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	SNP
	gene
	Disease variant
	PublishedMAF CD
	PublishedOR
	Seq MAF CD
	Seq MAF Cntrl
	Seq P val
	Seq OR

	rs2241880
	ATG16L1
	p.T300A
	58.10%
	1.31a
	53.80%
	47.20%
	7.71E-05
	1.45

	rs76418789
	IL23R
	p.G149R
	0.25%
	0.6b
	0.16%
	0.39%
	0.884294
	0.41

	rs41313262
	IL23R
	p.V362I
	1.10%
	0.72b
	0.62%
	1.39%
	0.139816
	0.44

	rs11209026
	IL23R
	p.R381Q
	3.00%
	0.36c
	1.90%
	5.70%
	0.000567
	0.31

	rs10065172
	IRGM
	p.L105L
	10.70%
	1.56d
	10.50%
	5.70%
	0.0004
	1.92

	rs2066844
	NOD2
	p.R702W
	4.10%
	2.2e
	9.40%
	3.10%
	6.31x10-8
	3.25

	rs5743277
	NOD2
	p.R703C
	0.79%
	1.51b
	0.70%
	0.31%
	0.335577
	2.31

	rs2066845
	NOD2
	p.G908R
	1.50%
	2.99e
	2.30%
	0.70%
	0.0078
	3.53

	s41450053
	NOD2
	p.L1007fs
	1.90%
	4.09e
	4.70%
	0.40%
	2.74E-06
	2.51


The observed minor allele frequencies (MAF) of 9 known CD susceptibility variants, their previously described MAF and odds ratios.
a [1]; b [2]; c [3]; d [4]; e [5]
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