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CCCAAGANGCTEGCGAGT TTATGATCACT T TCCATATGGTCACCATGLTGECTCCAACCATGG
ANGANGCTGGCBAGT TTATGATCACTITTCONTATOGTTACCATGETGGC T TCARCCATGS

1041 1050 1060 1070 1080 109 100 1110 120 13 140 150 16 um

T o TG TG T oA GG TC CCATGAACGTGT CE GGG TcC
CTTCARCTGTGCAGAGTCARCCART T 1 TGC TACCCTCCGTGATTGAGTATGGCARGCAGEL TGTGCTGTGCTCC 6CAGARAAGATAIGG TGARGAIC TCLATCGACGTGI TCGTGAGGAGGT TCCAG

171 1m0 1S 120 1210 1220 123 120 1250 1260 1270 1260 1280 1300

CCBGACECTACARACTTTGGAANGCTGGGANGGACAGCACGGTTATTGACCACACTCTGCCEN
CCGGAACGC TRCARACT | TGGARAGL 1GRGARGGACABCACGGT TATIGACCALRLTCTGLCCR

101 130 10 130 10 1050 160 130 190 139 400 i410 10 140

ECCAGNGGNGGACG GG ANGAGE AT CAGGGGNGGNBGGAGA 6T GARGGANGCL TGaCEANGCAT GO CBCGACANGAGACALAGAGTCTGTC TGGARNTACCLCABGAGETCAGTCAGAS
OATGTGARGAGARGCCT GOCCARGCATCGGATCGGOACARAGAGACACAGAGTCTGTCI GOARRTRCCCCAGGAGGTCAGTCAGAS

101 160 1450 M0 140 1480 a0 150 1510 1520 1530 1500 1560 1560

R TCTTCCCCARGAASAE TAAGT T ToGACAGTA T BGATGACASAG SCCCEGL AL L TCGCUCCARTGAAGLECACCCACAGCTCCaTGUGBCARGTGAGGACARTC T TCCCTTCCCAGAT
CORGCTCTTCCCCARGANGAGETARGTTCTGGACAGTATGAGATGACAGAGTCCCHGECACCETCRCCCCAGTOAGGECACCCACAGLTCCGTGEGGEANG TTGAGGACAGTCTTCCCTTCCCRGAT

i1 1570 1S 15 1600 1610 1620 1630 1640 165 1680 1670 1680 1630

TR CTaC LA oG CAAR T GAAGAGE TGARG AT CAAA TAGARGAGGAAGATGAGGAGGAT AL CEAAGEAGE COCACT GACE T TC TG GARTCLTGCRC TG TAGGAGOACGLE
TRCTCTGACCCCACTGARGTCRART TGARGAGC TGARGRATGCARAC TAGARGAGGARGATGAGGAGGATGASCCCCARGCAGCCGCALT GOACC T TCTGTGAATCLTGCGTC TGTAGUAGGACGLE

169 100 710 a0 a7 ;40 A% A7 170 180 170 1800 1m0 1820

OB CTCO0TTCA ARG TCATCTTCCABOE TOGGETCCAC TTCATC ToNGONT TCNGT TTCTTCAYTTCTOMAACEGCCOMGTETTETCTTGCCAGOGoAMGAGAAANCGRGNGTTET
TCGICTTCTCRG0 TICCRRRARGARAICATCT TCCRGCC TRGGETCCACT TCATCTCAGGAT TCAGTTICTTCAGATICTGARACCBCCGAGTC TG CTCTTGCCAGGCCARGAGARARCGGAGI TCT

1021 100 1eap 1650 1960 1870 1690 100 1900 1810 1920 1930 1840 1350

RS aCACAGE AT L AGBGGGAL BOCAGEL TG AL ABGAGAG LAY T CANGAGANG GG ACT oL CAAGLATCAGCGAGEAGGAGL GOCAGAGGT TGCAGATGASTACATGLTT
CRCCGTGCRCAGCTATGCEAGAGGUGACGOCARGGC TCCACAGGAGAGCCGAST GTGARGAAGARGCGCAGTGLT CCECGLRRCATCAGCGAGCAGGAGCTGGCRGAGGT TGEAGATGAGIACATOETT

1851 1960 170 10 190 2000 200 2020 2030 2u0 2050 2060 2070 2080

T TGaAG AR ARGAAGACCAGEGTCoCCECCAGU L T GAGCANGL TCCCAC LA CACCCALTCGT 5L ToCAGGAST CGGCAGCGATGALGASA 1L TGABCAGLTGACCCCLGAGOAE
TECCTCGAGGAGARTARGAAGACCARGGGTCGCCGCCAGCCCTTGAGCANGETCCCACGCCACCACCCACTCGTAC TCCAGGAGTGCLGCAGCOATGNCGAGNCTTCTGAGCAGCTGACCCCCTAGONGE

281 200 200 2o 2o 2 2 zs0 260 270 za0 210 2200 2210

PG TOAGAOACAGAGE T TGaGECANGECTCTGAGCC AR TaTGRCAGAACCGAECCCBAAC T TORGSC T GAAAAGOAATTCARTORGATCAT GO CCARCAGCCCCTEAC TG TGETRTGTOTAT
GG TGAGGAGACAGABGLT TGGGCCARGCLTCTGAGCCAC TGGGCAGARCCGACCLCLGARE T TCAGGL TGARAAGGARTICARTGAGATCATGGCCCARCRGECLCLTCACTGTGLTGIGTGIAT

211 2220 2wz zeS0  me0  2m  zew0 S0 200 230 20 2% 20

AT TTCONGAC L TACCATCRGaTGGANT T TOBAGCE TTCAGTCAGNGE ToT OG0T TCAANGECGOLTO0CCAGNETEGNGGACCANGE DN TGATCCCCAATATIT LT TTACCACONCTOGE
GRTCTICCRGACCTRCCRTCAGRGGAAT TGGAGCC T1CAGICAGAGETGGGGGATGL T TCAGAGCCGGLTGCCCAGA TCAGARGACLRAGCCACTGATCCCLGARATGTGC T TRCCRECACTGAE

21 230 260 230 200 280 240 2410 20 24 240 2450 260 247

TBCAGCACAGACATCARTC TG CCACCE L6 TACE TAGAGGAGGATGGCALCABCAToC TAGT T CCTGCANGANGT GLAGT T LGS CCACGEORGT 1GE 1A TGGCETCCC TCE TGUCARGGCTTCTG
TOCRGCACRGACATCART CTGTCCRECECOTACCTRGAGGAGGATGGCACCAGCRTCTAGTGICCTGCARGARGT GCAGTG CCGGOTCCREGCCRG TGETRTGGCGTCCCTCETOLCARGGCTICTG

241 2ae0 a0 2600 250 250 2 250 2560 20 2670 2560 2580 2600

ARG GG BTG TCTCGATG TCAGE CART L TSGR BGAAGAC TG TG TTATGCT T TACG TGGASGAGCC TG AGAGABC AR GACGACAGATGGGT TCATAT T TCATGTGCAGTGRCAAT
AGARTGATGTGCTCTCGATGTTCAGCCARTGCCCTEONGGANGACTGCTGCTTATGLTCGTTGCGTGGAGGOACCCTGEAGAGAGCCAAT GACGACAGAT GG TCRTGTTTCATGTGCAGTGGCART

2601 2510 260 260 2640 205 2660 2600 260 2690 z0 270 220 270

TG AAGT TG CARCAT G TGARAGARG T CCASTGoAT ST GAGCARAATCC TETGECECOLT TCARRETGAAGT a1 T 1T GTANGAAGCAAGAAARCOAATGCTEGCTGCTGTGTG
TR CAT T ChPE R GCTCAAGAN LRI CGhT T GRGEAMART LT GCECEC AR CRRG T 111 TG ARG GCCE GG COAATCETGCTeE BT TG

o731 za0  mE) e  z70 a0 29 2000 2010 2020 2030 2040 2060 2860

RGO CCCATGaC0BE oL OO AL TaC TTCCATO TGN TaTGCCENGGE TGLTOGOG TGN TGCANCOOGNCBCTOGCE LT TG TGTCTTORTCACGTGETToCGTONCANGATTCOCARTC
CRGTGCTCCCATOBCCR TRCCCCRLTGECTICCATGTGABCGTGCCEAGGC TGETGGGGT GATGATGLARCCCGACGALTGRCECTT TG TGTCTTCAI CRCGIGCTICCGTCACARGAI TCCCRATC

261 2070 280 269 2000 2010 220 200 2040 2060 2060 2070 20 2890

TRLCAGTGTGAGET0G CAGAL TCACCACCGAGACE TTCTACGARGICARCTT
TRCCRGTGTGAGGTGGTCAGACTCACCACCRAGACLTTC TACGARGTCRRETT

TGGAGCRTGLTANGGOGEL T ToC T GAGCATCALGGOBGGECAGANGGT TATCAGCARACALANGARCGEGEGC
TOGAGCGTGETARGGGAGCCTTGCTGAGCRTCACGGERGGCCAGARGTTATCAGCARACACAAGARCOGGEGC!

21 300 amo a0 030 340 s 3060 3070 80 %0 30 3o w2

RGO TC T TCAGToACARCC T TATCC T GAGGALATRATGAGTCAGAAC 6T T LA TGGAGCE TCCT 6L TGARGRT ARG 6T ICARGTCASAT GOACAGATGGCCARGCTATGGGGLT
TORCGACEGCTCCTTCAGTGACARCCT TTATCLTGAGGACATAGTGAGTCAGOAC TGTCTCCARCTGGGGCCTCCTGE TGARGETGARGI GG TTCARGICAGATGOACAGATCGCCARGICTATGGCGCT

321 ;30 0 ;S0 ;e0 0 ;e WM o0 W @0 @ W0 260

G TTaTGGCETCCCACE AT EAGA TG TACC AR TGUAGT T TGAGGATGACT COEAGET T T ANGAGAGATGATG T ATACACACT CORTGAAGAGCT TCECARGGACTCARGTCTAGACTT
BRGI TTGTGGCCTCCCRCCLCRTCCAGATGACCAGGTGGAGT TGAGGATGGLT CGCAGLTGG TG T ARGAGAGAIGATGTAI ACACALTCOATGRAGAGL T TCCCARGAGAGTCARGIC TRGATGT

st awe0 T a0 30 300 30 3%0 300 340 W0 30 a0 3w

GGG T AR LG T ToA TGN CACAGRBAN AN T GARGCAN GGG CANC GO CATCANE TCRCBGTLCCOBAGONT TACATC GAGOCAGCBCTLTACCOGLEAT
CBGTGGETTCAGALATGCGCTTCARTGRGAT 11 CACGAGAARGGAAGTGAAGCAAGAARAGARGAGGCAALGOa1 CATCAACTCGCGGTALE GGGRGOAT TRCAICOAGCCRGCGLTGTALCGGCEAT

1 30 00 0 @0 IGO0 340 W50 60 3470 0 M0 o w0

AT GEAGAGAT 6L TCCABGATC T GAGAGGT 1CCCAGLLATCARGECGAGABCALTCTAGRGT T CCACAGCACAGCAGACAL TTGGARC 1CGANCT TBGAACT TCALT ICARRGTGAAGLTGTACALA
CRTGGAGTAGATETTCCAGGATCTGAGAGGTTCCCARCCATCARGRCGAGAGCACTC TAGGGTTCCACAGCACAGCAGACAC TTGOARCTCGARCTTGGARCTTCACTTCRARRGTGARGC TETACACA

a1 a0 w0 a0 a0 0 30 30 350 300 610 360 330 3640

GG OB TaTCC oA 1 TCALE TTCTCACTCUAC L TCGATaCAT TCToCCOGaAAARGACARGCE AT TG GG TGL TTGOCABCABE TRTCEGTCCTCAGC TGACGRACCAACACTOGA
GARRAGGARTGACGTGTCCGACCTITCACCTICTCACTCCACCCTCGATCCATTCTGCCGGGARARGACARGCCTATTGTGGGTCCTTGGCAGCNG TGTECGTC TCAGCTGACGGUCGACACTCGON

41 3650 W6 0 W W 00 I W0 7 ;0 w0 WE 7

TG oA TR C e CAGTCCAATC OG0 OG0T ToCT 0BG E AT TG TTETTTCT TG oG TTGTTELTACECOCCEACCBRCACCAGCAAGGCAGAGAGOTA TORTACTAnCCE
TGCTGIGATTGCATCABCCCCAGICCRATCGGG CRBC T6TTCLTGC T6GGCRGAI TGTTCTI TCTTRGIGGCTIGE T TCLTACCLGUCCALCGACACCAGLARGGCAGAGAGGTGL TGGIGLTGACCE

a1 a0 mW a0 a0 320 9 3040 S0 W60 30 300 390 3900

AT ECCETT TG AT T TATGTATGEGTa o TOGCGTGLACACATGCANGTGT T TG 4T TANGCST AGMACETGTGAGTaTACACE TGTTGTGTATOTGTGTGTGT LT TORGANTGTGIGTG
RRTCCCCTTTIGIAT TTRTGTRTGCGIGTGTGAGEGTCACACGTGEAAGTGTGT ACCTGTGTGTRAGCG GAGRRCGTGTGRGIGTACACC TG TG GIGIGTGTOTATGIGGCTTGAGAATGTGIGIG

1 390 30 300 3940 360 60 300 360 390 4000 400 420 a0k

TBGETGTGCAAGTACRTRTSTGaTTGCAL T aTGTACGI GAGT AL TGTGTGGC TGGICAGGACTAGLT TCTLCAGCEC TGRGL T TCALTTICTICT I TGCCTCTGCAGGACAARCARAATGIGAR
TOGGTOTGCARGTACGTATOTGGTTGCACTCGTO TACRTGAGT GGG TOTGTGC TTGTCAGOACTAGETTCTRCCAGCECCTORGCTTCACTTTCTICTITGCCTCTGEAGGOCARRCARRATGTGN

431 a0 s aso w0 480 o a0 40 4120 @0 40 a5 als0

AT TG CAGECANGE TGRS TAAGAACCCCGGGAGA TBGGTAGAGE T GGAGT CCATL TG CCC 1L TGACC O TCARGAGAGCGC CACAAAGE TACAG T TGGATGL TANGGAGCTGRE
RTTCTGCCCTCAGCCARGETGAGTAAGGECCCCLGG0ATGGGTAGAGGTGGGAT GLCATCTGTCCC TTCCTGGACCATCTCARGAGAGCGCCUCARAGETGCAGTATTGGGATGE TAAGGAGCTGGE

AL a0 am % a0 @10 @20 a0 40 @5 a0 @0 @m0 %

oA T TOTCCACCC TGN G TCAGAGSTTATATACTATGNGC oA AT CAGCACGOAABCCCCTOELTCARCCACAG TG TTAOAGAGT STGOGTOGEACOACCTTaANGOGAT
TGCCACETCTGTCCRCCC TTGRAGTAGRAC TCAGAGATTATAIALTAI GAGCCCRCARAT G CAGGCALGGAAGCCCL TGLL TGCGRCCALRGIGTTGAGGG TGl GRG GGGGACCACC T TGARGGGAT

@ a0 au0 a0 430 440 450 430 470 4W0 430 40 4d0 a2

T TR AT GEANACABGOAGAGCE TGGTGGETOAT 11T aTGCAGTTATGLNGBGALTANE TATGGG T TAGGATGAACTGGRGCCNL GONGGUDANBGOCTOGTATAGL TACGUCCTTGOTCRGE
AT TTARTGATGGAARCAGGCAGRGCETGGTGOGTGAT T TTGTGERGTTATGCAGGGGLTARCTATGGTTASGATGARCT GOGGCCALT GGABGL CARGGGLTGATRTGETACGLCCT TGGTCAGE

AL GO aMD a5 a%0 470 a0 4490 4500 4510 4sp0 450 450 ask)

G TGGGATGGAGL GaTTGAGGA G560 GoGA TGaGAL TAGAGGGCANCAT TGAAGGSGT TAARCAGGT CCTGAAT TG TTGCE ToGGCCCARTATGRAGGGET CATRCLTTGLTCTRIATACAS
GGTGGRTGROGC TG TTGAGGRTGR00TOGTCOBALTAGAGRCARCAT TGARGGGGTTARRCAGGTTCCTORNTTTGTTTGCCTGGGCCCARTATGGGRCCTTCATACCTTGLTCTGIATACAG

amL a0 a0 a0 430 4600 460 466

GAGTCAGAT T TATARTACTTCCCC TTTTTGT TACGTATGARCTCTATARACCARRT TATTT TGAR
GAGICAGATTTATARTACTTCCCCTTTTTTGIT




