Supplemental File 1, Title: Differentially methylated and expressed genes SCC-61and rSCC-61 cells, Legend: Excel file containing the data for differentially methylated and expressed genes in rSCC-61 relative to SCC-61 cells
Supplemental File 2, Title: Ingenuity Pathway Analysis applied to SCC-61 and rSCC-61 cells, Legend: Excel file containing the IPA canonical pathways for the 84 genes that are both differentially methylated and expressed in rSCC-61 relative to SCC-61 cells.
Supplemental File 3, Title: Supplemental figures, Legend: Fig. S1 CDKN1A Western blot data of SCC-61 and rSCC-61 cells treated with 5-Aza and AraC; Fig. S2 Complete network obtained from the IPA Regulator Effects analysis.
Supplemental File 4, Title: TCGA samples, Legend: Excel file containing the information on the TCGA samples selected for analysis.
Supplemental File 5, Title: Differentially methylated and expressed genes using TCGA HNSCC data, Legend: Excel file containing the data for differentially methylated and expressed genes in radiation-resistant relative to radiation-responsive HNSCC tumors.
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