
MCR-4.3__844024__Shewanella_baltica hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Proteinase	inhibitor	I11,	ecotin Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Transposase	IS3/IS911	family	protein Transposase	IS3/IS911	family	protein IS110-like CoA-binding	domain	protein Methyl-accepting	chemotaxis	sensory	transducer SpoIIAA	family	protein Response	regulator	receiver	protein 81.7 1
MCR-4.3__758086__Shewanella_putrefaciens hypothetical	protein hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Proteinase	inhibitor	I11,	ecotin Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Carbonate	dehydratase Methyl-accepting	chemotaxis	sensory	transducer SpoIIAA	family	protein Response	regulator	receiver	protein Response	regulator	receiver	protein CheA	signal	transduction	histidine	kinase 81.7 1
MCR-4.3__710783__Shewanella_baltica_BA175 hypothetical	protein hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Proteinase	inhibitor	I11,	ecotin Cation	diffusion	facilitator	family	transporter hypothetical	protein Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Carbonate	dehydratase hypothetical	protein Methyl-accepting	chemotaxis	sensory	transducer SpoIIAA	family	protein Response	regulator	receiver	protein Response	regulator	receiver	protein CheA	signal	transduction	histidine	kinase 81.9 1
MCR-4.3__1823870__Shewanella_sp._DC2-4 hypothetical	protein hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Proteinase	inhibitor	I11,	ecotin Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase CoA-binding	domain	protein Methyl-accepting	chemotaxis	sensory	transducer SpoIIAA	family	protein Response	regulator	receiver	protein Response	regulator	receiver	protein CheA	signal	transduction	histidine	kinase 80.7 5
MCR-4.3__799109__Shewanella_morhuae hypothetical	protein hypothetical	protein Site-specific	recombinase	XerD hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Ecotin Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family MCR-4.3 Diguanylate	cyclase Transcriptional	regulator,	MarR	family Membrane	fusion	protein,	multidrug	efflux	system IS91-like CoA-binding	domain	protein Flavin-dependent	tryptophan	halogenase	PrnA 78.1 1
MCR-4.3__844033__Shewanella_putrefaciens Transposase hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Ecotin Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family MCR-4.3 Diguanylate	cyclase Transcriptional	regulator,	MarR	family Membrane	fusion	protein,	multidrug	efflux	system MFS	transporter,	DHA2	family,	multidrug	resistance	protein CoA-binding	domain	protein ABC	transporter,	ATP-binding	protein 79.1 1

MCR-4.3__827885__Shewanella_vesiculosa transposase-like Plasmid	stabilization	system Antitoxin Resolvase,	N-terminal	domain MCR-4.3 Integrase ISAs1-like Diguanylate	cyclase Response	regulator XRE	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Response	regulator Transcriptional	regulator,	XRE	family Type	I	restriction	endonuclease	subunit	M 99.8 1
MCR-4.3__866592__Shewanella_sp._CG_4_10_14_3_um_filter_42_91 Integrase hypothetical	protein hypothetical	protein transposase-like Plasmid	stabilization	system Antitoxin hypothetical	protein Cd(II)/Pb(II)-responsive	transcriptional	regulator Cobalt	transporter UPF0060	membrane	protein	Sputw3181	1172 MerR	protein MCR-4.3 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.8 1
MCR-4.3__600644__Acinetobacter_nosocomialis DNA	polymerase	V DNA-directed	DNA	polymerase Addiction	module	antitoxin Antitoxin hypothetical	protein Putative	resolvase/site-specific	recombinase hypothetical	protein hypothetical	protein transposase-like Plasmid	stabilization	system Antitoxin hypothetical	protein hypothetical	protein MCR-4.3 hypothetical	protein hypothetical	protein hypothetical	protein Ribbon-helix-helix,	copG	family	protein ATPase Putative	replication	initiation	protein	(Fragment) Type	I	site-specific	deoxyribonuclease,	HsdR	family	protein hypothetical	protein hypothetical	protein DNA	methyltransferase 99.8 1
MCR-4.3__532714__Acinetobacter_baumannii Transposase DNA-directed	DNA	polymerase Addiction	module	antitoxin Antitoxin hypothetical	protein Putative	resolvase/site-specific	recombinase hypothetical	protein hypothetical	protein transposase-like Plasmid	stabilization	system Antitoxin hypothetical	protein hypothetical	protein MCR-4.3 hypothetical	protein hypothetical	protein hypothetical	protein Ribbon-helix-helix,	copG	family	protein ATPase Putative	replication	initiation	protein	(Fragment) Type	I	site-specific	deoxyribonuclease,	HsdR	family	protein IS3-like TnpA-B Type	VI	secretion	protein Enoyl-CoA	hydratase hypothetical	protein 99.8 2
MCR-4.3__755380__Acinetobacter_baumannii hypothetical	protein Transposase transposase-like Addiction	module	antitoxin Antitoxin hypothetical	protein Putative	resolvase/site-specific	recombinase hypothetical	protein hypothetical	protein transposase-like Plasmid	stabilization	system Antitoxin hypothetical	protein hypothetical	protein MCR-4.3 hypothetical	protein hypothetical	protein hypothetical	protein Ribbon-helix-helix,	copG	family	protein ATPase 99.8 1

MCR-4.3__710027__Shewanella_frigidimarina_NCIMB_400 hypothetical	protein transposase-like Plasmid	stabilization	system Antitoxin Cation	transporter Resolvase	domain-containing	protein TnpA	protein Transposase	TnpA,	Tn21 Resolvase,	N-terminal	domain MCR-4.3 hypothetical	protein Transcriptional	regulator,	TetR	family Phage	integrase	family	protein hypothetical	protein Integrase ISSod11	transposase	TnpA	ISSod11 hypothetical	protein Mobile	element	protein 99.8 1
MCR-4.3__1648577__Salmonella_enterica_subsp._enterica_serovar_Ohio MCR-4.3 Putative	transcriptional	regulator RelE	toxin	protein Putative	entry	exclusion	protein	1	(Exc1) Replication	initiation	protein Conjugal	transfer	protein	TraD Mobilization	protein 22	kDa	relaxation	protein 99.8 1
MCR-4.3__1828581__Enterobacter_sp._SECR19-1250 MCR-4.3 Putative	transcriptional	regulator RelE	toxin	protein Exlc1	protein Replication	initiation	protein Conjugal	transfer	protein	TraD Mobilization	protein 22	kDa	relaxation	protein hypothetical	protein hypothetical	protein 99.8 1
MCR-4__1859930__Escherichia_coli Transposase	InsH	for	insertion	sequence	element	IS5Y	(Fragment) hypothetical	protein Ankyrin	repeat	family	protein ISVsa5-like MCR-4 Putative	transcriptional	regulator RelE	toxin	protein Exlc1	protein Replication	initiation	protein Conjugal	transfer	protein	TraD Mobilization	protein 22	kDa	relaxation	protein 99.6 6
MCR-4.2__1837987__Escherichia_coli_plasmid IS5-like MCR-4.2 Putative	transcriptional	regulator RelE	toxin	protein Exlc1	protein Replication	initiation	protein Conjugal	transfer	protein	TraD Mobilization	protein 22	kDa	relaxation	protein 99.8 5
MCR-4.3__866593__Shewanella_sp._CG_4_10_14_0_8_um_filter_42_13 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein MCR-4.3 MerR	protein UPF0060	membrane	protein	Sputw3181	1172 Cobalt	transporter Cd(II)/Pb(II)-responsive	transcriptional	regulator hypothetical	protein Antitoxin Plasmid	stabilization	system transposase-like hypothetical	protein hypothetical	protein Integrase 99.8 1
MCR-4.3__532711__Acinetobacter_baumannii hypothetical	protein Restriction	endonuclease	subunit	R Putative	replication	initiation	protein	(Fragment) ATPase Ribbon-helix-helix,	copG	family	protein hypothetical	protein hypothetical	protein hypothetical	protein MCR-4.3 hypothetical	protein hypothetical	protein Antitoxin Plasmid	stabilization	system transposase-like hypothetical	protein hypothetical	protein Putative	resolvase/site-specific	recombinase hypothetical	protein Antitoxin Addiction	module	antitoxin DNA-directed	DNA	polymerase Peptidase	S24-like	protein Putative	transposase	(Fragment) 99.8 1
MCR-4.3__533791__Shewanella_sp._SNU_WT4 hypothetical	protein hypothetical	protein Transposase	IS3/IS911	family	protein hypothetical	protein ISSod4-like DNA	replication	protein IS21-like PIN	domain-containing	protein ISSod4-like ISSba11-like IstB	domain	protein	ATP-binding	protein MCR-4.3 hypothetical	protein hypothetical	protein hypothetical	protein Fatty	acid	oxidation	complex	subunit	alpha 3-ketoacyl-CoA	thiolase ATPase	associated	with	various	cellular	activities,	AAA	3 hypothetical	protein hypothetical	protein IMP	dehydrogenase hypothetical	protein 99.4 1
MCR-4.2__1837988__Salmonella_enterica_plasmid Cytosine-specific	methyltransferase IS1294-like Exlc1	protein RelE	toxin	protein Putative	transcriptional	regulator MCR-4.2 Transposase Initiator	replication	protein Putative	mobilization	protein	C MobA/MobL	family	protein 99.8 1
MCR-4__1859854__Escherichia_coli Replication	initiation	protein Exlc1	protein RelE	toxin	protein Putative	transcriptional	regulator MCR-4 ISVsa5-like Ankyrin	repeat	family	protein hypothetical	protein IS5-like hypothetical	protein IS110-like IS110-like 22	kDa	relaxation	protein Mobilization	protein Conjugal	transfer	protein	TraD 99.6 7
MCR-4.3__808358__Enterobacter_cloacae_complex_sp. Replication	initiation	protein Exlc1	protein RelE	toxin	protein Putative	transcriptional	regulator MCR-4.3 IS6-like hypothetical	protein Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein IS110-like IS110-like 22	kDa	relaxation	protein Mobilization	protein Conjugal	transfer	protein	TraD 99.8 4
MCR-4__1837579__Salmonella_sp._plasmid 22	kDa	relaxation	protein Mobilization	protein Conjugal	transfer	protein	TraD Replication	initiation	protein Exlc1	protein RelE	toxin	protein Putative	transcriptional	regulator MCR-4 IS5-like 99.8 4
MCR-4.3__1838150__Enterobacter_cloacae_plasmid Replication	initiation	protein Putative	entry	exclusion	protein	1	(Exc1) RelE	toxin	protein Putative	transcriptional	regulator MCR-4.3 IS5-like 22	kDa	relaxation	protein Mobilization	protein Conjugal	transfer	protein	TraD 99.8 2
MCR-4.3__533616__Leclercia_adecarboxylata Replication	initiation	protein Transposase Transposase Exlc1	protein RelE	toxin	protein Putative	transcriptional	regulator MCR-4.3 Transposase hypothetical	protein 22	kDa	relaxation	protein Mobilization	protein hypothetical	protein 99.8 1

MCR-4.3__1823871__Shewanella_sp._DC2-4 Phage	integrase	family	protein hypothetical	protein MCR-4.3 hypothetical	protein Putative	plasmid-related	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.3 1
MCR-4.3__710089__Shewanella_putrefaciens_CN-32 Quinone-reactive	Ni/Fe	hydrogenase,	large	subunit Quinone-reactive	Ni/Fe-hydrogenase	cytochrome	b	subunit Hydrogenase NiFe	hydrogenase	assembly	chaperone,	HyaE Carbamoyltransferase	HypF Sodium/hydrogen	exchanger UspA	domain	protein Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC Soluble	lytic	murein	transglycosylase 75.9 4
MCR-4.3__1623381__Shewanella_hafniensis Helicase Quinone-reactive	Ni/Fe-hydrogenase	cytochrome	b	subunit Hydrogenase NiFe	hydrogenase	assembly	chaperone,	HyaE Carbamoyltransferase	HypF Sodium/hydrogen	exchanger UspA	domain	protein Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC Transcription	initiation	factor	TFIID,	subunit	TAF12	(Also	component	of	histone	acetyltransferase	SAGA) 75.9 1
MCR-4.3__710039__Shewanella_sp._ANA-3 hypothetical	protein Anti-sigma-factor	antagonist Methyl-accepting	chemotaxis	sensory	transducer CoA-binding	domain	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Secretion	protein	HlyD	family	protein Transcriptional	regulator,	MarR	family Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC Soluble	lytic	murein	transglycosylase 80.6 1
MCR-4.3__766551__Shewanella_sp._BC20 hypothetical	protein Anti-sigma-factor	antagonist Methyl-accepting	chemotaxis	sensory	transducer CoA-binding	domain	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Secretion	protein	HlyD	family	protein Transcriptional	regulator,	MarR	family Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter hypothetical	protein Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC hypothetical	protein 80.7 2
MCR-4.3__758071__Shewanella_putrefaciens Cobalt	transport	protein Anti-sigma-factor	antagonist Methyl-accepting	chemotaxis	sensory	transducer CoA-binding	domain	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Secretion	protein	HlyD	family	protein Transcriptional	regulator,	MarR	family Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC hypothetical	protein 80.9 2
MCR-4.3__483360__Shewanella_decolorationis_S12 hypothetical	protein L-serine	ammonia-lyase Peptidase	s1	and	chymotrypsin	hap S-formylglutathione	hydrolase S-(hydroxymethyl)glutathione	dehydrogenase Transcriptional	regulator,	LysR	family FAD	dependent	oxidoreductase hypothetical	protein hypothetical	protein Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Predicted	arabinose	efflux	permease,	MFS	family Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Amidohydrolase	3	family	protein Diaminopimelate	epimerase	DAP	epimerase 81.1 2
MCR-4.3__531153__Shewanella_decolorationis hypothetical	protein L-serine	ammonia-lyase Peptidase	s1	and	chymotrypsin	hap S-formylglutathione	hydrolase S-(hydroxymethyl)glutathione	dehydrogenase Transcriptional	regulator,	LysR	family FAD	dependent	oxidoreductase hypothetical	protein hypothetical	protein Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Predicted	arabinose	efflux	permease,	MFS	family Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC hypothetical	protein 81.5 1
MCR-4.3__1597624__Shewanella_xiamenensis hypothetical	protein L-serine	ammonia-lyase Peptidase	s1	and	chymotrypsin	hap S-formylglutathione	hydrolase S-(hydroxymethyl)glutathione	dehydrogenase Transcriptional	regulator,	LysR	family FAD	dependent	oxidoreductase Methylase Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter hypothetical	protein Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC hypothetical	protein 80.6 3
MCR-4.3__938338__Shewanella_sp._LC2 hypothetical	protein Putative	lipoprotein Peptidase	s1	and	chymotrypsin	hap S-formylglutathione	hydrolase S-(hydroxymethyl)glutathione	dehydrogenase Transcriptional	regulator,	LysR	family FAD	dependent	oxidoreductase hypothetical	protein Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP DNA	recombination	protein	RmuC Soluble	lytic	murein	transglycosylase 80.4 9

MCR-4.3__473863__Shewanella_sp._HN-41 hypothetical	protein Signal	transduction	histidine	kinase	CheA Response	regulator	receiver	protein Che	cluster	two-component	response	regulator SpoIIAA	family	protein Methyl-accepting	chemotaxis	protein YhgE/Pip	domain	protein Diguanylate	cyclase MCR-4.3 Transcriptional	regulator,	MarR	family Cation	efflux	protein Lactoylglutathione	lyase Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Multidrug	MFS	transporter Soluble	lytic	murein	transglycosylase hypothetical	protein EAL	domain	containing	protein 78.5 1
MCR-4.3__750899__Shewanella_sp._WE21 CheA	signal	transduction	histidine	kinase Response	regulator	receiver	protein Response	regulator	receiver	protein SpoIIAA	family	protein Methyl-accepting	chemotaxis	sensory	transducer Carbonate	dehydratase Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Proteinase	inhibitor	I11,	ecotin hypothetical	protein ATP-dependent	DNA	helicase,	RecQ	family Putative	orphan	protein hypothetical	protein hypothetical	protein 80.6 1
MCR-4.3__552902__Shewanella_sp. hypothetical	protein Response	regulator	receiver	protein hypothetical	protein hypothetical	protein Response	regulator	receiver	protein SpoIIAA	family	protein hypothetical	protein hypothetical	protein Carbonate	dehydratase hypothetical	protein hypothetical	protein hypothetical	protein MCR-4.3 Prolyl	oligopeptidase hypothetical	protein Transcriptional	regulator,	MarR	family Integrase Proteinase	inhibitor	I11,	ecotin hypothetical	protein ATP-dependent	DNA	helicase,	RecQ	family Putative	orphan	protein hypothetical	protein hypothetical	protein 80.7 1
MCR-4.3__749637__Shewanella_sp._Pdp11 Chemotaxis	protein	CheA Response	regulator	receiver	protein Response	regulator	receiver	protein SpoIIAA	family	protein Methyl-accepting	chemotaxis	sensory	transducer hypothetical	protein Carbonate	dehydratase Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Proteinase	inhibitor	I11,	ecotin hypothetical	protein ATP-dependent	DNA	helicase,	RecQ	family Putative	orphan	protein hypothetical	protein hypothetical	protein 81.5 1
MCR-4.3__521309__Shewanella_baltica_OS183 CheA	signal	transduction	histidine	kinase Response	regulator	receiver	protein Response	regulator	receiver	protein SpoIIAA	family	protein Methyl-accepting	chemotaxis	sensory	transducer hypothetical	protein Carbonate	dehydratase Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase hypothetical	protein Probable	NDP-hexose	dehydratase Proteinase	inhibitor	I11,	ecotin hypothetical	protein ATP-dependent	DNA	helicase,	RecQ	family Putative	orphan	protein hypothetical	protein DNA	invertase 82.0 1
MCR-4.3__753124__Shewanella_baltica CheA	signal	transduction	histidine	kinase Response	regulator	receiver	protein Response	regulator	receiver	protein SpoIIAA	family	protein Methyl-accepting	chemotaxis	sensory	transducer Carbonate	dehydratase Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Proteinase	inhibitor	I11,	ecotin hypothetical	protein ATP-dependent	DNA	helicase,	RecQ	family Putative	orphan	protein hypothetical	protein hypothetical	protein 81.9 7
MCR-4.3__753204__Shewanella_baltica CheA	signal	transduction	histidine	kinase Response	regulator	receiver	protein Response	regulator	receiver	protein SpoIIAA	family	protein Methyl-accepting	chemotaxis	sensory	transducer Carbonate	dehydratase Diguanylate	cyclase MCR-4.3 Prolyl	oligopeptidase Transcriptional	regulator,	MarR	family Cation	diffusion	facilitator	family	transporter Proteinase	inhibitor	I11,	ecotin hypothetical	protein ATP-dependent	DNA	helicase,	RecQ	family Putative	orphan	protein hypothetical	protein hypothetical	protein 81.7 1

MCR-4.3__1642570__Shewanella_oneidensis_MR-1 Soluble	lytic	murein	transglycosylase DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase Cation	efflux	protein	CDF	family Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Methylase FAD	dependent	oxidoreductase Transcriptional	regulator,	LysR	family S-(hydroxymethyl)glutathione	dehydrogenase S-formylglutathione	hydrolase hypothetical	protein ISSba3	transposase,	TnpA	ISSba3 IS3-like Predicted	lipoprotein Uncharacterised	conserved	protein	UCP025560 Membrane	protein hypothetical	protein 82.2 1
MCR-4.3__709925__Shewanella_oneidensis_MR-1 Soluble	lytic	murein	transglycosylase DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase Cation	efflux	protein	CDF	family Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Methylase FAD	dependent	oxidoreductase Transcriptional	regulator,	LysR	family S-(hydroxymethyl)glutathione	dehydrogenase S-formylglutathione	hydrolase hypothetical	protein ISSba3	transposase,	TnpA	ISSba3 IS3-like Predicted	lipoprotein Uncharacterised	conserved	protein	UCP025560 Membrane	protein hypothetical	protein 82.2 1
MCR-4.3__603566__Shewanella_sp._ZOR0012 Soluble	lytic	murein	transglycosylase DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase hypothetical	protein hypothetical	protein Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase hypothetical	protein FAD	dependent	oxidoreductase hypothetical	protein Transcriptional	regulator FAD:protein	FMN	transferase hypothetical	protein Putative	lipoprotein Thioredoxin	family	protein Quinone-reactive	Ni/Fe-hydrogenase	small	subunit hypothetical	protein 80.7 1
MCR-4.3__750714__Shewanella_sp._FDAARGOS_354 Diaminopimelate	epimerase	DAP	epimerase DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase hypothetical	protein FAD	dependent	oxidoreductase Transcriptional	regulator,	LysR	family S-(hydroxymethyl)glutathione	dehydrogenase S-formylglutathione	hydrolase Peptidase	s1	and	chymotrypsin	hap L-serine	ammonia-lyase hypothetical	protein 80.4 1
MCR-4.3__872598__Shewanella_oneidensis Soluble	lytic	murein	transglycosylase DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase hypothetical	protein Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase hypothetical	protein FAD	dependent	oxidoreductase Transcriptional	regulator,	LysR	family S-(hydroxymethyl)glutathione	dehydrogenase S-formylglutathione	hydrolase Peptidase	s1	and	chymotrypsin	hap Putative	lipoprotein hypothetical	protein 80.4 8

MCR-4.3__710026__Shewanella_sp._MR-7 hypothetical	protein DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Transcriptional	regulator,	MarR	family Secretion	protein	HlyD	family	protein Drug	resistance	transporter,	EmrB/QacA	subfamily CoA-binding	domain	protein Methyl-accepting	chemotaxis	sensory	transducer Anti-sigma-factor	antagonist hypothetical	protein 80.7 1
MCR-4.3__529096__Shewanella_bicestrii Soluble	lytic	murein	transglycosylase Multidrug	MFS	transporter Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase hypothetical	protein Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Transcriptional	regulator,	MarR	family Secretion	protein	HlyD	family	protein Dehydrogenase CoA-binding	domain	protein Methyl-accepting	chemotaxis	sensory	transducer Anti-sigma-factor	antagonist Acetoin	dehydrogenase	E1	component	alpha	subunit 80.9 1
MCR-4.3__707658__Shewanella_sp._Shew256 hypothetical	protein DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Transcriptional	regulator,	MarR	family Secretion	protein	HlyD	family	protein Dehydrogenase CoA-binding	domain	protein Methyl-accepting	chemotaxis	sensory	transducer Anti-sigma-factor	antagonist Cobalt	transport	protein 80.7 1
MCR-4.3__866590__Shewanella_sp._CG12_big_fil_rev_8_21_14_0_65_47_15hypothetical	protein EAL	domain	containing	protein Lytic	transglycosylase	catalytic DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase Cation	efflux	protein Transcriptional	regulator,	MarR	family MCR-4.3 Diguanylate	cyclase CoA-binding	domain	protein hypothetical	protein hypothetical	protein Activator	of	Hsp90	ATPase	family	protein ABC	transporter,	ATP-binding	protein 79.4 1
MCR-4.3__710772__Shewanella_putrefaciens_200 Soluble	lytic	murein	transglycosylase DNA	recombination	protein	RmuC Protein-methionine-sulfoxide	reductase	catalytic	subunit	MsrP Protein-methionine-sulfoxide	reductase	heme-binding	subunit	MsrQ Lactoylglutathione	lyase Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase UspA	domain	protein Sodium/hydrogen	exchanger Carbamoyltransferase	HypF NiFe	hydrogenase	assembly	chaperone,	HyaE Hydrogenase Quinone-reactive	Ni/Fe-hydrogenase	cytochrome	b	subunit Quinone-reactive	Ni/Fe	hydrogenase,	large	subunit 75.9 6

MCR-4.3__675437__Shewanella_baltica hypothetical	protein hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Proteinase	inhibitor	I11,	ecotin Probable	NDP-hexose	dehydratase hypothetical	protein Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Carbonate	dehydratase hypothetical	protein Methyl-accepting	chemotaxis	sensory	transducer Anti-sigma-factor	antagonist Fused	response	regulator/phosphatase Response	regulator	receiver	protein Chemotaxis	protein	CheA 81.1 1
MCR-4.3__710790__Shewanella_baltica_OS117 hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Proteinase	inhibitor	I11,	ecotin Cation	diffusion	facilitator	family	transporter hypothetical	protein hypothetical	protein Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Carbonate	dehydratase Methyl-accepting	chemotaxis	sensory	transducer Anti-sigma-factor	antagonist Response	regulator	receiver	protein ISSba16-like Fused	response	regulator/phosphatase Response	regulator	receiver	protein hypothetical	protein 81.9 2
MCR-4.3__710259__Shewanella_baltica_OS223 hypothetical	protein Putative	orphan	protein ATP-dependent	DNA	helicase,	RecQ	family hypothetical	protein Proteinase	inhibitor	I11,	ecotin Cation	diffusion	facilitator	family	transporter Transcriptional	regulator,	MarR	family Prolyl	oligopeptidase MCR-4.3 Diguanylate	cyclase Carbonate	dehydratase Methyl-accepting	chemotaxis	sensory	transducer SpoIIAA	family	protein Response	regulator	receiver	protein Response	regulator	receiver	protein CheA	signal	transduction	histidine	kinase 81.7 1
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