
oqxA__738246__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit ATP-dependent	Clp	protease	ATP-binding	subunit	ClpX Lon	protease DNA-binding	protein	HU-beta hypothetical	protein 99.7 1
oqxA__812637__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	integrase SsrA-binding	protein Ubiquinone-binding	protein hypothetical	protein 100.0 15
oqxA__858401__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__494151__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein hypothetical	protein hypothetical	protein Transposase transposase-like SsrA-binding	protein hypothetical	protein 99.2 1
oqxA__852430__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Transposase transposase-like SsrA-binding	protein hypothetical	protein 100.0 14
oqxA__493665__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein hypothetical	protein hypothetical	protein Transposase transposase-like SsrA-binding	protein hypothetical	protein 100.0 1
oqxA__533275__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Type	I	restriction	enzyme,	S	subunit AAA	ATPase	domain-containing	protein hypothetical	protein Type	I	restriction	enzyme	M	protein 99.7 1
oqxA__668142__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein Transposase	family	protein transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Type	I	restriction	enzyme,	S	subunit AAA	ATPase	domain-containing	protein hypothetical	protein Type	I	restriction	enzyme	M	protein 99.0 1
oqxA__857566__unknown Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Protein	of	uncharacterised	function	(DUF3800) Uncharacterised	protein Uncharacterised	protein Predicted	NTPase	(NACHT	family) 100.0 2
oqxA__852446__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.7 8
oqxA__568670__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Uncharacterised	protein Membrane	protein Cell-wall	binding	lipofamily	protein Lipoprotein Uncharacterised	protein 99.7 1
oqxA__1859471__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Dipicolinate	synthase hypothetical	protein Uncharacterised	protein Membrane	protein Cell-wall	binding	lipofamily	protein Lipoprotein Uncharacterised	protein hypothetical	protein 100.0 2
oqxA__844403__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase hypothetical	protein Uncharacterised	protein Uncharacterised	protein 100.0 1
oqxA__844375__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Phage	integrase	family	site-specific	recombinase Phage	integrase	family	protein DNA-binding	protein 99.0 7
oqxA__844353__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Phage	integrase	family	site-specific	recombinase Phage	integrase	family	protein DNA-binding	protein 100.0 16
oqxA__849844__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein DNA	binding	protein Phage	integrase DNA	breaking-rejoining	enzyme Putative	tyrosine	recombinase hypothetical	protein 100.0 5
oqxA__609243__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein Uncharacterised	protein DNA	binding	protein Phage	integrase DNA	breaking-rejoining	enzyme Putative	tyrosine	recombinase hypothetical	protein 100.0 1
oqxA__854386__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Putative	DNA	binding	protein Recombinase Integrase DNA-binding	protein hypothetical	protein 100.0 3
oqxA__493130__Klebsiella_pneumoniae hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein Uncharacterised	protein Putative	DNA	binding	protein Recombinase Integrase DNA-binding	protein hypothetical	protein 100.0 1
oqxA__853834__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein DNA	binding	protein Recombinase Site-specific	recombinase,	phage	integrase	family DNA-binding	protein hypothetical	protein hypothetical	protein 100.0 2
oqxA__778850__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Transcriptional	regulator,	AlpA	family Recombinase Site-specific	recombinase,	phage	integrase	family DNA-binding	protein hypothetical	protein 100.0 8

oqxA__855001__Klebsiella_variicola 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein 5-methylcytosine-specific	restriction	enzyme	A NTP	pyrophosphatase,	house-cleaning	of	non-canonical	NTPs DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.0 1
oqxA__855059__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein 5-methylcytosine-specific	restriction	enzyme	A NTP	pyrophosphatase,	house-cleaning	of	non-canonical	NTPs DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.2 1
oqxA__697263__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 99.0 1
oqxA__1863706__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein hypothetical	protein 98.7 1
oqxA__1633657__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein Uncharacterised	protein Bacteriophage	P4,	derepression	protein Ash	family	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 98.7 2
oqxA__1599570__Klebsiella_variicola hypothetical	protein Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein 5-methylcytosine-specific	restriction	enzyme	A Gp44 Autotransporter	outer	membrane	beta-barrel	domain-containing	protein p4	phage	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 99.2 1
oqxA__507963__Klebsiella_pneumoniae Phosphoribosyl-AMP	cyclohydrolase Plasmid	mobilization	protein Transposase	family	protein transposase-like hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein ATP-dependent	endonuclease hypothetical	protein 99.2 2

oqxA__1843930__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein Protein	YjiR Inner	membrane	protein	YgaZ Predicted	membrane	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE hypothetical	protein 98.7 1
oqxA__1639465__Klebsiella_variicola hypothetical	protein Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein Protein	YjiR Inner	membrane	protein	YgaZ Predicted	membrane	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE hypothetical	protein 98.5 1
oqxA__854981__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 98.7 33
oqxA__855054__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 98.7 5
oqxA__779836__Klebsiella_sp._H-Nf2 AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein 98.5 2
oqxA__780419__Klebsiella_sp._D-Nf1 AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Glycosyl	transferase Antitoxin YeeT	family	protein DNA	repair	protein	RadC hypothetical	protein Restriction	endonuclease PF06067	domain	protein 98.7 1
oqxA__806501__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Putative	TciA/TerB-like	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) Replication	gene	A	protein 99.2 1
oqxA__772949__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Bacteriophage	CI	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) Bacteriophage	replication	protein	A 98.7 1
oqxA__494680__Klebsiella_variicola Phosphoribosyl-AMP	cyclohydrolase Plasmid	mobilization	protein Transposase	family	protein transposase-like hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18hypothetical	protein Transcriptional	regulator,	RpiR	family hypothetical	protein 98.7 2
oqxA__694032__Klebsiella_pneumoniae AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Regulatory	protein	cII Predicted	bacteriophage	proteinPutative	uncharacterized	protein	ORFC-like	in	prophage	regionCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Zinc-finger	containing	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) Replication	protein	RepC 100.0 1
oqxA__855020__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein 98.5 2
oqxA__855063__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Uncharacterized	conserved	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE hypothetical	protein 99.2 5
oqxA__1792983__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein 99.5 1
oqxA__489930__Klebsiella_variicola Phosphoribosyl-AMP	cyclohydrolase Plasmid	mobilization	protein Transposase	family	protein transposase-like hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein transposase-like TetR	family	transcriptional	regulator hypothetical	protein hypothetical	protein 99.0 3
oqxA__670473__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein NTPase hypothetical	protein DNA-binding	protein DNA	polymerase 98.7 1
oqxA__854920__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Toxin	YeeV Antitoxin DNA	repair	protein	RadC hypothetical	protein hypothetical	protein hypothetical	protein 99.2 1
oqxA__1792970__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Toxin	CbtA Mu	phage	lytic	protein	YfjZ DNA	repair	protein	RadC Antirestriction	protein	KlcA hypothetical	protein hypothetical	protein 98.7 1
oqxA__855013__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein 99.0 2
oqxA__1606942__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO OLD	family	TOPRIM	nucleotidyl	transferase/hydrolase	domain	protein DNA	helicase hypothetical	protein 98.5 2
oqxA__1791539__Klebsiella_sp._Ap-873 AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein 99.2 1
oqxA__1888809__Klebsiella_quasipneumoniae Y4yB Agmatinase DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein Peptidase	C1 Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO Mobile	element	protein 97.7 1
oqxA__749950__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Dipicolinate	synthase hypothetical	protein DUF4755	domain-containing	protein MobA/MobL	family	plasmid	mobilization	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 98.7 1
oqxA__815836__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.2 5
oqxA__1610121__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Uncharacterised	protein DNA	binding	protein Recombinase Integrase DNA-binding	protein hypothetical	protein 99.2 2
oqxA__490198__Klebsiella_variicola Phosphoribosyl-AMP	cyclohydrolase Plasmid	mobilization	protein Transposase	family	protein transposase-like hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein Uncharacterised	protein Putative	DNA	binding	protein Recombinase Site-specific	recombinase,	phage	integrase	family DNA-binding	protein hypothetical	protein 98.7 1
oqxA__789575__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Bipolar	DNA	helicase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.2 4
oqxA__1797445__Klebsiella_variicola Y4yB Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Peptidase	C1 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Nucleoside	triphosphatase,	D5	family	protein Phage	polarity	suppression	protein Putative	Ogr	family	transcription	activator GHKL	domain	protein hypothetical	protein Phosphoglycolate	phosphatase Integrase hypothetical	protein 99.0 2
oqxA__854942__unknown AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Putative	helicase Putative	helicase hypothetical	protein 99.0 3
oqxA__744438__Escherichia_coli AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Phage	T7	exclusion	protein 99.2 1

oqxA__806493__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.0 1
oqxA__490131__Klebsiella_variicola Phosphoribosyl-AMP	cyclohydrolase Plasmid	mobilization	protein Transposase	family	protein transposase-like hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein Putative	regulator hypothetical	protein 99.2 1
oqxA__764340__Klebsiella_pneumoniae Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein IS21-like hypothetical	protein p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein 100.0 1
oqxA__819693__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Appr-1-p	processing	protein hypothetical	protein DNA	primase p4	phage	protein 100.0 2
oqxA__850144__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein 100.0 235
oqxA__855738__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein 100.0 16
oqxA__851145__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 100.0 6
oqxA__861614__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.7 4
oqxA__840657__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein 5-methylcytosine-specific	restriction	enzyme	A NTP	pyrophosphatase,	house-cleaning	of	non-canonical	NTPs Bacteriophage	P4	DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Phage	capsid	and	scaffold	protein 100.0 1
oqxA__849371__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Bacteriophage	P4	DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Phage	transcriptional	activator,	Ogr/delta Phage	polarity	suppression	protein 100.0 34
oqxA__849638__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 hypothetical	protein 100.0 60
oqxA__699241__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator MATE	efflux	family	protein hypothetical	protein hypothetical	protein oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger hypothetical	protein 99.7 1
oqxA__507544__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase P4	prophage-derived	uncharacterized	protein	t2655 Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Probable	bacteriophage	capsid	protein Ogr/Delta-like	zinc	finger Phage	polarity	suppression	protein	(Psu) 99.7 1
oqxA__1603030__Klebsiella_pneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein Extracellular	repeat	protein,	HAF	family AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein Ash	family	protein Prophage	CP4-57	regulatory	family	protein Probable	bacteriophage	capsid	protein Phage	transcriptional	activator,	Ogr/delta Phage	polarity	suppression	protein 100.0 2
oqxA__841019__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Capsid	protein DNA-binding	transcriptional	regulator Polarity	suppression	protein Acetyl	xylan	esterase 99.7 1
oqxA__806547__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Bacteriophage	P4	DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Capsid	protein DNA-binding	transcriptional	regulator 100.0 6
oqxA__851995__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein Putative	CI	repressor 99.7 12
oqxA__621038__Klebsiella_pneumoniae_subsp._pneumoniae_LCT-KP214 hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein Conserved	domain	protein AP	endonuclease,	family	2 Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein 99.7 1
oqxA__706574__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein Ash	protein	family	protein 99.7 1

oqxA__843824__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Putative	phage	capsid	protein Ogr/Delta-like	zinc	finger	family	protein hypothetical	protein 100.0 4
oqxA__1603085__Klebsiella_pneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein Extracellular	repeat	protein,	HAF	family AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Putative	phage	capsid	protein Ogr/Delta-like	zinc	finger	family	protein Phage	polarity	suppression	family	protein 99.7 1

oqxA__599184__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA-binding	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 100.0 4
oqxA__846366__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein hypothetical	protein 100.0 4
oqxA__846149__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Phage	transcriptional	activator,	Ogr/delta 100.0 2
oqxA__569290__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein 3'-adenylyltransferase 99.7 1
oqxA__862776__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.5 2
oqxA__849043__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein hypothetical	protein 100.0 33
oqxA__859701__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 99.5 11
oqxA__859529__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 99.7 1
oqxA__855186__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein hypothetical	protein 100.0 6
oqxA__764197__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 99.7 2
oqxA__1804493__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein IS5-like hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 100.0 1
oqxA__726296__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 100.0 5
oqxA__532240__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Transcriptional	regulator 99.7 1
oqxA__494604__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein hypothetical	protein hypothetical	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein 100.0 1
oqxA__847217__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein Putative	regulator Prophage	CP4-57	regulatory	family	protein 100.0 9
oqxA__1605642__Klebsiella_pneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein Uncharacterised	protein Bacteriophage	P4,	derepression	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 100.0 2
oqxA__566482__Klebsiella_oxytoca Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 100.0 5
oqxA__773001__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 100.0 9
oqxA__579642__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 100.0 5
oqxA__530340__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein hypothetical	protein 99.5 3
oqxA__1900568__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein 5-methylcytosine-specific	restriction	enzyme	A NTP	pyrophosphatase,	house-cleaning	of	non-canonical	NTPs DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.7 1
oqxA__852772__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) Nucleoside	triphosphate	hydrolase 100.0 9
oqxA__855166__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 99.7 3
oqxA__748244__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein IS5-like DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.7 2
oqxA__578829__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) hypothetical	protein hypothetical	protein 100.0 13
oqxA__1633425__Klebsiella_pneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Prophage	tail	fiber	protein,	N-terminal	domain	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein Putative	regulator Prophage	CP4-57	regulatory	family	protein 100.0 1

oqxA__840819__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.7 5
oqxA__926489__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 hypothetical	protein 100.0 19
oqxA__859930__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 99.7 1
oqxA__746390__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Gamma-glutamylcyclotransferase hypothetical	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 99.5 1
oqxA__873594__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Bacteriophage	P4	DNA	primase p4	phage	protein Uncharacterised	protein Putative	regulator Prophage	CP4-57	regulatory	family	protein Putative	phage	capsid	protein DNA-binding	transcriptional	regulator 97.2 1
oqxA__493932__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein Uncharacterised	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 hypothetical	protein 96.9 1
oqxA__849990__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 100.0 51

oqxA__854046__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Nucleoside	triphosphatase,	D5	family	protein IS3-like transposase-like hypothetical	protein hypothetical	protein Phage	integrase	family	protein 100.0 4
oqxA__494698__Klebsiella_variicola_subsp._tropicalensis Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein Phage	polarity	suppression	protein hypothetical	protein hypothetical	protein Phage	integrase,	Phage	P4-associated hypothetical	protein 98.0 1
oqxA__806663__Klebsiella_variicola Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein transposase-like Transposase	IS3/IS911	family	protein hypothetical	protein ATPase SIR2-like	domain-containing	protein Integrase 99.2 1
oqxA__1858793__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein transposase-like IS3	family	element,	transposase	orfB hypothetical	protein hypothetical	protein Integrase 99.7 4
oqxA__848698__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Nucleoside	triphosphatase,	D5	family	protein Phage	polarity	suppression	protein Putative	Ogr	family	transcription	activator GHKL	domain	protein hypothetical	protein Phosphoglycolate	phosphatase Integrase 100.0 5
oqxA__1865535__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Nucleoside	triphosphatase,	D5	family	protein Phage	polarity	suppression	protein Putative	Ogr	family	transcription	activator GHKL	domain	protein hypothetical	protein Phosphoglycolate	phosphatase Integrase 100.0 10
oqxA__926703__Klebsiella_pneumoniae_subsp._pneumoniae Beta-lactamase Replicase hypothetical	protein Mobilization	protein	C Mobilization	protein	A hypothetical	protein hypothetical	protein Beta-lactamase hypothetical	protein oqxA AraC	family	transcriptional	regulator hypothetical	protein 100.0 1
oqxA__1858877__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterized	conserved	small	protein Amidophosphoribosyltransferase	(Fragment) Phage	integrase,	N-terminal hypothetical	proteinhypothetical	protein Baseplate	assembly	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__846027__Klebsiella_pneumoniae ABC	transporter,	substrate-binding	protein,	family	3 Transporter Short	chain	dehydrogenase D-3-phosphoglycerate	dehydrogenase Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterized	conserved	small	protein Amidophosphoribosyltransferase	(Fragment) Phage	integrase,	N-terminal hypothetical	proteinhypothetical	protein Baseplate	assembly	protein hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) 100.0 2
oqxA__850561__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterized	conserved	small	protein Amidophosphoribosyltransferase	(Fragment) Phage	integrase,	N-terminal hypothetical	proteinhypothetical	protein Baseplate	assembly	protein hypothetical	protein hypothetical	protein 100.0 3
oqxA__848339__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterized	conserved	small	protein Amidophosphoribosyltransferase	(Fragment) Phage	integrase,	N-terminal hypothetical	proteinhypothetical	protein Baseplate	assembly	protein hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) 100.0 271
oqxA__851554__Klebsiella_pneumoniae Putative	transcriptional	regulator	of	fimbrial	expression ABC	transporter,	substrate-binding	protein,	family	3 Transporter Short	chain	dehydrogenase D-3-phosphoglycerate	dehydrogenase Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator hypothetical	protein 100.0 4
oqxA__847933__Klebsiella_pneumoniae ABC	transporter,	substrate-binding	protein,	family	3 Transporter Short	chain	dehydrogenase D-3-phosphoglycerate	dehydrogenase Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Uncharacterised	protein IS3-like transposase-like hypothetical	protein Putative	transposase	(Fragment) 100.0 1
oqxA__852172__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein IS3	family	transposase transposase-like hypothetical	protein 100.0 4
oqxA__877995__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator,	BadM/Rrf2	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein hypothetical	protein Uncharacterised	protein Integrase	core	domain	protein IS110	family	transposase transposase-like Putative	transposase Transposase Mobile	element	protein hypothetical	protein Transposase	and	inactivated	derivatives hypothetical	protein hypothetical	protein Integrase transposase-like 79.7 2
oqxA__911618__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SIR2	family	protein 99.7 1
oqxA__846162__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Glycosyl	transferase	family	1 hypothetical	protein Calmodulin-binding	protein hypothetical	protein 100.0 6
oqxA__722440__Klebsiella_pneumoniae AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Glycosyl	transferase	family	1 hypothetical	protein Calmodulin-binding	protein hypothetical	protein 99.7 1
oqxA__847367__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Colicin	immunity	protein/pyocin	immunity	protein HNH	nuclease 100.0 1
oqxA__854924__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein CMP/dCMP	deaminase	zinc-binding transposase-like Transposase hypothetical	protein DEAD/DEAH	box	helicase	domain	protein 99.0 4
oqxA__1641361__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein CMP/dCMP	deaminase	zinc-binding transposase-like Transposase hypothetical	protein DEAD/DEAH	box	helicase	domain	protein 99.7 3
oqxA__763401__Klebsiella_quasipneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein 96.7 2
oqxA__864809__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein Transposase SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH 96.9 1
oqxA__1797428__Klebsiella_quasipneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 97.2 2
oqxA__903610__Klebsiella_quasipneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO Regulatory	protein hypothetical	protein hypothetical	protein hypothetical	protein 96.9 2
oqxA__843795__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein 3-oxoacyl-ACP	reductase MFS	family	multidrug	transport	protein Acetolactate	synthase	3	catalytic	subunit Phytanoyl-CoA	dioxygenase	(PhyH) 3-phosphoshikimate	1-carboxyvinyltransferase 96.9 14
oqxA__609602__Klebsiella_quasipneumoniae_subsp._similipneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO 3-oxoacyl-ACP	reductase MFS	family	multidrug	transport	protein Acetolactate	synthase	3	catalytic	subunit 96.7 1
oqxA__721569__Klebsiella_quasipneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein 3-oxoacyl-ACP	reductase IS1	transposase transposase-like Phage	integrase SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN 96.9 1
oqxA__764261__Klebsiella_quasipneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 97.2 5
oqxA__1635256__Klebsiella_quasipneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein CMP/dCMP	deaminase	zinc-binding Hin	recombinase Transposase ATP-dependent	OLD	family	endonuclease hypothetical	protein 96.9 1
oqxA__876575__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein transposase-like Transposase	IS3/IS911	family	protein hypothetical	protein UBA/THIF-type	NAD/FAD	binding	protein Multiubiquitin hypothetical	protein 99.5 3
oqxA__1856497__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Chromosome	partitioning	protein	ParA Integrase Putative	excisionase ATPase Uncharacterised	protein Hypothetical	prophage	protein Uncharacterized	conserved	protein Uncharacterised	protein 99.7 1
oqxA__860806__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein PRTRC	system	ParB	family	protein Uncharacterised	protein Hypothetical	prophage	protein hypothetical	protein 99.7 1
oqxA__1641739__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Integrase Putative	excisionase ATPase hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein 100.0 4
oqxA__761502__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Uncharacterised	protein ATPase hypothetical	protein hypothetical	protein Uncharacterised	protein NinC	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 3
oqxA__861845__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Integrase Uncharacterised	protein ATPase hypothetical	protein hypothetical	protein hypothetical	protein Antitoxin hypothetical	protein hypothetical	protein PRTRC	system	ParB	family	protein Uncharacterised	protein Hypothetical	prophage	protein hypothetical	protein 100.0 1
oqxA__906169__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Uncharacterised	protein hypothetical	protein Eaa	prophage	protein Uncharacterised	protein hypothetical	protein Methyltransferase hypothetical	protein Uncharacterised	protein PRTRC	system	ParB	family	protein Uncharacterised	protein hypothetical	protein 91.3 1
oqxA__847195__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Integrase Uncharacterised	protein Eaa	prophage	protein Gp43 hypothetical	protein Phosphoadenosine	phosphosulfate	reductase Uncharacterised	protein hypothetical	protein hypothetical	protein PRTRC	system	ParB	family	protein 100.0 4
oqxA__570120__Klebsiella_pneumoniae_subsp._rhinoscleromatis_SB3432 Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterized	phage-associated	protein hypothetical	protein Putative	integrase Uncharacterised	protein hypothetical	protein hypothetical	protein DNA-invertase DNA-damage-inducible	protein	I 100.0 1
oqxA__503407__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Multiple	stress	resistance	protein	BhsA DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein Uncharacterized	phage-associated	protein hypothetical	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Phage	N-6-adenine-methyltransferase hypothetical	protein Putative	phage-like	protein hypothetical	protein Uncharacterised	protein Membrane	carboxypeptidase Uncharacterised	protein hypothetical	protein 100.0 1
oqxA__931567__Klebsiella_pneumoniae Putative	dehydrogenase	YgbJ hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein AP	endonuclease,	family	2 Agmatinase hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterized	phage-associated	protein hypothetical	protein Putative	integrase Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Putative	phage-like	protein hypothetical	protein Phage	recombination	protein	Bet Uncharacterised	protein 99.1 1
oqxA__568171__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__848330__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Transcriptional	activator-regulatory	protein 100.0 14
oqxA__808372__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Phage	antirepressor	family	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein 100.0 5
oqxA__853261__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein DNA-binding	protein	Roi 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Gp20 Uncharacterised	protein Uncharacterised	protein hypothetical	protein 99.7 22
oqxA__863068__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Phage	antirepressor	family	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein 100.0 1
oqxA__1808585__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein LexA	family	transcriptional	repressor 100.0 1
oqxA__1797038__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Transcriptional	activator-regulatory	protein 100.0 2
oqxA__806092__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein LexA	family	transcriptional	repressor 99.7 1
oqxA__858787__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 100.0 4
oqxA__845779__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Predicted	transcriptional	regulator 100.0 1
oqxA__493167__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Predicted	transcriptional	regulator 99.7 1
oqxA__578519__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein DNA-binding	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Gp20 Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein 100.0 1
oqxA__853310__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein 99.7 34
oqxA__796881__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein Uncharacterised	protein DNA	polymerase	III	beta	subunit,	central	domain	protein Phage	antirepressor	family	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase hypothetical	protein 100.0 1
oqxA__857601__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein DNA-binding	protein	Roi 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 100.0 6
oqxA__750130__Klebsiella_pneumoniae hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein IS1-like-like Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein DNA-binding	protein	Roi 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 100.0 1

oqxA__506992__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein YwjB DNA	protecting	protein	DprA hypothetical	protein hypothetical	protein 100.0 1
oqxA__1834024__Salmonella_enterica_plasmid hypothetical	protein Transposase Putative	membrane	protein	YebY Streptomycin	3''-adenylyltransferase Chloramphenicol	resistance	protein Aminoglycoside	adenylyltransferase Putative	phosphoserine	phosphatase Pseudouridine	synthase hypothetical	protein TniM	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein Plasmid	replication	protein hypothetical	protein 100.0 2
oqxA__747991__Escherichia_coli_str._Sanji hypothetical	protein Membrane	protein Streptomycin	3''-adenylyltransferase QacF	protein Transposase Dihydropteroate	synthase hypothetical	protein hypothetical	protein Short-chain	alcohol	dehydrogenase hypothetical	protein IS6-like Kanamycin	resistance	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like hypothetical	protein hypothetical	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__1838451__Salmonella_enterica_plasmid Transposase	Tn3 mobility TniM	protein Ankyrin	repeat	family	protein Streptomycin	3''-adenylyltransferase Chloramphenicol	resistance	protein Aminoglycoside	adenylyltransferase Putative	phosphoserine	phosphatase Pseudouridine	synthase hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 99.7 1
oqxA__748728__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein Resolvase hypothetical	protein IS6-like ArsR	family	transcriptional	regulator IS6-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Diaminopimelate	decarboxylase Helix-turn-helix	motif Putative	plasmid-like	protein Transcriptional	regulator IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like Urf2 MerE Transcriptional	regulator	protein	MerD Alkylmercury	lyase Mercuric	reductase Periplasmic	mercury	ion-binding	protein MerT Hg(II)-responsive	transcriptional	regulator	MerR Transposase	for	insertion	sequence-like	element	IS431mec 100.0 1
oqxA__1834649__Salmonella_enterica_plasmid Ankyrin	repeat	family	protein Truncated	Class	I	integrase Dihydrofolate	reductase Aminoglycoside	adenylyltransferase Ankyrin	repeat	family	protein Orf5	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family IS6-like Transposase	(Fragment) Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein IncFII	family	plasmid	replication	initiator	RepA Negative	regulator	of	repA1 Protein	of	uncharacterised	function	(DUF2726) Uncharacterized	endonuclease Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 100.0 5
oqxA__531340__Salmonella_enterica_subsp._enterica hypothetical	protein Rifampicin	ADP-ribosylatin	transferase Chloramphenicol	acetyltransferase Beta-lactamase Putative	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Aac(3)IV hypothetical	protein hypothetical	protein Imidazole	glycerol	phosphate	synthase	subunit	hisF1 Exopolyphosphatase Zn-dependent	protease	with	chaperone	function Transposase oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__1636192__Salmonella_enterica_subsp._enterica_serovar_Indiana hypothetical	protein Phenol	hydroxylase,	P1	oxygenase	component	DmpL Transposase TetR	family	transcription	regulatory	protein RepB	protein hypothetical	protein IS91-like hypothetical	protein MFS	transporter Transposase	family	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	A7 hypothetical	protein hypothetical	protein hypothetical	protein Transposase	Tn3 100.0 1
oqxA__1834593__Salmonella_enterica_plasmid hypothetical	protein IS110-like Integrase hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein hypothetical	protein Resolvase hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Aminoglycoside	phosphotransferase Transposase	TnpA IS1294-like Cytosine-specific	methyltransferase hypothetical	protein Auxiliary	protein	Bis 99.7 2
oqxA__1834660__Salmonella_enterica_plasmid IS6-like Transposase	(Fragment) TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein Fosfomycin	resistance	protein	FosA IS6-like hypothetical	protein IS5-like Beta-lactamase	(Fragment) hypothetical	protein FipA:	fertility	inhibition	of	IncP	plasmids	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein hypothetical	protein TnpA	delta8 TniM	protein hypothetical	proteinPutative	DNA-invertase	from	lambdoid	prophage	Rac hypothetical	protein IS6-like Transposase hypothetical	protein Dihydrofolate	reductase	type	A7 Aminoglycoside	adenyltransferase 100.0 2
oqxA__1640571__Salmonella_enterica_subsp._enterica_serovar_Indiana Fosfomycin	resistance	protein	FosA Uncharacterised	protein Ankyrin	repeat	family	protein IS91-like Hca	operon	transcriptional	activator	HcaR Mobile	element	protein Ankyrin	repeat	family	protein RepA Replication	protein	RepC hypothetical	protein hypothetical	protein 3'-kinase Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	A7 Integrase/recombinase Ankyrin	repeat	family	protein Peptidoglycan	synthetase	FtsI 100.0 3
oqxA__533819__Salmonella_enterica_subsp._enterica_serovar_Indiana TnpA	(Fragment) Molecular	chaperone	GroEL hypothetical	protein 16S	rRNA	methylase	(Fragment) transposase-like hypothetical	protein Transposase	(Fragment) IS6-like Aminoglycoside	adenylyltransferase Membrane	protein Streptomycin	3''-adenylyltransferase QacF	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like Aminoglycoside	adenyltransferase hypothetical	protein Beta-carotene	15,15'-monooxygenase hypothetical	protein Branched-chain	amino	acid	ABC	transporter	permease hypothetical	protein hypothetical	protein 100.0 2
oqxA__753530__Escherichia_coli Putative	structural	injection	transglycosylase Addiction	module	toxin	RelE Antitoxin hypothetical	protein hypothetical	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like Dihydropteroate	synthase	type	1	(Fragment) QACEdelta1	(Fragment) Streptomycin	3''-adenylyltransferase DfrA1 IntI1-like TniM	protein hypothetical	protein hypothetical	protein transposase-like 99.7 1
oqxA__1836179__Escherichia_coli_plasmid hypothetical	protein PemI hypothetical	protein TaxD hypothetical	protein hypothetical	protein PI	protein Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE transposase-like Transposase KikA Nitroreductase Mrr TnpA12 hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Transposase hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein 100.0 4
oqxA__533395__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Putative	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein IS6-like hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like hypothetical	protein FipA:	fertility	inhibition	of	IncP	plasmids	protein hypothetical	protein Beta-lactamase	(Fragment) D-specific	alpha-keto	acid	dehydrogenase hypothetical	protein 99.7 1

oqxA__1623454__Klebsiella_oxytoca hypothetical	protein LysR	family	transcriptional	regulator ABC-type	amino	acid	transport/signal	transduction	system	protein ABC-type	amino	acid	transport	system Polar	amino	acid	ABC	transporter	inner	membrane	subunit Amino	acid	ABC	transporter Putative	cationic	amino	acid	transport	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family ABC	transporter	permease Polar	amino	acid	transport	system	permease	protein Amino	acid	ABC	transporter N-carbamoyl-L-amino-acid	hydrolase Aminomethyltransferase Transcriptional	regulator Protein	NifQ Nitrogenase	cofactor	biosynthesis	protein	NifB ATPase	AAA 87.7 1
oqxA__917972__Raoultella_sp._BIGb0138 MFS	transporter Hydroxyacid	dehydrogenase Sugar	phosphate	isomerases/epimerases Transcriptional	regulator,	LysR	family hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein DNA	helicase hypothetical	protein 89.0 1
oqxA__597087__Raoultella_planticola_ATCC_33531 hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) hypothetical	protein hypothetical	protein 87.5 2
oqxA__939853__Raoultella_planticola hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Cytoskeleton-binding	toxin	CbtA Cytoskeleton	bundling-enhancing	protein	CbeA Uncharacterized	protein	YkfH DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein AraC	family	transcriptional	regulator Transporter,	major	facilitator	family	protein LysR	family	transcriptional	regulator Amidohydrolase Integral	membrane	protein Gluconolaconase 87.5 2
oqxA__919077__Raoultella_planticola Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator YpjF	toxin	protein Mu	phage	lytic	protein	YfjZ YeeT	family	protein DNA	repair	protein Phage	antirestriction	protein PF06067	domain	protein Putative	cytoplasmic	protein Uncharacterised	protein hypothetical	protein Putative	exported	protein Transcriptional	regulator Putative	GTPase hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein 87.5 1
oqxA__832377__Raoultella_planticola Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Putative	site	specific	recombinase Putative	enzyme	Integration,	recombination	(Phage	or	Prophage	Related) DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Lipoprotein hypothetical	protein 87.2 1
oqxA__866499__Raoultella_planticola Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Phage	integrase	family	site-specific	recombinase Phage	integrase	family	protein DNA-binding	protein hypothetical	protein Membrane	protein Cell-wall	binding	lipofamily	protein Lipoprotein Uncharacterised	protein 87.2 1
oqxA__1801181__Raoultella_planticola hypothetical	protein Xylose	isomerase	domain-containing	protein hypothetical	protein MFS	transporter Hydroxyacid	dehydrogenase Sugar	phosphate	isomerases/epimerases LysR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein AraC	family	transcriptional	regulator Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Phage	integrase	family	site-specific	recombinase hypothetical	protein Phage	integrase	family	protein DNA-binding	protein hypothetical	protein hypothetical	protein Membrane	protein Cell-wall	binding	lipofamily	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 90.1 1
oqxA__865542__Raoultella_planticola Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator SsrA-binding	protein Ubiquinone-binding	protein UPF0125	protein	HMPREF9694	01973 Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE CBS/transporter	associated	domain	protein Predicted	inner	membrane	protein Signal	recognition	particle	protein 87.2 3
oqxA__767003__Raoultella_planticola Phosphoglycerate	transporter	protein Xylose	isomerase	domain-containing	protein MFS	transporter SGNH	family	esterase	protein Sugar	phosphate	isomerases/epimerases LysR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator SsrA-binding	protein Ubiquinone-binding	protein UPF0125	protein	HMPREF9694	01973 Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE CBS/transporter	associated	domain	protein Predicted	inner	membrane	protein Signal	recognition	particle	protein 87.5 5
oqxA__490101__Raoultella_planticola Phosphoglycerate	transporter	protein Xylose	isomerase	domain-containing	protein MFS	transporter SGNH	family	esterase	protein Sugar	phosphate	isomerases/epimerases LysR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator IS3-like transposase-like DNA	helicase hypothetical	protein Prophage	CP4-57	integrase SsrA-binding	protein Ubiquinone-binding	protein UPF0125	protein	HMPREF9694	01973 Outer	membrane	protein	assembly	factor	BamE 87.5 1
oqxA__754286__Raoultella_sp._X13 hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase Toxin Antitoxin Uncharacterized	protein	YkfH UPF0758	protein	YfjY Antirestriction	protein Bacterial	protein	of	uncharacterised	function	(DUF905) hypothetical	protein hypothetical	protein 87.5 1
oqxA__1872083__Raoultella_ornithinolytica hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase hypothetical	protein Toxin	CbtA DNA	repair	protein	RadC hypothetical	protein hypothetical	protein IS5	family	transposase 87.5 1
oqxA__502466__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein Transcriptional	regulator hypothetical	protein N-acyl-D-amino-acid	deacylase oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin	CbtA Mu	phage	lytic	protein	YfjZ DNA	repair	protein	RadC Antirestriction	protein	KlcA Uncharacterised	protein Uncharacterised	protein 87.5 1
oqxA__873678__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase DNA-binding	protein hypothetical	protein hypothetical	protein 87.5 1
oqxA__529711__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase hypothetical	protein DNA	polymerase	V	subunit	UmuC hypothetical	protein Uncharacterised	ACR,	COG2135 hypothetical	protein 87.5 1
oqxA__1863680__Raoultella_ornithinolytica hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase hypothetical	protein Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase DUF4760	domain-containing	protein Integrase Putative	excisionase ATPase 87.5 2
oqxA__931512__Raoultella_planticola hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase Response	regulator	receiver	protein hypothetical	protein hypothetical	protein 87.5 1
oqxA__748941__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase YpjF	toxin	protein DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) UPF0380	protein	yafZ hypothetical	protein Protein	of	uncharacterised	function	(DUF3296) 87.5 1
oqxA__1639437__Raoultella_ornithinolytica hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase hypothetical	protein Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase NIPSNAP	family	protein Dipicolinate	synthase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein 87.5 1
oqxA__818234__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Phage	integrase	family	site-specific	recombinase 87.5 2
oqxA__552947__Raoultella_ornithinolytica 5-formyltetrahydrofolate	cyclo-ligase Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein 87.2 1
oqxA__1797450__Raoultella_ornithinolytica hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase hypothetical	protein Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase hypothetical	protein 87.5 2
oqxA__791742__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase hypothetical	protein Conjugal	transfer	ATPase	TrbE 87.5 3
oqxA__507003__Raoultella_ornithinolytica Putative	cytoplasmic	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase hypothetical	protein hypothetical	protein Putative	transposase	of	insertion	sequence	ISRm19	protein 87.5 2
oqxA__827663__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase hypothetical	protein hypothetical	protein hypothetical	protein 87.5 8
oqxA__791721__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase 5-methylcytosine-specific	restriction	enzyme	A Gp44 87.5 2
oqxA__575723__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase Putative	phage	capsid	protein Ogr/Delta-like	zinc	finger	family	protein Phage	polarity	suppression	family	protein Acetyl	xylan	esterase ABC	transporter hypothetical	protein 87.5 1
oqxA__758018__Raoultella_planticola hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase 3-demethylubiquinone-9	3-methyltransferase MFS	transporter hypothetical	protein Glucokinase hypothetical	protein hypothetical	protein 87.2 1
oqxA__525418__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase BH0841	protein MFS	transporter hypothetical	protein Glucokinase hypothetical	protein Reverse	transcriptase	(RNA-dependent	DNA	polymerase) hypothetical	protein hypothetical	protein 87.5 1
oqxA__1639904__Raoultella_ornithinolytica hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase hypothetical	protein Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase Site-specific	DNA	methylase Predicted	ATP-binding	protein	involved	in	virulence hypothetical	protein 87.5 1
oqxA__777131__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator 5-hydroxyisourate	hydrolase MFS	transporter hypothetical	protein Glucokinase SsrA-binding	protein Ubiquinone-binding	protein UPF0125	protein	HMPREF9694	01973 Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN 87.5 8
oqxA__533848__Raoultella_electrica Uncharacterised	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Type	IV	secretion	protein	Rhs hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein PAAR	repeat-containing	protein hypothetical	protein hypothetical	protein 86.7 1
oqxA__779849__Raoultella_sp._T31 hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein DNA-binding	protein Yp42;	ORF	74,	len IS630-like Integrase	(Fragment) Transcriptional	regulator,	TetR	family	protein Protein	yhdH 87.0 1
oqxA__594844__Raoultella_planticola Phosphoglycerate	transporter	protein Xylose	isomerase	domain-containing	protein MFS	transporter SGNH	family	esterase	protein Sugar	phosphate	isomerases/epimerases LysR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Toxin YagB/YeeU/YfjZ	family	protein Uncharacterized	protein	YkfH UPF0758	protein	YkfG Antirestriction	protein Bacterial	protein	of	uncharacterised	function	(DUF905) hypothetical	protein hypothetical	protein Uncharacterised	protein Transcriptional	regulator Phage	protein hypothetical	protein NgrB	family	protein hypothetical	protein hypothetical	protein 87.5 1
oqxA__502456__Raoultella_ornithinolytica hypothetical	protein Xylose	isomerase	domain-containing	protein MFS	transporter SGNH	family	esterase	protein Sugar	phosphate	isomerases/epimerases LysR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein DNA	primase,	phage/plasmid p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 hypothetical	protein Phage	polarity	suppression	protein hypothetical	protein hypothetical	protein 87.2 1
oqxA__599451__Raoultella_planticola Xylose	isomerase	domain-containing	protein MFS	transporter SGNH	family	esterase	protein Sugar	phosphate	isomerases/epimerases LysR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Transposase Integrase	catalytic	region Transposase	family	protein hypothetical	protein transposase-like hypothetical	protein hypothetical	protein Integrase Phage	repressor	protein	cI Putative	phage	regulatory	protein Regulatory	protein	cII Predicted	bacteriophage	protein 87.5 1
oqxA__490064__Raoultella_planticola hypothetical	protein Xylose	isomerase	domain-containing	protein MFS	transporter SGNH	family	esterase	protein Sugar	phosphate	isomerases/epimerases LysR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Site-specific	DNA	methylase Predicted	ATP-binding	protein	involved	in	virulence Integrase Uncharacterised	protein ATPase Uncharacterised	protein Hypothetical	prophage	protein Uncharacterized	conserved	protein Phage	protein Repressor Regulatory	protein Putative	prophage	DNA-binding	protein hypothetical	protein 87.5 1
oqxA__491583__Raoultella_terrigena Protein	GrpE Chromosome-partitioning	protein	Spo0J DNA	repair	protein	RecN Enterocin	A	Immunity UPF0125	protein	TE10	21575 Ubiquinone-binding	protein SsrA-binding	protein Putative	transposase Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO hypothetical	protein Phosphoglycerate	mutase 5'-nucleotidase DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Sodium	ABC	transporter	ATP-binding	protein 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein 88.5 1
oqxA__1860693__Raoultella_terrigena hypothetical	protein hypothetical	protein Uncharacterised	protein Serine/threonine-protein	kinase	PrkC hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO Porin Phosphoglycerate	mutase 5'-nucleotidase DNA-binding	transcriptional	regulator,	LysR	family Agmatinase Xylose	isomerase 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein 88.5 1
oqxA__502443__Raoultella_terrigena Prophage	CP4-57	regulatory	family	protein Ash-like/host	cell	division	inhibitor	Icd-like	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein hypothetical	protein Putative	transposase hypothetical	protein hypothetical	protein hypothetical	protein oqxA Serine	protein	kinase	RIO Porin Phosphoglycerate	mutase 5'-nucleotidase DNA-binding	transcriptional	regulator,	LysR	family Agmatinase Sodium	ABC	transporter	ATP-binding	protein 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein 88.5 1
oqxA__747878__Raoultella_ornithinolytica Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO Porin Phosphoglycerate	mutase 5'-nucleotidase DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Sodium	ABC	transporter	ATP-binding	protein 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein 88.5 1

oqxA__699701__Raoultella_terrigena Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE UPF0125	protein	TE10	21575 Ubiquinone-binding	protein SsrA-binding	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO Sugar	phosphate	isomerases/epimerases Hydroxyacid	dehydrogenase MFS	transporter Xylose	isomerase	domain-containing	protein hypothetical	protein 88.2 1
oqxA__919031__Raoultella_sp._BIGb0149 Sporadically	distributed,	TIGR04141	family	protein His-Xaa-Ser	repeat	protein	HxsA His-Xaa-Ser	system	radical	SAM	maturase	HxsC Coenzyme	PQQ	synthesis	protein	E Radical	SAM	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO Sugar	phosphate	isomerases/epimerases Hydroxyacid	dehydrogenase MFS	transporter Xylose	isomerase	domain-containing	protein hypothetical	protein 88.5 3
oqxA__1610973__Raoultella_sp._18073 hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO Sugar	phosphate	isomerases/epimerases hypothetical	protein 88.5 4
oqxA__827753__Raoultella_terrigena Arsenical-resistance	protein Rhamnogalacturonide	transporter	RhiT Uronate	isomerase Mannonate	dehydratase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO Sugar	phosphate	isomerases/epimerases Hydroxyacid	dehydrogenase MFS	transporter Xylose	isomerase	domain-containing	protein Transketolase	1 Transaldolase Ribose-5-phosphate	isomerase 88.7 4
oqxA__1896866__Raoultella_sp._10-1 D-mannonate	oxidoreductase Rhamnogalacturonide	transporter	RhiT Uronate	isomerase Mannonate	dehydratase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Serine	protein	kinase	RIO Sugar	phosphate	isomerases/epimerases Hydroxyacid	dehydrogenase MFS	transporter Xylose	isomerase	domain-containing	protein Transketolase	1 Transaldolase hypothetical	protein 88.5 2

oqxA__1877517__Enterobacter_sp._Cy-643 DNA-binding	transcriptional	regulator,	LysR	family Nitroreductase O-acetylserine/cysteine	export	protein	EamA AraC	family	transcriptional	regulator Uncharacterised	protein Chaperone	modulatory	protein	CbpM Curved	DNA-binding	protein hypothetical	protein Transcriptional	regulator,	BadM/Rrf2	family Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein hypothetical	protein ABC	transporter	family	protein Colicin	V	secretion	protein	CvaA Endoribonuclease GNAT	family	acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein Membrane	fusion	protein,	adhesin	transport	system 86.0 1
oqxA__1877511__Enterobacter_sp._Ap-916 Adenosine	deaminase O-acetylserine/cysteine	export	protein	EamA AraC	family	transcriptional	regulator Uncharacterised	protein Chaperone	modulatory	protein	CbpM Curved	DNA-binding	protein Toxin-antitoxin	system,	antitoxin	component Acetyltransferase hypothetical	protein Transcriptional	regulator,	BadM/Rrf2	family CRISPR-associated	endonuclease	Cas9 oqxA Right	origin-binding	protein hypothetical	protein hypothetical	protein ABC	transporter	family	protein Colicin	V	secretion	protein	CvaA Endoribonuclease hypothetical	protein hypothetical	protein hypothetical	protein 85.7 2
oqxA__1877514__Enterobacter_sp._Ap-1006 Nitroreductase O-acetylserine/cysteine	export	protein	EamA AraC	family	transcriptional	regulator Uncharacterised	protein Chaperone	modulatory	protein	CbpM Curved	DNA-binding	protein Toxin-antitoxin	system,	antitoxin	component Acetyltransferase hypothetical	protein Transcriptional	regulator,	BadM/Rrf2	family Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein ABC	transporter	family	protein Colicin	V	secretion	protein	CvaA Endoribonuclease hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 85.7 1
oqxA__1889838__Enterobacteriaceae_bacterium_RIT693 hypothetical	protein hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Nitroreductase	family	protein Putative	acetyltransferase Uncharacterised	protein Chaperone	modulatory	protein	CbpM Curved	DNA-binding	protein Toxin-antitoxin	system	protein Acetyltransferase Transcriptional	regulator,	BadM/Rrf2	family Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Endoribonuclease GNAT	family	acetyltransferase hypothetical	protein 85.7 1
oqxA__747427__Cedecea_neteri Dihydroflavonol-4-reductase Antitoxin DNA-binding	transcriptional	regulator,	LysR	family Nitroreductase Putative	exported	protein Chaperone	modulatory	protein	CbpM Curved	DNA-binding	protein Toxin-antitoxin	system,	antitoxin	component Acetyltransferase Transcriptional	regulator,	BadM/Rrf2	family Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Endoribonuclease GNAT	family	acetyltransferase hypothetical	protein transposase-like Transposase hypothetical	protein Membrane	fusion	protein,	adhesin	transport	system Putative	ATP-binding	component	of	a	type	I	secretion	protein 85.7 1
oqxA__529499__Cedecea_neteri hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Nitroreductase Putative	exported	protein Chaperone	modulatory	protein	CbpM Curved	DNA-binding	protein Toxin-antitoxin	system,	antitoxin	component Acetyltransferase hypothetical	protein Transcriptional	regulator,	BadM/Rrf2	family Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Endoribonuclease GNAT	family	acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase hypothetical	protein 85.7 3
oqxA__758024__Cedecea_lapagei Nitroreductase O-acetylserine/cysteine	export	protein	EamA AraC	family	transcriptional	regulator Uncharacterised	protein Chaperone	modulatory	protein	CbpM Curved	DNA-binding	protein Toxin-antitoxin	system,	antitoxin	component Acetyltransferase hypothetical	protein Transcriptional	regulator,	BadM/Rrf2	family Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Endoribonuclease GNAT	family	acetyltransferase hypothetical	protein MTH538	TIR-like	domain Membrane	fusion	protein,	adhesin	transport	system Leukotoxin	translocation	ATP-binding	protein	LktB Type	I	secretion	outer	membrane	protein,	TolC	family hypothetical	protein 86.0 1
oqxA__826234__Citrobacter_farmeri hypothetical	protein Ribose	ABC	transporter	permease Transcriptional	regulator,	RpiR	family Ribokinase Methyl-accepting	chemotaxis	protein	I Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	MarA Putative	GntR	family	transcriptional	regulator Deoxyribose-phosphate	aldolase hypothetical	protein hypothetical	protein Transcriptional	regulator PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Dihydroxyacetone	kinase PTS-dependent	dihydroxyacetone	kinase,	phosphotransferase	subunit	DhaM 89.3 1
oqxA__1799642__Citrobacter_farmeri hypothetical	protein Cytosine-specific	methyltransferase Uncharacterised	protein Methyl-accepting	chemotaxis	protein	I Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	MarA Putative	GntR	family	transcriptional	regulator Deoxyribose-phosphate	aldolase hypothetical	protein hypothetical	protein Transcriptional	regulator PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Dihydroxyacetone	kinase PTS-dependent	dihydroxyacetone	kinase,	phosphotransferase	subunit	DhaM 89.0 1
oqxA__509321__Citrobacter_farmeri hypothetical	protein Putative	ubiquinol-cytochrome	c	reductase	cytochrome	c1	subunit Uncharacterized	protein	YchH Peptidyl-tRNA	hydrolase Ribosome-binding	ATPase	YchF Methyl-accepting	chemotaxis	protein	I Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	MarA Putative	GntR	family	transcriptional	regulator Deoxyribose-phosphate	aldolase hypothetical	protein hypothetical	protein Transcriptional	regulator PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Dihydroxyacetone	kinase PTS-dependent	dihydroxyacetone	kinase,	phosphotransferase	subunit	DhaM 89.0 2
oqxA__654484__Trabulsiella_odontotermitis Putative	flavoredoxin Peptide	chain	release	factor	2 Lysine--tRNA	ligase YgeR	family	lipoprotein Transposase Uncharacterised	protein AraC	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator TetR	family	transcriptional	regulator Oxidoreductase NADP	oxidoreductase	coenzyme	F420-dependent Transcriptional	regulator,	LysR	family 4-hydroxybenzoate	transporter Gentisate	1,2-dioxygenase 5-carboxymethyl-2-hydroxymuconate	isomerase Maleylacetoacetate	isomerase N-hydroxybenzoate	hydroxylase NAD-dependent	malic	enzyme 91.3 4
oqxA__1633635__Kosakonia_sp._MUSA4 AraC	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Polyisoprenoid-binding	protein	YceI Transmembrane	transcriptional	regulator	(Anti-sigma	factor	RsiW) RNA	polymerase	sigma	factor,	sigma-70	family TPR	repeat-containing	protein Cytochrome	B Glutathione	peroxidase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator Polygalacturonase hypothetical	protein Chorismate	mutase Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Uncharacterized	conserved	protein,	Ntn-hydrolase	superfamily Acetylornithine	deacetylase Polyamine-transporting	ATPase NAD(P)H-quinone	oxidoreductase Glutathione	S-transferase 3-dehydroquinate	dehydratase 91.0 1
oqxA__1842153__Kosakonia_sp._MH5 Permease	of	the	drug/metabolite	transporter	(DMT)	superfamily Protein	N-acetyltransferase,	RimJ/RimL	family Efflux	transporter	periplasmic	adaptor	subunit hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator Polygalacturonase hypothetical	protein Chorismate	mutase Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Uncharacterized	conserved	protein,	Ntn-hydrolase	superfamily Acetylornithine	deacetylase Polyamine-transporting	ATPase NAD(P)H-quinone	oxidoreductase Glutathione	S-transferase 3-dehydroquinate	dehydratase 92.6 2
oqxA__525843__Kosakonia_radicincitans Permease	of	the	drug/metabolite	transporter	(DMT)	superfamily Protein	N-acetyltransferase,	RimJ/RimL	family Efflux	transporter	periplasmic	adaptor	subunit hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator Polygalacturonase hypothetical	protein Chorismate	mutase Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Uncharacterized	conserved	protein,	Ntn-hydrolase	superfamily Acetylornithine	deacetylase Polyamine-transporting	ATPase NAD(P)H-quinone	oxidoreductase Glutathione	S-transferase 3-dehydroquinate	dehydratase 92.3 1
oqxA__722719__Kosakonia_pseudosacchari Polyketide	cyclase Endoribonuclease	L-PSP GCN5	family	acetyltransferase Glyoxalase hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Short-chain	dehydrogenase/reductase	SDR hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Polygalacturonase hypothetical	protein hypothetical	protein Chorismate	mutase Phosphate	starvation-inducible	protein	PhoH Deferrochelatase/peroxidase	EfeB Iron	uptake	system	component	EfeO High-affinity	iron	transporter hypothetical	protein 92.3 1
oqxA__812161__Kosakonia_sp._AG348 hypothetical	protein Biotin-protein	ligase,	N	terminal Protease hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Short-chain	dehydrogenase/reductase	SDR hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Polygalacturonase hypothetical	protein hypothetical	protein Chorismate	mutase Phosphate	starvation-inducible	protein	PhoH Deferrochelatase/peroxidase	EfeB Iron	uptake	system	component	EfeO High-affinity	iron	transporter hypothetical	protein 91.6 2
oqxA__1825092__Kosakonia_sacchari hypothetical	protein Biotin-protein	ligase,	N	terminal Protease DNA-binding	transcriptional	regulator,	LysR	family Short-chain	dehydrogenase/reductase	SDR hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Lactate	permease Putative	dehydrogenase	subunit Amino	acid	dehydrogenase Lactate	utilization	protein	C Polygalacturonase hypothetical	protein Chorismate	mutase 91.6 2
oqxA__749948__Kosakonia_sacchari Endoribonuclease	L-PSP GCN5	family	acetyltransferase Glyoxalase Biotin-protein	ligase,	N	terminal hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Short-chain	dehydrogenase/reductase	SDR hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Lactate	permease Putative	dehydrogenase	subunit Amino	acid	dehydrogenase Lactate	utilization	protein	C Polygalacturonase hypothetical	protein Chorismate	mutase 91.6 1

oqxA__552174__Enterobacteriaceae_bacterium_UBA4757 Chromate	transporter Hydrolase TetR	family	transcriptional	regulator AraC	family	transcriptional	regulator Dehydrogenase Outer	membrane	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Flavohemoprotein Chloramphenicol	acetyltransferase Putative	acetyltransferase hypothetical	protein Cytochrome	b(N-terminal)/b6/petB High-affinity	choline	transporter NahR 87.2 2
oqxA__752046__Enterobacteriaceae_bacterium_ENNIH3 Exported	solute-binding	protein Glutamine	ABC	transporter	permease ABC	transporter Acyl-CoA:6-aminopenicillanic	acid	acyl-transferase Protein	N-acetyltransferase,	RimJ/RimL	family Chloramphenicol	acetyltransferase hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Short-chain	dehydrogenase hypothetical	protein hypothetical	protein Putative	glutathione	S-transferase hypothetical	protein Phage	tail	protein	(Fragment) hypothetical	protein hypothetical	protein 90.5 1
oqxA__932302__uncultured_Enterobacteriaceae_bacterium Uncharacterised	protein Protein	N-acetyltransferase,	RimJ/RimL	family hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Short-chain	dehydrogenase hypothetical	protein hypothetical	protein 90.5 1
oqxA__806945__Grimontella_sp._AG753 hypothetical	protein hypothetical	protein Amidophosphoribosyltransferase Uncharacterized	conserved	small	protein Protein	N-acetyltransferase,	RimJ/RimL	family hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Short-chain	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein Putative	glutathione	S-transferase Putative	oxidoreductase DNA-binding	transcriptional	regulator,	LysR	family LysR	family	transcriptional	regulator hypothetical	protein 90.5 1
oqxA__552186__Enterobacteriaceae_bacterium_UBA4747 Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Transcriptional	regulator,	TetR	family hypothetical	protein GNAT	family	N-acetyltransferase hypothetical	protein Protein	N-acetyltransferase,	RimJ/RimL	family Uncharacterised	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Short-chain	dehydrogenase Putative	cell-wall	binding	lipoprotein hypothetical	protein Putative	glutathione	S-transferase Putative	oxidoreductase DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein hypothetical	protein 90.8 1
oqxA__551697__Enterobacteriaceae_bacterium_UBA2606 Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Transcriptional	regulator,	TetR	family hypothetical	protein GNAT	family	N-acetyltransferase hypothetical	protein Protein	N-acetyltransferase,	RimJ/RimL	family Uncharacterised	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Short-chain	dehydrogenase Putative	cell-wall	binding	lipoprotein hypothetical	protein Putative	glutathione	S-transferase Putative	oxidoreductase DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein hypothetical	protein 90.8 1

oqxA__917608__Lelliottia_amnigena hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA Diacetyl	reductase	[(S)-acetoin	forming] Acetolactate	synthase,	catabolic Alpha-acetolactate	decarboxylase Transcriptional	regulator LysR	family	transcriptional	regulator Oxidoreductase Transcriptional	regulator Galactoside	permease hypothetical	protein 91.0 1
oqxA__485402__Lelliottia_amnigena_NBRC_105700 hypothetical	protein hypothetical	protein Type	V	secretion	system	autotransporter hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA Diacetyl	reductase	[(S)-acetoin	forming] Acetolactate	synthase,	catabolic Alpha-acetolactate	decarboxylase Transcriptional	regulator LysR	family	transcriptional	regulator Oxidoreductase Transcriptional	regulator Galactoside	permease hypothetical	protein 90.5 2
oqxA__785413__Enterobacter_ludwigii Leucine	efflux	protein Acetyltransferase,	GNAT	family Uncharacterised	protein Deoxygluconate	dehydrogenase Glutathione	peroxidase Predicted	membrane	protein Inner	membrane	protein	YgaZ YjiR Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA YusZ YqhC YidB YgaU Membrane	protein Protein	of	uncharacterised	function	(DUF1656) YhcP YeaM 2-dehydropantoate	2-reductase Putative	glutamate--cysteine	ligase	2 hypothetical	protein 91.0 6
oqxA__1866679__Enterobacter_ludwigii hypothetical	protein hypothetical	protein Uncharacterised	protein Deoxygluconate	dehydrogenase Glutathione	peroxidase Predicted	membrane	protein Inner	membrane	protein	YgaZ YjiR Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA YusZ YqhC YidB YgaU Membrane	protein Protein	of	uncharacterised	function	(DUF1656) YhcP YeaM 2-dehydropantoate	2-reductase Putative	glutamate--cysteine	ligase	2 hypothetical	protein 91.0 9
oqxA__563123__Enterobacter_cloacae hypothetical	protein Acetyltransferase,	GNAT	family Uncharacterised	protein Deoxygluconate	dehydrogenase Glutathione	peroxidase Predicted	membrane	protein Inner	membrane	protein	YgaZ YjiR Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA YusZ YqhC YidB YgaU Membrane	protein Protein	of	uncharacterised	function	(DUF1656) YhcP YeaM 2-dehydropantoate	2-reductase Putative	glutamate--cysteine	ligase	2 hypothetical	protein 91.0 1
oqxA__1866489__Enterobacter_ludwigii hypothetical	protein Metallophosphoesterase Leucine	efflux	protein Acetyltransferase,	GNAT	family Uncharacterised	protein Deoxygluconate	dehydrogenase Glutathione	peroxidase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA YusZ YqhC YidB YgaU Sensor	hybrid	histidine	kinase hypothetical	protein hypothetical	protein hypothetical	protein 91.0 2
oqxA__831132__Enterobacter_ludwigii hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Deoxygluconate	dehydrogenase Glutathione	peroxidase Predicted	membrane	protein Inner	membrane	protein	YgaZ YjiR Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA YusZ YqhC YidB YgaU Sensor	hybrid	histidine	kinase hypothetical	protein hypothetical	protein hypothetical	protein 91.0 11
oqxA__506686__Enterobacter_cloacae hypothetical	protein hypothetical	protein Uncharacterised	protein Deoxygluconate	dehydrogenase Glutathione	peroxidase Predicted	membrane	protein Inner	membrane	protein	YgaZ YjiR Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	marA YusZ YqhC YidB YgaU Sensor	hybrid	histidine	kinase hypothetical	protein hypothetical	protein hypothetical	protein 91.0 6
oqxA__496330__Klebsiella_oxytoca Histidine	phosphatase Blasticidin	S-acetyltransferase Leucine	efflux	protein Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Steroid	delta-isomerase PF04239	family	protein Uncharacterized	DUF3290	family	protein Peptidyl-dipeptidase	dcp hypothetical	protein 90.3 2
oqxA__752769__Klebsiella_oxytoca Histidine	phosphatase Alpha/beta	hydrolase Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein hypothetical	protein Steroid	delta-isomerase PF04239	family	protein Uncharacterized	DUF3290	family	protein Peptidyl-dipeptidase	dcp hypothetical	protein 90.5 1
oqxA__865284__Klebsiella_oxytoca hypothetical	protein Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ hypothetical	protein 90.3 9
oqxA__1808703__Klebsiella_oxytoca LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR hypothetical	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ hypothetical	protein 90.3 6
oqxA__1888998__Klebsiella_oxytoca Transcriptional	regulatory	protein,	C-terminal	domain	protein Alpha/beta	hydrolase Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ Lipoprotein 90.8 3
oqxA__931495__Klebsiella_oxytoca Alpha/beta	hydrolase Transcriptional	regulator,	AraC	family NAD-dependent	glyceraldehyde-3-phosphate	dehydrogenase Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein IS5-like Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ Uncharacterized	protein	YdbJ 91.0 1
oqxA__645678__Klebsiella_oxytoca_10-5248 hypothetical	protein hypothetical	protein Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ hypothetical	protein 90.5 4
oqxA__758099__Klebsiella_oxytoca Histidine	phosphatase Uncharacterised	protein Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ hypothetical	protein 90.3 11
oqxA__931498__Klebsiella_oxytoca hypothetical	protein Transcriptional	regulator,	AraC	family NAD-dependent	glyceraldehyde-3-phosphate	dehydrogenase hypothetical	protein Uncharacterised	protein ISVsa5-like hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ Lipoprotein 90.5 1
oqxA__608776__Klebsiella_oxytoca Putative	exported	protein Oligogalacturonate-specific	porin	protein	(KdgM) Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ hypothetical	protein 90.5 6
oqxA__1864905__Klebsiella_oxytoca hypothetical	protein hypothetical	protein Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ Lipoprotein hypothetical	protein 90.8 2
oqxA__565567__Klebsiella_oxytoca Cytoplasmic	protein hypothetical	protein Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Phenylacetaldehyde	dehydrogenase Transcriptional	activator	FeaR YdbL	protein Lipoprotein Dicarboxylate	transport Alkaline	phosphatase D-lactate	dehydrogenase Heat	shock	protein	HslJ Lipoprotein hypothetical	protein 90.3 4
oqxA__526950__Klebsiella_oxytoca ABC	transporter	permease Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family hypothetical	protein Transposase ISCro1-like 3-oxoacyl-[acyl-carrier	protein]	reductase DNA-binding	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	tail	protein Phage	tail	protein Bacteriophage	protein	GP48 Phage	baseplate	protein GP46	family	protein Phage	baseplate	protein Phage	tail	protein DNA	circulation	family	protein 90.8 1
oqxA__823026__Klebsiella_michiganensis Uncharacterised	protein Acetyltransferase Transcriptional	regulator Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Cytochrome	b561 Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Diguanylate	cyclase Phytanoyl-CoA	dioxygenase	PhyH hypothetical	protein 90.8 2
oqxA__777515__Klebsiella_michiganensis Acetyltransferase Transcriptional	regulator Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family 3-oxoacyl-[acyl-carrier	protein]	reductase DNA-binding	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Diguanylate	cyclase Phytanoyl-CoA	dioxygenase	PhyH hypothetical	protein 91.0 20
oqxA__786240__Klebsiella_oxytoca Acetyltransferase Transcriptional	regulator Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family 3-oxoacyl-[acyl-carrier	protein]	reductase DNA-binding	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein DNA-binding	protein Mannose-6-phosphate	isomerase Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase 90.8 33
oqxA__777554__Klebsiella_michiganensis Acetyltransferase Transcriptional	regulator Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family 3-oxoacyl-[acyl-carrier	protein]	reductase DNA-binding	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Zygote	formation	protein	zyg1 hypothetical	protein 91.0 13
oqxA__1900835__Klebsiella_michiganensis Uncharacterised	protein Acetyltransferase Transcriptional	regulator 3-oxoacyl-[acyl-carrier	protein]	reductase DNA-binding	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Zygote	formation	protein	zyg1 hypothetical	protein 91.3 2
oqxA__931493__Klebsiella_oxytoca hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein Putative	transposase hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DUF1656	domain-containing	protein hypothetical	protein hypothetical	protein Nucleotidyltransferase	domain	protein Aspartate-semialdehyde	dehydrogenase hypothetical	protein hypothetical	protein Zygote	formation	protein	zyg1 hypothetical	protein 91.0 4

oqxA__931626__Klebsiella_oxytoca Acetyltransferase Transcriptional	regulator Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family DUF4440	domain-containing	protein Histidine	phosphatase Transcriptional	regulator IS4-like Efflux	pump	membrane	transporter hypothetical	protein hypothetical	protein oqxA hypothetical	protein AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein hypothetical	protein DUF1656	domain-containing	protein hypothetical	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein hypothetical	protein hypothetical	protein Putative	plasmid-related	protein hypothetical	protein hypothetical	protein Mannose-6-phosphate	isomerase Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase 91.0 1
oqxA__941055__Klebsiella_michiganensis Uncharacterised	protein Acetyltransferase Transcriptional	regulator Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Cytochrome	b561 DUF4440	domain-containing	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein DNA-binding	protein hypothetical	protein Mannose-6-phosphate	isomerase Aspartate-semialdehyde	dehydrogenase Putative	leucine	efflux	protein 91.0 18
oqxA__1801185__Klebsiella_michiganensis IS5-like Acetyltransferase Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Cytochrome	b561 DUF4440	domain-containing	protein Histidine	phosphatase Transcriptional	regulator hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein hypothetical	protein hypothetical	protein Nucleotidyltransferase	domain	protein DNA-binding	protein hypothetical	protein Mannose-6-phosphate	isomerase Aspartate-semialdehyde	dehydrogenase hypothetical	protein IS3-like 91.0 1
oqxA__931663__Klebsiella_oxytoca hypothetical	protein hypothetical	protein hypothetical	protein transposase-like IS1	transposase LysR	substrate-binding	domain	protein hypothetical	protein RNA	polymerase	sigma	factor	family	protein Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Cytochrome	b561 DUF4440	domain-containing	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein DNA-binding	protein Mannose-6-phosphate	isomerase Putative	leucine	efflux	protein Dihydrofolate	reductase Diguanylate	cyclase 90.5 4
oqxA__873445__Klebsiella_michiganensis Transcriptional	regulator LysR	substrate-binding	domain	protein Translocator	protein,	LysE	family RNA	polymerase	sigma	factor	family	protein Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family DUF4440	domain-containing	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	family	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein DNA-binding	protein hypothetical	protein Mannose-6-phosphate	isomerase Putative	leucine	efflux	protein Phytanoyl-CoA	dioxygenase	PhyH hypothetical	protein 90.0 9
oqxA__755300__Klebsiella_sp._FDAARGOS_511 Acetyltransferase Transcriptional	regulator LysR	substrate-binding	domain	protein Translocator	protein,	LysE	family hypothetical	protein Histidine	phosphatase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	domain	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Nucleotidyltransferase	domain	protein DNA-binding	protein Mannose-6-phosphate	isomerase Dihydrofolate	reductase hypothetical	protein Phytanoyl-CoA	dioxygenase	PhyH hypothetical	protein 90.8 9
oqxA__1840963__Klebsiella_grimontii Transcriptional	regulator Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Major	facilitator	family	transporter Transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	domain	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Uncharacterised	protein ResA	resolvase Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Phytanoyl-CoA	dioxygenase	PhyH Acetylornithine	deacetylase PF06267	domain	protein 91.3 25
oqxA__801645__Klebsiella_grimontii Transcriptional	regulator Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Major	facilitator	family	transporter Transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	domain	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein Dihydrofolate	reductase Phytanoyl-CoA	dioxygenase	PhyH Acetylornithine	deacetylase PF06267	domain	protein Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Pyridine	nucleotide-disulfide	oxidoreductase 91.3 28
oqxA__597242__Klebsiella_michiganensis Transcriptional	regulator Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Major	facilitator	family	transporter Transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator Fusaric	acid	resistance	domain	protein DUF1656	domain-containing	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein hypothetical	protein 4-hydroxyphenylacetate	permease 3,4-dihydroxyphenylacetate	2,3-dioxygenase hypothetical	protein hypothetical	protein 91.0 3

oqxA__749162__Citrobacter_amalonaticus hypothetical	protein Cytochrome	C Uncharacterized	protein	YchH Peptidyl-tRNA	hydrolase Ribosome-binding	ATPase	YchF Methyl-accepting	chemotaxis	protein	I Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator Blue	light	and	temperature-regulated	antirepressor	YcgF Two-component-system	connector	protein	YcgZ Putative	two-component	system	connector	protein	YmgAPutative	two-component	system	connector	protein	AriR Putative	LuxR	family	transcriptional	regulator ASCH	domain Uncharacterised	protein hypothetical	protein 91.0 1
oqxA__512646__Citrobacter_amalonaticus Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	MarA Transcriptional	regulator,	AraC	family hypothetical	protein Nickel/cobalt	efflux	system Transcriptional	repressor	RcnR hypothetical	protein Regulatory	protein 91.6 1
oqxA__758430__Citrobacter_sp._92 hypothetical	protein Cytochrome	C Uncharacterized	protein	YchH Peptidyl-tRNA	hydrolase Ribosome-binding	ATPase	YchF Methyl-accepting	chemotaxis	protein	I Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	MarA Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein hypothetical	protein Probable	transcriptional	regulatory	protein	YeeN Transcriptional	regulator PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Dihydroxyacetone	kinase PTS-dependent	dihydroxyacetone	kinase,	phosphotransferase	subunit	DhaM 91.3 18
oqxA__752079__Citrobacter_sp._CFNIH10 hypothetical	protein Cytochrome	C Uncharacterized	protein	YchH Peptidyl-tRNA	hydrolase Ribosome-binding	ATPase	YchF Methyl-accepting	chemotaxis	protein	I Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Multiple	antibiotic	resistance	protein	MarA Transcriptional	regulator,	AraC	family Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Uncharacterised	protein hypothetical	protein Probable	transcriptional	regulatory	protein	YeeN hypothetical	protein hypothetical	protein Transcriptional	regulator PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK 91.0 2
oqxA__650076__Klebsiella_aerogenes hypothetical	protein Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	KPN78578	02510 Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein DNA	polymerase	V	(Fragment) DNA-damage-inducible	protein	I NADPH-dependent	FMN	reductase Arsenical	resistance	operon	repressor Arsenic	efflux	pump	protein Arsenate	reductase Phage	tail	protein 92.6 1
oqxA__1814626__Klebsiella_aerogenes hypothetical	protein Ribosome-binding	ATPase	YchF Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	YjhX Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD hypothetical	protein Isocitrate	dehydrogenase	[NADP] Pseudouridine	synthase Phosphatase	NudJ tRNA-specific	2-thiouridylase	MnmA High	frequency	lysogenization	protein	HflD	homolog Adenylosuccinate	lyase 92.1 6
oqxA__782799__Klebsiella_aerogenes hypothetical	protein Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	KPN78578	02510 Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein Isocitrate	dehydrogenase	[NADP] Pseudouridine	synthase Phosphatase	NudJ tRNA-specific	2-thiouridylase	MnmA High	frequency	lysogenization	protein	HflD	homolog Adenylosuccinate	lyase 92.6 48
oqxA__1814621__Klebsiella_aerogenes hypothetical	protein Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	YjhX Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD hypothetical	protein Isocitrate	dehydrogenase	[NADP] Pseudouridine	synthase Phosphatase	NudJ tRNA-specific	2-thiouridylase	MnmA High	frequency	lysogenization	protein	HflD	homolog Adenylosuccinate	lyase 92.3 4
oqxA__564378__Enterobacter_cloacae hypothetical	protein Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein Isocitrate	dehydrogenase	[NADP] Pseudouridine	synthase Phosphatase	NudJ tRNA-specific	2-thiouridylase	MnmA High	frequency	lysogenization	protein	HflD	homolog Adenylosuccinate	lyase 92.1 11
oqxA__765207__Klebsiella_aerogenes hypothetical	protein Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	KPN78578	02510 Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein Isocitrate	dehydrogenase	[NADP] Pseudouridine	synthase Phosphatase	NudJ tRNA-specific	2-thiouridylase	MnmA High	frequency	lysogenization	protein	HflD	homolog Adenylosuccinate	lyase 92.3 14
oqxA__650109__Klebsiella_aerogenes hypothetical	protein Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	KPN78578	02510 Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein Isocitrate	dehydrogenase	[NADP] Pseudouridine	synthase Phosphatase	NudJ tRNA-specific	2-thiouridylase	MnmA High	frequency	lysogenization	protein	HflD	homolog Adenylosuccinate	lyase 92.6 3

oqxA__755294__Klebsiella_aerogenes hypothetical	protein Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	KPN78578	02510 Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein hypothetical	protein hypothetical	protein Transposase hypothetical	protein Isocitrate	dehydrogenase	[NADP] Pseudouridine	synthase Phosphatase	NudJ 92.6 32
oqxA__1865478__Klebsiella_aerogenes Ribosome-binding	ATPase	YchF Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	YjhX Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein hypothetical	protein hypothetical	protein Transposase Restriction	endonuclease hypothetical	protein DNA	primase Nudix	hydrolase 92.6 2
oqxA__765203__Klebsiella_aerogenes hypothetical	protein Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	KPN78578	02510 Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein Isocitrate	dehydrogenase Uncharacterised	protein hypothetical	protein DNA	polymerase	V	(Fragment) DNA-damage-inducible	protein	I hypothetical	protein Phage	tail	protein hypothetical	protein 92.6 1
oqxA__1865238__Klebsiella_aerogenes Ribosome-binding	ATPase	YchF Inner	membrane	protein	yagU Alkanal	monooxygenase	alpha	chain SAM-dependent	methyltransferase UPF0386	protein	YjhX Nucleoprotein/polynucleotide-associated	enzyme Putative	cold-shock	protein 2-dehydropantoate	2-reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein MerR	family	transcriptional	regulator Membrane	protein Putative	HNH	nuclease	YajD Uncharacterised	protein Isocitrate	dehydrogenase DNA	polymerase	V	(Fragment) DNA-damage-inducible	protein	I hypothetical	protein Phage	tail	protein hypothetical	protein 92.3 1
oqxA__641995__Enterobacter_cloacae_BWH_43 UPF0257	lipoprotein	BFJ73	09460 Protein	YnfD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A hypothetical	protein Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Leucine	efflux	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator,	LysR	family Membrane	protein hypothetical	protein 92.6 2
oqxA__776128__Enterobacter_sp._PN108E5IIB UPF0257	lipoprotein	BFJ73	09460 Protein	YnfD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Transcriptional	regulator,	AraC	family hypothetical	protein UDP-3-O-(3-hydroxymyristoyl)glucosamine	N-acyltransferase Diguanylate	cyclase Aminoglycoside	phosphotransferase Ketosteroid	isomerase	family	protein Uncharacterised	protein 92.6 6
oqxA__809453__Enterobacter_cloacae UPF0257	lipoprotein	BFJ73	09460 Protein	YnfD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family hypothetical	protein DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Transcriptional	regulator,	AraC	family hypothetical	protein UDP-3-O-(3-hydroxymyristoyl)glucosamine	N-acyltransferase Diguanylate	cyclase Aminoglycoside	phosphotransferase Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator,	LysR	family 92.6 2
oqxA__1877519__Enterobacter_sp._Tr-810 Putative	glyoxalase hypothetical	protein Lysine	transporter	LysE Hypoxanthine-guanine	phosphoribosyltransferase hypothetical	protein DeoR	family	transcriptional	regulator Putative	hydrolase Putative	transmembrane	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Dihydrofolate	reductase GNAT	family	acetyltransferase Putative	transmembrane	protein Putative	branched-chain	amino	acid	transport	protein NADH	dehydrogenase	operon	transcriptional	regulator RNA	polymerase	sigma	factor Iron(III)	dicitrate	transmembrane	sensor	protein	FecR Fe(3+)	dicitrate	transport	protein	FecA 91.8 1
oqxA__584266__Enterobacter_soli hypothetical	protein hypothetical	protein Rhs	family	protein Hypoxanthine-guanine	phosphoribosyltransferase hypothetical	protein DeoR	family	transcriptional	regulator Putative	hydrolase Putative	transmembrane	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Dihydrofolate	reductase GNAT	family	acetyltransferase Putative	transmembrane	protein Putative	branched-chain	amino	acid	transport	protein NADH	dehydrogenase	operon	transcriptional	regulator RNA	polymerase	sigma	factor Iron(III)	dicitrate	transmembrane	sensor	protein	FecR hypothetical	protein 92.3 1
oqxA__787155__Lelliottia_aquatilis Fe(3+)	dicitrate	transport	protein	FecA Periplasmic	substrate-binding	component	of	an	ABC	superfamily	iron(III)	dicitrate	transporter Iron(III)	dicitrate	transport	system	permease	protein	FecC	(TC	3.A.1.14.1) Iron(III)	dicitrate	transport	system	permease	protein	FecD Iron(III)	dicitrate	transport	ATP-binding	protein	FecE	(TC	3.A.1.14.1) Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Dihydrofolate	reductase hypothetical	protein Periplasmic	oligopeptide-binding	protein Inner	membrane	protein	YccA Sulfurtransferase Acylphosphatase Ribosomal	RNA	large	subunit	methyltransferase	I Heat	shock	protein	HspQ Uncharacterized	protein	YccU 90.8 6
oqxA__873383__Enterobacter_cloacae Uncharacterised	protein NAD-dependent	epimerase LysR	family	transcriptional	regulator Diguanylate	cyclase Aspartate-semialdehyde	dehydrogenase hypothetical	protein hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Multidrug	resistance	protein	D AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ketosteroid	isomerase	family	protein 92.6 2
oqxA__800102__Enterobacter_cloacae Transposase Diguanylate	cyclase Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Multidrug	resistance	protein	D Inner	membrane	protein	YjeH Site-specific	recombinase,	phage	integrase	family hypothetical	protein 92.8 1
oqxA__607878__Enterobacter_cloacae Barnase	inhibitor NAD-dependent	epimerase LysR	family	transcriptional	regulator Diguanylate	cyclase Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Multidrug	resistance	protein	D Inner	membrane	protein	YjeH hypothetical	protein hypothetical	protein Two-component	sensor	histidine	kinase hypothetical	protein 92.8 2
oqxA__873315__Enterobacter_cloacae NAD-dependent	epimerase LysR	family	transcriptional	regulator Diguanylate	cyclase Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Multidrug	resistance	protein	D AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF3800) 92.8 1
oqxA__812714__Enterobacter_sp._9-2 hypothetical	protein Short	chain	dehydrogenase Oxidoreductase Uncharacterised	protein Alcohol	dehydrogenase,	zinc-binding	domain	protein NAD-dependent	epimerase Dihydrofolate	reductase Histone	acetyltransferase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Glutathione	S-transferase hypothetical	protein 92.6 3
oqxA__532202__Enterobacter_cloacae AraC	family	transcriptional	regulator hypothetical	protein NAD-dependent	epimerase LysR	family	transcriptional	regulator Aspartate-semialdehyde	dehydrogenase Dihydrofolate	reductase Histone	acetyltransferase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Protein	of	uncharacterised	function	DUF2625 Uncharacterised	protein FRG	domain hypothetical	protein hypothetical	protein hypothetical	protein 92.6 1
oqxA__820031__Enterobacter_huaxiensis hypothetical	protein GntR	family	transcriptional	regulator Transporter Domain	of	Uncharacterised	Function	(DUF1543) Tungstate/molybdate	binding	protein Sulfate	ABC	transporter	permease MarR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Pyrimidine	monooxygenase	RutA Peroxyureidoacrylate/ureidoacrylate	amidohydrolase	RutB Putative	aminoacrylate	peracid	reductase	RutC Putative	aminoacrylate	hydrolase	RutD Probable	malonic	semialdehyde	reductase	RutE FMN	reductase	(NADH)	RutF Pyrimidine	utilization	transport	protein	G EamA	family	transporter Stress-induced	acidophilic	repeat	motif-containing	protein 91.6 1
oqxA__829950__Enterobacter_huaxiensis hypothetical	protein Uncharacterized	conserved	protein	YecT,	DUF1311	family Rut	operon	repressor Protein	of	hypothetical	function	DUF208 Site-specific	recombinase,	phage	integrase	family UDP-3-O-(3-hydroxymyristoyl)glucosamine	N-acyltransferase Diguanylate	cyclase MarR	family	transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Pyrimidine	monooxygenase	RutA Peroxyureidoacrylate/ureidoacrylate	amidohydrolase	RutB Putative	aminoacrylate	peracid	reductase	RutC Putative	aminoacrylate	hydrolase	RutD Probable	malonic	semialdehyde	reductase	RutE FMN	reductase	(NADH)	RutF Pyrimidine	utilization	transport	protein	G EamA	family	transporter Stress-induced	acidophilic	repeat	motif-containing	protein 91.6 1
oqxA__719038__Enterobacter_kobei Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	repressor Uncharacterised	protein Predicted	transcriptional	regulator Prophage	CP4-57	integrase hypothetical	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 90.8 1
oqxA__623643__Enterobacter_kobei hypothetical	protein Uncharacterised	protein hypothetical	protein Putative	methyl-accepting	chemotaxis	protein Uncharacterised	protein Transposase	InsI	for	insertion	sequence	element	IS30D IS6-like Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 90.8 1
oqxA__815246__Enterobacter_sp._AM17-18 UPF0257	lipoprotein	BFJ73	09460 Protein	YnfD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 90.5 14
oqxA__1874429__Enterobacter_kobei hypothetical	protein Site-specific	tyrosine	recombinase	XerC Dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 90.5 1
oqxA__786345__Enterobacter_cloacae_complex_sp._ECNIH9 Protein	YnfD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Aspartate-semialdehyde	dehydrogenase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 90.8 28
oqxA__661381__Enterobacter_kobei Protein	YnfD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Aspartate-semialdehyde	dehydrogenase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV hypothetical	protein 90.8 1
oqxA__1636846__Enterobacter_kobei hypothetical	protein Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD IS5-like Aspartate-semialdehyde	dehydrogenase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 90.0 1
oqxA__702066__Enterobacter_kobei Site-specific	tyrosine	recombinase	XerC Dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Aspartate-semialdehyde	dehydrogenase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 90.0 1
oqxA__602924__Enterobacter_kobei Protein	YnfD AAA	family	ATPase Tat	proofreading	chaperone	DmsD Aspartate-semialdehyde	dehydrogenase hypothetical	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter hypothetical	protein His-Xaa-Ser	system	protein	HxsD hypothetical	protein His-Xaa-Ser	system	radical	SAM	maturase	HxsB His-Xaa-Ser	system	radical	SAM	maturase	HxsC hypothetical	protein 90.5 1
oqxA__1899582__Escherichia_coli LysR	protein Flavin	reductase hypothetical	protein MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein FAD-dependent	oxidoreductase hypothetical	protein Tail	protein	from	Bacteriophage His-Xaa-Ser	system	radical	SAM	maturase	HxsC His-Xaa-Ser	system	radical	SAM	maturase	HxsB His-Xaa-Ser	system	protein	HxsD Ketosteroid	isomerase	family	protein Uncharacterised	protein Cold-shock	protein hypothetical	protein 91.0 2
oqxA__1602625__Enterobacter_mori hypothetical	protein LysR	protein Flavin	reductase hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Phosphoserine	phosphatase Ketosteroid	isomerase	family	protein Uncharacterised	protein Cold-shock	protein hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI Glutathione	S-transferase Predicted	membrane	protein 91.0 1
oqxA__804512__Enterobacter_mori hypothetical	protein Outer	membrane	lipoprotein	SlyB Putative	acetyltransferase DUF4440	domain-containing	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Glycosyl	transferase	family	1 LysR	protein Flavin	reductase Ketosteroid	isomerase	family	protein Cold-shock	protein hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI Glutathione	S-transferase Predicted	membrane	protein 91.8 2
oqxA__1843496__Enterobacter_mori hypothetical	protein hypothetical	protein Outer	membrane	lipoprotein	SlyB hypothetical	protein hypothetical	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Cold-shock	protein hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI Glutathione	S-transferase 91.3 1
oqxA__796965__Enterobacter_cloacae MFS	transporter LysR	family	transcriptional	regulator PF06042	family	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Glutathione	S-transferase Predicted	membrane	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Voltage-gated	ClC-type	chloride	channel	ClcB ATP-dependent	dethiobiotin	synthetase	BioD hypothetical	protein 91.3 1
oqxA__782626__Enterobacter_bugandensis hypothetical	protein Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Structural	protein	MipA hypothetical	protein Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Glutathione	S-transferase RNA	polymerase	sigma	factor	SigI2 Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Voltage-gated	ClC-type	chloride	channel	ClcB ATP-dependent	dethiobiotin	synthetase	BioD hypothetical	protein 91.6 9
oqxA__1864081__Enterobacter_bugandensis hypothetical	protein Tat	proofreading	chaperone	DmsD hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Glutathione	S-transferase Predicted	membrane	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Pyocin	immunity	protein Pyocin	large	subunit 91.3 5
oqxA__1888828__Enterobacter_bugandensis Dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Glutathione	S-transferase Predicted	membrane	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Pyocin	immunity	protein Colicin	immunity	protein S-type	Pyocin	domain-containing	protein 91.6 1
oqxA__784190__Enterobacter_bugandensis hypothetical	protein Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Glutathione	S-transferase RNA	polymerase	sigma	factor	SigI2 Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Pyocin	immunity	protein Colicin	immunity	protein S-type	Pyocin	domain-containing	protein 91.6 14
oqxA__614396__Enterobacter_bugandensis hypothetical	protein Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Glutathione	S-transferase RNA	polymerase	sigma	factor	SigI2 Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Pyocin	immunity	protein Pyocin 91.6 1

oqxA__502852__Enterobacter_cloacae Signal	peptide	protein Putative	exported	protein Structural	protein	MipA hypothetical	protein Two-component	sensor	histidine	kinase Transcriptional	regulator hypothetical	protein Hydrophobic	W	repeat-containing	protein oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Chloramphenicol	acetyltransferase Predicted	membrane	protein MerR	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein hypothetical	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Voltage-gated	ClC-type	chloride	channel	ClcB ATP-dependent	dethiobiotin	synthetase	BioD 91.0 1
oqxA__525599__Enterobacter_cloacae Signal	peptide	protein Putative	exported	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter Predicted	membrane	protein MerR	family	transcriptional	regulator NAD-dependent	dehydratase Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW 91.6 1
oqxA__699098__Enterobacter_cancerogenus Putative	sulfate	permease TolA	family	protein PF06042	family	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 91.6 1
oqxA__820028__Enterobacter_chuandaensis Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein MFS	transporter DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 91.6 1
oqxA__525799__Enterobacter_asburiae hypothetical	protein Lactoylglutathione	lyase VanW Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator hypothetical	protein DNA	helicase	related	protein oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Lipoprotein Uncharacterised	protein Transposase hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase hypothetical	protein Transcriptional	regulator Membrane	protein Transcriptional	regulator hypothetical	protein 92.6 5
oqxA__563625__Enterobacter_cloacae Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase 2-keto-4-pentenoate	hydratase/2-oxohepta-3-ene-1,7-dioic	acid	hydratase	(Catechol	pathway) Binding-protein-dependent	transport	systems	inner	membrane	component 92.6 2
oqxA__755590__Enterobacter_asburiae hypothetical	protein Lactoylglutathione	lyase Uncharacterised	protein IS5-like Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase Predicted	membrane	protein Binding-protein-dependent	transport	systems	inner	membrane	component 92.6 1
oqxA__748186__Enterobacter_asburiae IS5-like Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase IS5-like Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family Reverse	transcriptase DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator hypothetical	protein IS5-like Transcriptional	regulator,	LysR	family Membrane	protein hypothetical	protein 92.6 1
oqxA__1855695__Enterobacter_asburiae hypothetical	protein hypothetical	protein Lactoylglutathione	lyase Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB hypothetical	protein hypothetical	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component 92.6 19
oqxA__650985__Leclercia_adecarboxylata hypothetical	protein Acetyltransferase,	GNAT	family Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein DNA	methyltransferase Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator 93.1 1
oqxA__1840937__Enterobacter_roggenkampii hypothetical	protein CBS	domain	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Lipoprotein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI hypothetical	protein His-Xaa-Ser	system	protein	HxsD hypothetical	protein His-Xaa-Ser	system	radical	SAM	maturase	HxsB 93.1 4
oqxA__809312__Enterobacter_cloacae hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Aspartate-semialdehyde	dehydrogenase TetR	family	transcriptional	regulator Glyoxalase Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase 92.6 1
oqxA__685614__Enterobacter_sp._ku-bf2 hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Lipoprotein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase DUF1275	family	protein hypothetical	protein 92.8 2
oqxA__615454__Enterobacter_roggenkampii hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Lipoprotein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Glutathione	S-transferase DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV hypothetical	protein 92.6 2
oqxA__755276__Enterobacter_roggenkampii hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Lipoprotein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component 92.6 1
oqxA__787554__Enterobacter_roggenkampii hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein ISKox3-like DNA	damage-inducible	SOS	regulon	protein Lipoprotein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase Predicted	membrane	protein 92.6 1
oqxA__765212__Enterobacter_roggenkampii hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Lipoprotein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase DUF1275	family	protein 93.1 16
oqxA__808453__Enterobacter_roggenkampii hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein DNA	replication	and	repair	protein	RecF hypothetical	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family hypothetical	protein 93.1 1
oqxA__615780__Enterobacter_roggenkampii Uncharacterised	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase hypothetical	protein 93.1 4
oqxA__531316__Enterobacter_roggenkampii hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Phosphoserine	phosphatase Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase DUF1275	family	protein hypothetical	protein 93.4 1
oqxA__904017__Enterobacter_sp._WCHEn090032 Putative	sulfate	permease hypothetical	protein MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Glutathione	S-transferase DUF1275	family	protein MerR	family	transcriptional	regulator NAD-dependent	dehydratase Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW 92.1 1
oqxA__615512__Enterobacter_sichuanensis Putative	sulfate	permease hypothetical	protein MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Acriflavin	resistance	protein	AcrA	(Fragment) Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase DUF1275	family	protein MerR	family	transcriptional	regulator hypothetical	protein 91.8 2
oqxA__733893__Enterobacter_cloacae hypothetical	protein LysR	protein Flavin	reductase MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Glutathione	S-transferase DUF1275	family	protein MerR	family	transcriptional	regulator NAD-dependent	dehydratase Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW hypothetical	protein 91.8 1
oqxA__509230__Enterobacter_cloacae hypothetical	protein Peptidoglycan-binding	protein hypothetical	protein MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Glutathione	S-transferase DUF1275	family	protein MerR	family	transcriptional	regulator NAD-dependent	dehydratase Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW hypothetical	protein 92.1 2
oqxA__733860__Enterobacter_cloacae hypothetical	protein hypothetical	protein hypothetical	protein MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein hypothetical	protein Glutathione	S-transferase DUF1275	family	protein MerR	family	transcriptional	regulator NAD-dependent	dehydratase Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW hypothetical	protein 92.3 1
oqxA__793237__Enterobacter_sp._GER_MD16_1505_Eko_090 hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Restriction	endonuclease Ketosteroid	isomerase	family	protein Uncharacterised	protein Glutathione	S-transferase DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV 93.1 4
oqxA__530132__Lelliottia_nimipressuralis hypothetical	protein Glycosyl	transferase	family	1 Putative	sulfate	permease Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family Protein-disulfide	isomerase Hypoxanthine-guanine	phosphoribosyltransferase hypothetical	protein DeoR	family	transcriptional	regulator Putative	hydrolase Uncharacterised	protein Glutathione	S-transferase 92.8 1
oqxA__651436__Enterobacter_roggenkampii Uncharacterised	protein Putative	sulfate	permease Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Glutathione	S-transferase DUF1275	family	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV hypothetical	protein 93.4 1
oqxA__621804__Enterobacter_roggenkampii Uncharacterised	protein hypothetical	protein IS5-like Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein ISKox3-like DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein hypothetical	protein 92.8 1
oqxA__1643152__Enterobacter_roggenkampii hypothetical	protein Glycosyl	transferase	family	1 hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein Transcriptional	regulator Glutathione	S-transferase 93.4 1
oqxA__484489__Enterobacter_sp._DC1 hypothetical	protein Lactoylglutathione	lyase VanW Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Ketosteroid	isomerase	family	protein LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein hypothetical	protein hypothetical	protein cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI 92.3 2
oqxA__804728__Enterobacter_sp._CGMCC_5087 Putative	sulfate	permease Lactoylglutathione	lyase Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein hypothetical	protein cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI Glutathione	S-transferase hypothetical	protein 92.6 2
oqxA__903953__Enterobacter_asburiae hypothetical	protein Putative	sulfate	permease Lactoylglutathione	lyase Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB hypothetical	protein hypothetical	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein hypothetical	protein IS5-like hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI 92.3 1
oqxA__755768__Enterobacter_asburiae Putative	sulfate	permease Lactoylglutathione	lyase Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein hypothetical	protein cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI 92.6 3
oqxA__903957__Enterobacter_asburiae hypothetical	protein hypothetical	protein Putative	exported	protein PF06042	family	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB hypothetical	protein Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein hypothetical	protein cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains hypothetical	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI 92.6 1
oqxA__607626__Enterobacter_asburiae hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase 92.6 1
oqxA__903903__Enterobacter_asburiae hypothetical	protein Putative	sulfate	permease Lactoylglutathione	lyase Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB hypothetical	protein hypothetical	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Ketosteroid	isomerase	family	protein Glutathione	S-transferase Predicted	membrane	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Voltage-gated	ClC-type	chloride	channel	ClcB ATP-dependent	dethiobiotin	synthetase	BioD 92.6 3
oqxA__1862238__Enterobacter_asburiae Putative	sulfate	permease Lactoylglutathione	lyase Uncharacterised	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Glutathione	S-transferase Predicted	membrane	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Voltage-gated	ClC-type	chloride	channel	ClcB 92.3 6
oqxA__659139__Enterobacter_asburiae hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains hypothetical	protein Glutathione	S-transferase Predicted	membrane	protein Binding-protein-dependent	transport	systems	inner	membrane	component Glycine/betaine	ABC	transporter	substrate-binding	protein Osmoprotectant	import	permease	protein	OsmW L-proline	glycine	betaine	ABC	transport	system	permease	ProV Voltage-gated	ClC-type	chloride	channel	ClcB 92.1 4

oqxA__747006__Enterobacter_asburiae_L1 Putative	sulfate	permease Lactoylglutathione	lyase VanW Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein FAD-dependent	oxidoreductase Uncharacterised	protein Ketosteroid	isomerase	family	protein Transcriptional	regulator,	LysR	family Membrane	protein Purine	ribonucleoside	efflux	pump	NepI Glutathione	S-transferase 92.3 1
oqxA__479313__Enterobacter_asburiae hypothetical	protein Lactoylglutathione	lyase VanW Restriction	endonuclease	subunit	M Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Outer	membrane	autotransporter	barrel	domain-containing	protein Urease	accessory	protein	UreD hypothetical	protein Glutathione	S-transferase 2-keto-4-pentenoate	hydratase/2-oxohepta-3-ene-1,7-dioic	acid	hydratase	(Catechol	pathway) Binding-protein-dependent	transport	systems	inner	membrane	component hypothetical	protein 92.3 4
oqxA__552993__Enterobacter_asburiae Putative	sulfate	permease hypothetical	protein hypothetical	protein VanW Restriction	endonuclease	subunit	M Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein hypothetical	protein hypothetical	protein Pili	and	flagellar-assembly	chaperone,	PapD	N-terminal	domain cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains hypothetical	protein Glutathione	S-transferase Predicted	membrane	protein 92.1 3
oqxA__786302__Enterobacter_cloacae_complex_sp._ECNIH11 hypothetical	protein Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Lactoylglutathione	lyase Uncharacterised	protein hypothetical	protein hypothetical	protein Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Fatty	acid	transporter Mechanosensitive	ion	channel	protein	MscS Signal	peptide	protein Putative	exported	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Glutathione	S-transferase DUF1275	family	protein 92.1 5
oqxA__482488__Enterobacter_sp._EGD-HP1 Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Tat	proofreading	chaperone	DmsD Putative	sulfate	permease Lactoylglutathione	lyase Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcription	regulator	MarR LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein Fatty	acid	transporter Mechanosensitive	ion	channel	protein	MscS Signal	peptide	protein Putative	exported	protein Ketosteroid	isomerase	family	protein 92.3 1
oqxA__943834__Enterobacter_asburiae hypothetical	protein YhjC Histone	acetyltransferase hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein FAD-dependent	oxidoreductase DNA	helicase 92.6 1
oqxA__610378__Enterobacter_cloacae Permeases	of	the	major	facilitator	superfamily hypothetical	protein Lactoylglutathione	lyase Structural	protein	MipA Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family LysR	family	transcriptional	regulator Nitrilase DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein DNA	helicase 91.6 2

oqxA__675033__Enterobacter_genomosp._O hypothetical	protein TolA	family	protein Acetyltransferase,	GNAT	family Lactoylglutathione	lyase Uncharacterised	protein MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein Putative	acetyl	transferase FAD-dependent	oxidoreductase Glyoxalase/bleomycin	resistance	protein/dioxygenase Uncharacterised	protein Uncharacterized	DUF4440	family	protein Uncharacterised	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family 91.8 1
oqxA__551796__Enterobacter_cloacae TolA	family	protein Lysine	transporter	LysE LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB hypothetical	protein Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein Putative	acetyl	transferase FAD-dependent	oxidoreductase Uncharacterised	protein Flavin	reductase Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family Membrane	protein hypothetical	protein 91.6 1
oqxA__651125__Enterobacter_genomosp._O TolA	family	protein Lysine	transporter	LysE LysR	family	transcriptional	regulator Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family MltA-interacting	MipA	family	protein Transcriptional	regulatory	protein	qseB Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Uncharacterised	protein Putative	acetyl	transferase FAD-dependent	oxidoreductase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Transcriptional	regulator 4-oxalocrotonate	tautomerase Transcriptional	regulator,	LysR	family hypothetical	protein 91.3 1
oqxA__790203__Enterobacter_sp._RC4 B3/4	domain-containing	protein XRE	family	transcriptional	regulator Putative	pimeloyl-BioC--CoA	transferase	BioH 3-oxoacyl-ACP	reductase Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Nitroreductase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease Multidrug	transporter 91.6 6
oqxA__872764__Enterobacter_cloacae Alanine	acetyltransferase Uncharacterised	protein Putative	pimeloyl-BioC--CoA	transferase	BioH 3-oxoacyl-ACP	reductase Structural	protein	MipA DNA-binding	response	regulator hypothetical	protein Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein 91.3 1
oqxA__1857476__Enterobacter_cloacae Alanine	acetyltransferase Uncharacterised	protein Putative	pimeloyl-BioC--CoA	transferase	BioH 3-oxoacyl-ACP	reductase Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase YebG ASCH	domain-containing	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase hypothetical	protein hypothetical	protein Sugar	ABC	transporter LysR	family	transcriptional	regulator LysR	family	transcriptional	regulator Uncharacterised	protein Protease 91.3 4
oqxA__871998__Enterobacter_cloacae Alanine	acetyltransferase Uncharacterised	protein Putative	pimeloyl-BioC--CoA	transferase	BioH 3-oxoacyl-ACP	reductase Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Aminoglycoside	phosphotransferase hypothetical	protein Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase MBL	fold	metallo-hydrolase Sugar	ABC	transporter LysR-family	transcriptional	regulator LysR	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein 91.0 8
oqxA__904010__Enterobacter_cloacae Alanine	acetyltransferase Uncharacterised	protein Putative	pimeloyl-BioC--CoA	transferase	BioH 3-oxoacyl-ACP	reductase Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease Multidrug	transporter 91.3 8
oqxA__526182__Enterobacter_cloacae Alanine	acetyltransferase Uncharacterised	protein Putative	pimeloyl-BioC--CoA	transferase	BioH 3-oxoacyl-ACP	reductase Structural	protein	MipA Orotidine	5'-phosphate	decarboxylase Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Beta-lactamase LysR	family	transcriptional	regulator Uncharacterised	protein Protease Multidrug	transporter 90.8 1
oqxA__723212__Enterobacter_cloacae_subsp._cloacae hypothetical	protein Alanine	acetyltransferase Putative	pimeloyl-BioC--CoA	transferase	BioH 3-oxoacyl-ACP	reductase Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase Putative	short-chain	dehydrogenase LysR	family	transcriptional	regulator Endoribonuclease	L-PSP	family	protein DNA	damage-inducible	SOS	regulon	protein Nipsnap	family	protein ASCH	domain-containing	protein hypothetical	protein Nitroreductase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease 91.0 2
oqxA__840475__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Nitroreductase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease Multidrug	transporter 91.3 3
oqxA__714754__Enterobacter_cloacae Uncharacterised	protein Epoxide	hydrolase	YcdJ Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Uncharacterised	protein Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Nitroreductase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease Multidrug	transporter 91.3 2
oqxA__813215__Enterobacter_cloacae Transcriptional	regulator,	LysR	family	protein Epoxide	hydrolase	YcdJ Protein	containing	a	Zn-ribbon-like	motif	protein Uncharacterised	protein Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase Putative	short-chain	dehydrogenase LysR	family	transcriptional	regulator Endoribonuclease	L-PSP	family	protein DNA	damage-inducible	SOS	regulon	protein Nipsnap	family	protein ASCH	domain-containing	protein hypothetical	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein 91.8 4
oqxA__507037__Enterobacter_cloacae Transcriptional	regulator,	LysR	family	protein Epoxide	hydrolase	YcdJ PE	family	protein	(Fragment) Uncharacterised	protein Structural	protein	MipA Orotidine	5'-phosphate	decarboxylase Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase Putative	short-chain	dehydrogenase Cyclopropane-fatty-acyl-phospholipid	synthase Endoribonuclease	L-PSP	family	protein DNA	damage-inducible	SOS	regulon	protein Nipsnap	family	protein ASCH	domain-containing	protein hypothetical	protein Nitroreductase Purine	nucleoside	phosphorylase MBL	fold	metallo-hydrolase Sugar	ABC	transporter LysR-family	transcriptional	regulator hypothetical	protein 91.6 4
oqxA__740871__Enterobacter_cloacae hypothetical	protein HNH	endonuclease hypothetical	protein hypothetical	protein Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase MBL	fold	metallo-hydrolase Sugar	ABC	transporter LysR-family	transcriptional	regulator LysR	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein 91.3 4
oqxA__643451__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein Putative	phage	tail	assembly	protein transposase-like Short	chain	dehydrogenase Structural	protein	MipA Orotidine	5'-phosphate	decarboxylase Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease 50S	ribosomal	protein	L21 TetR	family	transcriptional	regulator hypothetical	protein 91.3 2
oqxA__699015__Enterobacter_cloacae Short	chain	dehydrogenase Structural	protein	MipA DNA-binding	response	regulator Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease 50S	ribosomal	protein	L21 TetR	family	transcriptional	regulator hypothetical	protein 91.3 1
oqxA__612850__Enterobacter_cloacae Transcriptional	regulator,	LysR	family	protein Epoxide	hydrolase	YcdJ Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Uncharacterised	protein Structural	protein	MipA Orotidine	5'-phosphate	decarboxylase Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Aminoglycoside	phosphotransferase Putative	deoxygluconate	dehydrogenase Purine	nucleoside	phosphorylase MBL	fold	metallo-hydrolase Sugar	ABC	transporter LysR-family	transcriptional	regulator LysR	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein 91.3 1
oqxA__665547__Enterobacter_cloacae_subsp._cloacae Integral	membrane	protein Cytosine	deaminase-like	metal-dependent	hydrolase Transcriptional	regulator,	LysR	family	protein Epoxide	hydrolase	YcdJ Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Uncharacterised	protein Two-component	sensor	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Alpha/beta	hydrolase DNA	damage-inducible	SOS	regulon	protein ASCH	domain-containing	protein hypothetical	protein Nitroreductase Purine	nucleoside	phosphorylase LysR	family	transcriptional	regulator Uncharacterised	protein Protease hypothetical	protein hypothetical	protein 50S	ribosomal	protein	L21 TetR	family	transcriptional	regulator hypothetical	protein 91.3 1
oqxA__615570__Enterobacter_hormaechei_subsp._hormaechei hypothetical	protein Putative	inner	membrane	protein 3-oxoacyl-[acyl-carrier-protein]	reductase hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector hypothetical	protein AAA	ATPase	central	domain	protein hypothetical	protein Serine	protease Addiction	module	antidote	protein,	HigA	family 90.8 1
oqxA__831058__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein 3-oxoacyl-[acyl-carrier-protein]	reductase hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein Protein	YfgJ Oxidoreductase Amino	acid/peptide	transporter 90.8 2
oqxA__1843462__Enterobacter_hormaechei hypothetical	protein Exopolyphosphatase FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] PTS	system	protein Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter GTPase	Der 91.6 1
oqxA__562409__Enterobacter_cloacae hypothetical	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase hypothetical	protein Bifunctional	AAC/APH hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Radical	SAM	protein Uncharacterised	protein YfgJ Amino	acid/peptide	transporter BNR/Asp-box	repeat 93.4 2
oqxA__831298__Enterobacter_hormaechei hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter GTPase	Der 91.9 169
oqxA__483286__Enterobacter_sp._MGH_14 Iron	ABC	transporter	substrate-binding	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein MFS	transporter Exodeoxyribonuclease	7	large	subunit Radical	SAM	protein Uncharacterised	protein YfgJ Conserved	domain	protein Uncharacterised	protein hypothetical	protein 92.6 2
oqxA__1638341__Enterobacter_hormaechei hypothetical	protein hypothetical	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] PTS	system	protein Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ hypothetical	protein Amino	acid	transporter GTPase	Der 91.8 25

oqxA__1796861__Enterobacter_cloacae hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] PTS	system	protein Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein Protein	YfgJ Oxidoreductase,	NAD-binding Amino	acid/peptide	transporter 91.6 2
oqxA__797342__Enterobacter_hormaechei FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter GTPase	Der 91.6 22
oqxA__1857570__Enterobacter_hormaechei 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator transposase-like hypothetical	protein hypothetical	protein GMP	synthase	[glutamine-hydrolyzing] PTS	system	protein Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ hypothetical	protein 91.3 2
oqxA__843702__Enterobacter_cloacae hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein Protein	YfgJ Oxidoreductase,	NAD-binding Amino	acid/peptide	transporter 91.3 227
oqxA__646007__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein Protein	YfgJ Oxidoreductase,	NAD-binding Amino	acid/peptide	transporter 91.6 1

oqxA__675122__Enterobacter_genomosp._S FOG:	EAL	domain hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter GTPase	Der 91.6 2
oqxA__782992__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter GTPase	Der 92.1 116
oqxA__1840926__Enterobacter_hormaechei hypothetical	protein hypothetical	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] PTS	system	protein Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter GTPase	Der 91.8 7
oqxA__1857979__Enterobacter_hormaechei hypothetical	protein 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione	hydrolase Betaine	aldehyde	dehydrogenase MurPQ	operon	repressor hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator GMP	synthase	[glutamine-hydrolyzing] PTS	system	protein Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter GTPase	Der 91.6 2
oqxA__621813__Enterobacter_hormaechei_subsp._hoffmannii_UCICRE_9 hypothetical	protein 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione	hydrolase Betaine	aldehyde	dehydrogenase MurPQ	operon	repressor hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Hcp1	family	type	VI	secretion	system	effector hypothetical	protein Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Radical	SAM	protein Uncharacterised	protein YfgJ Amino	acid/peptide	transporter 92.1 1
oqxA__843683__Enterobacter_cloacae hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Hcp1	family	type	VI	secretion	system	effector GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein YfgJ Amino	acid/peptide	transporter 92.1 34

oqxA__747730__Enterobacter_hormaechei_subsp._hormaechei hypothetical	protein Putative	inner	membrane	protein 3-oxoacyl-[acyl-carrier-protein]	reductase hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector IS5-like LuxR	family	transcriptional	regulator Uncharacterised	protein Phage	integrase	family	site-specific	recombinase GMP	synthase	[glutamine-hydrolyzing] 90.8 1
oqxA__777533__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein 3-oxoacyl-[acyl-carrier-protein]	reductase hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator,	BadM/Rrf2	family Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector GMP	synthase	[glutamine-hydrolyzing] Inosine-5'-monophosphate	dehydrogenase Exodeoxyribonuclease	7	large	subunit Peptidase	M4 Uncharacterised	protein Protein	YfgJ 90.8 5
oqxA__668828__Enterobacter_cloacae hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Hcp1	family	type	VI	secretion	system	effector Predicted	endopeptidase Endolysin Holin Membrane	protein hypothetical	protein AraC	family	transcriptional	regulator LysE	family	transporter HTH-type	transcriptional	regulator	yjdC Thiol:disulfide	interchange	protein	DsbD 91.8 1
oqxA__1857543__Enterobacter_hormaechei hypothetical	protein 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione	hydrolase Betaine	aldehyde	dehydrogenase MurPQ	operon	repressor hypothetical	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Hcp1	family	type	VI	secretion	system	effector Addiction	module	antidote	protein,	HigA	family DNA-directed	RNA	polymerase,	beta'	subunit Phage	integrase	family	site-specific	recombinase hypothetical	protein 91.6 2
oqxA__786601__Enterobacter_sp._301B hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Hcp1	family	type	VI	secretion	system	effector Addiction	module	antidote	protein,	HigA	family DNA-directed	RNA	polymerase,	beta'	subunit Phage	integrase	family	site-specific	recombinase hypothetical	protein 91.8 19
oqxA__1840919__Klebsiella_quasipneumoniae 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Addiction	module	antidote	protein,	HigA	family DNA-directed	RNA	polymerase,	beta'	subunit Phage	integrase	family	site-specific	recombinase hypothetical	protein 91.8 1
oqxA__831080__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Hcp1	family	type	VI	secretion	system	effector Predicted	NTPase	(NACHT	family) hypothetical	protein TraJ	protein TraK	protein hypothetical	protein hypothetical	protein 91.8 1
oqxA__1858080__Enterobacter_hormaechei 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterized	conserved	protein Uncharacterized	conserved	protein DNA	processing	protein RecQ	familyATP-dependent	DNA	helicase 91.8 1
oqxA__1633749__Enterobacter_hormaechei Lipid	A	biosynthesis	palmitoleoyltransferase Glutamate-pyruvate	aminotransferase	AlaC Sensor	histidine	kinase	YpdA LytTR	family	two	component	transcriptional	regulator Ankyrin	repeat	family	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Phosphoglycolate	phosphatase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Predicted	NTPase	(NACHT	family) Wobble	nucleotide-excising	tRNase 91.6 1
oqxA__1633538__Enterobacter_hormaechei 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Phosphoglycolate	phosphatase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Predicted	NTPase	(NACHT	family) Wobble	nucleotide-excising	tRNase 91.6 1
oqxA__747727__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein 91.6 1
oqxA__1904282__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein BRO-like	protein hypothetical	protein hypothetical	protein 91.3 2
oqxA__623709__Enterobacter_sp._MGH_15 hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Phage	endolysin Holin Membrane	protein hypothetical	protein hypothetical	protein Uncharacterised	protein BRO-like	protein hypothetical	protein hypothetical	protein 91.3 1
oqxA__779269__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	endolysin Holin Membrane	protein hypothetical	protein hypothetical	protein 91.3 1
oqxA__1904323__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Endolysin Holin Membrane	protein GtrA	family	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein BRO-like	protein 91.3 9
oqxA__1850613__Enterobacter_hormaechei 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Terminase Terminase Uncharacterised	protein transposase-like Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein DUF1064	domain-containing	protein Replication	protein	P Primosomal	protein 91.0 2
oqxA__651327__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator SEC-C	motif	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein Addiction	module	antidote	protein,	HigA	family Conjugal	transfer	protein 91.3 2

oqxA__798639__Enterobacter_hormaechei hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein 92.6 12
oqxA__665288__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein 92.6 3
oqxA__830875__Enterobacter_hormaechei hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	Rz-like	protein Endolysin Holin Membrane	protein Putative	prophage	membrane	protein Hypothetical	prophage	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 91.8 1
oqxA__767116__Enterobacter_hormaechei hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein BRO-like	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 91.8 3
oqxA__665831__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	Rz-like	protein Endolysin Holin Membrane	protein GtrA	family	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein BRO-like	protein hypothetical	protein 92.1 2

oqxA__665380__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Acyltransferase	3 Phage	tail	fibers Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 93.4 1
oqxA__1904353__Enterobacter_hormaechei hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Acyltransferase	3 Phage	tail	fibers Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 93.4 1
oqxA__1857757__Enterobacter_hormaechei 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 92.1 2
oqxA__1643027__Enterobacter_sp._DSM_30060 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB RND	transporter Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Replication	initiator	A	family	protein Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 92.1 1
oqxA__564159__Enterobacter_cloacae hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	Rz-like	protein Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein BRO-like	protein hypothetical	protein 92.1 1
oqxA__1857444__Enterobacter_hormaechei 5,10-methylene	tetrahydromethanopterin	reductase Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Phage	endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase Uncharacterised	protein Phage	tail	fibers Uncharacterised	protein Putative	antirepressor	protein Uncharacterised	protein hypothetical	protein 92.1 2
oqxA__506099__Enterobacter_cloacae hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Endolysin Holin Membrane	protein Uncharacterised	protein Uncharacterised	protein Phage	tail	fibers Uncharacterised	protein hypothetical	protein Antirepressor	protein	ant 92.1 4
oqxA__563696__Enterobacter_cloacae hypothetical	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Uncharacterised	protein Uncharacterised	protein Phage	tail	fibers Uncharacterised	protein hypothetical	protein hypothetical	protein 92.1 1
oqxA__843679__Enterobacter_cloacae FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol-linked	glucose	translocase Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Transposase transposase-like hypothetical	protein Uncharacterised	protein hypothetical	protein 92.2 1
oqxA__931481__Enterobacter_cloacae FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol-linked	glucose	translocase Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein transposase-like Transposase hypothetical	protein Uncharacterised	protein 91.0 1
oqxA__1857858__Enterobacter_hormaechei FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 91.0 13
oqxA__1866557__Enterobacter_hormaechei hypothetical	protein Putative	inner	membrane	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 91.6 4
oqxA__809296__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein Histidine	kinase Uncharacterised	protein hypothetical	protein hypothetical	protein 92.6 9
oqxA__871938__Enterobacter_cloacae_complex_sp._3DZ3S2B hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein Histidine	kinase Uncharacterised	protein hypothetical	protein 91.8 3
oqxA__758530__Enterobacter_cloacae_complex_sp. FOG:	EAL	domain Putative	inner	membrane	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein Histidine	kinase Uncharacterised	protein hypothetical	protein hypothetical	protein 91.3 2
oqxA__561913__Enterobacter_cloacae FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Uncharacterised	protein hypothetical	protein Histidine	kinase Uncharacterised	protein BRO-like	protein Uncharacterised	protein 91.6 3
oqxA__1857781__Enterobacter_hormaechei FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Uncharacterised	protein BRO-like	protein hypothetical	protein 91.6 5
oqxA__564351__Enterobacter_cloacae FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA HNH	endonuclease Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein Transposase YgdR Lipoprotein hypothetical	proteinReplication	initiation	protein Transposase hypothetical	protein 91.0 2
oqxA__752415__Enterobacter_cloacae FOG:	EAL	domain Putative	inner	membrane	protein hypothetical	protein Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Endopeptidase Endolysin Holin Membrane	protein Bactoprenol	glucosyl	transferase hypothetical	protein transposase-like Transposase hypothetical	protein Uncharacterised	protein BRO-like	protein 91.0 1

oqxA__790051__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein MFS	transporter hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) Structural	protein	MipA Transcriptional	regulatory	protein	qseB Signal	transduction	histidine	kinase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Dihydropteroate	synthase hypothetical	protein transposase-like hypothetical	protein Resolvase Helix-turn-helix	domain	protein Arsenic	resistance	protein	ArsH Protein	ArsC Sodium	Bile	acid	symporter	family	protein Transcriptional	regulator Toxin	of	toxin-antitoxin	type	1	system hypothetical	protein Conjugal	transfer	protein	trbL 91.0 1
oqxA__598034__Erwinia_oleae Short-chain	dehydrogenase Oxidoreductase TetR	family	transcriptional	regulator Probable	sugar	efflux	transporter Flavin	reductase hypothetical	protein Putative	dehydrogenase Glutathione	S-transferase	domain	protein Transcription	regulator,	Rrf2	family Efflux	pump	membrane	transporter oqxA Regulatory	protein	pocR Membrane	protein Chemotaxis	protein Ribonuclease Ribonuclease	inhibitor AraC	family	transcriptional	regulator Short-chain	dehydrogenase/reductase	SDR hypothetical	protein hypothetical	protein 70.9 1
oqxA__552565__Pantoea_sp._UBA6694 hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Membrane	protein hypothetical	protein 74.3 2
oqxA__685481__Pantoea_sp._Ae16 hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Membrane	protein XRE	family	transcriptional	regulator 72.4 7
oqxA__784281__Pantoea_sp._ICBG_1758 hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 3-ketoacyl-ACP	reductase hypothetical	protein 73.4 1
oqxA__1633612__Pantoea_cypripedii hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 73.1 1
oqxA__688619__Pantoea_cypripedii hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 73.4 1
oqxA__1633602__Pantoea_sp._MSR2 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 73.9 1
oqxA__710438__Pantoea_sp._At-9b hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar	(Barnase	inhibitor) SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 73.6 1
oqxA__512745__Enterobacter_ludwigii hypothetical	protein Fumarate	hydratase	class	II hypothetical	protein RNA	polymerase	sigma	factor,	sigma-70	family Secreted/surface	protein	with	fasciclin-like	repeats DNA	replication	terminus	site-binding	protein Arabinose	efflux	permease	family	protein BadM/Rrf2	family	transcriptional	regulator DNA-directed	DNA	polymerase oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter Putative	transcriptional	regulator 76.1 1
oqxA__1889840__Enterobacteriaceae_bacterium_RIT692 hypothetical	protein Fumarate	hydratase	class	II Putative	anti-sigmaE	protein RNA	polymerase	sigma	factor,	sigma-70	family Secreted/surface	protein	with	fasciclin-like	repeats DNA	replication	terminus	site-binding	protein Arabinose	efflux	permease	family	protein BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter Putative	transcriptional	regulator 76.1 3
oqxA__1828564__Pantoea_sp._B9002 hypothetical	protein Fumarate	hydratase	class	II Putative	anti-sigmaE	protein RNA	polymerase	sigma	factor,	sigma-70	family Secreted/surface	protein	with	fasciclin-like	repeats DNA	replication	terminus	site-binding	protein Arabinose	efflux	permease	family	protein BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter hypothetical	protein 75.8 1
oqxA__808328__Pantoea_sp._AG1095 hypothetical	protein Fumarate	hydratase	class	II hypothetical	protein RNA	polymerase	sigma	factor,	sigma-70	family Secreted/surface	protein	with	fasciclin-like	repeats DNA	replication	terminus	site-binding	protein Arabinose	efflux	permease	family	protein BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter Putative	transcriptional	regulator 76.1 2
oqxA__688577__Pantoea_rwandensis hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter Putative	transcriptional	regulator 75.5 1
oqxA__1877544__Pantoea_sp._Acro-805 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator hypothetical	protein Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter Putative	transcriptional	regulator 75.0 1
oqxA__603423__Pantoea_rodasii Abortive	infection	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Pentapeptide	MXKDX	repeat	protein Oxidoreductase Cytochrome	B561 hypothetical	protein Histidine	kinase Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA 75.5 1
oqxA__614914__Pantoea_sp._BL1 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter Putative	transcriptional	regulator 75.8 1
oqxA__1856867__Pantoea_sp._Seng DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Pentapeptide	MXKDX	repeat	protein Oxidoreductase Cytochrome	B561 Chemotaxis	protein	CheY Histidine	kinase Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter hypothetical	protein 75.8 2
oqxA__780488__Pantoea_rodasii DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Pentapeptide	MXKDX	repeat	protein Oxidoreductase Cytochrome	b Chemotaxis	protein	CheY Histidine	kinase Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Benzoate	transporter Putative	transcriptional	regulator 75.5 2

oqxA__531306__Pantoea_dispersa hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Arabinose	efflux	permease	family	protein BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Membrane	protein Putative	transcriptional	regulator 75.3 1
oqxA__688579__Pantoea_wallisii hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB hypothetical	protein 75.5 1
oqxA__484962__Type-C_symbiont_of_Plautia_stali hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter hypothetical	protein BadM/Rrf2	family	transcriptional	regulator DNA-directed	DNA	polymerase oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Na+-driven	multidrug	efflux	pump Membrane	protein Helix-turn-helix	type	3 75.3 9
oqxA__1877538__Pantoea_sp._Cy-640 hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter hypothetical	protein BadM/Rrf2	family	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 3-oxoacyl-ACP	reductase hypothetical	protein hypothetical	protein 75.3 1
oqxA__720763__Pantoea_sp._AV62 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein hypothetical	protein hypothetical	protein Transcriptional	regulator mRNA	interferase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein XRE	family	transcriptional	regulator 74.1 2
oqxA__686904__Pantoea_brenneri Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator Hexulose-6-phosphate	synthase DNA	repair	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein XRE	family	transcriptional	regulator 74.5 10
oqxA__552451__Pantoea_sp._UBA6564 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter hypothetical	protein Hexulose-6-phosphate	synthase DNA	repair	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein XRE	family	transcriptional	regulator 74.5 1
oqxA__688573__Pantoea_conspicua Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator Hexulose-6-phosphate	synthase DNA	repair	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor hypothetical	protein 74.3 1
oqxA__1797498__Pantoea_sp._EKM103V Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator Hexulose-6-phosphate	synthase Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein hypothetical	protein 74.0 3
oqxA__552098__Pantoea_sp._UBA4570 hypothetical	protein Efflux	pump	membrane	transporter hypothetical	protein hypothetical	protein oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 73.7 1
oqxA__939182__Pantoea_anthophila hypothetical	protein Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator Orf24 hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein hypothetical	protein 74.3 4
oqxA__939184__Pantoea_deleyi Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Predicted	arabinose	efflux	permease,	MFS	family Transcriptional	regulator mRNA	interferase Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein XRE	family	transcriptional	regulator 73.5 1

oqxA__872746__Pantoea_agglomerans hypothetical	protein Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Putative	membrane	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 74.8 15
oqxA__1816113__Pantoea_agglomerans hypothetical	protein hypothetical	protein Phage	major	tail	tube	protein Tail	protein Late	control	D	family	protein Late	control	protein	ogr hypothetical	protein hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 74.7 1
oqxA__1897983__Pantoea_agglomerans Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Predicted	arabinose	efflux	permease,	MFS	family Transcriptional	regulator Transcriptional	regulator hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 74.8 26
oqxA__552871__Pantoea_agglomerans hypothetical	protein Predicted	arabinose	efflux	permease,	MFS	family hypothetical	protein mRNA	interferase Transcriptional	regulator hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein AraC	family	transcriptional	regulator Putative	ribonuclease 76.2 1
oqxA__597258__Pantoea_agglomerans Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Predicted	arabinose	efflux	permease,	MFS	family hypothetical	protein mRNA	interferase Transcriptional	regulator DNA	repair	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 74.5 1
oqxA__750107__Pantoea_agglomerans Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Predicted	arabinose	efflux	permease,	MFS	family Transcriptional	regulator Hexulose-6-phosphate	synthase Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Efflux	pump	membrane	transporter oqxA hypothetical	protein AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Peptidase	M15 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 75.1 1
oqxA__512763__Pantoea_vagans Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Predicted	arabinose	efflux	permease,	MFS	family hypothetical	protein Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 74.5 5
oqxA__478619__Pantoea_agglomerans_299R Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Predicted	arabinose	efflux	permease,	MFS	family hypothetical	protein hypothetical	protein DNA	repair	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 74.5 1
oqxA__1877464__Pantoea_sp._Bo_40 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Putative	membrane	protein Transcriptional	regulator Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 74.0 26
oqxA__552991__Pantoea_sp. hypothetical	protein hypothetical	protein Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC hypothetical	protein 74.5 1
oqxA__749256__Pantoea_vagans hypothetical	protein Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Putative	membrane	protein Transcriptional	regulator hypothetical	protein hypothetical	protein DNA	repair	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Aminoglycoside	nucleotidyltransferase 74.0 2
oqxA__599876__Pantoea_sp._9140 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Putative	membrane	protein Transcriptional	regulator mRNA	interferase Transcriptional	regulator DNA	repair	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC Virulence	factor	SrfB SrfA Putative	benzoate	membrane	transport	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor 73.7 4
oqxA__805901__Pantoea_sp._JKS000250 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Putative	membrane	protein Transcriptional	regulator mRNA	interferase Transcriptional	regulator DNA	repair	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	ribonuclease Ribonuclease	inhibitor SrfC hypothetical	protein hypothetical	protein Plasmid	maintenance	protein	CcdA hypothetical	protein hypothetical	protein hypothetical	protein 3-ketoacyl-ACP	reductase hypothetical	protein hypothetical	protein 73.2 1

oqxA__1830400__Pantoea_stewartii hypothetical	protein Inhibitor	of	replication	at	Ter,	DNA-binding	protein Bacitracin	transport	permease	BCRC Membrane	protein ATP-binding	component	of	an	ABC	superfamily	transporter MFS	transporter BadM/Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA Membrane	protein XRE	family	transcriptional	regulator 71.2 7
oqxA__526472__Pantoea_stewartii_subsp._stewartii_DC283 ATP-binding	component	of	an	ABC	superfamily	transporter MFS	transporter BadM/Rrf2	family	transcriptional	regulator IS66-like IS66-like Transposase DNA	adenine	methylase hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein AsnC	family	transcriptional	regulator Barstar,	RNAse	(Barnase)	inhibitor MFS	transporter Virulence	factor	SrfB hypothetical	protein SrfA hypothetical	protein Membrane	protein hypothetical	protein 71.2 3
oqxA__804830__Pantoea_allii hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter BadM/Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA YdcO XRE	family	transcriptional	regulator 73.0 3
oqxA__793008__Pantoea_ananatis hypothetical	protein Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein YhhS BadM/Rrf2	family	transcriptional	regulator Dienelactone	hydrolase Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA YdcO YdcN 73.0 20
oqxA__710390__Pantoea_ananatis_LMG_20103 hypothetical	protein Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein YhhS BadM/Rrf2	family	transcriptional	regulator Dienelactone	hydrolase Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA YdcO YdcN 73.3 4
oqxA__749274__Pantoea_ananatis hypothetical	protein Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein YhhS BadM/Rrf2	family	transcriptional	regulator Dienelactone	hydrolase Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB SrfA YdcO Inner	membrane	protein	ydgK 73.3 9

oqxA__822033__Serratia_marcescens hypothetical	protein Cytoplasmic	protein Phosphocarrier	protein	NPr RNase	adapter	protein	RapZ Sugar-specific	enzyme	IIA	component	of	PTS Ribosomal	subunit	interface	protein RNA	polymerase	sigma-54	factor Lipopolysaccharide	export	system	ATP-binding	protein	LptB Lipopolysaccharide	export	system	protein	LptA Lipopolysaccharide	export	system	protein	LptC 3-deoxy-D-manno-octulosonate	8-phosphate	phosphatase	KdsC Arabinose	5-phosphate	isomerase hypothetical	protein oqxA 73.0 1
oqxA__822084__Serratia_marcescens hypothetical	protein Putative	hydrolase UPF0370	protein	AXX16	1789 D-alanyl-D-alanine	carboxypeptidase Succinyl-diaminopimelate	desuccinylase ArsC	family	reductase DNA-binding	transcriptional	activator	EvgA Acetyltransferase	(GNAT)	family	protein Acetyltransferase	(GNAT)	family	protein Lipoprotein	NlpI Efflux	pump	membrane	transporter oqxA 73.0 1
oqxA__765176__Serratia_nematodiphila Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 72.2 15
oqxA__1791287__Stenotrophomonas_sp._AS012707 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 72.2 5
oqxA__750538__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A hypothetical	protein Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY hypothetical	protein 72.5 3
oqxA__565616__Klebsiella_oxytoca Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob Uncharacterised	protein hypothetical	protein Predicted	ATPase Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE hypothetical	protein 72.2 3
oqxA__755306__Serratia_sp._FDAARGOS_506 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Exodeoxyribonuclease	10 hypothetical	protein 72.2 9
oqxA__622242__Serratia_marcescens_BIDMC_44 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB IS6-like Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Exodeoxyribonuclease	10 72.5 49
oqxA__808017__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Exodeoxyribonuclease	10 72.5 3
oqxA__555569__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB IS6-like Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Exodeoxyribonuclease	10 Uncharacterised	protein 72.5 38
oqxA__554940__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB IS6-like Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ hypothetical	protein Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Exodeoxyribonuclease	10 Uncharacterised	protein 72.5 1
oqxA__1791379__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 72.5 21
oqxA__776904__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein Predicted	ATPase Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE hypothetical	protein 72.5 2
oqxA__1864990__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 hypothetical	protein 72.5 4
oqxA__872616__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE hypothetical	protein 72.5 1
oqxA__555549__Serratia_marcescens hypothetical	protein IS6-like Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator IS200/IS605-like Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Membrane	protein 72.5 46
oqxA__753885__Serratia_marcescens hypothetical	protein Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator IS200/IS605-like Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Exodeoxyribonuclease	10 72.5 18
oqxA__719453__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein RNA	polymerase-binding	protein	DksA Proline	iminopeptidase DNA	polymerase	III	subunit	theta Ferritin Copper	resistance	protein	C Inner	membrane	protein	YebZ Protein	of	uncharacterised	function	(DUF2511) Uncharacterised	protein Uncharacterised	protein 72.5 6
oqxA__750140__Serratia_sp._YD25 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 72.8 1
oqxA__742945__Serratia_marcescens_H1q Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 72.8 1
oqxA__1890964__Serratia_sp._YC16 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob FRG	domain	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 72.8 1
oqxA__527342__Serratia_marcescens Tellurite	resistance	protein hypothetical	protein LPXTG-motif	cell	wall	anchor	domain	protein IntI1-like UPF0227	protein	PWN146	01358 UvrA YcfJ Uncharacterised	protein Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 72.5 1

oqxA__1642118__Serratia_marcescens hypothetical	protein NADH	dehydrogenase hypothetical	protein GntR	family	transcriptional	regulator Deoxyribose-phosphate	aldolase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 ABC	transporter Isocitrate	dehydrogenase 71.4 1
oqxA__1860679__Serratia_marcescens Tn5252	ORF10 Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 hypothetical	protein 72.1 18
oqxA__822119__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Amidohydrolase 72.1 22
oqxA__822067__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Amidohydrolase 72.1 2
oqxA__822104__Serratia_marcescens hypothetical	protein Glycoprotein-polysaccharide	metabolism	protein Methylated-DNA--protein-cysteine	methyltransferase hypothetical	protein Hemolysin	expression	modulating	protein Hha	toxicity	modulator	TomB Uncharacterised	protein ABC	transporter,	ATP-binding	protein Manganese	transport	system	membrane	protein	MntB Manganese	ABC	transporter	substrate-binding	lipoprotein 50S	ribosomal	protein	L36 50S	ribosomal	protein	L31	type	B Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Amidohydrolase 72.1 2
oqxA__822103__Serratia_marcescens hypothetical	protein oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 hypothetical	protein 72.1 1
oqxA__821989__Serratia_marcescens hypothetical	protein Putative	DMT	superfamily	transporter	inner	membrane	protein HTH-type	transcriptional	regulator	PuuR DNA-binding	protein LysR	family	transcriptional	regulator Amino	acid	transporter NAD(P)H	dehydrogenase	(quinone) Uncharacterised	protein Nuclease Efflux	pump	membrane	transporter	BepE oqxA 72.9 1

oqxA__645524__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase 72.5 1
oqxA__682949__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein oqxA Right	origin-binding	protein	Rob 72.5 2
oqxA__620295__Serratia_marcescens_LCT-SM166 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Helicase hypothetical	protein Amino	acid/peptide	transporter hypothetical	protein 72.5 2
oqxA__1594758__Serratia_marcescens hypothetical	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 Terminase	large	subunit YcfJ MarR	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Lysine--tRNA	ligase Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 72.3 18
oqxA__1874497__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 72.2 19
oqxA__527363__Serratia_marcescens Tellurite	resistance	protein hypothetical	protein Thiamine	kinase IntI1-like UPF0227	protein	PWN146	01358 UvrA YcfJ Peptidase	M14 Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob hypothetical	protein hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE hypothetical	protein 72.5 2
oqxA__1793158__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob FRG	domain	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 hypothetical	protein 72.2 11
oqxA__527349__Serratia_marcescens Tellurite	resistance	protein hypothetical	protein Thiamine	kinase IntI1-like UPF0227	protein	PWN146	01358 UvrA YcfJ Peptidase	M14 Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob FRG	domain	protein hypothetical	protein Transposase Transposase Transposase Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 72.5 1
oqxA__1639054__Serratia_sp._NGAS9 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Galactose	mutarotase-like	enzyme Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob FRG	domain	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 72.5 2
oqxA__533765__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase IntI1-like UPF0227	protein	PWN146	01358 UvrA YcfJ Uncharacterised	protein Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE hypothetical	protein 72.5 2
oqxA__1879643__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Plasmid	stabilization	protein Restriction	endonuclease	subunit	M hypothetical	protein Amino	acid/peptide	transporter hypothetical	protein 72.5 3
oqxA__533757__Serratia_marcescens Tellurite	resistance	protein hypothetical	protein Thiamine	kinase IntI1-like UPF0227	protein	PWN146	01358 UvrA YcfJ Peptidase	M14 Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE DNA	helicase Inosine-5-monophosphate	dehydrogenase 72.5 12
oqxA__608592__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob hypothetical	protein 72.5 1

oqxA__645529__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein hypothetical	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE hypothetical	protein 72.2 9
oqxA__1856290__Serratia_marcescens Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 72.2 1
oqxA__1888480__Serratia_sp._HRI Pilus	assembly	protein Fimbrial	protein Fimbrial	protein Fimbrial	protein Transposase transposase-like Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 hypothetical	protein 71.9 1
oqxA__808179__Serratia_marcescens YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein hypothetical	protein 72.2 1
oqxA__1790185__Serratia_marcescens hypothetical	protein Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 NADH	dehydrogenase YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A hypothetical	protein Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY hypothetical	protein 71.9 11

oqxA__620226__Serratia_marcescens_MC459 Uncharacterised	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Tyrosine	recombinase	xerD Integrase	Family	Protein hypothetical	protein hypothetical	protein Membrane	protein Uncharacterised	protein Lipoprotein 72.2 4
oqxA__620250__Serratia_marcescens_AB42556419-isolate1 hypothetical	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator hypothetical	protein hypothetical	protein oqxA Right	origin-binding	protein	Rob Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Tyrosine	recombinase	xerD Integrase	Family	Protein hypothetical	protein hypothetical	protein Membrane	protein Uncharacterised	protein Lipoprotein 72.2 1
oqxA__508691__Serratia_ficaria hypothetical	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Peptidase	M14 Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 71.4 4
oqxA__1803645__Serratia_plymuthica Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	Spro	1925 NADH	dehydrogenase YcfJ Transcriptional	regulatory	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein hypothetical	protein 74.0 4
oqxA__480934__Serratia_plymuthica_RVH1 hypothetical	protein IntI1-like UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulatory	protein Cobalt	ABC	transporter	permease transposase-like Collagen	adhesion	protein oqxA Right	origin-binding	protein	Rob hypothetical	protein Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 74.0 2
oqxA__711171__Serratia_plymuthica_S13 Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulatory	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 74.0 1
oqxA__670493__Serratia_plymuthica Putative	Poly(Hydroxyalcanoate)	granule	associated	protein	(Phasin) Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulatory	protein Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 (R)-stereoselective	amidase 73.7 4
oqxA__821719__Serratia_plymuthica hypothetical	protein Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulatory	protein transposase-like Transposase Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein 73.7 2
oqxA__758003__Serratia_plymuthica Membrane	protein Penicillin-binding	protein	activator	LpoB hypothetical	protein hypothetical	protein Beta-hexosaminidase hypothetical	protein Putative	esterase	(Fragment) UvrA YcfJ Transcriptional	regulatory	protein Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein oqxA Right	origin-binding	protein	Rob Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 hypothetical	protein 73.2 2
oqxA__749790__Serratia_plymuthica_PRI-2C Membrane	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulatory	protein Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein	Rob HNH	endonuclease Cell	envelope	biogenesis	protein	OmpA Apolipoprotein	A1/A4/E	domain	protein hypothetical	protein Amino	acid/peptide	transporter IS3	family	transposase ISEch2	OrfA Glyoxylate/hydroxypyruvate	reductase	A 73.7 1
oqxA__551895__Serratia_liquefaciens_FK01 hypothetical	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ Transcriptional	regulator hypothetical	protein Collagen	adhesion	protein oqxA Transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein hypothetical	protein 73.0 1
oqxA__1623877__Serratia_liquefaciens hypothetical	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	Spro	1925 Terminase	large	subunit YcfJ HTH-type	transcriptional	repressor	NsrR Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Resolvase	domain-containing	protein Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein 72.5 8
oqxA__755075__Serratia_sp._P2ACOL2 Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ HTH-type	transcriptional	repressor	NsrR Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein hypothetical	protein 72.5 3
oqxA__844010__Serratia_grimesii hypothetical	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	PWN146	01358 UvrA YcfJ HTH-type	transcriptional	repressor	NsrR Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein hypothetical	protein 71.5 3
oqxA__710153__Serratia_proteamaculans_568 Membrane	protein hypothetical	protein Thiamine	kinase Beta-hexosaminidase UPF0227	protein	Spro	1925 UvrA YcfJ HTH-type	transcriptional	repressor	NsrR Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein hypothetical	protein 71.2 4
oqxA__758137__Serratia_quinivorans Membrane	protein hypothetical	protein Thiamine	kinase Beta-hexosaminidase UPF0227	protein	Spro	1925 UvrA YcfJ HTH-type	transcriptional	repressor	NsrR Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein RNA	polymerase-binding	transcription	factor	DksA 71.4 2
oqxA__580233__Serratia_proteamaculans Membrane	protein hypothetical	protein Thiamine	kinase Beta-hexosaminidase UPF0227	protein	Spro	1925 UvrA YcfJ HTH-type	transcriptional	repressor	NsrR Collagen	adhesion	protein oqxA AraC	family	transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY hypothetical	protein Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein 73.9 1
oqxA__1882061__Serratia_proteamaculans Membrane	protein Penicillin-binding	protein	activator	LpoB Thiamine	kinase Beta-hexosaminidase UPF0227	protein	Spro	1925 NADH	dehydrogenase YcfJ HTH-type	transcriptional	repressor	NsrR Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Amino	acid/peptide	transporter Glyoxylate/hydroxypyruvate	reductase	A Probable	phosphatase	Spro	1934 Chaperone	protein	YcdY Inner	membrane	protein	yebE Protease	2 Exodeoxyribonuclease	10 Uncharacterised	protein hypothetical	protein 74.1 2
oqxA__760016__Enterobacteriaceae_bacterium_Larv1_ips hypothetical	protein TetR	family	transcriptional	regulator DNA-binding	domain-containing	protein,	AraC-type Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Porin Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Alpha-amylase hypothetical	protein hypothetical	protein hypothetical	protein 70.5 1
oqxA__502659__Campylobacter_jejuni hypothetical	protein TetR	family	transcriptional	regulator DNA-binding	domain-containing	protein,	AraC-type Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Porin Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA hypothetical	protein hypothetical	protein 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase MFS	transporter Alpha-amylase hypothetical	protein hypothetical	protein 70.5 1
oqxA__606439__Rahnella_aquatilis hypothetical	protein hypothetical	protein DNA-binding	domain-containing	protein,	AraC-type Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Outer	membrane	protein	(Porin) Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA hypothetical	protein 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Transposase	IS200	(Fragment) 73.1 1
oqxA__912706__Rahnella_sp._RFA10 hypothetical	protein Bactoprenol	glucosyl	transferase hypothetical	protein hypothetical	protein hypothetical	protein Outer	membrane	protein	(Porin) Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type Type	VI	secretion	protein Type	VI	secretion	protein 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter hypothetical	protein 73.7 1
oqxA__754805__Rahnella_aquatilis hypothetical	protein hypothetical	protein Uncharacterised	protein Lysozyme Lysis	protein hypothetical	protein Transposase transposase-like hypothetical	protein Outer	membrane	pore	protein	N,	non-specific Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type hypothetical	protein 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Glycosidase hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein 73.1 1
oqxA__756216__Rahnella_sp._NRRL_B-41462 hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Outer	membrane	pore	protein	N,	non-specific Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Glycosidase hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein 73.1 1
oqxA__808991__Rahnella_sp._NFIX50 Uncharacterised	protein Transferase	hexapeptide	repeat	containing	protein hypothetical	protein hypothetical	protein Outer	membrane	pore	protein	N,	non-specific Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Glycosidase hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein 73.1 1

oqxA__780598__Rahnella_sp._AA hypothetical	protein Multidrug	transporter DNA-binding	domain-containing	protein,	AraC-type Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Outer	membrane	protein	(Porin) hypothetical	protein Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonide	lyase Metabolite-proton	symporter Alpha-amylase hypothetical	protein hypothetical	protein 74.1 1
oqxA__821578__Rahnella_variigena D-aminoacylase Endoribonuclease	L-PSP Putative	sodium-solute	symporter 2-dehydro-3-deoxygalactonokinase 2-dehydro-3-deoxyphosphogalactonate	aldolase RpiR	family	transcriptional	regulator Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Alpha-amylase hypothetical	protein hypothetical	protein 73.3 1
oqxA__917874__Rahnella_sp._JUb53 hypothetical	protein Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Outer	membrane	protein	(Porin) hypothetical	protein Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Alpha-amylase hypothetical	protein Molecular	chaperone 73.3 5
oqxA__750343__Rahnella_sp._ERMR1 hypothetical	protein Multidrug	transporter DNA-binding	domain-containing	protein,	AraC-type Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Porin Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type EamA AraC	family	transcriptional	regulator 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter Glycosidase hypothetical	protein 70.8 1
oqxA__1846401__Rouxiella_chamberiensis hypothetical	protein Multidrug	transporter DNA-binding	domain-containing	protein,	AraC-type Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Porin Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonate	lyase Metabolite-proton	symporter 74.0 1
oqxA__661797__Serratia_sp._Leaf51 hypothetical	protein hypothetical	protein Multidrug	transporter DNA-binding	domain-containing	protein,	AraC-type Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Porin Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase Cupin	domain-containing	protein Oligogalacturonide	lyase Metabolite-proton	symporter Alpha-amylase hypothetical	protein Molecular	chaperone	DnaJ hypothetical	protein 74.3 2
oqxA__821570__Rahnella_inusitata DNA-binding	domain-containing	protein,	AraC-type Putative	intracellular	protease/amidase TetR	family	transcriptional	regulator Acetoin	reductase	family	protein hypothetical	protein hypothetical	protein Outer	membrane	protein	(Porin) Putative	transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA DNA-binding	domain-containing	protein,	AraC-type hypothetical	protein hypothetical	protein 2-deoxy-D-gluconate	3-dehydrogenase Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase GGDEF-domain	containing	protein GNAT	family	N-acetyltransferase hypothetical	protein 74.0 3
oqxA__1635010__Pantoea_sp._201603H AMP-binding	enzyme	domain	protein hypothetical	protein Probable	sugar	efflux	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Nucleoside	triphosphatase hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease hypothetical	protein hypothetical	protein Virulence	factor	SrfB hypothetical	protein Uncharacterised	protein Uncharacterised	protein 74.8 1
oqxA__600710__Rouxiella_chamberiensis Iron-sulfur	flavoprotein Major	facilitator	superfamily	protein LysR	family	transcriptional	regulator LysR	family	transcriptional	regulator Permease Transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Tartrate	dehydrogenase LysR	family	transcriptional	regulator Biofilm	development	protein	AriR hypothetical	protein Transcriptional	repressor	DicA hypothetical	protein NAD(P)-dependent	oxidoreductase Pirin Endonuclease 70.6 1
oqxA__661795__Serratia_sp._Leaf50 hypothetical	protein LysR	family	transcriptional	regulator Polyphosphate	kinase	2 Magnesium	transporter	CorA LysR	family	transcriptional	regulator Permease Transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Putative	exported	protein LuxR	family	transcriptional	regulator Tyrosine-protein	kinase hypothetical	protein hypothetical	protein Virulence	factor	MviN Galactoside	O-acetyltransferase 72.2 1
oqxA__1886065__Rouxiella_sp._S1S-2 hypothetical	protein LysR	family	transcriptional	regulator Polyphosphate	kinase	2 Magnesium	transporter	CorA LysR	family	transcriptional	regulator Permease Transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Putative	exported	protein LuxR	family	transcriptional	regulator Tyrosine-protein	kinase Putative	capsular	repeat	unit	polymerase hypothetical	protein Virulence	factor	MviN Galactoside	O-acetyltransferase 71.9 1
oqxA__475701__Serratia_sp._M24T3 hypothetical	protein LysR	family	transcriptional	regulator Polyphosphate	kinase	2 Mg2	transporter	protein	CorA	family	protein LysR	family	transcriptional	regulator Permease Transcriptional	regulator Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Tartrate	dehydrogenase LysR	family	transcriptional	regulator 71.7 1

oqxA__597075__Ewingella_americana_ATCC_33852 ParB	family	protein ATPase	involved	in	chromosome	partitioning Methyl-accepting	chemotaxis	protein	I Periplasmic	substrate-binding	component	of	an	ABC	superfamily	polyol	transporter Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein FMN	oxidoreductase ArsR	family	transcriptional	regulator Putative	transcriptional	regulator HipA	domain	protein Putative	virulence	factor SrfB	family	protein 70.8 2
oqxA__758772__Ewingella_americana RepA	family	replication	protein ParB	family	protein ATPase	involved	in	chromosome	partitioning hypothetical	protein Rrf2	family	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein FMN	oxidoreductase ArsR	family	transcriptional	regulator Putative	transcriptional	regulator HipA	domain	protein Putative	virulence	factor SrfB	family	protein 70.5 1
oqxA__600722__Erwinia_iniecta Fimbrial	assembly	protein Molecular	chaperone hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Ribonuclease	inhibitor Protease Virulence	factor Virulence	factor	SrfB SrfA 75.1 2
oqxA__478871__Erwinia_toletana_DAPP-PG_735 hypothetical	protein Cytochrome	B hypothetical	protein MFS	transporter DNA-binding	protein Membrane	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Ribonuclease Ribonuclease	inhibitor Virulence	factor Virulence	factor	SrfB SrfA Type	VI	secretion	system	(T6SS),	amidase	immunity	protein hypothetical	protein 75.6 1
oqxA__710408__Erwinia_billingiae_Eb661 hypothetical	protein Major	facilitator	superfamily	(MFS)	transporter Transcriptional	regulator Putative	dehydrogenase Transcription	regulator,	Rrf2	family Transcriptional	regulator,	AraC	family Putative	short-chain	dehydrogenase,	oxidoreductase Efflux	pump	membrane	transporter oqxA Regulatory	protein	pocR Membrane	protein Putative	transporter Periplasmic	binding	protein/LacI	transcriptional	regulator Ribonuclease Probable	ribonuclease	inhibitor hypothetical	protein Amidohydrolase Alkyl	hydroperoxide	reductase	AhpD Putative	monooxygenase ABC	transporter	ATP-binding	protein 71.3 3

oqxA__1600261__Stenotrophomonas_maltophilia hypothetical	protein Molecular	chaperone	Hsp31	and	glyoxalase	3 Transcriptional	activator	protein	LasR Endonuclease Putative	transmembrane	protein hypothetical	protein Antibiotic	efflux	pump	outer	membrane	protein	ArpC Short-chain	dehydrogenase/reductase Efflux	pump	membrane	transporter oqxA 70.7 2
oqxA__1600119__Stenotrophomonas_maltophilia hypothetical	protein hypothetical	protein Endonuclease Putative	transmembrane	protein Glyoxalase-like	domain	protein Antibiotic	efflux	pump	outer	membrane	protein	ArpC Short-chain	dehydrogenase/reductase Type	I	site-specific	deoxyribonuclease,	HsdR oqxA 70.7 2
oqxA__827758__Raoultella_sp._BIGb0399 Transcriptional	regulator,	TetR	family Lipoprotein Mammalian	cell	entry	related	domain	protein Paraquat-inducible	protein	A Paraquat-inducible	protein	A Putative	lipoprotein Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA Right	origin-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family ABC	transporter	permease Polar	amino	acid	transport	system	permease	protein Amino	acid	ABC	transporter N-carbamoyl-L-amino-acid	hydrolase Aminomethyltransferase Transcriptional	regulator CMP/dCMP	deaminase	zinc-binding	protein Xanthine	permease LysR	family	transcriptional	regulator hypothetical	protein 88.0 1
oqxA__1834730__Escherichia_coli_plasmid Ankyrin	repeat	family	protein Dihydropteroate	synthase	type	1	(Fragment) QACEdelta1	(Fragment) Aminoglycoside	adenylyltransferase Dihydrofolate	reductase hypothetical	protein hypothetical	protein Transposase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein IS6-like Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) 100.0 2
oqxA__1834585__Salmonella_enterica_plasmid Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE Cytosine-specific	methyltransferase IS1294-like Transposase	TnpA Aminoglycoside	phosphotransferase Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein Resolvase hypothetical	protein IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) 99.7 2
oqxA__828672__Pantoea_sp._RIT388 hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator Uncharacterised	protein	family	UPF0547 hypothetical	protein Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 74.9 1
oqxA__702304__Pantoea_latae hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator Uncharacterised	protein Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 73.9 1
oqxA__1828932__Kalamiella_piersonii Barstar,	RNAse	(Barnase)	inhibitor Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator Uncharacterised	protein	family	UPF0547 Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 74.2 6
oqxA__786037__Pantoea_sp._PSNIH6 Mal	regulon	transcriptional	regulator	MalI Uncharacterized	conserved	protein	YdgA,	DUF945	family Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 74.4 1
oqxA__551707__Pantoea_septica hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein MFS	transporter Transcriptional	regulator hypothetical	protein Multidrug	efflux	RND	transporter	permease	subunit oqxA hypothetical	protein Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator hypothetical	protein 73.9 2
oqxA__773225__Pantoea_sp._FDAARGOS_194 hypothetical	protein Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Uncharacterised	protein Multidrug	efflux	RND	transporter	permease	subunit oqxA AraC	family	transcriptional	regulator Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB Putative	virulence	effector	protein Benzoate	transport	protein XRE	family	transcriptional	regulator 74.7 4
oqxA__552250__Pantoea_sp._UBA5035 Mannose-6-phosphate	isomerase Fumarate	hydratase	class	II DNA	replication	terminus	site-binding	protein Probable	sugar	efflux	transporter Transcriptional	regulator hypothetical	protein Multidrug	efflux	RND	transporter	permease	subunit oqxA hypothetical	protein Ribonuclease Barstar,	RNAse	(Barnase)	inhibitor SrfC Virulence	factor	SrfB hypothetical	protein 74.7 1

oqxA__596508__Pantoea_sp._LMG_27579 Uncharacterised	protein Uncharacterised	protein hypothetical	protein Virulence	factor	SrfB hypothetical	protein hypothetical	protein Ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Nucleoside	triphosphatase hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Probable	sugar	efflux	transporter hypothetical	protein AMP-binding	enzyme	domain	protein 74.8 1
oqxA__1642626__Erwiniaceae_bacterium_PD-1 Glycoside	hydrolase	family	protein Putative	type	VI	secretion	system,	effector	protein	hcp RNA	signal	recognition	particle	4.5S	RNA hypothetical	protein Virulence	factor	SrfB hypothetical	protein hypothetical	protein Ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Transcriptional	regulator hypothetical	protein ABC-type	dipeptide/oligopeptide/nickel	transport	system,	permease	component ABC-type	dipeptide/oligopeptide/nickel	transport	system,	permease	component Glycosyl	transferase hypothetical	protein 85.4 1

oqxA__1889820__Raoultella_sp._RIT712 hypothetical	protein LysR	family	transcriptional	regulator Xanthine	permease CMP/dCMP	deaminase	zinc-binding	protein Transcriptional	regulator Aminomethyltransferase N-carbamoyl-L-amino-acid	hydrolase Amino	acid	ABC	transporter Polar	amino	acid	transport	system	permease	protein ABC	transporter	permease Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Putative	lipoprotein Paraquat-inducible	protein	A Paraquat-inducible	protein	A Mammalian	cell	entry	related	domain	protein Lipoprotein Transcriptional	regulator,	TetR	family 88.0 1
oqxA__1623604__Klebsiella_oxytoca ATPase	AAA Nitrogenase	cofactor	biosynthesis	protein	NifB Protein	NifQ Transcriptional	regulator Aminomethyltransferase N-carbamoyl-L-amino-acid	hydrolase Amino	acid	ABC	transporter Polar	amino	acid	transport	system	permease	protein ABC	transporter	permease Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Putative	cationic	amino	acid	transport	protein Amino	acid	ABC	transporter Polar	amino	acid	ABC	transporter	inner	membrane	subunit ABC-type	amino	acid	transport	system ABC-type	amino	acid	transport/signal	transduction	system	protein LysR	family	transcriptional	regulator Creatinase 87.7 1
oqxA__747434__Cedecea_neteri hypothetical	protein Histidine	kinase hypothetical	protein hypothetical	protein hypothetical	protein Endoribonuclease Colicin	V	secretion	protein	CvaA ABC	transporter	family	protein hypothetical	protein hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator,	BadM/Rrf2	family hypothetical	protein hypothetical	protein Curved	DNA-binding	protein Chaperone	modulatory	protein	CbpM Putative	exported	protein AraC	family	transcriptional	regulator O-acetylserine/cysteine	export	protein	EamA Nitroreductase 86.0 1
oqxA__747437__Cedecea_neteri Putative	ATP-binding	protein	of	T1SS Membrane	fusion	protein,	adhesin	transport	system Endoribonuclease Colicin	V	secretion	protein	CvaA ABC	transporter	family	protein hypothetical	protein hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator,	BadM/Rrf2	family hypothetical	protein Acetyltransferase Toxin-antitoxin	system,	antitoxin	component Curved	DNA-binding	protein Chaperone	modulatory	protein	CbpM Putative	exported	protein AraC	family	transcriptional	regulator O-acetylserine/cysteine	export	protein	EamA Nitroreductase 85.7 2
oqxA__476580__Enterobacter_sp._Ag1 hypothetical	protein Type	I	secretion	outer	membrane	protein,	TolC	family Leukotoxin	translocation	ATP-binding	protein	LktB Membrane	fusion	protein,	adhesin	transport	system Membrane	protein hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator,	BadM/Rrf2	family hypothetical	protein Acetyltransferase Toxin-antitoxin	system,	antitoxin	component Curved	DNA-binding	protein Chaperone	modulatory	protein	CbpM Putative	exported	protein AraC	family	transcriptional	regulator O-acetylserine/cysteine	export	protein	EamA Uncharacterised	protein 86.0 1
oqxA__748004__Klebsiella_michiganensis hypothetical	protein FIG131328:	Predicted	ATP-dependent	endonuclease	of	the	OLD	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	membrane	protein Putative	ATP/GTP-binding	protein hypothetical	protein Transposase	IS3/IS911	family	protein Transposase	IS3/IS911	family	protein hypothetical	protein hypothetical	protein Endoribonuclease Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator,	BadM/Rrf2	family hypothetical	protein Restriction	endonuclease	PvuRts1	I Curved	DNA-binding	protein Chaperone	modulatory	protein	CbpM Putative	exported	protein Nitroreductase DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein 85.7 1
oqxA__1828574__Cedecea_sp._P7760 hypothetical	protein GNAT	family	acetyltransferase Endoribonuclease Right	origin-binding	protein oqxA CRISPR-associated	endonuclease	Cas9 Transcriptional	regulator,	BadM/Rrf2	family Acetyltransferase Toxin-antitoxin	system,	antitoxin	component Curved	DNA-binding	protein Chaperone	modulatory	protein	CbpM Putative	exported	protein Nitroreductase DNA-binding	transcriptional	regulator,	LysR	family Antitoxin Dihydroflavonol-4-reductase 86.0 1
oqxA__943831__Raoultella_terrigena Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family 5'-nucleotidase Phosphoglycerate	mutase Porin Serine	protein	kinase	RIO oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Probable	transmembrane	protein DUF4926	domain-containing	protein Phage	polarity	suppression	protein KTSC	domain-containing	protein ATPase SIR2-like	domain-containing	protein 88.5 1
oqxA__827764__Raoultella_terrigena Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Sodium	ABC	transporter	ATP-binding	protein Agmatinase DNA-binding	transcriptional	regulator,	LysR	family 5'-nucleotidase Phosphoglycerate	mutase Porin Serine	protein	kinase	RIO oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein 5-methylcytosine-specific	restriction	enzyme	A NTP	pyrophosphatase,	house-cleaning	of	non-canonical	NTPs DNA	primase 88.5 1
oqxA__1640409__Raoultella_terrigena hypothetical	protein 2-Oxobutyrate	oxidase Xylose	isomerase Agmatinase DNA-binding	transcriptional	regulator,	LysR	family 5'-nucleotidase hypothetical	protein hypothetical	protein Porin Serine	protein	kinase	RIO oqxA Efflux	pump	membrane	transporter Transcriptional	regulator SsrA-binding	protein Ubiquinone-binding	protein UPF0125	protein	TE10	21575 Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN PrgP Protein	GrpE 88.5 2
oqxA__668681__Raoultella_sp._NCTC_9189 Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase Sodium	ABC	transporter	ATP-binding	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family 5'-nucleotidase Phosphoglycerate	mutase Porin Serine	protein	kinase	RIO oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Putative	transposase	TnpP IS3-like hypothetical	protein hypothetical	protein hypothetical	protein SsrA-binding	protein Ubiquinone-binding	protein UPF0125	protein	TE10	21575 Outer	membrane	protein	assembly	factor	BamE 88.5 1
oqxA__668180__Raoultella_terrigena Transmembrane	protein Transaldolase Lipoprotein Xylose	isomerase	domain-containing	protein MFS	transporter Hydroxyacid	dehydrogenase Sugar	phosphate	isomerases/epimerases hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator SsrA-binding	protein Ubiquinone-binding	protein UPF0125	protein	TE10	21575 Enterocin	A	Immunity hypothetical	protein hypothetical	protein NAD	kinase Protein	GrpE 89.0 14
oqxA__648801__Raoultella_terrigena Transmembrane	protein Transaldolase Lipoprotein Xylose	isomerase	domain-containing	protein MFS	transporter Hydroxyacid	dehydrogenase Sugar	phosphate	isomerases/epimerases Serine	protein	kinase	RIO oqxA Efflux	pump	membrane	transporter Putative	transposase Regulatory	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Membrane	protein 88.7 6
oqxA__668223__Klebsiella_aerogenes Ribose-5-phosphate	isomerase Transaldolase Lipoprotein Xylose	isomerase	domain-containing	protein MFS	transporter Hydroxyacid	dehydrogenase Sugar	phosphate	isomerases/epimerases Serine	protein	kinase	RIO oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Probable	transmembrane	protein Putative	transposase	TnpP IS3-like Dipicolinate	synthase hypothetical	protein DUF4755	domain-containing	protein hypothetical	protein 88.2 5
oqxA__1611076__Raoultella_sp._18105 hypothetical	protein Sugar	phosphate	isomerases/epimerases Serine	protein	kinase	RIO oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein 88.5 19

oqxA__552823__Corynebacterium_variabile Multisubunit	sodium/proton	antiporter,	MrpA	subunit	(TC	2.A.63.1)	/	multisubunit	sodium/proton	antiporter,	MrpB	subunit	(TC	2.A.63.1) Aldo/keto	reductases,	related	to	diketogulonate	reductase hypothetical	protein GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase AraC	family	transcriptional	regulator oqxA hypothetical	protein 91.2 1
oqxA__1856557__Lelliottia_aquatilis Uncharacterized	protein	YccU Heat	shock	protein	HspQ Ribosomal	RNA	large	subunit	methyltransferase	I Acylphosphatase Sulfurtransferase Inner	membrane	protein	YccA Periplasmic	oligopeptide-binding	protein hypothetical	protein Dihydrofolate	reductase DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Iron(III)	dicitrate	transport	ATP-binding	protein	FecE	(TC	3.A.1.14.1) Iron(III)	dicitrate	transport	system	permease	protein	FecD Iron(III)	dicitrate	transport	system	permease	protein	FecC	(TC	3.A.1.14.1) Periplasmic	substrate-binding	component	of	an	ABC	superfamily	iron(III)	dicitrate	transporter Fe(3+)	dicitrate	transport	protein	FecA 90.8 2
oqxA__919033__Enterobacter_sp._OV724 Putative	hydrolase Uncharacterized	protease	YegQ Glyoxalase/bleomycin	resistance	protein/dioxygenase Putative	lipoprotein ASCH	domain Putative	acetyltransferase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Endoribonuclease	L-PSP Glyoxalase/bleomycin	resistance	protein/dioxygenase DNA-binding	response	regulator Histidine	kinase Putative	multidrug	resistance	protein	MdtD Multidrug	resistance	protein	MdtC 91.6 1
oqxA__676008__Enterobacter_soli_ATCC_BAA-2102 Fe(3+)	dicitrate	transport	protein	FecA Iron(III)	dicitrate	transmembrane	sensor	protein	FecR RNA	polymerase	sigma	factor NADH	dehydrogenase	operon	transcriptional	regulator Putative	branched-chain	amino	acid	transport	protein Putative	transmembrane	protein GNAT	family	acetyltransferase Dihydrofolate	reductase DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Putative	transmembrane	protein Putative	hydrolase DeoR	family	transcriptional	regulator hypothetical	protein Hypoxanthine-guanine	phosphoribosyltransferase Rhs	family	protein hypothetical	protein hypothetical	protein 92.3 2
oqxA__710085__Enterobacter_sp._638 hypothetical	protein hypothetical	protein Uncharacterised	protein LysR-family	transcriptional	regulator Uncharacterised	protein Uncharacterised	protein Beta-lactamase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Alpha/beta	hydrolase	fold	protein Chorismate	mutase Sugar	transporter LysR	family	transcriptional	regulator Lysophospholipase-like	protein 91.3 1
oqxA__758427__Citrobacter_sp._86 PTS-dependent	dihydroxyacetone	kinase,	phosphotransferase	subunit	DhaM Dihydroxyacetone	kinase PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Transcriptional	regulator Probable	transcriptional	regulatory	protein	YeeN hypothetical	protein Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Multiple	antibiotic	resistance	protein	MarA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Methyl-accepting	chemotaxis	protein	I Ribosome-binding	ATPase	YchF Peptidyl-tRNA	hydrolase Uncharacterized	protein	YchH Cytochrome	C hypothetical	protein 91.3 13
oqxA__641959__Citrobacter_sp._MGH_55 PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Transcriptional	regulator hypothetical	protein hypothetical	protein Probable	transcriptional	regulatory	protein	YeeN hypothetical	protein Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Multiple	antibiotic	resistance	protein	MarA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Methyl-accepting	chemotaxis	protein	I Uncharacterised	protein Uncharacterised	protein hypothetical	protein 91.0 1
oqxA__509197__Enterobacteriaceae_bacterium hypothetical	protein PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Transcriptional	regulator hypothetical	protein hypothetical	protein Probable	transcriptional	regulatory	protein	YeeN Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Multiple	antibiotic	resistance	protein	MarA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Methyl-accepting	chemotaxis	protein	I Ribosome-binding	ATPase	YchF Peptidyl-tRNA	hydrolase Uncharacterized	protein	YchH Cytochrome	C hypothetical	protein 91.6 3
oqxA__484936__Citrobacter_farmeri_GTC_1319 PTS-dependent	dihydroxyacetone	kinase,	phosphotransferase	subunit	DhaM Dihydroxyacetone	kinase PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Transcriptional	regulator hypothetical	protein hypothetical	protein Deoxyribose-phosphate	aldolase Putative	GntR	family	transcriptional	regulator Multiple	antibiotic	resistance	protein	MarA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Methyl-accepting	chemotaxis	protein	I Ribosome-binding	ATPase	YchF Peptidyl-tRNA	hydrolase Uncharacterized	protein	YchH Putative	ubiquinol-cytochrome	c	reductase	cytochrome	c1	subunit hypothetical	protein 89.0 1
oqxA__1886361__Citrobacter_sp._NMI7905_11 Dihydroxyacetone	kinase PEP-dependent	dihydroxyacetone	kinase,	dihydroxyacetone-binding	subunit	DhaK Transcriptional	regulator Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family SAM-dependent	methyltransferase hypothetical	protein Deoxyribose-phosphate	aldolase Putative	GntR	family	transcriptional	regulator Multiple	antibiotic	resistance	protein	MarA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein Methyl-accepting	chemotaxis	protein	I Aminotransferase hypothetical	protein 90.0 2
oqxA__1796741__Citrobacter_freundii NahR High-affinity	choline	transporter Putative	membrane	protein hypothetical	protein Putative	acetyltransferase Chloramphenicol	acetyltransferase Flavohemoprotein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Outer	membrane	protein Dehydrogenase AraC	family	transcriptional	regulator TetR	family	transcriptional	regulator Hydrolase Chromate	transporter 87.2 3
oqxA__1856553__Lelliottia_amnigena hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Oxidoreductase LysR	family	transcriptional	regulator Transcriptional	regulator Alpha-acetolactate	decarboxylase Acetolactate	synthase,	catabolic Diacetyl	reductase	[(S)-acetoin	forming] Multiple	antibiotic	resistance	protein	marA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 91.0 1
oqxA__865385__Lelliottia_amnigena hypothetical	protein Galactoside	permease Transcriptional	regulator Oxidoreductase LysR	family	transcriptional	regulator Transcriptional	regulator Alpha-acetolactate	decarboxylase Acetolactate	synthase,	catabolic Diacetyl	reductase	[(S)-acetoin	forming] Multiple	antibiotic	resistance	protein	marA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Type	V	secretion	system	autotransporter hypothetical	protein hypothetical	protein 90.5 1
oqxA__525945__Lelliottia_amnigena hypothetical	protein MBL	fold	metallo-hydrolase LysR	family	transcriptional	regulator hypothetical	protein Oxidoreductase LysR	family	transcriptional	regulator Transcriptional	regulator Alpha-acetolactate	decarboxylase Acetolactate	synthase,	catabolic Diacetyl	reductase	[(S)-acetoin	forming] Multiple	antibiotic	resistance	protein	marA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Glutathione	peroxidase Acetyltransferase Extracellular	serine	protease Uncharacterised	protein DNA-binding	response	regulator hypothetical	protein 91.0 1
oqxA__1857799__Enterobacter_ludwigii hypothetical	protein hypothetical	protein hypothetical	protein Sensor	hybrid	histidine	kinase YgaU YidB YqhC YusZ Multiple	antibiotic	resistance	protein	marA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YjiR Inner	membrane	protein	YgaZ Predicted	membrane	protein Glutathione	peroxidase hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 91.0 16
oqxA__1866552__Enterobacter_ludwigii hypothetical	protein Putative	glutamate--cysteine	ligase	2 2-dehydropantoate	2-reductase YeaM YhcP Protein	of	uncharacterised	function	(DUF1656) Membrane	protein YgaU YidB YqhC YusZ Multiple	antibiotic	resistance	protein	marA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YjiR Inner	membrane	protein	YgaZ Predicted	membrane	protein Glutathione	peroxidase Deoxygluconate	dehydrogenase Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 91.0 5
oqxA__1855306__Enterobacter_sp._Z1 hypothetical	protein Putative	glutamate--cysteine	ligase	2 2-dehydropantoate	2-reductase YeaM YhcP Protein	of	uncharacterised	function	(DUF1656) Membrane	protein YgaU YidB YqhC YusZ Multiple	antibiotic	resistance	protein	marA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YjiR Inner	membrane	protein	YgaZ Predicted	membrane	protein Glutathione	peroxidase Deoxygluconate	dehydrogenase hypothetical	protein Gp19 91.0 5
oqxA__710535__Enterobacter_ludwigii hypothetical	protein Putative	glutamate--cysteine	ligase	2 2-dehydropantoate	2-reductase YeaM YhcP Protein	of	uncharacterised	function	(DUF1656) Membrane	protein YgaU YidB YqhC YusZ Multiple	antibiotic	resistance	protein	marA oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YjiR Inner	membrane	protein	YgaZ Predicted	membrane	protein Glutathione	peroxidase Acetyltransferase Leucine	efflux	protein Metallophosphoesterase 91.0 1

oqxA__697115__Rouxiella_silvae LuxR	family	transcriptional	regulator Putative	exported	protein AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Transcriptional	regulator Permease LysR	family	transcriptional	regulator Magnesium	transporter	CorA Polyphosphate	kinase	2 LysR	family	transcriptional	regulator hypothetical	protein 71.7 1
oqxA__889764__Enterobacter_sp._A11 Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein AraC	family	transcriptional	regulator Multidrug	resistance	protein	D Protein-disulfide	isomerase Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family LysR	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Diguanylate	cyclase LysR	family	transcriptional	regulator NAD-dependent	epimerase Barnase	inhibitor 92.8 1
oqxA__588649__Enterobacter_cloacae_JD8715 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Inner	membrane	protein	YjeH Multidrug	resistance	protein	D Protein-disulfide	isomerase Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family LysR	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Diguanylate	cyclase LysR	family	transcriptional	regulator NAD-dependent	epimerase hypothetical	protein 92.6 1
oqxA__1857969__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein LysR	family	transcriptional	regulator LysR	family	transcriptional	regulator Sugar	ABC	transporter MBL	fold	metallo-hydrolase Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase hypothetical	protein ASCH	domain-containing	protein YebG Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA hypothetical	protein hypothetical	protein HNH	endonuclease hypothetical	protein 91.3 9
oqxA__770257__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein LysR	family	transcriptional	regulator LysR-family	transcriptional	regulator Sugar	ABC	transporter MBL	fold	metallo-hydrolase Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase hypothetical	protein ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA 3-oxoacyl-ACP	reductase Putative	pimeloyl-BioC--CoA	transferase	BioH Uncharacterised	protein Alanine	acetyltransferase hypothetical	protein 91.3 4
oqxA__669902__Enterobacter_cloacae_subsp._cloacae hypothetical	protein Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA 3-oxoacyl-ACP	reductase Putative	pimeloyl-BioC--CoA	transferase	BioH Uncharacterised	protein Alanine	acetyltransferase 90.5 1
oqxA__561935__Enterobacter_cloacae hypothetical	protein Carbamate	kinase N-acyl-D-amino-acid	deacylase LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Orotidine	5'-phosphate	decarboxylase Structural	protein	MipA 3-oxoacyl-ACP	reductase Putative	pimeloyl-BioC--CoA	transferase	BioH Uncharacterised	protein Alanine	acetyltransferase 90.5 1
oqxA__650192__Enterobacter_cloacae_subsp._cloacae Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase ASCH	domain-containing	protein Nipsnap	family	protein DNA	damage-inducible	SOS	regulon	protein LysR	family	transcriptional	regulator Putative	short-chain	dehydrogenase Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Orotidine	5'-phosphate	decarboxylase Structural	protein	MipA 3-oxoacyl-ACP	reductase Putative	pimeloyl-BioC--CoA	transferase	BioH Uncharacterised	protein Chloramphenicol	acetyltransferase 91.3 1
oqxA__1643043__Enterobacter_cloacae hypothetical	protein TetR	family	transcriptional	regulator 50S	ribosomal	protein	L21 Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase ASCH	domain-containing	protein YebG Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA Short	chain	dehydrogenase Transposase transposase-like IS3-like 91.3 3
oqxA__733823__Enterobacter_cloacae hypothetical	protein TetR	family	transcriptional	regulator 50S	ribosomal	protein	L21 hypothetical	protein hypothetical	protein Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA 3-oxoacyl-ACP	reductase Putative	pimeloyl-BioC--CoA	transferase	BioH Uncharacterised	protein Alanine	acetyltransferase 91.0 1

oqxA__1865199__Enterobacter_cloacae hypothetical	protein Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase hypothetical	protein ASCH	domain-containing	protein YebG Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA 3-oxoacyl-ACP	reductase Putative	pimeloyl-BioC--CoA	transferase	BioH Uncharacterised	protein Alanine	acetyltransferase 91.3 3
oqxA__798635__Enterobacter_cloacae Multidrug	transporter Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA 3-oxoacyl-ACP	reductase Putative	pimeloyl-BioC--CoA	transferase	BioH Uncharacterised	protein Alanine	acetyltransferase 91.6 14
oqxA__551699__Enterobacter_cloacae hypothetical	protein Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Uncharacterised	protein Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Epoxide	hydrolase	YcdJ Transcriptional	regulator,	LysR	family	protein 91.3 1
oqxA__831183__Enterobacter_cloacae Multidrug	transporter Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Uncharacterised	protein Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Epoxide	hydrolase	YcdJ Transcriptional	regulator,	LysR	family	protein Cytosine	deaminase-like	metal-dependent	hydrolase Integral	membrane	protein 91.3 5
oqxA__665724__Enterobacter_cloacae_subsp._cloacae hypothetical	protein Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein ISKox3-like Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Uncharacterised	protein Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Epoxide	hydrolase	YcdJ Transcriptional	regulator,	LysR	family	protein Cytosine	deaminase-like	metal-dependent	hydrolase Integral	membrane	protein 91.3 1
oqxA__733827__Enterobacter_cloacae Multidrug	transporter Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA Uncharacterised	protein Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Epoxide	hydrolase	YcdJ Transcriptional	regulator,	LysR	family	protein 91.3 2
oqxA__608081__Enterobacter_cloacae Multidrug	transporter Protease Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Orotidine	5'-phosphate	decarboxylase Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 91.3 1
oqxA__1877588__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein LysR	family	transcriptional	regulator LysR	family	transcriptional	regulator Sugar	ABC	transporter MBL	fold	metallo-hydrolase Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase hypothetical	protein Aminoglycoside	phosphotransferase ASCH	domain-containing	protein YebG Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA Uncharacterised	protein Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Epoxide	hydrolase	YcdJ Transcriptional	regulator,	LysR	family	protein 91.0 2
oqxA__826214__Enterobacter_cloacae Uncharacterised	protein LysR	family	transcriptional	regulator Purine	nucleoside	phosphorylase Putative	deoxygluconate	dehydrogenase Aminoglycoside	phosphotransferase hypothetical	protein ASCH	domain-containing	protein Nipsnap	family	protein DNA	damage-inducible	SOS	regulon	protein Endoribonuclease	L-PSP	family	protein LysR	family	transcriptional	regulator Putative	short-chain	dehydrogenase Alpha/beta	hydrolase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA Uncharacterised	protein Protein	containing	a	Zn-ribbon-like	motif	protein Epoxide	hydrolase	YcdJ Transcriptional	regulator,	LysR	family	protein 91.6 6
oqxA__1858161__Enterobacter_cloacae hypothetical	protein LysR	family	transcriptional	regulator Sugar	ABC	transporter MBL	fold	metallo-hydrolase Purine	nucleoside	phosphorylase Nitroreductase hypothetical	protein ASCH	domain-containing	protein Nipsnap	family	protein YebG Endoribonuclease	L-PSP	family	protein LysR	family	transcriptional	regulator Putative	short-chain	dehydrogenase Alpha/beta	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase DNA-binding	response	regulator Structural	protein	MipA Uncharacterised	protein Conserved	protein	containing	a	Zn-ribbon-like	motif,	possibly	RNA-binding Epoxide	hydrolase	YcdJ Transcriptional	regulator,	LysR	family	protein 91.8 3
oqxA__795901__Enterobacter_sp._FS01 Leucine	efflux	protein Putative	transmembrane	efflux	protein AsnC	family	transcriptional	regulator Chloramphenicol	acetyltransferase hypothetical	protein Glutathione	peroxidase Virulence	protein	MsgA Ligand-gated	channel	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein NitT/TauT	family	transport	system	substrate-binding	protein NitT/TauT	family	transport	system	permease	protein hypothetical	protein 91.8 1
oqxA__1639933__Leclercia_sp._29361 Chloramphenicol	acetyltransferase Purine	ribonucleoside	efflux	pump	NepI Membrane	protein LysR	family	transcriptional	regulator Uncharacterised	protein Glutathione	peroxidase Virulence	protein	MsgA Ligand-gated	channel	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein NitT/TauT	family	transport	system	substrate-binding	protein NitT/TauT	family	transport	system	permease	protein hypothetical	protein 91.6 1
oqxA__717361__Enterobacter_mori hypothetical	protein Glutathione	S-transferase Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein Cold-shock	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterized	conserved	protein Conserved	hypothetical	signal	peptide	protein Major	facilitator	superfamily	protein 91.3 1
oqxA__831275__Enterobacter_mori DUF1275	family	protein Glutathione	S-transferase Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Flavin	reductase LysR	protein Outer	membrane	lipoprotein	SlyB hypothetical	protein 93.1 1
oqxA__586549__Enterobacter_mori_LMG_25706 hypothetical	protein Predicted	membrane	protein Glutathione	S-transferase Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein Cold-shock	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Outer	membrane	lipoprotein	SlyB hypothetical	protein 91.8 1
oqxA__1850141__Enterobacter_sp._JMULE2 Transcriptional	regulator,	LysR	family hypothetical	protein Cold-shock	protein hypothetical	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Outer	membrane	lipoprotein	SlyB hypothetical	protein 91.0 1
oqxA__552730__Enterobacter_mori hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA 91.3 1
oqxA__798107__Enterobacter_mori Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein Cold-shock	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Flavin	reductase LysR	protein hypothetical	protein 91.3 1
oqxA__903922__Enterobacter_mori Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein Cold-shock	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein Retron-type	reverse	transcriptase Uncharacterised	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter 91.3 1
oqxA__1856203__Enterobacter_chengduensis hypothetical	protein Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Leucine	efflux	protein Protein-disulfide	isomerase Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family LysR	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein Tat	proofreading	chaperone	DmsD hypothetical	protein Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Protein	YnfD UPF0257	lipoprotein	BFJ73	09460 92.6 4
oqxA__766963__Enterobacter_hormaechei Uncharacterised	protein Ketosteroid	isomerase	family	protein Aminoglycoside	phosphotransferase Diguanylate	cyclase UDP-3-O-(3-hydroxymyristoyl)glucosamine	N-acyltransferase hypothetical	protein Transcriptional	regulator,	AraC	family Protein-disulfide	isomerase Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family LysR	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Putative	sulfate	permease Tat	proofreading	chaperone	DmsD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Protein	YnfD UPF0257	lipoprotein	BFJ73	09460 92.6 4
oqxA__1790998__Enterobacter_asburiae hypothetical	protein Diguanylate	cyclase UDP-3-O-(3-hydroxymyristoyl)glucosamine	N-acyltransferase hypothetical	protein Transcriptional	regulator,	AraC	family Protein-disulfide	isomerase Uncharacterized	conserved	protein	YtfP,	gamma-glutamylcyclotransferase	(GGCT)/AIG2-like	family LysR	family	transcriptional	regulator DNA	damage-inducible	SOS	regulon	protein hypothetical	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Putative	sulfate	permease Tat	proofreading	chaperone	DmsD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Protein	YnfD UPF0257	lipoprotein	BFJ73	09460 92.6 1

oqxA__919120__Lelliottia_nimipressuralis Membrane	protein LysR	family	transcriptional	regulator Putative	lipoprotein Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterized	conserved	protein Putative	HTH-type	transcriptional	regulator	YhjC Lactoylglutathione	lyase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB MltA-interacting	MipA	family	protein PF06042	family	protein Chorismate	mutase TetR	family	transcriptional	regulator Thioredoxin	reductase 92.6 1
oqxA__562372__Enterobacter_cloacae hypothetical	protein ATP-dependent	dethiobiotin	synthetase	BioD Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component RNA	polymerase	sigma	factor	SigI2 Glutathione	S-transferase hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Magnesium	transport	protein	CorA TolA	family	protein Putative	sulfate	permease Tat	proofreading	chaperone	DmsD hypothetical	protein 91.6 2
oqxA__782695__Enterobacter_bugandensis hypothetical	protein ATP-dependent	dethiobiotin	synthetase	BioD Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component RNA	polymerase	sigma	factor	SigI2 Glutathione	S-transferase hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase hypothetical	protein Structural	protein	MipA Putative	sulfate	permease Tat	proofreading	chaperone	DmsD hypothetical	protein 91.6 11
oqxA__662460__Enterobacter_sp._50588862 hypothetical	protein Pyocin Pyocin	immunity	protein L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component RNA	polymerase	sigma	factor	SigI2 Glutathione	S-transferase hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Tat	proofreading	chaperone	DmsD hypothetical	protein 91.6 1
oqxA__1828909__Enterobacter_bugandensis S-type	Pyocin	domain-containing	protein Colicin	immunity	protein Pyocin	immunity	protein L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Tat	proofreading	chaperone	DmsD 3-demethylubiquinone-9	3-methyltransferase 91.6 3
oqxA__1864025__Enterobacter_bugandensis hypothetical	protein Pyocin	immunity	protein L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Tat	proofreading	chaperone	DmsD hypothetical	protein 91.3 15

oqxA__1804211__Enterobacter_asburiae hypothetical	protein ATP-dependent	dethiobiotin	synthetase	BioD Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA PF06042	family	protein LysR	family	transcriptional	regulator Transporter,	major	facilitator	family	protein 91.6 2
oqxA__916893__Enterobacter_sp._WCHEs120002 hypothetical	protein Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein Cold-shock	protein Glyoxalase Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter hypothetical	protein Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Tat	proofreading	chaperone	DmsD Anaerobic	dimethyl	sulfoxide	reductase	chain	ynfH Anaerobic	dimethyl	sulfoxide	reductase,	subunit	B 91.6 1
oqxA__610691__Enterobacter_kobei L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein MFS	transporter Membrane	protein Transcriptional	regulator,	LysR	family Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein Prophage	CP4-57	integrase Predicted	transcriptional	regulator Uncharacterised	protein Putative	repressor Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 90.8 6
oqxA__754951__Enterobacter_kobei L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein MFS	transporter Membrane	protein Transcriptional	regulator,	LysR	family Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Aspartate-semialdehyde	dehydrogenase Tat	proofreading	chaperone	DmsD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Protein	YnfD 90.5 40
oqxA__1799281__Enterobacter_kobei hypothetical	protein hypothetical	protein hypothetical	protein His-Xaa-Ser	system	radical	SAM	maturase	HxsC His-Xaa-Ser	system	radical	SAM	maturase	HxsB hypothetical	protein His-Xaa-Ser	system	protein	HxsD hypothetical	protein MFS	transporter Membrane	protein Transcriptional	regulator,	LysR	family Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family hypothetical	protein oqxA hypothetical	protein Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein Aspartate-semialdehyde	dehydrogenase Tat	proofreading	chaperone	DmsD hypothetical	protein DmsA/YnfE	family	anaerobic	dimethyl	sulfoxide	reductase	subunit	A Protein	YnfD 89.5 5
oqxA__809251__Enterobacter_kobei L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein MFS	transporter Membrane	protein Transcriptional	regulator,	LysR	family Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Putative	sulfate	permease Tat	proofreading	chaperone	DmsD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A Protein	YnfD UPF0257	lipoprotein	BFJ73	09460 90.5 8
oqxA__721964__Enterobacter_kobei L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein MFS	transporter Membrane	protein Transcriptional	regulator,	LysR	family Chloramphenicol	acetyltransferase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Putative	sulfate	permease Tat	proofreading	chaperone	DmsD Dimethyl	sulfoxide	reductase	subunit	A Site-specific	tyrosine	recombinase	XerC transposase-like 90.5 1

oqxA__528803__Enterobacter_cloacae Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component NAD-dependent	dehydratase MerR	family	transcriptional	regulator DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein hypothetical	protein Putative	acetyl	transferase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB MltA-interacting	MipA	family	protein transposase-like IS1	transposase hypothetical	protein hypothetical	protein 92.1 1
oqxA__733874__Enterobacter_cloacae hypothetical	protein Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component NAD-dependent	dehydratase MerR	family	transcriptional	regulator DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB MltA-interacting	MipA	family	protein Flavin	reductase LysR	protein hypothetical	protein 91.8 1
oqxA__784214__Enterobacter_sichuanensis hypothetical	protein MerR	family	transcriptional	regulator DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB MltA-interacting	MipA	family	protein Uncharacterised	protein Putative	sulfate	permease hypothetical	protein 92.1 3
oqxA__1633756__Enterobacter_sichuanensis hypothetical	protein MerR	family	transcriptional	regulator DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB MltA-interacting	MipA	family	protein hypothetical	protein Peptidoglycan-binding	protein hypothetical	protein 92.1 1
oqxA__748505__Enterobacter_roggenkampii Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Putative	colanic	acid	polymerase Glycosyl	transferase,	family	2 Putative	colanic	acid	biosynthesis	acetyltransferase	WcaF GDP-mannose	4,6-dehydratase hypothetical	protein 93.1 1
oqxA__797143__Enterobacter_roggenkampii hypothetical	protein L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Uncharacterised	protein 93.4 5
oqxA__608883__Enterobacter_roggenkampii hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 Uncharacterised	protein 93.4 3
oqxA__872704__Escherichia_coli DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 92.6 1
oqxA__603089__Enterobacter_sp._FB Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein ISKox3-like Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 92.8 2
oqxA__530363__Enterobacter_cloacae DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 92.6 6
oqxA__1843887__Enterobacter_roggenkampii Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Glycosyl	transferase	family	1 hypothetical	protein 92.6 10
oqxA__831056__Enterobacter_roggenkampii hypothetical	protein DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 93.4 3
oqxA__621898__Enterobacter_roggenkampii_MGH_34 DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 93.4 4
oqxA__831051__Enterobacter_roggenkampii Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 92.8 2
oqxA__507967__Enterobacter_cloacae Glyoxalase	family	protein Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Plasmid	recombination/mobilization	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Uncharacterised	protein 92.8 3
oqxA__665458__Enterobacter_roggenkampii Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Uncharacterised	protein 92.8 1
oqxA__532771__Enterobacter_roggenkampii hypothetical	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein T5orf172	domain	protein hypothetical	protein hypothetical	protein Transcriptional	regulator,	AraC	family DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA transposase-like Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Uncharacterised	protein 92.8 2
oqxA__563634__Enterobacter_cloacae DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 93.4 3
oqxA__1862277__Enterobacter_roggenkampii L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Glycosyl	transferase	family	1 hypothetical	protein 93.1 2
oqxA__750214__Enterobacter_roggenkampii DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Restriction	endonuclease Uncharacterised	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Uncharacterised	protein 92.8 1
oqxA__665637__Enterobacter_roggenkampii L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein Restriction	endonuclease Uncharacterised	protein hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 93.1 1

oqxA__613863__Enterobacter_roggenkampii hypothetical	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein hypothetical	protein DNA	replication	and	repair	protein	RecF DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 93.1 2
oqxA__531252__Enterobacter_cloacae Predicted	membrane	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein hypothetical	protein hypothetical	protein IS5-like hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA IS1	transposase	orfB transposase-like Uncharacterised	protein TolA	family	protein 92.6 1

oqxA__873398__Enterobacter_cloacae hypothetical	protein L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease Glycosyl	transferase	family	1 hypothetical	protein 93.1 6
oqxA__623618__Enterobacter_roggenkampii_UCI_39 DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Acetyltransferase,	GNAT	family hypothetical	protein 93.1 1
oqxA__1843403__Enterobacter_roggenkampii His-Xaa-Ser	system	radical	SAM	maturase	HxsB hypothetical	protein His-Xaa-Ser	system	protein	HxsD hypothetical	protein Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA CBS	domain	protein hypothetical	protein 93.1 6
oqxA__641998__Enterobacter_roggenkampii_CHS_79 hypothetical	protein His-Xaa-Ser	system	protein	HxsD hypothetical	protein Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein ISKox3-like Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA CBS	domain	protein hypothetical	protein 93.1 1
oqxA__831359__Enterobacter_roggenkampii hypothetical	protein L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA CBS	domain	protein 93.1 1
oqxA__831362__Enterobacter_sp._WCHEn090040 hypothetical	protein DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 92.8 3
oqxA__1877523__Enterobacter_sp._Acro-832 hypothetical	protein DUF1275	family	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein TolA	family	protein 92.6 1
oqxA__650910__Leclercia_sp._LK8 Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein DNA	methyltransferase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Acetyltransferase,	GNAT	family hypothetical	protein 93.1 1
oqxA__919477__Enterobacter_sp._AD2-3 Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Glyoxalase TetR	family	transcriptional	regulator Aspartate-semialdehyde	dehydrogenase DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.3 2
oqxA__815532__Enterobacter_cloacae Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component DUF1275	family	protein Glutathione	S-transferase Glyoxalase TetR	family	transcriptional	regulator Aspartate-semialdehyde	dehydrogenase DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.3 5
oqxA__531739__Enterobacter_sp._N18-03635 hypothetical	protein Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component NAD-dependent	dehydratase MerR	family	transcriptional	regulator DUF1275	family	protein Glutathione	S-transferase Acetyltransferase,	GNAT	family TetR	family	transcriptional	regulator Aspartate-semialdehyde	dehydrogenase DNA	damage-inducible	SOS	regulon	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.3 1
oqxA__831208__Enterobacter_asburiae Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase Ketosteroid	isomerase	family	protein Putative	acetyltransferase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Ketosteroid	isomerase	family	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease 92.6 4
oqxA__600196__Enterobacter_sp._UCD-UG_FMILLET ATP-dependent	dethiobiotin	synthetase	BioD Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase Ketosteroid	isomerase	family	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Ketosteroid	isomerase	family	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	sulfate	permease 92.8 1
oqxA__680944__Enterobacter_asburiae Predicted	membrane	protein Glutathione	S-transferase hypothetical	protein hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases Pili	and	flagellar-assembly	chaperone,	PapD	N-terminal	domain Outer	membrane	autotransporter	barrel	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA VanW Lactoylglutathione	lyase Putative	sulfate	permease 92.3 1
oqxA__553037__Enterobacter_asburiae Predicted	membrane	protein Glutathione	S-transferase hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases Pili	and	flagellar-assembly	chaperone,	PapD	N-terminal	domain hypothetical	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transposase 92.1 1
oqxA__830911__Enterobacter_asburiae hypothetical	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase hypothetical	protein hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Outer	membrane	autotransporter	barrel	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	sulfate	permease 91.8 2
oqxA__532122__Enterobacter_cloacae hypothetical	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase hypothetical	protein hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Outer	membrane	autotransporter	barrel	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Restriction	endonuclease	subunit	M D-specific	alpha-keto	acid	dehydrogenase VanW hypothetical	protein hypothetical	protein hypothetical	protein 92.1 1
oqxA__765157__Enterobacter_asburiae Predicted	membrane	protein Glutathione	S-transferase hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases Pili	and	flagellar-assembly	chaperone,	PapD	N-terminal	domain Outer	membrane	autotransporter	barrel	domain-containing	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.3 7
oqxA__623599__Enterobacter_asburiae Glutathione	S-transferase hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases Pili	and	flagellar-assembly	chaperone,	PapD	N-terminal	domain Outer	membrane	autotransporter	barrel	domain-containing	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein ISKox3-like Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA VanW Lactoylglutathione	lyase Putative	sulfate	permease 92.8 1
oqxA__610163__Enterobacter_asburiae Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA VanW Lactoylglutathione	lyase Putative	sulfate	permease 92.3 6
oqxA__659214__Enterobacter_asburiae Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter hypothetical	protein Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein hypothetical	protein 92.1 5
oqxA__563763__Enterobacter_cloacae Binding-protein-dependent	transport	systems	inner	membrane	component 2-keto-4-pentenoate	hydratase/2-oxohepta-3-ene-1,7-dioic	acid	hydratase	(Catechol	pathway) Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA 92.6 4
oqxA__1855794__Enterobacter_asburiae Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase hypothetical	protein hypothetical	protein 92.6 17
oqxA__752464__Enterobacter_cloacae_complex_sp. hypothetical	protein Glutathione	S-transferase Transcriptional	regulator Membrane	protein Transcriptional	regulator,	LysR	family 4-oxalocrotonate	tautomerase Transcriptional	regulator Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Transposase transposase-like hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein Transcriptional	regulatory	protein	qseB Structural	protein	MipA VanW Lactoylglutathione	lyase Putative	sulfate	permease Uncharacterised	protein 92.6 1
oqxA__526700__Enterobacter_cloacae_complex_sp._ECNIH7 Initiator	replication	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein Putative	exported	protein Signal	peptide	protein Mechanosensitive	ion	channel	protein	MscS Fatty	acid	transporter DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase hypothetical	protein hypothetical	protein VanW Lactoylglutathione	lyase Putative	sulfate	permease Tat	proofreading	chaperone	DmsD hypothetical	protein 92.1 5
oqxA__831303__Enterobacter_asburiae ATP-dependent	dethiobiotin	synthetase	BioD Voltage-gated	ClC-type	chloride	channel	ClcB L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component Predicted	membrane	protein Glutathione	S-transferase Ketosteroid	isomerase	family	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease hypothetical	protein 92.6 1
oqxA__670027__Enterobacter_asburiae hypothetical	protein L-proline	glycine	betaine	ABC	transport	system	permease	ProV Osmoprotectant	import	permease	protein	OsmW Glycine/betaine	ABC	transporter	substrate-binding	protein Binding-protein-dependent	transport	systems	inner	membrane	component NAD-dependent	dehydratase MerR	family	transcriptional	regulator Predicted	membrane	protein Glutathione	S-transferase Ketosteroid	isomerase	family	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Lactoylglutathione	lyase Putative	sulfate	permease Tat	proofreading	chaperone	DmsD hypothetical	protein 92.6 2
oqxA__821714__Enterobacter_asburiae hypothetical	protein Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Restriction	endonuclease FAD-dependent	oxidoreductase Putative	acetyl	transferase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.3 1
oqxA__1868027__Enterobacter_sp._SM3 hypothetical	protein Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein hypothetical	protein FAD-dependent	oxidoreductase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.3 2
oqxA__563967__Enterobacter_cloacae His-Xaa-Ser	system	protein	HxsD FAD-dependent	oxidoreductase DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Ketosteroid	isomerase	family	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA 92.6 1
oqxA__483076__Enterobacter_asburiae_L1 Glutathione	S-transferase Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family Ketosteroid	isomerase	family	protein Uncharacterised	protein FAD-dependent	oxidoreductase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA VanW Lactoylglutathione	lyase hypothetical	protein 92.3 2
oqxA__823349__Enterobacter_sp._WP_7_2 Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.1 4
oqxA__1800157__Enterobacter_asburiae Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases hypothetical	protein hypothetical	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease 92.3 1
oqxA__484522__Enterobacter_sp._DC3 hypothetical	protein Purine	ribonucleoside	efflux	pump	NepI Membrane	protein Transcriptional	regulator,	LysR	family Uncharacterised	protein Ketosteroid	isomerase	family	protein Taurine	catabolism	dioxygenase	TauD,	TfdA	family Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Uncharacterised	protein hypothetical	protein Membrane	protein Lipoprotein 92.3 2
oqxA__1842175__Enterobacter_sp._C6 Binding-protein-dependent	transport	systems	inner	membrane	component NAD-dependent	dehydratase Zn(II)-responsive	regulator	of	zntA DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein Lipoprotein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Lactoylglutathione	lyase hypothetical	protein Permeases	of	the	major	facilitator	superfamily 91.8 1
oqxA__1638485__Enterobacter_asburiae Zn(II)-responsive	regulator	of	zntA DUF1275	family	protein Glutathione	S-transferase Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Uncharacterised	protein Fels-1	Propage	domain	protein hypothetical	protein Transcriptional	regulator,	AraC	family hypothetical	protein Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Lactoylglutathione	lyase hypothetical	protein Permeases	of	the	major	facilitator	superfamily 91.8 1
oqxA__669095__Enterobacter_roggenkampii hypothetical	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Transposase 92.6 1
oqxA__1640152__Enterobacter_sp._SES19 DNA	helicase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Lactoylglutathione	lyase hypothetical	protein Permeases	of	the	major	facilitator	superfamily 93.6 2

oqxA__563516__Enterobacter_cloacae Killer	suppression	protein	HigA His-Xaa-Ser	system	radical	SAM	maturase	HxsB His-Xaa-Ser	system	radical	SAM	maturase	HxsC Tail	protein	from	Bacteriophage Uncharacterised	protein Uncharacterized	DUF4440	family	protein hypothetical	protein hypothetical	protein Glyoxalase/bleomycin	resistance	protein/dioxygenase FAD-dependent	oxidoreductase Putative	acetyl	transferase Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Two-component	sensor	histidine	kinase Transcriptional	regulatory	protein	qseB MltA-interacting	MipA	family	protein Uncharacterised	protein Lactoylglutathione	lyase Acetyltransferase,	GNAT	family TolA	family	protein hypothetical	protein 91.8 2
oqxA__621921__Enterobacter_sp._MGH_24 Uncharacterised	protein Ketosteroid	isomerase	family	protein hypothetical	protein Aminoacyl-tRNA	synthetase,	class	I:ATP-binding	region,	ATPase-like Uncharacterised	protein DNA	damage-inducible	SOS	regulon	protein Nitrilase LysR	family	transcriptional	regulator Transcriptional	regulator,	AraC	family oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Lactoylglutathione	lyase Putative	sulfate	permease Tat	proofreading	chaperone	DmsD Anaerobic	dimethyl	sulfoxide	reductase	subunit	A 92.3 1
oqxA__600656__Enterobacter_cancerogenus Putative	transcriptional	regulator Benzoate	transporter hypothetical	protein Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Histidine	kinase hypothetical	protein Cytochrome	B561 Oxidoreductase Pentapeptide	MXKDX	repeat	protein BadM/Rrf2	family	transcriptional	regulator MFS	transporter Adenine	methyltransferase 75.5 1
oqxA__1877540__Pantoea_sp._Al-1710 hypothetical	protein hypothetical	protein 3-oxoacyl-ACP	reductase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Histidine	kinase Chemotaxis	protein	CheY Cytochrome	B561 Oxidoreductase Pentapeptide	MXKDX	repeat	protein BadM/Rrf2	family	transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein 75.8 1
oqxA__614912__Pantoea_sp._SM3 Putative	transcriptional	regulator Benzoate	transporter SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 75.8 1
oqxA__747430__Pantoea_rwandensis Putative	transcriptional	regulator Benzoate	transporter SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 75.8 1

oqxA__552416__Pantoea_sp._UBA5923 hypothetical	protein SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit Phage	portal	protein Peptidase,	S8/S53	family ATPase hypothetical	protein hypothetical	protein hypothetical	protein 74.2 1
oqxA__1828934__Kalamiella_piersonii XRE	family	transcriptional	regulator Benzoate	transport	protein Putative	virulence	effector	protein Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Uncharacterised	protein	family	UPF0547 Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 74.2 2
oqxA__553083__Pantoea_sp. hypothetical	protein SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit 74.2 1
oqxA__932088__uncultured_Pantoea_sp. XRE	family	transcriptional	regulator Benzoate	transport	protein Putative	virulence	effector	protein Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Uncharacterised	protein Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 73.9 1
oqxA__551621__Pantoea_septica XRE	family	transcriptional	regulator Benzoate	transport	protein Putative	virulence	effector	protein Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit hypothetical	protein Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 74.2 1
oqxA__599401__Pantoea_sp._NGS-ED-1003 XRE	family	transcriptional	regulator Benzoate	transport	protein Putative	virulence	effector	protein Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit Membrane	protein Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.4 1
oqxA__932217__uncultured_Pantoea_sp. XRE	family	transcriptional	regulator Benzoate	transport	protein Putative	virulence	effector	protein Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Uncharacterised	protein Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein 74.7 3
oqxA__932086__uncultured_Pantoea_sp. XRE	family	transcriptional	regulator Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator mRNA	interferase Transcriptional	regulator hypothetical	protein hypothetical	protein DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.3 2
oqxA__1827896__Pantoea_brenneri XRE	family	transcriptional	regulator Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter DNA	repair	protein Hexulose-6-phosphate	synthase Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.5 8
oqxA__475633__Pantoea_sp._Sc1 hypothetical	protein Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Hexulose-6-phosphate	synthase Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Dehydrogenase,	isocitrate/isopropylmalate	family 74.3 2
oqxA__1797494__Pantoea_sp._EKM101V hypothetical	protein Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Orf24 Transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II hypothetical	protein 74.0 5
oqxA__552283__Pantoea_sp._UBA5707 Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Hexulose-6-phosphate	synthase hypothetical	protein Predicted	arabinose	efflux	permease,	MFS	family DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.8 2
oqxA__552068__Pantoea_sp._UBA3896 Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter DNA	repair	protein hypothetical	protein hypothetical	protein Predicted	arabinose	efflux	permease,	MFS	family DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.5 6
oqxA__1790158__Pantoea_vagans CadC Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Transcriptional	regulator Replication	initiation	factor DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.7 1
oqxA__1877418__Pantoea_sp._VH_18 Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Transcriptional	regulator Putative	membrane	protein DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.0 8
oqxA__865410__Pantoea_agglomerans Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Putative	membrane	protein DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 73.5 1
oqxA__532826__Pantoea_vagans Aminoglycoside	nucleotidyltransferase Putative	benzoate	membrane	transport	protein Triacylglycerol	lipase Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Transcriptional	regulator mRNA	interferase hypothetical	protein Putative	membrane	protein DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II hypothetical	protein 74.0 2
oqxA__877895__Pantoea_vagans Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter DNA	repair	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Putative	membrane	protein DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II hypothetical	protein 73.5 1
oqxA__736816__Pantoea_vagans Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter DNA	repair	protein Transcriptional	regulator mRNA	interferase Transcriptional	regulator Putative	membrane	protein DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 73.5 1

oqxA__673421__Pantoea_agglomerans Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Transcriptional	regulator mRNA	interferase Transcriptional	regulator Predicted	arabinose	efflux	permease,	MFS	family DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase 74.8 17
oqxA__552812__Pantoea_agglomerans SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter 74.8 1
oqxA__676709__Pantoea_agglomerans_pv._betae Transcriptional	regulator,	XRE	family	with	cupin	sensor Putative	benzoate	membrane	transport	protein SrfA Virulence	factor	SrfB SrfC Ribonuclease	inhibitor Putative	ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein hypothetical	protein Transcriptional	regulator Predicted	arabinose	efflux	permease,	MFS	family DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II hypothetical	protein 74.8 10

oqxA__917826__Pantoea_sp._BK028 Helix-turn-helix	type	3 Membrane	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 75.3 1
oqxA__551863__Pantoea_dispersa Helix-turn-helix	type	3 Membrane	protein Na+-driven	multidrug	efflux	pump Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator hypothetical	protein MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 75.3 15
oqxA__824967__Pantoea_dispersa Helix-turn-helix	type	3 Membrane	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator hypothetical	protein MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 75.3 1

oqxA__552408__Pantoea_sp._UBA5931 oqxA Multidrug	efflux	RND	transporter	permease	subunit 75.8 1
oqxA__1857647__Enterobacter_hormaechei hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Endolysin Predicted	endopeptidase hypothetical	protein Hcp1	family	type	VI	secretion	system	effector hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein 5,10-methylene	tetrahydromethanopterin	reductase 91.8 1
oqxA__564300__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Endolysin Predicted	endopeptidase hypothetical	protein Hcp1	family	type	VI	secretion	system	effector hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 91.6 2
oqxA__562112__Enterobacter_cloacae hypothetical	protein hypothetical	protein Uncharacterised	protein Phage	tail	fibers Uncharacterised	protein Uncharacterised	protein Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 92.1 1
oqxA__1840921__Enterobacter_hormaechei Uncharacterised	protein Putative	antirepressor	protein Uncharacterised	protein Phage	tail	fibers Uncharacterised	protein Bactoprenol	glucosyl	transferase GtrA	family	protein Membrane	protein Holin Replication	initiator	A	family	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein Putative	inner	membrane	protein 5,10-methylene	tetrahydromethanopterin	reductase 92.1 3
oqxA__563700__Enterobacter_cloacae Uncharacterised	protein hypothetical	protein Uncharacterised	protein Phage	tail	fibers Uncharacterised	protein Uncharacterised	protein GtrA	family	protein Membrane	protein Holin Lysozyme Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 92.1 1
oqxA__615404__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein hypothetical	protein Uncharacterised	protein T7	tail	fiber	protein hypothetical	protein Bactoprenol	glucosyl	transferase Bactoprenol-linked	glucose	translocase Membrane	protein Holin Endolysin Putative	Rz-like	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein MFS	transporter hypothetical	protein 92.3 1
oqxA__1904345__Enterobacter_hormaechei TetR	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein Uncharacterised	protein Phage	tail	fibers Acyltransferase	3 Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein MFS	transporter hypothetical	protein 93.4 2
oqxA__813007__Enterobacter_hormaechei Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein MFS	transporter hypothetical	protein 92.6 8
oqxA__1873748__Enterobacter_hormaechei hypothetical	protein Uncharacterised	protein hypothetical	protein Transmembrane	anchored	protein Uncharacterised	protein Bifunctional	tail	protein hypothetical	protein Membrane	protein Holin Endolysin Putative	Rz-like	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein hypothetical	protein hypothetical	protein 93.4 4
oqxA__831000__Enterobacter_hormaechei hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein MFS	transporter hypothetical	protein 91.8 4
oqxA__1885626__Enterobacter_hormaechei hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Phage	endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein hypothetical	protein hypothetical	protein 91.8 2
oqxA__734054__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein BRO-like	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Phage	endolysin hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 2
oqxA__744710__Enterobacter_cloacae Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Endolysin hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 1
oqxA__782488__Enterobacter_cloacae_complex_sp._TREC1 BRO-like	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase Bactoprenol-linked	glucose	translocase Membrane	protein Holin Endolysin hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 9
oqxA__623744__Enterobacter_sp._MGH_10 hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase Bactoprenol-linked	glucose	translocase Membrane	protein Holin Phage	endolysin hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 2
oqxA__1857903__Enterobacter_hormaechei hypothetical	protein BRO-like	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Putative	inner	membrane	protein FOG:	EAL	domain 91.6 1
oqxA__563993__Enterobacter_cloacae hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 1
oqxA__1874424__Enterobacter_hormaechei hypothetical	protein Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA hypothetical	protein 91.6 1
oqxA__615759__Enterobacter_hormaechei_subsp._steigerwaltii Formate	hydrogenlyase	transcriptional	activator Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.6 1
oqxA__1850628__Enterobacter_hormaechei Primosomal	protein Replication	protein	P DUF1064	domain-containing	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein transposase-like Uncharacterised	protein Terminase Terminase hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein 5,10-methylene	tetrahydromethanopterin	reductase 91.0 1
oqxA__789912__Enterobacter_hormaechei_subsp._steigerwaltii Conjugal	transfer	protein Addiction	module	antidote	protein,	HigA	family hypothetical	protein hypothetical	protein hypothetical	protein SEC-C	motif	domain	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 9
oqxA__1858018__Enterobacter_hormaechei Conjugal	transfer	protein	TraJ Conjugal	transfer	protein	TrbJ Predicted	protein Conjugal	transfer	protein Addiction	module	antidote	protein,	HigA	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein 5,10-methylene	tetrahydromethanopterin	reductase 91.3 1
oqxA__786332__Enterobacter_cloacae_complex_sp._ECNIH15 hypothetical	protein ABC	transporter	ATPase hypothetical	protein p-type	conjugative	transfer	protein	TrbL hypothetical	protein p-type	conjugative	transfer	protein	TrbJ hypothetical	protein TraJ	protein Uncharacterised	protein Uncharacterised	protein Macro	domain AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 3
oqxA__1902290__Enterobacter_hormaechei hypothetical	protein Conserved	hypothetical	membrane	protein P-type	conjugative	transfer	protein	TrbL P-type	conjugative	transfer	protein	TrbJ TrbJ	protein hypothetical	protein TraC	protein Uncharacterised	protein Hypothetical	conserved	protein Addiction	module	antidote	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.6 2
oqxA__528381__Enterobacter_sp._DKU_NT_01 Conserved	hypothetical	membrane	protein P-type	conjugative	transfer	protein	TrbL P-type	conjugative	transfer	protein	TrbJ TrbJ	protein hypothetical	protein TraC	protein CopG	family	transcriptional	regulator Putative	addiction	module	antidote	protein Toxin-antitoxin	system,	antitoxin	component,	Xre	familyhypothetical	protein Helix-turn-helix	domain	of	resolvase	subfamily hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein Methyltransferase	domain hypothetical	protein 91.3 1
oqxA__669928__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Predicted	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease hypothetical	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.6 1

oqxA__1809165__Enterobacter_hormaechei hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase GtrA	family	protein Membrane	protein Holin Replication	initiator	A	family	protein Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein hypothetical	protein hypothetical	protein 92.6 7
oqxA__1866588__Enterobacter_hormaechei BRO-like	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Putative	inner	membrane	protein FOG:	EAL	domain 91.0 20
oqxA__562196__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein Histidine	kinase hypothetical	protein Uncharacterised	protein GtrA	family	protein Membrane	protein Holin Putative	endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA hypothetical	protein Putative	inner	membrane	protein FOG:	EAL	domain 91.0 1

oqxA__1858125__Enterobacter_hormaechei hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase GtrA	family	protein Membrane	protein Holin Endolysin Predicted	endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein 5,10-methylene	tetrahydromethanopterin	reductase 91.8 1
oqxA__1857829__Enterobacter_hormaechei hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase Membrane	protein Holin Endolysin hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein Putative	inner	membrane	protein 5,10-methylene	tetrahydromethanopterin	reductase 92.1 1
oqxA__563545__Enterobacter_cloacae hypothetical	protein hypothetical	protein Uncharacterised	protein T7	tail	fiber	protein Uncharacterised	protein Uncharacterised	protein Bactoprenol-linked	glucose	translocase Membrane	protein Holin Endolysin Endopeptidase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 92.1 1
oqxA__831216__Enterobacter_hormaechei GTPase	Der Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein hypothetical	protein 91.6 94
oqxA__843696__Enterobacter_cloacae GTPase	Der Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein MFS	transporter hypothetical	protein 91.8 9
oqxA__1857580__Enterobacter_hormaechei GTPase	Der Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit PTS	system	protein GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator S-adenosylmethionine	decarboxylase	proenzyme MurPQ	operon	repressor Betaine	aldehyde	dehydrogenase 3D-(3,5/4)-trihydroxycyclohexane-1,2-dione	hydrolase hypothetical	protein 91.6 4
oqxA__770277__Enterobacter_cloacae GTPase	Der Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein FOG:	EAL	domain 91.6 4
oqxA__916888__Enterobacter_sp._WCHEs120003 Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Putative	inner	membrane	protein FOG:	EAL	domain 91.6 1
oqxA__1643046__Enterobacter_cloacae Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 MFS	transporter Exodeoxyribonuclease	7	large	subunit PTS	system	protein GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA MurPQ	operon	repressor hypothetical	protein Betaine	aldehyde	dehydrogenase hypothetical	protein 91.6 3
oqxA__782976__Enterobacter_hormaechei GTPase	Der Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein MFS	transporter hypothetical	protein 93.4 183
oqxA__651179__Enterobacter_hormaechei_subsp._xiangfangensis PRiA4	ORF3	domain	containing	protein Uncharacterised	protein Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Transcriptional	regulator Signal	transduction	histidine	kinase hypothetical	protein HNH	endonuclease Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein MFS	transporter 92.6 2
oqxA__564261__Enterobacter_cloacae BNR/Asp-box	repeat Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Radical	SAM	protein Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 3
oqxA__570138__Enterobacter_cloacae_subsp._cloacae_NCTC_9394 Amino	acid/peptide	transporter Oxidoreductase,	NAD-binding Protein	YfgJ Uncharacterised	protein Radical	SAM	protein Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease hypothetical	protein hypothetical	protein Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.2 1
oqxA__809351__Enterobacter_hormaechei_subsp._steigerwaltii Amino	acid/peptide	transporter Oxidoreductase,	NAD-binding Protein	YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein FOG:	EAL	domain Exopolyphosphatase hypothetical	protein 91.6 1
oqxA__561869__Enterobacter_cloacae hypothetical	protein Protein	YfgJ Uncharacterised	protein Radical	SAM	protein Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein transposase-like AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein FOG:	EAL	domain Exopolyphosphatase hypothetical	protein 91.6 1
oqxA__645633__Enterobacter_sp._BIDMC93 hypothetical	protein Protein	YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein transposase-like AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase HNH	endonuclease Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.6 2
oqxA__787551__Enterobacter_hormaechei Amino	acid/peptide	transporter Oxidoreductase,	NAD-binding Protein	YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein Putative	inner	membrane	protein hypothetical	protein 91.3 168

oqxA__793244__Enterobacter_hormaechei GTPase	Der Amino	acid/peptide	transporter YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein Putative	inner	membrane	protein FOG:	EAL	domain 91.0 32
oqxA__825615__Enterobacter_hormaechei Amino	acid/peptide	transporter Oxidoreductase Protein	YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein 3-oxoacyl-[acyl-carrier-protein]	reductase Putative	inner	membrane	protein hypothetical	protein 90.8 2
oqxA__831048__Enterobacter_hormaechei Protein	YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA Predicted	hydrolases	or	acyltransferases	(Alpha/beta	hydrolase	superfamily) hypothetical	protein 3-oxoacyl-[acyl-carrier-protein]	reductase Putative	inner	membrane	protein hypothetical	protein 90.8 3

oqxA__1840945__Enterobacter_hormaechei hypothetical	protein YfgJ Uncharacterised	protein Peptidase	M4 Exodeoxyribonuclease	7	large	subunit PTS	system	protein GMP	synthase	[glutamine-hydrolyzing] Hcp1	family	type	VI	secretion	system	effector hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein 5,10-methylene	tetrahydromethanopterin	reductase 92.1 35
oqxA__1840942__Enterobacter_hormaechei hypothetical	protein Phage	integrase	family	site-specific	recombinase DNA-directed	RNA	polymerase,	beta'	subunit Addiction	module	antidote	protein,	HigA	family Hcp1	family	type	VI	secretion	system	effector hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Signal	transduction	histidine	kinase Transcriptional	regulatory	protein	qseB Structural	protein	MipA hypothetical	protein hypothetical	protein hypothetical	protein Putative	inner	membrane	protein 5,10-methylene	tetrahydromethanopterin	reductase 91.8 13
oqxA__916897__Kosakonia_sp._WCHEs120001 Chorismate	mutase hypothetical	protein Endo-polygalacturonase Lactate	utilization	protein	C Amino	acid	dehydrogenase Putative	dehydrogenase	subunit Lactate	permease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein MarR	family	transcriptional	regulator Hydrolase hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator NAD-dependent	epimerase Short-chain	dehydrogenase/reductase	SDR hypothetical	protein 91.3 1
oqxA__584259__Kosakonia_pseudosacchari hypothetical	protein High-affinity	iron	transporter Iron	uptake	system	component	EfeO Deferrochelatase/peroxidase	EfeB Phosphate	starvation-inducible	protein	PhoH Chorismate	mutase hypothetical	protein hypothetical	protein hypothetical	protein Polygalacturonase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein Short-chain	dehydrogenase/reductase	SDR DNA-binding	transcriptional	regulator,	LysR	family 91.6 1
oqxA__614904__Kosakonia_oryzae hypothetical	protein High-affinity	iron	transporter Iron	uptake	system	component	EfeO Deferrochelatase/peroxidase	EfeB Phosphate	starvation-inducible	protein	PhoH Chorismate	mutase hypothetical	protein hypothetical	protein Polygalacturonase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein Short-chain	dehydrogenase/reductase	SDR DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein Protease Biotin-protein	ligase,	N	terminal hypothetical	protein 91.6 2
oqxA__711151__Enterobacter_sp._R4-368 hypothetical	protein High-affinity	iron	transporter Iron	uptake	system	component	EfeO Deferrochelatase/peroxidase	EfeB Phosphate	starvation-inducible	protein	PhoH Chorismate	mutase hypothetical	protein hypothetical	protein Polygalacturonase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Short-chain	dehydrogenase/reductase	SDR DNA-binding	transcriptional	regulator,	LysR	family Biotin-protein	ligase,	N	terminal Glyoxalase Uncharacterised	protein hypothetical	protein 91.6 1
oqxA__799147__Kosakonia_sp._H7A 3-dehydroquinate	dehydratase Glutathione	S-transferase NAD(P)H-quinone	oxidoreductase Polyamine-transporting	ATPase Acetylornithine	deacetylase Uncharacterized	conserved	protein,	Ntn-hydrolase	superfamily Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Chorismate	mutase hypothetical	protein Polygalacturonase AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Efflux	transporter	periplasmic	adaptor	subunit Protein	N-acetyltransferase,	RimJ/RimL	family Permease	of	the	drug/metabolite	transporter	(DMT)	superfamily 92.6 4
oqxA__601262__Kosakonia_radicincitans_YD4 HxlR	family	transcriptional	regulator Glutathione	S-transferase NAD(P)H-quinone	oxidoreductase Polyamine-transporting	ATPase Acetylornithine	deacetylase Uncharacterized	conserved	protein,	Ntn-hydrolase	superfamily Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Chorismate	mutase hypothetical	protein Polygalacturonase AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Glutathione	peroxidase Cytochrome	B TPR	repeat-containing	protein RNA	polymerase	sigma	factor,	sigma-70	family Transmembrane	transcriptional	regulator	(Anti-sigma	factor	RsiW) Polyisoprenoid-binding	protein	YceI 3-oxoacyl-ACP	reductase AraC	family	transcriptional	regulator 91.3 1
oqxA__749152__Kosakonia_oryzae 3-dehydroquinate	dehydratase Glutathione	S-transferase NAD(P)H-quinone	oxidoreductase Polyamine-transporting	ATPase Acetylornithine	deacetylase Uncharacterized	conserved	protein,	Ntn-hydrolase	superfamily Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Chorismate	mutase hypothetical	protein Polygalacturonase AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Glutathione	peroxidase TPR	repeat-containing	protein RNA	polymerase	sigma	factor Transmembrane	transcriptional	regulator	(Anti-sigma	factor	RsiW) Polyisoprenoid-binding	protein	YceI 3-oxoacyl-ACP	reductase AraC	family	transcriptional	regulator hypothetical	protein 92.1 1
oqxA__919061__Enterobacter_sp._AG5470 hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Dihydrofolate	reductase LysR	family	transcriptional	regulator,	D-serine	deaminase	activator 6-phospho-beta-glucosidase Permease	IIC	component PTS	system,	cellobiose-specific	IIB	component Galactonate	dehydratase PTS	system,	cellobiose-specific	IIA	component AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Integral	membrane	sensor	signal	transduction	histidine	kinase DNA-binding	response	regulator,	OmpR	family,	contains	REC	and	winged-helix	(WHTH)	domain MltA-interacting	MipA	family	protein hypothetical	protein Transcriptional	regulator,	TetR	family 91.8 2
oqxA__748586__Enterobacter_sp._FY-07 ATP-binding	cassette,	subfamily	B AraC	family	transcriptional	regulator Uncharacterized	conserved	protein,	DUF2164	family hypothetical	protein Antibiotic	biosynthesis	monooxygenase Alcohol	dehydrogenase	GroES-like	domain	family DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein ImpA	family	type	VI	secretion-associated	protein AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein Integral	membrane	sensor	signal	transduction	histidine	kinase DNA-binding	response	regulator,	OmpR	family,	contains	REC	and	winged-helix	(WHTH)	domain hypothetical	protein MltA-interacting	MipA	family	protein hypothetical	protein Transcriptional	regulator,	TetR	family 91.8 1
oqxA__530236__Enterobacter_sp._EA-1 hypothetical	protein Protein-L-isoaspartate	O-methyltransferase hypothetical	protein Uncharacterised	protein hypothetical	protein RNA	polymerase	sigma-S	factor SlyA-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA	mismatch	repair	protein	MutS AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Cytoplasmic	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein RNA	polymerase	sigma	factor,	sigma-70	family hypothetical	protein hypothetical	protein 78.6 1
oqxA__1637790__Kosakonia_arachidis 3-dehydroquinate	dehydratase Glutathione	S-transferase NAD(P)H-quinone	oxidoreductase Polyamine-transporting	ATPase Acetylornithine	deacetylase Uncharacterized	conserved	protein,	Ntn-hydrolase	superfamily Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Chorismate	mutase hypothetical	protein hypothetical	protein Polygalacturonase AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Protein-disulfide	isomerase Beta-lactamase Carboxylic	ester	hydrolase hypothetical	protein 91.6 1
oqxA__612854__Enterobacter_sp._Bisph2 hypothetical	protein hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein Putative	cell-wall	binding	lipoprotein Short-chain	dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase Putative	transcriptional	antiterminator Beta-glucosidase hypothetical	protein 90.5 1
oqxA__799144__Kluyvera_sp._Nf5 hypothetical	protein LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein hypothetical	protein Short-chain	dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase Protein	N-acetyltransferase,	RimJ/RimL	family hypothetical	protein GNAT	family	N-acetyltransferase hypothetical	protein Transcriptional	regulator,	TetR	family Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family 90.5 1
oqxA__917978__Phytobacter_diazotrophicus hypothetical	protein LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein hypothetical	protein hypothetical	protein Short-chain	dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase Protein	N-acetyltransferase,	RimJ/RimL	family ATPase hypothetical	protein Transcriptional	regulator 90.3 1
oqxA__760132__[Kluyvera]_intestini LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein hypothetical	protein Short-chain	dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase Protein	N-acetyltransferase,	RimJ/RimL	family Acyl-CoA:6-aminopenicillanic	acid	acyl-transferase ABC	transporter Glutamine	ABC	transporter	permease Exported	solute-binding	protein 90.5 3
oqxA__1633651__Enterobacteriaceae_bacterium_A-F18 LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein hypothetical	protein hypothetical	protein Short-chain	dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein Protein	N-acetyltransferase,	RimJ/RimL	family Lysogenic	conversion	protein ATPase hypothetical	protein 90.5 1
oqxA__1640879__Phytobacter_diazotrophicus LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein hypothetical	protein hypothetical	protein Short-chain	dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein Protein	N-acetyltransferase,	RimJ/RimL	family hypothetical	protein GHKL	domain	protein 90.5 1
oqxA__752689__Phytobacter_sp._SCO41 hypothetical	protein LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein hypothetical	protein Short-chain	dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator	/	MocR	family	aminotransferase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase Protein	N-acetyltransferase,	RimJ/RimL	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Peptidase	C14	caspase	catalytic	subunit	p20 90.5 1

oqxA__654487__Trabulsiella_odontotermitis NAD-dependent	malic	enzyme N-hydroxybenzoate	hydroxylase Maleylacetoacetate	isomerase 5-carboxymethyl-2-hydroxymuconate	isomerase Gentisate	1,2-dioxygenase 4-hydroxybenzoate	transporter Transcriptional	regulator,	LysR	family NADP	oxidoreductase	coenzyme	F420-dependent Oxidoreductase TetR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein AraC	family	transcriptional	regulator Uncharacterised	protein Transposase YgeR	family	lipoprotein Lysine--tRNA	ligase Peptide	chain	release	factor	2 hypothetical	protein 91.3 1
oqxA__755898__Trabulsiella_odontotermitis hypothetical	protein hypothetical	protein hypothetical	protein Outer	membrane	protein hypothetical	protein hypothetical	protein Transcriptional	regulatory	protein	qseB Structural	protein	MipA ABC	transporter	ATP-binding	protein Permease	component	of	an	ABC	superfamily	zinc	transporter Periplasmic	substrate-binding	component	of	an	ABC	superfamily	zinc	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Oxidoreductase hypothetical	protein Multiple	antibiotic	resistance	protein Membrane	fusion	component	of	a	tripartite	multidrug	resistance	system MFS	transporter,	DHA2	family,	multidrug	resistance	protein ABC	transporter,	phosphonate,	periplasmic	substrate-binding	protein 91.0 2

oqxA__650095__Klebsiella_aerogenes hypothetical	protein Phage	tail	protein hypothetical	protein DNA-damage-inducible	protein	I DNA	polymerase	V	(Fragment) Uncharacterised	protein Isocitrate	dehydrogenase Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	KPN78578	02510 SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU hypothetical	protein 91.8 1
oqxA__828766__Klebsiella_aerogenes Phage	tail	protein Arsenate	reductase Arsenic	efflux	pump	protein Arsenical	resistance	operon	repressor NADPH-dependent	FMN	reductase DNA-damage-inducible	protein	I DNA	polymerase	V	(Fragment) Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	KPN78578	02510 SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU Ribosome-binding	ATPase	YchF 92.6 1
oqxA__1865347__Klebsiella_aerogenes Nudix	hydrolase DNA	primase hypothetical	protein Restriction	endonuclease Transposase hypothetical	protein hypothetical	protein Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	YjhX SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU Ribosome-binding	ATPase	YchF 92.6 2
oqxA__772915__Klebsiella_aerogenes Adenylosuccinate	lyase High	frequency	lysogenization	protein	HflD	homolog tRNA-specific	2-thiouridylase	MnmA Phosphatase	NudJ Pseudouridine	synthase Isocitrate	dehydrogenase	[NADP] Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	KPN78578	02510 SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU hypothetical	protein 92.6 83
oqxA__1886125__Klebsiella_aerogenes Adenylosuccinate	lyase High	frequency	lysogenization	protein	HflD	homolog tRNA-specific	2-thiouridylase	MnmA Phosphatase	NudJ Pseudouridine	synthase Isocitrate	dehydrogenase	[NADP] Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	YjhX SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Ribosome-binding	ATPase	YchF hypothetical	protein 92.6 6
oqxA__876589__Klebsiella_aerogenes Adenylosuccinate	lyase High	frequency	lysogenization	protein	HflD	homolog tRNA-specific	2-thiouridylase	MnmA Phosphatase	NudJ hypothetical	protein hypothetical	protein Isocitrate	dehydrogenase	[NADP] Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	KPN78578	02510 SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain hypothetical	protein 92.6 4
oqxA__1639856__Klebsiella_aerogenes Adenylosuccinate	lyase High	frequency	lysogenization	protein	HflD	homolog tRNA-specific	2-thiouridylase	MnmA Phosphatase	NudJ Pseudouridine	synthase Isocitrate	dehydrogenase	[NADP] hypothetical	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	YjhX SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU hypothetical	protein 92.6 8

oqxA__784251__Klebsiella_aerogenes Phosphatase	NudJ Pseudouridine	synthase Isocitrate	dehydrogenase	[NADP] hypothetical	protein Transposase hypothetical	protein hypothetical	protein Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	KPN78578	02510 SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU hypothetical	protein 92.6 34
oqxA__529815__Klebsiella_aerogenes hypothetical	protein hypothetical	protein hypothetical	protein DNA-damage-inducible	protein	I DNA	polymerase	V	(Fragment) Isocitrate	dehydrogenase Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	KPN78578	02510 SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU hypothetical	protein 92.6 1
oqxA__718991__Klebsiella_aerogenes hypothetical	protein hypothetical	protein hypothetical	protein DNA-damage-inducible	protein	I DNA	polymerase	V	(Fragment) Isocitrate	dehydrogenase Uncharacterised	protein Putative	HNH	nuclease	YajD Membrane	protein MerR	family	transcriptional	regulator hypothetical	protein Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 2-dehydropantoate	2-reductase Putative	cold-shock	protein Nucleoprotein/polynucleotide-associated	enzyme UPF0386	protein	KPN78578	02510 SAM-dependent	methyltransferase Alkanal	monooxygenase	alpha	chain Inner	membrane	protein	yagU hypothetical	protein 92.6 1
oqxA__843744__Klebsiella_oxytoca hypothetical	protein Peptidyl-dipeptidase	dcp Uncharacterized	DUF3290	family	protein hypothetical	protein PF04239	family	protein Steroid	delta-isomerase hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Leucine	efflux	protein Blasticidin	S-acetyltransferase Histidine	phosphatase 90.0 5
oqxA__1792921__Klebsiella_oxytoca hypothetical	protein Peptidyl-dipeptidase	dcp Uncharacterized	DUF3290	family	protein PF04239	family	protein Steroid	delta-isomerase hypothetical	protein hypothetical	protein Uncharacterised	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Alpha/beta	hydrolase Histidine	phosphatase 90.5 1
oqxA__757962__Klebsiella_oxytoca hypothetical	protein Lipoprotein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Alpha/beta	hydrolase Histidine	phosphatase 91.0 4
oqxA__773054__Klebsiella_oxytoca hypothetical	protein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Alpha/beta	hydrolase Leucine	efflux	protein 90.8 8
oqxA__565801__Klebsiella_oxytoca hypothetical	protein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family hypothetical	protein LysR	family	transcriptional	regulator 90.5 4
oqxA__1902283__Klebsiella_oxytoca hypothetical	protein Lipoprotein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family hypothetical	protein Cytoplasmic	protein 90.5 6
oqxA__906701__Klebsiella_oxytoca hypothetical	protein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family hypothetical	protein 90.3 9
oqxA__506234__Klebsiella_oxytoca hypothetical	protein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family hypothetical	protein hypothetical	protein 90.8 1
oqxA__592800__Klebsiella_oxytoca_10-5245 hypothetical	protein Lipoprotein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator IS5-like Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family hypothetical	protein 90.8 1
oqxA__1865225__Klebsiella_oxytoca Lipoprotein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Oligogalacturonate-specific	porin	protein	(KdgM) Putative	exported	protein 90.5 4
oqxA__1843408__Klebsiella_oxytoca hypothetical	protein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family hypothetical	protein hypothetical	protein 90.5 2

oqxA__755346__Klebsiella_oxytoca hypothetical	protein Heat	shock	protein	HslJ D-lactate	dehydrogenase Alkaline	phosphatase Dicarboxylate	transport Lipoprotein YdbL	protein Transcriptional	activator	FeaR Phenylacetaldehyde	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Uncharacterised	protein Histidine	phosphatase 90.8 16
oqxA__1638312__Klebsiella_oxytoca Aspartate-semialdehyde	dehydrogenase Methyltransferase Acetolactate	synthase	isozyme	3	large	subunit hypothetical	protein hypothetical	protein 4-hydroxyphenylacetate	permease hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Major	facilitator	superfamily	permease hypothetical	protein 92.1 1
oqxA__1809757__Klebsiella_sp._DNRA6 hypothetical	protein Phytanoyl-CoA	dioxygenase	PhyH Dihydrofolate	reductase Mannose-6-phosphate	isomerase DNA-binding	protein Putative	plasmid-related	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	domain	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase hypothetical	protein Translocator	protein,	LysE	family LysR	substrate-binding	domain	protein Transcriptional	regulator hypothetical	protein 90.8 18
oqxA__772970__Klebsiella_michiganensis hypothetical	protein Phytanoyl-CoA	dioxygenase	PhyH Putative	leucine	efflux	protein Mannose-6-phosphate	isomerase hypothetical	protein DNA-binding	protein Nucleotidyltransferase	domain	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase DUF4440	domain-containing	protein Cytochrome	b561 Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family RNA	polymerase	sigma	factor	family	protein Translocator	protein,	LysE	family LysR	substrate-binding	domain	protein Transcriptional	regulator 90.3 13
oqxA__1637224__Klebsiella_michiganensis KipI	antagonist Aspartate-semialdehyde	dehydrogenase Mannose-6-phosphate	isomerase hypothetical	protein DNA-binding	protein Nucleotidyltransferase	domain	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator,	mar-sox-rob	regulon	activator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase DUF4440	domain-containing	protein Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Transcriptional	regulator Acetyltransferase Uncharacterised	protein 91.0 15
oqxA__506696__Klebsiella_oxytoca Acetyltransferase Phytanoyl-CoA	dioxygenase	PhyH Diguanylate	cyclase Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Nucleotidyltransferase	domain	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase DUF4440	domain-containing	protein Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Transcriptional	regulator Acetyltransferase Uncharacterised	protein 90.3 2
oqxA__802635__Klebsiella_michiganensis hypothetical	protein Phytanoyl-CoA	dioxygenase	PhyH Diguanylate	cyclase Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Nucleotidyltransferase	domain	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase DNA-binding	protein 3-oxoacyl-[acyl-carrier	protein]	reductase Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Transcriptional	regulator Acetyltransferase 91.0 15
oqxA__756015__Klebsiella_michiganensis Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Mannose-6-phosphate	isomerase hypothetical	protein DNA-binding	protein Nucleotidyltransferase	domain	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase DNA-binding	protein 3-oxoacyl-[acyl-carrier	protein]	reductase Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Transcriptional	regulator Acetyltransferase 90.8 19
oqxA__710545__Klebsiella_michiganensis_KCTC_1686 Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Mannose-6-phosphate	isomerase DNA-binding	protein Nucleotidyltransferase	domain	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase IS110-like DNA-binding	protein 3-oxoacyl-[acyl-carrier	protein]	reductase Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Transcriptional	regulator 90.8 1
oqxA__772929__Klebsiella_michiganensis hypothetical	protein Zygote	formation	protein	zyg1 Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Nucleotidyltransferase	domain	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Histidine	phosphatase DNA-binding	protein 3-oxoacyl-[acyl-carrier	protein]	reductase Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family Transcriptional	regulator Acetyltransferase 91.0 12
oqxA__533930__Klebsiella_michiganensis hypothetical	protein hypothetical	protein hypothetical	protein Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase Nucleotidyltransferase	domain	protein hypothetical	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	family	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA hypothetical	protein hypothetical	protein Restriction	endonuclease Transcriptional	regulator Histidine	phosphatase DNA-binding	protein 3-oxoacyl-[acyl-carrier	protein]	reductase Predicted	O-linked	N-acetylglucosamine	transferase,	SPINDLY	family hypothetical	protein 91.0 4

oqxA__812169__Klebsiella_oxytoca PF06267	domain	protein Acetylornithine	deacetylase Phytanoyl-CoA	dioxygenase	PhyH Dihydrofolate	reductase Aspartate-semialdehyde	dehydrogenase ResA	resolvase Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	domain	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Transcriptional	regulator Major	facilitator	family	transporter Glyceraldehyde-3-phosphate	dehydrogenase,	type	I hypothetical	protein Transcriptional	regulator,	AraC	family Transcriptional	regulator 91.3 25
oqxA__757326__Klebsiella_sp._Kd70_TUC-EEAOC Pyridine	nucleotide-disulfide	oxidoreductase Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family PF06267	domain	protein Acetylornithine	deacetylase Phytanoyl-CoA	dioxygenase	PhyH Dihydrofolate	reductase Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	domain	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Transcriptional	regulator Major	facilitator	family	transporter Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Transcriptional	regulator 91.3 30
oqxA__528207__Klebsiella_sp._M5al hypothetical	protein hypothetical	protein 3,4-dihydroxyphenylacetate	2,3-dioxygenase 4-hydroxyphenylacetate	permease hypothetical	protein Putative	FusE-MFP/HlyD	family	membrane	fusion	protein DUF1656	domain-containing	protein Fusaric	acid	resistance	domain	protein AraC	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Transcriptional	regulator Major	facilitator	family	transporter Glyceraldehyde-3-phosphate	dehydrogenase,	type	I Transcriptional	regulator,	AraC	family Transcriptional	regulator 91.3 2

oqxA__528371__Escherichia_coli Protein	of	uncharacterised	function	(DUF2726) hypothetical	protein hypothetical	protein CobQ/CobB/MinD/ParA	nucleotide	binding	domain	protein transposase-like DNA	(Cytosine-5-)-methyltransferase transposase-like transposase-like Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA DUF305	domain-containing	protein Copper-binding	protein Sensor	kinase	CusS Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Aminoglycoside	phosphotransferase Transposase	TnpA hypothetical	protein hypothetical	protein Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system 100.0 1
oqxA__751194__Escherichia_coli hypothetical	protein hypothetical	protein Putative	membrane	protein IncF	plasmid	conjugative	transfer	surface	exclusion	protein	TraT Surface	exclusion	inner	membrane	protein	TraS IS6-like Class	1	integron	integrase	protein	IntI1 Dihydrofolate	reductase Aminoglycoside	adenylyltransferase hypothetical	protein hypothetical	protein Relaxase IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like Aminoglycoside	phosphotransferase Transposase	TnpA hypothetical	protein hypothetical	protein hypothetical	protein Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system 100.0 1
oqxA__754192__Escherichia_coli hypothetical	protein YcdA IS6-like DNA-binding	transcriptional	regulator,	LysR	family Tryptophan	synthase	beta	chain	like Beta-lactamase	TEM IS6-like Orf	10	protein Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like Aminoglycoside	phosphotransferase Transposase	TnpA hypothetical	protein Putative	transposase hypothetical	protein Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system 99.7 1

oqxA__166518__Salmonella_enterica oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system hypothetical	protein 100.0 1
oqxA__526493__Escherichia_coli Tryptophan	synthase	beta	chain	like Beta-lactamase	TEM Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Orf	10	protein Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA IS6-like Glutathione	synthetase RepA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA oqxA Efflux	pump	membrane	transporter hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Aminoglycoside	phosphotransferase Transposase	TnpA hypothetical	protein hypothetical	protein Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system 99.7 2
oqxA__1838010__Escherichia_coli_plasmid IS5-like Uncharacterised	protein hypothetical	protein Transposase	for	transposon	Tn1721 Ankyrin	repeat	family	protein Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase IS6-like Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Bleomycin	resistance	protein Aminoglycoside	phosphotransferase Transposase	TnpA IS1294-like Cytosine-specific	methyltransferase Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system 100.0 1
oqxA__778093__Escherichia_coli hypothetical	protein Uncharacterised	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator 100.0 1
oqxA__778218__Escherichia_coli hypothetical	protein Uncharacterised	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator 100.0 1
oqxA__1636654__Escherichia_coli Ankyrin	repeat	family	protein Truncated	Class	I	integrase Dihydrofolate	reductase hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
oqxA__754985__Escherichia_coli Short-chain	alcohol	dehydrogenase hypothetical	protein IS6-like Kanamycin	resistance	protein IS6-like hypothetical	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein Transposase	(Fragment) Relaxase hypothetical	protein hypothetical	protein IS6-like oqxA Efflux	pump	membrane	transporter hypothetical	protein IS6-like Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Thiol:disulfide	interchange	protein 99.7 40
oqxA__1633487__Escherichia_coli IS6-like hypothetical	protein IS5-like hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein 3-methyl-2-oxobutanoate	hydroxymethyltransferase Serine	hydroxymethyltransferase Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ResA	resolvase 99.7 1
oqxA__752678__Escherichia_coli Beta-lactamase	(Fragment) hypothetical	protein FipA:	fertility	inhibition	of	IncP	plasmids	protein hypothetical	protein IS6-like hypothetical	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family IS6-like Relaxase hypothetical	protein hypothetical	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like hypothetical	protein hypothetical	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
oqxA__1838488__Salmonella_enterica_plasmid hypothetical	protein Uncharacterised	protein Fosfomycin	resistance	protein	FosA Beta-lactamase	(Fragment) Ankyrin	repeat	family	protein Orf5	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 99.7 3
oqxA__1635322__Salmonella_enterica hypothetical	protein TniM	protein hypothetical	protein Transposase	Tn3 Ankyrin	repeat	family	protein hypothetical	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 99.7 1

oqxA__1834611__Salmonella_enterica_plasmid Ankyrin	repeat	family	protein Truncated	Class	I	integrase Dihydrofolate	reductase Aminoglycoside	adenylyltransferase Ankyrin	repeat	family	protein Orf5	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family IS6-like Transposase	(Fragment) Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
oqxA__753547__Escherichia_coli IS6-like Truncated	Class	I	integrase Dihydrofolate	reductase Streptomycin	3''-adenylyltransferase IS6-like hypothetical	protein Dihydropteroate	synthase Transposase	and	inactivated	derivatives,	TnpA	family IS6-like Relaxase hypothetical	protein hypothetical	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
oqxA__1269832__Salmonella_enterica Serine	hydroxymethyltransferase IS6-like Transposase	(Fragment) Integrase Streptomycin	3''-adenylyltransferase Filamentation	induced	by	cAMP	protein Aminoglycoside	resistance	protein Cytosine-specific	methyltransferase IS1294-like hypothetical	protein hypothetical	protein Transposase	(Fragment) transposase-like oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein LysR	family	transcriptional	regulator Hca	operon	transcriptional	activator	HcaR 100.0 4
oqxA__1838655__Salmonella_sp._plasmid Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein Quinolone	resistance	protein	QnrS2 hypothetical	protein Uncharacterised	protein Transposase Transposase	and	inactivated	derivatives,	TnpA	family IS6-like Transposase	(Fragment) Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Plasmid	stabilization	protein hypothetical	protein Replication	initiation	protein Conjugal	transfer	protein	TraA TraB hypothetical	protein 100.0 1
oqxA__1830374__Escherichia_coli hypothetical	protein Sugar	transporter	SemiSWEET Baeyer-Villiger	monooxygenase transposase-like IS66-like IS66	family	transposase Transposase	and	inactivated	derivatives,	TnpA	family IS6-like hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Dihydrofolate	reductase	type	A7 hypothetical	protein hypothetical	protein mobility Pilus	assembly	protein	PapC 100.0 2
oqxA__531764__Escherichia_coli Putative	transposase	YkgN IS3-like Putative	group	II	intron-encoded	reverse	transcriptase IS110-like TatA::RecN	fusion	protein Membrane	sensor	protein	UhpC hypothetical	protein hypothetical	protein Relaxase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	IclR	family	transcriptional	regulator hypothetical	protein 3'-kinase Relaxase	/helicase	(Fragment) hypothetical	protein hypothetical	protein 99.5 1
oqxA__1834007__Salmonella_sp._plasmid Dihydrofolate	reductase hypothetical	protein TniM	protein Transposase transposase-like hypothetical	protein IS6-like Transposase	(Fragment) Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein transposase-like Multicopper	oxidase Plasmid	segregation	protein	ParM M23/M37	family	cell	wall	endopeptidase Protein	of	uncharacterised	function	(DUF2933) hypothetical	protein 100.0 2
oqxA__778353__Escherichia_coli hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like transposase-like transposase-like Insertion	element	IS1	protein	InsB hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__674550__Escherichia_coli oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Toxin	RelE2 YcgL	domain-containing	protein	PBPRA1080 Replication	initiation	protein transposase-like IS1	transposase	orfB hypothetical	protein hypothetical	protein TraK hypothetical	protein Transposase 100.0 1

oqxA__532325__Escherichia_coli hypothetical	protein hypothetical	protein transposase-like hypothetical	protein AraC	family	transcriptional	regulator Ester	cyclase hypothetical	protein hypothetical	protein IS6-like Relaxase hypothetical	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like hypothetical	protein N-acyltransferase	domain-containing	protein Endonuclease Transposase IS6-like Alpha/beta	hydrolase MFS	transporter hypothetical	protein 99.5 1
oqxA__1837661__Escherichia_coli_plasmid hypothetical	protein LysR	family	transcriptional	regulator transposase-like hypothetical	protein AraC	family	transcriptional	regulator Ester	cyclase hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein IS6-like hypothetical	protein N-acyltransferase	domain-containing	protein Endonuclease transposase-like mobility TniM	protein IS6-like 99.5 1
oqxA__753167__Enterobacter_hormaechei IS6-like Protein-N(Pi)-phosphohistidine--sugar	phosphotransferase hypothetical	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator Ester	cyclase hypothetical	protein hypothetical	protein IS6-like Relaxase hypothetical	protein hypothetical	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like IntI1-like Dihydrofolate	reductase	type	A7 Aminoglycoside	adenyltransferase IS6-like Glutathione	synthetase 100.0 1
oqxA__908130__Escherichia_coli oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein 99.7 1
oqxA__908174__Escherichia_coli oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein 99.7 1
oqxA__1838475__Salmonella_enterica_plasmid Transcriptional	regulator,	contains	XRE-family	HTH	domain Copper	resistant	protein	PcoE Peptidase	M23 ISEc9-like hypothetical	protein Beta-lactamase	(Fragment) IS5-like hypothetical	protein Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein TniM	protein hypothetical	protein Ankyrin	repeat	family	protein IntI1-like Pseudouridine	synthase Putative	phosphoserine	phosphatase Aminoglycoside	adenylyltransferase 99.7 2
oqxA__525097__Escherichia_coli oqxA Efflux	pump	membrane	transporter hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein TniM	protein Beta-carotene	15,15'-monooxygenase Dihydrofolate	reductase Aminoglycoside	adenylyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase	type	1	(Fragment) Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 100.0 1

oqxA__749816__Salmonella_enterica hypothetical	protein hypothetical	protein IS91-like hypothetical	protein TnpR transposase-like 16S	rRNA	methylase	(Fragment) hypothetical	protein IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like Aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	A7 IntI1-like TniM	protein Transposon	Tn1721	resolvase hypothetical	protein IS6-like 100.0 1
oqxA__1875486__Escherichia_coli hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like hypothetical	protein N-acyltransferase	domain-containing	protein Endonuclease Conjugal	transfer	protein	traG hypothetical	protein Conjugal	transfer	protein	traO Conjugal	transfer	protein	traE Putative	lipoprotein hypothetical	protein 99.5 1
oqxA__1831695__Escherichia_coli_plasmid TraB TraA Conjugal	transfer	protein DNA-binding	protein	KorA TraL KorB hypothetical	protein KikA Nitroreductase hypothetical	protein Putative	hemolysin	expression	modulating	protein hypothetical	protein Cytosine-specific	methyltransferase Restriction	endonuclease Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Resolvase Ankyrin	repeat	family	protein 100.0 1
oqxA__854904__unknown hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Rhs	element	Vgr	protein Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase 99.5 3
oqxA__941625__Klebsiella_quasivariicola hypothetical	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Rhs	element	Vgr	protein Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase 99.5 1
oqxA__494668__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein hypothetical	protein Rhs	element	Vgr	protein Uncharacterised	protein Transposase	family	protein PE-family	protein 99.5 2
oqxA__494744__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein 99.5 1

oqxA__855051__Klebsiella_variicola Uncharacterised	protein IS3-like transposase-like Putative	branched	chain	amino	acid	transport	protein DNA	polymerase	theta	(Helicase	domain	only) Uncharacterised	protein DNA	internalization-related	competence	protein	ComEC/Rec2 Phage	integrase	family	site-specific	recombinase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.5 1
oqxA__750350__Escherichia_coli IS4-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein hypothetical	protein IS6-like IntI1-like Dihydrofolate	reductase Aminoglycoside	adenylyltransferase hypothetical	protein hypothetical	protein Relaxase IS6-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator IS6-like hypothetical	protein transposase-like EamA	family	transporter TetA 100.0 1
oqxA__1835917__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) 3'-kinase Aminoglycoside	3'-phosphotransferase hypothetical	protein Integrase IS110-like Transposase	Tn3	family	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Aminoglycoside	phosphotransferase Transposase	TnpA IS1294-like Cytosine-specific	methyltransferase hypothetical	protein Auxiliary	protein	Bis 99.7 2
oqxA__1838515__Escherichia_coli_plasmid hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) 3'-kinase Aminoglycoside	3'-phosphotransferase hypothetical	protein Integrase IS110	family	transposase Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein Programmed	cell	death	toxin	PemK transposase-like Tir Thiol:disulfide	interchange	protein Transcriptional	regulator SrnB	protein YigA Fertility	inhibition	protein 100.0 1
oqxA__1835607__Escherichia_coli_plasmid TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) hypothetical	protein Mercuric	transport	protein Periplasmic	mercury	ion-binding	protein ISVsa5-like Transposase	and	inactivated	derivatives,	TnpA	family Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein IS6-like Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase Ankyrin	repeat	family	protein hypothetical	protein 100.0 2
oqxA__1838651__Salmonella_sp._plasmid Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein Quinolone	resistance	protein	QnrS2 hypothetical	protein Uncharacterised	protein Transposase Transposase	and	inactivated	derivatives,	TnpA	family IS6-like Transposase	(Fragment) Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__735190__Shigella_sonnei oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Truncated	IS26	transposase Resolvase Plasmid	partitioning	protein	ParF Plasmid	partitioning	protein	ParG hypothetical	protein 100.0 2

oqxA__494724__Klebsiella_variicola Putative	transposase Putative	inner	membrane	protein Membrane	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein Phosphoribosyl-AMP	cyclohydrolase 98.7 1
oqxA__931587__Klebsiella_pneumoniae_subsp._ozaenae Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA	methylase	(Fragment) Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Putative	integrase hypothetical	protein Uncharacterized	phage-associated	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 Transposase Aldehyde	dehydrogenase	B	(Lactaldehyde	dehydrogenase) 99.7 1
oqxA__524722__Klebsiella_variicola Uncharacterised	protein hypothetical	protein hypothetical	protein Transposase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein AP	endonuclease,	family	2 98.5 2
oqxA__855114__Klebsiella_variicola hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Bipolar	DNA	helicase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.0 3
oqxA__621936__Klebsiella_variicola hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Bipolar	DNA	helicase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Peptidase	C1 hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein AP	endonuclease,	family	2 99.0 1
oqxA__854948__Klebsiella_variicola YfiN	protein hypothetical	protein Transposase transposase-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.2 4
oqxA__493134__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein Phosphoribosyl-AMP	cyclohydrolase 98.7 1
oqxA__841218__Klebsiella_pneumoniae hypothetical	protein Hemin	importer	ATP-binding	subunit Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 98.5 1
oqxA__806595__Klebsiella_variicola hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Repressor	protein	cI hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 99.2 2
oqxA__806088__Klebsiella_variicola hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Repressor	protein	cI RND	family	efflux	transporter	MFP	subunit Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 99.2 1
oqxA__643016__Klebsiella_variicola GTP-binding	protein hypothetical	protein hypothetical	protein Transcriptional	regulator Membrane	protein hypothetical	protein hypothetical	protein Bacterial	protein	of	uncharacterised	function	(DUF905) Antirestriction	protein UPF0758	protein	YfjY Uncharacterized	protein	YkfH Antitoxin Toxin Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like Transposase	family	protein Plasmid	mobilization	protein AP	endonuclease,	family	2 98.5 2
oqxA__489806__Klebsiella_variicola GTPase Transcriptional	regulator Putative	exported	protein hypothetical	protein Uncharacterised	protein Putative	cytoplasmic	protein PF06067	domain	protein Antirestriction	protein DNA	repair	protein YeeT	family	protein Mu	phage	lytic	protein	YfjZ Toxin Phage	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein Phosphoribosyl-AMP	cyclohydrolase 99.2 2
oqxA__1792979__Klebsiella_variicola hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Peptidase	C1 DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.5 1
oqxA__1792966__Klebsiella_variicola hypothetical	protein hypothetical	protein Antirestriction	protein	KlcA DNA	repair	protein	RadC Mu	phage	lytic	protein	YfjZ Toxin	CbtA hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Peptidase	C1 DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 98.7 1
oqxA__642188__Klebsiella_variicola hypothetical	protein Thymidylate	synthase hypothetical	protein DNA-binding	protein Killer	suppression	protein	HigA hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like Transposase	family	protein Plasmid	mobilization	protein AP	endonuclease,	family	2 98.7 1
oqxA__806586__Klebsiella_variicola Uncharacterised	protein PRTRC	system	ParB	family	protein hypothetical	protein Uncharacterised	protein Phosphoadenosine	phosphosulfate	reductase hypothetical	protein EaI	protein hypothetical	protein ATPase Uncharacterised	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 98.7 2

oqxA__586049__Klebsiella_variicola hypothetical	protein Enterocin	A	Immunity Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Uncharacterized	conserved	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like Transposase	family	protein Plasmid	mobilization	protein AP	endonuclease,	family	2 99.2 1
oqxA__1637172__Klebsiella_variicola hypothetical	protein Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Phage	integrase,	Phage	P4-associated hypothetical	protein Abortive	phage	resistance	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Peptidase	C1 DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.0 1
oqxA__490127__Klebsiella_variicola Transcriptional	repressor Sporulation	initiation	inhibitor	protein	soj hypothetical	protein Phage	integrase,	Phage	P4-associated hypothetical	protein Phage	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein Phosphoribosyl-AMP	cyclohydrolase 99.2 1
oqxA__489857__Klebsiella_variicola hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein MobA/MobL	family	plasmid	mobilization	protein DUF4755	domain-containing	protein hypothetical	protein Dipicolinate	synthase hypothetical	protein Phage	protein hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein Phosphoribosyl-AMP	cyclohydrolase 99.0 1
oqxA__762919__Klebsiella_variicola hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 99.0 1
oqxA__806571__Klebsiella_variicola DNA	helicase hypothetical	protein hypothetical	protein H-NS-like	DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 99.2 1
oqxA__854960__unknown Replication	protein Conserved	domain	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 98.7 3
oqxA__552376__Klebsiella_variicola hypothetical	protein Conserved	domain	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like Transposase	family	protein Plasmid	mobilization	protein AP	endonuclease,	family	2 98.7 1
oqxA__781980__Klebsiella_variicola hypothetical	protein Histidine	kinase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 99.2 8
oqxA__764175__Klebsiella_pneumoniae Dipicolinate	synthase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__621871__Klebsiella_pneumoniae_MGH_48 hypothetical	protein Dipicolinate	synthase hypothetical	protein hypothetical	protein SIR2	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Multidrug	resistance	efflux	pump	SepA Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__806693__Klebsiella_variicola DEAD/DEAH	box	helicase	domain	protein hypothetical	protein Transposase transposase-like CMP/dCMP	deaminase	zinc-binding Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 99.0 1
oqxA__1877535__Klebsiella_sp._Ap-874 hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Peptidase	C1 DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.2 2
oqxA__1888838__Klebsiella_quasipneumoniae hypothetical	protein transposase-like YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Peptidase	C1 hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 97.7 1
oqxA__855031__Klebsiella_variicola hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.0 2
oqxA__645413__Klebsiella_pneumoniae hypothetical	protein Phage	integrase	family	site-specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like Transposase	family	protein Plasmid	mobilization	protein AP	endonuclease,	family	2 99.2 1

oqxA__780416__Klebsiella_sp._C-Nf10 PF06067	domain	protein Restriction	endonuclease hypothetical	protein DNA	repair	protein	RadC YeeT	family	protein Antitoxin Glycosyl	transferase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 98.7 1
oqxA__494708__Klebsiella_variicola hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein DNA	repair	protein	RadC YeeT	family	protein Mu	phage	lytic	protein	YfjZ YpjF	toxin	protein Predicted	membrane	protein Inner	membrane	protein	YgaZ Protein	YjiR hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein Phosphoribosyl-AMP	cyclohydrolase 99.2 1
oqxA__698882__Klebsiella_variicola Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 98.7 1
oqxA__719164__Klebsiella_variicola Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 98.7 1
oqxA__733331__Klebsiella_variicola Phage	polarity	suppression	protein Phage	transcriptional	activator,	Ogr/delta Probable	bacteriophage	capsid	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 99.2 1
oqxA__1859227__Klebsiella_variicola Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Peptidase	C1 DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 98.5 2
oqxA__489816__Klebsiella_variicola hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE NTP	pyrophosphatase,	house-cleaning	of	non-canonical	NTPs 5-methylcytosine-specific	restriction	enzyme	A hypothetical	protein Phage	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein transposase-like Transposase	family	protein Plasmid	mobilization	protein Phosphoribosyl-AMP	cyclohydrolase 98.7 1
oqxA__854964__Klebsiella_variicola hypothetical	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Gp44 5-methylcytosine-specific	restriction	enzyme	A Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.2 1
oqxA__812880__Escherichia_coli hypothetical	protein LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein hypothetical	protein Dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Integrase Predicted	nuclease	of	restriction	endonuclease-like	(RecB)	superfamily,	DUF1016	family NADPH-dependent	FMN	reductase Arsenate	reductase Arsenic	transporter Arsenate	reductase Regulatory	protein,	ArsR	family DNA	repair	protein	RadC DNA	helicase 91.6 1
oqxA__502531__Phytobacter_ursingii hypothetical	protein LysR	family	transcriptional	regulator hypothetical	protein Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein Dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein Short-chain	dehydrogenase YqhC Chloramphenicol	acetyltransferase Transcriptional	regulator,	TetR	family Enamine	deaminase	RidA,	house	cleaning	of	reactive	enamine	intermediates,	YjgF/YER057c/UK114	family Dienelactone	hydrolase 91.0 3
oqxA__551857__Enterobacteriaceae_bacterium_UBA3163 hypothetical	protein LysR	family	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	oxidoreductase Putative	glutathione	S-transferase hypothetical	protein Dehydrogenase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase GntR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein hypothetical	protein Short-chain	dehydrogenase YqhC Chloramphenicol	acetyltransferase Transcriptional	regulator Transporter,	major	facilitator	family 91.0 1

oqxA__840276__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Putative	transposase	TnpP Transposase	IS3 Helicase	domain	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 7
oqxA__806671__Klebsiella_variicola hypothetical	protein Putative	transposase	TnpP Transposase	IS3 Helicase	domain	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 hypothetical	protein 99.0 2
oqxA__1827871__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 97.2 5
oqxA__582034__Klebsiella_quasipneumoniae_subsp._similipneumoniae 3-phosphoshikimate	1-carboxyvinyltransferase Phytanoyl-CoA	dioxygenase	(PhyH) Acetolactate	synthase	3	catalytic	subunit MFS	family	multidrug	transport	protein 3-oxoacyl-ACP	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 97.2 7
oqxA__764301__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Regulatory	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 96.9 2
oqxA__645313__Klebsiella_quasipneumoniae hypothetical	protein Phage	integrase	family	site-specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transposase	B Trp	family	repressor/replication	initiator Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein 97.4 1
oqxA__510953__Klebsiella_pneumoniae hypothetical	protein Ogr/Delta-like	zinc	finger	family	protein Putative	phage	capsid	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__525850__Klebsiella_pneumoniae hypothetical	protein Ogr/Delta-like	zinc	finger	family	protein Putative	phage	capsid	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__845971__Klebsiella_pneumoniae Acetyl	xylan	esterase Polarity	suppression	protein DNA-binding	transcriptional	regulator Capsid	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 7
oqxA__493722__Klebsiella_pneumoniae DNA-binding	transcriptional	regulator Capsid	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Bacteriophage	P4	DNA	primase hypothetical	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 100.0 6
oqxA__772777__Klebsiella_pneumoniae_subsp._ozaenae Phage	late	gene	regulator Capsid	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Bacteriophage	P4	DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__1864825__Klebsiella_pneumoniae hypothetical	protein Capsid	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Bacteriophage	P4	DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__763044__Klebsiella_pneumoniae Phage	polarity	suppression	protein Phage	transcriptional	activator,	Ogr/delta Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein Bacteriophage	P4	DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 9
oqxA__841370__Klebsiella_pneumoniae hypothetical	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 29
oqxA__1599095__Klebsiella_pneumoniae Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein hypothetical	protein hypothetical	protein hypothetical	protein transposase-like Integrase	core	domain	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 Extracellular	repeat	protein,	HAF	family Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 99.7 2
oqxA__860133__Klebsiella_pneumoniae Phage	polarity	suppression	protein Phage	transcriptional	activator,	Ogr/delta Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 31
oqxA__861135__Klebsiella_pneumoniae Phage	polarity	suppression	protein Phage	transcriptional	activator,	Ogr/delta Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__507515__Klebsiella_pneumoniae Phage	polarity	suppression	protein	(Psu) Ogr/Delta-like	zinc	finger Probable	bacteriophage	capsid	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein P4	prophage-derived	uncharacterized	protein	t2655 DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__825587__Klebsiella_pneumoniae DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__822460__Klebsiella_pneumoniae Transposase	InsC	for	insertion	sequence	IS903 hypothetical	protein Mobile	element	protein	IS5	family Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__767457__Klebsiella_pneumoniae hypothetical	protein Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein hypothetical	protein IS3-like IS3-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 2
oqxA__630929__Klebsiella_pneumoniae_BIDMC_18D hypothetical	protein Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein IS5-like oqxA Efflux	pump	membrane	transporter Adenine	phosphoribosyltransferase Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 99.7 1
oqxA__849607__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 111
oqxA__853820__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 8

oqxA__645202__Klebsiella_pneumoniae Type	I	restriction	enzyme	R	subunit Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction-modification	system,	DNA-methyltransferase	subunit	M Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__806350__Klebsiella_pneumoniae DNA	polymerase	III	subunit	gamma/tau hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__738358__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC-like Antitoxin Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__822451__Klebsiella_pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__494553__Klebsiella_pneumoniae Putative	CI	repressor Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__872424__Klebsiella_pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__801324__Klebsiella_pneumoniae hypothetical	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 30
oqxA__744163__Klebsiella_pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__530190__Klebsiella_pneumoniae Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__852491__Klebsiella_pneumoniae Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 56
oqxA__806206__Klebsiella_pneumoniae Phage	late	gene	regulator Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein Putative	CI	repressor Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 1
oqxA__763379__Klebsiella_pneumoniae Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 6
oqxA__1636358__Klebsiella_pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase IS5-like hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__567676__Klebsiella_pneumoniae DNA	primase,	phage-associated hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__840181__Klebsiella_pneumoniae hypothetical	protein Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Uncharacterised	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__578805__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 18

oqxA__796103__Klebsiella_pneumoniae Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein Ash	family	protein Bacteriophage	P4,	derepression	protein Uncharacterised	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__861644__Klebsiella_pneumoniae Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 25
oqxA__593555__Klebsiella_pneumoniae_subsp._pneumoniae_WGLW5 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein hypothetical	protein Gamma-glutamylcyclotransferase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 1
oqxA__854796__Klebsiella_quasipneumoniae Putative	regulator Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 96.9 1
oqxA__493936__Klebsiella_pneumoniae hypothetical	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE Uncharacterised	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 96.9 1

oqxA__825222__Klebsiella_pneumoniae Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 2
oqxA__857335__unknown hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 12
oqxA__797244__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 12
oqxA__584096__Klebsiella_pneumoniae_subsp._pneumoniae Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__489942__Klebsiella_pneumoniae Prophage	CP4-57	regulatory	family	protein Putative	regulator Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__493337__Klebsiella_pneumoniae Prophage	CP4-57	regulatory	family	protein Putative	regulator Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__567535__Klebsiella_pneumoniae Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__758199__Klebsiella_pneumoniae CI	repressor Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein IS5-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__919166__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__567218__Klebsiella_pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 6
oqxA__1607222__Klebsiella_pneumoniae Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 99.7 1
oqxA__848798__Klebsiella_pneumoniae Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 5
oqxA__807708__Klebsiella_pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__764317__Klebsiella_pneumoniae Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE hypothetical	protein DNA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__851821__Klebsiella_pneumoniae hypothetical	protein Multiubiquitin UBA/THIF-type	NAD/FAD	binding	protein hypothetical	protein Transposase	IS3/IS911	family	protein transposase-like hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Multidrug	resistance	efflux	pump	SepA 99.5 1
oqxA__848163__Klebsiella_pneumoniae hypothetical	protein Multiubiquitin UBA/THIF-type	NAD/FAD	binding	protein hypothetical	protein Transposase	IS3/IS911	family	protein transposase-like hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 4
oqxA__843819__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein YfjL Putative	helicase Putative	helicase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__763187__Klebsiella_pneumoniae hypothetical	protein Putative	helicase Putative	helicase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 32
oqxA__753612__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Putative	helicase Putative	helicase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein IS5-like DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein 99.7 1
oqxA__510841__Klebsiella_pneumoniae Insertion	element	IS2	transposase	InsD hypothetical	protein hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__853418__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein GTPase-like	protein hypothetical	protein hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 63
oqxA__852961__Klebsiella_pneumoniae Gluconolaconase hypothetical	protein GTPase-like	protein hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__864362__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein GTPase-like	protein hypothetical	protein hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 5
oqxA__644467__Klebsiella_pneumoniae hypothetical	protein IS5-like hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__1626968__Klebsiella_pneumoniae hypothetical	protein Putative	dipeptide/oligopeptide/nickel	ABC-type	transport	systems,	periplasmic	component	from	bacteriophage	origin hypothetical	protein YwjB hypothetical	protein IS3-like Resolvase hypothetical	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 99.7 1
oqxA__843759__Klebsiella_pneumoniae Bacteriophage	replication	protein	A Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Bacteriophage	CI	repressor	protein Integrase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 24
oqxA__860641__Klebsiella_pneumoniae hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__762985__Klebsiella_pneumoniae hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Bacteriophage	CI	repressor	helix-turn-helix	domain	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__856096__Klebsiella_pneumoniae Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Transcriptional	repressor Integrase Uncharacterised	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 5
oqxA__858446__Klebsiella_pneumoniae hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 2
oqxA__630822__Klebsiella_pneumoniae_UCI_20 hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 transposase-like IS1	transposase Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Repressor	protein	cI RND	family	efflux	transporter	MFP	subunit Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__510984__Klebsiella_pneumoniae hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	proteinCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Repressor	protein	cI Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 2
oqxA__858937__Klebsiella_pneumoniae hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Repressor	protein	cI Integrase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 2
oqxA__852087__Klebsiella_pneumoniae hypothetical	protein Transcriptional	regulator,	RpiR	family TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Bacteriophage	CI	repressor	protein Integrase hypothetical	protein Flavin-dependent	thymidylate	synthase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 7
oqxA__925454__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) Zinc-finger	containing	proteinCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Putative	uncharacterized	protein	ORFC-like	in	prophage	regionPredicted	bacteriophage	protein Regulatory	protein	cII Rha	family	transcriptional	regulator Phage	repressor	protein	cI Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__1598833__Klebsiella_pneumoniae Putative	replication	endonuclease	from	prophage-like	region	domain	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) Zinc-finger	containing	proteinCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Putative	uncharacterized	protein	ORFC-like	in	prophage	regionPredicted	bacteriophage	protein Regulatory	protein	cII Putative	phage	regulatory	protein Phage	repressor	protein	cI Integrase hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 Extracellular	repeat	protein,	HAF	family Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 100.0 8
oqxA__822273__Klebsiella_pneumoniae hypothetical	protein Ubiquinone-binding	protein SsrA-binding	protein Prophage	CP4-57	integrase hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 22
oqxA__847370__Klebsiella_pneumoniae hypothetical	protein transposase-like IS3	family	transposase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 6
oqxA__1792359__Klebsiella_pneumoniae hypothetical	protein transposase-like Integrase IS110-like Integrase	core	domain	protein Uncharacterised	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__776041__Klebsiella_pneumoniae hypothetical	protein YfaZ Putative	GTPase Uncharacterized	protein	YjiX Inner	membrane	protein	YjiY IS5-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 39
oqxA__1830202__Klebsiella_pneumoniae hypothetical	protein DNA	primase hypothetical	protein hypothetical	protein Antirestriction	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 5
oqxA__841836__Klebsiella_pneumoniae hypothetical	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) Zinc-finger	containing	proteinCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Putative	uncharacterized	protein	ORFC-like	in	prophage	regionPredicted	bacteriophage	protein Regulatory	protein	cII Rha	family	transcriptional	regulator Phage	repressor	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 108
oqxA__737678__Klebsiella_pneumoniae hypothetical	proteinCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Putative	uncharacterized	protein	ORFC-like	in	prophage	regionPredicted	bacteriophage	protein hypothetical	protein Regulator Transcriptional	repressor hypothetical	protein Predicted	bacteriophage	protein Regulatory	protein	cII Putative	phage	regulatory	protein Phage	repressor	protein	cI Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__755586__Klebsiella_pneumoniae hypothetical	protein Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase hypothetical	protein ORF16-lacZ	fusion	protein oqxA Efflux	pump	membrane	transporter Transposase	(Fragment) hypothetical	protein hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 100.0 1
oqxA__760983__Klebsiella_pneumoniae hypothetical	protein Levan	regulatory	protein	RlsC Bacteriophage	replication	protein	A Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein RND	family	efflux	transporter	MFP	subunit hypothetical	protein TIGR02757	family	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__532441__Klebsiella_pneumoniae Two-component	sensor	histidine	kinase Bacteriophage	replication	protein	A Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Sporulation	initiation	inhibitor	protein	soj IS5-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__751707__Klebsiella_pneumoniae Reverse	transcriptase Bacteriophage	replication	protein	A Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase IS5-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__809567__Klebsiella_pneumoniae Tyrosine	recombinase	XerC IS3-like-like IS21-like transposase-like Beta-lactamase IS1182-like hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__878099__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein IS21-like hypothetical	protein Transposase/IS	protein Beta-lactamase Transposase	DDE	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase oqxA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.2 1
oqxA__1641389__Klebsiella_pneumoniae Baseplate Prophage	CP4-57	integrase	(Fragment) hypothetical	protein Phage	transcriptional	regulator	AlpA Uncharacterised	protein Oxidoreductase DeoR	faimly	transcriptional	regulator Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein PF06067	domain	protein Ankyrin	repeat	family	protein oqxA Efflux	pump	membrane	transporter DNA	polymerase	III	subunit	epsilon DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__843749__Klebsiella_pneumoniae Membrane	carboxypeptidase hypothetical	protein Uncharacterised	protein Uncharacterised	protein Protein-L-isoaspartate	O-methyltransferase Uncharacterised	protein Helix-turn-helix	domain	containing	protein Phage	N-6-adenine-methyltransferase hypothetical	protein DNA	cytosine	methyltransferase hypothetical	protein Uncharacterised	protein Integrase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative hypothetical	protein Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein 97.0 83
oqxA__645069__Klebsiella_pneumoniae S-adenosylmethionine:tRNA	ribosyltransferase-isomerase Uncharacterised	protein hypothetical	protein Late	control	gene	D	protein Phage	tail	protein Phage	tail	tape	measure	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__527126__Klebsiella_pneumoniae Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein RND	family	efflux	transporter	MFP	subunit hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein D-specific	alpha-keto	acid	dehydrogenase oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__760840__Klebsiella_pneumoniae hypothetical	protein Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein RND	family	efflux	transporter	MFP	subunit hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase D-3-phosphoglycerate	dehydrogenase 100.0 1
oqxA__850056__Klebsiella_pneumoniae hypothetical	protein Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein RND	family	efflux	transporter	MFP	subunit hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 786
oqxA__848613__Klebsiella_pneumoniae hypothetical	protein Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein RND	family	efflux	transporter	MFP	subunit hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__1876989__Klebsiella_pneumoniae Putative	replication	endonuclease	from	prophage-like	region	domain	protein Site-specific	DNA-methyltransferase	(adenine-specific) Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__1877947__Klebsiella_pneumoniae Putative	zinc-finger	containing	proteinCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein FIL	protein Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase IS5-like hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 18

oqxA__825347__Klebsiella_pneumoniae hypothetical	protein RNA	polymerase	sigma	factor Metallophosphoesterase hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__773250__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Multiubiquitin DNA	helicase hypothetical	protein Response	regulator	receiver	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 6
oqxA__741548__Klebsiella_pneumoniae Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase D-3-phosphoglycerate	dehydrogenase Short	chain	dehydrogenase Transporter 100.0 1
oqxA__741118__Klebsiella_pneumoniae Transposase transposase-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__856255__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	DEOR	transcriptional	regulator	YgbI Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase D-3-phosphoglycerate	dehydrogenase Short	chain	dehydrogenase Transporter 99.7 9
oqxA__719358__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Bifunctional	uridylyltransferase/uridylyl-removing	enzyme DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase hypothetical	protein 100.0 1
oqxA__719409__Klebsiella_pneumoniae hypothetical	protein Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Prophage	CP4-57	integrase hypothetical	protein hypothetical	protein IS3-like IS3-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__841481__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA hypothetical	protein hypothetical	protein hypothetical	protein ISEc9-like Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 hypothetical	protein 100.0 22
oqxA__1636327__Klebsiella_quasipneumoniae Putative	membrane	protein	(Fragment) Protein	GrpE PrgP TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 96.7 1
oqxA__721577__Klebsiella_quasipneumoniae DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Phage	integrase transposase-like IS1	transposase 3-oxoacyl-ACP	reductase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 96.9 1
oqxA__806646__Klebsiella_variicola hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Rhs	element	Vgr	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family 98.7 3
oqxA__1859258__Klebsiella_variicola hypothetical	protein Protein	GrpE NAD	kinase TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Rhs	element	Vgr	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 99.2 2
oqxA__844365__Klebsiella_variicola hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.0 43
oqxA__806244__Klebsiella_pneumoniae hypothetical	protein CBS/transporter	associated	domain	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__1830279__Klebsiella_pneumoniae hypothetical	protein TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Putative	transcriptional	regulator hypothetical	protein IS3-like Putative	transposase	TnpP Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__845996__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Tryptophan	synthase	subunit	beta	like	protein hypothetical	protein Uncharacterised	protein 100.0 2
oqxA__644472__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE Chromosome-partitioning	protein	Spo0J DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein Transposase,	IS6	family Metallo	beta-lactamases 99.7 1
oqxA__1606780__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE PrgP TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.7 33
oqxA__844369__Klebsiella_variicola hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.0 148
oqxA__643069__Klebsiella_variicola hypothetical	protein Protein	GrpE Chromosome-partitioning	protein	Spo0J DNA	repair	protein	RecN Enterocin	A	Immunity Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter hypothetical	protein 99.0 2
oqxA__645397__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE Chromosome-partitioning	protein	Spo0J DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter hypothetical	protein hypothetical	protein 100.0 25

oqxA__1599062__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE PrgP TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein ISEc9-like hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 Extracellular	repeat	protein,	HAF	family hypothetical	protein 100.0 3
oqxA__903618__Klebsiella_pneumoniae Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein hypothetical	protein IS5-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__580351__Klebsiella_pneumoniae Probable	transcriptional	regulator	PhnF Predicted	inner	membrane	protein CBS/transporter	associated	domain	protein Protein	GrpE Chromosome-partitioning	protein	Spo0J DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__795956__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 14
oqxA__490167__Klebsiella_pneumoniae Chromosome-partitioning	protein	Spo0J hypothetical	protein Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein ISSpu2-like hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 100.0 1

oqxA__645416__Klebsiella_pneumoniae DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein Phage	P4-associated	integrase Transposase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__652597__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Chromosome-partitioning	protein	Spo0J hypothetical	protein hypothetical	protein hypothetical	protein Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein Multidrug	resistance	protein	MdtE oqxA hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein 82.7 1158
oqxA__1641376__Klebsiella_pneumoniae Inhibitor	of	TRAP	regulated	by	T-BOX	(Trp)	sequence	RtpA PrgP TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein ISKpn28-like SsrA-binding	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__1636324__Klebsiella_pneumoniae hypothetical	protein TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 100.0 1
oqxA__1858749__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE NAD	kinase TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 257
oqxA__789070__Klebsiella_pneumoniae hypothetical	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 196
oqxA__1636309__Klebsiella_pneumoniae hypothetical	protein PrgP TniA	transposase Outer	membrane	protein	assembly	factor	BamE Protein	RnfH Ubiquinone-binding	protein SsrA-binding	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 99.7 3

oqxA__493794__Klebsiella_pneumoniae hypothetical	protein Transcriptional	regulator SmvA	protein Transcriptional	regulator,	IclR	family CatB	protein CatC	protein hypothetical	protein IS5-like Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 99.7 2
oqxA__568699__Klebsiella_pneumoniae RND	efflux	system Restriction	modification	system	DNA	specificity	domain	protein N-acetylmuramic	acid	6-phosphate	etherase PTS	system	N-acetylmuramic	acid	transporter	subunits	IIBC IS5-like hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__806236__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Type	IV	secretion	protein	Rhs hypothetical	protein hypothetical	protein Putative	IS	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 6
oqxA__849699__Klebsiella_pneumoniae GTP-binding	protein Phage	protein Transcriptional	regulator Membrane	protein hypothetical	protein hypothetical	protein Bacterial	protein	of	uncharacterised	function	(DUF905) Antirestriction	protein UPF0758	protein	YfjY Uncharacterized	protein	YkfH Antitoxin Toxin Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 25
oqxA__764268__Klebsiella_pneumoniae Putative	UPF0401	protein	YpjI PF06067	domain	protein KlcA	family	antirestriction	protein DNA	repair	protein YeeT	family	protein Antitoxin	of	toxin-antitoxin	stability	system Mu	phage	lytic	protein	YfjZ Toxin Toxin Uncharacterised	protein PF06117	domain	protein Restriction	endonuclease	subunit	M Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 2
oqxA__825302__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 3
oqxA__1855547__Klebsiella_pneumoniae LexA	family	transcriptional	repressor hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__767869__Klebsiella_pneumoniae Transcriptional	activator-regulatory	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 6
oqxA__1603044__Klebsiella_pneumoniae Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase hypothetical	protein Uncharacterized	phage-associated	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 Extracellular	repeat	protein,	HAF	family Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 100.0 1
oqxA__854004__Klebsiella_pneumoniae Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase DNA-binding	protein	Roi Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 8
oqxA__840200__Klebsiella_pneumoniae Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 14
oqxA__906320__Klebsiella_pneumoniae Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 7
oqxA__1828779__Klebsiella_pneumoniae Transcriptional	activator-regulatory	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 5
oqxA__849999__Klebsiella_pneumoniae Transcriptional	activator-regulatory	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein 88.5 1
oqxA__507021__Klebsiella_pneumoniae Predicted	transcriptional	regulator hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 3
oqxA__845962__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Gp20 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Phage	antirepressor	family	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 22
oqxA__846310__Klebsiella_pneumoniae Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Phage	antirepressor	family	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__846038__Klebsiella_pneumoniae Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Phage	antirepressor	family	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__494494__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Phage	antirepressor	family	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 99.2 1
oqxA__491629__Klebsiella_pneumoniae LexA	family	transcriptional	repressor hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein Phage	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 99.7 2

oqxA__906117__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein PRTRC	system	ParB	family	protein Uncharacterised	protein hypothetical	protein Methyltransferase hypothetical	protein Uncharacterised	protein Eaa	prophage	protein hypothetical	protein Uncharacterised	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 91.3 2
oqxA__861542__Klebsiella_pneumoniae PRTRC	system	ParB	family	protein hypothetical	protein hypothetical	protein DNA	methyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein ATPase Uncharacterised	protein Integrase hypothetical	proteinhypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 9
oqxA__852095__Klebsiella_pneumoniae Uncharacterised	protein Uncharacterised	protein PRTRC	system	ParB	family	protein hypothetical	protein hypothetical	protein Antitoxin Phage	EaD	protein EaI	protein hypothetical	protein ATPase Uncharacterised	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 19
oqxA__567235__Klebsiella_pneumoniae Uncharacterised	protein PRTRC	system	ParB	family	protein hypothetical	protein Uncharacterised	protein Phosphoadenosine	phosphosulfate	reductase hypothetical	protein EaI	protein hypothetical	protein ATPase Uncharacterised	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__1858537__Klebsiella_pneumoniae Putative	exported	protein hypothetical	protein Uncharacterised	protein Putative	cytoplasmic	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein Dead/deah	box	helicase	domain	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 5
oqxA__859024__unknown YwjB hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 30
oqxA__795983__Klebsiella_pneumoniae Nickel-resistant	pritein	NcrA NcrB Nickel/cobalt	efflux	system NirD Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC Uncharacterized	protein	YkfH Cytoskeleton	bundling-enhancing	protein	CbeA Toxin Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.5 1
oqxA__1856448__Klebsiella_pneumoniae hypothetical	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains hypothetical	protein hypothetical	protein hypothetical	protein Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC Uncharacterized	protein	YkfH Cytoskeleton	bundling-enhancing	protein	CbeA Cytoskeleton-binding	toxin	CbtA Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 2
oqxA__510502__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF3296) Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC YagBYeeUYfjZ	family	protein YpjF	toxin	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__855718__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein IS3-like Putative	transposase hypothetical	protein Uncharacterised	protein hypothetical	protein Domain	of	uncharacterised	function	(DUF932) Phage	DNA	repair	protein YeeT	family	protein YfjZ	family	antitoxin	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 16
oqxA__580078__Klebsiella_pneumoniae Predicted	NTPase	(NACHT	family) Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF3800) Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__631106__Klebsiella_pneumoniae_MGH_39 Relaxase/mobilization	nuclease	domain	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Regulatory	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 2
oqxA__844454__Klebsiella_pneumoniae hypothetical	protein Relaxase/mobilization	nuclease	domain	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Regulatory	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 11
oqxA__776922__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Relaxase/mobilization	nuclease	topoisomerase/primase	fusion	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Membrane	protein Uncharacterised	protein Regulatory	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__854324__Klebsiella_pneumoniae (P)ppGpp	synthetase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Regulatory	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 5
oqxA__854132__Klebsiella_pneumoniae Replication	protein Conserved	domain	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 5
oqxA__747587__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Putative	plasmid	replication	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__822186__Klebsiella_pneumoniae Endonuclease hypothetical	protein hypothetical	protein H-NS-like	DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__931563__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Uncharacterised	protein Sel1	repeat	protein hypothetical	protein H-NS-like	DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 3
oqxA__490081__Klebsiella_pneumoniae Sel1	repeat	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase NIPSNAP	family	protein Phage	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 100.0 1

oqxA__844535__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 19
oqxA__762994__Klebsiella_pneumoniae 50S	ribosomal	protein	L36 hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Adenine	phosphoribosyltransferase DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__860027__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 8
oqxA__763901__Klebsiella_pneumoniae hypothetical	protein Putative	tyrosine	recombinase DNA	breaking-rejoining	enzyme Phage	integrase DNA	binding	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__856165__Klebsiella_pneumoniae hypothetical	protein DNA-binding	protein Integrase Recombinase DNA	binding	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__778857__Klebsiella_pneumoniae hypothetical	protein DNA-binding	protein Site-specific	recombinase,	phage	integrase	family Recombinase Transcriptional	regulator,	AlpA	family Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 8
oqxA__1889760__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Tyrosine	recombinase	xerD Phage	transcriptional	regulator,	AlpA Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__492871__Klebsiella_pneumoniae hypothetical	protein Integrase	Family	Protein Tyrosine	recombinase	xerD Uncharacterised	protein Dipicolinate	synthase hypothetical	protein hypothetical	protein Uncharacterised	protein Phage	protein hypothetical	protein Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__840328__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein Lipoprotein Cell-wall	binding	lipofamily	protein Membrane	protein Uncharacterised	protein hypothetical	protein Dipicolinate	synthase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__847549__Klebsiella_pneumoniae hypothetical	protein Gifsy-2	prophage	protein Chromosome	partitioning	protein	ParA hypothetical	protein hypothetical	protein hypothetical	protein transposase-like IS3-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 12
oqxA__806158__Klebsiella_pneumoniae FIG131328:	Predicted	ATP-dependent	endonuclease	of	the	OLD	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein PspA Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__1830415__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein PspA Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__927504__Klebsiella_pneumoniae hypothetical	protein GroES-like	protein Putative	metabolite	transport	protein	YdjK transposase-like IS1	transposase hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 13
oqxA__645173__Klebsiella_pneumoniae Putative	phage	protein Putative	phage	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein hypothetical	protein Aminoglycoside	phosphotransferase Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__849823__Klebsiella_pneumoniae Putative	phage	protein Putative	phage	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 hypothetical	protein Aminoglycoside	phosphotransferase Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 141
oqxA__789618__Klebsiella_pneumoniae_subsp._pneumoniae Putative	phage	protein Putative	phage	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 hypothetical	protein Aminoglycoside	phosphotransferase Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 16
oqxA__844413__Klebsiella_pneumoniae Putative	phage	protein Putative	phage	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 20
oqxA__789107__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein hypothetical	protein Putative	phage	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 100.0 6

oqxA__852818__Klebsiella_pneumoniae hypothetical	protein Putative	phage	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase/mobilization	nuclease	domain	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 hypothetical	protein Aminoglycoside	phosphotransferase Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 7
oqxA__568803__Klebsiella_pneumoniae Putative	phage	protein Putative	phage	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase/mobilization	nuclease	domain	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein hypothetical	protein Aminoglycoside	phosphotransferase Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3

oqxA__861852__Klebsiella_pneumoniae Lipoprotein Cell-wall	binding	lipofamily	protein Membrane	protein Uncharacterised	protein Uncharacterised	protein Dipicolinate	synthase hypothetical	protein hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__528592__Klebsiella_pneumoniae Restriction	endonuclease hypothetical	protein DNA	repair	protein	RadC YeeT	family	protein Antitoxin Toxin	CbtA Type	I	restriction	enzyme	M	protein hypothetical	protein AAA	ATPase	domain-containing	protein Type	I	restriction	enzyme,	S	subunit hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__843764__Klebsiella_pneumoniae Uncharacterized	protein	YfdQ Uncharacterized	protein	YfdR IS1-cat	orf Transposase hypothetical	protein Putative	excisionase Integrase hypothetical	protein Uncharacterised	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 4
oqxA__1832678__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__852125__Klebsiella_pneumoniae hypothetical	protein TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Transcriptional	repressor RND	family	efflux	transporter	MFP	subunit hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 147
oqxA__581787__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein hypothetical	proteinCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Transcriptional	repressor RND	family	efflux	transporter	MFP	subunit hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 2
oqxA__722992__Klebsiella_pneumoniae Transposase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__709100__Klebsiella_pneumoniae hypothetical	protein transposase-like IS3-like Putative	group	II	intron-encoded	reverse	transcriptase Transposase Uncharacterised	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__849187__Klebsiella_pneumoniae Integrase hypothetical	protein transposase-like IS3-like Uncharacterised	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 168
oqxA__696337__Klebsiella_pneumoniae Integrase hypothetical	protein transposase-like IS3-like Uncharacterised	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__696231__Klebsiella_pneumoniae Integrase hypothetical	protein transposase-like IS3	family	transposase Uncharacterised	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Adenine	phosphoribosyltransferase DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 100.0 1

oqxA__655594__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Baseplate	assembly	protein hypothetical	proteinhypothetical	protein Phage	integrase,	N-terminal Amidophosphoribosyltransferase	(Fragment) Uncharacterized	conserved	small	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Adenine	phosphoribosyltransferase Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 100.0 1
oqxA__578615__Klebsiella_pneumoniae Hg(II)-responsive	transcriptional	regulator	MerR hypothetical	protein Baseplate	assembly	protein hypothetical	proteinhypothetical	protein Phage	integrase,	N-terminal Amidophosphoribosyltransferase	(Fragment) Uncharacterized	conserved	small	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__848371__Klebsiella_pneumoniae Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein Baseplate	assembly	protein hypothetical	proteinhypothetical	protein Phage	integrase,	N-terminal Amidophosphoribosyltransferase	(Fragment) Uncharacterized	conserved	small	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 240
oqxA__852269__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Baseplate	assembly	protein hypothetical	proteinhypothetical	protein Phage	integrase,	N-terminal Amidophosphoribosyltransferase	(Fragment) Uncharacterized	conserved	small	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Tryptophan	synthase	subunit	beta	like	protein hypothetical	protein 100.0 1
oqxA__856868__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Baseplate	assembly	protein hypothetical	proteinhypothetical	protein Phage	integrase,	N-terminal Amidophosphoribosyltransferase	(Fragment) Uncharacterized	conserved	small	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Sch	064 100.0 1
oqxA__848656__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Baseplate	assembly	protein hypothetical	proteinhypothetical	protein Phage	integrase,	N-terminal Amidophosphoribosyltransferase	(Fragment) Uncharacterized	conserved	small	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Nickel/cobalt	efflux	system Nitric	oxide	reductase	FlRd-NAD(+)	reductase Anaerobic	nitric	oxide	reductase	flavorubredoxin Anaerobic	nitric	oxide	reductase	transcription	regulator	NorR hypothetical	protein 100.0 4

oqxA__863038__Klebsiella_pneumoniae hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__847558__Klebsiella_pneumoniae transposase-like CMP/dCMP	deaminase	zinc-binding Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__848393__Klebsiella_pneumoniae hypothetical	protein Transposase Transposase Putative	inner	membrane	protein Membrane	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 14
oqxA__741472__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase/mobilization	nuclease	family	protein Putative	transposase	TnpP IS3-like hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 5
oqxA__1790747__Klebsiella_pneumoniae hypothetical	protein Putative	transposase	TnpP IS3-like hypothetical	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__849931__Klebsiella_pneumoniae Uncharacterised	protein IS3	family	element,	transposase	orfB hypothetical	protein transposase-like DNA-binding	prophage	protein DNA-binding	protein	(Fragment) DNA	polymerase	theta	(Helicase	domain	only) Uncharacterised	protein DNA	internalization-related	competence	protein	ComEC/Rec2 Phage	integrase	family	site-specific	recombinase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 104
oqxA__751002__Klebsiella_pneumoniae IS3	family	element,	transposase	orfB hypothetical	protein transposase-like DNA-binding	prophage	protein DNA-binding	protein	(Fragment) DNA	polymerase	theta	(Helicase	domain	only) Uncharacterised	protein DNA	internalization-related	competence	protein	ComEC/Rec2 Phage	integrase	family	site-specific	recombinase hypothetical	protein hypothetical	protein IS5-like oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__527522__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Putative	Retron-type	reverse	transcriptase Recombination	protein	F Uncharacterised	protein IS3-like hypothetical	protein transposase-like Putative	branched	chain	amino	acid	transport	protein hypothetical	protein Phage	integrase	family	site-specific	recombinase hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 15
oqxA__858754__Klebsiella_pneumoniae Phage	integrase	family	site-specific	recombinase hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__621751__Klebsiella_pneumoniae_BIDMC_40 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein RNA-directed	DNA	polymerase hypothetical	protein Beta-lactamase	regulatory	protein	(Fragment) IS3-like IS3-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__841109__Klebsiella_pneumoniae Nuclease	NucT hypothetical	protein hypothetical	protein hypothetical	protein RNA-directed	DNA	polymerase Uncharacterised	protein Transposase Mobile	element	protein IS3-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 36
oqxA__643122__Klebsiella_pneumoniae_UCI_62 Nuclease	NucT hypothetical	protein hypothetical	protein hypothetical	protein RNA-directed	DNA	polymerase Uncharacterised	protein IS3-like IS3-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Adenine	phosphoribosyltransferase Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 99.7 1
oqxA__631154__Klebsiella_pneumoniae_UCI_26 hypothetical	protein Hemin	importer	ATP-binding	subunit Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__712470__Klebsiella_pneumoniae Hemin	importer	ATP-binding	subunit Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__596282__Klebsiella_pneumoniae_UCI_60 hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__1859695__Klebsiella_pneumoniae hypothetical	protein SsrA-binding	protein transposase-like Transposase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 6
oqxA__493654__Klebsiella_pneumoniae hypothetical	protein SsrA-binding	protein transposase-like Transposase hypothetical	protein hypothetical	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__506966__Klebsiella_pneumoniae Uncharacterized	conserved	protein	YjiS,	DUF1127	familyhypothetical	protein DNA	protecting	protein	DprA YwjB hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__806020__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein NinC	protein Uncharacterised	protein hypothetical	protein hypothetical	protein ATPase Uncharacterised	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__851369__Klebsiella_pneumoniae Uncharacterised	protein hypothetical	protein Uncharacterised	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__914741__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA	repair	protein	RadC Antitoxin Toxin	CbtA hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 4
oqxA__494712__Klebsiella_variicola hypothetical	protein hypothetical	protein KlcA	family	antirestriction	protein DNA	repair	protein	RadC Mu	phage	lytic	protein	YfjZ Toxin	CbtA hypothetical	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 98.7 1
oqxA__668210__Klebsiella_aerogenes hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Antirestriction	protein DNA	repair	protein	RadC hypothetical	protein Toxin	CbtA hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase Putative	transcriptional	regulator Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.0 1
oqxA__844579__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein AYP/GTP-binding	protein Uncharacterised	protein transposase-like IS3-like Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 25
oqxA__855748__Klebsiella_pneumoniae Phage	integrase	family	protein hypothetical	protein hypothetical	protein transposase-like hypothetical	protein IS3-like Nucleoside	triphosphatase,	D5	family	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__840472__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein Usg	protein Nucleoside-triphosphate	diphosphatase Adenosine	deaminase TetR	family	transcriptional	regulator hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__1606620__Klebsiella_pneumoniae hypothetical	protein Site-specific	DNA	recombinase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein ORF454	protein 99.7 1
oqxA__857449__unknown hypothetical	protein hypothetical	protein hypothetical	protein Site-specific	DNA	recombinase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 3
oqxA__857536__unknown hypothetical	protein hypothetical	protein hypothetical	protein Site-specific	DNA	recombinase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__1855847__Klebsiella_pneumoniae Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease Antirestriction	protein DNA	repair	protein	RadC Uncharacterized	protein	YkfH YagB/YeeU/YfjZ	family	protein Toxin Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 2
oqxA__853595__Klebsiella_pneumoniae hypothetical	protein DNA	polymerase DNA-binding	protein hypothetical	protein NTPase hypothetical	protein Toxin Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 15
oqxA__853001__Klebsiella_pneumoniae Integrase Phosphoglycolate	phosphatase hypothetical	protein GHKL	domain	protein Putative	Ogr	family	transcription	activator Phage	polarity	suppression	protein Nucleoside	triphosphatase,	D5	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 25
oqxA__1858817__Klebsiella_pneumoniae Integrase hypothetical	protein hypothetical	protein IS3	family	element,	transposase	orfB transposase-like hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 1
oqxA__490270__Klebsiella_pneumoniae TnpR hypothetical	protein transposase-like hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Transposase	family	protein Plasmid	mobilization	protein hypothetical	protein Tetracycline	resistance	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Glutamine	ABC	transporter	ATP-binding	protein 100.0 1
oqxA__848465__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein Phage	polarity	suppression	protein hypothetical	protein hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 40
oqxA__852147__Klebsiella_pneumoniae hypothetical	protein ATPase Putative	transposase Transposase YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 14
oqxA__844597__Klebsiella_pneumoniae hypothetical	protein DNA	helicase OLD	family	TOPRIM	nucleotidyl	transferase/hydrolase	domain	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 99.7 21
oqxA__846399__Klebsiella_pneumoniae Putative	hexonate	sugar	transport	protein Gluconate	5-dehydrogenase D-galactonate	dehydratase	family	member	SeV	A0456 hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 11
oqxA__494690__Klebsiella_quasipneumoniae_subsp._similipneumoniae Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter 96.9 1
oqxA__1858829__Klebsiella_quasipneumoniae Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase Major	facilitator	superfamily	MFS	1 hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein hypothetical	protein Major	facilitator	superfamily	MFS	1 Transcriptional	regulator,	TetR	family Alkanal	monooxygenase	subunit	alpha NADPH-dependent	FMN	reductase hypothetical	protein 97.2 1
oqxA__1607026__Klebsiella_variicola hypothetical	protein hypothetical	protein Antitoxin Phage	EaD	protein EaI	protein hypothetical	protein ATPase Putative	excisionase Integrase Putative	ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 98.7 1
oqxA__1877527__Klebsiella_sp._Acro-833 Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.2 1
oqxA__806584__Klebsiella_variicola DNA	primase hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.0 1
oqxA__863507__Klebsiella_variicola p4	phage	protein DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter hypothetical	protein Pyranose	oxidase hypothetical	protein 99.0 1
oqxA__806553__Klebsiella_variicola DNA	primase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.0 1
oqxA__507035__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein p4	phage	protein Conjugal	transfer	ATPase	TrbE NTP	pyrophosphatase,	house-cleaning	of	non-canonical	NTPs 5-methylcytosine-specific	restriction	enzyme	A hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 2
oqxA__494159__Klebsiella_pneumoniae Allophanate	hydrolase hypothetical	protein hypothetical	protein transposase-like hypothetical	protein IS3-like Nucleoside	triphosphatase,	D5	family	protein hypothetical	protein hypothetical	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Cyclic	diguanylate	phosphodiesterase	domain	protein hypothetical	protein 96.9 2
oqxA__668207__Klebsiella_pneumoniae Transposase transposase-like Putative	helicase Putative	helicase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA hypothetical	protein MFS	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.2 1
oqxA__854831__unknown 3-phosphoshikimate	1-carboxyvinyltransferase Phytanoyl-CoA	dioxygenase	(PhyH) Acetolactate	synthase	3	catalytic	subunit MFS	family	multidrug	transport	protein 3-oxoacyl-ACP	reductase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 33
oqxA__502448__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein IS3-like hypothetical	protein hypothetical	protein Acetolactate	synthase	3	catalytic	subunit MFS	family	multidrug	transport	protein 3-oxoacyl-ACP	reductase Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.5 2
oqxA__943192__Klebsiella_quasipneumoniae_subsp._similipneumoniae Dipicolinate	synthase hypothetical	protein hypothetical	protein hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 1
oqxA__578918__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 4
oqxA__1888817__Klebsiella_quasipneumoniae Uncharacterised	protein H-NS-like	DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase NIPSNAP	family	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.2 2
oqxA__1801258__Klebsiella_quasipneumoniae_subsp._similipneumoniae GTPase	family	protein Phage	protein Transcriptional	regulator Membrane	protein hypothetical	protein hypothetical	protein Bacterial	protein	of	uncharacterised	function	(DUF905) Antirestriction	protein UPF0758	protein	YfjY Uncharacterized	protein	YkfH Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Toxin	YkfI Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 12
oqxA__493782__Klebsiella_pneumoniae hypothetical	protein Transposase IS3-like Helicase	domain	protein hypothetical	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Cyclic	diguanylate	phosphodiesterase	domain	protein hypothetical	protein 96.9 1
oqxA__493803__Klebsiella_pneumoniae hypothetical	protein SsrA-binding	protein transposase-like Transposase hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Cyclic	diguanylate	phosphodiesterase	domain	protein hypothetical	protein 96.9 2
oqxA__840536__Klebsiella_pneumoniae Relaxase/mobilization	nuclease	domain	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Regulatory	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 1
oqxA__490401__Klebsiella_quasipneumoniae hypothetical	protein Membrane	protein Dihydrodipicolinate	synthase/N-acetylneuraminate	lyase B3/4	domain-containing	protein XRE	family	transcriptional	regulator Acetyltransferase Phage	protein hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Cyclic	diguanylate	phosphodiesterase	domain	protein hypothetical	protein 97.4 1

oqxA__854846__Klebsiella_quasipneumoniae 2-ketogluconate	transporter Gluconate	5-dehydrogenase D-galactonate	dehydratase	family	member	SeV	A0456 YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 24
oqxA__854866__Klebsiella_quasipneumoniae Putative	hexonate	sugar	transport	protein Gluconate	5-dehydrogenase D-galactonate	dehydratase	family	member	SeV	A0456 YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 10
oqxA__621795__Klebsiella_quasipneumoniae_subsp._quasipneumoniae Phage	integrase,	Phage	P4-associated hypothetical	protein AAA	domain-containing	protein,	putative	AbiEii	toxin,	Type	IV	TA	system HNH	endonuclease hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 1
oqxA__510188__Klebsiella_quasipneumoniae_subsp._quasipneumoniae Calmodulin-binding	protein DNA	repair	ATPase YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase 97.2 1
oqxA__772954__Klebsiella_quasipneumoniae_subsp._quasipneumoniae 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase DUF4760	domain-containing	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.4 2
oqxA__806147__Klebsiella_quasipneumoniae DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE UPF0125	protein	SAMEA4362626	02760 Ubiquinone-binding	protein SsrA-binding	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 1
oqxA__806211__Klebsiella_quasipneumoniae Uropathogenic	specific	S-typcin hypothetical	protein Putative	transposase	TnpP IS3-like YkvO hypothetical	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.4 1
oqxA__493556__Klebsiella_pneumoniae Phage	P4-associated	integrase hypothetical	protein hypothetical	protein DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Cyclic	diguanylate	phosphodiesterase	domain	protein hypothetical	protein 97.4 1
oqxA__645262__Klebsiella_quasipneumoniae_subsp._quasipneumoniae hypothetical	protein Putative	helicase YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.4 1
oqxA__1858534__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 2
oqxA__662580__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 1
oqxA__789857__Klebsiella_quasipneumoniae_subsp._quasipneumoniae Putative	cytoplasmic	protein PF06067	domain	protein KlcA	family	antirestriction	protein DNA	repair	protein YeeT	family	protein Antitoxin YpjF	toxin	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 1
oqxA__854836__unknown hypothetical	protein hypothetical	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.4 3
oqxA__1862438__Klebsiella_quasipneumoniae Uncharacterised	protein Uncharacterised	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.2 1

oqxA__645376__Klebsiella_quasipneumoniae hypothetical	protein Tyrosine	recombinase	xerD Phage	transcriptional	regulator,	AlpA Uncharacterised	protein YkvO DNA-binding	protein Cupin	domain-containing	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 1
oqxA__510319__Klebsiella_quasipneumoniae_subsp._quasipneumoniae hypothetical	protein hypothetical	protein transposase-like Transposase	IS3/IS911	family	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 97.4 7
oqxA__841010__Klebsiella_pneumoniae hypothetical	protein ATP-dependent	OLD	family	endonuclease Transposase transposase-like CMP/dCMP	deaminase	zinc-binding Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 3
oqxA__609218__Klebsiella_quasipneumoniae_subsp._similipneumoniae YwjB Uncharacterised	protein CBS	domain	protein Site-specific	recombinase,	phage	integrase	family hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.7 2

oqxA__1799214__Klebsiella_quasipneumoniae Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein P4	prophage-derived	uncharacterized	protein	t2655 DNA	primase Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein hypothetical	protein Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter hypothetical	protein Pyranose	oxidase hypothetical	protein 96.9 4
oqxA__579708__Klebsiella_pneumoniae Uncharacterised	protein hypothetical	protein Uncharacterised	ACR,	COG2135 Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 96.9 7
oqxA__840162__Klebsiella_pneumoniae hypothetical	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein Bacteriophage	P4	DNA	primase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.7 2
oqxA__607149__Klebsiella_variicola hypothetical	protein Nuclease hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 98.2 5
oqxA__725889__Klebsiella_variicola hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Bipolar	DNA	helicase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.2 1
oqxA__1858485__Klebsiella_variicola hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein MobA/MobL	family	plasmid	mobilization	protein DUF4755	domain-containing	protein hypothetical	protein Dipicolinate	synthase Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 98.2 1
oqxA__502935__Klebsiella_variicola ATPase hypothetical	protein Restriction	endonuclease Tetratricopeptide	repeat	(TPR)-containing	protein Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 99.0 5
oqxA__854985__Klebsiella_variicola YfiN	protein hypothetical	protein Integrase	core	domain-containing	protein transposase-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.2 4
oqxA__608191__Klebsiella_variicola hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Multidrug	resistance	efflux	pump	SepA 99.0 1
oqxA__567553__Klebsiella_pneumoniae Phage	terminase Phage	integrase	family	protein Phage	integrase	family	site-specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 99.0 5
oqxA__863504__Klebsiella_variicola DNA-binding	protein Phage	integrase	family	protein Putative	site	specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter hypothetical	protein hypothetical	protein hypothetical	protein 99.2 1
oqxA__925125__Klebsiella_variicola DNA-binding	protein Phage	integrase	family	protein Putative	site	specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.2 1
oqxA__844398__Klebsiella_pneumoniae DNA-binding	protein Phage	integrase	family	protein Phage	integrase	family	site-specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 2-Oxobutyrate	oxidase,	putative Amino	acid	ABC	transporter	substrate-binding	protein Glutamine	ABC	transporter	ATP-binding	protein 100.0 16
oqxA__844391__Klebsiella_variicola DNA-binding	protein Phage	integrase	family	protein Phage	integrase	family	site-specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator transposase-like DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 99.0 5
oqxA__772285__Klebsiella_pneumoniae DNA-binding	protein Putative	enzyme	Integration,	recombination	(Phage	or	Prophage	Related) Putative	site	specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA hypothetical	protein 100.0 1

oqxA__903659__Klebsiella_variicola hypothetical	protein Phage	integrase	family	protein Putative	site	specific	recombinase Uncharacterised	protein Dipicolinate	synthase Restriction	endonuclease Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.0 1
oqxA__489822__Klebsiella_variicola hypothetical	protein hypothetical	protein Phage	transcriptional	activator,	Ogr/Delta hypothetical	protein hypothetical	protein Sid hypothetical	protein Phage	protein hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Putative	RND	superfamily	drug	exporter hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 99.2 3
oqxA__496364__Klebsiella_variicola FOG:	EAL	domain Uncharacterised	protein Uncharacterised	protein Membrane	protein Calcineurin-like	phosphoesterase	superfamily	domain Phage	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 99.0 3
oqxA__854952__Klebsiella_variicola hypothetical	protein hypothetical	protein Antirestriction	protein	KlcA DNA	repair	protein	RadC Mu	phage	lytic	protein	YfjZ Toxin	CbtA hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 98.5 1
oqxA__526291__Klebsiella_variicola hypothetical	protein Amidohydrolase Integral	membrane	protein L-arabinolactonase 2'-hydroxyisoflavone	reductase Transcriptional	regulator,	HxlR	family Esterase/lipase Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 99.0 3
oqxA__1598517__Klebsiella_pneumoniae Predicted	transcriptional	regulator hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 100.0 13
oqxA__694080__Klebsiella_variicola Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter hypothetical	protein 99.2 1
oqxA__668642__Klebsiella_pneumoniae XRE	family	transcriptional	regulator hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein DUF4868	domain-containing	protein hypothetical	protein Putative	ATP/GTP-binding	protein IS3-like IS3-like Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Alkane	1-monooxygenase hypothetical	protein Putative	transcriptional	regulator Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 97.9 1
oqxA__493172__Klebsiella_pneumoniae YwjB hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.0 1
oqxA__1854405__Klebsiella_sp. Integrase hypothetical	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase 99.0 1
oqxA__1640720__Klebsiella_variicola hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein IS110-like hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.0 1
oqxA__643082__Klebsiella_variicola hypothetical	protein Transcriptional	regulator,	RpiR	family Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 99.2 1
oqxA__580016__Klebsiella_pneumoniae Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein PF06067	domain	protein Restriction	endonuclease UPF0758	protein	YkfG Cytosine-specific	methyltransferase hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 99.0 1

oqxA__844387__Klebsiella_pneumoniae Dipicolinate	synthase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 99.7 5
oqxA__1607093__Klebsiella_pneumoniae Uncharacterised	protein Putative	transposase transposase-like hypothetical	protein ATPase	involved	in	chromosome	partitioning hypothetical	protein Reverse	transcriptase	(RNA-dependent	DNA	polymerase) hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Transposase/IS	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 100.0 1
oqxA__840828__Klebsiella_pneumoniae Integrase hypothetical	protein transposase-like IS3	family	transposase Uncharacterised	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator Uncharacterised	protein Xylose	isomerase-like	TIM	barrel Hydroxypyruvate	isomerase Major	facilitator	superfamily	transporter Pyranose	oxidase hypothetical	protein 100.0 6
oqxA__493205__Klebsiella_pneumoniae hypothetical	protein DNA-binding	protein Integrase Recombinase Putative	DNA	binding	protein Uncharacterised	protein Phage	protein hypothetical	protein hypothetical	protein hypothetical	protein oqxA Efflux	pump	membrane	transporter hypothetical	protein Uncharacterised	protein Xylose	isomerase-like	TIM	barrel hypothetical	protein Major	facilitator	superfamily	transporter Drug	resistance	transporter,	EmrB/QacA	subfamily hypothetical	protein 100.0 2

oqxA__609422__Klebsiella_pneumoniae hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Putative	TetR	family	transcriptional	regulator hypothetical	protein oqxA ISL3-like 100.0 1
oqxA__719363__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein	(Psu) hypothetical	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase hypothetical	protein oqxA Efflux	pump	membrane	transporter Multidrug	resistance	efflux	pump	SepA IS6-like hypothetical	protein IS6-like IS5	transposase hypothetical	protein Putative	membrane	protein High-affinity	choline	transporter 100.0 1
oqxA__1804338__Klebsiella_pneumoniae Phage	transcriptional	activator,	Ogr/Delta Phage	polarity	suppression	protein Septation	initiation	protein AlpA	family	transcriptional	regulator CI	repressor hypothetical	protein Clp	protease	ClpB DNA	primase,	phage/plasmid Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA hypothetical	protein 100.0 2
oqxA__1641397__Klebsiella_pneumoniae Site-specific	DNA-methyltransferase	(adenine-specific) Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Transcriptional	repressor KamA	family	protein hypothetical	protein hypothetical	protein Plasmid-like	protein Glutamine	ABC	transporter	ATP-binding	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transposase/IS	protein DNA-invertase	hin hypothetical	protein hypothetical	protein Phage	tail	protein Tail	Collar	domain-containing	protein Phage	tail	protein	I Baseplate	protein Baseplate	protein Baseplate Cro/Cl	family	transcriptional	regulator 100.0 1
oqxA__856114__Klebsiella_pneumoniae hypothetical	protein TraR/DksA	family	transcriptional	regulatorCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Transcriptional	repressor Integrase hypothetical	protein hypothetical	protein Plasmid-like	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator ISEc9-like 100.0 1

oqxA__1859214__Klebsiella_pneumoniae hypothetical	protein transposase-like IS3-like Uncharacterised	protein hypothetical	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator DNA-binding	transcriptional	regulator,	LysR	family DNA-binding	transcriptional	regulator,	LysR	family Agmatinase AP	endonuclease,	family	2 hypothetical	protein 89.9 212
oqxA__1900583__Klebsiella_pneumoniae Integrase hypothetical	protein transposase-like IS3-like Uncharacterised	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Flavin	reductase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Putative	transcriptional	regulator hypothetical	protein EmrA	protein Multidrug	export	protein	EmrB 2-isopropylmalate	synthase AraC	family	transcriptional	regulator hypothetical	protein 100.0 1
oqxA__485652__Raoultella_ornithinolytica_NBRC_105727_=_ATCC_31898 Uncharacterised	protein hypothetical	protein Glucokinase hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein NgrB	family	protein 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 2
oqxA__791679__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	ACR,	COG2135 hypothetical	protein DNA	polymerase	V	subunit	UmuC hypothetical	protein Glucokinase hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.2 2
oqxA__873483__Raoultella_ornithinolytica hypothetical	protein Glucokinase hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 1
oqxA__1863670__Raoultella_ornithinolytica Phage	integrase	family	site-specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Glucokinase hypothetical	protein MFS	transporter 3-demethylubiquinone-9	3-methyltransferase 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase hypothetical	protein 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 87.5 1
oqxA__597535__Raoultella_ornithinolytica_2-156-04_S1_C1 hypothetical	protein hypothetical	protein DNA-binding	protein Uncharacterised	protein Glucokinase hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 3
oqxA__668219__Klebsiella_aerogenes Gp44 5-methylcytosine-specific	restriction	enzyme	A Glucokinase hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 1
oqxA__592807__Raoultella_ornithinolytica_10-5246 hypothetical	protein hypothetical	protein hypothetical	protein Glucokinase hypothetical	protein hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.2 2
oqxA__766692__Raoultella_ornithinolytica Conjugal	transfer	ATPase	TrbE hypothetical	protein Glucokinase hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 7
oqxA__791661__Raoultella_ornithinolytica DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE UPF0125	protein	HMPREF9694	01973 Ubiquinone-binding	protein SsrA-binding	protein Glucokinase hypothetical	protein MFS	transporter 3-demethylubiquinone-9	3-methyltransferase 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 12
oqxA__715505__Raoultella_ornithinolytica hypothetical	protein hypothetical	protein hypothetical	protein DNA	repair	protein	RadC Toxin	CbtA hypothetical	protein Glucokinase hypothetical	protein MFS	transporter 3-demethylubiquinone-9	3-methyltransferase 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 1
oqxA__652208__Raoultella_ornithinolytica DEAD/DEAH	box	helicase	domain	protein hypothetical	protein Acetyl	xylan	esterase Phage	polarity	suppression	family	protein Ogr/Delta-like	zinc	finger	family	protein Putative	phage	capsid	protein Glucokinase hypothetical	protein MFS	transporter 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 1
oqxA__490042__Raoultella_ornithinolytica hypothetical	protein DUF4755	domain-containing	protein hypothetical	protein Dipicolinate	synthase Glucokinase hypothetical	protein MFS	transporter 3-demethylubiquinone-9	3-methyltransferase 5-hydroxyisourate	hydrolase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein 86.7 1
oqxA__1863714__Raoultella_sp._Lac1 hypothetical	protein hypothetical	protein Prophage	CP4-57	integrase Sporadically	distributed,	TIGR04141	family	protein His-Xaa-Ser	repeat	protein	HxsA His-Xaa-Ser	system	radical	SAM	maturase	HxsC His-Xaa-Ser	system	radical	SAM	maturase	HxsB His-Xaa-Ser	system	protein	HsxD AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase Xylose	isomerase 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein 86.4 2
oqxA__506052__Raoultella_planticola Signal	recognition	particle	protein Predicted	inner	membrane	protein Macrolide	phosphotransferase Protein	GrpE Chromosome-partitioning	protein	Spo0J DNA	repair	protein	RecN Enterocin	A	Immunity UPF0125	protein	HMPREF9694	01973 Ubiquinone-binding	protein SsrA-binding	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 2
oqxA__761074__Raoultella_planticola Signal	recognition	particle	protein Predicted	inner	membrane	protein CBS/transporter	associated	domain	protein Protein	GrpE NAD	kinase DNA	repair	protein	RecN Outer	membrane	protein	assembly	factor	BamE UPF0125	protein	HMPREF9694	01973 Ubiquinone-binding	protein SsrA-binding	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein LysR	family	transcriptional	regulator Sugar	phosphate	isomerases/epimerases SGNH	family	esterase	protein MFS	transporter Xylose	isomerase	domain-containing	protein 87.5 9
oqxA__929020__Raoultella_planticola hypothetical	protein hypothetical	protein Polarity	suppression	protein	(Fragment) Ogr/Delta-like	zinc	finger	family	protein Glycoprotein	3 Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein LysR	family	transcriptional	regulator Sugar	phosphate	isomerases/epimerases Hydroxyacid	dehydrogenase MFS	transporter Xylose	isomerase	domain-containing	protein Phosphoglycerate	transporter	protein 87.5 1
oqxA__733213__Raoultella_planticola Relaxase/Mobilization	Nuclease	Family	Protein Cell	wall-binding	protein Putative	transmembrane	protein hypothetical	protein DNA-binding	protein Phage	integrase	family	protein Phage	integrase	family	site-specific	recombinase Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator hypothetical	protein LysR	family	transcriptional	regulator Sugar	phosphate	isomerases/epimerases SGNH	family	esterase	protein MFS	transporter Xylose	isomerase	domain-containing	protein hypothetical	protein 87.5 1

oqxA__919110__Raoultella_planticola hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein Putative	GTPase Transcriptional	regulator Putative	exported	protein hypothetical	protein Uncharacterised	protein Putative	cytoplasmic	protein PF06067	domain	protein Phage	antirestriction	protein DNA	repair	protein YeeT	family	protein Mu	phage	lytic	protein	YfjZ YpjF	toxin	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase Xylose	isomerase 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 87.5 1
oqxA__699002__Raoultella_sp._YJ hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein hypothetical	protein Transcriptional	regulator,	TraR/DksA	family Putative	prophage	protein Putative	TciA/TerB-like	protein Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator hypothetical	protein Integrase Uncharacterised	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Plasmid	mobilization	protein Xylose	isomerase 2-Oxobutyrate	oxidase Uncharacterised	protein hypothetical	protein 87.5 1
oqxA__1597934__uncultured_Raoultella_sp. Levan	regulatory	protein Bacteriophage	replication	protein	A Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein hypothetical	protein Transcriptional	regulator,	TraR/DksA	familyCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18 Putative	prophage	protein Protein	of	uncharacterised	function	(DUF2724) Phage	regulatory	protein Rha	family	transcriptional	regulator Phage	repressor	protein Integrase hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter 87.5 1
oqxA__917814__Raoultella_planticola hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Dipicolinate	synthase hypothetical	protein hypothetical	protein hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Uncharacterised	protein DNA-binding	transcriptional	regulator,	LysR	family Agmatinase hypothetical	protein Xylose	isomerase 2-Oxobutyrate	oxidase Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein 87.5 1

oqxA__1832635__Xanthomonas_sacchari oqxA Efflux	pump	membrane	transporter Short-chain	dehydrogenase RND	transporter hypothetical	protein 70.3 1
oqxA__805894__Pantoea_sp._PNA_03-3 XRE	family	transcriptional	regulator Membrane	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter BadM/Rrf2	family	transcriptional	regulator MFS	transporter ATP-binding	component	of	an	ABC	superfamily	transporter Membrane	protein Bacitracin	transport	permease	BCRC hypothetical	protein Inhibitor	of	replication	at	Ter,	DNA-binding	protein hypothetical	protein 71.5 8
oqxA__531845__Pantoea_ananatis Inner	membrane	protein	ydgK YdcO SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease hypothetical	protein oqxA Efflux	pump	membrane	transporter Dienelactone	hydrolase BadM/Rrf2	family	transcriptional	regulator YhhS DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Peptidase	S51 73.3 29
oqxA__940392__Pantoea_sp._SJZ147 XRE	family	transcriptional	regulator YdcO SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter BadM/Rrf2	family	transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 72.5 3
oqxA__748117__Pantoea_vagans hypothetical	protein Benzoate	transporter SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Histidine	kinase Chemotaxis	protein	CheY Cytochrome	B561 Oxidoreductase Pentapeptide	MXKDX	repeat	protein BadM/Rrf2	family	transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein 75.5 2
oqxA__653276__Pantoea_sp._RIT-PI-b Putative	transcriptional	regulator Benzoate	transporter SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator Arabinose	efflux	permease	family	protein DNA	replication	terminus	site-binding	protein Secreted/surface	protein	with	fasciclin-like	repeats RNA	polymerase	sigma	factor,	sigma-70	family Putative	anti-sigmaE	protein Fumarate	hydratase	class	II hypothetical	protein 75.8 2
oqxA__782403__Pantoea_endophytica Putative	transcriptional	regulator Benzoate	transporter SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator Arabinose	efflux	permease	family	protein DNA	replication	terminus	site-binding	protein Secreted/surface	protein	with	fasciclin-like	repeats RNA	polymerase	sigma	factor,	sigma-70	family hypothetical	protein Fumarate	hydratase	class	II hypothetical	protein 76.1 1
oqxA__1889831__Enterobacteriaceae_bacterium_RIT702 hypothetical	protein Benzoate	transporter SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator hypothetical	protein Arabinose	efflux	permease	family	protein DNA	replication	terminus	site-binding	protein Secreted/surface	protein	with	fasciclin-like	repeats RNA	polymerase	sigma	factor,	sigma-70	family Putative	anti-sigmaE	protein Fumarate	hydratase	class	II hypothetical	protein 76.1 4
oqxA__553004__Pantoea_sp. Putative	transcriptional	regulator Benzoate	transporter SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Arabinose	efflux	permease	family	protein DNA	replication	terminus	site-binding	protein Secreted/surface	protein	with	fasciclin-like	repeats RNA	polymerase	sigma	factor,	sigma-70	family Putative	anti-sigmaE	protein hypothetical	protein 73.9 1
oqxA__865883__Enterobacteriaceae_bacterium_JKS000233 hypothetical	protein hypothetical	protein 3-ketoacyl-ACP	reductase hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	maintenance	protein	CcdA hypothetical	protein hypothetical	protein SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Arabinose	efflux	permease	family	protein DNA	replication	terminus	site-binding	protein Secreted/surface	protein	with	fasciclin-like	repeats RNA	polymerase	sigma	factor,	sigma-70	family Putative	anti-sigmaE	protein hypothetical	protein 73.9 1
oqxA__1886478__Pantoea_sp._BAV_3049 Putative	virulence	factor	SrfC Ribonuclease	inhibitor Ribonuclease hypothetical	protein Two-component-system	connector	protein	YcgZ hypothetical	protein Transcriptional	regulator Membrane	protein Chemotaxis	protein Membrane	protein Regulatory	protein	pocR oqxA Efflux	pump	membrane	transporter hypothetical	protein Transcription	regulator,	Rrf2	family Putative	dehydrogenase Flavin	reductase hypothetical	protein Probable	sugar	efflux	transporter L-rhamnose	mutarotase 70.5 1
oqxA__600659__Erwinia_typographi hypothetical	protein Ribonuclease	inhibitor Ribonuclease Membrane	protein Chemotaxis	protein Membrane	protein 2-oxobutyrate	oxidase Regulatory	protein	pocR oqxA Efflux	pump	membrane	transporter Transcriptional	regulator 6-phosphogluconate	dehydrogenase 3-oxoacyl-ACP	reductase Transcriptional	regulator Amino	acid	ABC	transporter Amino	acid	ABC	transporter Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein 71.8 1
oqxA__590293__Pantoea_sp._IMH hypothetical	protein Virulence	factor	SrfB Putative	virulence	factor	SrfC Ribonuclease	inhibitor hypothetical	protein Putative	transporter Membrane	protein Regulatory	protein	pocR oqxA Efflux	pump	membrane	transporter Transcription	regulator,	Rrf2	family Putative	glutathione	S-transferase	homolog	YncG Probable	sugar	efflux	transporter L-rhamnose	mutarotase Rhamnulose-1-phosphate	aldolase L-rhamnose	isomerase Rhamnulokinase 70.9 1
oqxA__1634928__Erwinia_billingiae ABC	transporter	ATP-binding	protein Putative	monooxygenase Alkyl	hydroperoxide	reductase	AhpD Amidohydrolase hypothetical	protein Probable	ribonuclease	inhibitor Ribonuclease Periplasmic	binding	protein/LacI	transcriptional	regulator Putative	transporter Membrane	protein Regulatory	protein	pocR oqxA Efflux	pump	membrane	transporter Transcription	regulator,	Rrf2	family Putative	dehydrogenase Transcriptional	regulator Major	facilitator	superfamily	(MFS)	transporter Probable	sugar	efflux	transporter L-rhamnose	mutarotase Rhamnulose-1-phosphate	aldolase 71.3 1
oqxA__776459__Erwinia_billingiae ABC	transporter	ATP-binding	protein Putative	monooxygenase Alkyl	hydroperoxide	reductase	AhpD Amidohydrolase hypothetical	protein Probable	ribonuclease	inhibitor Ribonuclease Periplasmic	binding	protein/LacI	transcriptional	regulator Putative	transporter Membrane	protein Regulatory	protein	pocR oqxA Efflux	pump	membrane	transporter Putative	short-chain	dehydrogenase,	oxidoreductase Transcriptional	regulator,	AraC	family Transcription	regulator,	Rrf2	family Putative	dehydrogenase Transcriptional	regulator Major	facilitator	superfamily	(MFS)	transporter hypothetical	protein 71.3 1
oqxA__654430__Erwinia_billingiae ABC	transporter	ATP-binding	protein Putative	monooxygenase Alkyl	hydroperoxide	reductase	AhpD Amidohydrolase hypothetical	protein Probable	ribonuclease	inhibitor Ribonuclease Periplasmic	binding	protein/LacI	transcriptional	regulator Putative	transporter Membrane	protein Regulatory	protein	pocR oqxA Efflux	pump	membrane	transporter Putative	short-chain	dehydrogenase,	oxidoreductase Transcriptional	regulator,	AraC	family Transcription	regulator,	Rrf2	family Putative	dehydrogenase Transcriptional	regulator Major	facilitator	superfamily	(MFS)	transporter hypothetical	protein 71.3 1

oqxA__599874__Erwinia_sp._9145 hypothetical	protein Phosphoethanolamine	transferase	EptA Two-component	response	regulator	BasR Two-component	histidine	kinase	BasS hypothetical	protein Short-chain	dehydrogenase/reductase	SDR AraC	family	transcriptional	regulator Ribonuclease	inhibitor Ribonuclease Chemotaxis	protein Membrane	protein Regulatory	protein	pocR oqxA Efflux	pump	membrane	transporter Transcription	regulator,	Rrf2	family Glutathione	S-transferase	domain	protein Putative	dehydrogenase hypothetical	protein Flavin	reductase Probable	sugar	efflux	transporter TetR	family	transcriptional	regulator Oxidoreductase Short-chain	dehydrogenase 71.2 1
oqxA__815545__Serratia_ficaria hypothetical	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 71.4 1
oqxA__1809235__Serratia_liquefaciens RNA	polymerase-binding	transcription	factor	DksA Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Resolvase	domain-containing	protein Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR YcfJ NADH	dehydrogenase UPF0227	protein	Spro	1925 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB hypothetical	protein 72.8 1
oqxA__531471__Serratia_liquefaciens Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Collagen	adhesion	protein HTH-type	transcriptional	repressor	NsrR YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB hypothetical	protein 72.8 3
oqxA__844019__Serratia_proteamaculans hypothetical	protein Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR IS1	transposase transposase-like YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase 72.5 1
oqxA__748068__Serratia_liquefaciens hypothetical	protein Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB hypothetical	protein 72.8 4
oqxA__553094__Serratia_grimesii Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A hypothetical	protein Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase hypothetical	protein hypothetical	protein 71.5 3
oqxA__758893__Serratia_sp._BW106 hypothetical	protein Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR YcfJ UvrA UPF0227	protein	Spro	1925 Beta-hexosaminidase Thiamine	kinase hypothetical	protein Membrane	protein 73.2 4
oqxA__832381__Serratia_quinivorans Threonine--tRNA	ligase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A ISEch2	OrfA IS3	family	transposase Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR YcfJ UvrA UPF0227	protein	Spro	1925 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Membrane	protein 74.1 1
oqxA__844025__Serratia_quinivorans RNA	polymerase-binding	transcription	factor	DksA Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR hypothetical	protein NADH	dehydrogenase hypothetical	protein hypothetical	protein Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Membrane	protein 71.2 4
oqxA__1855717__Serratia_proteamaculans hypothetical	protein Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter AraC	family	transcriptional	regulator oqxA Efflux	pump	membrane	transporter HTH-type	transcriptional	repressor	NsrR YcfJ NADH	dehydrogenase UPF0227	protein	Spro	1925 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Membrane	protein 72.0 1
oqxA__485601__Serratia_plymuthica_NBRC_102599 hypothetical	protein Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein 73.7 1
oqxA__821726__Serratia_plymuthica Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulatory	protein YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Membrane	protein 73.7 4
oqxA__748457__Serratia_plymuthica hypothetical	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter transposase-like Transposase Transcriptional	regulatory	protein YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase hypothetical	protein 74.0 1
oqxA__1789880__Serratia_sp._C-1 (R)-stereoselective	amidase Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transposase transposase-like Transcriptional	regulatory	protein YcfJ NADH	dehydrogenase UPF0227	protein	Spro	1925 Beta-hexosaminidase hypothetical	protein 74.0 3

oqxA__819926__Serratia_sp._S40 (R)-stereoselective	amidase Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulatory	protein YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Membrane	protein 73.7 1
oqxA__1842177__Serratia_marcescens Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter 72.2 1
oqxA__530847__Serratia_marcescens DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A IS200/IS605-like Amino	acid/peptide	transporter Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Peptidase	M14 YcfJ UvrA UPF0227	protein	PWN146	01358 IntI1-like Thiamine	kinase hypothetical	protein Uncharacterised	protein 72.2 16
oqxA__808120__Serratia_marcescens Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.2 9
oqxA__943359__Serratia_marcescens Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter 71.9 2
oqxA__808041__Serratia_marcescens Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter 72.2 1
oqxA__476972__Serratia_marcescens_W2.3 Beta-lactamase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Uncharacterised	protein Nitrite	reductase	small	subunit oqxA Collagen	adhesion	protein Peptidase	M14 YcfJ UvrA UPF0227	protein	PWN146	01358 IntI1-like Thiamine	kinase hypothetical	protein Addiction	module	toxin	RelE 72.8 2
oqxA__1636398__Serratia_marcescens hypothetical	protein hypothetical	protein Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter transposase-like Transposase Transcriptional	regulator YcfJ Terminase	large	subunit UPF0227	protein	PWN146	01358 Beta-hexosaminidase hypothetical	protein 72.2 1
oqxA__786032__Serratia_sp._SSNIH4 hypothetical	protein Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.2 3
oqxA__786009__Serratia_sp._SSNIH2 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.2 2

oqxA__555536__Serratia_marcescens hypothetical	protein Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.2 17
oqxA__929925__Serratia_marcescens hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 2
oqxA__554637__Serratia_marcescens Murein	hydrolase	transporter	LrgA DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Peptidase	M14 YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase IS6-like Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 14
oqxA__555563__Serratia_marcescens Uncharacterised	protein Exodeoxyribonuclease	10 DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase IS6-like Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 20
oqxA__555090__Serratia_marcescens Uncharacterised	protein Exodeoxyribonuclease	10 DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase IS6-like Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 3
oqxA__1864833__Serratia_marcescens Uncharacterised	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 84
oqxA__753287__Serratia_marcescens Exodeoxyribonuclease	10 DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter IS200/IS605-like Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase hypothetical	protein 72.5 10
oqxA__1793187__Serratia_marcescens Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter IS200/IS605-like Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase hypothetical	protein 72.5 11
oqxA__1791507__Serratia_marcescens Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 4
oqxA__686938__Serratia_marcescens Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 1
oqxA__807936__Serratia_marcescens AAA	domain-containing	protein 5-methylcytosine-specific	restriction	enzyme	A Uncharacterised	protein hypothetical	protein hypothetical	protein DNA-binding	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.2 3
oqxA__714599__Serratia_marcescens oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase hypothetical	protein 72.2 1
oqxA__509105__Serratia_marcescens Lipoprotein Uncharacterised	protein Membrane	protein hypothetical	protein hypothetical	protein Integrase	Family	Protein Tyrosine	recombinase	xerD Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Peptidase	M14 YcfJ UvrA UPF0227	protein	PWN146	01358 IntI1-like Thiamine	kinase hypothetical	protein Addiction	module	toxin	RelE 72.2 8

oqxA__599363__Serratia_marcescens hypothetical	protein Predicted	ATPase hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase IS6-like Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 1
oqxA__943732__Serratia_marcescens_subsp._sakuensis hypothetical	protein Exodeoxyribonuclease	10 Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 15
oqxA__698966__Serratia_nematodiphila hypothetical	protein DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.0 6
oqxA__797958__Serratia_marcescens Exodeoxyribonuclease	10 DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.1 41
oqxA__821994__Serratia_marcescens Ricin-type	beta-trefoil	lectin	domain-like Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.1 2
oqxA__509309__Serratia_marcescens DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Peptidase	M14 YcfJ UvrA UPF0227	protein	PWN146	01358 IntI1-like Thiamine	kinase hypothetical	protein Addiction	module	toxin	RelE 72.2 2
oqxA__688421__Serratia_sp._OLLOLW30 Exodeoxyribonuclease	10 DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 21
oqxA__796969__Serratia_marcescens hypothetical	protein Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein ATPase	involved	in	chromosome	partitioning Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 1
oqxA__943748__Serratia_ureilytica Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter SEC-C	motif Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 2
oqxA__1865193__Serratia_marcescens Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter FRG	domain	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter hypothetical	protein Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 2

oqxA__938142__Serratia_marcescens Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.7 2
oqxA__1902164__Serratia_marcescens hypothetical	protein Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein transposase-like IS3-like hypothetical	protein Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ NADH	dehydrogenase UPF0227	protein	PWN146	01358 Beta-hexosaminidase SPFH/Band	7/PHB	domain	protein Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 1
oqxA__507905__Serratia_marcescens Membrane	lipoprotein DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein Peptidase	M14 YcfJ UvrA UPF0227	protein	PWN146	01358 IntI1-like Thiamine	kinase hypothetical	protein Tellurite	resistance	protein 72.5 6
oqxA__608421__Serratia_marcescens Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 6
oqxA__698653__Serratia_sp._OMLW3 hypothetical	protein DNA	helicase Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter hypothetical	protein hypothetical	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter Transcriptional	regulator YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 2
oqxA__1902175__Serratia_marcescens hypothetical	protein Protease	2 Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter FRG	domain	protein Right	origin-binding	protein	Rob oqxA Efflux	pump	membrane	transporter 72.5 1
oqxA__555285__Serratia_marcescens hypothetical	protein Inner	membrane	protein	yebE Chaperone	protein	YcdY Probable	phosphatase	Spro	1934 Glyoxylate/hydroxypyruvate	reductase	A Amino	acid/peptide	transporter Uncharacterised	protein Uncharacterised	protein Right	origin-binding	protein	Rob oqxA Collagen	adhesion	protein hypothetical	protein YcfJ UvrA UPF0227	protein	PWN146	01358 Beta-hexosaminidase Thiamine	kinase Penicillin-binding	protein	activator	LpoB Uncharacterised	protein 72.5 1

oqxA__1828562__Pseudomonas_reactans Putative	virulence	factor SrfB	family	protein Putative	virulence	factor HipA	domain	protein Putative	transcriptional	regulator Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Periplasmic	substrate-binding	component	of	an	ABC	superfamily	polyol	transporter Methyl-accepting	chemotaxis	protein	I ATPase	involved	in	chromosome	partitioning ParB	family	protein 70.2 1
oqxA__1877976__Ewingella_americana SrfB	family	protein Putative	virulence	factor HipA	domain	protein Putative	transcriptional	regulator ArsR	family	transcriptional	regulator FMN	oxidoreductase Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Rrf2	family	transcriptional	regulator Periplasmic	substrate-binding	component	of	an	ABC	superfamily	polyol	transporter Methyl-accepting	chemotaxis	protein	I ATPase	involved	in	chromosome	partitioning ParB	family	protein 70.8 1
oqxA__877960__Ewingella_americana Sodium:proton	antiporter DNA-binding	transcriptional	repressor	AcrR Putative	NADPH-quinone	reductase	(Modulator	of	drug	activity	B) Putative	virulence	factor SrfB	family	protein Putative	virulence	factor Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Cytochrome	b Periplasmic	substrate-binding	component	of	an	ABC	superfamily	polyol	transporter Methyl-accepting	chemotaxis	protein	I ATPase	involved	in	chromosome	partitioning ParB	family	protein 71.4 1
oqxA__489464__Enterobacterales_bacterium Sodium:proton	antiporter Putative	virulence	factor SrfB	family	protein Putative	virulence	factor Right	origin-binding	protein oqxA Efflux	pump	membrane	transporter Transcriptional	regulator Cytochrome	b561 ATPase	involved	in	chromosome	partitioning ParB	family	protein hypothetical	protein RepA	family	replication	protein 71.7 1
oqxA__682615__Rahnella_victoriana hypothetical	protein hypothetical	protein Alpha-amylase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	protein hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	protein	(Porin) hypothetical	protein hypothetical	protein Acetoin	reductase	family	protein DNA-binding	domain-containing	protein,	AraC-type TetR	family	transcriptional	regulator hypothetical	protein 70.7 4
oqxA__912709__Rahnella_sp._CFA14 hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase Type	VI	secretion	protein hypothetical	protein DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	protein	(Porin) hypothetical	protein hypothetical	protein hypothetical	protein Bactoprenol	glucosyl	transferase hypothetical	protein 73.7 1
oqxA__1842256__Rahnella_sp._RcJ3 hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	protein	(Porin) hypothetical	protein hypothetical	protein Acetoin	reductase	family	protein DNA-binding	domain-containing	protein,	AraC-type Tannase	and	feruloyl	esterase 73.1 2
oqxA__1833392__Rahnella_aquatilis_plasmid hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific hypothetical	protein YaeR hypothetical	protein YaeR IS110-like 73.1 4
oqxA__1791553__Rahnella_sp._SAP-19 hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific hypothetical	protein hypothetical	protein hypothetical	protein Cor	protein hypothetical	protein hypothetical	protein 73.1 1
oqxA__1635184__Rahnella_aquatilis hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	protein DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ig	domain	protein	group	2	domain	protein Minor	tail	U hypothetical	protein 73.1 2
oqxA__821803__Rahnella_aquatilis hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific Virulence	protein	MsgA hypothetical	protein Uncharacterised	protein VapC	toxin	family	PIN	domain	ribonuclease hypothetical	protein hypothetical	protein hypothetical	protein 73.1 1
oqxA__599852__Rahnella_sp._WP5 hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	protein hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific Virulence	protein	MsgA DinI	family	protein Putative	transposase	TnpP hypothetical	protein hypothetical	protein hypothetical	protein 73.1 1
oqxA__910909__Rahnella_sp._CJA17 hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Lipoprotein hypothetical	protein hypothetical	protein 73.1 1
oqxA__710452__Rahnella_sp._Y9602 hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	protein hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 73.1 1
oqxA__710627__Rahnella_aquatilis_HX2 hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	protein hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	pore	protein	N,	non-specific hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Phosphoesterase	PA-phosphatase-like	protein Acyltransferase 73.1 1

oqxA__606441__Rahnella_aquatilis hypothetical	protein Heat	shock	protein	DnaJ	domain	protein hypothetical	protein Glycosidase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	protein oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	protein	(Porin) hypothetical	protein hypothetical	protein Acetoin	reductase	family	protein DNA-binding	domain-containing	protein,	AraC-type hypothetical	protein hypothetical	protein 73.1 3
oqxA__821573__Rahnella_woolbedingensis hypothetical	protein RpiR	family	transcriptional	regulator Alpha-amylase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	protein	(Porin) hypothetical	protein hypothetical	protein DNA-binding	domain-containing	protein,	AraC-type Multidrug	transporter TetR	family	transcriptional	regulator Tannase 71.1 1
oqxA__820235__Rahnella_bruchi hypothetical	protein Deoxyribose-phosphate	aldolase hypothetical	protein Alpha-amylase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	proteinDNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Outer	membrane	protein	(Porin) hypothetical	protein hypothetical	protein 71.7 1
oqxA__873723__Rahnella_variigena Molecular	chaperone hypothetical	protein Alpha-amylase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator hypothetical	protein Outer	membrane	protein	(Porin) hypothetical	protein hypothetical	protein Acetoin	reductase	family	protein DNA-binding	domain-containing	protein,	AraC-type Multidrug	transporter hypothetical	protein 73.3 1
oqxA__770239__Rahnella_variigena hypothetical	protein hypothetical	protein Alpha-amylase Metabolite-proton	symporter Oligogalacturonate	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator RpiR	family	transcriptional	regulator 2-dehydro-3-deoxyphosphogalactonate	aldolase 2-dehydro-3-deoxygalactonokinase Putative	sodium-solute	symporter Endoribonuclease	L-PSP D-aminoacylase 73.3 2
oqxA__1791549__Rahnella_sp._Lac-M11 Aldehyde	oxidase Oxidoreductase Antibiotic	biosynthesis	monooxygenase Oxidoreductase hypothetical	protein hypothetical	protein Transposon	Tn552	DNA-invertase	binR Transposase	for	transposon Transposase DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Acetoin	reductase	family	protein DNA-binding	domain-containing	protein,	AraC-type Multidrug	transporter 7-cyano-7-deazaguanine	synthase 71.0 1
oqxA__760079__Rahnella_sp._Larv3_ips Metabolite-proton	symporter Oligogalacturonide	lyase Cupin	domain-containing	protein Putative	4-deoxy-L-threo-5-hexosulose-uronate	ketol-isomerase 2-deoxy-D-gluconate	3-dehydrogenase hypothetical	protein Host	cell	surface-exposed	lipoprotein hypothetical	protein hypothetical	protein hypothetical	protein Short-chain	dehydrogenase/reductase	family	oxidoreductase Glycine	cleavage	system	transcriptional	activator DNA-binding	domain-containing	protein,	AraC-type oqxA Multidrug	efflux	RND	transporter	permease	subunit Putative	transcriptional	regulator Porin hypothetical	protein hypothetical	protein Acetoin	reductase	family	protein DNA-binding	domain-containing	protein,	AraC-type Multidrug	transporter hypothetical	protein hypothetical	protein 74.5 1
oqxA__1791551__Rahnella_sp._SAP-1 hypothetical	protein Tyrosine	protein	kinase Protein	tyrosine	phosphatase Polysaccharide	export	protein Undecaprenyl-phosphate	galactose	phosphotransferase,	WbaP/exopolysaccharide	biosynthesis	polyprenyl	glycosylphosphotransferase EAL	domain-containing	protein LuxR	family	transcriptional	regulator AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit Transcriptional	regulator Permease LysR	family	transcriptional	regulator hypothetical	protein Membrane	protein 70.4 1

oqxA__802224__Pantoea_sp._RIT_413 XRE	family	transcriptional	regulator Membrane	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 73.7 5
oqxA__683494__Pantoea_eucrina XRE	family	transcriptional	regulator Membrane	protein SrfA Virulence	factor	SrfB SrfC Barstar,	RNAse	(Barnase)	inhibitor Ribonuclease AraC	family	transcriptional	regulator oqxA Multidrug	efflux	RND	transporter	permease	subunit BadM/Rrf2	family	transcriptional	regulator MFS	transporter DNA	replication	terminus	site-binding	protein Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase hypothetical	protein 74.0 2

oqxA__512653__Klebsiella_variicola hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Phosphomethylpyrimidine	kinase Hydroxyethylthiazole	kinase Hydrolase Crp/Fnr	family	transcriptional	regulator Hydrolase Transcriptional	regulator,	LysR	family	protein Adenine	deaminase 99.0 1
oqxA__490195__Klebsiella_variicola hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Rhs	element	Vgr	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein Uncharacterised	protein Putative	DNA	binding	protein Recombinase Integrase DNA-binding	protein hypothetical	protein 98.7 1
oqxA__806600__Klebsiella_variicola Uncharacterised	protein Uncharacterised	protein Rhs	element	Vgr	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Integrase Bacteriophage	CI	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Putative	TciA/TerB-like	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.2 1
oqxA__489900__Klebsiella_quasipneumoniae hypothetical	protein Cyclic	diguanylate	phosphodiesterase	domain	protein Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE hypothetical	protein Chromosome-partitioning	protein	Spo0J Protein	GrpE hypothetical	protein 96.9 8
oqxA__849173__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 100.0 184
oqxA__843803__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 99.5 21
oqxA__532528__Klebsiella_sp._PO552 PE-family	protein Transposase	family	protein Uncharacterised	protein Rhs	element	Vgr	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN Chromosome-partitioning	protein	Spo0J Protein	GrpE hypothetical	protein 99.5 1
oqxA__854971__Klebsiella_variicola hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Rhs	element	Vgr	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 99.2 2
oqxA__489895__Klebsiella_variicola hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Rhs	element	Vgr	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Enterocin	A	Immunity hypothetical	protein Chromosome-partitioning	protein	Spo0J Protein	GrpE hypothetical	protein 99.0 1
oqxA__806679__Klebsiella_variicola DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Rhs	element	Vgr	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 98.7 4
oqxA__861365__Klebsiella_pneumoniae hypothetical	protein Membrane	protein	YqaA,	SNARE-associated	domain Glutamate--cysteine	ligase S-ribosylhomocysteine	lyase AraC	family	transcriptional	regulator 2-isopropylmalate	synthase hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 100.0 2
oqxA__527879__Klebsiella_pneumoniae Fimbrial	protein P	pilus	assembly	protein,	chaperone	PapD Type	VII	secretion	system,	usher	protein Fimbrial-like	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE hypothetical	protein Chromosome-partitioning	protein	Spo0J Protein	GrpE hypothetical	protein 99.7 2

oqxA__749128__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 99.0 4
oqxA__855074__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 98.5 1
oqxA__806709__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Nuclease Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Transcriptional	regulator,	RpiR	family Putative	insertion	sequence	IS986/IS6110	transposase 99.0 1
oqxA__1607097__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Integrase Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.0 1
oqxA__566769__Klebsiella_pneumoniae hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Toxin	CbtA Mu	phage	lytic	protein	YfjZ DNA	repair	protein	RadC Antirestriction	protein	KlcA hypothetical	protein hypothetical	protein 99.2 2
oqxA__489915__Klebsiella_variicola hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein Toxin	YkfI Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Uncharacterized	protein	YkfH UPF0758	protein	YfjY Antirestriction	protein Bacterial	protein	of	uncharacterised	function	(DUF905) hypothetical	protein hypothetical	protein Regulatory	protein	DeoR Phage	protein NgrB	family	protein 98.7 1
oqxA__1885542__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Esterase/lipase Transcriptional	regulator,	HxlR	family 2'-hydroxyisoflavone	reductase L-arabinolactonase Integral	membrane	protein Amidohydrolase hypothetical	protein 99.0 1
oqxA__855121__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Alpha	replication	protein	of	prophage	CP-933I Cnr-like	protein hypothetical	protein CI	repressor Transcriptional	regulator,	AlpA	family Putative	capsid	morphogenesis	protein	encoded	in	CP-933I Phage	polarity	suppression	protein Putative	Ogr	family	transcription	activator 99.0 1

oqxA__773113__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein transposase-like TetR	family	transcriptional	regulator hypothetical	protein YfiN	protein 99.2 3
oqxA__502927__Klebsiella_variicola hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein Tetratricopeptide	repeat	(TPR)-containing	protein Restriction	endonuclease hypothetical	protein ATPase 99.0 1
oqxA__487465__Klebsiella_michiganensis hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase 99.0 2
oqxA__1638956__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Uncharacterised	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.0 1
oqxA__854930__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Restriction	endonuclease Dipicolinate	synthase Uncharacterised	protein Putative	site	specific	recombinase Phage	integrase	family	protein hypothetical	protein 99.0 1
oqxA__507345__Klebsiella_pneumoniae hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Nicotinate	phosphoribosyltransferase hypothetical	protein 99.0 1
oqxA__580266__Klebsiella_pneumoniae hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Integrase Phage	integrase	family	protein Phage	terminase 99.0 2
oqxA__607143__Klebsiella_variicola hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Nuclease hypothetical	protein 98.2 2
oqxA__844525__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Metallophosphoesterase RNA	polymerase	sigma	factor hypothetical	protein 99.0 1
oqxA__755200__Klebsiella_sp._P1CD1 hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.2 1
oqxA__806233__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Chromosome	segregation	protein	SMC hypothetical	protein hypothetical	protein hypothetical	protein 98.5 2
oqxA__854988__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein 99.2 1
oqxA__1608882__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein CMP/dCMP	deaminase	zinc-binding transposase-like Putative	transposase hypothetical	protein DEAD/DEAH	box	helicase	domain	protein 98.7 1
oqxA__758045__Klebsiella_aerogenes hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel hypothetical	protein Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Bipolar	DNA	helicase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.0 4
oqxA__855099__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein 99.0 1
oqxA__855027__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase transposase-like hypothetical	protein Uncharacterised	protein 99.0 2
oqxA__568124__Klebsiella_pneumoniae hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Calcineurin-like	phosphoesterase	superfamily	domain Membrane	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 99.0 1
oqxA__855004__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Sid hypothetical	protein hypothetical	protein Phage	transcriptional	activator,	Ogr/Delta hypothetical	protein hypothetical	protein 99.2 2
oqxA__855035__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein Dipicolinate	synthase hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 98.5 1

oqxA__1874201__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator transposase-like Transposase hypothetical	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein Uncharacterised	protein Putative	plasmid-like	protein hypothetical	protein Protein	ccda Toxin	CcdB Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein ResA	resolvase hypothetical	protein Plasmid	segregation	oscillating	ATPase	ParF 100.0 1
oqxA__849560__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein IS3	family	transposase transposase-like hypothetical	protein Integrase 100.0 10
oqxA__814204__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Integrase Uncharacterised	protein ATPase hypothetical	protein EaI	protein Phage	EaD	protein Antitoxin hypothetical	protein hypothetical	protein PRTRC	system	ParB	family	protein Uncharacterised	protein Transcriptional	regulator 100.0 2
oqxA__532004__Klebsiella_pneumoniae hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Predicted	transcriptional	regulator 100.0 1
oqxA__751917__Klebsiella_pneumoniae Ribonucleoside-diphosphate	reductase Protein	NrdI NrdH	protein Alkyl	hydroperoxide	reductase	AhpD GntR	family	transcriptional	regulator Membrane	protein Uncharacterized	protein	YgaC L-alanine	exporter	AlaE D-specific	alpha-keto	acid	dehydrogenase Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Predicted	transcriptional	regulator 100.0 1
oqxA__1867702__Klebsiella_pneumoniae hypothetical	protein Alkanal	monooxygenase	subunit	alpha Transcriptional	regulator,	TetR	family Major	facilitator	superfamily	MFS	1 Pyranose	oxidase Major	facilitator	superfamily	transporter Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Predicted	transcriptional	regulator 100.0 1
oqxA__1839810__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein hypothetical	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Predicted	transcriptional	regulator 100.0 28
oqxA__832121__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein DNA-binding	protein	Roi 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 100.0 1
oqxA__750273__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein 99.2 1
oqxA__649303__Klebsiella_variicola hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein Uncharacterised	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein 99.0 1

oqxA__646308__Klebsiella_sp._HMSC25G12 hypothetical	protein Drug	resistance	transporter,	EmrB/QacA	subfamily Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 99.0 1
oqxA__1633743__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein 99.2 1
oqxA__1877531__Klebsiella_sp._Acro-834 hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein 99.2 1
oqxA__531260__Klebsiella_variicola hypothetical	protein Pyranose	oxidase hypothetical	protein Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Conjugal	transfer	ATPase	TrbE p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 99.2 1
oqxA__1792526__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Uncharacterised	protein DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 hypothetical	protein 99.0 1
oqxA__1637979__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Site-specific	recombinase,	phage	integrase	family CBS	domain	protein Uncharacterised	protein YwjB 99.7 1
oqxA__843206__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	ACR,	COG2135 hypothetical	protein Uncharacterised	protein 96.9 8
oqxA__1858715__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 96.9 1
oqxA__854872__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO Transposase Transposase	Tra5-like	protein ATPase hypothetical	protein 96.9 2
oqxA__764227__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO RelA/SpoT	domain	protein hypothetical	protein 97.4 2
oqxA__1792364__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein Putative	minor	silk	ampullate	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 96.9 1
oqxA__854838__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 97.4 1
oqxA__763546__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 97.4 2
oqxA__762942__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein 97.4 3
oqxA__854851__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO D-galactonate	dehydratase	family	member	SeV	A0456 Gluconate	5-dehydrogenase Putative	hexonate	sugar	transport	protein 97.2 31
oqxA__580391__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Tyrosine	recombinase	xerD hypothetical	protein 96.9 2
oqxA__823342__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein Glycosyl	transferase	family	1 97.2 1
oqxA__494682__Klebsiella_quasipneumoniae_subsp._quasipneumoniae hypothetical	protein Cyclic	diguanylate	phosphodiesterase	domain	protein Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein hypothetical	protein DNA	repair	ATPase Calmodulin-binding	protein 97.2 2
oqxA__672385__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN 97.4 1
oqxA__1594685__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein Plasmid-like	protein Cupin	domain-containing	protein Putative	secreted	protein YkvO hypothetical	protein DUF4760	domain-containing	protein Putative	integrase Uncharacterised	protein 2-polyprenylphenol	hydroxylase	related	flavodoxin	oxidoreductase 97.4 2
oqxA__1856154__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein 96.9 1
oqxA__806203__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein 97.4 2
oqxA__493810__Klebsiella_pneumoniae hypothetical	protein Cyclic	diguanylate	phosphodiesterase	domain	protein Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Transcription	regulator	protein	of	MDR	efflux	pump	cluster Phage	protein Cupin	domain-containing	protein DNA-binding	protein hypothetical	protein hypothetical	protein DNA	primase 96.9 1
oqxA__569216__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein 97.4 2

oqxA__744638__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Integrase	core	domain	protein transposase-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Aaa	atpase	domain 96.9 1
oqxA__679832__Klebsiella_quasipneumoniae_subsp._similipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Nucleoside	triphosphatase,	D5	family	protein 95.9 1
oqxA__505665__Klebsiella_pneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase transposase-like SsrA-binding	protein hypothetical	protein 96.7 2
oqxA__490374__Klebsiella_quasipneumoniae hypothetical	protein Cyclic	diguanylate	phosphodiesterase	domain	protein Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Phage	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 96.9 3
oqxA__854875__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein 3-oxoacyl-ACP	reductase MFS	family	multidrug	transport	protein Acetolactate	synthase	3	catalytic	subunit Phytanoyl-CoA	dioxygenase	(PhyH) 3-phosphoshikimate	1-carboxyvinyltransferase 96.9 30
oqxA__801333__Klebsiella_quasipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein ISEch8	OrfB IS3	family	element,	transposase	orfB hypothetical	protein DNA-binding	protein 96.4 1
oqxA__1801253__Klebsiella_quasipneumoniae_subsp._similipneumoniae hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Toxin	YkfI Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Uncharacterized	protein	YkfH UPF0758	protein	YfjY Antirestriction	protein Bacterial	protein	of	uncharacterised	function	(DUF905) hypothetical	protein hypothetical	protein Membrane	protein Transcriptional	regulator Phage	protein GTPase	family	protein 97.2 8
oqxA__490052__Klebsiella_quasipneumoniae hypothetical	protein Cyclic	diguanylate	phosphodiesterase	domain	protein Major	facilitator	superfamily	transporter hypothetical	protein Xylose	isomerase-like	TIM	barrel Uncharacterised	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein Phage	protein Cytoskeleton-binding	toxin	CbtA Cytoskeleton	bundling-enhancing	protein	CbeA Uncharacterized	protein	YkfH DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) hypothetical	protein hypothetical	protein 97.2 1

oqxA__855095__Klebsiella_variicola hypothetical	protein Pyranose	oxidase Major	facilitator	superfamily	transporter Hydroxypyruvate	isomerase Xylose	isomerase-like	TIM	barrel Uncharacterised	protein Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein Glycoprotein	3 Ogr/Delta-like	zinc	finger	family	protein Polarity	suppression	protein	(Fragment) 99.0 1
oqxA__747396__Klebsiella_variicola hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Rhs	element	Vgr	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Dipicolinate	synthase Uncharacterised	protein Phage	integrase	family	site-specific	recombinase Phage	integrase	family	protein DNA-binding	protein 98.7 2
oqxA__529268__Klebsiella_quasivariicola PE-family	protein Transposase	family	protein Uncharacterised	protein Rhs	element	Vgr	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 2
oqxA__578457__Klebsiella_pneumoniae Agmatinase Transposase	family	protein Uncharacterised	protein Rhs	element	Vgr	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Dipicolinate	synthase RES	domain	protein MobA/MobL	family	plasmid	mobilization	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
oqxA__1641458__Klebsiella_pneumoniae Cro/Cl	family	transcriptional	regulator Baseplate Baseplate	protein Baseplate	protein Phage	tail	protein	I Bacteriophage	tail	fiber	protein hypothetical	protein Phage	tail	protein Putative	tail	fiber	protein DNA-invertase	hin Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein hypothetical	protein KamA	family	protein Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Site-specific	DNA-methyltransferase	(adenine-specific) 100.0 2
oqxA__1804097__Klebsiella_pneumoniae hypothetical	protein oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein DNA	primase,	phage/plasmid Clp	protease	ClpB hypothetical	protein CI	repressor AlpA	family	transcriptional	regulator Septation	initiation	protein Phage	polarity	suppression	protein Phage	transcriptional	activator,	Ogr/Delta 100.0 3
oqxA__1598810__Klebsiella_pneumoniae Agmatinase	(Fragment) DNA-binding	transcriptional	regulator,	LysR	family ISEc9-like hypothetical	protein Sortase Tryptophan	synthase	subunit	beta	like	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Uncharacterized	conserved	small	protein Amidophosphoribosyltransferase	(Fragment) Phage	integrase,	N-terminal hypothetical	proteinhypothetical	protein Baseplate	assembly	protein hypothetical	protein IS4-like 100.0 2
oqxA__859693__Klebsiella_pneumoniae Uncharacterised	protein Uncharacterised	protein Sulfate	transporter hypothetical	protein Uncharacterised	protein Uncharacterised	protein Predicted	ATPase Integrase	core	domain	protein Putative	DNA-binding	protein	Ner DNA-binding	helix-turn-helix	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 100.0 5
oqxA__850166__Klebsiella_pneumoniae Aldehyde	dehydrogenase	B	(Lactaldehyde	dehydrogenase) Putative	Fis-type	transcriptional	regulator LysR	family	transcriptional	regulator FMN-dependent	NADH-azoreductase DNA-binding	transcriptional	regulator,	ArsR	family Membrane	protein hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator hypothetical	protein 100.0 27
oqxA__851632__Klebsiella_pneumoniae Beta-hydroxylase Membrane	protein DNA-binding	transcriptional	regulator,	ArsR	family FMN-dependent	NADH-azoreductase LysR	family	transcriptional	regulator Putative	Fis-type	transcriptional	regulator hypothetical	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator hypothetical	protein 100.0 1
oqxA__852154__Klebsiella_pneumoniae Glycine	betaine/proline	betaine	transport	system	ATP-binding	protein	ProV Glycine	betaine/proline	transport	system	permease	protein L-proline	glycine	betaine	binding	ABC	transporter	protein	ProX AzlC	family	protein Branched-chain	amino	acid	transporter	AzlD Transcriptional	repressor	MprA EmrA	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterized	conserved	small	protein Amidophosphoribosyltransferase	(Fragment) Phage	integrase,	N-terminal hypothetical	proteinhypothetical	protein Baseplate	assembly	protein hypothetical	protein hypothetical	protein 100.0 2
oqxA__852779__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Putative	helicase Putative	helicase hypothetical	protein 99.7 36
oqxA__682716__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Reverse	transcriptase	(RNA-dependent	DNA	polymerase) hypothetical	protein ATPase	involved	in	chromosome	partitioning hypothetical	protein Integrase hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
oqxA__533713__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein YpjF	toxin	protein Mu	phage	lytic	protein	YfjZ hypothetical	protein DNA	repair	protein Antirestriction	protein Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein hypothetical	protein Membrane	protein Membrane	protein HSR1-like	GTP-binding	protein hypothetical	protein 100.0 1
oqxA__772922__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Toxin Mu	phage	lytic	protein	YfjZ YeeT	family	protein DNA	repair	protein Antirestriction	protein PF06067	domain	protein Putative	cytoplasmic	protein hypothetical	protein Nitrite	extrusion	2	domain	protein 100.0 1
oqxA__502462__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Toxin Mu	phage	lytic	protein	YfjZ YeeT	family	protein DNA	repair	protein KlcA	family	antirestriction	protein Hypothetical	prophage	protein Putative	cytoplasmic	protein hypothetical	protein hypothetical	protein transposase-like hypothetical	protein Transcriptional	regulator 100.0 2
oqxA__853638__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Toxin Antitoxin Uncharacterized	protein	YkfH UPF0758	protein	YfjY Antirestriction	protein Bacterial	protein	of	uncharacterised	function	(DUF905) hypothetical	protein hypothetical	protein Membrane	protein Transcriptional	regulator Phage	protein GTP-binding	protein 100.0 18
oqxA__1607070__Klebsiella_pneumoniae Ribulose-5-phosphate	4-epimerase	related	epimerase	/	aldolase Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Toxin Antitoxin Uncharacterized	protein	YkfH UPF0758	protein	YfjY Antirestriction	protein Bacterial	protein	of	uncharacterised	function	(DUF905) hypothetical	protein hypothetical	protein Membrane	protein Transcriptional	regulator Phage	protein GTP-binding	protein 100.0 1
oqxA__530349__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Dead/deah	box	helicase	domain	protein IS5-like hypothetical	protein Antirestriction	protein PF06067	domain	protein Putative	cytoplasmic	protein Uncharacterised	protein 100.0 1
oqxA__846094__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Dead/deah	box	helicase	domain	protein Antirestriction	protein PF06067	domain	protein Putative	cytoplasmic	protein Uncharacterised	protein hypothetical	protein Putative	exported	protein 100.0 6
oqxA__764249__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Adenine	phosphoribosyltransferase Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Dead/deah	box	helicase	domain	protein Antirestriction	protein PF06067	domain	protein Putative	cytoplasmic	protein Uncharacterised	protein hypothetical	protein Putative	exported	protein 100.0 2

oqxA__848735__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Toxin hypothetical	protein NTPase hypothetical	protein hypothetical	protein DNA-binding	protein DNA	polymerase hypothetical	protein 100.0 17
oqxA__1846453__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Toxin	CbtA hypothetical	protein DNA	repair	protein	RadC Antirestriction	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__914553__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Toxin	CbtA Antitoxin DNA	repair	protein	RadC hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
oqxA__832422__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Transposase transposase-like Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 100.0 1
oqxA__1872880__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Transposase transposase-like 100.0 1
oqxA__738356__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Antitoxin DNA	repair	protein	RadC-like Domain	of	uncharacterised	function	(DUF932) Putative	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Helicase 100.0 3
oqxA__493299__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein hypothetical	protein Phage	protein hypothetical	protein Toxin Cytoskeleton	bundling-enhancing	protein	CbeA Uncharacterized	protein	YkfH DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) NirD Nickel/cobalt	efflux	system NcrB SIR2	family	protein 99.5 2
oqxA__763936__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cytoskeleton-binding	toxin	CbtA Cytoskeleton	bundling-enhancing	protein	CbeA Uncharacterized	protein	YkfH DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) hypothetical	protein hypothetical	protein hypothetical	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains hypothetical	protein 99.7 2
oqxA__853683__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) Uncharacterised	protein 99.7 3
oqxA__1814077__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein hypothetical	protein KamA	family	protein Transcriptional	repressor Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Site-specific	DNA-methyltransferase	(adenine-specific) 100.0 2
oqxA__849720__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator hypothetical	protein 100.0 6
oqxA__850102__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator hypothetical	protein 100.0 113
oqxA__1857347__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein IS630-like Recombinase Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724)Putative	prophage	protein 100.0 1
oqxA__578453__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18hypothetical	protein Site-specific	DNA-methyltransferase	(adenine-specific) Oxidoreductase,	short	chain	dehydrogenase/reductase	family	protein 100.0 1
oqxA__847172__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.7 2
oqxA__578437__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Integrase Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.7 1
oqxA__841070__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.7 1
oqxA__853686__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein RND	family	efflux	transporter	MFP	subunit Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator hypothetical	protein hypothetical	protein Bacteriophage	replication	protein	A 100.0 7
oqxA__848952__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Integrase Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.7 3
oqxA__931570__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Integrase Bacteriophage	CI	repressor	protein hypothetical	protein Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) Bacteriophage	replication	protein	A 99.7 2

oqxA__859580__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Uncharacterised	protein Integrase Transcriptional	repressor Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) 99.7 3
oqxA__853626__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.7 2
oqxA__822180__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Transposase transposase-like hypothetical	protein 100.0 1
oqxA__526928__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA D-specific	alpha-keto	acid	dehydrogenase hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family 100.0 1
oqxA__850185__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Transcriptional	regulator,	RpiR	family hypothetical	protein 100.0 671
oqxA__708359__Klebsiella_pneumoniae hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein RND	family	efflux	transporter	MFP	subunit Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Transcriptional	regulator,	RpiR	family hypothetical	protein 100.0 1
oqxA__785703__Escherichia_coli hypothetical	protein Transposase Integrase/recombinase transposase-like transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA TnpR	delta2 100.0 4
oqxA__777941__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein Insertion	element	IS1	protein	InsB transposase-like transposase-like transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Transposase 100.0 8
oqxA__876257__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein Transposase transposase-like transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA 100.0 1

oqxA__1599042__Klebsiella_pneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein Extracellular	repeat	protein,	HAF	family AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Transposase	B IS110-like Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Putative	zinc-finger	containing	protein 100.0 1
oqxA__566457__Klebsiella_pneumoniae Type	I	restriction	enzyme	R	subunit Restriction	endonuclease	subunit	S Type	I	restriction-modification	system,	DNA-methyltransferase	subunit	M Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein H-NS-like	DNA-binding	protein hypothetical	protein hypothetical	protein Endonuclease 100.0 1
oqxA__1833690__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein TraK hypothetical	protein hypothetical	protein IS1	transposase	orfB transposase-like Replication	initiation	protein Orf,	hypothetical IS6-like Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein Bleomycin	resistance	protein Transposase transposase-like hypothetical	protein TnpA12 Mrr Nitroreductase Ankyrin	repeat	family	protein Transposase NADPH	azoreductase Transcriptional	regulator,	ArsR	family hypothetical	protein 100.0 2
oqxA__768927__Escherichia_coli Transposase	(Fragment) Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein 99.5 1
oqxA__751180__Escherichia_coli hypothetical	protein hypothetical	protein TraK hypothetical	protein hypothetical	protein IS1	transposase	orfB transposase-like Replication	initiation	protein YcgL	domain-containing	protein	PBPRA1080 IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like Relaxase IS1	transposase transposase-like hypothetical	protein TnpA12 Mrr hypothetical	protein IS6-like Transposase Dihydropteroate	synthase hypothetical	protein hypothetical	protein Short-chain	alcohol	dehydrogenase 100.0 1
oqxA__166508__Salmonella_enterica ATPase	involved	in	chromosome	partitioning DNA	distortion	protein	3 Auxiliary	protein	Bis Initiator	Replication	protein PI	protein Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA 100.0 1
oqxA__532356__Escherichia_coli Bifunctional	uridylyltransferase/uridylyl-removing	enzyme oqxA IS6-like hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Transcriptional	regulator Cyanophycin	synthetase TatA::RecN	fusion	protein IS1	transposase transposase-like Coi C1	temperature	sensitive	variant Replication	protein PdcA 99.7 1
oqxA__527602__Escherichia_coli Transposase hypothetical	protein transposase-like Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein DNA	integrase	form	delta	1 hypothetical	protein hypothetical	protein Transposase	(Fragment) hypothetical	protein Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein Relaxase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Membrane	sensor	protein	UhpC IS66	family	transposase IS66-like transposase-like Baeyer-Villiger	monooxygenase Sugar	transporter	SemiSWEET hypothetical	protein Colicin	V	synthesis	protein	CvaC hypothetical	protein 100.0 1
oqxA__1839194__Escherichia_coli_plasmid mobility mobility TniM	protein hypothetical	protein Dihydrofolate	reductase	type	A7 Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA transposase-like ISEc9-like hypothetical	protein Beta-lactamase Tryptophan	synthase	subunit	beta	like	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family IS66	family	transposase IS66-like transposase-like hypothetical	protein 100.0 3
oqxA__527570__Escherichia_coli transposase-like hypothetical	protein TniM	protein Beta-carotene	15,15'-monooxygenase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein Membrane	sensor	protein	UhpC IS66	family	transposase IS66-like transposase-like Baeyer-Villiger	monooxygenase Sugar	transporter	SemiSWEET hypothetical	protein Colicin	V	synthesis	protein	CvaC hypothetical	protein 100.0 1
oqxA__1836269__Salmonella_enterica_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein 100.0 1
oqxA__1839083__Salmonella_enterica_plasmid hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein hypothetical	protein Short-chain	alcohol	dehydrogenase hypothetical	protein hypothetical	protein Dihydropteroate	synthase 99.7 1

oqxA__1837647__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family YdeA	family	protein Conserved	hyoptetical	protein Conjugation	repressor	protein hypothetical	protein 100.0 1
oqxA__1839093__Salmonella_enterica_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein Beta-lactamase	(Fragment) Fosfomycin	resistance	protein	FosA Uncharacterised	protein hypothetical	protein 99.7 3
oqxA__1837368__Raoultella_ornithinolytica_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein Kanamycin	resistance	protein Ankyrin	repeat	family	protein Beta-lactamase	(Fragment) 99.7 6
oqxA__532676__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein Membrane	sensor	protein	UhpC Dihydropteroate	synthase hypothetical	protein IS6-like hypothetical	protein FipA:	fertility	inhibition	of	IncP	plasmids	protein hypothetical	protein Beta-lactamase	(Fragment) 99.5 1
oqxA__1836396__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein Aminoglycoside	adenylyltransferase Dihydrofolate	reductase Truncated	Class	I	integrase Ankyrin	repeat	family	protein 100.0 9
oqxA__1836144__Salmonella_enterica_plasmid Transposase hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein IS6-like Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Transposase ISCro5-like Ankyrin	repeat	family	protein Aminoglycoside	adenylyltransferase Dihydrofolate	reductase 100.0 1
oqxA__1838438__Salmonella_enterica_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein Aminoglycoside	adenylyltransferase Dihydrofolate	reductase Truncated	Class	I	integrase Ankyrin	repeat	family	protein 99.7 6
oqxA__1837544__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Resolvase 100.0 1
oqxA__528648__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein Membrane	sensor	protein	UhpC Dihydropteroate	synthase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Alcohol	dehydrogenase hypothetical	protein TniM	protein Beta-carotene	15,15'-monooxygenase 100.0 1
oqxA__1839046__Salmonella_enterica_plasmid Thiol:disulfide	interchange	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein IS110-like Ankyrin	repeat	family	protein Kanamycin	resistance	protein IS6-like 99.7 1
oqxA__1827903__Escherichia_coli ResA	resolvase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein Ankyrin	repeat	family	protein Kanamycin	resistance	protein Ankyrin	repeat	family	protein hypothetical	protein Short-chain	alcohol	dehydrogenase 99.7 1
oqxA__1864232__Escherichia_coli hypothetical	protein oqxA IS26-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter 100.0 1
oqxA__116137__Salmonella_enterica Efflux	pump	membrane	transporter oqxA IS6-like Putative	transcriptional	regulator 100.0 1
oqxA__721871__Escherichia_coli hypothetical	protein IS1	transposase transposase-like hypothetical	protein hypothetical	protein TniM	protein IntI1-like DfrA1 Aminoglycoside-3''-adenylyltransferase hypothetical	protein Transposase	(Fragment) Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Transposase	(Fragment) hypothetical	protein hypothetical	protein Relaxase Transposase	(Fragment) hypothetical	protein Membrane	sensor	protein	UhpC Dihydropteroate	synthase hypothetical	protein IS6-like Kanamycin	resistance	protein IS6-like hypothetical	protein hypothetical	protein 100.0 1
oqxA__1639101__Escherichia_coli ISAs1-like Tautomerase	PptA Uncharacterized	protein	YddH hypothetical	protein Transposase transposase-like hypothetical	protein Putative	transposase Transposase Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase hypothetical	protein IS6-like Mobile	element	protein hypothetical	protein Dihydrofolate	reductase Truncated	Class	I	integrase Ankyrin	repeat	family	protein 100.0 1
oqxA__1609048__Escherichia_coli Bleomycin	resistance	protein hypothetical	protein TnpA12 hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA 100.0 1
oqxA__755205__Escherichia_coli Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE IS91-like hypothetical	protein Transposase	TnpA Aminoglycoside	phosphotransferase IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like hypothetical	protein FipA:	fertility	inhibition	of	IncP	plasmids	protein hypothetical	protein Beta-lactamase	(Fragment) D-specific	alpha-keto	acid	dehydrogenase hypothetical	protein hypothetical	protein IS6-like Orf	10	protein Uncharacterised	protein hypothetical	protein 100.0 33

oqxA__531787__Salmonella_sp._SSDFZ69 hypothetical	protein hypothetical	protein MFS	transporter Alpha/beta	hydrolase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Aminoglycoside	3-N-acetyltransferase	(Fragment) hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein Membrane	sensor	protein	UhpC Transposon	Tn10	TetD	protein hypothetical	protein hypothetical	protein Quinolone	resistance	protein	QnrS2 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein 100.0 1
oqxA__829062__Escherichia_coli Efflux	pump	membrane	transporter oqxA Transposase	and	inactivated	derivatives,	TnpA	family Transposase hypothetical	protein hypothetical	protein Quinolone	resistance	protein	QnrS2 Resolvase hypothetical	protein 100.0 1
oqxA__749874__Escherichia_coli Resolvase transposase-like Conjugal	transfer	protein	traG Endonuclease N-acyltransferase	domain-containing	protein hypothetical	protein IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like Alcohol	dehydrogenase hypothetical	protein transposase-like hypothetical	protein 100.0 1
oqxA__1837651__Escherichia_coli_plasmid TnpA Quinolone	resistance	protein	QnrS2 Putative	zinc	metallopeptidase Ankyrin	repeat	family	protein Transposase Endonuclease N-acyltransferase	domain-containing	protein hypothetical	protein IS6-like Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	RecF	protein DNA	helicase hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
oqxA__1626861__Escherichia_coli Endonuclease N-acyltransferase	domain-containing	protein hypothetical	protein IS6-like Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein QACEdelta1	(Fragment) hypothetical	protein Guanylate	kinase hypothetical	protein Aminoglycoside	6-N-acetyltransferase 100.0 1
oqxA__1835825__Escherichia_coli_plasmid Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE Transposase Transposase	TnpA Aminoglycoside	phosphotransferase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein Fosfomycin	resistance	protein	FosA Ankyrin	repeat	family	protein 3'-kinase Tryptophan	synthase	beta	chain	like Beta-lactamase Ankyrin	repeat	family	protein YcdA hypothetical	protein 99.7 2
oqxA__1780598__Escherichia_coli Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Transposase 100.0 1
oqxA__1834654__Salmonella_enterica_plasmid Auxiliary	protein	Bis hypothetical	protein Transposase Transposase IS1294-like hypothetical	protein Transposase hypothetical	protein hypothetical	protein IS6-like Transposase Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein 3'-kinase Tryptophan	synthase	beta	chain	like Beta-lactamase hypothetical	protein Ankyrin	repeat	family	protein Aminoglycoside	phosphotransferase Transposase	TnpA IS1294-like Cytosine-specific	methyltransferase Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system 99.5 2

oqxA__746804__Escherichia_coli_PCN061 hypothetical	protein Transposase IS6-like Insertion	element	IS1	protein	InsB Cytosine-specific	methyltransferase Restriction	endonuclease Resolvase IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like ISSen3-like Transposase RelE	toxin Antitoxin	RelB hypothetical	protein transposase-like mobility hypothetical	protein IntI1-like 100.0 1
oqxA__751636__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE IS91-like hypothetical	protein Transposase	TnpA Aminoglycoside	phosphotransferase IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like hypothetical	protein TnpA12 IS6-like hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	replication	protein 100.0 1
oqxA__1838301__Escherichia_coli_plasmid Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE Cytosine-specific	methyltransferase IS1294-like Transposase	TnpA Aminoglycoside	phosphotransferase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein TraO hypothetical	protein TraG Endonuclease TnpA12 hypothetical	protein transposase-like Transposase Bleomycin	resistance	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__1834588__Salmonella_enterica_plasmid Auxiliary	protein	Bis hypothetical	protein Cytosine-specific	methyltransferase IS1294-like Transposase	TnpA Aminoglycoside	phosphotransferase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein 3'-kinase Tryptophan	synthase	beta	chain	like Beta-lactamase Ankyrin	repeat	family	protein YcdA IPF	100 Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM hypothetical	protein Putative	cytoplasmic	protein hypothetical	protein 99.7 4
oqxA__1834600__Salmonella_enterica_plasmid Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE Cytosine-specific	methyltransferase IS1294-like Transposase	TnpA Aminoglycoside	phosphotransferase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein 3'-kinase Tryptophan	synthase	beta	chain	like Beta-lactamase Ankyrin	repeat	family	protein YcdA IPF	100 Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM hypothetical	protein Putative	cytoplasmic	protein Uncharacterized	protein	YubF 99.7 2
oqxA__751805__Escherichia_albertii Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE IS91-like hypothetical	protein Transposase	TnpA Aminoglycoside	phosphotransferase IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like Beta-lactamase Tryptophan	synthase	beta	chain	like DNA-binding	transcriptional	regulator,	LysR	family IS6-like YcdA IPF	100 Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Putative	cytoplasmic	protein Uncharacterized	protein	YubF Putative	plasmid	SOS	inhibition	protein	B 99.7 1

oqxA__751225__Escherichia_coli Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE IS91-like hypothetical	protein Transposase	TnpA Aminoglycoside	phosphotransferase IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like M23/M37	family	cell	wall	endopeptidase Protein	of	uncharacterised	function	(DUF2933) Cation	transporting	P-type	ATPase CopG	protein	(Fragment) Putative	cation	efflux	system	protein	SilA CusB hypothetical	protein 100.0 1
oqxA__1637068__Klebsiella_pneumoniae Stability	protein	StbE hypothetical	protein IS1294-like hypothetical	protein Transposase	TnpA Aminoglycoside	phosphotransferase IS6-like hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein oqxA TnpA Transposase transposase-like Aminoglycoside	phosphotransferase Integrase hypothetical	protein Aminoglycoside	3'-phosphotransferase hypothetical	protein 3'-kinase Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein 99.7 1
oqxA__533807__Salmonella_enterica_subsp._enterica_serovar_Enteritidis Uncharacterised	protein SrnB	protein Replication	regulatory	protein	RepB hypothetical	protein Tir hypothetical	protein hypothetical	protein hypothetical	protein transposase-like DNA	(Cytosine-5-)-methyltransferase transposase-like transposase-like IS6-like hypothetical	protein oqxA IS6-like Capsule	biosynthesis	protein	CapA hypothetical	protein Integrase Putative	IclR	family	transcriptional	regulator hypothetical	protein 3'-kinase Relaxase	/helicase	(Fragment) hypothetical	protein TetA hypothetical	protein 99.7 1

oqxA__1641954__Escherichia_coli Cytosine-specific	methyltransferase IS1294-like Transposase	TnpA Aminoglycoside	phosphotransferase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein Glutathione	synthetase Transposase	(Fragment) Ankyrin	repeat	family	protein hypothetical	protein CcgC	protein Cobalamin	biosynthesis	protein	CbiX hypothetical	protein CcgEIII ArdR ArdB MucA DNA	polymerase	V	subunit	UmuC 100.0 2
oqxA__1838047__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein Micrococcal	nuclease 3'-kinase Aminoglycoside	3'-phosphotransferase hypothetical	protein Sch	064 hypothetical	protein ISEc9-like Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein IS110-like Glutathione	synthetase Ankyrin	repeat	family	protein hypothetical	protein PpfA UpfA hypothetical	protein 100.0 1
oqxA__1837716__Escherichia_coli_plasmid Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE Cytosine-specific	methyltransferase IS1294-like Transposase	TnpA Aminoglycoside	phosphotransferase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein RepA hypothetical	protein IS110-like Glutathione	synthetase Ankyrin	repeat	family	protein hypothetical	protein LysR	family	transcriptional	regulator transposase-like 16S	rRNA	methylase	(Fragment) Ankyrin	repeat	family	protein hypothetical	protein 99.7 5
oqxA__527558__Escherichia_coli Replication	regulatory	protein	repA2 IncFII	family	protein	plasmid	replication	initiator	RepA YcgL	domain-containing	protein	PBPRA1080 Toxin	RelE2 hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Efflux	pump	membrane	transporter oqxA Membrane	sensor	protein	UhpC Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Putative	cytoplasmic	protein Uncharacterized	protein	YubF IPF	24 IS4-like hypothetical	protein Putative	antirestriction	protein	KlcA Uncharacterized	protein	YubJ YffA YdaB hypothetical	protein 100.0 1
oqxA__527579__Escherichia_coli hypothetical	protein Phage	tail	protein	I Phage	Tail	Collar	domain	protein Phage	tail	protein Caudovirales	tail	fiber	assembly	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Aminoglycoside	3-N-acetyltransferase	(Fragment) hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	membrane	protein	(P1-099) hypothetical	protein TnpA12 100.0 1
oqxA__531391__Salmonella_enterica_subsp._enterica Dihydropteroate	synthase	type-2 hypothetical	protein 3'-kinase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Haloacid	dehalogenase,	type	II hypothetical	protein Aminoglycoside	adenyltransferase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein GTPase hypothetical	protein Site-determining	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Regulatory	protein IS3-like transposase-like hypothetical	protein hypothetical	protein 100.0 1
oqxA__1838201__Salmonella_enterica_plasmid IS91-like Ankyrin	repeat	family	protein Integrase/recombinase Aminoglycoside	adenyltransferase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein IS5-like Beta-lactamase	(Fragment) Ankyrin	repeat	family	protein transposase-like IS1006-like hypothetical	protein 100.0 2
oqxA__1836174__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein Type-F	conjugative	transfer	system	pilin	acetylase	TraX Transposase	Tn3	family	protein hypothetical	protein IS1006-like IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like hypothetical	protein 100.0 1
oqxA__531781__Salmonella_sp._SSDFZ54 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Homeostasis	protein Dihydrofolate	reductase Beta-carotene	15,15'-monooxygenase hypothetical	protein hypothetical	protein transposase-like IS1006-like IS91-like 99.7 1

oqxA__742000__Shigella_flexneri Adhesin	AIDA-I	family	protein YeeP	protein hypothetical	protein IS66	transposase transposase-like hypothetical	protein IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like IS4-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein Polyamine-transporting	ATPase IS6-like IS3-like hypothetical	protein hypothetical	protein DNA-binding	protein 100.0 2
oqxA__926080__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein EamA	family	transporter transposase-like hypothetical	protein IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like Bleomycin	resistance	protein hypothetical	protein hypothetical	protein Aminoglycoside	adenylyltransferase Dihydrofolate	reductase IntI1	integrase IS6-like Beta-lactamase	(Fragment) IS6-like Insertion	element	IS1	protein	InsB Putative	exported	protein AraC	family	transcriptional	regulator 100.0 1
oqxA__1838407__Escherichia_coli_plasmid TnpA Quinolone	resistance	protein	QnrS2 Putative	zinc	metallopeptidase Ankyrin	repeat	family	protein Transposase Endonuclease N-acyltransferase	domain-containing	protein hypothetical	protein IS6-like Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like hypothetical	protein hypothetical	protein Ester	cyclase AraC	family	transcriptional	regulator hypothetical	protein transposase-like LysR	family	transcriptional	regulator hypothetical	protein 99.5 1
oqxA__1862486__Salmonella_enterica IS91-like IS1006-like transposase-like IS26-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like Transposase	(Fragment) hypothetical	protein hypothetical	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family Dihydropteroate	synthase Orf5	protein IS26-like Aminoglycoside	adenylyltransferase Dihydrofolate	reductase Truncated	Class	I	integrase IS26-like hypothetical	protein 100.0 4
oqxA__647718__Escherichia_coli Mercury(II)	reductase Mercuric	resistance	regulator	protein	MerD Mercuric	ion	transport	protein Urf2	protein TniA	transposase IS6-like Kanamycin	resistance	protein IS6-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS6-like hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein Membrane	sensor	protein	UhpC Toxin	RelE2 YcgL	domain-containing	protein	PBPRA1080 Putative	transposase S025	protein WYL	domain-containing	protein Putative	inner	membrane	protein	(DUF1819) Cytoplasmic	protein hypothetical	protein 100.0 1
oqxA__1643088__Escherichia_coli ISCfr8-like Ankyrin	repeat	family	protein Aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	A7 hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.7 1
oqxA__1834253__Escherichia_coli_plasmid Helix-turn-helix	domain	protein Ankyrin	repeat	family	protein Aminoglycoside	adenylyltransferase Dihydrofolate	reductase hypothetical	protein TniM	protein Transposase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like 100.0 3
oqxA__1838017__Escherichia_coli_plasmid TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) 3'-kinase Aminoglycoside	3'-phosphotransferase hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like 99.5 1
oqxA__527595__Escherichia_coli TetA hypothetical	protein Relaxase	/helicase	(Fragment) 3'-kinase hypothetical	protein Putative	IclR	family	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Relaxase hypothetical	protein hypothetical	protein Membrane	sensor	protein	UhpC TatA::RecN	fusion	protein Transposase hypothetical	protein hypothetical	protein SamA	protein Impb	protein hypothetical	protein 99.5 1
oqxA__527562__Escherichia_coli Aminoglycoside	adenylyltransferase	(Fragment) hypothetical	protein 3'-kinase hypothetical	protein Conserved	domain	protein transposase-like hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein Relaxase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Membrane	sensor	protein	UhpC TatA::RecN	fusion	protein Relaxase	/helicase	(Fragment) hypothetical	protein TetA Phage	integrase	SAM-like	domain	protein transposase-like 100.0 1
oqxA__1837837__Escherichia_coli_plasmid hypothetical	protein Macrolide	phosphotransferase Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Transposase	(Fragment) IS6-like Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein Toxin	RelE2 Putative	exonuclease	protein Putative	cytoplasmic	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__1837598__Escherichia_coli_plasmid Putative	transposase Ankyrin	repeat	family	protein Aminoglycoside	adenylyltransferase Dihydrofolate	reductase hypothetical	protein TniM	protein Transposase Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein Toxin	RelE2 Putative	exonuclease	protein Putative	cytoplasmic	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1

oqxA__1838483__Salmonella_enterica_plasmid Aminoglycoside	adenylyltransferase Putative	phosphoserine	phosphatase Pseudouridine	synthase IntI1-like Ankyrin	repeat	family	protein hypothetical	protein TniM	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Bleomycin	resistance	protein hypothetical	protein IS5-like Beta-lactamase	(Fragment) hypothetical	protein ISEc9-like Peptidase	M23 Copper	resistant	protein	PcoE Transcriptional	regulator,	contains	XRE-family	HTH	domain 99.7 2
oqxA__1835659__Escherichia_coli_plasmid Putative	transposase Truncated	transposase IS6-like hypothetical	protein hypothetical	protein Aac(3)IV Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA IS6-like Glycosyl	transferase,	group	1 IS6-like Ankyrin	repeat	family	protein Transposon	Tn21	resolvase LysR	family	transcriptional	regulator transposase-like 16S	rRNA	methylase	(Fragment) Ankyrin	repeat	family	protein hypothetical	protein IS5-like 100.0 1
oqxA__1836106__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase/IS	protein Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein Putative	ABC	transporter	ATP-binding	protein LysR	family	transcriptional	regulator transposase-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.7 2
oqxA__521648__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA Uncharacterised	protein hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Efflux	pump	membrane	transporter oqxA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein transposase-like Vancomycin	resistance	protein	VanJ Transposase Dihydropteroate	synthase hypothetical	protein hypothetical	protein Short-chain	alcohol	dehydrogenase hypothetical	protein IPF	24 100.0 1

oqxA__1855527__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein Integrase Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 100.0 1
oqxA__854480__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Integrase Repressor	protein	cI Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 100.0 1
oqxA__1885936__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Flavin-dependent	thymidylate	synthase hypothetical	protein Integrase Bacteriophage	CI	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Protein	of	uncharacterised	function	(DUF2724) Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Site-specific	DNA-methyltransferase	(adenine-specific) hypothetical	protein 99.7 2

oqxA__840158__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18TraR/DksA	family	transcriptional	regulator Transcriptional	regulator,	RpiR	family hypothetical	protein 100.0 1
oqxA__822294__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Regulatory	protein	cII Predicted	bacteriophage	proteinPutative	uncharacterized	protein	ORFC-like	in	prophage	regionCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Zinc-finger	containing	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) hypothetical	protein 99.7 2
oqxA__849086__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Regulatory	protein	cII Predicted	bacteriophage	proteinPutative	uncharacterized	protein	ORFC-like	in	prophage	regionCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Zinc-finger	containing	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) hypothetical	protein 100.0 86
oqxA__843312__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein	cI Putative	phage	regulatory	protein Regulatory	protein	cII Predicted	bacteriophage	proteinPutative	uncharacterized	protein	ORFC-like	in	prophage	regionCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Zinc-finger	containing	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) hypothetical	protein 99.7 39
oqxA__846158__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Integrase Phage	repressor	protein	cI Putative	phage	regulatory	protein Regulatory	protein	cII Predicted	bacteriophage	proteinPutative	uncharacterized	protein	ORFC-like	in	prophage	regionCorresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Zinc-finger	containing	protein Retron	EC67	DNA	adenine	methylase	(ORF1-EC67	DAM)(M.Eco67Dam) hypothetical	protein 100.0 5
oqxA__684362__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__850131__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein H-NS-like	DNA-binding	protein hypothetical	protein hypothetical	protein DNA	helicase 100.0 20
oqxA__862788__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Putative	plasmid	replication	protein hypothetical	protein 99.7 1
oqxA__857949__unknown Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Conserved	domain	protein Replication	protein 99.7 3
oqxA__863005__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein Dipicolinate	synthase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Conserved	domain	protein Replication	protein 100.0 1
oqxA__848115__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein H-NS-like	DNA-binding	protein Uncharacterised	protein Sel1	repeat	protein DNA-binding	protein 100.0 3
oqxA__870555__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein hypothetical	protein Putative	Putative	DNA	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein H-NS-like	DNA-binding	protein Uncharacterised	protein Replication	protein hypothetical	protein 100.0 1

oqxA__847553__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein NIPSNAP	family	protein Dipicolinate	synthase 100.0 1
oqxA__1861838__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Hemin	importer	ATP-binding	subunit hypothetical	protein 99.7 3
oqxA__849214__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Uncharacterised	protein IS3-like transposase-like hypothetical	protein Integrase 100.0 218
oqxA__856985__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Multidrug	resistance	efflux	pump	SepA Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Uncharacterised	protein IS3-like transposase-like hypothetical	protein Integrase 100.0 8
oqxA__852242__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Uncharacterised	protein IS3-like transposase-like hypothetical	protein Integrase 100.0 10
oqxA__709149__Klebsiella_pneumoniae Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter hypothetical	protein oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator hypothetical	protein hypothetical	protein Plasmid-like	protein Uncharacterised	protein IS3	family	transposase transposase-like hypothetical	protein Integrase hypothetical	protein 100.0 1
oqxA__1608955__Klebsiella_pneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Uncharacterised	protein Transposase hypothetical	protein IS3-like transposase-like hypothetical	protein 100.0 2

oqxA__853434__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein YwjB hypothetical	protein 100.0 9
oqxA__846424__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein YwjB hypothetical	protein 99.7 17
oqxA__848877__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 21
oqxA__1855369__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__848316__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein IS3-like transposase-like Uncharacterised	protein AYP/GTP-binding	protein Uncharacterised	protein hypothetical	protein 99.7 32
oqxA__609212__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Uncharacterised	protein Uncharacterised	protein Transposase hypothetical	protein 100.0 1

oqxA__846260__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Membrane	protein Putative	inner	membrane	protein Transposase Transposase hypothetical	protein 100.0 4
oqxA__773207__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Response	regulator	receiver	protein hypothetical	protein DNA	helicase Multiubiquitin hypothetical	protein 100.0 1
oqxA__856431__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein transposase-like hypothetical	protein Uncharacterised	protein 100.0 3
oqxA__1641372__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein hypothetical	protein hypothetical	protein hypothetical	protein Metallophosphoesterase RNA	polymerase	sigma	factor hypothetical	protein 99.7 1
oqxA__849161__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein Aminoglycoside	phosphotransferase hypothetical	protein AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Relaxase/mobilization	nuclease	domain	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	phage	protein Putative	phage	protein 100.0 28
oqxA__849056__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein Aminoglycoside	phosphotransferase hypothetical	protein AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Relaxase Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	phage	protein Putative	phage	protein 100.0 140
oqxA__534019__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein Aminoglycoside	phosphotransferase hypothetical	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cytochrome	C	biogenesis	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	phage	protein hypothetical	protein 100.0 1
oqxA__861038__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Relaxase Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	phage	protein Putative	phage	protein 100.0 8
oqxA__852120__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Relaxase/mobilization	nuclease	domain	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	phage	protein hypothetical	protein 100.0 19

oqxA__926958__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Relaxase Uncharacterised	protein hypothetical	protein hypothetical	protein IS1	transposase transposase-like hypothetical	protein Putative	phage	protein hypothetical	protein 100.0 1
oqxA__926215__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Relaxase Uncharacterised	protein hypothetical	protein hypothetical	protein IS1	transposase transposase-like hypothetical	protein 100.0 1
oqxA__823397__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein Aminoglycoside	phosphotransferase hypothetical	protein AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein N-substituted	formamide	deformylase Uncharacterised	protein hypothetical	protein hypothetical	protein Insertion	element	IS1	protein	InsB transposase-like ISKpn21-like TolA hypothetical	protein 100.0 1
oqxA__927382__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Relaxase Uncharacterised	protein hypothetical	protein hypothetical	protein Insertion	element	IS1	protein	InsB transposase-like ISKpn21-like TolA hypothetical	protein 100.0 2

oqxA__841014__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein IS3-like transposase-like hypothetical	protein hypothetical	protein hypothetical	protein Chromosome	partitioning	protein	ParA Gifsy-2	prophage	protein hypothetical	protein 100.0 12
oqxA__856225__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase 99.7 2
oqxA__1877577__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Predicted	DNA-bining	transcriptional	regulator 100.0 1
oqxA__754598__Klebsiella_pneumoniae hypothetical	protein IS3-like IS1236	transposase	family	protein hypothetical	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein hypothetical	protein Predicted	DNA-bining	transcriptional	regulator hypothetical	protein hypothetical	protein Dipicolinate	synthase Uncharacterised	protein Uncharacterised	protein Membrane	protein Cell-wall	binding	lipofamily	protein Lipoprotein 100.0 2
oqxA__613112__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein Regulatory	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Membrane	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Relaxase/mobilization	nuclease	topoisomerase/primase	fusion	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__850121__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phage	integrase	family	site-specific	recombinase DNA	internalization-related	competence	protein	ComEC/Rec2 Uncharacterised	protein DNA	polymerase	theta	(Helicase	domain	only) DNA-binding	protein	(Fragment) DNA-binding	prophage	protein transposase-like hypothetical	protein IS3	family	element,	transposase	orfB Uncharacterised	protein 100.0 112
oqxA__862315__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phage	integrase	family	site-specific	recombinase DNA	internalization-related	competence	protein	ComEC/Rec2 Uncharacterised	protein DNA	polymerase	theta	(Helicase	domain	only) DNA-binding	protein	(Fragment) DNA-binding	prophage	protein transposase-like hypothetical	protein IS3	family	element,	transposase	orfB Uncharacterised	protein 100.0 5
oqxA__806532__Klebsiella_variicola AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Phage	integrase	family	site-specific	recombinase DNA	internalization-related	competence	protein	ComEC/Rec2 Uncharacterised	protein DNA	polymerase	theta	(Helicase	domain	only) Putative	branched	chain	amino	acid	transport	protein transposase-like IS3-like Uncharacterised	protein 99.5 3
oqxA__531518__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein Phage	integrase	family	site-specific	recombinase Reverse	transcriptase DNA	internalization-related	competence	protein	ComEC/Rec2 hypothetical	protein hypothetical	protein DNA	polymerase	theta	(Helicase	domain	only) Putative	branched	chain	amino	acid	transport	protein hypothetical	protein 100.0 2
oqxA__1641406__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family DNA	polymerase	III	subunit	epsilon Efflux	pump	membrane	transporter oqxA Ankyrin	repeat	family	protein PF06067	domain	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein DeoR	faimly	transcriptional	regulator Oxidoreductase Uncharacterised	protein Phage	transcriptional	regulator	AlpA hypothetical	protein Prophage	CP4-57	integrase	(Fragment) hypothetical	protein 99.7 1
oqxA__532387__Klebsiella_pneumoniae hypothetical	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein IS5-like Transposase	(Fragment) Efflux	pump	membrane	transporter oqxA IS5-like Sporulation	initiation	inhibitor	protein	soj Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Transcriptional	regulator,	RpiR	family Bacteriophage	replication	protein	A Anaerobic	ribonucleoside-triphosphate	reductase 100.0 1
oqxA__1889227__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS5-like Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Site-specific	DNA-methyltransferase	(adenine-specific) Bacteriophage	replication	protein	A Reverse	transcriptase 100.0 5
oqxA__755113__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA IS5-like Integrase Phage	repressor	protein Rha	family	transcriptional	regulator Phage	regulatory	protein FIL	protein Putative	prophage	protein Corresponds	to	STY3665	from	Accession	AL513382:	Salmonella	typhi	CT18Transcriptional	regulator,	TraR/DksA	family Transcriptional	regulator,	RpiR	family Bacteriophage	replication	protein	A Reverse	transcriptase 100.0 3

oqxA__578821__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Phage	tail	protein Phage	tail	protein Bacteriophage	protein	GP48 Phage	baseplate	protein GP46	family	protein Phage	baseplate	protein Phage	tail	protein hypothetical	protein 99.5 1
oqxA__567925__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein IS5-like N5-carboxyaminoimidazole	ribonucleotide	mutase N5-carboxyaminoimidazole	ribonucleotide	synthase tRNA	2-selenouridine	synthase Outer	membrane	protein hypothetical	protein 99.7 2
oqxA__753149__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Toxin	CbtA Antitoxin YeeT	family	protein DNA	repair	protein	RadC hypothetical	protein Restriction	endonuclease PF06067	domain	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein DeoR	faimly	transcriptional	regulator hypothetical	protein 99.7 1
oqxA__630957__Klebsiella_pneumoniae_BIDMC_13 Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Phage	tail	protein	E Phage	tail	tape	measure	protein Phage	tail	protein Late	control	gene	D	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 1
oqxA__1830210__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein Putative	inner	membrane	ABC	transporter	ATP-binding	protein	yddA hypothetical	protein UPF0701	protein	YicC Carboxyvinyl-carboxyphosphonate	phosphorylmutase O6-methylguanine-DNA	methyltransferase Chloride	transporter,	chloride	channel	(ClC)	family UPF0126	inner	membrane	protein	yicG hypothetical	protein 100.0 2
oqxA__755426__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein ISKpn28-like Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase hypothetical	protein 100.0 2
oqxA__748858__Klebsiella_pneumoniae hypothetical	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein IS5-like Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 100.0 1
oqxA__853649__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE CBS/transporter	associated	domain	protein Predicted	inner	membrane	protein hypothetical	protein 100.0 6
oqxA__773154__Klebsiella_pneumoniae_subsp._pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 99.7 5
oqxA__1637159__Klebsiella_pneumoniae hypothetical	protein AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family ISEc9-like hypothetical	protein Sch	064 Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE TniA	transposase PrgP Protein	GrpE hypothetical	protein 100.0 4
oqxA__850028__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 100.0 908

oqxA__506803__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE hypothetical	protein Chromosome-partitioning	protein	Spo0J Protein	GrpE Macrolide	phosphotransferase DUF397	domain-containing	protein 99.7 2
oqxA__755413__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter ISEc9-like hypothetical	protein hypothetical	protein UDP-glucose	6-dehydrogenase oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 100.0 12
oqxA__850043__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN NAD	kinase Protein	GrpE hypothetical	protein 100.0 918
oqxA__529797__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein hypothetical	protein Transposase Phage	P4-associated	integrase hypothetical	protein SsrA-binding	protein Ubiquinone-binding	protein Protein	RnfH Outer	membrane	protein	assembly	factor	BamE DNA	repair	protein	RecN 100.0 2

oqxA__850161__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein hypothetical	protein YkvO hypothetical	protein hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein Uncharacterised	protein hypothetical	protein 99.7 29
oqxA__852883__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO OLD	family	TOPRIM	nucleotidyl	transferase/hydrolase	domain	protein DNA	helicase hypothetical	protein 100.0 16
oqxA__814208__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO Transposase Putative	transposase ATPase hypothetical	protein 100.0 5
oqxA__841375__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Cupin	domain-containing	protein DNA-binding	protein YkvO hypothetical	protein hypothetical	protein D-galactonate	dehydratase	family	member	SeV	A0456 Gluconate	5-dehydrogenase Putative	hexonate	sugar	transport	protein 100.0 4

oqxA__850069__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Regulatory	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein (P)ppGpp	synthetase 100.0 16
oqxA__531158__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein Plasmid-like	protein Regulatory	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein IS5-like Relaxase/mobilization	nuclease	domain	protein 100.0 1
oqxA__1606551__Klebsiella_pneumoniae ORF454	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein hypothetical	protein Plasmid-like	protein Regulatory	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Relaxase/mobilization	nuclease	domain	protein hypothetical	protein 100.0 1
oqxA__852275__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Regulatory	protein Uncharacterised	protein Membrane	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Relaxase/mobilization	nuclease	topoisomerase/primase	fusion	protein hypothetical	protein 99.7 19
oqxA__862096__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Regulatory	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Relaxase/mobilization	nuclease	domain	protein 99.7 1
oqxA__931538__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein oqxA AraC	family	transcriptional	regulator Flavin	reductase hypothetical	protein hypothetical	protein Plasmid-like	protein Regulatory	protein hypothetical	protein Plasmid	replication	protein Replicase	family	protein Uncharacterised	protein Membrane	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Relaxase/mobilization	nuclease	domain	protein 100.0 1
oqxA__849521__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Regulatory	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Relaxase/mobilization	nuclease	domain	protein hypothetical	protein 99.7 14
oqxA__854916__Klebsiella_variicola AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family transposase-like Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Regulatory	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Relaxase/mobilization	nuclease	domain	protein hypothetical	protein 99.2 1

oqxA__862617__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator hypothetical	protein Dipicolinate	synthase RES	domain	protein MobA/MobL	family	plasmid	mobilization	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 99.7 2
oqxA__862819__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein Dipicolinate	synthase RES	domain	protein MobA/MobL	family	plasmid	mobilization	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__857387__unknown Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein YfjL Helicase	domain	protein Transposase	IS3 Putative	transposase	TnpP hypothetical	protein 99.7 9
oqxA__493531__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein ABC-type	transport	system	involved	in	multi-copper	enzyme	maturation,	permease	component Tetracycline	resistance	protein hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein hypothetical	protein Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator hypothetical	protein Plasmid-like	protein hypothetical	protein hypothetical	protein Transposase hypothetical	protein Helicase	domain	protein Transposase	IS3 hypothetical	protein 99.7 1
oqxA__668214__Klebsiella_aerogenes Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Putative	TetR	family	transcriptional	regulator Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein YfjL Helicase	domain	protein Transposase	IS3 Putative	transposase	TnpP hypothetical	protein hypothetical	protein 99.7 1
oqxA__847093__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein IS3-like Putative	transposase	TnpP hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
oqxA__741506__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein IS3-like Putative	transposase	TnpP Relaxase/mobilization	nuclease	family	protein Uncharacterised	protein hypothetical	protein 100.0 2
oqxA__848945__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein GTPase-like	protein hypothetical	protein hypothetical	protein 100.0 80
oqxA__566863__Klebsiella_pneumoniae hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative hypothetical	protein Plasmid	mobilization	protein Transposase	family	protein Adenine	phosphoribosyltransferase Efflux	pump	membrane	transporter oqxA hypothetical	protein Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster hypothetical	protein hypothetical	protein IS5-like hypothetical	protein Integrase	core	domain	protein transposase-like hypothetical	protein hypothetical	protein 100.0 1
oqxA__851403__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Putative	transcriptional	regulator Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Transcription	regulator	protein	of	MDR	efflux	pump	cluster Plasmid-like	protein IS3-like IS3-like Uncharacterised	protein RNA-directed	DNA	polymerase hypothetical	protein hypothetical	protein hypothetical	protein Nuclease	NucT 99.7 22
oqxA__1843486__Klebsiella_pneumoniae Glutamine	ABC	transporter	ATP-binding	protein Amino	acid	ABC	transporter	substrate-binding	protein 2-Oxobutyrate	oxidase,	putative AP	endonuclease,	family	2 Agmatinase DNA-binding	transcriptional	regulator,	LysR	family Transposase/IS	protein Efflux	pump	membrane	transporter oqxA AraC	family	transcriptional	regulator Flavin	reductase Glutamine	ABC	transporter	ATP-binding	protein Plasmid-like	protein IS3-like IS3-like Uncharacterised	protein RNA-directed	DNA	polymerase hypothetical	protein 97.7 1
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