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	IBD p val assoc with conditioning marker/s

	Variant description
	dbSNP ID
	risk allele
	Ca-Freq
	Co-Freq
	p value assoc
	rs28362675
	r9264942
	rs477515
	r9264942 & rs477515

	BTNL2 p.G454C
	rs28362675 (A>C)
	A
	0.0082
	0.0024
	0.00225
	1
	4.83E-05
	0.0045
	0.000556

	Common CD GWAS SNP
	r9264942 (G>A)
	G
	0.3694
	0.3492
	0.11358
	0.00147
	1
	0.047
	

	Common UC GWAS SNP
	rs477515 (G>A)
	G
	0.6828
	0.6468
	4.09E-03
	7.76E-03
	2.66E-03
	1
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