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Index 
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Length Sequence Calcula
ted Tm DTM Calc DG DDG Stringency

Wt Mt-2 15 AACTCTCTGACTTTG 32.4 -12
Mt 17 GAAACTCTGACTTTGGA 35.2 -14
Wt Mt+2 19 GACAGgtgagccacggcag 55.1 -25
Mt 18 GGACAGgtgatccacggc 53.3 -22
Wt Mt+2 15 CTGATCTTCTCACTC 39.0 -16
Mt 13 ACTGATCTCACTC 31.9 -14
Wt Tm 19 ACTGATCTTCTCACTCAAA 39.6 -17
Mt 19 ACTGATCTTGTCACTCAAA 39.3 -16
Wt Tm 19 GAAGAAGTTGGTGCATTGG 41.8 -17
Mt 19 AAGAAGTTAGTGCATTGGC 41.4 -17
Wt Tm 25 AAGAAGTTGGTGCATTGGCCAAAGT 49.4 -24
Mt 24 AGAAGTTGGTGTATTGGCCAAAGT 48.7 -21
Wt Mt-2 17 TGGTGCATTGGCCAAAG 43.8 -19
Mt 18 TTGGTGCATCGGCCAAAG 46.3 -21
Wt Mt+2 19 TAAACCTGACCCACATTGA 41.3 -21
Mt 17 AAACCTGCCCAACATTG 39.9 -19
Wt Mt+2 19 TGACCCACATTGAATCTAG 40.6 -19
Mt 16 ACCCACACTGAATCTA 39.1 -18
Wt Tm 15 AATCTAGACCTTCTC 34.9 -16
Mt 14 AATCTAGTCCTTCT 34.6 -14
Wt Mt+2 15 ATTGGTGCCACTGTC 46.1 -17
Mt 15 TTGGTGACACTGTCC 43.3 -16
Wt Tm 15 GAGCTTTCACGAGAT 37.1 -17
Mt 17 CAGAGCTTTTACGAGAT 37.3 -17
Wt Tm 17 CCAAGAACCATTCAA 31.4 -15
Mt 17 CCAAGAATCATTCAAGA 31.6 -14
Wt Tm 19 GTGCAAGACGGAAGCAGTT 45.8 -19
Mt 21 CGTGCAAGACAGAAGCAGTTT 45.6 -20
Wt Mt-2 15 CCCTCGAGTGGAATA 40.7 -17
Mt 18 CATCCCTCGACTGGAATA 44.3 -21
Wt Tm 15 CCATGAAGATAACAT 26.3 -13
Mt 15 TCCATGAATAACATT 25.8 -12
Wt Mt-2 17 TGGAAGACGTTTCTCAg 38.6 -16
Mt 20 CTGGAAGACATTTCTCAgTT 43.1 -19
Wt Tm 13 CGCCTCCGACCTG 48.6 -21
Mt 13 TCCGCCTCTGACC 49.4 -20
Wt Tm 13 CGCCTCCGACCTG 48.6 -21
Mt 13 TCCGCCTCTGACC 49.4 -20
Wt Mt+2 15 CCTCCGACCTGTaGC 51.5 -21
Mt 13 CCTCCGATCTGTa 40.3 -15
Wt Tm 21 CCGCCTCCGACCTGTgGCTGG 64.8 -32
Mt 22 CCGCCTCCGATCTGTgGCTGGC 65.8 -32
Wt Tm 19 TCCGACCTGTgGCTGGCCT 62.6 -27
Mt 19 CCGACCTGCgGCTGGCCTG 62.2 -28
Wt Mt+2 15 GGCCTTCCGAGTCTT 52.5 -21
Mt 14 GGCCTTCTGAGTCT 48.8 -18
Wt Tm 15 GCCTTCCGAGTCTTC 51.3 -20
Mt 16 GGCCTTCCAAGTCTTC 51.2 -19
Wt Mt-2 23 ACATCAGACATGGATCCAAGCCC 53 -28
Mt 26 GTACATCAGACATTGATCCAAGCCCA 53.9 -28
Wt Tm 13 CCGAACCgtgagt 38.3 -15
Mt 15 CCGAACTgtgagtac 36.5 -15
Wt Tm 15 AACCgtgagtactgt 37.8 -14
Mt 14 AACCgtgggtactg 38.4 -15
Wt Mt+2 21 gtctttcagTGACATCTGCCA 54.5 -22
Mt 21 gtctttcagTAACATCTGCCA 50.4 -21
Wt Tm 13 AGCTTTGCCCAGT 46.5 -18
Mt 14 CAGCTTTTCCCAGT 45.4 -18
Wt Mt-2 17 tacagGAAATTGGCCTT 38.4 -17
Mt 17 tacagGAAGTTGGCCTT 44.1 -18
Wt Tm 15 GTTTGGGCTCTGCAA 45.5 -17
Mt 15 AGTTTGGGTTCTGCA 44.6 -16
Wt Tm 17 TCTGCAAACAAGGAGAC 35.0 -16
Mt 18 TCTGCAAATAAGGAGACT 35.0 -16
Wt Tm 13 GGGCTCCTGTCAT 48.5 -17
Mt 15 TGGGCTCGTGTCATC 48.3 -17
Wt Mt+2 15 ttcacttggggccta 47.1 -20
Mt 16 tcacttagggcctaca 47.0 -19
Wt Mt-2 23 ggcctacagTACTGCTTATCAGA 54.4 -26
Mt 25 ggcctacagTAGTGCTTATCAGAGA 56.5 -27
Wt Mt+2 17 CACTGTCATGGAGTTC 42.1 -15
Mt 17 CACTGTCACGGAGTTCC 48.8 -19
Wt Tm 15 CCCCTcTATTACGTG 43.7 -18
Mt 14 CCCTcTGTTACGTG 43 -16
Wt Mt+2 21 TACGTGGCAGAGAGTTTTAAT 42.5 -1.3 -19
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Mt 17 GTGGCAGGGAGTTTTAA 43.8 -17
Wt Tm 17 GAACTTTGCTGCCACAA 41.7 -0.4 -18
Mt 18 gGAACTTTGTTGCCACAA 42.1 -17
Wt Mt-2 13 ATACCTCGGCCCT 47.8 1.9 -20
Mt 16 CAATACCTTGGCCCTT 45.9 -20
Wt Tm 13 TACCTCGGCCCTT 48.3 -0.1 -20
Mt 14 TACCTCAGCCCTTC 48.4 -20
Wt Tm 21 TCAGTTCGCTACGACCCATAC 50.9 -1.3 -23
Mt 19 AGTTCGCTGCGACCCATAC 52.2 -23
Wt Tm 15 TCGCTACGACCCATA 42.3 0 -20
Mt 17 TCGCTACAACCCATACA 42.3 -19
Wt Tm 19 CCATTAACAgtaagtaatt 31.9 0.4 -13
Mt 22 TCCATTAACAataagtaattta 31.5 -14
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