Supplemental File 1
Differentially methylated and expressed genes in SCC-61rSCC-61 cells

HYPER_UP
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	rSCC-61
	SCC-61
	FC
	
	rSCC-61
	SCC-61
	delta

	GFM1
	9.87
	8.32
	1.55
	cg04337056
	0.84
	0.19
	0.65

	GFM1
	9.87
	8.32
	1.55
	cg03802272
	0.94
	0.28
	0.66

	HS6ST2
	8.58
	7.00
	1.58
	cg22455963
	0.48
	0.08
	0.39

	HS6ST2
	8.58
	7.00
	1.58
	cg07929447
	0.44
	0.21
	0.23

	MGMT
	8.68
	7.08
	1.60
	cg00579595
	0.94
	0.61
	0.32

	MGMT
	8.68
	7.08
	1.60
	cg14677612
	0.69
	0.05
	0.64

	MGMT
	8.68
	7.08
	1.60
	cg09993459
	0.91
	0.48
	0.43

	MGMT
	8.68
	7.08
	1.60
	cg18247239
	0.92
	0.54
	0.39

	MGMT
	8.68
	7.08
	1.60
	cg09450835
	0.92
	0.36
	0.56

	MGMT
	8.68
	7.08
	1.60
	cg12575438
	0.90
	0.35
	0.55

	MGMT
	8.68
	7.08
	1.60
	cg18642179
	0.63
	0.21
	0.42

	MGMT
	8.68
	7.08
	1.60
	cg16850444
	0.95
	0.44
	0.51

	FERMT2
	9.13
	7.42
	1.71
	cg14077965
	0.94
	0.55
	0.39

	FERMT2
	9.13
	7.42
	1.71
	cg25039393
	0.70
	0.20
	0.50

	DCXR
	10.50
	8.61
	1.90
	cg10636821
	0.37
	0.03
	0.35

	GAL
	11.04
	9.04
	2.00
	cg02340541
	0.90
	0.41
	0.49

	CCNA1
	8.96
	6.89
	2.08
	cg00282249
	0.83
	0.36
	0.46

	CCNA1
	8.96
	6.89
	2.08
	cg11513637
	0.68
	0.23
	0.45

	CCNA1
	8.96
	6.89
	2.08
	cg12417071
	0.78
	0.45
	0.33

	CCNA1
	8.96
	6.89
	2.08
	cg00370179
	0.92
	0.67
	0.26

	CCNA1
	8.96
	6.89
	2.08
	cg08676975
	0.69
	0.29
	0.40

	CCNA1
	8.96
	6.89
	2.08
	cg27142924
	0.36
	0.15
	0.21

	CCNA1
	8.96
	6.89
	2.08
	cg24334591
	0.82
	0.33
	0.49

	CCNA1
	8.96
	6.89
	2.08
	cg08215918
	0.73
	0.38
	0.34

	CCNA1
	8.96
	6.89
	2.08
	cg05089090
	0.81
	0.19
	0.62

	CTTN
	11.90
	8.83
	3.07
	cg13414679
	0.62
	0.21
	0.41






[bookmark: _GoBack]
HYPO_UP
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	rSCC-61
	SCC-61
	FC
	
	rSCC-61
	SCC-61
	delta

	SCFD1
	10.59
	9.09
	1.50
	cg11071193
	0.26
	0.78
	-0.51

	ACTG1
	13.50
	11.98
	1.52
	cg10607155
	0.03
	0.34
	-0.31

	ACTG1
	13.50
	11.98
	1.52
	cg05488523
	0.02
	0.33
	-0.31

	MYL6B
	10.06
	8.53
	1.53
	cg22958248
	0.30
	0.81
	-0.51

	MYL6B
	10.06
	8.53
	1.53
	cg15769920
	0.14
	0.39
	-0.25

	MYL6B
	10.06
	8.53
	1.53
	cg03407567
	0.23
	0.60
	-0.37

	KRT8
	8.46
	6.85
	1.61
	cg21340733
	0.04
	0.68
	-0.64

	KRT8
	8.46
	6.85
	1.61
	cg20324165
	0.14
	0.70
	-0.56

	CERK
	9.21
	7.59
	1.62
	cg16154810
	0.18
	0.65
	-0.46

	CERK
	9.21
	7.59
	1.62
	cg05698090
	0.19
	0.51
	-0.31

	CERK
	9.21
	7.59
	1.62
	cg17099656
	0.16
	0.48
	-0.32

	PLBD1
	8.70
	7.03
	1.67
	cg17768691
	0.41
	0.70
	-0.29

	PSMC1
	9.68
	7.78
	1.90
	cg01760846
	0.08
	0.35
	-0.26

	PARVB
	8.94
	6.93
	2.02
	cg16741308
	0.02
	0.58
	-0.56

	PARVB
	8.94
	6.93
	2.02
	cg00367327
	0.06
	0.31
	-0.25

	PARVB
	8.94
	6.93
	2.02
	cg06030166
	0.02
	0.40
	-0.37

	FTH1
	12.57
	10.49
	2.08
	cg24898753
	0.08
	0.60
	-0.52

	PPFIA1
	10.03
	7.73
	2.30
	cg09657262
	0.02
	0.26
	-0.24

	GTF3C6
	11.09
	8.69
	2.40
	cg26219797
	0.03
	0.36
	-0.33

	RPL39L
	9.70
	6.84
	2.86
	cg13432744
	0.04
	0.26
	-0.22

	RPL39L
	9.70
	6.84
	2.86
	cg05882938
	0.03
	0.54
	-0.52

	RPL39L
	9.70
	6.84
	2.86
	cg24524308
	0.03
	0.38
	-0.36

	RPL39L
	9.70
	6.84
	2.86
	cg14370628
	0.03
	0.38
	-0.36

	RPL39L
	9.70
	6.84
	2.86
	cg06190677
	0.02
	0.28
	-0.26

	RPL39L
	9.70
	6.84
	2.86
	cg07441272
	0.03
	0.45
	-0.42

	H19
	11.26
	7.95
	3.31
	cg24409677
	0.05
	0.66
	-0.61

	H19
	11.26
	7.95
	3.31
	cg04817190
	0.45
	0.69
	-0.24

	KRT19
	12.45
	6.89
	5.56
	cg02416424
	0.09
	0.90
	-0.81

	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	





HYPER_DN
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	rSCC-61
	SCC-61
	FC
	
	rSCC-61
	SCC-61
	delta

	LCN2
	8.56
	13.54
	-4.98
	cg13518265
	0.86
	0.51
	0.35

	SAA1
	7.24
	11.41
	-4.18
	cg24015472
	0.92
	0.18
	0.74

	RASIP1
	7.32
	11.18
	-3.86
	cg10347828
	0.93
	0.62
	0.31

	RARRES3
	7.64
	11.07
	-3.43
	cg18112681
	0.94
	0.19
	0.75

	RARRES3
	7.64
	11.07
	-3.43
	cg05817709
	0.75
	0.38
	0.37

	ID3
	8.32
	11.66
	-3.35
	cg27518976
	0.93
	0.23
	0.70

	ALDH7A1
	7.19
	10.35
	-3.16
	cg26327732
	0.89
	0.06
	0.83

	ALDH7A1
	7.19
	10.35
	-3.16
	cg16738971
	0.96
	0.19
	0.77

	ALDH7A1
	7.19
	10.35
	-3.16
	cg17653368
	0.91
	0.11
	0.81

	ALDH7A1
	7.19
	10.35
	-3.16
	cg08702413
	0.99
	0.03
	0.95

	DHRS9
	7.11
	10.25
	-3.14
	cg06836480
	0.90
	0.29
	0.61

	DHRS9
	7.11
	10.25
	-3.14
	cg00768195
	0.71
	0.49
	0.22

	PTGS2
	7.64
	10.76
	-3.12
	cg25147026
	0.56
	0.07
	0.49

	PTGS2
	7.64
	10.76
	-3.12
	cg16101346
	0.47
	0.14
	0.33

	AIM2
	7.11
	10.23
	-3.11
	cg17217296
	0.91
	0.05
	0.86

	AIM2
	7.11
	10.23
	-3.11
	cg07195224
	0.45
	0.07
	0.38

	TGFBI
	9.35
	12.40
	-3.05
	cg09584591
	0.65
	0.38
	0.27

	TGFBI
	9.35
	12.40
	-3.05
	cg10187927
	0.44
	0.18
	0.26

	CCND2
	7.29
	10.22
	-2.93
	cg08553284
	0.53
	0.26
	0.27

	CCND2
	7.29
	10.22
	-2.93
	cg05153364
	0.41
	0.03
	0.38

	CCND2
	7.29
	10.22
	-2.93
	cg13575161
	0.83
	0.35
	0.48

	CCND2
	7.29
	10.22
	-2.93
	cg18566594
	0.50
	0.20
	0.30

	CCND2
	7.29
	10.22
	-2.93
	cg17296482
	0.53
	0.13
	0.40

	CCND2
	7.29
	10.22
	-2.93
	cg23235334
	0.30
	0.02
	0.28

	CCND2
	7.29
	10.22
	-2.93
	cg03801902
	0.98
	0.11
	0.87

	CCND2
	7.29
	10.22
	-2.93
	cg05667158
	0.97
	0.07
	0.90

	CCND2
	7.29
	10.22
	-2.93
	cg24626079
	0.52
	0.02
	0.51

	TSC22D3
	7.17
	10.09
	-2.92
	cg01828434
	0.90
	0.10
	0.80

	DKK3
	7.66
	10.56
	-2.90
	cg05106294
	0.95
	0.53
	0.42

	DKK3
	7.66
	10.56
	-2.90
	cg13259205
	0.30
	0.08
	0.22

	DKK3
	7.66
	10.56
	-2.90
	cg12668155
	0.71
	0.23
	0.48

	DKK3
	7.66
	10.56
	-2.90
	cg08662017
	0.97
	0.43
	0.53

	DKK3
	7.66
	10.56
	-2.90
	cg01286655
	0.95
	0.57
	0.38

	DKK3
	7.66
	10.56
	-2.90
	cg25787984
	0.84
	0.46
	0.39

	DKK3
	7.66
	10.56
	-2.90
	cg18768414
	0.95
	0.07
	0.87

	DKK3
	7.66
	10.56
	-2.90
	cg21620540
	0.94
	0.64
	0.30

	STMN3
	7.35
	10.10
	-2.75
	cg14862171
	0.88
	0.59
	0.30

	CRABP2
	8.13
	10.86
	-2.73
	cg24251193
	0.86
	0.62
	0.24

	CRABP2
	8.13
	10.86
	-2.73
	cg02068169
	0.45
	0.11
	0.33

	CRABP2
	8.13
	10.86
	-2.73
	cg10390174
	0.41
	0.07
	0.34

	SGK1
	9.10
	11.70
	-2.60
	cg19811331
	0.45
	0.24
	0.21

	SGK1
	9.10
	11.70
	-2.60
	cg25150212
	0.71
	0.48
	0.23

	SGK1
	9.10
	11.70
	-2.60
	cg09315391
	0.30
	0.02
	0.28

	SGK1
	9.10
	11.70
	-2.60
	cg14905466
	0.63
	0.10
	0.54

	SGK1
	9.10
	11.70
	-2.60
	cg20822858
	0.33
	0.05
	0.28

	SGK1
	9.10
	11.70
	-2.60
	cg09404376
	0.53
	0.06
	0.47

	SGK1
	9.10
	11.70
	-2.60
	cg03762694
	0.51
	0.05
	0.46

	OAS2
	7.06
	9.62
	-2.56
	cg12560128
	0.54
	0.04
	0.50

	OAS2
	7.06
	9.62
	-2.56
	cg19371652
	0.90
	0.46
	0.45

	SERPINB1
	10.03
	12.50
	-2.47
	cg15152149
	0.40
	0.02
	0.37

	SCGB1A1
	6.96
	9.42
	-2.46
	cg11504739
	0.88
	0.21
	0.67

	SCGB1A1
	6.96
	9.42
	-2.46
	cg23569968
	0.83
	0.21
	0.62

	RSAD2
	7.08
	9.50
	-2.42
	cg15346781
	0.65
	0.16
	0.49

	RSAD2
	7.08
	9.50
	-2.42
	cg23213327
	0.88
	0.23
	0.64

	GBP4
	7.12
	9.53
	-2.41
	cg27285720
	0.62
	0.11
	0.51

	TXNIP
	8.97
	11.37
	-2.41
	cg22525212
	0.37
	0.02
	0.35

	MMP28
	7.26
	9.60
	-2.34
	cg01622018
	0.91
	0.39
	0.52

	PYCARD
	8.20
	10.53
	-2.33
	cg01059100
	0.93
	0.50
	0.43

	PYCARD
	8.20
	10.53
	-2.33
	cg08730348
	0.93
	0.11
	0.83

	PYCARD
	8.20
	10.53
	-2.33
	cg05214748
	0.89
	0.14
	0.74

	GJB6
	6.99
	9.30
	-2.31
	cg00012692
	0.97
	0.05
	0.92

	GJB6
	6.99
	9.30
	-2.31
	cg21776794
	0.86
	0.42
	0.45

	GJB6
	6.99
	9.30
	-2.31
	cg01446515
	0.92
	0.03
	0.89

	GJB6
	6.99
	9.30
	-2.31
	cg07489869
	0.93
	0.50
	0.43

	GJB6
	6.99
	9.30
	-2.31
	cg10395448
	0.87
	0.02
	0.84

	CDKN1A
	8.46
	10.71
	-2.25
	cg11920449
	0.39
	0.15
	0.24

	SH3KBP1
	9.02
	11.26
	-2.24
	cg05445588
	0.91
	0.46
	0.45

	SH3KBP1
	9.02
	11.26
	-2.24
	cg04812084
	0.94
	0.74
	0.20

	IL36G
	6.95
	9.17
	-2.22
	cg25202141
	0.93
	0.28
	0.65

	HBEGF
	7.80
	10.01
	-2.21
	cg00521255
	0.51
	0.29
	0.22

	PXDN
	7.91
	10.02
	-2.11
	cg14037665
	0.36
	0.12
	0.24

	PXDN
	7.91
	10.02
	-2.11
	cg01805732
	0.74
	0.32
	0.42

	NNMT
	6.97
	9.04
	-2.07
	cg17004104
	0.35
	0.03
	0.32

	ZC3H12A
	7.02
	9.07
	-2.05
	cg03140118
	0.82
	0.05
	0.77

	VIM
	7.71
	9.73
	-2.02
	cg19111999
	0.66
	0.21
	0.45

	SCRN1
	8.10
	10.02
	-1.92
	cg08551725
	0.73
	0.06
	0.66

	SCRN1
	8.10
	10.02
	-1.92
	cg03054529
	0.94
	0.60
	0.34

	SCRN1
	8.10
	10.02
	-1.92
	cg11855325
	0.35
	0.04
	0.32

	SCRN1
	8.10
	10.02
	-1.92
	cg10113101
	0.62
	0.10
	0.52

	SCRN1
	8.10
	10.02
	-1.92
	cg21779301
	0.68
	0.31
	0.38

	SCRN1
	8.10
	10.02
	-1.92
	cg13366537
	0.54
	0.24
	0.30

	SCRN1
	8.10
	10.02
	-1.92
	cg15424250
	0.22
	0.02
	0.21

	TACC1
	8.01
	9.91
	-1.90
	cg00190034
	0.94
	0.07
	0.87

	TACC1
	8.01
	9.91
	-1.90
	cg14773619
	0.93
	0.58
	0.35

	UGCG
	7.69
	9.57
	-1.88
	cg01472113
	0.90
	0.43
	0.46

	MPZL2
	8.04
	9.91
	-1.87
	cg10158821
	0.28
	0.04
	0.24

	MPZL2
	8.04
	9.91
	-1.87
	cg25076325
	0.68
	0.02
	0.65

	IFIT2
	8.81
	10.65
	-1.84
	cg27478224
	0.48
	0.08
	0.40

	IFIT2
	8.81
	10.65
	-1.84
	cg06092948
	0.63
	0.09
	0.54

	LAMB3
	8.58
	10.41
	-1.83
	cg03967293
	0.49
	0.08
	0.41

	PROM2
	8.74
	10.52
	-1.78
	cg15821214
	0.39
	0.06
	0.33

	ATF3
	8.49
	10.27
	-1.77
	cg18317154
	0.91
	0.62
	0.29

	EHF
	7.11
	8.88
	-1.77
	cg05503887
	0.89
	0.36
	0.53

	SMAD4
	6.87
	8.60
	-1.74
	cg27092705
	0.52
	0.02
	0.50

	BTG3
	8.20
	9.93
	-1.73
	cg05762769
	0.87
	0.33
	0.54

	BTG3
	8.20
	9.93
	-1.73
	cg27075724
	0.40
	0.06
	0.34

	BTG3
	8.20
	9.93
	-1.73
	cg02652260
	0.56
	0.05
	0.52

	RAB27B
	7.41
	9.11
	-1.70
	cg12377874
	0.91
	0.12
	0.79

	EPAS1
	8.13
	9.82
	-1.69
	cg21276379
	0.85
	0.36
	0.48

	CA9
	7.00
	8.68
	-1.68
	cg19257550
	0.43
	0.17
	0.26

	IRF1
	8.65
	10.32
	-1.68
	cg00255919
	0.66
	0.28
	0.37

	OAS1
	7.13
	8.74
	-1.62
	cg25668626
	0.90
	0.57
	0.33

	KRT6B
	6.80
	8.40
	-1.59
	cg12795208
	0.92
	0.65
	0.27

	KRT6B
	6.80
	8.40
	-1.59
	cg02068361
	0.84
	0.59
	0.25

	IL19
	6.83
	8.41
	-1.58
	cg12380764
	0.85
	0.10
	0.75

	IL19
	6.83
	8.41
	-1.58
	cg11582579
	0.91
	0.08
	0.83

	SRPX2
	7.16
	8.74
	-1.58
	cg13148563
	0.77
	0.44
	0.34

	DUSP22
	8.37
	9.94
	-1.58
	cg07332563
	0.41
	0.05
	0.37

	DSG3
	7.61
	9.17
	-1.56
	cg03238162
	0.40
	0.10
	0.30

	CEACAM6
	6.98
	8.54
	-1.56
	cg21126943
	0.57
	0.09
	0.48

	CEACAM6
	6.98
	8.54
	-1.56
	cg02400565
	0.93
	0.68
	0.26




HYPO_DN
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	rSCC-61
	SCC-61
	FC
	
	rSCC-61
	SCC-61
	delta

	IGFBP3
	9.03
	13.04
	-4.01
	cg10094651
	0.20
	0.41
	-0.21

	IGFBP3
	9.03
	13.04
	-4.01
	cg04690927
	0.73
	0.98
	-0.25

	IGFBP3
	9.03
	13.04
	-4.01
	cg16447589
	0.18
	0.60
	-0.42

	IGFBP3
	9.03
	13.04
	-4.01
	cg16460681
	0.06
	0.39
	-0.33

	SERPINB4
	7.04
	10.13
	-3.09
	cg25485091
	0.52
	0.76
	-0.25

	IGF2BP3
	7.33
	10.39
	-3.06
	cg16466899
	0.12
	0.42
	-0.30

	IGF2BP3
	7.33
	10.39
	-3.06
	cg00508334
	0.03
	0.24
	-0.21

	IGF2BP3
	7.33
	10.39
	-3.06
	cg08939418
	0.08
	0.29
	-0.21

	IGF2BP3
	7.33
	10.39
	-3.06
	cg12601843
	0.14
	0.43
	-0.29

	IGF2BP3
	7.33
	10.39
	-3.06
	cg17431401
	0.07
	0.30
	-0.23

	LIPG
	6.88
	9.05
	-2.17
	cg20486897
	0.05
	0.83
	-0.78

	LIPG
	6.88
	9.05
	-2.17
	cg07277041
	0.12
	0.52
	-0.40

	LIPG
	6.88
	9.05
	-2.17
	cg17012181
	0.08
	0.59
	-0.50

	SPATS2L
	8.83
	10.88
	-2.05
	cg05691004
	0.64
	0.86
	-0.21

	SIRPA
	7.19
	9.01
	-1.83
	cg15210234
	0.67
	0.98
	-0.30

	SIRPA
	7.19
	9.01
	-1.83
	cg26119894
	0.39
	0.83
	-0.44

	SIRPA
	7.19
	9.01
	-1.83
	cg10115894
	0.72
	0.98
	-0.26

	CD97
	8.03
	9.56
	-1.53
	cg00519069
	0.10
	0.63
	-0.53





ALL
	gene
	Gene Expression (log2)
	CpG probe
	DNA Methylation (beta)

	
	rSCC-61
	SCC-61
	FC
	
	rSCC-61
	SCC-61
	delta

	GFM1
	9.87
	8.32
	1.55
	cg04337056
	0.84
	0.19
	0.65

	GFM1
	9.87
	8.32
	1.55
	cg03802272
	0.94
	0.28
	0.66

	HS6ST2
	8.58
	7.00
	1.58
	cg22455963
	0.48
	0.08
	0.39

	HS6ST2
	8.58
	7.00
	1.58
	cg07929447
	0.44
	0.21
	0.23

	MGMT
	8.68
	7.08
	1.60
	cg00579595
	0.94
	0.61
	0.32

	MGMT
	8.68
	7.08
	1.60
	cg14677612
	0.69
	0.05
	0.64

	MGMT
	8.68
	7.08
	1.60
	cg09993459
	0.91
	0.48
	0.43

	MGMT
	8.68
	7.08
	1.60
	cg18247239
	0.92
	0.54
	0.39

	MGMT
	8.68
	7.08
	1.60
	cg09450835
	0.92
	0.36
	0.56

	MGMT
	8.68
	7.08
	1.60
	cg12575438
	0.90
	0.35
	0.55

	MGMT
	8.68
	7.08
	1.60
	cg18642179
	0.63
	0.21
	0.42

	MGMT
	8.68
	7.08
	1.60
	cg16850444
	0.95
	0.44
	0.51

	FERMT2
	9.13
	7.42
	1.71
	cg14077965
	0.94
	0.55
	0.39

	FERMT2
	9.13
	7.42
	1.71
	cg25039393
	0.70
	0.20
	0.50

	DCXR
	10.50
	8.61
	1.90
	cg10636821
	0.37
	0.03
	0.35

	GAL
	11.04
	9.04
	2.00
	cg02340541
	0.90
	0.41
	0.49

	CCNA1
	8.96
	6.89
	2.08
	cg00282249
	0.83
	0.36
	0.46

	CCNA1
	8.96
	6.89
	2.08
	cg11513637
	0.68
	0.23
	0.45

	CCNA1
	8.96
	6.89
	2.08
	cg12417071
	0.78
	0.45
	0.33

	CCNA1
	8.96
	6.89
	2.08
	cg00370179
	0.92
	0.67
	0.26

	CCNA1
	8.96
	6.89
	2.08
	cg08676975
	0.69
	0.29
	0.40

	CCNA1
	8.96
	6.89
	2.08
	cg27142924
	0.36
	0.15
	0.21

	CCNA1
	8.96
	6.89
	2.08
	cg24334591
	0.82
	0.33
	0.49

	CCNA1
	8.96
	6.89
	2.08
	cg08215918
	0.73
	0.38
	0.34

	CCNA1
	8.96
	6.89
	2.08
	cg05089090
	0.81
	0.19
	0.62

	CTTN
	11.90
	8.83
	3.07
	cg13414679
	0.62
	0.21
	0.41

	SCFD1
	10.59
	9.09
	1.50
	cg11071193
	0.26
	0.78
	-0.51

	ACTG1
	13.50
	11.98
	1.52
	cg10607155
	0.03
	0.34
	-0.31

	ACTG1
	13.50
	11.98
	1.52
	cg05488523
	0.02
	0.33
	-0.31

	MYL6B
	10.06
	8.53
	1.53
	cg22958248
	0.30
	0.81
	-0.51

	MYL6B
	10.06
	8.53
	1.53
	cg15769920
	0.14
	0.39
	-0.25

	MYL6B
	10.06
	8.53
	1.53
	cg03407567
	0.23
	0.60
	-0.37

	KRT8
	8.46
	6.85
	1.61
	cg21340733
	0.04
	0.68
	-0.64

	KRT8
	8.46
	6.85
	1.61
	cg20324165
	0.14
	0.70
	-0.56

	CERK
	9.21
	7.59
	1.62
	cg16154810
	0.18
	0.65
	-0.46

	CERK
	9.21
	7.59
	1.62
	cg05698090
	0.19
	0.51
	-0.31

	CERK
	9.21
	7.59
	1.62
	cg17099656
	0.16
	0.48
	-0.32

	PLBD1
	8.70
	7.03
	1.67
	cg17768691
	0.41
	0.70
	-0.29

	PSMC1
	9.68
	7.78
	1.90
	cg01760846
	0.08
	0.35
	-0.26

	PARVB
	8.94
	6.93
	2.02
	cg16741308
	0.02
	0.58
	-0.56

	PARVB
	8.94
	6.93
	2.02
	cg00367327
	0.06
	0.31
	-0.25

	PARVB
	8.94
	6.93
	2.02
	cg06030166
	0.02
	0.40
	-0.37

	FTH1
	12.57
	10.49
	2.08
	cg24898753
	0.08
	0.60
	-0.52

	PPFIA1
	10.03
	7.73
	2.30
	cg09657262
	0.02
	0.26
	-0.24

	GTF3C6
	11.09
	8.69
	2.40
	cg26219797
	0.03
	0.36
	-0.33

	RPL39L
	9.70
	6.84
	2.86
	cg13432744
	0.04
	0.26
	-0.22

	RPL39L
	9.70
	6.84
	2.86
	cg05882938
	0.03
	0.54
	-0.52

	RPL39L
	9.70
	6.84
	2.86
	cg24524308
	0.03
	0.38
	-0.36

	RPL39L
	9.70
	6.84
	2.86
	cg14370628
	0.03
	0.38
	-0.36

	RPL39L
	9.70
	6.84
	2.86
	cg06190677
	0.02
	0.28
	-0.26

	RPL39L
	9.70
	6.84
	2.86
	cg07441272
	0.03
	0.45
	-0.42

	H19
	11.26
	7.95
	3.31
	cg24409677
	0.05
	0.66
	-0.61

	H19
	11.26
	7.95
	3.31
	cg04817190
	0.45
	0.69
	-0.24

	KRT19
	12.45
	6.89
	5.56
	cg02416424
	0.09
	0.90
	-0.81

	LCN2
	8.56
	13.54
	-4.98
	cg13518265
	0.86
	0.51
	0.35

	SAA1
	7.24
	11.41
	-4.18
	cg24015472
	0.92
	0.18
	0.74

	RASIP1
	7.32
	11.18
	-3.86
	cg10347828
	0.93
	0.62
	0.31

	RARRES3
	7.64
	11.07
	-3.43
	cg18112681
	0.94
	0.19
	0.75

	RARRES3
	7.64
	11.07
	-3.43
	cg05817709
	0.75
	0.38
	0.37

	ID3
	8.32
	11.66
	-3.35
	cg27518976
	0.93
	0.23
	0.70

	ALDH7A1
	7.19
	10.35
	-3.16
	cg26327732
	0.89
	0.06
	0.83

	ALDH7A1
	7.19
	10.35
	-3.16
	cg16738971
	0.96
	0.19
	0.77

	ALDH7A1
	7.19
	10.35
	-3.16
	cg17653368
	0.91
	0.11
	0.81

	ALDH7A1
	7.19
	10.35
	-3.16
	cg08702413
	0.99
	0.03
	0.95

	DHRS9
	7.11
	10.25
	-3.14
	cg06836480
	0.90
	0.29
	0.61

	DHRS9
	7.11
	10.25
	-3.14
	cg00768195
	0.71
	0.49
	0.22

	PTGS2
	7.64
	10.76
	-3.12
	cg25147026
	0.56
	0.07
	0.49

	PTGS2
	7.64
	10.76
	-3.12
	cg16101346
	0.47
	0.14
	0.33

	AIM2
	7.11
	10.23
	-3.11
	cg17217296
	0.91
	0.05
	0.86

	AIM2
	7.11
	10.23
	-3.11
	cg07195224
	0.45
	0.07
	0.38

	TGFBI
	9.35
	12.40
	-3.05
	cg09584591
	0.65
	0.38
	0.27

	TGFBI
	9.35
	12.40
	-3.05
	cg10187927
	0.44
	0.18
	0.26

	CCND2
	7.29
	10.22
	-2.93
	cg08553284
	0.53
	0.26
	0.27

	CCND2
	7.29
	10.22
	-2.93
	cg05153364
	0.41
	0.03
	0.38

	CCND2
	7.29
	10.22
	-2.93
	cg13575161
	0.83
	0.35
	0.48

	CCND2
	7.29
	10.22
	-2.93
	cg18566594
	0.50
	0.20
	0.30

	CCND2
	7.29
	10.22
	-2.93
	cg17296482
	0.53
	0.13
	0.40

	CCND2
	7.29
	10.22
	-2.93
	cg23235334
	0.30
	0.02
	0.28

	CCND2
	7.29
	10.22
	-2.93
	cg03801902
	0.98
	0.11
	0.87

	CCND2
	7.29
	10.22
	-2.93
	cg05667158
	0.97
	0.07
	0.90

	CCND2
	7.29
	10.22
	-2.93
	cg24626079
	0.52
	0.02
	0.51

	TSC22D3
	7.17
	10.09
	-2.92
	cg01828434
	0.90
	0.10
	0.80

	DKK3
	7.66
	10.56
	-2.90
	cg05106294
	0.95
	0.53
	0.42

	DKK3
	7.66
	10.56
	-2.90
	cg13259205
	0.30
	0.08
	0.22

	DKK3
	7.66
	10.56
	-2.90
	cg12668155
	0.71
	0.23
	0.48

	DKK3
	7.66
	10.56
	-2.90
	cg08662017
	0.97
	0.43
	0.53

	DKK3
	7.66
	10.56
	-2.90
	cg01286655
	0.95
	0.57
	0.38

	DKK3
	7.66
	10.56
	-2.90
	cg25787984
	0.84
	0.46
	0.39

	DKK3
	7.66
	10.56
	-2.90
	cg18768414
	0.95
	0.07
	0.87

	DKK3
	7.66
	10.56
	-2.90
	cg21620540
	0.94
	0.64
	0.30

	STMN3
	7.35
	10.10
	-2.75
	cg14862171
	0.88
	0.59
	0.30

	CRABP2
	8.13
	10.86
	-2.73
	cg24251193
	0.86
	0.62
	0.24

	CRABP2
	8.13
	10.86
	-2.73
	cg02068169
	0.45
	0.11
	0.33

	CRABP2
	8.13
	10.86
	-2.73
	cg10390174
	0.41
	0.07
	0.34

	SGK1
	9.10
	11.70
	-2.60
	cg19811331
	0.45
	0.24
	0.21

	SGK1
	9.10
	11.70
	-2.60
	cg25150212
	0.71
	0.48
	0.23

	SGK1
	9.10
	11.70
	-2.60
	cg09315391
	0.30
	0.02
	0.28

	SGK1
	9.10
	11.70
	-2.60
	cg14905466
	0.63
	0.10
	0.54

	SGK1
	9.10
	11.70
	-2.60
	cg20822858
	0.33
	0.05
	0.28

	SGK1
	9.10
	11.70
	-2.60
	cg09404376
	0.53
	0.06
	0.47

	SGK1
	9.10
	11.70
	-2.60
	cg03762694
	0.51
	0.05
	0.46

	OAS2
	7.06
	9.62
	-2.56
	cg12560128
	0.54
	0.04
	0.50

	OAS2
	7.06
	9.62
	-2.56
	cg19371652
	0.90
	0.46
	0.45

	SERPINB1
	10.03
	12.50
	-2.47
	cg15152149
	0.40
	0.02
	0.37

	SCGB1A1
	6.96
	9.42
	-2.46
	cg11504739
	0.88
	0.21
	0.67

	SCGB1A1
	6.96
	9.42
	-2.46
	cg23569968
	0.83
	0.21
	0.62

	RSAD2
	7.08
	9.50
	-2.42
	cg15346781
	0.65
	0.16
	0.49

	RSAD2
	7.08
	9.50
	-2.42
	cg23213327
	0.88
	0.23
	0.64

	GBP4
	7.12
	9.53
	-2.41
	cg27285720
	0.62
	0.11
	0.51

	TXNIP
	8.97
	11.37
	-2.41
	cg22525212
	0.37
	0.02
	0.35

	MMP28
	7.26
	9.60
	-2.34
	cg01622018
	0.91
	0.39
	0.52

	PYCARD
	8.20
	10.53
	-2.33
	cg01059100
	0.93
	0.50
	0.43

	PYCARD
	8.20
	10.53
	-2.33
	cg08730348
	0.93
	0.11
	0.83

	PYCARD
	8.20
	10.53
	-2.33
	cg05214748
	0.89
	0.14
	0.74

	GJB6
	6.99
	9.30
	-2.31
	cg00012692
	0.97
	0.05
	0.92

	GJB6
	6.99
	9.30
	-2.31
	cg21776794
	0.86
	0.42
	0.45

	GJB6
	6.99
	9.30
	-2.31
	cg01446515
	0.92
	0.03
	0.89

	GJB6
	6.99
	9.30
	-2.31
	cg07489869
	0.93
	0.50
	0.43

	GJB6
	6.99
	9.30
	-2.31
	cg10395448
	0.87
	0.02
	0.84

	CDKN1A
	8.46
	10.71
	-2.25
	cg11920449
	0.39
	0.15
	0.24

	SH3KBP1
	9.02
	11.26
	-2.24
	cg05445588
	0.91
	0.46
	0.45

	SH3KBP1
	9.02
	11.26
	-2.24
	cg04812084
	0.94
	0.74
	0.20

	IL36G
	6.95
	9.17
	-2.22
	cg25202141
	0.93
	0.28
	0.65

	HBEGF
	7.80
	10.01
	-2.21
	cg00521255
	0.51
	0.29
	0.22

	PXDN
	7.91
	10.02
	-2.11
	cg14037665
	0.36
	0.12
	0.24

	PXDN
	7.91
	10.02
	-2.11
	cg01805732
	0.74
	0.32
	0.42

	NNMT
	6.97
	9.04
	-2.07
	cg17004104
	0.35
	0.03
	0.32

	ZC3H12A
	7.02
	9.07
	-2.05
	cg03140118
	0.82
	0.05
	0.77

	VIM
	7.71
	9.73
	-2.02
	cg19111999
	0.66
	0.21
	0.45

	SCRN1
	8.10
	10.02
	-1.92
	cg08551725
	0.73
	0.06
	0.66

	SCRN1
	8.10
	10.02
	-1.92
	cg03054529
	0.94
	0.60
	0.34

	SCRN1
	8.10
	10.02
	-1.92
	cg11855325
	0.35
	0.04
	0.32

	SCRN1
	8.10
	10.02
	-1.92
	cg10113101
	0.62
	0.10
	0.52

	SCRN1
	8.10
	10.02
	-1.92
	cg21779301
	0.68
	0.31
	0.38

	SCRN1
	8.10
	10.02
	-1.92
	cg13366537
	0.54
	0.24
	0.30

	SCRN1
	8.10
	10.02
	-1.92
	cg15424250
	0.22
	0.02
	0.21

	TACC1
	8.01
	9.91
	-1.90
	cg00190034
	0.94
	0.07
	0.87

	TACC1
	8.01
	9.91
	-1.90
	cg14773619
	0.93
	0.58
	0.35

	UGCG
	7.69
	9.57
	-1.88
	cg01472113
	0.90
	0.43
	0.46

	MPZL2
	8.04
	9.91
	-1.87
	cg10158821
	0.28
	0.04
	0.24

	MPZL2
	8.04
	9.91
	-1.87
	cg25076325
	0.68
	0.02
	0.65

	IFIT2
	8.81
	10.65
	-1.84
	cg27478224
	0.48
	0.08
	0.40

	IFIT2
	8.81
	10.65
	-1.84
	cg06092948
	0.63
	0.09
	0.54

	LAMB3
	8.58
	10.41
	-1.83
	cg03967293
	0.49
	0.08
	0.41

	PROM2
	8.74
	10.52
	-1.78
	cg15821214
	0.39
	0.06
	0.33

	ATF3
	8.49
	10.27
	-1.77
	cg18317154
	0.91
	0.62
	0.29

	EHF
	7.11
	8.88
	-1.77
	cg05503887
	0.89
	0.36
	0.53

	SMAD4
	6.87
	8.60
	-1.74
	cg27092705
	0.52
	0.02
	0.50

	BTG3
	8.20
	9.93
	-1.73
	cg05762769
	0.87
	0.33
	0.54

	BTG3
	8.20
	9.93
	-1.73
	cg27075724
	0.40
	0.06
	0.34

	BTG3
	8.20
	9.93
	-1.73
	cg02652260
	0.56
	0.05
	0.52

	RAB27B
	7.41
	9.11
	-1.70
	cg12377874
	0.91
	0.12
	0.79

	EPAS1
	8.13
	9.82
	-1.69
	cg21276379
	0.85
	0.36
	0.48

	CA9
	7.00
	8.68
	-1.68
	cg19257550
	0.43
	0.17
	0.26

	IRF1
	8.65
	10.32
	-1.68
	cg00255919
	0.66
	0.28
	0.37

	OAS1
	7.13
	8.74
	-1.62
	cg25668626
	0.90
	0.57
	0.33

	KRT6B
	6.80
	8.40
	-1.59
	cg12795208
	0.92
	0.65
	0.27

	KRT6B
	6.80
	8.40
	-1.59
	cg02068361
	0.84
	0.59
	0.25

	IL19
	6.83
	8.41
	-1.58
	cg12380764
	0.85
	0.10
	0.75

	IL19
	6.83
	8.41
	-1.58
	cg11582579
	0.91
	0.08
	0.83

	SRPX2
	7.16
	8.74
	-1.58
	cg13148563
	0.77
	0.44
	0.34

	DUSP22
	8.37
	9.94
	-1.58
	cg07332563
	0.41
	0.05
	0.37

	DSG3
	7.61
	9.17
	-1.56
	cg03238162
	0.40
	0.10
	0.30

	CEACAM6
	6.98
	8.54
	-1.56
	cg21126943
	0.57
	0.09
	0.48

	CEACAM6
	6.98
	8.54
	-1.56
	cg02400565
	0.93
	0.68
	0.26

	IGFBP3
	9.03
	13.04
	-4.01
	cg10094651
	0.20
	0.41
	-0.21

	IGFBP3
	9.03
	13.04
	-4.01
	cg04690927
	0.73
	0.98
	-0.25

	IGFBP3
	9.03
	13.04
	-4.01
	cg16447589
	0.18
	0.60
	-0.42

	IGFBP3
	9.03
	13.04
	-4.01
	cg16460681
	0.06
	0.39
	-0.33

	SERPINB4
	7.04
	10.13
	-3.09
	cg25485091
	0.52
	0.76
	-0.25

	IGF2BP3
	7.33
	10.39
	-3.06
	cg16466899
	0.12
	0.42
	-0.30

	IGF2BP3
	7.33
	10.39
	-3.06
	cg00508334
	0.03
	0.24
	-0.21

	IGF2BP3
	7.33
	10.39
	-3.06
	cg08939418
	0.08
	0.29
	-0.21

	IGF2BP3
	7.33
	10.39
	-3.06
	cg12601843
	0.14
	0.43
	-0.29

	IGF2BP3
	7.33
	10.39
	-3.06
	cg17431401
	0.07
	0.30
	-0.23

	LIPG
	6.88
	9.05
	-2.17
	cg20486897
	0.05
	0.83
	-0.78

	LIPG
	6.88
	9.05
	-2.17
	cg07277041
	0.12
	0.52
	-0.40

	LIPG
	6.88
	9.05
	-2.17
	cg17012181
	0.08
	0.59
	-0.50

	SPATS2L
	8.83
	10.88
	-2.05
	cg05691004
	0.64
	0.86
	-0.21

	SIRPA
	7.19
	9.01
	-1.83
	cg15210234
	0.67
	0.98
	-0.30

	SIRPA
	7.19
	9.01
	-1.83
	cg26119894
	0.39
	0.83
	-0.44

	SIRPA
	7.19
	9.01
	-1.83
	cg10115894
	0.72
	0.98
	-0.26

	CD97
	8.03
	9.56
	-1.53
	cg00519069
	0.10
	0.63
	-0.53



