Supplementary File.  Bursaphelenchus xylophilus neuropeptide sequences. a.  Insulin-like (INS) precursors.  A peptides are highlighted in red, B peptides are highlighted in yellow; note the presence of two ins-1 sequences (ins-1a and -1b), and variant INS peptides (denoted ‘var’) with similarity to ins-17 and -32.  b. FMRFamide-like peptide (FLP) precursors and c. Neuropeptide-like peptide (NLP) precursors.  Peptide-encoding regions are denoted by yellow highlighting, with basic cleavage recognition sites underlined and putative mature peptides in bold text; secretory signal peptides are denoted by bold, underlined, italic text; * denotes stop signal.
a.  
>Bx-ins-1a_[BUX_s01038.98]
MEFKLTFSLTTLALLLTVFLSQSSTASASFRLCGFKLTTTLQHLCKHKTCGGYQLHTRKRSIASFLDEISAEAAALVDERPAEEVDEHPLRPLLADLRIRKRSGIATECCEKRCNLAYLRTYCCAGFEA*
>Bx-ins-1b_[BUX_s00116.474]
MTTHMKPLFPVLILVQLLLFRYADANFRLCGFKLTTTLQHVCKHQVCGGYQVQTQKRALSDYNNPFFRFRIMGYKRKSHQKRSGVATQCCQNRCSLSYLRTYCCAGFER*
>Bx-ins-6_[BUX_s01038.83]
MTTDIAASATQKSARIQRNCGGSWRPSVSKRTLIIVLCLLLSTHGLASAETVRICGEKLIKKVQALCTFIVDGATHVCFKSMKNHVSRRHIFLEHGHHRLNKRSGIADDCCVNRCTIEHMKRVCCDDEELDKYVKQRLERR*
>Bx-ins-17var_[BUX_s00036.210]

MAFKLALTVLLLVLATLEAKKYCGGQFNQLQKKVCTYDKQDSPCLGGPHLNREIQDKCCKEGCSLGDISKTCCFTDSCLKSCYPGLEHQTGKKRINKMGNVY*
>Bx-ins-18_[BUX_s00333.44]
MERLVLFLWLVVLCNGQIPTEFPEDRLPAFHFCPAGGQTFVEALMVACPLRKKRDLKSKRATINPQSMYSLMLSKSRGWNKPAYDEFADICCKFGCRYEDFTQYCNPF*
>Bx-ins-31_[BUX_s00466.37]
MKLLFFLALFLAVLGLVIAEGPRRTCGDKLIARVKEVCESGKRLKLMSDVSQDCCAKPCT
DEQIKENHCTPKE*
>Bx-ins-32var_[BUX_s00466.38]
MKCEFGVIALLVLTAVFALLSLGLADDDTEQRRTCGGKLSSRICEACSGCPCSLDPKRLRLLDDGDLPTKCCSVKCSNEEIRAVVCPDHPTCP*
b. 
>Bx-flp-1_[BUX_s01145.42]

MTPHGAGVLLGILTVIYVKIGVEGCSGTGAFCRFYSQLDVMDQALINELMEEVQHAKPQKRDSKFTGEFGKKGSEPNFLRFGKRAAPAPNAAGANFLRFGKSGADPNFLRFGKRATEFRLDATEPNFLRFGKRPDPSAMSNNFLRFGKRSSLDTLDREQRQSNNFLRFG*
>Bx-flp-2_[BUX_s00351.133]

MTYALSLMLVVVLVMEMCHSVPEQDFYRSENSNAMPLYMERRFSKFRGEPVRFGKRAYREPIRFGKRAYMPNNQISNGGYGQNAEN*
>Bx-flp-3_[BUX_s00351.132]

MSGWTVTFFALFLVGCTVAEKTTEDQTAEKRAHPDGQMLRASNWISTRPMMSPDNEIGYLIQYLEKRASSMENDAESRDIRSPLGTMRFGKRADGPLGTMRFGKRNPLGTMRFGKRNPLGTMRFGKRAEGPLGTMRFGKRTPDFYDY*

>Bx-flp-4_[scaffold00139:282497..282919]

MGKKALSSLTALRIFLVVEYPSCCRKKGAKTFWNWCVDLGKLSRINSRKSMQILKQLCGSYLRHFLDKIQFILIHFTVQKFNSPHFQKRENILKALYRLNDQNSYRLYRASRSNGKPTFIRFGKRSPPAYDGYEHADFNTQ

>Bx-flp-5_[scaffold01144:14299..14201]

REARAPKAKFIRFGRAGQKFIRFGRRSAFNPLLKFRRNSVSAKKFLRSAKQKISKFIRYGKLDSFTMKFGKGSGKKFLRFRYLREARAPKAKFIRFG
>Bx-flp-6_[BUX_s01259.10]

MRHSLVLVALATVIAAEFAVAVTDLCDQFPDLAGCIKPEQVKRKSAYMRFGKRSLSLGEPVEEDDAEPFAAYEKRKSAYMRFGKRSGGMLEVPEDDGVEMEKRKSAYMRFGKRKSAYMRFGKRSGQDFLDNSDQPMEMHKRKVAALR*

>Bx-flp-7_[BUX_s00961.59]

MLPQFKSLLVPLLLVVFFTGTMAQDILESYYKRAPMDRASMVRFGKRAPMDRASMVRFGKRDSDDFE*
>Bx-flp-8_[BUX_s00422.462]

MSSVLPSLLLVVMVGITVGQKAYPEDELRVCELTDLETLSLSKCELEGRIAELENKIREIEDTVMSQGNHVHVKGEVAKRKNEFIRFGKRSLATVLDHMPHSRWNPHSDNALRSLSMVKRKNEFIRFG*
>Bx-flp-11_[BUX_s00961.21]

MKLSALILVLALIVCAVKAQAEFDEENGYAKRSMRNALVRFGRSGMRNALVRFGKRSLGNDYAEAKRAQSAPEPFVRFGRSAPSHFALYDYYDI*

>Bx-flp-12_[BUX_s00422.464]

MYVFITARKGELVESNDEMLARIQGQLLNALEMLQVYQEGPETPQVVGISPSQMKFTEKRRNKFEFIRFGRR*
>Bx-flp-13_[BUX_s00116.601]

MQTSSVLAIVSFLAVLLSCAFAETDSVLDYDDLDEVMAKRAYAGPLIRFGKRSMQRALRNSPITDPLIRFGKRSDVIESKRPDHSPLIRFGKRAAFRSAPHIRFGKRSDDDALYEW*
>Bx-flp-14_[BUX_s00422.269]

MSRVADPSSLLMANTKIIWSLLGFVFVVQVIEATVAQTQVEVNCGRILANNNLDNEDKQLLCKIYQQSSSLEQLGAIVSDSLERFMGEATALEEEARPKRKHEYLRFGKRKHEYLRFGKRKHEYLRFGRK*

>Bx-flp-16_[scaffold01281:994016..995015]

ILQNFKKKFFNKIFFHQKIQKNQKKMFLHPLQYLQLISRHFSGQEQVVESAPEAELPAQKRAQTFVRFGKRAQTFVRFGKRAQTFVRFG
>Bx-flp-17_[BUX_s01145.17]

MLGLIIVAGLCSQLAFAFLTPQQNAKLSELCSANPNLFVCTLAEYLDESMIDIDSLIPAEQRDSLQNPAKNFIGSRMQKRKSAFVRFGKRSQGNSEYAPEDLALNFPIDGILNSRPARKSSYIRFG*
>Bx-flp-18_[BUX_s01146.1]

MSNQWLLVCVMGVVGVCTVQAAFFRGQPWKELFIADDSRADKRSVAYLPTLDEFSSYGSYYYNSPDEVDGYRQAKRDDQAMPGVLRFGKRADIDKKEMPGVLRFGKRSDGEAEKKAVPGVLRFGKRSDMPGVLRFGKRDGAEMPGVLRFGKKSEMPGVLRFGKRSDMPGVLRFGKRGDMPGVLRFGRK*
>Bx-flp-19_[BUX_s00579.585]

MPILSASVESDEPEEYFYIPNPYPSWGVQYPSHAEEPHRMKKWASSLRFGKRGPGWASQVRFG*
>Bx-flp-20_[scaffold01211:229312..229593]
TALLTSNLLSDTDAVFGEQPADPSFLSRSPYSTLYYANDNPQAQAPAQLLGAEAAIPGQKRAYMRLGKRAYMRLGKRADQLQEMMEKRARLRLG
>Bx-flp-21_[scaffold00713:2265308..2265507]
KDHFRSNKRGMGPRPLRFG*
Short flp-21 match supported by EST:
>Bx-flp-21_[CJ985127]
MRTDALLKVAIFLFLAILAQLGQAGPILESTNDLTALKMLRNYMERYGEPDGDVGYVVLDDMRSNKRGMGPRPLRFG
>Bx-flp-22_[BUX_s01078.75]

MVAPMSLLFAFLLVVGHFLGQAQVVSGSDIYQDNLYREARAPAMKWMRFGKRSPQGKWMRFGKRAPQGKWMRFGKRADDVQDPEYE*
>Bx-flp-32_[BUX_s00961.64]

MPADKKAMRNSLVRFGKRDGAQAAPAAPVQPEFQMNYPVDSFGSHAQNPVFGYYRRSLHTEPRITPTLLQEFSADSDATTILRHTKKKPQHLLLQDTILFSTLLPSHA*

>Bx-flp-33_[scaffold01198:748133..748332]

KFFPNFY-AL-NFRRTVKTRRAPSGGDNYQWESMMQSLDNLRKPRFG*
c. 
>Bx-nlp-2_[BUX_s00351.431]

MRLLLALLFTLLAVGFADFLEPNELDQMEDIDVPRERRSSLASGRWGLRPGKRSSLASGRWGLRPGKRSIVDLVLEDDIEDESDKTRERRNLASGRWGLRPGKRSLANGRWGLRPGKRSMGMMPTQARHNPIMLLIPQL*

>Bx-nlp-3_[BUX_s01281.317]

MSPFRGVSLASVLFAVLFLATTLSAFLQDEVPLITEIEGVAKRAINPFMDSIGKRSGNVYVPGSRFYRHSLLFQRPSRYFDSLAGQSLGRR*

>Bx-nlp-7_[BUX_s00579.689]

MMRSLILFLFGLLMPVLLAKSEPSAGGVYEFNPRDWKADMSPHNFYRFRRYNVFSNDKRSEMEFDDPRYFSTAFGKRASSFL*
>Bx-nlp-8_[BUX_s01141.33]

MSRVPFLCRSYIILDSRVPKTGGALGEHKILGKVMRTIFTVLTVCFLQVLCLSQGQNTEDRSREQRYVLHKRAFDRVDLSPFDFGAYSKRYNNDLRSLYRKKKSFDRLDQGPFGLVKRKRVFDRVDAGFGFGKRSSGM*

>Bx-nlp-9_[BUX_s00422.449]

MNLGVRTIDLFLWVSLFGILTQIVYGASFVQNLEDAELNEEDKRGGGRAFLNTDDKRGGGRAFQFNDKRGGARAFAPVDVKRGGARAFAPIDYKRGGGRAFSGFNGGNYYLLNKRGGGRSFYGGFNYGSLYAPSFPLSYEKKADYVPYYLTEMKRAGGRAFQPKYYDPYFWYVDQTKRAGGRSFPISDESKEKRMLEEQADSRLAYAFRGPLA*
>Bx-nlp-10_[BUX_s00422.89]

MRTVILCLILSVGCIGMASAASIYIDSNRPDYEENLQKVYDNRLQPYAIEYLAKRAALPYSGGIYGKRAALPYSGGIYGKRASVPFSGGIYGKRSVDEAPVDHVNGISIRAMPINGGFYG*

>Bx-nlp-12_[scaffold00397:327542..327381]
YRILTPEILQFGKRGDFRPLQFGKKDNYRPLQFGKRAAVVNHYLDLLPIDEIAN
Short nlp-12 match supported by EST:

>Bx-nlp-12_[CJ989213]
MKLYILLMLALVGWVCAAAASEEEADRFSRTDRDYRPLQFGKRGDFRPLQFGKKDNYRPLQFGKRAAVVNHYLDLL
>Bx-nlp-13_[BUX_s01661.2]

MSTQTHFLAVVAATLCCLILCDAEDAFYSIGDKRNFDREFMHFGKRATSEDFGRSFMPFGKRATNDDFGRAFMPFGKRAANEEFGRAFMPFGKRADAYDESFNRAFMPFGKRSPMTLDQLIAKKNMNRDFMHFGKRVAPSSFDREFMHFGKRYV*
>Bx-nlp-14_[BUX_s00252.98]

MTVHSRICLSAALFVMFCSAFVSSAVVVRLPVAPTRSALFTKRALDALEGSDFGLKRKRALDSLEGSDFGLRKRALDSLEGSDFGLRKRALDSLEGADFGLKKRALDSLEGADFGLKKRALDSLEGADFGLRKRALDSLEGADFGLRKRALDSLEGSDFGLKKRALDALEGTGFGFDKRALDMLEGSDFGLKKRALDSLEGADFGLKKRALDSLEGSDFGLRKRALDSLEGSDFGLKKRSPIARFYATGDDIRKLNDLKTQLEVELRRRLEKEAEA*
>Bx-nlp-15_[BUX_s00508.98]

MDRKRSFDSFTGAGFTGMDKRSFDALTGSGFTGMDKRSFDSFTGAGFTGMDRKRALARMVRDLKV*
>Bx-nlp-20_[BUX_s00116.117]

MSPLLTTVTALFLFSSVYGQRQNAITDKVGQGNFAFARPFAFALTENGEWYPIAKRSRTSTFAFKETPKEKERDSFAFAKRSEDPKFAYDFAKRAKFAFLKK*
>Bx-nlp-37_[BUX_s00579.644]

MQSLVSSFVVLMTITVTVMTSKSDALPFPPHTSLVIQDTQLIRQFLDRYQPAVLFHPMVRRYDVQQEDMDDGEERLALRPMAKRNNAEVVNHILKNFGTLDRLGDVGK*
>Bx-nlp-38_[BUX_s00294.125]

MVQKSAWQMLILLLLAVFSTIQADRQWSAGVGLWGKRSYPLLRKRSPDFNPNGEAGLWDKRAQWQAANGLWGKRSVPPVPQYVPWN*
>Bx-nlp-40_[BUX_s00055.197]

MNTAPAGEDLQKKIDAMEKHIQLLEKALLQRRSPLQGSLIEGNQIMNPRATRALAFQPMKRMVAWQPMKRSIAAEYNKDQVIRAIEEQLLEILHAGETLGVNAEEVLGDLKKKNGDLM*
>Bx-nlp-42_[BUX_s00713.445]

MSLLTRILCTLTVVGITIAITHASPMDRSALKKASDNPQWEDLGWAWGKRSVAVELVDPEDVMLQRYVRSMKAIKKNPDWHDLGWAWGK*
>Bx-nlp-46_[scaffold01066:2702..2901]

MKNFVRKTKFKSMPLVFTNFFFIFQFDQTQSSHPVAQKRNIAIGRGDGFRPGK
>Bx-nlp-47_[scaffold01281:1738536..1738378]
NLQSCLVLLLRLRVRPFFRQWKLRDHRRRMLNYTDQWNRPKRLFFRPKCVKSL
