	Pathway affected
	p-value
	Percentage
	KEGG IDs
	Metabolites

	Citrate cycle (TCA cycle)
	2.54E-05
	12.1
	C00158 C00026 C00074 C00042
	Citric acid, oxoglutaric acid, phosphoenol pyruvate, succinate

	Two-component system
	1.18E-04
	12.1
	C00009 C00158 C00042 C00092
	Phosphoric acid, citric acid, succinic acid,

	Glutathione metabolism
	3.45E-04
	12.1
	C01672 C01879 C00037 C00134
	Cadaverine, pyroglutamic acid, glycine, putrescine

	Oxidative phosphorylation
	3.61E-04
	9.1
	C00009 C00042 C00013
	Phosphoric acid, succinic acid, pyrophosphate

	Phosphotransferase system (PTS)
	7.25E-04
	12.1
	C01083 C01452 C00074 C00092
	Trehalose, sorbose, phosphoenol pyruvate, glucose

	ABC transporters
	0.001185
	15.2
	C00037 C00134 C00093 C01083 C00009
	Glycine, putrescine, glycerol 3 phosphate, alpha-trehalose, orphophosphate

	Glyoxylate and dicarboxylate metabolism
	0.007171
	9.1
	C00026 C00158 C00042
	2-oxoglutaric acid, citric acid, succinic acid

	Lysine degradation
	0.008618
	9.1
	C01672 C02727 C00037
	Cadaverine, acetyl-L-lysine, glycine

	Pyrimidine metabolism
	0.016039
	9.1
	C00106 C00105 C00214
	Uracil, uridylic acid, thymidine

	Alanine, aspartate and glutamate metabolism
	0.01978
	6.1
	C00026 C00042
	2-oxoglutaric acid, succinate

	Streptomycin biosynthesis
	0.01978
	6.1
	C00137 C00092
	Myo-inositol, glucose-6-phosphate

	Glycolysis / Gluconeogenesis
	0.023
	6.1
	C00074 C00197
	Phosphoenolpuruvate, 3-phsophoglyceric acid

	Pantothenate and CoA biosynthesis
	0.02473
	6.1
	C00106 C00864
	Uracil, pantothenate

	Peptidoglycan biosynthesis
	0.02473
	6.1
	C00009 C00105
	Orthophosphate, uridine monophosphate, D-alanine

	beta-Alanine metabolism
	0.032027
	6.1
	C00106 C00864
	Uracil, pantothenate

	Propanoate metabolism
	0.042181
	6.1
	C00042 C02225
	Succinate, 2-methylcitric acid

	Inositol phosphate metabolism
	0.04878
	6.1
	C00092 C00137
	D-glucose-6-phosphate, myo-inositol

	Arginine and proline metabolism
	0.024679
	10.7
	C00134 C00064 C00334
	Putrescine, L-glutamine, 4-aminobutanoic acid

	Galactose metabolism
	0.039
	7.1
	C00137 C00243
	Myo-inositol, lactose
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