Table S1: Distribution of var genes within the three var groups upsA, upsB and upsC obtained by the TAR experiment compared with P. falciparum strains IT4/25/4, 3d7 and HB3 [19,30]. * For the 3d7 strain, the number of upsB var genes include B/A  and B/C var groups [19]. 

	
	TAR clones
	IT4/25/4
	3d7
	HB3

	no of upsA genes
	46
	10
	10
	8

	no of upsB genes
	91
	22
	35 *
	27

	no of upsC genes
	68
	5
	13
	10

	
	
	
	
	

	Proportions:
	
	
	
	

	upsA genes
	1
	1
	1
	1

	upsB genes
	2.0
	2.2
	3.5
	3.4

	upsC genes
	1.5
	0.5
	1.3
	1.3



The distribution of clones is not significantly different from the distributions of var gene classes in sequenced genomes (Chi-squared (6 degrees of freedom) = 0.078, Probability is nearly 1.0).
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