
ACT-6__1594612__Enterobacter_oligotrophica Transport	permease	protein 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Transcriptional	regulator,	LuxR	family Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit hypothetical	protein Elongation	factor	P--(R)-beta-lysine	ligase Phage	integrase	family	protein hypothetical	protein hypothetical	protein hypothetical	protein 91.6 1
ACT-14__1602633__Enterobacteriaceae_bacterium Exclusion	suppressor	FxsA Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Transporter Fluoroquinolone	resistance	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-14 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit hypothetical	protein Elongation	factor	P--(R)-beta-lysine	ligase Phage	integrase	family	protein Peptidase 90.0 1
ACT-14__770276__Enterobacter_cloacae Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Transcriptional	regulator,	LuxR	family Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-14 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 93.4 5
ACT-7__1633540__Enterobacter_hormaechei Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-7 LysR	substrate	binding	domain	protein Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Phage	integrase	family	protein Peptidase 99.0 46
ACT-7__747729__Enterobacter_hormaechei_subsp._steigerwaltii Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-7 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 99.2 92
ACT-7__790026__Enterobacter_hormaechei_subsp._steigerwaltii Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-7 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 99.7 424
ACT-7__1866657__Enterobacter_hormaechei Sec	translocon	accessory	complex	subunit	YajC Protein	translocase	subunit	SecD Protein-export	membrane	protein	SecF Glyoxalase DNA-binding	transcriptional	regulator Nucleoside-specific	channel-forming	protein YajI Transcriptional	repressor	NrdR Riboflavin	biosynthesis	protein	RibD 6,7-dimethyl-8-ribityllumazine	synthase N	utilization	substance	protein	B	homolog Thiamine-monophosphate	kinase ACT-7 LysR	substrate	binding	domain	protein Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Mechanosensitive	ion	channel	family	protein 99.7 1

ACT-14__793241__Enterobacter_hormaechei Exclusion	suppressor	FxsA Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-14 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 99.2 173
ACT-5__747578__Enterobacter_cloacae hypothetical	protein 10	kDa	chaperonin 60	kDa	chaperonin Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein hypothetical	protein ACT-5 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 99.7 6

ACT-12__790173__Enterobacter_ludwigii Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Inner	membrane	protein	yjeH 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Transcriptional	regulatory	protein	entR Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-12 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 99.5 35
ACT-9__642010__Enterobacter_kobei L-methionine/branched-chain	amino	acid	transporter 10	kDa	chaperonin Asparagine	synthetase	B	[glutamine-hydrolyzing] Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-9 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 96.6 51
ACT-9__679986__Enterobacter_kobei L-methionine/branched-chain	amino	acid	transporter 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-9 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM hypothetical	protein hypothetical	protein Type	IV	secretory	pathway,	VirD2	components	(Relaxase) 98.4 6
ACT-6__820030__Enterobacter_chuandaensis Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 95.0 2
ACT-6__758655__Enterobacter_bugandensis Inner	membrane	protein	YjeH 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein hypothetical	protein hypothetical	protein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit	(Fragment) Uncharacterised	protein Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Mechanosensitive	ion	channel	family	protein 94.5 34
ACT-6__1804213__Enterobacter_asburiae Aspartate	aminotransferase 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit hypothetical	protein Elongation	factor	P--(R)-beta-lysine	ligase Phage	integrase	family	protein Peptidase 95.8 1

ACT-6__800101__Enterobacter_cloacae Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Tyrosine	transporter 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 92.7 3
ACT-6__809314__Enterobacter_cloacae Type	I	restriction	enzyme	M	protein 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 95.0 1
ACT-6__776122__Enterobacter_sp._HN503E2II Aspartate	ammonia-lyase Exclusion	suppressor	FxsA L-methionine/branched-chain	amino	acid	transporter 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 95.0 14
ACT-6__821716__Enterobacter_asburiae Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Chromosome	partitioning	protein	ParB 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 96.9 10
ACT-2__804730__Enterobacter_sp._CGMCC_5087 Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Chromosome	partitioning	protein	ParB 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-2 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Mechanosensitive	ion	channel	family	protein Protein	pecM 99.2 69
ACT-6__552076__Enterobacter_cloacae Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Chromosome	partitioning	protein	ParB 10	kDa	chaperonin Asparagine	synthetase	B	[glutamine-hydrolyzing] Tn5252 EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit hypothetical	protein Mechanosensitive	ion	channel	family	protein Protein	pecM 98.7 3

ACT-6__784217__Enterobacter_sichuanensis Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Inner	membrane	protein	yjeH 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Mechanosensitive	ion	channel	family	protein Protein	pecM 92.1 5
ACT-6__919119__Lelliottia_nimipressuralis Aspartate	ammonia-lyase Exclusion	suppressor	FxsA L-methionine/branched-chain	amino	acid	transporter 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Mechanosensitive	ion	channel	family	protein Phosphatidylserine	decarboxylase	proenzyme 95.0 2
ACT-6__551799__Enterobacter_cloacae Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Malate	Na(+)	symporter 10	kDa	chaperonin Asparagine	synthetase	B	[glutamine-hydrolyzing] Tn5252 EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Putative	5-oxoprolinase	OplA	(5-oxo-l-prolinase)	(Pyroglutamase)	(5-opase) Protein	pecM 92.4 3
ACT-6__675032__Enterobacter_genomosp._O Exclusion	suppressor	FxsA Malate	Na(+)	symporter 10	kDa	chaperonin 60	kDa	chaperonin Transposase hypothetical	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Mechanosensitive	ion	channel	family	protein Protein	pecM 93.9 1

ACT-10__1791247__Serratia_fonticola Aspartokinase Uncharacterised	protein ASCH	domain-containing	protein Putative	lipoprotein	signal	peptide MFS	transporter Transcriptional	regulator,	LysR	family hypothetical	protein hypothetical	protein Glycosyl	hydrolase Putative	lipoprotein ACT-10 Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase RNA	pseudouridine	synthase Thymidylate	kinase YhjC MFS	transporter Glyoxalase NUDIX	hydrolase Acetyltransferase Glycine	oxidase	ThiO Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein hypothetical	protein hypothetical	protein 76.1 1
ACT-6__1828748__Serratia_fonticola hypothetical	protein Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family 4-hydroxyproline	epimerase D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein Glycosyl	hydrolase ACT-6 Alpha/beta	hydrolase Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase hypothetical	protein RNA	pseudouridine	synthase Putative	membrane	protein hypothetical	protein hypothetical	protein Glyoxalase NUDIX	hydrolase Acetyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein Dihydrofolate	reductase 75.3 2
ACT-9__1828774__Serratia_fonticola hypothetical	protein Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family 4-hydroxyproline	epimerase D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein Glycosyl	hydrolase ACT-9 Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase RNA	pseudouridine	synthase NUDIX	hydrolase Acetyltransferase Glycine	oxidase	ThiO hypothetical	protein hypothetical	protein Multiple	stress	resistance	protein	BhsA Heavy	metal	transport/detoxification	protein Transcriptional	regulator ATPase 74.1 1
ACT-12__668243__Serratia_fonticola hypothetical	protein Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family 4-hydroxyproline	epimerase D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein Glycoside	hydrolase ACT-12 Alpha/beta	hydrolase Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase RNA	pseudouridine	synthase Uncharacterised	protein hypothetical	protein NUDIX	hydrolase Acetyltransferase Glycine	oxidase	ThiO Uncharacterised	protein hypothetical	protein Dihydrofolate	reductase 75.6 1
ACT-6__1855673__Serratia_fonticola hypothetical	protein Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family 4-hydroxyproline	epimerase D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein Glycosyl	hydrolase ACT-6 Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase hypothetical	protein RNA	pseudouridine	synthase Uncharacterised	protein hypothetical	protein NUDIX	hydrolase hypothetical	protein hypothetical	protein Glycine	oxidase	ThiO Uncharacterised	protein hypothetical	protein Dihydrofolate	reductase Multiple	stress	resistance	protein	BhsA Heavy	metal	transport/detoxification	protein Transcriptional	regulator 75.6 1
ACT-12__754999__Serratia_sp._3ACOL1 hypothetical	protein Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family 4-hydroxyproline	epimerase D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein Glycoside	hydrolase ACT-12 Alpha/beta	hydrolase Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase hypothetical	protein RNA	pseudouridine	synthase Uncharacterised	protein Glyoxalase NUDIX	hydrolase Acetyltransferase Glycine	oxidase	ThiO Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein Phosphoserine	phosphatase hypothetical	protein 75.9 1
ACT-6__748044__Serratia_fonticola hypothetical	protein Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family 4-hydroxyproline	epimerase D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein Glycoside	hydrolase ACT-6 Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase RNA	pseudouridine	synthase Uncharacterised	protein Glyoxalase NUDIX	hydrolase Acetyltransferase Glycine	oxidase	ThiO Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein hypothetical	protein Deoxycytidylate	deaminase 75.6 2
ACT-6__1640105__Serratia_fonticola hypothetical	protein Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family Zinc	ABC	transporter	substrate-binding	protein D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein Glycosyl	hydrolase ACT-6 Phenazine	biosynthesis	protein	PhzF hypothetical	protein Histidine	phosphatase hypothetical	protein RNA	pseudouridine	synthase NUDIX	hydrolase Acetyltransferase hypothetical	protein Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein Glyoxalase hypothetical	protein hypothetical	protein Glycine/betaine	ABC	transporter	substrate-binding	protein 75.3 1

ACT-6__1791017__Serratia_fonticola Ketoglutarate	semialdehyde	dehydrogenase 4-hydroxy-tetrahydrodipicolinate	synthase Transcriptional	regulator,	AraC	family 4-hydroxyproline	epimerase D-amino-acid	oxidase Sarcosine	oxidase	alpha	subunit Putative	oxidoreductase hypothetical	protein hypothetical	protein Glycosyl	hydrolase ACT-6 Phenazine	biosynthesis	protein	PhzF Histidine	phosphatase RNA	pseudouridine	synthase Thymidylate	kinase Putative	lactoylglutathione	lyase hypothetical	protein NUDIX	hydrolase Acetyltransferase Myo-inositol	2-dehydrogenase Uncharacterised	protein Uncharacterised	protein 3,4-dihydroxyphenylacetate	2,3-dioxygenase hypothetical	protein 76.6 1
ACT-6__552237__Leclercia_sp._UBA5076 hypothetical	protein Oxidoreductase Geranylgeranyl	pyrophosphate	synthase GGDEF-domain	containing	protein Oxidoreductase Membrane	protein Short-chain	dehydrogenase/reductase	SDR CTP:molybdopterin	cytidylyltransferase Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase ACT-6 hypothetical	protein Export	and	assembly	usher	protein	of	type	1	fimbriae Fimbrial	assembly	protein hypothetical	protein Oxidoreductase hypothetical	protein Flagellar	basal	body	P-ring	biosynthesis	protein	FlgA 70.8 7
ACT-12__551819__Leclercia_adecarboxylata Membrane	protein Uncharacterised	protein Short-chain	dehydrogenase/reductase	SDR Putative	HxlR	family	transcriptional	regulator Oxidoreductase Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase Chromate	resistance	protein Chromate	transporter Acetyltransferase AsnC	family	transcriptional	regulator Threonine	transporter ACT-12 hypothetical	protein Carboxy-S-adenosyl-L-methionine	synthase 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein Transcriptional	regulator Oxidoreductase LacI	family	transcriptional	regulator PTS	mannitol	transporter	subunit	IIA PTS	ascorbate	transporter	subunit	IIB PTS	ascorbate	transporter	subunit	IIC Allulose-6-phosphate	3-epimerase 73.0 2
ACT-12__551745__Leclercia_adecarboxylata hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator Aminopeptidase Oxidoreductase Membrane	protein Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase ACT-12 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein Transcriptional	regulator Oxidoreductase LacI	family	transcriptional	regulator PTS	mannitol	transporter	subunit	IIA PTS	ascorbate	transporter	subunit	IIB PTS	ascorbate	transporter	subunit	IIC Allulose-6-phosphate	3-epimerase PTS	fructose	transporter	subunit	IIA PTS	fructose	transporter	subunit	IIB hypothetical	protein 72.4 1
ACT-12__749134__Leclercia_adecarboxylata hypothetical	protein Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase Acetyltransferase Tetrathionate	reductase	alpha	subunit Tetrathionate	reductase	subunit	C Tetrathionate	reductase	subunit	B Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Two	component	transcriptional	regulator,	LuxR	family ACT-12 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein Transcriptional	regulator Oxidoreductase LacI	family	transcriptional	regulator PTS	mannitol	transporter	subunit	IIA PTS	ascorbate	transporter	subunit	IIB PTS	ascorbate	transporter	subunit	IIC Allulose-6-phosphate	3-epimerase PTS	fructose	transporter	subunit	IIA PTS	fructose	transporter	subunit	IIB hypothetical	protein 72.7 1

ACT-12__551457__Leclercia_adecarboxylata hypothetical	protein Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase Acetyltransferase Tetrathionate	reductase	alpha	subunit Tetrathionate	reductase	subunit	C Tetrathionate	reductase	subunit	B Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Two	component	transcriptional	regulator,	LuxR	family ACT-12 hypothetical	protein 72.7 1
ACT-12__552380__Leclercia_adecarboxylata Short-chain	dehydrogenase/reductase	SDR Putative	urease-associated	protein Xaa-Pro	aminopeptidase Tetrathionate	reductase	alpha	subunit Tetrathionate	reductase	subunit	C Tetrathionate	reductase	subunit	B Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Two	component	transcriptional	regulator,	LuxR	family ACT-12 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein Transcriptional	regulator Oxidoreductase transposase-like ABC	transporter	permease ABC	transporter	ATP-binding	protein ABC	transporter	substrate-binding	protein Inositol-1-monophosphatase 72.9 3
ACT-12__551432__Leclercia_adecarboxylata hypothetical	protein Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase Acetyltransferase Tetrathionate	reductase	alpha	subunit Tetrathionate	reductase	subunit	C Tetrathionate	reductase	subunit	B Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Two	component	transcriptional	regulator,	LuxR	family ACT-12 hypothetical	protein Protein-L-isoaspartate	O-methyltransferase 5'-nucleotidase	SurE 72.7 1
ACT-12__553001__Leclercia_adecarboxylata hypothetical	protein Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase Acetyltransferase Tetrathionate	reductase	alpha	subunit hypothetical	protein hypothetical	protein Tetrathionate	reductase	subunit	B Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Two	component	transcriptional	regulator,	LuxR	family ACT-12 hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 72.4 1

ACT-12__552414__Leclercia_adecarboxylata hypothetical	protein Uncharacterized	protein	R02474 Xaa-Pro	aminopeptidase Acetyltransferase Tetrathionate	reductase	alpha	subunit Tetrathionate	reductase	subunit	C Tetrathionate	reductase	subunit	B Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Two	component	transcriptional	regulator,	LuxR	family ACT-12 hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein Transcriptional	regulator Oxidoreductase LacI	family	transcriptional	regulator PTS	mannitol	transporter	subunit	IIA PTS	ascorbate	transporter	subunit	IIB PTS	ascorbate	transporter	subunit	IIC Allulose-6-phosphate	3-epimerase hypothetical	protein 72.2 12
ACT-4__742943__Serratia_sp._H1n TonB-dependent	receptor Molybdenum	transport	protein	ModD Orf2 Putative	iron	compound	ABC	transporter,	ATP-binding	protein Putative	iron	compound	ABC	transporter	permease	protein ABC	transporter	ATP-binding	protein Uncharacterised	protein Acetyltransferase NUDIX	hydrolase Glyoxalase hypothetical	protein ACT-4 73.6 2
ACT-6__1642608__Serratia_fonticola hypothetical	protein hypothetical	protein Phosphoserine	phosphatase hypothetical	protein Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein Myo-inositol	2-dehydrogenase Acetyltransferase NUDIX	hydrolase Glyoxalase Putative	lactoylglutathione	lyase Thymidylate	kinase RNA	pseudouridine	synthase Histidine	phosphatase Phenazine	biosynthesis	protein	PhzF ACT-6 Glycosyl	hydrolase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein MFS	transporter Cystathionine	beta-lyase Serine	transporter Putative	LysR-family	transcriptional	regulator Aspartokinase 76.6 1
ACT-6__696132__Serratia_fonticola hypothetical	protein Uncharacterised	protein Glycine	oxidase	ThiO Acetyltransferase NUDIX	hydrolase hypothetical	protein Glyoxalase AraC	family	transcriptional	regulator Putative	exported	protein Thymidylate	kinase RNA	pseudouridine	synthase Phenazine	biosynthesis	protein	PhzF Alpha/beta	hydrolase ACT-6 hypothetical	protein Integrase	catalytic	region transposase-like Putative	lipoprotein Glycosyl	hydrolase hypothetical	protein Transcriptional	regulator,	LysR	family MFS	transporter ASCH	domain-containing	protein Uncharacterised	protein Aspartokinase 75.3 1
ACT-6__676218__Serratia_sp._14-2641 Thymidylate	kinase RNA	pseudouridine	synthase Histidine	phosphatase Phenazine	biosynthesis	protein	PhzF ACT-6 Putative	lipoprotein Glycoside	hydrolase hypothetical	protein hypothetical	protein Transcriptional	regulator,	LysR	family MFS	transporter Putative	lipoprotein	signal	peptide ASCH	domain-containing	protein Uncharacterised	protein Integral	membrane	nitrite	extrusion	protein	NARU	(Nitrite	facilitator) 76.6 1
ACT-6__529809__Serratia_fonticola hypothetical	protein 3,4-dihydroxyphenylacetate	2,3-dioxygenase Uncharacterised	protein Uncharacterised	protein Glycine	oxidase	ThiO Acetyltransferase NUDIX	hydrolase Glyoxalase hypothetical	protein Thymidylate	kinase TetR	family	transcriptional	regulator Histidine	phosphatase Phenazine	biosynthesis	protein	PhzF ACT-6 Glycoside	hydrolase hypothetical	protein hypothetical	protein Putative	oxidoreductase Sarcosine	oxidase	alpha	subunit D-amino-acid	oxidase 4-hydroxyproline	epimerase Transcriptional	regulator,	AraC	family 4-hydroxy-tetrahydrodipicolinate	synthase Ketoglutarate	semialdehyde	dehydrogenase 76.6 1
ACT-10__482265__Serratia_fonticola_UTAD54 Uncharacterised	protein Uncharacterised	protein Glycine	oxidase	ThiO Acetyltransferase NUDIX	hydrolase N-acetyltransferase RNA	pseudouridine	synthase Phenazine	biosynthesis	protein	PhzF Alpha/beta	hydrolase ACT-10 Glycoside	hydrolase Putative	oxidoreductase Sarcosine	oxidase	alpha	subunit D-amino-acid	oxidase Alcohol	dehydrogenase Transcriptional	regulator,	AraC	family 4-hydroxy-tetrahydrodipicolinate	synthase Ketoglutarate	semialdehyde	dehydrogenase hypothetical	protein 75.6 1
ACT-6__812864__Serratia_fonticola hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Acetyltransferase NUDIX	hydrolase Glyoxalase Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein hypothetical	protein IS481-like RNA	pseudouridine	synthase hypothetical	protein Histidine	phosphatase Phenazine	biosynthesis	protein	PhzF Alpha/beta	hydrolase ACT-6 Glycosyl	hydrolase hypothetical	protein hypothetical	protein 75.1 1
ACT-6__1828752__Serratia_fonticola Uncharacterised	protein hypothetical	protein hypothetical	protein Glyoxalase Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein hypothetical	protein Acetyltransferase NUDIX	hydrolase RNA	pseudouridine	synthase hypothetical	protein Histidine	phosphatase hypothetical	protein Phenazine	biosynthesis	protein	PhzF ACT-6 Glycosyl	hydrolase hypothetical	protein Putative	oxidoreductase Sarcosine	oxidase	alpha	subunit D-amino-acid	oxidase 4-hydroxyproline	epimerase Transcriptional	regulator,	AraC	family 4-hydroxy-tetrahydrodipicolinate	synthase Ketoglutarate	semialdehyde	dehydrogenase hypothetical	protein 75.1 1
ACT-6__1855676__Serratia_fonticola Transcriptional	regulator Heavy	metal	transport/detoxification	protein Multiple	stress	resistance	protein	BhsA Dihydrofolate	reductase hypothetical	protein Uncharacterised	protein Glycine	oxidase	ThiO hypothetical	protein hypothetical	protein NUDIX	hydrolase hypothetical	protein Uncharacterised	protein RNA	pseudouridine	synthase hypothetical	protein Histidine	phosphatase Phenazine	biosynthesis	protein	PhzF ACT-6 Glycosyl	hydrolase hypothetical	protein Putative	oxidoreductase Sarcosine	oxidase	alpha	subunit D-amino-acid	oxidase 4-hydroxyproline	epimerase Transcriptional	regulator,	AraC	family 4-hydroxy-tetrahydrodipicolinate	synthase Ketoglutarate	semialdehyde	dehydrogenase hypothetical	protein 75.6 1

ACT-12__1642595__Scandinavium_goeteborgense hypothetical	protein D-tagatose-1,6-bisphosphate	aldolase	subunit	KbaY Galactosamine-6-phosphate	isomerase N-acetylglucosamine-6-phosphate	deacetylase PTS	system	N-acetylgalactosamine-/galactosamine-specific	IIA	component PTS	N-acetylgalactosamine	transporter	subunit	IID Putative	N-acetylgalactosamine	permease	IIC	component	2 PTS	system,	mannose/fructose/sorbose	family,	IIB	component D-tagatose-1,6-bisphosphate	aldolase	subunit	KbaZ Transcriptional	regulator Transcriptional	activator	protein	AmpR ACT-12 Galactarate	dehydratase	(L-threo-forming) D-galactarate	permease 5-keto-4-deoxy-D-glucarate	aldolase 2-hydroxy-3-oxopropionate	reductase Glycerate	kinase	I hypothetical	protein hypothetical	protein 71.0 1
ACT-1__654492__Trabulsiella_odontotermitis ImpC	family	protein ImpB	family	protein Tyrosine-protein	kinase Low	molecular	weight	protein-tyrosine-phosphatase Wza	family	polysaccharide	export	lipoprotein hypothetical	protein Curved	DNA-binding	protein Chaperone-modulator	protein Nickel/cobalt	efflux	system Glycine	cleavage	system	transcriptional	activator ACT-1 Proline/betaine	transporter Methyl-accepting	chemotaxis	protein Putative	vimentin Putative	alkylphosphonate	uptake	protein	in	phosphonate	metabolism Putative	DNA-binding	3-demethylubiquinone-9	3-methyltransferase hypothetical	protein PhnG	family	protein PhnH	family	protein PhnI	family	protein Alpha-D-ribose	1-methylphosphonate	5-phosphate	C-P	lyase 70.4 4
ACT-1__597179__Trabulsiella_guamensis_ATCC_49490 ImpC	family	protein ImpB	family	protein Tyrosine-protein	kinase Low	molecular	weight	protein-tyrosine-phosphatase Wza	family	polysaccharide	export	lipoprotein Curved	DNA-binding	protein Chaperone-modulator	protein Nickel/cobalt	efflux	system Glycine	cleavage	system	transcriptional	activator ACT-1 Proline/betaine	transporter Methyl-accepting	chemotaxis	protein Putative	vimentin Putative	alkylphosphonate	uptake	protein	in	phosphonate	metabolism Putative	DNA-binding	3-demethylubiquinone-9	3-methyltransferase hypothetical	protein PhnG	family	protein PhnH	family	protein PhnI	family	protein Alpha-D-ribose	1-methylphosphonate	5-phosphate	C-P	lyase 70.2 1
ACT-9__919035__Enterobacter_sp._OV724 Small	ribosomal	subunit	biogenesis	GTPase	RsgA Phosphatidylserine	decarboxylase	proenzyme Mechanosensitive	ion	channel	family	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D ACT-9 Lipocalin	family	protein Small	multidrug	resistance	protein Two	component	transcriptional	regulator,	LuxR	family Entericidin	B EcnA Elongation	factor	P L-lysine	2,3-aminomutase Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Amino	acid	exporter,	AAE	family FxsA	cytoplasmic	membrane	protein Aspartate	ammonia-lyase 79.3 1
ACT-6__1856555__Lelliottia_amnigena Small	ribosomal	subunit	biogenesis	GTPase	RsgA MFS	transporter Mechanosensitive	ion	channel	family	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D ACT-6 Lipocalin	family	protein Small	multidrug	resistance	protein Two	component	transcriptional	regulator,	LuxR	family Entericidin	B EcnA Elongation	factor	P L-lysine	2,3-aminomutase Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Amino	acid	exporter,	AAE	family FxsA	cytoplasmic	membrane	protein hypothetical	protein 78.7 1
ACT-14__784256__Enterobacter_cancerogenus Mechanosensitive	ion	channel	family	protein hypothetical	protein Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D LysR	substrate	binding	domain	protein ACT-14 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Transcriptional	regulator,	LuxR	family Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Nucleoside	recognition	domain-containing	protein Transporter 60	kDa	chaperonin 10	kDa	chaperonin L-methionine/branched-chain	amino	acid	transporter Membrane	protein	FxsA 85.0 6

ACT-6__831278__Enterobacter_mori Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase 60	kDa	chaperonin 10	kDa	chaperonin Type	I	restriction	enzyme	M	protein 90.0 1
ACT-6__798111__Enterobacter_mori Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Inner	membrane	protein	yjeH Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 91.6 7
ACT-2__916892__Enterobacter_sp._WCHEs120002 Predicted	ATPase Inner	membrane	transporter	yjeM hypothetical	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-2 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin L-methionine/branched-chain	amino	acid	transporter Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 87.4 1
ACT-6__820033__Enterobacter_huaxiensis Phosphatidylserine	decarboxylase	proenzyme Mechanosensitive	ion	channel	family	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin L-methionine/branched-chain	amino	acid	transporter Membrane	protein	FxsA Aspartate	ammonia-lyase 88.7 1
ACT-14__1643026__Enterobacter_cloacae Peptidase hypothetical	protein Amino	acid	permease Elongation	factor	P--(R)-beta-lysine	ligase hypothetical	protein Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-14 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Fluoroquinolone	resistance	protein Transporter 60	kDa	chaperonin 10	kDa	chaperonin Inner	membrane	protein	YjeH Exclusion	suppressor	FxsA 90.0 2
ACT-14__809271__Enterobacter_hormaechei Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-14 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Transcriptional	regulator,	LuxR	family Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase 60	kDa	chaperonin 10	kDa	chaperonin hypothetical	protein hypothetical	protein 93.2 4
ACT-14__798660__Enterobacter_hormaechei Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-14 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Nucleoside	recognition	domain-containing	protein Transporter 60	kDa	chaperonin 10	kDa	chaperonin Inner	membrane	protein	YjeH Exclusion	suppressor	FxsA 99.2 131
ACT-14__506306__Enterobacter_cloacae Predicted	ATPase Resolvase,	N-terminal	domain	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D hypothetical	protein ACT-14 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B hypothetical	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Nucleoside	recognition	domain-containing	protein Asparagine	synthetase	B	[glutamine-hydrolyzing] 10	kDa	chaperonin Inner	membrane	protein	YjeH Exclusion	suppressor	FxsA hypothetical	protein 99.2 47
ACT-7__552784__Enterobacter_hormaechei Fumarate	reductase	flavoprotein	subunit	(Fragment) Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-7 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase 60	kDa	chaperonin hypothetical	protein 10	kDa	chaperonin 3',5'-cyclic-nucleotide	phosphodiesterase 99.7 3
ACT-7__563679__Enterobacter_cloacae Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-7 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase Asparagine	synthetase	B	[glutamine-hydrolyzing] 10	kDa	chaperonin Inner	membrane	protein	YjeH 96.9 466
ACT-16__670005__Enterobacter_hormaechei_subsp._xiangfangensis Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-16 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Putative	LuxR	family	regulatory	protein Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Lipoprotein Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase Asparagine	synthetase	B	[glutamine-hydrolyzing] 10	kDa	chaperonin Inner	membrane	protein	YjeH 99.5 127

ACT-12__753292__Enterobacter_cloacae_complex_sp._FDA-CDC-AR_0164 Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-12 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Transcriptional	regulatory	protein	entR Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Inner	membrane	protein	yjeH Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 99.0 28
ACT-6__1856201__Enterobacter_chengduensis Mechanosensitive	ion	channel	family	protein Phage	integrase	family	protein Elongation	factor	P--(R)-beta-lysine	ligase hypothetical	protein Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Inner	membrane	protein	yjeH Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 94.2 5
ACT-6__563966__Enterobacter_cloacae Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	A Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Tn5252 Asparagine	synthetase	B	[glutamine-hydrolyzing] 10	kDa	chaperonin Chromosome	partitioning	protein	ParB Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 97.9 6
ACT-6__809292__Enterobacter_cloacae Protein	pecM Mechanosensitive	ion	channel	family	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Chromosome	partitioning	protein	ParB Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 96.6 66
ACT-6__1832117__Klebsiella_pneumoniae_plasmid ACT-6 100.0 1

ACT-6__733878__Enterobacter_cloacae Protein	pecM Mechanosensitive	ion	channel	family	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Inner	membrane	protein	yjeH Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 92.4 3
ACT-6__873314__Enterobacter_cloacae Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Tyrosine	transporter Exclusion	suppressor	FxsA Aspartate	ammonia-lyase 93.2 9
ACT-6__796968__Enterobacter_cloacae Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-6 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase 60	kDa	chaperonin 10	kDa	chaperonin Inner	membrane	protein	YjeH 95.5 32
ACT-9__797011__Enterobacter_kobei Predicted	ATPase Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-9 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase 60	kDa	chaperonin 10	kDa	chaperonin L-methionine/branched-chain	amino	acid	transporter 98.4 51
ACT-9__679999__Enterobacter_kobei hypothetical	protein hypothetical	protein hypothetical	protein Inner	membrane	transporter	yjeM Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D AmpR ACT-9 Outer	membrane	lipoprotein Small	multidrug	resistance	protein Helix-turn-helix	transcriptional	regulator Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P EF-P	beta-lysylation	protein	EpmB Protein	YjeI Nucleoside	recognition	domain-containing	protein Transporter Isoaspartyl	dipeptidase 60	kDa	chaperonin 10	kDa	chaperonin L-methionine/branched-chain	amino	acid	transporter 98.4 6

ACT-6__758001__Kluyvera_intermedia Small-conductance	mechanosensitive	channel Putative	amino	acid	permease Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D Transcriptional	activator	protein	AmpR ACT-6 Quaternary	ammonium	compound-resistance	protein Entericidin	B Elongation	factor	P Lysyl-lysine	2,3-aminomutase hypothetical	protein 60	kDa	chaperonin Nucleoside	recognition	domain-containing	protein Transporter hypothetical	protein hypothetical	protein 60	kDa	chaperonin 10	kDa	chaperonin Putative	permease 86.8 3
ACT-6__931440__Escherichia_coli Miniconductance	mechanosensitive	channel	MscM hypothetical	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D hypothetical	protein ACT-6 Outer	membrane	lipoprotein	Blc Quaternary	ammonium	compound-resistance	protein	SugE Entericidin	B Entericidin	A Elongation	factor	P L-lysine	2,3-aminomutase Uncharacterized	protein	YjeJ Uncharacterized	protein	YjeI 60	kDa	chaperonin 10	kDa	chaperonin Putative	permease UPF0716	protein	FxsA hypothetical	protein 72.4 1
ACT-12__755007__Buttiauxella_sp._3AFRM03 hypothetical	protein Phosphatidylserine	decarboxylase	proenzyme Potassium	efflux	system	protein/small-conductance	mechanosensitive	channel Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D ACT-12 Outer	membrane	lipoprotein Quaternary	ammonium	compound-resistance	protein Signal	transduction	response	regulator Entericidin	B Entericidin	A Elongation	factor	P Lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin FxsA	family	protein Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 74.9 2
ACT-10__1830114__Buttiauxella_agrestis hypothetical	protein Phosphatidylserine	decarboxylase	proenzyme Potassium	efflux	system	protein/small-conductance	mechanosensitive	channel Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Fumarate	reductase	subunit	D ACT-10 Outer	membrane	lipoprotein Quaternary	ammonium	compound-resistance	protein Signal	transduction	response	regulator Entericidin	B Entericidin	A Elongation	factor	P Lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin FxsA	family	protein Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 73.9 1
ACT-12__1791536__Klebsiella_sp._Ap-873 Elongation	factor	P--(R)-beta-lysine	ligase AraC	family	transcriptional	regulator,	regulatory	protein	of	adaptative	response	/	methylated-DNA-[protein]-cysteine	methyltransferase 2-Methylisocitrate	lyase,	PEP	mutase	family hypothetical	protein Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Succinate	dehydrogenase	subunit	D Transcriptional	regulator,	AraC	family Pyruvate/2-oxoglutarate	dehydrogenase	complex,	dihydrolipoamide	dehydrogenase	(E3)	component Cysteine	desulfurase	NifS ACT-12 Apolipoprotein	D	and	lipocalin	family	protein Quaternary	ammonium	compound-resistance	protein	SugE DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Entericidin	B Entericidin	A Elongation	factor	P L-lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin UPF0716	protein	FxsA Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 75.5 1
ACT-6__758026__Cedecea_lapagei hypothetical	protein Ribosome-associated	protein Lysine	transporter	LysE Acetyltransferase	(GNAT)	domain-containing	protein AraC	family	transcriptional	regulator Cysteine	hydrolase Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Succinate	dehydrogenase	subunit	D LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase ACT-6 Apolipoprotein	D	and	lipocalin	family	protein Quaternary	ammonium	compound-resistance	protein	SugE DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Entericidin	B Elongation	factor	P L-lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin UPF0716	protein	FxsA Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 75.2 1
ACT-12__1889837__Enterobacteriaceae_bacterium_RIT693 Antibiotic	acetyltransferase Soluble	cytochrome	b562 Protein	PmbA Ribosome-associated	protein Lysine	transporter	LysE Acetyltransferase	(GNAT)	domain-containing	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Succinate	dehydrogenase	subunit	D LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase ACT-12 Apolipoprotein	D	and	lipocalin	family	protein Quaternary	ammonium	compound-resistance	protein	SugE DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Entericidin	B Entericidin	A Elongation	factor	P L-lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin UPF0716	protein	FxsA Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 75.1 1
ACT-12__747429__Cedecea_neteri hypothetical	protein Soluble	cytochrome	b562 Protein	PmbA Ribosome-associated	protein Lysine	transporter	LysE Acetyltransferase	(GNAT)	domain-containing	protein Elongation	factor	P--(R)-beta-lysine	ligase Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Succinate	dehydrogenase	subunit	D hypothetical	protein LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase ACT-12 Apolipoprotein	D	and	lipocalin	family	protein Quaternary	ammonium	compound-resistance	protein	SugE DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Entericidin	B Entericidin	EcnA/B	family	protein Elongation	factor	P L-lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin UPF0716	protein	FxsA Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 74.7 2
ACT-12__529501__Cedecea_neteri hypothetical	protein Soluble	cytochrome	b562 Protein	PmbA Ribosome-associated	protein Lysine	transporter	LysE Acetyltransferase	(GNAT)	domain-containing	protein Elongation	factor	P--(R)-beta-lysine	ligase hypothetical	protein Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Succinate	dehydrogenase	subunit	D LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase ACT-12 Apolipoprotein	D	and	lipocalin	family	protein Quaternary	ammonium	compound-resistance	protein	SugE DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Entericidin	B Entericidin	A Elongation	factor	P L-lysine	2,3-aminomutase Putative	membrane	protein Asparagine	synthetase	B	[glutamine-hydrolyzing] 10	kDa	chaperonin UPF0716	protein	FxsA Aspartate	ammonia-lyase hypothetical	protein Anaerobic	C4-dicarboxylate	transporter 75.4 2

ACT-12__1877516__Enterobacter_sp._Cy-643 Elongation	factor	P--(R)-beta-lysine	ligase AraC	family	transcriptional	regulator,	regulatory	protein	of	adaptative	response	/	methylated-DNA-[protein]-cysteine	methyltransferase 2-Methylisocitrate	lyase,	PEP	mutase	family Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Succinate	dehydrogenase	subunit	D Transcriptional	regulator,	AraC	family Pyruvate/2-oxoglutarate	dehydrogenase	complex,	dihydrolipoamide	dehydrogenase	(E3)	component LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase ACT-12 Apolipoprotein	D	and	lipocalin	family	protein Quaternary	ammonium	compound-resistance	protein	SugE DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Entericidin	B Entericidin	A Elongation	factor	P L-lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin UPF0716	protein	FxsA Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 74.9 1
ACT-12__1877510__Enterobacter_sp._Ap-916 Elongation	factor	P--(R)-beta-lysine	ligase AraC	family	transcriptional	regulator,	regulatory	protein	of	adaptative	response	/	methylated-DNA-[protein]-cysteine	methyltransferase 2-Methylisocitrate	lyase,	PEP	mutase	family Fumarate	reductase	flavoprotein	subunit Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	subunit	C Succinate	dehydrogenase	subunit	D Transcriptional	regulator,	AraC	family Pyruvate/2-oxoglutarate	dehydrogenase	complex,	dihydrolipoamide	dehydrogenase	(E3)	component LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase ACT-12 Apolipoprotein	D	and	lipocalin	family	protein Quaternary	ammonium	compound-resistance	protein	SugE DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Entericidin	B Entericidin	A Elongation	factor	P L-lysine	2,3-aminomutase Putative	membrane	protein 60	kDa	chaperonin 10	kDa	chaperonin UPF0716	protein	FxsA Aspartate	ammonia-lyase Anaerobic	C4-dicarboxylate	transporter 74.9 3
ACT-6__752002__Leclercia_sp._LSNIH1 Flagellar	basal	body	P-ring	biosynthesis	protein	FlgA hypothetical	protein Oxidoreductase hypothetical	protein Fimbrial	assembly	protein Export	and	assembly	usher	protein	of	type	1	fimbriae hypothetical	protein ACT-6 Xaa-Pro	aminopeptidase Uncharacterized	protein	R02474 CTP:molybdopterin	cytidylyltransferase Short-chain	dehydrogenase/reductase	SDR Membrane	protein Oxidoreductase GGDEF-domain	containing	protein Geranylgeranyl	pyrophosphate	synthase Oxidoreductase hypothetical	protein 71.6 3
ACT-12__533615__Leclercia_adecarboxylata hypothetical	protein Maltoporin	(maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) transposase-like Oxidoreductase hypothetical	protein hypothetical	protein Fimbrial	assembly	protein Fimbrial	biogenesis	outer	membrane	usher	protein hypothetical	protein ACT-12 Xaa-Pro	aminopeptidase Uncharacterized	protein	R02474 Molybdenum	cofactor	cytidylyltransferase Short-chain	dehydrogenase/reductase	SDR Membrane	protein Oxidoreductase GGDEF-domain	containing	protein Membrane	protein Oxidoreductase hypothetical	protein 72.4 3
ACT-12__552345__Leclercia_adecarboxylata hypothetical	protein transposase-like Oxidoreductase hypothetical	protein hypothetical	protein Fimbrial	assembly	protein Fimbrial	biogenesis	outer	membrane	usher	protein hypothetical	protein ACT-12 Ribose	operon	repressor Permease Putative	cytosolic	protein Xaa-Pro	aminopeptidase Xanthine-uracil	permease (Fe-S)-binding	protein 71.3 1
ACT-12__1863170__Leclercia_adecarboxylata hypothetical	protein Allulose-6-phosphate	3-epimerase PTS	ascorbate	transporter	subunit	IIC PTS	ascorbate	transporter	subunit	IIB PTS	mannitol	transporter	subunit	IIA LacI	family	transcriptional	regulator Oxidoreductase Transcriptional	regulator hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein ACT-12 Two	component	transcriptional	regulator,	LuxR	family Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Tetrathionate	reductase	subunit	B Tetrathionate	reductase	subunit	C Tetrathionate	reductase	alpha	subunit Acetyltransferase Xaa-Pro	aminopeptidase Uncharacterized	protein	R02474 hypothetical	protein 72.7 16
ACT-12__865575__Leclercia_adecarboxylata hypothetical	protein Allulose-6-phosphate	3-epimerase PTS	ascorbate	transporter	subunit	IIC PTS	ascorbate	transporter	subunit	IIB PTS	mannitol	transporter	subunit	IIA LacI	family	transcriptional	regulator Oxidoreductase Transcriptional	regulator hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein ACT-12 Xaa-Pro	aminopeptidase Uncharacterized	protein	R02474 Membrane	protein Oxidoreductase Aminopeptidase AraC	family	transcriptional	regulator 2-isopropylmalate	synthase LysR	family	transcriptional	regulator Carboxymuconolactone	decarboxylase Tautomerase	family	protein DUF4865	domain-containing	protein 72.4 11
ACT-12__552654__Leclercia_adecarboxylata hypothetical	protein Allulose-6-phosphate	3-epimerase PTS	ascorbate	transporter	subunit	IIC PTS	ascorbate	transporter	subunit	IIB PTS	mannitol	transporter	subunit	IIA LacI	family	transcriptional	regulator Oxidoreductase Transcriptional	regulator hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase hypothetical	protein ACT-12 hypothetical	protein 72.4 1
ACT-12__795900__Enterobacter_sp._FS01 hypothetical	protein ABC	transporter	substrate-binding	protein ABC	transporter	ATP-binding	protein ABC	transporter	permease hypothetical	protein Oxidoreductase Transcriptional	regulator hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase ACT-12 Xaa-Pro	aminopeptidase Uncharacterized	protein	R02474 Uncharacterised	protein Membrane	protein Oxidoreductase AraC	family	transcriptional	regulator 2-isopropylmalate	synthase Acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Hemolysin-coregulated	protein 71.4 1
ACT-12__1639935__Leclercia_sp._29361 hypothetical	protein ABC	transporter	substrate-binding	protein ABC	transporter	ATP-binding	protein ABC	transporter	permease hypothetical	protein Oxidoreductase Reverse	transcriptase hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase ACT-12 Xaa-Pro	aminopeptidase Uncharacterized	protein	R02474 Uncharacterised	protein Membrane	protein Oxidoreductase AraC	family	transcriptional	regulator 2-isopropylmalate	synthase LysR	family	transcriptional	regulator Carboxymuconolactone	decarboxylase Tautomerase	family	protein Protein	N-acetyltransferase,	RimJ/RimL	family 71.7 1
ACT-12__551790__Leclercia_adecarboxylata Inositol-1-monophosphatase ABC	transporter	substrate-binding	protein ABC	transporter	ATP-binding	protein ABC	transporter	permease transposase-like Oxidoreductase Transcriptional	regulator hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase ACT-12 Two	component	transcriptional	regulator,	LuxR	family Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS Tetrathionate	reductase	subunit	B Tetrathionate	reductase	subunit	C Tetrathionate	reductase	alpha	subunit Xaa-Pro	aminopeptidase Putative	urease-associated	protein Short-chain	dehydrogenase/reductase	SDR 72.1 9
ACT-12__553139__Leclercia_sp. hypothetical	protein Transcriptional	regulator hypothetical	protein 2-polyprenyl-6-methoxyphenol	hydroxylase ACT-12 Two	component	transcriptional	regulator,	LuxR	family Two-component	system,	LuxR	family,	sensor	histidine	kinase	TtrS 72.1 1

ACT-6__535711__Yersinia_nurmii Probable	malate:quinone	oxidoreductase ATP-dependent	Clp	protease	proteolytic	subunit Beta-glucuronidase L-lactate	dehydrogenase L-lactate	permease LysR	family	transcriptional	regulator hypothetical	protein Transposase Uncharacterised	protein ACT-6 IS3-like transposase-like Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 76.6 1
ACT-12__808325__Citrobacter_sp._YR018 hypothetical	protein hypothetical	protein Glycerate	kinase	I 2-hydroxy-3-oxopropionate	reductase 5-keto-4-deoxy-D-glucarate	aldolase D-galactarate	permease Galactarate	dehydratase	(L-threo-forming) ACT-12 Transcriptional	activator	protein	AmpR Transcriptional	regulator D-tagatose-1,6-bisphosphate	aldolase	subunit	KbaZ PTS	system,	mannose/fructose/sorbose	family,	IIB	component Putative	N-acetylgalactosamine	permease	IIC	component	2 PTS	N-acetylgalactosamine	transporter	subunit	IID PTS	system	N-acetylgalactosamine-/galactosamine-specific	IIA	component N-acetylglucosamine-6-phosphate	deacetylase Galactosamine-6-phosphate	isomerase D-tagatose-1,6-bisphosphate	aldolase	subunit	KbaY hypothetical	protein 71.8 4
ACT-12__1610986__Chryseobacterium_sp._18061 hypothetical	protein Glycerate	kinase	I 2-hydroxy-3-oxopropionate	reductase 5-keto-4-deoxy-D-glucarate	aldolase D-galactarate	permease Galactarate	dehydratase	(L-threo-forming) ACT-12 D-tagatose-1,6-bisphosphate	aldolase	subunit	GatY D-tagatose-1,6-bisphosphate	aldolase	subunit	GatZ PTS	galactitol	transporter	subunit	IIA PTS	system	galactitol-specific	transporter	subunit	IIB Galactitol	permease	IIC	component Galactitol-1-phosphate	dehydrogenase,	Zn-dependent	and	NAD(P)-binding Galactitol	utilisation	operon	repressor Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA hypothetical	protein 70.5 1
ACT-12__1610976__Citrobacter_sp._18056 hypothetical	protein hypothetical	protein hypothetical	protein Hydrolase hypothetical	protein ACT-12 Transcriptional	activator	protein	AmpR D-tagatose-1,6-bisphosphate	aldolase	subunit	GatY D-tagatose-1,6-bisphosphate	aldolase	subunit	GatZ PTS	galactitol	transporter	subunit	IIA PTS	system	galactitol-specific	transporter	subunit	IIB Galactitol	permease	IIC	component Galactitol-1-phosphate	5-dehydrogenase Galactitol	utilisation	operon	repressor hypothetical	protein hypothetical	protein 16S	rRNA	(Cytidine1402-2'-O)-methyltransferase 71.0 1

ACT-1__654486__Trabulsiella_odontotermitis Alpha-D-ribose	1-methylphosphonate	5-phosphate	C-P	lyase PhnI	family	protein PhnH	family	protein PhnG	family	protein hypothetical	protein Putative	DNA-binding	3-demethylubiquinone-9	3-methyltransferase Putative	alkylphosphonate	uptake	protein	in	phosphonate	metabolism Putative	vimentin Methyl-accepting	chemotaxis	protein Proline/betaine	transporter ACT-1 Glycine	cleavage	system	transcriptional	activator Nickel/cobalt	efflux	system Chaperone-modulator	protein Curved	DNA-binding	protein Wza	family	polysaccharide	export	lipoprotein Low	molecular	weight	protein-tyrosine-phosphatase Tyrosine-protein	kinase ImpB	family	protein ImpC	family	protein 70.4 1
ACT-12__917869__Raoultella_ornithinolytica Protease Glycyl	radical	enzyme Glycyl-radical	enzyme	activating	protein	family Putative	propanediol	diffusion	facilitator Microcompartments	protein S-adenosylmethionine	synthase AraC	family	transcriptional	regulator Signal	transduction	histidine	kinase ACT-12 LysR	family	transcriptional	regulator PF06042	family	protein LysR	family	transcriptional	regulator Membrane	protein Transcriptional	regulator Branched-chain	amino	acid	transporter Branched-chain	amino	acid	ABC	transporter	permease LysR	family	transcriptional	regulator Cupin Adenylylsulfate	kinase Short-chain	dehydrogenase Response	regulator 70.2 1

ACT-6__1602670__Enterobacteriaceae_bacterium hypothetical	protein FxsA	family	protein Putative	permease 10	kDa	chaperonin 60	kDa	chaperonin Isoaspartyl	dipeptidase Lipoprotein hypothetical	protein Lysyl-lysine	2,3-aminomutase Elongation	factor	P hypothetical	protein Entericidin	B Quaternary	ammonium	compound-resistance	protein ACT-6 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Putative	amino	acid	permease hypothetical	protein Inner	membrane	protein	YjeO hypothetical	protein 85.3 1
ACT-6__485657__Kluyvera_intermedia_NBRC_102594_=_ATCC_33110 Putative	permease 10	kDa	chaperonin Asparagine	synthetase	B	[glutamine-hydrolyzing] Isoaspartyl	dipeptidase Transporter Nucleoside	recognition	domain-containing	protein 60	kDa	chaperonin hypothetical	protein Lysyl-lysine	2,3-aminomutase Elongation	factor	P Entericidin	B Quaternary	ammonium	compound-resistance	protein ACT-6 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Putative	amino	acid	permease DNA	polymerase	III	subunit	gamma/tau 86.8 1
ACT-12__748006__Klebsiella_michiganensis Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase UPF0716	protein	FxsA 10	kDa	chaperonin 60	kDa	chaperonin Putative	membrane	protein L-lysine	2,3-aminomutase Elongation	factor	P Entericidin	A Entericidin	B DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Quaternary	ammonium	compound-resistance	protein	SugE Apolipoprotein	D	and	lipocalin	family	protein ACT-12 LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase Pyruvate/2-oxoglutarate	dehydrogenase	complex,	dihydrolipoamide	dehydrogenase	(E3)	component AraC	family	transcriptional	regulator Succinate	dehydrogenase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Carboxyvinyl-carboxyphosphonate	phosphorylmutase AraC	family	transcriptional	regulator,	regulatory	protein	of	adaptative	response	/	methylated-DNA-[protein]-cysteine	methyltransferase Elongation	factor	P--(R)-beta-lysine	ligase 74.2 1
ACT-12__747436__Cedecea_neteri Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase UPF0716	protein	FxsA 10	kDa	chaperonin 60	kDa	chaperonin Putative	membrane	protein L-lysine	2,3-aminomutase Elongation	factor	P Entericidin	A Entericidin	B DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Quaternary	ammonium	compound-resistance	protein	SugE Apolipoprotein	D	and	lipocalin	family	protein ACT-12 LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase Pyruvate/2-oxoglutarate	dehydrogenase	complex,	dihydrolipoamide	dehydrogenase	(E3)	component Transcriptional	regulator,	AraC	family Succinate	dehydrogenase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit 2-Methylisocitrate	lyase,	PEP	mutase	family AraC	family	transcriptional	regulator,	regulatory	protein	of	adaptative	response	/	methylated-DNA-[protein]-cysteine	methyltransferase Elongation	factor	P--(R)-beta-lysine	ligase 75.5 1
ACT-12__747439__Cedecea_neteri Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase UPF0716	protein	FxsA 10	kDa	chaperonin 60	kDa	chaperonin Putative	membrane	protein L-lysine	2,3-aminomutase Elongation	factor	P Entericidin	A Entericidin	B DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Quaternary	ammonium	compound-resistance	protein	SugE Apolipoprotein	D	and	lipocalin	family	protein ACT-12 LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase Pyruvate/2-oxoglutarate	dehydrogenase	complex,	dihydrolipoamide	dehydrogenase	(E3)	component Transcriptional	regulator,	AraC	family Succinate	dehydrogenase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit 2-Methylisocitrate	lyase,	PEP	mutase	family AraC	family	transcriptional	regulator,	regulatory	protein	of	adaptative	response	/	methylated-DNA-[protein]-cysteine	methyltransferase Elongation	factor	P--(R)-beta-lysine	ligase 75.5 1
ACT-12__1877507__Enterobacter_sp._Ap-867 Putative	GntR	family	transcriptional	regulator	YjiR Aspartate	ammonia-lyase UPF0716	protein	FxsA 10	kDa	chaperonin 60	kDa	chaperonin Putative	membrane	protein L-lysine	2,3-aminomutase Elongation	factor	P Entericidin	A Entericidin	B DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Quaternary	ammonium	compound-resistance	protein	SugE Apolipoprotein	D	and	lipocalin	family	protein ACT-12 LysR	family	transcriptional	regulator,	regulator	of	gene	expression	of	beta-lactamase Pyruvate/2-oxoglutarate	dehydrogenase	complex,	dihydrolipoamide	dehydrogenase	(E3)	component Transcriptional	regulator,	AraC	family Succinate	dehydrogenase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit 2-Methylisocitrate	lyase,	PEP	mutase	family AraC	family	transcriptional	regulator,	regulatory	protein	of	adaptative	response	/	methylated-DNA-[protein]-cysteine	methyltransferase Elongation	factor	P--(R)-beta-lysine	ligase 74.9 1

ACT-12__551541__Buttiauxella_sp._UBA1641 Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase FxsA	family	protein 10	kDa	chaperonin Asparagine	synthetase	B	[glutamine-hydrolyzing] Putative	membrane	protein Lysine	2,3-aminomutase Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B DNA-binding	response	regulator,	NarL/FixJ	family,	contains	REC	and	HTH	domains Quaternary	ammonium	compound-resistance	protein	SugE Outer	membrane	lipoprotein ACT-12 Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Potassium	efflux	system	protein/small-conductance	mechanosensitive	channel Phosphatidylserine	decarboxylase	proenzyme Small	ribosomal	subunit	biogenesis	GTPase	RsgA 71.5 1
ACT-12__937765__Buttiauxella_sp._B2 Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase FxsA	family	protein 10	kDa	chaperonin 60	kDa	chaperonin Putative	membrane	protein Lysine	2,3-aminomutase Elongation	factor	P Entericidin	B Putative	LuxR	family	regulatory	protein Quaternary	ammonium	compound-resistance	protein Outer	membrane	lipoprotein ACT-12 Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Potassium	efflux	system	protein/small-conductance	mechanosensitive	channel Phosphatidylserine	decarboxylase	proenzyme Small	ribosomal	subunit	biogenesis	GTPase	RsgA 74.7 1
ACT-12__919008__Buttiauxella_sp._JUb87 Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase FxsA	family	protein 10	kDa	chaperonin 60	kDa	chaperonin Putative	membrane	protein Lysine	2,3-aminomutase Elongation	factor	P Entericidin	A Entericidin	B Signal	transduction	response	regulator Quaternary	ammonium	compound-resistance	protein Outer	membrane	lipoprotein ACT-12 Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Potassium	efflux	system	protein/small-conductance	mechanosensitive	channel Phosphatidylserine	decarboxylase	proenzyme Small	ribosomal	subunit	biogenesis	GTPase	RsgA 74.9 1
ACT-10__919104__Buttiauxella_sp._BIGb0552 Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase FxsA	family	protein 10	kDa	chaperonin 60	kDa	chaperonin Putative	membrane	protein Lysine	2,3-aminomutase Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Quaternary	ammonium	compound-resistance	protein Outer	membrane	lipoprotein ACT-10 Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Predicted	ATPase Phosphatidylserine	decarboxylase	proenzyme Small	ribosomal	subunit	biogenesis	GTPase	RsgA 72.8 2
ACT-10__599463__Buttiauxella_noackiae Isocitrate	dehydrogenase	(NAD+) Aspartate	ammonia-lyase FxsA	family	protein 10	kDa	chaperonin Asparagine	synthetase	B	[glutamine-hydrolyzing] Putative	membrane	protein Lysine	2,3-aminomutase Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Quaternary	ammonium	compound-resistance	protein Outer	membrane	lipoprotein ACT-10 Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Succinate	dehydrogenase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Predicted	ATPase N-acetylmuramic	acid	6-phosphate	etherase Small	ribosomal	subunit	biogenesis	GTPase	RsgA 73.6 2

ACT-12__525947__Lelliottia_amnigena Membrane	protein	FxsA L-methionine/branched-chain	amino	acid	transporter 10	kDa	chaperonin Asparagine	synthetase	B	[glutamine-hydrolyzing] Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	B Helix-turn-helix	transcriptional	regulator Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-12 LysR	family	transcriptional	regulator Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Mechanosensitive	ion	channel	family	protein 78.5 1
ACT-6__917610__Lelliottia_amnigena Aspartate	ammonia-lyase FxsA	cytoplasmic	membrane	protein Amino	acid	exporter,	AAE	family 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI L-lysine	2,3-aminomutase Elongation	factor	P EcnA Entericidin	B Two	component	transcriptional	regulator,	LuxR	family Small	multidrug	resistance	protein Lipocalin	family	protein ACT-6 Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Mechanosensitive	ion	channel	family	protein Phosphatidylserine	decarboxylase	proenzyme hypothetical	protein 78.4 1
ACT-9__710087__Enterobacter_sp._638 Aspartate	ammonia-lyase FxsA	cytoplasmic	membrane	protein Amino	acid	exporter,	AAE	family 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI L-lysine	2,3-aminomutase Elongation	factor	P EcnA Entericidin	B Two	component	transcriptional	regulator,	LuxR	family Small	multidrug	resistance	protein Lipocalin	family	protein ACT-9 Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Mechanosensitive	ion	channel	family	protein Phosphatidylserine	decarboxylase	proenzyme Small	ribosomal	subunit	biogenesis	GTPase	RsgA 79.3 1

ACT-14__1602798__Enterobacter_cancerogenus Exclusion	suppressor	FxsA L-methionine/branched-chain	amino	acid	transporter 10	kDa	chaperonin 60	kDa	chaperonin Transporter Nucleoside	recognition	domain-containing	protein Lipoprotein EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	B Transcriptional	regulator,	LuxR	family Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-14 LysR	substrate	binding	domain	protein Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit hypothetical	protein Elongation	factor	P--(R)-beta-lysine	ligase Phage	integrase	family	protein Peptidase 85.3 8
ACT-6__802227__Enterobacter_sp._RIT_418 Anaerobic	C4-dicarboxylate	transporter Aspartate	ammonia-lyase Exclusion	suppressor	FxsA 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 83.5 1
ACT-6__710514__Enterobacter_soli hypothetical	protein Exclusion	suppressor	FxsA Amino	acid	exporter,	AAE	family 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Quaternary	ammonium	compound-resistance	protein	SugE Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 89.7 4
ACT-6__829952__Enterobacter_huaxiensis Aspartate	ammonia-lyase Exclusion	suppressor	FxsA L-methionine/branched-chain	amino	acid	transporter 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	EcnA/B	family	protein Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 Transcriptional	activator	protein	AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Mechanosensitive	ion	channel	family	protein Phosphatidylserine	decarboxylase	proenzyme 87.4 1
ACT-6__804516__Enterobacter_mori Aspartate	ammonia-lyase Exclusion	suppressor	FxsA Inner	membrane	protein	yjeH 10	kDa	chaperonin 60	kDa	chaperonin Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit Fumarate	reductase	flavoprotein	subunit Elongation	factor	P--(R)-beta-lysine	ligase Inner	membrane	transporter	yjeM Predicted	ATPase 91.1 5
ACT-6__1602627__Enterobacter_mori Signal	peptide	protein Methylthioribose	kinase Methylthioribose-1-phosphate	isomerase Putative	glutathione	S-transferase-related	transmembrane	protein Transposase hypothetical	protein Protein	YjeI EF-P	beta-lysylation	protein	EpmB Elongation	factor	P Entericidin	A Entericidin	B Putative	LuxR	family	regulatory	protein Small	multidrug	resistance	protein Outer	membrane	lipoprotein ACT-6 AmpR Fumarate	reductase	subunit	D Fumarate	reductase	subunit	C Fumarate	reductase	iron-sulfur	subunit hypothetical	protein Elongation	factor	P--(R)-beta-lysine	ligase Amino	acid	permease Inner	membrane	transporter	yjeM Peptidase 91.3 1
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