Table S4: Adhesion/Communication regulated genes

Up Mela1 Cell Cell commu- ad::s"ion ECM Up SLM8 Cell Cell commu- ad::s"ion ECM
MS/MA fold adhesion nication signaling signaling MS/MA fold adhesion nication signaling signaling
41.89 ccL1s 7.14 MGP
15.28 TGFBI TGFBI TGFBI 5.45 LOXL3
6.83 DNER 4.82 TGFBI TGFBI TGFBI
4.75 DLL3 4.69 IGFBP5 IGFBP5
4.58 NCAM1 NCAM1 NCAM1 3.85 ADAMTS1 ADAMTS1 ADAMTS1
4.31 CHRNAG 3.64 L1CAM L1CAM L1CAM
3.35 LAMA4 LAMA4 LAMA4 LAMA4 3.35 CUBN CUBN
3.30 TNFRSF19 3.35 LSAMP
2.97 LSAMP 3.22 LoxX
2.75 MET 2.56 CDH1 CDH1 CDH1
2.68 MAGH 2.53 SEMA3D
2.52 SMAD9 252 ——r
245 GRIP1 GRIP1 2.45 SCUBE2 SCUBE2
2.40 T™MTC1 240 aPce
238 IL6R 2.34 GLT25D2
2.37 ADAMTS3 ADAMTS3 28 COROIE
230 PCOLCE 2.21 EDIL3
2.25 PTPRZ1 PTPRZA
2.09 LAMBA1 LAMB1 LAMBA1
2.25 HMCNA1
2.02 PRELP PRELP
2.23 sSDC4
1.88 CHRNAG
2.19 ROBO2
1.86 TNC TNC
2.14 ITGA7
1.85 ITGA5
2.13 SCUBE2 SCUBE2
2.12 ADAMTS1 ADAMTS1 ADAMTS1 183 SLC1A1 TSPANS
707 SEWASA 1.80 cD82 cD82
702 oRET 1.80 PTPRO PTPRO PTPRO
1.85 LAMCH1 LAMC1 LAMCH1 1. FABP3
E CDoe CDo6 1.76 NRCAM NRCAM NRCAM
1.57 PRKACB 1.70 LOXL2
1.51 ITGA9 1.68 cp70
1.50 LAMB1 LAMB1 LAMB1 1.65 NCAM1 NCAM1 NCAM1
148 ADAMZ3 ADAMZ3 1.64 HSPG2 HSPG2 HSPG2 HSPG2
a7 COROTC 1.60 CDH19 CDH19 CDH19
139 POR 1.59 LUM LUM
No. genes >1.5 13 25 7 5 1.59 DLL3
1.5> no. >1.2 1 2 1 0 1.59 ECE1
Total 14 27 8 5 1.54 TNFRSF19
1.53 SCG2
Down Mela1 Cell Cell commu- CeII_ ECM 1.50 PTPRJ
MS/MA fold adhesion nication adhesion signalin
signaling gnafing 1.50 PTPRM PTPRM PTPRM
3.83 MCAM 1.44 LAMA1 LAMAA1 LAMA1
2.91 MME 1.42 MAGED2
2.59 GDF15 142 CDON
2.50 SEMA3A a1 ooT
235 CAP2 1.39 NEO1 NEO1
2.15 TTF2
1.35 SMAD3
1.99 FN1 FN1 FN1 FN1 N ey
1.84 ITGA3 :
172 SER3 1.30 ATRNLA1
1.62 NOTCH2 NOTCH2 1.26 TSPANS TSPANS
1.51 RARB 1.20 sDC4
1.47 IFNGR1 No. genes >1.5 17 31 15 6
1.42 ECE1 1.5> no. >1.2 7 6 1 1
1.41 NET1 Total 24 37 16 7
1.35 PIK3CD PIK3CD PIK3CD
1.29 BYSL Down SLM8 Cell Cell commu- CeII_ ECM
MS/MA fold dhesi icati adhesion ignali
1.25 CTNNB1 CTNNB1 (¢} a esion nication signaling signaling
No. genes >1.5 3 8 2 1 9.89 TF
1.5> no. >1.2 3 4 2 0 2.40 LOXL4
Total 6 12 4 1 1.36 GDF15
1.28 CHM CHM
1.24 CBLL1
No. genes >1.5 1 1 0 0
1.5> no. >1.2 2 2 0 0
Total 3 3 0 0




