg13823120
	0.79
	0.55
	0.24

	DMRT2|10655
	5.62
	7.31
	-1.68
	cg00934355
	0.78
	0.52
	0.27

	EPHA3|2042
	5.80
	7.61
	-1.82
	cg16797972
	0.73
	0.48
	0.25

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg19744936
	0.62
	0.36
	0.27

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg17399362
	0.48
	0.28
	0.21

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg18366919
	0.74
	0.52
	0.21

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg26010734
	0.83
	0.51
	0.31

	EPHX3|79852
	6.52
	8.57
	-2.05
	cg15826897
	0.58
	0.35
	0.23

	FGR|2268
	6.93
	8.54
	-1.61
	cg21115433
	0.64
	0.42
	0.22

	FPR2|2358
	5.23
	6.92
	-1.69
	cg16052198
	0.83
	0.61
	0.22

	FPR2|2358
	5.23
	6.92
	-1.69
	cg25653204
	0.58
	0.35
	0.23

	HK3|3101
	6.00
	8.26
	-2.26
	cg19589060
	0.86
	0.64
	0.22

	IL1R2|7850
	7.77
	10.68
	-2.91
	cg14325025
	0.70
	0.49
	0.22

	LAPTM5|7805
	10.69
	12.40
	-1.71
	cg24459792
	0.82
	0.61
	0.21

	LST1|7940
	5.62
	7.30
	-1.68
	cg16795830
	0.75
	0.48
	0.27

	MFSD7|84179
	5.13
	6.71
	-1.58
	cg17121747
	0.65
	0.43
	0.22

	PIK3CG|5294
	5.08
	7.24
	-2.16
	cg24384195
	0.80
	0.55
	0.25

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg27201673
	0.64
	0.38
	0.25

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg14750269
	0.66
	0.41
	0.25

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg22824998
	0.62
	0.41
	0.21

	PNMAL1|55228
	5.60
	7.74
	-2.14
	cg06851207
	0.83
	0.61
	0.22

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg10694914
	0.80
	0.54
	0.26

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg11362935
	0.68
	0.46
	0.22

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg18316498
	0.66
	0.45
	0.21

	POU2AF1|5450
	5.65
	8.53
	-2.89
	cg21923959
	0.80
	0.58
	0.22

	PTPRN|5798
	6.23
	7.85
	-1.62
	cg01382864
	0.66
	0.45
	0.20

	PTPRN|5798
	6.23
	7.85
	-1.62
	cg03970036
	0.59
	0.35
	0.23

	PTPRN|5798
	6.23
	7.85
	-1.62
	cg16166796
	0.40
	0.19
	0.21

	RASSF2|9770
	7.51
	9.10
	-1.59
	cg16385758
	0.76
	0.51
	0.25

	RBM24|221662
	5.58
	7.11
	-1.54
	cg15753394
	0.70
	0.47
	0.23

	RCSD1|92241
	6.45
	8.15
	-1.70
	cg12336540
	0.76
	0.54
	0.22

	SPN|6693
	6.68
	8.53
	-1.85
	cg02914427
	0.81
	0.59
	0.23

	SPOCK2|9806
	8.39
	10.19
	-1.80
	cg02595823
	0.74
	0.48
	0.25

	THBS4|7060
	7.29
	11.38
	-4.09
	cg21985690
	0.71
	0.49
	0.23

	ALOX15|246
	9.97
	8.26
	1.72
	cg10227358
	0.09
	0.30
	-0.20

	MMP10|4319
	15.16
	11.67
	3.50
	cg00347729
	0.24
	0.48
	-0.24

	PCOLCE2|26577
	9.37
	5.82
	3.55
	cg19547370
	0.40
	0.61
	-0.21

	PPP1R1B|84152
	9.33
	6.43
	2.90
	cg00961617
	0.25
	0.46
	-0.21

	ZIC1|7545
	10.61
	5.97
	4.64
	cg02519751
	0.49
	0.69
	-0.20

	ADAM6|8755
	13.38
	15.83
	-2.45
	cg03899708
	0.42
	0.64
	-0.22

	ANKRD1|27063
	6.50
	9.40
	-2.90
	cg22534097
	0.35
	0.56
	-0.21

	AZGP1|563
	5.17
	8.59
	-3.41
	cg10372302
	0.30
	0.54
	-0.23

	AZGP1|563
	5.17
	8.59
	-3.41
	cg12019109
	0.31
	0.51
	-0.20

	AZGP1|563
	5.17
	8.59
	-3.41
	cg26680675
	0.32
	0.55
	-0.23

	BPIL1|80341
	6.55
	9.34
	-2.79
	cg02191985
	0.36
	0.57
	-0.21

	CASP14|23581
	6.57
	8.92
	-2.35
	cg01999333
	0.30
	0.54
	-0.24

	CASP14|23581
	6.57
	8.92
	-2.35
	cg15930041
	0.38
	0.59
	-0.21

	CD53|963
	8.32
	9.87
	-1.56
	cg06351337
	0.49
	0.70
	-0.22

	CRCT1|54544
	8.29
	10.11
	-1.82
	cg21823605
	0.51
	0.75
	-0.24

	FLG|2312
	5.73
	10.84
	-5.10
	cg19855573
	0.21
	0.51
	-0.29

	FOLH1|2346
	5.16
	6.72
	-1.56
	cg06980460
	0.40
	0.64
	-0.24

	LCN2|3934
	10.44
	12.49
	-2.05
	cg14615559
	0.19
	0.41
	-0.21

	LIPH|200879
	6.29
	8.01
	-1.72
	cg01390445
	0.50
	0.72
	-0.22

	LIPH|200879
	6.29
	8.01
	-1.72
	cg04513882
	0.33
	0.76
	-0.43

	LIPH|200879
	6.29
	8.01
	-1.72
	cg16255307
	0.53
	0.82
	-0.29

	LPL|4023
	6.36
	8.83
	-2.47
	cg00471141
	0.44
	0.64
	-0.21

	SCEL|8796
	8.99
	10.53
	-1.54
	cg21063899
	0.37
	0.57
	-0.20

	SPINK7|84651
	6.62
	8.45
	-1.83
	cg27488807
	0.32
	0.58
	-0.26



