
MCR-3__1595898__Escherichia_coli hypothetical	protein TrbF TrbG TrbH Conjugal	transfer	protein	TrbI p-type	conjugative	transfer	protein	TrbJ TrbL TrbM Transglycosylase	SLT	domain	protein TraX TnpA12 hypothetical	protein MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein 99.8 1
MCR-3.5__1637447__Klebsiella_pneumoniae Transposase TrbF TrbG TrbH hypothetical	protein hypothetical	protein p-type	conjugative	transfer	protein	TrbJ TrbL TrbM hypothetical	protein Transglycosylase	SLT	domain	protein TraX hypothetical	protein MCR-3.5 Diacylglycerol	kinase Bifunctional	protein	GlmU hypothetical	protein hypothetical	protein ParA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	proteinhypothetical	protein hypothetical	protein TraB hypothetical	protein 100.0 8
MCR-3.5__1639984__Escherichia_coli TnpA12 MCR-3.5 Diacylglycerol	kinase transposase-like Ankyrin	repeat	family	protein CadC	family	transcriptional	regulator Uncharacterised	protein Fosfomycin	resistance	protein	FosA Ankyrin	repeat	family	protein hypothetical	protein Glycine	betaine/choline	ABC	superfamily	ATP	binding	cassette	transporter,	membrane	protein Type-F	conjugative	transfer	system	pilin	acetylase	TraX hypothetical	protein ParA hypothetical	protein hypothetical	protein 100.0 7
MCR-3.5__734783__Escherichia_coli hypothetical	protein TrbF TrbG TrbH Conjugal	transfer	protein	TrbI p-type	conjugative	transfer	protein	TrbJ TrbL TrbM Transglycosylase	SLT	domain	protein TraX TnpA12 MCR-3.5 Diacylglycerol	kinase transposase-like 100.0 4
MCR-3.11__1837869__Escherichia_coli_plasmid Conjugal	transfer	protein	TrbF	(Fragment) TrbG TrbH Conjugal	transfer	protein	TrbI p-type	conjugative	transfer	protein	TrbJ TrbL TrbM Transglycosylase	SLT	domain	protein TraX TnpA12 transposase-like Putative	transposase	(Fragment) MCR-3.11 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Bleomycin	resistance	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein ParA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ISApl1-like hypothetical	protein 100.0 1
MCR-3__1834940__Escherichia_coli_plasmid SopB Protein	SopA Replication	protein	RepB IS5-like TraK hypothetical	protein hypothetical	protein IS1	transposase	orfB IS66-like TnpA12 MCR-3 Diacylglycerol	kinase Transposase Putative	transposase	(Fragment) Ankyrin	repeat	family	protein Streptomycin	3''-adenylyltransferase Threonine/homoserine	efflux	transporter	RhtA 10	kDa	chaperonin Excinuclease	ABC	subunit	A hypothetical	protein 100.0 2

MCR-3.8__511784__Aeromonas_enteropelogenes Acetyltransferase NAD-dependent	protein	deacylase hypothetical	protein Diguanylate	cyclase Ribose	operon	repressor,	RbsR Ribokinase ABC-type	ribose	transporter,	periplasmic	binding	protein Ribose	ABC	transporter	permease Ribose	import	ATP-binding	protein	RbsA D-ribose	pyranase MCR-3.8 Putrescine-binding	periplasmic	protein Spermidine/putrescine	ABC	transporter	permease Spermidine/putrescine	ABC	transporter	permease Spermidine/putrescine	import	ATP-binding	protein	PotA Conserved	hypothetical	membrane	protein Contig	37,	whole	genome	shotgun	sequence tRNA	2-thiocytidine	biosynthesis	protein	TtcA Universal	stress	protein	UspE CRP/FNR	family	transcriptional	regulator,	anaerobic	regulatory	protein Contig	37,	whole	genome	shotgun	sequence Cytochrome	C	oxidase	Cbb3 hypothetical	protein 70.4 3
MCR-3__1637182__Aeromonas_veronii Phage	tail	protein Phage	lysis	regulatory	protein	LysB Peptidoglycan-binding	protein Holin hypothetical	protein TraR	family	phage/conjugal	plasmid	C-4	type	zinc	finger	protein Phage	tail	protein Glucose-6-phosphate	isomerase Terminase p2	family	phage	major	capsid	protein Capsid	protein Oxidoreductase Phage	portal	protein Diacylglycerol	kinase MCR-3 Cytochrome	B hypothetical	protein Replication	initiation	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Phage	transcriptional	regulator,	Cro-like	protein Repressor hypothetical	protein hypothetical	protein hypothetical	protein 82.1 1

MCR-3.4__1783771__Escherichia_coli Protein	of	uncharacterised	function	(DUF2726) Negative	regulator	of	repA1 Thiol:disulfide	interchange	protein hypothetical	protein Conjugation	repressor	protein Conserved	hyoptetical	protein YdeA	family	protein YdfA hypothetical	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3.4 TnpA12 100.0 3
MCR-3.5__1782715__Escherichia_coli Diacylglycerol	kinase MCR-3.5 TnpA12 Phage	integrase	family	protein Endonuclease TraG hypothetical	protein TraO 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase Conjugal	transfer	protein Eex Minor	pilin	of	type	IV	secretion	VirB5 hypothetical	protein 100.0 1
MCR-3.5__1839115__Escherichia_coli_plasmid Transposase Toxin	RelE2 Orf,	hypothetical ISVsa5-like Replication	initiation	protein transposase-like IS1	transposase	orfB hypothetical	protein hypothetical	protein TraK hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Diacylglycerol	kinase MCR-3.5 TnpA12 Replication	protein	RepB Protein	SopA SopB IS911	orfA Transposase Basic	proline-rich	protein hypothetical	protein 100.0 3
MCR-3.5__1837621__Escherichia_coli_plasmid hypothetical	protein TraB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ParA hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Diacylglycerol	kinase MCR-3.5 TnpA12 TraX Transglycosylase	SLT	domain	protein TrbM TrbL p-type	conjugative	transfer	protein	TrbJ Conjugal	transfer	protein	TrbI TrbH TrbG TrbF hypothetical	protein 100.0 4
MCR-3.5__534261__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein Conserved	hyoptetical	protein hypothetical	protein YdeA	family	protein hypothetical	protein hypothetical	protein IS26-like hypothetical	protein hypothetical	protein hypothetical	protein DUF1826	domain-containing	protein Bleomycin	resistance	protein Diacylglycerol	kinase hypothetical	protein MCR-3.5 99.8 2
MCR-3.5__735178__Shigella_sonnei Diacylglycerol	kinase MCR-3.5 TnpA12 Mrr hypothetical	protein KikA transposase-like Pilus	assembly	protein Putative	yajA	protein hypothetical	protein YahA	protein Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system PI	protein Auxiliary	protein	Bis DNA	distortion	polypeptide	3 hypothetical	protein 100.0 1
MCR-3.5__533747__Escherichia_coli DUF1826	domain-containing	protein Cytosine-specific	methyltransferase Restriction	endonuclease Protein	uvp1	(Fragment) IS6-like hypothetical	protein transposase-like hypothetical	protein IS5/IS1182-like IS6-like Diacylglycerol	kinase MCR-3.5 TnpA12 transposase-like Ribosomal	RNA	large	subunit	methyltransferase	Cfr Glutathione	synthetase IS6-like Replication	protein hypothetical	protein Resolvase hypothetical	protein hypothetical	protein 100.0 1
MCR-3__534288__Escherichia_coli hypothetical	protein hypothetical	protein IS1294	transposasePutative	transposase	for	insertion	sequence	element	IS801	domain	protein hypothetical	protein Mobile	element	protein Transposase hypothetical	protein hypothetical	protein hypothetical	protein Aerotaxis	sensor	receptor	protein hypothetical	protein IS6-like Transposase Diacylglycerol	kinase hypothetical	protein MCR-3 Integrase	(Fragment) transposase-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS1-like hypothetical	protein hypothetical	protein ParA hypothetical	protein 99.8 1
MCR-3.5__1642438__Escherichia_coli Tn4662	transposase TnpR	protein Ankyrin	repeat	family	protein Diacylglycerol	kinase MCR-3.5 TnpA12 hypothetical	protein Quinolone	resistance	protein	QnrS2 Orf5	protein Uncharacterised	protein Signal	peptidase	I Phage	integrase	family	protein ABC	transporter	ATP-binding	protein Ankyrin	repeat	family	protein hypothetical	protein 100.0 2
MCR-3__1639809__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Ankyrin	repeat	family	protein Kanamycin	resistance	protein 3'-kinase hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 hypothetical	protein TnpA12 Putative	transposase Ankyrin	repeat	family	protein hypothetical	protein transposase-like transposase-like TnsC Tn7-like	transposition	protein 100.0 13
MCR-3__427307__Salmonella_enterica_subsp._enterica_serovar_Choleraesuis Diacylglycerol	kinase MCR-3 hypothetical	protein TnpA12 hypothetical	protein 100.0 2
MCR-3.4__521761__Klebsiella_quasipneumoniae_subsp._similipneumoniae hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Uncharacterized	conserved	protein,	contains	double-stranded	beta-helix	domain transposase-like Uncharacterized	HTH-type	transcriptional	regulator	YiaU Ribosomal	RNA	large	subunit	methyltransferase	Cfr Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Bleomycin	resistance	protein hypothetical	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3.4 Putative	transposase	(Fragment) transposase-like TnpA12 Ribosomal	RNA	large	subunit	methyltransferase	Cfr Uncharacterized	HTH-type	transcriptional	regulator	YiaU transposase-like Uncharacterized	conserved	protein,	contains	double-stranded	beta-helix	domain Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein 99.8 10
MCR-3.11__1838329__Klebsiella_pneumoniae_plasmid YdaA ISKpn19-like Spore	coat	protein hypothetical	protein Quinolone	resistance	protein	QnrS2 hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein Ankyrin	repeat	family	protein Bleomycin	resistance	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3.11 Putative	transposase	(Fragment) transposase-like TnpA12 IS110-like Integrase hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase transposase-like transposase-like 100.0 2
MCR-3__1635269__Klebsiella_pneumoniae Two-component	system	OmpR	family,	heavy	metal	sensor	histidine	kinase	CusS Protein	impA DNA	polymerase	V	subunit	UmuC Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKra4	family	transposase hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Bleomycin	resistance	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 Putative	transposase	(Fragment) transposase-like TnpA12 hypothetical	protein Tn4662	transposase TnpR	protein ABC	transporter	ATP-binding	protein hypothetical	protein 99.6 1

MCR-3__755030__Escherichia_coli MFS	transporter IS6-like Putative	monooxygenase hypothetical	protein Transposase,	IS6	family IS629	ORF1 Transposase TnpA	delta8 hypothetical	protein IS6-like Relaxase Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 TnpA12 Transposase Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS6-like hypothetical	protein Plasmid	maintenance	system	killer	protein hypothetical	protein ISApl1-like Probable	phosphatidylethanolamine	transferase	Mcr-1 PAP2	superfamily	protein 99.8 33
MCR-3__1642386__Escherichia_coli Mobile	element	protein hypothetical	protein Resolvase hypothetical	protein IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein Ankyrin	repeat	family	protein Bleomycin	resistance	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 TnpA12 Transposase Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Ankyrin	repeat	family	protein Thiol:disulfide	interchange	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Error-prone	repair	protein	UmuC	(Fragment) UV	protection	and	repair	protein	MucA hypothetical	protein 100.0 4
MCR-3.4__521755__Escherichia_coli Protein	RepA Uncharacterised	protein Site-specific	recombinase	protein Transposase	IS3 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Relaxase Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3.4 TnpA12 Transposase Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA transposase-like hypothetical	protein transposase-like transposase-like Transposase hypothetical	protein 100.0 1
MCR-3__521759__Escherichia_coli hypothetical	protein Transcriptional	regulator Nucleotide-binding	containing	TIR-like	domain	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Restriction	endonuclease Cytosine-specific	methyltransferase transposase-like Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 TnpA12 Ribosomal	RNA	large	subunit	methyltransferase	Cfr Truncated	IS26	transposase Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS4-like Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Quinolone	resistance	protein	QnrS2 hypothetical	protein Transposon	Tn10	TetD	protein Transposase 100.0 14
MCR-3.2__841153__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Conjugation	repressor	protein Conserved	hyoptetical	protein ABC	transporter	ATP-binding	protein TnpR	protein hypothetical	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3.2 TnpA12 Truncated	IS26	transposase Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS4-like 99.8 1

MCR-3__1758676__Escherichia_coli MCR-3 Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) hypothetical	protein 100.0 3
MCR-3__1821698__Salmonella_enterica_subsp._enterica_serovar_Typhimuriumhypothetical	protein Diacylglycerol	kinase MCR-3 RNA	I	modulator	protein Putative	transposase	(Fragment) transposase-like 99.8 1
MCR-3__1635255__Klebsiella_pneumoniae hypothetical	protein ResD Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Transposase	(Fragment) Bleomycin	resistance	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 hypothetical	protein 99.6 1
MCR-3__1635259__Klebsiella_quasipneumoniae Conjugal	transfer	protein Phospholipase	D	family	protein hypothetical	protein Putative	RepA	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2913) Protein	impA DNA	polymerase	V	subunit	UmuC Bleomycin	resistance	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 hypothetical	protein 99.6 1
MCR-3__1635248__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein TnpR	protein Tn4662	transposase Ankyrin	repeat	family	protein Bleomycin	resistance	protein hypothetical	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 Integrase	core	domain-containing	protein	(Fragment) 99.8 4
MCR-3__1901193__Salmonella_enterica Putative	insecticidal	toxin	complex hypothetical	protein Uncharacterised	protein Transposase,	IS6	family IS26-like Protein	psiB hypothetical	protein Putative	transposase Transposase Diacylglycerol	kinase MCR-3 TnpA12 IS26-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance Transposase	(Fragment) IS26-like IS26-like Transposase Transposase	for	transposon	Tn3 Transposase hypothetical	protein hypothetical	protein 100.0 1
MCR-3__1640483__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein TraY TraJ TraM Protein	X YubP Uncharacterised	protein Mok Protein	PsiA PsiB hypothetical	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 TnpA12 Ankyrin	repeat	family	protein Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance Transposase	(Fragment) Ankyrin	repeat	family	protein Ankyrin	repeat	family	protein Transposase Signal	peptidase	I Orf5	protein 100.0 2
MCR-3.3__752098__Aeromonas_sp._ASNIH7 hypothetical	protein ISAeca5-like Copper	resistance	protein	CopD Conserved	inner	membrane	protein LysR	family	transcriptional	regulator hypothetical	protein ISApu2-like transposase-like IS21-like Transposase	DDE	domain-containing	protein hypothetical	protein MCR-3.3 hypothetical	protein Contig	101,	whole	genome	shotgun	sequence ISAs25-like hypothetical	protein ISAs12-like hypothetical	protein hypothetical	protein Putative	integrase Transposase	IS2 Transposase hypothetical	protein 98.7 1
MCR-3.3__1901448__Aeromonas_caviae hypothetical	protein hypothetical	protein MCR-3.3 Contig	101,	whole	genome	shotgun	sequence 100.0 1
MCR-3__1635206__Aeromonas_veronii hypothetical	protein Membrane	protein Cation/acetate	symporter	ActP Transposase Transposase	InsO	and	inactivated	derivatives	(Fragment) hypothetical	protein IS66-like-like IS481	family	transposase hypothetical	protein Transposase Transposase	IS2 IS630-like Diacylglycerol	kinase MCR-3 Transposase	IS4	family	protein Putative	sulfatase Transposase	IS4	family	protein Integrase	catalytic	subunit Transposase	IS3/IS911	family	protein IS481-like IS5-like Transposase Transposase 84.8 4
MCR-3.6__725571__Aeromonas_veronii Diacylglycerol	kinase Putative	sulfatase MCR-3.6 Sulfate	transporter Universal	stress	protein	UspA hypothetical	protein LysR	family	transcriptional	regulator Conserved	inner	membrane	protein Copper	resistance	protein	CopD Two-component	system	response	regulator	NarL Anaerobic	nitric	oxide	reductase	transcription	regulator	NorR Anaerobic	nitric	oxide	reductase	flavorubredoxin 93.1 1
MCR-3.6__1635507__Aeromonas_media hypothetical	protein Transcriptional	regulator,	XRE	family	protein Cell	filamentation	protein	Fic ISAs12-like hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.6 Contig	101,	whole	genome	shotgun	sequence Transposase	B Thymidylate	synthase hypothetical	protein hypothetical	protein Phage	integrase	family	protein	(Fragment) ISAs25-like hypothetical	protein hypothetical	protein 100.0 2
MCR-3.8__1635527__Aeromonas_sp._2692-1 Transcriptional	regulator,	MerR	family DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ISApu1-like hypothetical	protein ISApu2-like Diacylglycerol	kinase Transposase	family	protein Transposase Putative	sulfatase MCR-3.8 Contig	101,	whole	genome	shotgun	sequence Transposase	IS2 Transposase Membrane	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein IS5-like Phosphodiesterase Lipid-binding	SYLF	domain-containing	protein 97.8 1
MCR-3.8__828857__Aeromonas_jandaei hypothetical	protein Transcriptional	regulator,	XRE	family	protein hypothetical	protein Cell	filamentation	protein	Fic hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.8 Contig	101,	whole	genome	shotgun	sequence Membrane	protein Uncharacterised	protein hypothetical	protein Phosphoesterase,	PAP2	family Contig	2,	whole	genome	shotgun	sequence IS5-like Diguanylate	cyclase	(GGDEF)	domain-containing	protein Diguanylate	cyclase	(GGDEF)	domain-containing	protein 99.6 1
MCR-3.3__767320__Aeromonas_sobria Protein	encoded	within	IS	(Fragment) hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.3 4-amino-4-deoxy-L-arabinose-phosphoundecaprenol	flippase	subunit	ArnE Contig	40,	whole	genome	shotgun	sequence Uncharacterized	membrane-anchored	protein 85.7 1
MCR-3.3__767314__Aeromonas_sobria hypothetical	protein hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.3 hypothetical	protein 85.0 1

MCR-3.8__773288__Aeromonas_bivalvium hypothetical	protein hypothetical	protein Transcriptional	regulator,	XRE	family	protein Cell	filamentation	protein	Fic DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.8 Contig	101,	whole	genome	shotgun	sequence hypothetical	protein Membrane	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Polar	amino	acid	ABC	transporter hypothetical	protein hypothetical	protein Cold-shock	DNA-binding	protein	family Ferrichrome	outer	membrane	transporter hypothetical	protein 98.9 2
MCR-3.8__839861__Aeromonas_caviae hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.8 Contig	101,	whole	genome	shotgun	sequence Membrane	protein Uncharacterised	protein hypothetical	protein Polar	amino	acid	ABC	transporter hypothetical	protein hypothetical	protein Cold-shock	DNA-binding	protein	family Outer	membrane	receptor Sensor	histidine	kinase 98.9 2
MCR-3.3__1636006__Aeromonas_veronii hypothetical	protein Dihydroxyacetone	kinase Permease Cold-shock	DNA-binding	protein	family hypothetical	protein Cation	transporter hypothetical	protein hypothetical	protein Polar	amino	acid	ABC	transporter hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.3 Transposase	B hypothetical	protein ISAeca1-like hypothetical	protein hypothetical	protein Single-stranded	DNA-binding	protein Helix-turn-helix	transcriptional	regulator CsgE Curli	production	assembly	protein	CsgF Curli	production	assembly/transport	protein	CsgG Curlin hypothetical	protein 100.0 1
MCR-3.3__839857__Aeromonas_veronii Dihydroxyacetone	kinase Permease Cold-shock	DNA-binding	protein	family hypothetical	protein Cation	transporter hypothetical	protein hypothetical	protein Polar	amino	acid	ABC	transporter hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.3 Contig	101,	whole	genome	shotgun	sequence hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 6
MCR-3__873564__Aeromonas_caviae hypothetical	protein Diacylglycerol	kinase MCR-3 hypothetical	protein Transposase 85.0 1
MCR-3.3__773319__Aeromonas_salmonicida hypothetical	protein Chemical-damaging	agent	resistance	protein	C Chemical-damaging	agent	resistance	protein	C hypothetical	protein Tellurium	resistance	protein	TerF hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.3 Contig	101,	whole	genome	shotgun	sequence Membrane	protein Uncharacterised	protein hypothetical	protein Putative	transposase hypothetical	protein hypothetical	protein hypothetical	protein Transposase Cell	division	protein	Fic 99.8 2

MCR-3.3__474335__Aeromonas_salmonicida_subsp._salmonicida_01-B526 Putative	sulfatase MCR-3.3 Phosphoesterase,	PAP2	family TniR Plasmid	segregation	oscillating	ATPase	ParF hypothetical	protein hypothetical	protein 85.2 1
MCR-3.3__671808__Aeromonas_salmonicida_subsp._salmonicida Putative	sulfatase MCR-3.3 Phosphoesterase,	PAP2	family TniR Plasmid	segregation	oscillating	ATPase	ParF hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Replication	initiation	protein	B 85.2 1
MCR-3.3__832215__Aeromonas_salmonicida hypothetical	protein Integrase VagC	protein Ribonuclease	VapC hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS21-like transposase-like hypothetical	protein Small	toxic	polypeptide hypothetical	protein hypothetical	protein Putative	transposase	Tnp IS3-family	transposase Putative	sulfatase MCR-3.3 Phosphoesterase,	PAP2	family TniR Plasmid	segregation	oscillating	ATPase	ParF hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Replication	initiation	protein	B DNA-binding	protein Plasmid	replication	protein	repA 85.2 10
MCR-3.3__672713__Aeromonas_salmonicida hypothetical	protein MCR-3.3 Phosphoesterase,	PAP2	family TniR Plasmid	segregation	oscillating	ATPase	ParF hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Replication	initiation	protein	B DNA-binding	protein Plasmid	replication	protein	repA 85.2 1

MCR-3.8__753039__Aeromonas_veronii Integrase hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Diacylglycerol	kinase Putative	sulfatase MCR-3.8 Contig	101,	whole	genome	shotgun	sequence Membrane	protein Uncharacterised	protein IS5-like hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	activator	protein	CopR Histidine	kinase hypothetical	protein CopB hypothetical	protein 99.6 1
MCR-3.6__801062__Aeromonas_sp._HMWF036 AAA	family	ATPase IS21-like Putative	sulfatase MCR-3.6 4-amino-4-deoxy-L-arabinose-phosphoundecaprenol	flippase	subunit	ArnE Contig	40,	whole	genome	shotgun	sequence Uncharacterised	protein Phosphoesterase,	PAP2	family hypothetical	protein 85.7 4
MCR-3__839900__Aeromonas_allosaccharophila hypothetical	protein hypothetical	protein Repressor Phage	transcriptional	regulator,	Cro-like	protein Regulator Phage	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Replication	protein hypothetical	protein Cytochrome	B MCR-3 Diacylglycerol	kinase Phage	portal	protein Oxidoreductase Capsid	protein p2	family	phage	major	capsid	protein Terminase hypothetical	protein Glucose-6-phosphate	isomerase Phage	tail	protein TraR	family	phage/conjugal	plasmid	C-4	type	zinc	finger	protein hypothetical	protein Holin Peptidoglycan-binding	protein Phage	lysis	regulatory	protein	LysB Phage	tail	protein 81.9 2
MCR-3__801069__Aeromonas_sp._HMWF016 hypothetical	protein ATP-dependent	Clp	protease	adapter	protein	ClpS Cold	shock	domain	protein	CspD Bifunctional	protein	FolD Contig	40,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	133,	whole	genome	shotgun	sequence Contig	40,	whole	genome	shotgun	sequence Virulence	factor Diacylglycerol	kinase MCR-3 Contig	40,	whole	genome	shotgun	sequence UPF0114	protein	AO724	01285 hypothetical	protein Contig	93,	whole	genome	shotgun	sequence High-affinity	iron	transporter Amine	oxidase hypothetical	protein Contig	93,	whole	genome	shotgun	sequence hypothetical	protein 79.8 1
MCR-3__652228__Aeromonas_sp._SCS5 AraC	family	transcriptional	regulator ATP-dependent	Clp	protease	adapter	protein	ClpS Cold	shock	domain	protein	CspD Bifunctional	protein	FolD Contig	40,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	133,	whole	genome	shotgun	sequence hypothetical	protein Contig	40,	whole	genome	shotgun	sequence Sulfate	transporter	CysZ Diacylglycerol	kinase MCR-3 Contig	40,	whole	genome	shotgun	sequence Putative	sensory	transduction	regulator hypothetical	protein Thymidine	kinase Na+/H+	antiporter DNA-binding	protein Contig	53,	whole	genome	shotgun	sequence Conserved	protein 7-carboxy-7-deazaguanine	synthase 7-cyano-7-deazaguanine	synthase Contig	53,	whole	genome	shotgun	sequence hypothetical	protein 80.7 2
MCR-3__612984__Aeromonas_sp._L_1B5_3 AraC	family	transcriptional	regulator ATP-dependent	Clp	protease	adapter	protein	ClpS Cold	shock	domain	protein	CspD Bifunctional	protein	FolD Contig	40,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	133,	whole	genome	shotgun	sequence hypothetical	protein Contig	40,	whole	genome	shotgun	sequence Sulfate	transporter	CysZ Diacylglycerol	kinase MCR-3 Contig	40,	whole	genome	shotgun	sequence Integrase hypothetical	protein 80.7 1
MCR-3.12__602974__Aeromonas_hydrophila hypothetical	protein hypothetical	protein hypothetical	protein Transposase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Integrase MFS	transporter Membrane	protein MCR-3.12 Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase RNA	pseudouridine	synthase hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 77.1 2
MCR-3__725515__Aeromonas_dhakensis hypothetical	protein AscB/YscB AscC NAD(FAD)-utilizing	Dehydrogenase YscE YscF YscG YscH YscI hypothetical	protein YscK AscL MFS	transporter Membrane	protein MCR-3 hypothetical	protein Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase RNA	pseudouridine	synthase hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 76.0 9
MCR-3.12__725522__Aeromonas_hydrophila AscB AscC AscD AscE AscF Type	III	secretion	protein,	YscG	family AscH YscI hypothetical	protein AscK AscL MFS	transporter Membrane	protein MCR-3.12 hypothetical	protein Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase RNA	pseudouridine	synthase hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 77.1 11
MCR-3.12__487470__Aeromonas_hydrophila AscZ AscB AscC AscD YscE EscF/YscF/HrpA	family	type	III	secretion	system	needle	major	subunitType	III	secretion	protein,	YscG	family AscH YscI hypothetical	protein AscK AscL MFS	transporter MCR-3.12 Contig	40,	whole	genome	shotgun	sequence hypothetical	protein Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase RNA	pseudouridine	synthase hypothetical	protein Cyclopropane	fatty	acyl	phospholipid	synthase hypothetical	protein 77.1 1
MCR-3.12__696612__Aeromonas_hydrophila Sulphur	transport Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta Folylpolyglutamate	synthase ABC	transporter	permease Sulfurtransferase TIGR01666	family	membrane	protein SecY	stabilizing	membrane	protein MFS	transporter Membrane	protein MCR-3.12 hypothetical	protein Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase RNA	pseudouridine	synthase hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 76.9 22
MCR-3.12__1809768__Aeromonas_sp._DNRA1 hypothetical	protein tRNA	pseudouridine	synthase	A Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta Folylpolyglutamate	synthase DedD	protein Sulfurtransferase TIGR01666	family	membrane	protein SecY	stabilizing	membrane	protein MFS	transporter MCR-3.12 Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase RNA	pseudouridine	synthase hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 76.9 1
MCR-3__511682__Aeromonas_dhakensis tRNA	pseudouridine	synthase	A Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta Folylpolyglutamate	synthase ABC	transporter	permease Sulfurtransferase TIGR01666	family	membrane	protein SecY	stabilizing	membrane	protein MFS	transporter Membrane	protein MCR-3 Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase RNA	pseudouridine	synthase hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 76.0 11
MCR-3.12__599554__Aeromonas_bestiarum hypothetical	protein tRNA	pseudouridine	synthase	A Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta FolC	bifunctional	protein DedD	protein Sulfurtransferase TIGR01666	family	membrane	protein SecY	stabilizing	membrane	protein MFS	transporter MCR-3.12 Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase Pseudouridine	synthase	RluA-like	protein hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 76.2 1
MCR-3.12__511671__Aeromonas_piscicola hypothetical	protein PAS	domain	S-box	protein Membrane	protein MCR-3.12 Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer ATP-binding	component	of	an	ABC	superfamily	transporter Pseudouridine	synthase	RluA-like	protein hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein 76.2 1
MCR-3.12__529690__Aeromonas_sp._CA23 hypothetical	protein Transposase Transposase IS5	transposase Transposase hypothetical	protein Integrase MFS	transporter Membrane	protein MCR-3.12 hypothetical	protein Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase Pseudouridine	synthase	RluA-like	protein hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein75.8 1

MCR-3.12__784752__Aeromonas_bestiarum tRNA	pseudouridine	synthase	A Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta FolC	bifunctional	protein DedD	protein Sulfurtransferase TIGR01666	family	membrane	protein SecY	stabilizing	membrane	protein MFS	transporter Membrane	protein MCR-3.12 Contig	40,	whole	genome	shotgun	sequence Virulence	factor Aerotaxis	receptor	Aer Diguanylate	cyclase Pseudouridine	synthase	RluA-like	protein hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein76.0 1
MCR-3.8__828852__Aeromonas_enteropelogenes hypothetical	protein Putrescine-binding	periplasmic	protein MCR-3.8 D-ribose	pyranase Ribose	import	ATP-binding	protein	RbsA Ribose	ABC	transporter	permease ABC-type	ribose	transporter,	periplasmic	binding	protein hypothetical	protein 70.3 1
MCR-3.9__511715__Aeromonas_sobria Ankyrin Cell	filamentation	protein	Fic hypothetical	protein Transcriptional	regulator hypothetical	protein Integrase Cytochrome	B Contig	40,	whole	genome	shotgun	sequence MCR-3.9 Diacylglycerol	kinase Virulence	factor Contig	40,	whole	genome	shotgun	sequence Contig	133,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	40,	whole	genome	shotgun	sequence Putative	HNH	nuclease	YajD hypothetical	protein ATP-dependent	DNA	helicase	RecQ 81.4 2
MCR-3.6__511668__Aeromonas_piscicola hypothetical	protein hypothetical	protein Contig	1,	whole	genome	shotgun	sequence Lipoprotein DPS	family	protein Hydroxylamine	reductase (Fe-S)-binding	protein Uridine	diphosphate	n-acetylgalactosamine DsbA	family,	Com1-like	subfamily	protein hypothetical	protein Heptosyltransferase MCR-3.6 4-amino-4-deoxy-L-arabinose-phosphoundecaprenol	flippase	subunit	ArnE Membrane	protein Uncharacterised	protein Phosphatase	PAP2	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Contig	88,	whole	genome	shotgun	sequence hypothetical	protein hypothetical	protein DNA	repair	protein	RadC hypothetical	protein hypothetical	protein hypothetical	protein 80.9 1
MCR-3.9__529687__Aeromonas_sp._CU5 Chitinase hypothetical	protein hypothetical	protein Putative	HNH	nuclease	YajD Contig	40,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	133,	whole	genome	shotgun	sequence Contig	40,	whole	genome	shotgun	sequence Virulence	factor Diacylglycerol	kinase MCR-3.9 hypothetical	protein Transposase IS3-family	transposase Cytochrome	B hypothetical	protein hypothetical	protein IS3-family	transposase Integrase Putative	transposase	Tnp DNA-binding	protein hypothetical	protein 81.0 1
MCR-3.9__937208__Aeromonas_sobria Chitinase hypothetical	protein hypothetical	protein Putative	HNH	nuclease	YajD Contig	40,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	133,	whole	genome	shotgun	sequence Contig	40,	whole	genome	shotgun	sequence Virulence	factor Diacylglycerol	kinase MCR-3.9 Contig	40,	whole	genome	shotgun	sequence Cytochrome	B Integrase hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Galactokinase Galactose-1-phosphate	uridylyltransferase UDP-glucose	4-epimerase	GalE 81.5 1
MCR-3.9__725542__Aeromonas_sobria Chitinase hypothetical	protein Putative	HNH	nuclease	YajD Contig	40,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	133,	whole	genome	shotgun	sequence Contig	40,	whole	genome	shotgun	sequence Virulence	factor Diacylglycerol	kinase MCR-3.9 Contig	40,	whole	genome	shotgun	sequence Cytochrome	B 80.4 1

MCR-3__696200__Aeromonas_sp._YN13HZO-058 Capsid	protein Protein	C	Serine	peptidase.	MEROPS	family	S49 HK97	family	phage	portal	protein Uncharacterised	protein Terminase Terminase HNH	endonuclease Endopeptidase Lysozyme Phage	holin	T7	family,	holin	superfamily	II hypothetical	protein hypothetical	protein UPF0301	protein	BWQ95	09960 Contig	40,	whole	genome	shotgun	sequence MCR-3 Diacylglycerol	kinase hypothetical	protein Methyltransferase hypothetical	protein UV	protection	and	mutation	protein Protein	UmuC hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Antitermination	protein hypothetical	protein 81.1 1
MCR-3__511660__Aeromonas_popoffii hypothetical	protein MCR-3 Diacylglycerol	kinase hypothetical	protein Uncharacterised	protein hypothetical	protein Lipoprotein Diguanylate	cyclase Integrase hypothetical	protein Membrane	protein hypothetical	protein 80.4 1

MCR-3__511709__Aeromonas_jandaei Contig	53,	whole	genome	shotgun	sequence Contig	53,	whole	genome	shotgun	sequence 7-cyano-7-deazaguanine	synthase 7-carboxy-7-deazaguanine	synthase Conserved	protein Contig	53,	whole	genome	shotgun	sequence DNA-binding	protein Na+/H+	antiporter Thymidine	kinase hypothetical	protein Putative	sensory	transduction	regulator Contig	40,	whole	genome	shotgun	sequence MCR-3 Diacylglycerol	kinase Sulfate	transporter	CysZ Contig	40,	whole	genome	shotgun	sequence hypothetical	protein Contig	133,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	40,	whole	genome	shotgun	sequence Bifunctional	protein	FolD Cold	shock	domain	protein	CspD ATP-dependent	Clp	protease	adapter	protein	ClpS AraC	family	transcriptional	regulator 80.7 5
MCR-3__600133__Aeromonas_lacus hypothetical	protein Contig	93,	whole	genome	shotgun	sequence hypothetical	protein Amine	oxidase High-affinity	iron	transporter ISPa42-like hypothetical	protein UPF0114	protein	AO724	01285 Contig	40,	whole	genome	shotgun	sequence MCR-3 Diacylglycerol	kinase Sulfate	transporter	CysZ Contig	40,	whole	genome	shotgun	sequence hypothetical	protein Contig	133,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	40,	whole	genome	shotgun	sequence Bifunctional	protein	FolD Cold	shock	domain	protein	CspD ATP-dependent	Clp	protease	adapter	protein	ClpS AraC	family	transcriptional	regulator 80.5 1
MCR-3__725464__Aeromonas_jandaei Amine	oxidase High-affinity	iron	transporter Contig	93,	whole	genome	shotgun	sequence hypothetical	protein UPF0114	protein	AO724	01285 Transporter Contig	40,	whole	genome	shotgun	sequence MCR-3 Diacylglycerol	kinase Virulence	factor Contig	40,	whole	genome	shotgun	sequence hypothetical	protein Contig	133,	whole	genome	shotgun	sequence Two-component	sensor	histidine	kinase Contig	40,	whole	genome	shotgun	sequence Bifunctional	protein	FolD 80.9 1
MCR-3.12__680253__Aeromonas_piscicola hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein Pseudouridine	synthase	RluA-like	protein Diguanylate	cyclase Aerotaxis	receptor	Aer Virulence	factor Contig	40,	whole	genome	shotgun	sequence MCR-3.12 hypothetical	protein Membrane	protein PAS	domain	S-box	protein hypothetical	protein hypothetical	protein hypothetical	protein 75.6 1
MCR-3__725498__Aeromonas_dhakensis hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein RNA	pseudouridine	synthase Diguanylate	cyclase Aerotaxis	receptor	Aer Virulence	factor Contig	40,	whole	genome	shotgun	sequence hypothetical	protein MCR-3 Membrane	protein MFS	transporter AscL YscK hypothetical	protein YscI YscH YscG YscF YscE NAD(FAD)-utilizing	Dehydrogenase AscC AscB/YscB hypothetical	protein 76.0 8
MCR-3.12__680340__Aeromonas_hydrophila hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein RNA	pseudouridine	synthase Diguanylate	cyclase Aerotaxis	receptor	Aer Virulence	factor Contig	40,	whole	genome	shotgun	sequence hypothetical	protein MCR-3.12 Membrane	protein MFS	transporter AscL AscK hypothetical	protein YscI AscH Type	III	secretion	protein,	YscG	family AscF AscE AscD AscC AscB 77.1 13
MCR-3.12__511778__Aeromonas_hydrophila_subsp._ranae hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein RNA	pseudouridine	synthase Diguanylate	cyclase Aerotaxis	receptor	Aer Virulence	factor Contig	40,	whole	genome	shotgun	sequence hypothetical	protein MCR-3.12 Membrane	protein MFS	transporter AscL AscK AscJ AscI AscH AscG EscF/YscF/HrpA	family	type	III	secretion	system	needle	major	subunit AscE AscD AscC AscB 77.1 1
MCR-3.12__680348__Aeromonas_hydrophila hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein RNA	pseudouridine	synthase Diguanylate	cyclase Aerotaxis	receptor	Aer Virulence	factor Contig	40,	whole	genome	shotgun	sequence hypothetical	protein MCR-3.12 Membrane	protein MFS	transporter SecY	stabilizing	membrane	protein TIGR01666	family	membrane	protein Sulfurtransferase ABC	transporter	permease Folylpolyglutamate	synthase Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta tRNA	pseudouridine	synthase	A 76.9 28
MCR-3.12__511772__Aeromonas_bestiarum hypothetical	protein 4-hydroxyphenylpyruvate	dioxygenase hypothetical	protein Pseudouridine	synthase	RluA-like	protein Diguanylate	cyclase Aerotaxis	receptor	Aer Virulence	factor Contig	40,	whole	genome	shotgun	sequence MCR-3.12 MFS	transporter SecY	stabilizing	membrane	protein TIGR01666	family	membrane	protein hypothetical	protein hypothetical	protein FolC	bifunctional	protein Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta tRNA	pseudouridine	synthase	A hypothetical	protein 76.2 1
MCR-3__479114__Aeromonas_sp._MDS8 hypothetical	protein Cyclopropane	fatty	acyl	phospholipid	synthase hypothetical	protein hypothetical	protein RNA	pseudouridine	synthase Diguanylate	cyclase Aerotaxis	receptor	Aer Virulence	factor hypothetical	protein Contig	40,	whole	genome	shotgun	sequence hypothetical	protein MCR-3 Membrane	protein MFS	transporter SecY	stabilizing	membrane	protein TIGR01666	family	membrane	protein Sulfurtransferase ABC	transporter	permease Folylpolyglutamate	synthase Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	beta tRNA	pseudouridine	synthase	A 76.0 5

MCR-3.5__734932__Escherichia_coli HTH-type	transcriptional	regulator	MalT FipA:	fertility	inhibition	of	IncP	plasmids	protein ABC	transporter	ATP-binding	protein Resolvase/integrase	Bin transposase-like TnpA12 MCR-3.5 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Tyrosine	recombinase	XerC Transposase Tetracycline	resistance	protein	TetM hypothetical	protein IS6-like Aerotaxis	receptor hypothetical	protein 100.0 6
MCR-3.3__784699__Aeromonas_veronii MCR-3.3 Putative	sulfatase Diacylglycerol	kinase 99.6 1
MCR-3.3__479291__Aeromonas_caviae hypothetical	protein hypothetical	protein Helicase IS630-like ISAeca5-like hypothetical	protein Uncharacterised	protein Membrane	protein hypothetical	protein MCR-3.3 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein IS630-like hypothetical	protein transposase-like hypothetical	protein 99.6 1

MCR-3.3__1834271__Aeromonas_salmonicida_plasmid Plasmid	replication	protein	repA DNA-binding	protein Replication	initiation	protein	B hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	segregation	oscillating	ATPase	ParF TniR Phosphoesterase,	PAP2	family MCR-3.3 Putative	sulfatase IS3-family	transposase Putative	transposase	Tnp hypothetical	protein hypothetical	protein Small	toxic	polypeptide transposase-like IS21-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ribonuclease	VapC VagC	protein Integrase hypothetical	protein 85.2 19
MCR-3.12__672707__Aeromonas_salmonicida DNA-binding	protein Replication	initiation	protein	B hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	segregation	oscillating	ATPase	ParF TniR Phosphoesterase,	PAP2	family MCR-3.12 85.5 2
MCR-3__686288__Aeromonas_salmonicida_subsp._salmonicida hypothetical	protein MCR-3 IS3-family	transposase 81.9 1
MCR-3__672709__Aeromonas_salmonicida MCR-3 hypothetical	protein 81.9 1

MCR-3.8__610882__Aeromonas_caviae hypothetical	protein Arsenical-resistance	protein Transcriptional	regulator hypothetical	protein IS5-like hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Uncharacterised	protein Membrane	protein Contig	101,	whole	genome	shotgun	sequence MCR-3.8 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Cell	filamentation	protein	Fic hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 97.8 1
MCR-3.8__742531__Aeromonas_dhakensis hypothetical	protein Phosphodiesterase hypothetical	protein IS5-like hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Uncharacterised	protein Membrane	protein Transposase Transposase	IS2 Contig	101,	whole	genome	shotgun	sequence MCR-3.8 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Transcriptional	regulator,	MerR	family Cadmium-translocating	P-type	ATPase Lipoprotein	signal	peptidase hypothetical	protein 97.8 1
MCR-3.8__773331__Aeromonas_media hypothetical	protein IS5-like hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Uncharacterised	protein Membrane	protein Transposase Transposase	IS2 Contig	101,	whole	genome	shotgun	sequence MCR-3.8 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Transcriptional	regulator,	MerR	family Cadmium-translocating	P-type	ATPase Lipoprotein	signal	peptidase hypothetical	protein 97.6 2
MCR-3.6__1635516__Aeromonas_media hypothetical	protein hypothetical	protein ISAs25-like Phage	integrase	family	protein	(Fragment) hypothetical	protein hypothetical	protein Thymidylate	synthase Transposase	B Contig	101,	whole	genome	shotgun	sequence MCR-3.6 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein ISAs12-like Cell	filamentation	protein	Fic Transcriptional	regulator,	XRE	family	protein hypothetical	protein 100.0 2
MCR-3.6__839895__Aeromonas_allosaccharophila hypothetical	protein Universal	stress	protein	UspA Sulfate	transporter MCR-3.6 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein Cell	filamentation	protein	Fic Transcriptional	regulator,	XRE	family	protein hypothetical	protein Bifunctional	protein	FolD 93.1 2
MCR-3.3__725484__Aeromonas_veronii hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Amidohydrolase hypothetical	protein Diguanylate	cyclase hypothetical	protein Phosphoesterase,	PAP2	family hypothetical	protein Uncharacterised	protein Membrane	protein hypothetical	protein Contig	101,	whole	genome	shotgun	sequence MCR-3.3 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein Cell	filamentation	protein	Fic hypothetical	protein Transcriptional	regulator,	XRE	family	protein hypothetical	protein hypothetical	protein 98.7 1
MCR-3.3__496294__Aeromonas_veronii_bv._sobria hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Phosphoesterase,	PAP2	family Uncharacterised	protein Contig	40,	whole	genome	shotgun	sequence 4-amino-4-deoxy-L-arabinose-phosphoundecaprenol	flippase	subunit	ArnE MCR-3.3 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein Transposase IS3-family	transposase hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein Cell	filamentation	protein	Fic 86.1 3
MCR-3.3__729311__Aeromonas_caviae hypothetical	protein Thiamine	biosynthesis	protein	ThiF hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Contig	40,	whole	genome	shotgun	sequence 4-amino-4-deoxy-L-arabinose-phosphoundecaprenol	flippase	subunit	ArnE MCR-3.3 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein Transcriptional	regulator,	XRE	family	protein hypothetical	protein Diadenylate	cyclase 85.5 2
MCR-3.3__773282__Aeromonas_caviae ATPase	AAA hypothetical	protein hypothetical	protein Integrase Integrase hypothetical	protein hypothetical	protein Uncharacterised	protein Membrane	protein Contig	101,	whole	genome	shotgun	sequence MCR-3.3 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein 99.6 2
MCR-3.3__773294__Aeromonas_caviae Contig	101,	whole	genome	shotgun	sequence MCR-3.3 Putative	sulfatase Diacylglycerol	kinase hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Copper	resistance	protein	CopD hypothetical	protein 99.6 4

MCR-3__1758586__Escherichia_coli Major	capsid	protein Phage	portal	protein hypothetical	protein Terminase hypothetical	protein hypothetical	protein Anti-repressor	protein hypothetical	protein hypothetical	protein MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Putative	heat-stable	enterotoxin hypothetical	protein hypothetical	protein hypothetical	protein Transposase hypothetical	protein Glyoxylate/hydroxypyruvate	reductase	A Uncharacterized	protein	YcdU hypothetical	protein Transposase 100.0 2
MCR-3__1824082__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein RNA	I	modulator	protein hypothetical	protein hypothetical	protein MCR-3 Diacylglycerol	kinase 99.8 1
MCR-3__734771__Escherichia_coli Insertion	element	IS1	protein	InsB MCR-3 Diacylglycerol	kinase transposase-like hypothetical	protein Transposase	(Fragment) TnpA hypothetical	protein transposase-like transposase-like Insertion	element	IS1	protein	InsB Cytosine-specific	methyltransferase Restriction	endonuclease Protein	uvp1	(Fragment) IS6-like Putative	RecF	protein 100.0 1
MCR-3__1344844__Salmonella_enterica_subsp._enterica hypothetical	protein Gamma-glutamylcyclotransferase	family	protein	YtfP MFS	transporter Dihydroorotase Inorganic	pyrophosphatase Fructose-1,6-bisphosphatase	class	1 UDP-N-acetylmuramate--L-alanyl-gamma-D-glutamyl-meso-2,6-diaminoheptandioate	ligase DNA-binding	transcriptional	regulator	HexR MCR-3 Diacylglycerol	kinase 99.8 3
MCR-3__1170590__Salmonella_enterica_subsp._enterica ABC-type	enterochelin	transport	system,	ATPase	component Transcriptional	regulator Thiol:disulfide	interchange	protein Tir TnpA12 ABC	transporter	ATP-binding	protein MCR-3 Diacylglycerol	kinase 99.8 1
MCR-3__1200699__Salmonella_enterica_subsp._enterica hypothetical	protein Tail-specific	protease ABC-type	enterochelin	transport	system,	ATPase	component Transcriptional	regulator Thiol:disulfide	interchange	protein Tir Putative	dehydratase MCR-3 Diacylglycerol	kinase 99.8 1
MCR-3.5__521749__Escherichia_coli OriT	nicking	and	unwinding	protein TraX Phosphonate	ABC	transporter	permease	protein	PtxC hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterized	endonuclease Hemolysin	expression	modulating	protein transposase-like IS3-like Protein	of	uncharacterised	function	(DUF2726) hypothetical	protein hypothetical	protein TnpA12 MCR-3.5 Diacylglycerol	kinase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Transcriptional	regulator hypothetical	protein CobQ/CobB/MinD/ParA	nucleotide	binding	domain	protein transposase-like DNA	(Cytosine-5-)-methyltransferase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA CadC	family	transcriptional	regulator Uncharacterised	protein Fosfomycin	resistance	protein	FosA 100.0 1
MCR-3__1784717__Escherichia_coli F-pilin	acetylation	protein	TraX	(Fragment) Fertility	inhibition	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterized	endonuclease Hemolysin	expression	modulating	protein Protein	of	uncharacterised	function	(DUF2726) Negative	regulator	of	repA1 Thiol:disulfide	interchange	protein hypothetical	protein Putative	transposase	(Fragment) transposase-like Diacylglycerol	kinase MCR-3 TnpA12 100.0 1
MCR-3.4__1757790__Escherichia_coli DarB Ulx hypothetical	protein Mat Recombination	enhancement	function	protein TnpA12 MCR-3.4 IS5-like hypothetical	protein Cytosine-specific	methyltransferase Restriction	endonuclease hypothetical	protein 100.0 28
MCR-3.5__1834930__Escherichia_coli_plasmid Putative	lipoprotein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Type	III	restriction/modification	enzyme,	methylase	subunit DNA	restriction	subunit	(Type	III	restriction	and	modification	system),	similar	to	LlaFI transposase-like TnpA12 MCR-3.5 Diacylglycerol	kinase Ankyrin	repeat	family	protein IS6-like IS6-like Transposase	for	transposon	Tn1721 Orf2 hypothetical	protein Orf3 hypothetical	protein 100.0 3
MCR-3.4__734942__Escherichia_coli Antitoxin Doc PdcA Aspartate-alanine	antiporter Late	promoter-activating	protein	(Fragment) PacA Terminase C1	temperature	sensitive	variant Coi Creatininase Recombinase C8 TnpA12 hypothetical	protein MCR-3.4 Diacylglycerol	kinase 100.0 1

MCR-3__1834621__Salmonella_enterica_plasmid hypothetical	protein hypothetical	protein Transposase	and	inactivated	derivatives,	TnpA	family Transposase hypothetical	protein hypothetical	protein Quinolone	resistance	protein	QnrS2 Ankyrin	repeat	family	protein hypothetical	protein Beta-lactamase hypothetical	protein Ankyrin	repeat	family	protein TnpA12 MCR-3 Diacylglycerol	kinase IS3-like Ankyrin	repeat	family	protein Uncharacterised	protein Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Protein	YfcA	(Fragment) Uncharacterized	protein	YubF IPF	24 Putative	antirestriction	protein	KlcA Uncharacterized	protein	YubJ YffA 100.0 2
MCR-3__533003__Salmonella_enterica_subsp._enterica hypothetical	protein Quinolone	resistance	protein	QnrS2 hypothetical	protein Uncharacterised	protein Transposon	Tn10	TetD	protein Cyanophycin	synthetase IS6-like Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS6-like TnpA12 MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) IS6-like Uncharacterised	protein Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Protein	YfcA	(Fragment) Uncharacterized	protein	YubF Nucleotidyl	transferase	domain-containing	protein Putative	antirestriction	protein	KlcA Uncharacterized	protein	YubJ YffA 100.0 3
MCR-3__1638195__Salmonella_enterica_subsp._enterica_serovar_Typhimurium TraK F	pilus	assembly	protein	TraE Protein	TraL	(Fragment) TraA Uncharacterised	protein TraJ TraM Protein	X YubP hypothetical	protein Ankyrin	repeat	family	protein Ribose	5-phosphate	isomerase Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Ankyrin	repeat	family	protein MCR-3 Diacylglycerol	kinase Putative	transposase Ankyrin	repeat	family	protein Uncharacterised	protein Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Protein	YfcA	(Fragment) Uncharacterized	protein	YubF IPF	24 Putative	antirestriction	protein	KlcA Uncharacterized	protein	YubJ YffA 100.0 1
MCR-3__1833001__Escherichia_coli_plasmid Transposase Tryptophan	synthase	subunit	beta	like	protein Beta-lactamase Ankyrin	repeat	family	protein Chloramphenicol	acetyltransferase Ankyrin	repeat	family	protein Ankyrin	repeat	family	protein Transposase	(Fragment) TnpA12 MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein Transposase ABC	transporter	ATP-binding	protein hypothetical	protein Transposase hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Short-chain	alcohol	dehydrogenase 100.0 1
MCR-3__1901243__Salmonella_enterica hypothetical	protein hypothetical	protein Quinolone	resistance	protein	QnrS2 IS26-like hypothetical	protein Beta-lactamase hypothetical	protein IS26-like Chloramphenicol	acetyltransferase IS26-like Transposase	for	transposon	Tn1721 IS26-like hypothetical	protein MCR-3 Diacylglycerol	kinase Putative	transposase hypothetical	protein hypothetical	protein PsiB Protein	PsiA Mok Uncharacterised	protein YubP Protein	X TraM TraJ Uncharacterised	protein TraA 100.0 1
MCR-3__734994__Klebsiella_quasipneumoniae_subsp._similipneumoniae LysR	family	transcriptional	regulator MFS	transporter MgtC	protein hypothetical	protein IS6-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance Truncated	IS26	transposase Ribosomal	RNA	large	subunit	methyltransferase	Cfr TnpA12 MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Relaxase Ribokinase hypothetical	protein ABC	transporter	ATP-binding	protein FAD-dependent	urate	hydroxylase Purine	permease 2-oxo-4-hydroxy-4-carboxy-5-ureidoimidazoline	decarboxylase 5-hydroxyisourate	hydrolase Antitoxin	HipB 99.6 89
MCR-3__1901214__Salmonella_enterica Type	IV	secretion	protein	Rhs Isoleucyl-tRNA	synthetase IS3000-like IS6-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance Transposase TnpA12 MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) transposase-like TnpR	protein ABC	transporter	ATP-binding	protein Phage	integrase	family	protein Putative	IS2	transposase 100.0 1
MCR-3__734778__Escherichia_coli hypothetical	protein hypothetical	protein Transposase hypothetical	protein transposase-like hypothetical	protein hypothetical	protein Transposase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance Transposase TnpA12 MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Relaxase 100.0 1

MCR-3.4__929308__Escherichia_coli TnpA12 MCR-3.4 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein MrkD MrkF 99.8 1
MCR-3.4__568988__Klebsiella_pneumoniae hypothetical	protein TnpA12 MCR-3.4 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Transcriptional	regulator YdeA	family	protein Conserved	hyoptetical	protein Conjugation	repressor	protein hypothetical	protein hypothetical	protein hypothetical	protein Insertion	element	IS1	3	protein	InsB 100.0 2
MCR-3__1832917__Escherichia_coli_plasmid Negative	regulator	of	repA1 Thiol:disulfide	interchange	protein Orf,	hypothetical Toxin	RelE2 Ankyrin	repeat	family	protein TnpR transposase-like hypothetical	protein TnpA12 MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein IS6-like Class	1	integron	integrase	protein	IntI1 Homeodomain-like	domain-containing	protein Lincomycin	nucleotidyltransferase	LinF IS6-like 100.0 1
MCR-3__1832914__Escherichia_coli_plasmid Transcriptional	regulator Thiol:disulfide	interchange	protein Tir Mobile	element	protein Cytosine-specific	methyltransferase IS1294-like hypothetical	protein ISApl1-like MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Bleomycin	resistance	protein Ankyrin	repeat	family	protein transposase-like Programmed	cell	death	toxin	PemK transposase-like hypothetical	protein Ankyrin	repeat	family	protein MFS	transporter Macrolide	phosphotransferase Ankyrin	repeat	family	protein hypothetical	protein 99.8 1
MCR-3.5__1642422__Escherichia_coli Thiol:disulfide	interchange	protein Tir transposase-like Programmed	cell	death	toxin	PemK IS110-like TnpA12 MCR-3.5 Diacylglycerol	kinase Transposase IS6-like transposase-like hypothetical	protein hypothetical	protein TnpA	delta8 MFS	transporter Macrolide	phosphotransferase Ankyrin	repeat	family	protein hypothetical	protein YcdA IPF	100 Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Orf8 hypothetical	protein 100.0 3
MCR-3__939393__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein NgrC hypothetical	protein hypothetical	protein Primase-helicase	family	protein hypothetical	protein hypothetical	protein IS110-like TnpA12 hypothetical	protein MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein IS6-like hypothetical	protein Putative	insecticidal	toxin	complex hypothetical	protein hypothetical	protein 100.0 5
MCR-3__1839175__Klebsiella_pneumoniae_plasmid hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein NgrC hypothetical	protein hypothetical	protein Primase-helicase	family	protein hypothetical	protein hypothetical	protein IS110-like TnpA12 hypothetical	protein MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Bleomycin	resistance	protein Transposase,	IS6	family ABC	transporter	ATP-binding	protein Putative	membrane	protein transposase-like IS5075-like 100.0 1
MCR-3__1838156__Escherichia_coli_plasmid HipB HipA Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Ankyrin	repeat	family	protein Putative	transposase TnpA12 hypothetical	protein MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase Kanamycin	resistance	protein Ankyrin	repeat	family	protein hypothetical	protein transposase-like 100.0 1
MCR-3__1834403__Escherichia_coli_plasmid Tn7-like	transposition	protein TnsC transposase-like transposase-like hypothetical	protein Ankyrin	repeat	family	protein Putative	transposase TnpA12 hypothetical	protein MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein Ankyrin	repeat	family	protein hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase Kanamycin	resistance	protein Ankyrin	repeat	family	protein Aac(3)IV hypothetical	protein hypothetical	protein 100.0 5
MCR-3__489017__Escherichia_coli Methionine	aminopeptidase TnpA12 hypothetical	protein MCR-3 Diacylglycerol	kinase Bleomycin	resistance	protein hypothetical	protein 100.0 2

MCR-3.4__533722__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like IS6-like Uncharacterized	conserved	protein,	contains	double-stranded	beta-helix	domain transposase-like Uncharacterized	HTH-type	transcriptional	regulator	YiaU Ribosomal	RNA	large	subunit	methyltransferase	Cfr TnpA12 transposase-like Putative	transposase	(Fragment) MCR-3.4 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein IS6-like Beta-lactamase	regulatory	sensor-transducer	BlaR1 99.8 1
MCR-3__734825__Escherichia_coli Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKra4	family	transposase hypothetical	protein TnpA12 transposase-like Putative	transposase	(Fragment) MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) Relaxase 99.8 1
MCR-3__521767__Klebsiella_quasipneumoniae_subsp._similipneumoniae hypothetical	protein VirB1 ATP-binding	protein hypothetical	protein Transcription	antiterminator Putative	transcriptional	regulator RepA Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Ribosomal	RNA	large	subunit	methyltransferase	Cfr TnpA12 transposase-like Putative	transposase	(Fragment) MCR-3 Diacylglycerol	kinase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	transposase hypothetical	protein ABC	transporter	ATP-binding	protein ParG ParF Addiction	module	toxin	RelE Transcriptional	regulator hypothetical	protein hypothetical	protein ArdC Phospholipase	D hypothetical	protein 99.6 1
MCR-3__521765__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein VirB2 VirB1 ATP-binding	protein hypothetical	protein Transcription	antiterminator Putative	transcriptional	regulator RepA Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein TnpA12 transposase-like Putative	transposase	(Fragment) MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	transposase hypothetical	protein ABC	transporter	ATP-binding	protein ParG ParF Addiction	module	toxin	RelE Transcriptional	regulator hypothetical	protein hypothetical	protein 99.6 3
MCR-3__533731__Klebsiella_pneumoniae_subsp._pneumoniae VirB2 VirB1 ATP-binding	protein hypothetical	protein Transcription	antiterminator Putative	transcriptional	regulator RepA Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein hypothetical	protein TnpA12 transposase-like Putative	transposase	(Fragment) MCR-3 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Bleomycin	resistance	protein IS6-like Putative	transposase hypothetical	protein ABC	transporter	ATP-binding	protein ParG ParF Addiction	module	toxin	RelE Transcriptional	regulator hypothetical	protein hypothetical	protein 99.6 1

MCR-3__534293__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase	TnpA Aminoglycoside	phosphotransferase hypothetical	protein TraO hypothetical	protein CotJB	protein TraG hypothetical	protein TnpA12 hypothetical	protein MCR-3 hypothetical	protein Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein Plasmid	maintenance	system	killer	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Spermidine	synthase Modification	methylase	PvuII hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
MCR-3.2__1820626__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Putative	transposase TnpA12 hypothetical	protein MCR-3.2 Diacylglycerol	kinase transposase-like Putative	transposase	(Fragment) hypothetical	protein hypothetical	protein Uncharacterised	protein HipA HipB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Predicted	galactitol	operon	regulator	(Transcriptional	antiterminator),	BglG	family	/	PTS	system,	mannitol/fructose-specific	IIA	component hypothetical	protein 100.0 2
MCR-3__1756208__Escherichia_coli Replication	initiation	protein transposase-like Insertion	element	IS1	protein	InsB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS110-like TnpA12 hypothetical	protein MCR-3 Diacylglycerol	kinase 99.8 1
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