
Figure S1 Comparative efficiency of quantitative PCR (qPCR) for SRA and TIM. 
[bookmark: _GoBack]A plasmid containing the SRA and TIM gene target regions in a 1:1 ratio was diluted in a ten-fold dilution series and used as template for qPCR using SRA or TIM primers. Standard curve using primers at 300 nM (SRA) and 500 nM (TIM) final concentrations.
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