
qnrE1__695991__Serratia_plymuthica hypothetical	protein Colicin	transporter hypothetical	protein Membrane	protein Putative	inner	membrane	protein Methyl	viologen	resistance	protein	SmvA Catabolite	control	protein	A MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 hypothetical	protein Uncharacterised	protein Threonine	efflux	protein 88.3 1
qnrE1__711169__Serratia_plymuthica_4Rx13 hypothetical	protein Membrane	protein Putative	inner	membrane	protein Putative	N-acetyltransferase	YsnE Methyl	viologen	resistance	protein	SmvA Catabolite	control	protein	A MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 hypothetical	protein hypothetical	protein Threonine	efflux	protein Cold	shock	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD hypothetical	protein 87.9 1
qnrE1__748464__Serratia_plymuthica Isocitrate	dehydrogenase hypothetical	protein Membrane	protein Putative	inner	membrane	protein hypothetical	protein Methyl	viologen	resistance	protein	SmvA Catabolite	control	protein	A MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 hypothetical	protein Threonine	efflux	protein Cold	shock	protein Nicotinamidase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 88.3 5
qnrE1__1803648__Serratia_plymuthica Zn-dependent	alcohol	dehydrogenase Putative	inner	membrane	protein hypothetical	protein Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Uncharacterised	protein Threonine	efflux	protein Cold	shock	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 87.4 1
qnrE1__758294__Serratia_plymuthica hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Hypothetical	secreted	protein Colicin	transporter Putative	inner	membrane	protein Catabolite	control	protein	A MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Uncharacterised	protein Threonine	efflux	protein Cold	shock	protein Universal	stress	protein hypothetical	protein Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Uncharacterised	protein Putrescine	importer 86.9 2

qnrE1__279089__Salmonella_enterica qnrE1 hypothetical	protein Alkyl	hydroperoxide	reductase	AhpD Peptidase Putative	site-specific	recombinase	DNA	invertase	Rac	prophage hypothetical	protein hypothetical	protein LysR	family	transcription	regulator	protein Probable	septum	site-determining	protein	MinC hypothetical	protein KikA hypothetical	protein KorB hypothetical	protein 100.0 1
qnrE1__1335745__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein Plasmid	replication	protein hypothetical	protein hypothetical	protein hypothetical	protein Arabinose	efflux	permease	family	protein hypothetical	protein qnrE1 AraJ Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein Putative	site-specific	recombinase	DNA	invertase	Rac	prophage hypothetical	protein hypothetical	protein Transposase	B Two-component	system	OmpR	family,	heavy	metal	sensor	histidine	kinase	CusS hypothetical	protein Copper	resistant	protein	PcoD Copper	resistance	protein	C hypothetical	protein 100.0 21
qnrE1__122971__Salmonella_enterica hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein hypothetical	protein hypothetical	protein ATP/GTP-binding	protein	(Fragment) hypothetical	protein hypothetical	protein Copper	binding	protein	pcoe hypothetical	protein ISEc9-like qnrE1 AraJ Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein Putative	site-specific	recombinase	DNA	invertase	Rac	prophage hypothetical	protein hypothetical	protein IS5-like Copper	resistance	phosphate	regulon	response	regulatory	protein	pcoR Copper	resistant	protein	PcoD Copper	resistance	protein	C hypothetical	protein 100.0 1
qnrE1__936208__Klebsiella_quasipneumoniae qnrE1 AraJ Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein Putative	citrate	lyase Citrate	lyase	beta	subunit Predicted	hydrolase	(HAD	superfamily) Adenine/guanine	phosphoribosyltransferase ATP-grasp	domain	protein Tellurium	resistance	protein	TerZ hypothetical	protein 100.0 1
qnrE1__822964__Salmonella_enterica RelB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein MucB MucA DNA	(Cytosine-5-)-methyltransferase transposase-like hypothetical	protein Transposase ISEc9-like hypothetical	protein qnrE1 AraJ hypothetical	protein hypothetical	protein 100.0 6
qnrE1__714709__Enterobacter_mori LysR	substrate	binding	domain	protein Porin Aromatic	amino	acid	exporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Plasmid	maintenance	protein	CcdB Uncharacterised	protein Polyphosphate	kinase qnrE1 hypothetical	protein Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ATP-binding	component	of	an	ABC	superfamily	transporter ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein Alcohol	dehydrogenase,	propanol-preferring hypothetical	protein 99.5 5
qnrE1__1899584__Escherichia_coli hypothetical	protein LysR	substrate	binding	domain	protein Porin Aromatic	amino	acid	exporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Polyphosphate	kinase qnrE1 RTX-I	toxin	determinant	A	from	serotypes	1/9 AraJ Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ATP-binding	component	of	an	ABC	superfamily	transporter ABC	transporter	permease hypothetical	protein 99.5 2
qnrE1__502850__Enterobacter_cloacae Transporter,	major	facilitator	family	protein Porin	OmpC Aromatic	amino	acid	exporter hypothetical	protein hypothetical	protein Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase,	nitrate-inducible,	iron-sulfur	subunit Anaerobic	dimethyl	sulfoxide	reductase	chain	B Formate	dehydrogenase	gamma	subunit Plasmid	maintenance	protein	CcdB hypothetical	protein Polyphosphate	kinase qnrE1 Protein	AraJ AraJ hypothetical	protein hypothetical	protein Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein ABC	transporter	permease hypothetical	protein Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein Alcohol	dehydrogenase	(Fragment) Alcohol	dehydrogenase hypothetical	protein 97.2 2
qnrE1__484495__Enterobacter_sp._DC4 hypothetical	protein LysR	family	transcriptional	regulator Porin	OmpC Aromatic	amino	acid	exporter hypothetical	protein Serine	peptidase Putative	hydrolase	or	acyltransferase	of	alpha/beta	superfamily	protein Formate	dehydrogenase	gamma	subunit Polyphosphate	kinase qnrE1 MFS	transport	protein	AraJ Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein RND	family	efflux	transporter,	MFP	subunit Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein Alcohol	dehydrogenase,	propanol-preferring hypothetical	protein 94.4 4
qnrE1__562232__Enterobacter_cloacae hypothetical	protein LysR	family	transcriptional	regulator Aldehyde-activating	protein Porin Aromatic	amino	acid	exporter hypothetical	protein Serine	peptidase Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Polyphosphate	kinase qnrE1 MFS	transport	protein	AraJ Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase hypothetical	protein 94.9 1
qnrE1__614307__Enterobacter_asburiae hypothetical	protein Aldehyde-activating	protein Porin Aromatic	amino	acid	exporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Plasmid	maintenance	protein	CcdB Uncharacterised	protein Polyphosphate	kinase qnrE1 MFS	transport	protein	AraJ Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein Alcohol	dehydrogenase,	propanol-preferring hypothetical	protein 94.9 12
qnrE1__1552677__Escherichia_coli qnrE1 MFS	transport	protein	AraJ hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 94.9 2
qnrE1__669196__Enterobacter_genomosp._O hypothetical	protein Aldehyde-activating	protein Porin Aromatic	amino	acid	exporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Plasmid	maintenance	protein	CcdB hypothetical	protein Polyphosphate	kinase qnrE1 MFS	transport	protein	AraJ Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein Alcohol	dehydrogenase,	propanol-preferring hypothetical	protein 95.3 1
qnrE1__551798__Enterobacter_cloacae hypothetical	protein Aldehyde-activating	protein Porin Aromatic	amino	acid	exporter hypothetical	protein Serine	peptidase Putative	hydrolase	or	acyltransferase	of	alpha/beta	superfamily	protein Formate	dehydrogenase	gamma	subunit Plasmid	maintenance	protein	CcdB Uncharacterised	protein Polyphosphate	kinase qnrE1 MFS	transport	protein	AraJ Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein 95.8 2
qnrE1__829949__Enterobacter_huaxiensis LysR	substrate	binding	domain	protein Aldehyde-activating	protein Porin Aromatic	amino	acid	exporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Polyphosphate	kinase qnrE1 AraJ	family	protein Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase hypothetical	protein 95.3 2
qnrE1__916891__Enterobacter_sp._WCHEs120002 LysR	substrate	binding	domain	protein Porin	OmpC Aromatic	amino	acid	exporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Plasmid	maintenance	protein	CcdB Uncharacterised	protein Polyphosphate	kinase qnrE1 AraJ	family	protein Alkyl	hydroperoxide	reductase	AhpD Alkanal	monooxygenase	subunit	alpha ABC	transporter	ATP-binding	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase hypothetical	protein 91.6 1
qnrE1__1873912__Lelliottia_nimipressuralis LysR	substrate	binding	domain	protein Glutathione-dependent	formaldehyde-activating,	GFA Porin Aromatic	amino	acid	transporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Polyphosphate	kinase	2 qnrE1 Major	facilitator	superfamily	MFS	1 Alkyl	hydroperoxide	reductase	AhpD Putative	FMN-dependent	luciferase-like	monooxygenase ATP-binding	component	of	an	ABC	superfamily	transporter ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein NADH	dehydrogenase 84.9 5
qnrE1__1856556__Lelliottia_aquatilis LysR	substrate	binding	domain	protein Glutathione-dependent	formaldehyde-activating,	GFA Porin Aromatic	amino	acid	transporter Formate	dehydrogenase,	nitrate-inducible,	major	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase	gamma	subunit Polyphosphate	kinase	2 qnrE1 Major	facilitator	superfamily	MFS	1 Alkyl	hydroperoxide	reductase	AhpD Putative	FMN-dependent	luciferase-like	monooxygenase,	KPN	01858	family ATP-binding	component	of	an	ABC	superfamily	transporter ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate	binding	protein NADH	dehydrogenase 86.8 3
qnrE1__767002__Serratia_odorifera HAAAP	family	serine/threonine	permease Transcriptional	regulator,	DeoR	family Deoxyribose-phosphate	aldolase Ribokinase L-fucose:H+	symporter	permease Uncharacterised	protein PAP2	family	protein Putative	membrane	protein Ecotin Putative	hydrolase qnrE1 Non-heme	chloroperoxidase Site-specific	recombinase,	phage	integrase	family hypothetical	protein Uncharacterized	conserved	protein Bacteriophage	CI	repressor	protein Regulator Phage	regulatory	protein	CII	(CP76) Phage-like	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein 85.0 1
qnrE1__903843__Salmonella_enterica_subsp._enterica_serovar_Typhimurium qnrE1 hypothetical	protein Putative	cytoplasmic	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Secreted	effector	kinase	SteC Diguanylate	phosphodiesterase Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB 100.0 1
qnrE1__1899565__Escherichia_coli hypothetical	protein qnrE1 99.5 2
qnrE1__1855739__Enterobacter_hormaechei Cytosine-specific	methyltransferase hypothetical	protein hypothetical	protein hypothetical	protein ATP/GTP-binding	protein	(Fragment) hypothetical	protein hypothetical	protein Transcriptional	repressor	RcnR T-protein Copper	binding	protein	pcoe hypothetical	protein AraJ qnrE1 99.5 1
qnrE1__279080__Salmonella_enterica hypothetical	protein KorB hypothetical	protein KikA hypothetical	protein Probable	septum	site-determining	protein	MinC LysR	family	transcription	regulator	protein hypothetical	protein hypothetical	protein Putative	site-specific	recombinase	DNA	invertase	Rac	prophage Peptidase Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein qnrE1 100.0 1
qnrE1__729698__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein Copper	resistance	protein	C Copper	resistant	protein	PcoD hypothetical	protein Two-component	system	OmpR	family,	heavy	metal	sensor	histidine	kinase	CusS IS5-like hypothetical	protein hypothetical	protein Putative	site-specific	recombinase	DNA	invertase	Rac	prophage Peptidase Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein AraJ qnrE1 hypothetical	protein hypothetical	protein hypothetical	protein Copper	binding	protein	pcoe hypothetical	protein ATP/GTP-binding	protein	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein 100.0 15
qnrE1__975313__Salmonella_enterica hypothetical	protein Copper	resistance	protein	C Copper	resistant	protein	PcoD hypothetical	protein Two-component	system	OmpR	family,	heavy	metal	sensor	histidine	kinase	CusS Transposase	B hypothetical	protein hypothetical	protein Putative	site-specific	recombinase	DNA	invertase	Rac	prophage hypothetical	protein Alkyl	hydroperoxide	reductase	AhpD AraJ qnrE1 hypothetical	protein ISEc9-like hypothetical	protein hypothetical	protein 100.0 1
qnrE1__672756__Salmonella_enterica_subsp._enterica_serovar_Typhimurium L-Threonine	dehydratase	biosynthetic	IlvA Dihydroxy-acid	dehydratase Branched-chain-amino-acid	aminotransferase Acetolactate	synthase	isozyme	2	small	subunit Acetolactate	synthase Uncharacterized	protein	YifB UPF0438	protein	YifE hypothetical	protein qnrE1 100.0 1
qnrE1__831277__Enterobacter_mori hypothetical	protein Alcohol	dehydrogenase,	propanol-preferring ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ATP-binding	component	of	an	ABC	superfamily	transporter Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD AraJ qnrE1 Polyphosphate	kinase hypothetical	protein Plasmid	maintenance	protein	CcdB Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase,	nitrate-inducible,	major	subunit Aromatic	amino	acid	exporter Porin LysR	substrate	binding	domain	protein 98.1 1
qnrE1__787152__Lelliottia_aquatilis NADH	dehydrogenase ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ATP-binding	component	of	an	ABC	superfamily	transporter Putative	FMN-dependent	luciferase-like	monooxygenase,	KPN	01858	family Alkyl	hydroperoxide	reductase	AhpD Major	facilitator	superfamily	MFS	1 qnrE1 Polyphosphate	kinase	2 Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase,	nitrate-inducible,	major	subunit Aromatic	amino	acid	transporter Porin Glutathione-dependent	formaldehyde-activating,	GFA LysR	substrate	binding	domain	protein 86.8 4
qnrE1__505982__Lelliottia_amnigena NADH	dehydrogenase ABC	transporter	substrate	binding	protein hypothetical	protein ABC	transporter	permease ATP-binding	component	of	an	ABC	superfamily	transporter Putative	FMN-dependent	luciferase-like	monooxygenase Alkyl	hydroperoxide	reductase	AhpD Major	facilitator	superfamily	MFS	1 qnrE1 Polyphosphate	kinase	2 Formate	dehydrogenase	gamma	subunit Putative	hydrolase	or	acyltransferase	of	alpha/beta	superfamily	protein Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase,	nitrate-inducible,	major	subunit Aromatic	amino	acid	transporter Histidinol-phosphate	aminotransferase Glutathione-dependent	formaldehyde-activating,	GFA LysR	substrate	binding	domain	protein 84.9 3
qnrE1__484520__Enterobacter_sp._DC3 hypothetical	protein Alcohol	dehydrogenase,	propanol-preferring ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease RND	family	efflux	transporter,	MFP	subunit ABC	transporter	ATP-binding	protein Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD MFS	transport	protein	AraJ qnrE1 Polyphosphate	kinase Formate	dehydrogenase	gamma	subunit Putative	hydrolase	or	acyltransferase	of	alpha/beta	superfamily	protein Serine	peptidase hypothetical	protein Aromatic	amino	acid	exporter Porin	OmpC LysR	family	transcriptional	regulator hypothetical	protein 94.4 2
qnrE1__563518__Enterobacter_cloacae hypothetical	protein Alcohol	dehydrogenase,	propanol-preferring ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ABC	transporter	ATP-binding	protein Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD MFS	transport	protein	AraJ qnrE1 Polyphosphate	kinase hypothetical	protein Plasmid	maintenance	protein	CcdB Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Serine	peptidase hypothetical	protein Aromatic	amino	acid	exporter Porin Aldehyde-activating	protein hypothetical	protein 95.3 2
qnrE1__831305__Enterobacter_asburiae hypothetical	protein Alcohol	dehydrogenase,	propanol-preferring ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ABC	transporter	ATP-binding	protein Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD MFS	transport	protein	AraJ qnrE1 Polyphosphate	kinase Uncharacterised	protein Plasmid	maintenance	protein	CcdB Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase,	nitrate-inducible,	major	subunit Aromatic	amino	acid	exporter Porin Aldehyde-activating	protein hypothetical	protein 94.9 9
qnrE1__563965__Enterobacter_cloacae hypothetical	protein FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ABC	transporter	ATP-binding	protein Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD MFS	transport	protein	AraJ qnrE1 Polyphosphate	kinase Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Serine	peptidase hypothetical	protein Aromatic	amino	acid	exporter Porin Aldehyde-activating	protein LysR	family	transcriptional	regulator hypothetical	protein94.9 1
qnrE1__943833__Enterobacter_asburiae hypothetical	protein Alcohol	dehydrogenase,	propanol-preferring ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ABC	transporter	ATP-binding	protein Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD MFS	transport	protein	AraJ qnrE1 Polyphosphate	kinase Uncharacterised	protein Plasmid	maintenance	protein	CcdB Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase,	nitrate-inducible,	major	subunit Aromatic	amino	acid	exporter hypothetical	protein Porin Aldehyde-activating	protein hypothetical	protein 94.9 1

qnrE1__1602628__Enterobacter_mori hypothetical	protein Alcohol	dehydrogenase,	propanol-preferring ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ATP-binding	component	of	an	ABC	superfamily	transporter Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD AraJ qnrE1 Polyphosphate	kinase Uncharacterised	protein Plasmid	maintenance	protein	CcdB Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Formate	dehydrogenase-N	subunit	alpha Formate	dehydrogenase,	nitrate-inducible,	major	subunit Aromatic	amino	acid	exporter Porin LysR	substrate	binding	domain	protein 99.1 5
qnrE1__552732__Enterobacter_mori hypothetical	protein FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase ABC	transporter	substrate	binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease ATP-binding	component	of	an	ABC	superfamily	transporter Alkanal	monooxygenase	subunit	alpha Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein qnrE1 Polyphosphate	kinase hypothetical	protein Plasmid	maintenance	protein	CcdB Formate	dehydrogenase	gamma	subunit Formate	dehydrogenase	(Quinone-dependent)	iron-sulfur	subunit Serine	peptidase hypothetical	protein Aromatic	amino	acid	exporter Porin LysR	substrate	binding	domain	protein 99.1 2
qnrE1__1899427__Enterobacteriales_bacterium_SAP-6 Multidrug	ABC	transporter	ATP-binding	protein Glycosyl	transferase hypothetical	protein Outer	membrane	receptor	protein hypothetical	protein hypothetical	protein qnrE1 hypothetical	protein Acriflavine	resistance	protein	A Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Porin	OmpC Hydrogenase DMSO	reductase	subunit	B DMSO	reductase	subunit	A 70.1 1
qnrE1__854136__Klebsiella_pneumoniae qnrE1 hypothetical	protein Ferrous-iron	efflux	pump	FieF hypothetical	protein Antitoxin	RelB RelE	toxin Hok/Gef	family	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.1 3
qnrE1__819929__Serratia_sp._S40 Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein Cold	shock	protein Threonine	efflux	protein Uncharacterised	protein hypothetical	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein L-rhamnose	mutarotase Rhamnulose-1-phosphate	aldolase L-rhamnose	isomerase Rhamnulokinase HTH-type	transcriptional	activator	RhaS HTH-type	transcriptional	activator	RhaR L-rhamnose-proton	symporter Lactaldehyde	dehydrogenase 89.3 1
qnrE1__832387__Serratia_quinivorans hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Hydrolase Cold	shock	protein hypothetical	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	GFA L-rhamnose	mutarotase Rhamnulose-1-phosphate	aldolase L-rhamnose	isomerase Rhamnulokinase DNA-binding	transcriptional	activator,	L-rhamnose-binding HTH-type	transcriptional	activator	RhaR L-rhamnose-proton	symporter hypothetical	protein 85.5 2
qnrE1__485600__Serratia_plymuthica_NBRC_102599 hypothetical	protein Uncharacterised	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein Cold	shock	protein Threonine	efflux	protein Uncharacterised	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glucose-6-phosphate	3-dehydrogenase MocC Catabolite	control	protein	A Putative	inner	membrane	protein Colicin	transporter Hypothetical	secreted	protein hypothetical	protein hypothetical	protein 86.9 1
qnrE1__1642184__Serratia_plymuthica hypothetical	protein Uncharacterised	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Cold	shock	protein Threonine	efflux	protein Uncharacterised	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glucose-6-phosphate	3-dehydrogenase MocC Catabolite	control	protein	A Methyl	viologen	resistance	protein	SmvA hypothetical	protein Putative	inner	membrane	protein Membrane	protein hypothetical	protein Colicin	transporter hypothetical	protein 87.9 1
qnrE1__777018__Serratia_plymuthica hypothetical	protein Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock	protein Threonine	efflux	protein hypothetical	protein hypothetical	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glucose-6-phosphate	3-dehydrogenase MocC Catabolite	control	protein	A Methyl	viologen	resistance	protein	SmvA Putative	N-acetyltransferase	YsnE Putative	inner	membrane	protein Membrane	protein hypothetical	protein 87.9 2
qnrE1__748460__Serratia_plymuthica Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock	protein Threonine	efflux	protein Uncharacterised	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glucose-6-phosphate	3-dehydrogenase MocC Catabolite	control	protein	A Methyl	viologen	resistance	protein	SmvA hypothetical	protein Putative	inner	membrane	protein Membrane	protein hypothetical	protein Isocitrate	dehydrogenase 88.3 2
qnrE1__742961__Serratia_marcescens_PH1a Putrescine	importer	PuuP Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Threonine	efflux	protein qnrE1 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase Putative	membrane	protein Putative	membrane	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Protein	TolA 79.4 1
qnrE1__698661__Serratia_sp._OLAL2 Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Threonine	efflux	protein qnrE1 Putative	exported	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Putative	membrane	protein Uncharacterised	protein hypothetical	protein 80.4 6
qnrE1__1901511__Serratia_marcescens Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Uncharacterised	protein qnrE1 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Putative	membrane	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Colicin	transporter Putative	lipoprotein	YgdR Uncharacterized	lipoprotein	ygdR Universal	stress	protein	F Isocitrate	dehydrogenase	[NADP] 78.5 17
qnrE1__943730__Serratia_marcescens_subsp._sakuensis hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Uncharacterised	protein qnrE1 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase Putative	membrane	protein79.9 1
qnrE1__586787__Serratia_nematodiphila_WCU338 hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA hypothetical	protein Cold	shock-like	protein Uncharacterised	protein qnrE1 Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease hypothetical	protein LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein hypothetical	protein 79.9 1
qnrE1__1809234__Serratia_liquefaciens hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein Hydrolase Cold	shock	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glucose-6-phosphate	3-dehydrogenase Myo-inosose-2	dehydratase Transcription	regulator Uncharacterised	protein Major	facilitator	superfamily	protein Putative	inner	membrane	protein Mig-14-family	protein hypothetical	protein 87.4 1
qnrE1__749168__Serratia_liquefaciens hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein Hydrolase Cold	shock	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glucose-6-phosphate	3-dehydrogenase Myo-inosose-2	dehydratase Transcription	regulator Uncharacterised	protein hypothetical	protein Major	facilitator	superfamily	protein Putative	inner	membrane	protein hypothetical	protein Isocitrate	dehydrogenase 86.4 6
qnrE1__553160__Serratia_liquefaciens hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein Hydrolase Cold	shock	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein Glucose-6-phosphate	3-dehydrogenase Myo-inosose-2	dehydratase Transcription	regulator Uncharacterised	protein hypothetical	protein Major	facilitator	superfamily	protein Putative	inner	membrane	protein Mig-14-family	protein hypothetical	protein 86.9 3
qnrE1__696018__Serratia_proteamaculans Putrescine	importer	PuuP Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein Cold	shock	protein qnrE1 Protein	of	uncharacterised	function Uncharacterised	protein hypothetical	protein Glucose-6-phosphate	3-dehydrogenase Xylose	isomerase	domain	protein	TIM	barrel Transcriptional	regulator,	LacI	family hypothetical	protein Major	facilitator	superfamily	protein Putative	inner	membrane	protein Isocitrate	dehydrogenase	[NADP] 86.4 1
qnrE1__553096__Serratia_grimesii Putrescine	importer	PuuP Uncharacterised	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein Uncharacterised	protein Cold	shock	protein Uncharacterised	protein qnrE1 Protein	of	uncharacterised	function SMP-30/Gluconolaconase/LRE-like	region Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Glucose-6-phosphate	3-dehydrogenase Inosose	dehydratase LacI	family	transcriptional	regulator Uncharacterised	protein Yersiniabactin	synthetase,	HMWP1	component 86.9 2

qnrE1__817991__Serratia_odorifera hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Phage-like	protein Phage	regulatory	protein	CII	(CP76) Regulator Bacteriophage	CI	repressor	protein Uncharacterized	conserved	protein hypothetical	protein Site-specific	recombinase,	phage	integrase	family Non-heme	chloroperoxidase qnrE1 Putative	hydrolase Ecotin Putative	membrane	protein PAP2	family	protein Uncharacterised	protein L-fucose:H+	symporter	permease Ribokinase Deoxyribose-phosphate	aldolase Transcriptional	regulator,	DeoR	family HAAAP	family	serine/threonine	permease 85.0 3
qnrE1__1803371__Klebsiella_pneumoniae qnrE1 hypothetical	protein hypothetical	protein Methyltransferase hypothetical	protein Putative	Ca2-ATPase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 2Fe-2S	ferredoxin hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2

qnrE1__686941__Serratia_marcescens Uncharacterised	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Aldehyde-activating	protein Uncharacterised	protein qnrE1 hypothetical	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 79.9 1
qnrE1__698655__Serratia_sp._OMLW3 hypothetical	protein Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Putative	exported	protein qnrE1 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.4 9
qnrE1__943746__Serratia_nematodiphila Putative	membrane	protein Tautomerase 3-oxoacyl-ACP	reductase LysR	family	transcriptional	regulator MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase qnrE1 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 79.0 1
qnrE1__824705__Serratia_marcescens Isocitrate	dehydrogenase Universal	stress	protein	F hypothetical	protein Colicin	transporter Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase qnrE1 Uncharacterised	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 79.4 2
qnrE1__1865645__Serratia_sp._AS012438 Lactate	dehydrogenase Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Colicin	transporter Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase qnrE1 Uncharacterised	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 78.5 28
qnrE1__599360__Serratia_marcescens hypothetical	protein Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Cell	envelope	integrity	inner	membrane	protein	TolA Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Pyruvate	dehydrogenase Putative	membrane	protein Virulence-associated	protein	E hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase qnrE1 Uncharacterised	protein Hydrolase Universal	stress	protein	UspA hypothetical	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 79.4 1
qnrE1__742950__Serratia_marcescens_H1q Protein	TolA Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein Tautomerase 3-oxoacyl-ACP	reductase LysR	family	transcriptional	regulator MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase qnrE1 Threonine	efflux	protein Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Putrescine	importer	PuuP 79.4 3
qnrE1__551898__Serratia_liquefaciens_FK01 Isocitrate	dehydrogenase hypothetical	protein Putative	inner	membrane	protein Major	facilitator	superfamily	protein hypothetical	protein Uncharacterised	protein Transcription	regulator Myo-inosose-2	dehydratase Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Cold	shock	protein Hydrolase Universal	stress	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 87.4 1
qnrE1__755078__Serratia_sp._P2ACOL2 Mig-14-family	protein Putative	inner	membrane	protein Major	facilitator	superfamily	protein hypothetical	protein Uncharacterised	protein Transcription	regulator Myo-inosose-2	dehydratase Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Cold	shock	protein Hydrolase Universal	stress	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 86.9 3
qnrE1__711221__Serratia_liquefaciens_ATCC_27592 hypothetical	protein hypothetical	protein Putative	inner	membrane	protein Major	facilitator	superfamily	protein hypothetical	protein Uncharacterised	protein Transcription	regulator Myo-inosose-2	dehydratase Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Cold	shock	protein Hydrolase Universal	stress	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 86.9 8
qnrE1__844013__Serratia_grimesii Yersiniabactin	synthetase,	HMWP1	component Uncharacterised	protein LacI	family	transcriptional	regulator Inosose	dehydratase Glucose-6-phosphate	3-dehydrogenase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein SMP-30/Gluconolaconase/LRE-like	region Protein	of	uncharacterised	function qnrE1 Uncharacterised	protein Cold	shock	protein Uncharacterised	protein Universal	stress	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Uncharacterised	protein Putrescine	importer	PuuP 86.9 4
qnrE1__580235__Serratia_proteamaculans Major	facilitator	superfamily	protein L-rhamnose-proton	symporter HTH-type	transcriptional	activator	RhaR DNA-binding	transcriptional	activator,	L-rhamnose-binding Rhamnulokinase L-rhamnose	isomerase Rhamnulose-1-phosphate	aldolase L-rhamnose	mutarotase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Cold	shock	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Putrescine	importer	PuuP hypothetical	protein 85.0 1
qnrE1__710156__Serratia_proteamaculans_568 hypothetical	protein Isocitrate	dehydrogenase Membrane	protein	involved	in	colicin	uptake-like	protein Putative	inner	membrane	protein Tautomerase Short-chain	dehydrogenase/reductase	SDR Transcriptional	regulator,	LacI	family Xylose	isomerase	domain	protein	TIM	barrel Glucose-6-phosphate	3-dehydrogenase Glutathione-dependent	formaldehyde-activating	GFA Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 hypothetical	protein Cold	shock	protein Hydrolase Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 86.0 1
qnrE1__923945__Serratia_proteamaculans Protein	of	uncharacterised	function qnrE1 Cold	shock	protein Hydrolase Universal	stress	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 83.2 1
qnrE1__832383__Serratia_quinivorans hypothetical	protein hypothetical	protein Isocitrate	dehydrogenase Putative	inner	membrane	protein Major	facilitator	superfamily	protein hypothetical	protein Transcriptional	regulator,	LacI	family Xylose	isomerase	domain	protein	TIM	barrel Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Cold	shock	protein Universal	stress	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Putrescine	importer	PuuP 86.4 3

qnrE1__749793__Serratia_plymuthica_PRI-2C (S)-mandelate	dehydrogenase L-rhamnose-proton	symporter HTH-type	transcriptional	activator	RhaR HTH-type	transcriptional	activator	RhaS Rhamnulokinase L-rhamnose	isomerase Rhamnulose-1-phosphate	aldolase L-rhamnose	mutarotase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 hypothetical	protein Uncharacterised	protein Threonine	efflux	protein Cold	shock	protein Universal	stress	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 89.3 1
qnrE1__1789878__Serratia_sp._C-1 hypothetical	protein Colicin	transporter hypothetical	protein Membrane	protein Putative	inner	membrane	protein hypothetical	protein Methyl	viologen	resistance	protein	SmvA Catabolite	control	protein	A MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Uncharacterised	protein Threonine	efflux	protein Cold	shock	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Uncharacterised	protein hypothetical	protein 87.9 2
qnrE1__670496__Serratia_plymuthica hypothetical	protein hypothetical	protein Membrane	protein Putative	inner	membrane	protein hypothetical	protein Methyl	viologen	resistance	protein	SmvA Catabolite	control	protein	A MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Uncharacterised	protein Threonine	efflux	protein Cold	shock	protein hypothetical	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Alcohol	dehydrogenase	zinc-binding	domain	protein 87.4 1
qnrE1__758134__Serratia_plymuthica Zn-dependent	alcohol	dehydrogenase Putative	inner	membrane	protein hypothetical	protein Putative	N-acetyltransferase	YsnE Methyl	viologen	resistance	protein	SmvA Catabolite	control	protein	A Inosose	dehydratase Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 hypothetical	protein Uncharacterised	protein Cold	shock	protein hypothetical	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD hypothetical	protein 87.4 1
qnrE1__758005__Serratia_plymuthica Isocitrate	dehydrogenase	[NADP] Hypothetical	secreted	protein hypothetical	protein AI-2E	family	transporter	(Fragment) ABC	transporter	permease hypothetical	protein MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Uncharacterised	protein hypothetical	protein Cold	shock	protein hypothetical	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 87.4 1
qnrE1__710480__Serratia_plymuthica_AS9 Colicin	transporter hypothetical	protein Membrane	protein Putative	inner	membrane	protein Putative	membrane	protein Putative	N-acetyltransferase	YsnE Methyl	viologen	resistance	protein	SmvA Catabolite	control	protein	A MocC Glucose-6-phosphate	3-dehydrogenase Uncharacterised	protein Protein	of	uncharacterised	function qnrE1 Uncharacterised	protein Threonine	efflux	protein Cold	shock	protein hypothetical	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 87.4 3
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