Supplementary table 1

In,('ijx Sy it;’::"c Mutation name Position Type Match [;r :5;, Sequence f:(;c.;_l,l: DTM Calc DG DDG Stringency
L15/S16fsdelC Wt Mt2 15 AACTCTCTGACTTTG 324 2
1 cA7 48delCT | clesxisxt oMl 17 GAAACTCTGACTTTGGA 2 28 -14 27 035XsSsC
2 c60+6G>T  IVS1+5GST  Proximal ¢ M2 19 GACAGgtgagecacggeag 551 18 B 53 axssc
Mt 18 GGACAGgtgatccacggce 53.3 -22
3 OMEMTdel raoiFaadel Central ¢ M2 15 CTGATCTTCTCACTC 39.0 7. 16 2.0 0.35XSSC
TTC Mt 13 ACTGATCTCACTC 319 -14
4 cM7C>G F39L Proximal m 19 ACTGATCTTCTCACTCAAA 396 43 17 43 1xssc
Mt 19 ACTGATCTTGTCACTCAAA 393 -16
5  c136G>A G46s Distal wt m 19 GAAGAAGTTGGTGCATTGG a8y 7 02 0.35XSSC
Mt 19 AAGAAGTTAGTGCATTGGC 414 17
6 c1s00sT Jony oroma M Tm 25 AAGAAGTTGGTGCATTGGCCAAAGT 494 2o oasxssc
Mt 24 AGAAGTTGGTGTATTGGCCAAAGT  48.7 21
7 c.143T>C L48S Distal wt Mt-2 17 TGGTGCATTGGCCAAAG 438 25 19 18 0.35XSSC
Mt 18 TTGGTGCATCGGCCAAAG 46.3 21
g [CABTASCOT o o W M2 19 TAAACCTGACCCACATTGA 413 i 21 1o 1M Urea
90C>A] Mt 17 AAACCTGCCCAACATTG 39.9 -19
o croaTsC 5T roma Wt M2 19 TGACCCACATTGAATCTAG 406 s 9 o axssc
Mt 16 ACCCACACTGAATCTA 39.1 -18
10 c204A>T R68S Proximal m 15 AATCTAGACCTTCTC 39 43 16 49 1xssc
Mt 14 AATCTAGTCCTTCT 34.6 -14
11 c311C>A A104D Proximal ¢ M2 15 ATTGGTGCCACTGTC 46.1 28 1T 05 o03sXSSC
Mt 15 TTGGTGACACTGTCC 433 -16
12 ©329C>T s110L Proximal m 15 GAGCTTTCACGAGAT 1 b2 1T 02 axssc
Mt 17 CAGAGCTTTTACGAGAT 373 17
13 c371C>T T1241 Distal wt m 17 CCAAGAACCATTCAA 14 o2 15 43 ossxssc
Mt 17 CCAAGAATCATTCAAGA 316 -14
14 c4T3G>A R158Q Proximal m 19 CTGCAAGACGGAAGCAGTT 488 4, 19 04  0.1XSSC
Mt 21 CGTGCAAGACAGAAGCAGTTT 456 -20
15 ¢.529G>C V177L Proximal Mt-2 15 CCCTCGAGTGGAATA 407 36 7 38  3MUrea
Mt 18 CATCCCTCGACTGGAATA 443 21
.663_664del 221/222 del AG/ , Wt Tm 15 CCATGAAGATAACAT 263 -13
16 AG E221fs Distal Mt 15 TCCATGAATAACATT 58 00 4z 0T 4XSSC
17 c.688G>A V230l Central Mt Mt-2 17 TGGAAGACGTTTCTCAG 38.6 45 16 31 0.01XSSC
Mt 20 CTGGAAGACATTTCTCAGTT 43.1 -19
18  ©.727C>T-GG R243X Proximal m 13 CGCCTCCGACCTE 88 o8 2 0.4 0.35XSSC
Mt 13 TCCGCCTCTGACC 49.4 -20
19 c.727C>T-AA R243X Proximal m 13 CGCCTCCGACCTE 88 8 2 0.4  0.01XSSC
Mt 13 TCCGCCTCTGACC 49.4 -20
20 c.730C>T-AG P244S Distal we M2 15 CCTCCGACCTETaGC 815 s 2 6.0 0.35XSSC
Mt 13 CCTCCGATCTGTa 40.3 -15
21 ¢.730C>T-GA P244S Proximal m 2 CCGCCTCCGACCTGTGGCTEG 64.8 -1 32 01  3MUrea
Mt 22 CCGCCTCCGATCTGTgGCTGGC 65.8 -32
22 cT734T>A V245E Distal wt m 19 TCCGACCTGTEGCTGGCCT 626 44 27 16 1MUrea
Mt 19 CCGACCTGCgGCTGGCCTG 62.2 28
23 ¢781C>T R261X Central W0 M2 15 GGCCTTCCGAGTCTT 825 4, 2 2.6 0.01XSSC
Mt 14 GGCCTTCTGAGTCT 48.8 -18
24 c.782G>A R261Q Distal wt m 15 GCCTTCCEGAGTCTTC 513 g4 20 09 1MUrea
Mt 16 GGCCTTCCAAGTCTTC 512 -19
s oB14GT - contral W ME2 23 ACATCAGACATGGATCCAAGCCC 53 00 2 MUres
Mt 26 GTACATCAGACATTGATCCAAGCCCA  53.9 28
26 c.842C5T P281L Central W& TM 13 CCGAACCatgagt B3 s 15 02 1MUrea
Mt 15 CCGAACTgtgagtac 36.5 -15
27 c842+4A>G  IS7ntda>g  Central M 15 AACCgtgagtactgt 378 o6 T4 06 1MuUrea
Mt 14 AACCgtgggtactg 38.4 -15
8 cBI4GA 5282N Distal Wt M2 21 gtctttcagTGACATCTGCCA 545, 2o ixsse
Mt 21 gtctttcag TAACATCTGCCA 50.4 21
29 ¢.898G>T A300S Central Mt m 13 AGCTTTGCCCAGT 465 1.1 18 00 0.35XSSC
Mt 14 CAGCTTTTCCCAGT 454 -18
30 c916A>G 1306V Central V0 Mi2 17 1acagGAAATTGGCCTT B4 g 17 13 035XSSC
Mt 17 tacagGAAGTTGGCCTT 44.1 -18
31 6.997C>T L333F Proximal m 15 GTTTGGGCTCTECAA 485 4, 17T 43 axssc
Mt 15 AGTTTGGGTTCTGCA 446 -16
32 ¢.1006C>T Q336X Distal wt m 17 TCTGCAAACAAGGAGAC 35.0 0 16 02 axssc
Mt 18 TCTGCAAATAAGGAGACT 35.0 -16
33 .1042C>G L348V Distal wt m 13 CGGCTCCTGTCAT 85 4, T 04 1MUrea
Mt 15 TGGGCTCGTGTCATC 48.3 17
c.1066- Wt Mt+2 15 ttcacttggggcecta 471 -20
34 TG IVS10-11G>A  Central It cacttagagoctaca aro O 9 06 035XSSC
35 c.1068C>G Y356X Proximal ¢ Mi2 it 9gectacagTACTGCTTATCAGA %4 54 26 15  1MUrea
Mt 25 ggcctacagTAGTGCTTATCAGAGA 56.5 27
36 c.1139C>T T380M Central W0 Mw2 17 CACTGTCATGGAGTTC 421 4 15 41 01XSSC
Mt 17 CACTGTCACGGAGTTCC 48.8 -19
37 c157ASG Y386C Distal wt m 15 CCCCTCTATTACGTG BT 47 18 23 o1xssc
Mt 14 CCCTCTGTTACGTG 43 -16
Wt M2 21 TACGTGGCAGAGAGTTTTAAT 425 13 -19
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