Supplemental Table 3. Correlation analysis of human hepatic expression of IDE, proliferative and p53-related markers with fasting insulin and histological variables.
	
	Fasting insulin
	NAFLD activity score
	Liver fibrosis

	IDE
	r=-0.034 (p=0.88)
	r=0.391 (p=0.07)
	r=-0.370 (p=0.09)

	MKI67
	r=-0.194 (p=0.39)
	r=0.578 (p=0.005)
	r=0.246 (p=0.27)

	MCM2
	r=0.179 (p=0.42)
	r=0.738 (p<0.001)
	r=-0.006 (p=0.98)

	PCNA
	r=-0.099 (p=0.66)
	r=0.094 (p=0.68)
	r=-0.363 (p=0.10)

	FAS
	r=0.038 (p=0.87)
	r=0.502 (p=0.017)
	r=-0.509 (p=0.016)

	CCNG2
	r=-0.072 (p=0.75)
	r=0.421 (p=0.051)
	r=-0.497 (p=0.019)

	TP53I3
	r=0.269 (p=0.22)
	r=0.499 (p=0.018)
	r=-0.227 (p=0.31)

	SESN1
	r=0.082 (p=0.72)
	r=0.380 (p=0.08)
	r=-0.487 (p=0.022)

	TP53
	r=-0.080 (p=0.72)
	r=0.191 (p=0.40)
	r=-0.475 (p=0.026)

	CDKN1A/P21
	r=0.287 (p=0.19)
	r=0.320 (p=0.15)
	r=-0.240 (p=0.28)

	CDKN1B/P27
	r=-0.221 (p=0.32)
	r=0.107 (p=0.63)
	r=-0.497 (p=0.019)
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