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Supplementary Figure 1. Oncogenic RAS induces an overall decrease in cell proliferation in IMR90 cells. A, IMR90 cells were infected with a retrovirus encoding H-RASG12V or control. Day 6 post infection, 5000 cells were seeded in 6-well plates, and cells were fixed and stained with 0.05% crystal violet after 12 days in culture. B, Quantification of A. The integrated intensity of foci formed by the cells was measured using the NIH ImageJ software. Mean of three independent experiments with SD.

Supplementary Table 1. Disease networks and functions affected by proteome alterations in senescent cells. Ingenuity analysis of proteins with OIS-associated abundance changes. The cut-off for observations included in the analysis was set to a 1.5-fold change.

Supplementary Table 2. Active canonical pathways affected by proteome alterations in senescent cells. Ingenuity analysis of proteins with OIS-associated abundance changes. The cut-off for observations included in the analysis was set to a 1.5-fold change.

Supplementary Table 3. Proteins with OIS-associated significant increase at the indicated ubiquitination sites (fold changes > 3 SD). Fold changes in ubiquitination sites were adjusted by changes on the protein level.  The cut-off for observations included in the analysis was set to a 1.5-fold change for ubiquitinated proteins.
Supplementary Table 4. Proteins with OIS-associated significant decrease at the indicated ubiquitination sites (fold changes > 3 SD). Fold changes in ubiquitination sites were adjusted by changes on the protein level.  The cut-off for observations included in the analysis was set to a 1.5-fold change.



