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	Description
	3dpi GC
	3dpi Gall
	7dpiGall
	Syncytia
	IAA Regulation
	Mapman Category

	AT1G06680
	PSBP-1: Encodes a 23 kD extrinsic protein that is part of photosystem II
	
	
	
	3.80
	 
	1.1.1.2 - PS.lightreaction.photosystem II.PSII polypeptide subunits

	AT1G08380
	PSAO: Encodes subunit O of photosystem I.
	
	
	
	4.10
	 
	1.1.2.2 - PS.lightreaction.photosystem I.PSI polypeptide subunits

	AT1G12900
	GAPA-2: GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE A SUBUNIT 2
	
	
	
	4.60
	 
	1.3.4 - PS.calvin cycle.GAP

	AT1G20020
	FNR2: Encodes a leaf-type ferredoxin:NADP(H) oxidoreductase
	
	
	
	2.90
	 
	1.1.5.3 - PS.lightreaction.other electron carrier (ox/red).ferredoxin reductase

	AT1G20340
	DRT112: One of two Arabidopsis plastocyanin genes
	
	
	
	4.30
	 
	1.1.5.1 - PS.lightreaction.other electron carrier (ox/red).plastocyanin

	AT1G23310
	GGT1: thought to be involved in photorespiration/ metabolic salvage pathway.
	
	
	
	1.30
	 
	13.1.1.3.1 - amino acid metabolism.synthesis.central amino acid metabolism.alanine.alanine aminotransferase

	AT1G30380
	PSAK: Encodes subunit K of photosystem I reaction center.
	
	
	
	1.10
	 
	1.1.2.2 - PS.lightreaction.photosystem I.PSI polypeptide subunits

	AT1G31330
	PSAF: Encodes subunit F of photosystem I.
	
	
	
	1.50
	 
	1.1.2.2 - PS.lightreaction.photosystem I.PSI polypeptide subunits

	AT1G42970
	GAPB: Encodes chloroplast localized glyceraldehyde-3-phosphate dehydrogenase
	
	
	
	5.30
	 
	1.3.4 - PS.calvin cycle.GAP

	AT1G44575
	NPQ4: ubiquitous pigment-binding protein associated with photosystem II
	
	
	
	1.80
	 
	1.1.1.2 - PS.lightreaction.photosystem II.PSII polypeptide subunits

	AT1G50900
	GDC1
	
	
	
	1.30
	 
	35.2 - not assigned.unknown

	AT1G54500
	rubredoxin family protein
	
	
	
	1.50
	 
	29.8 - protein.assembly and cofactor ligation

	AT1G55670
	PSAG: Encodes subunit G of photosystem I
	
	
	
	5.30
	 
	1.1.2.2 - PS.lightreaction.photosystem I.PSI polypeptide subunits

	AT1G60950
	FED A: encodes a major leaf ferredoxin
	
	
	
	4.40
	 
	1.1.5.2 - PS.lightreaction.other electron carrier (ox/red).ferredoxin

	AT1G61520
	LHCA3: PSI type III chlorophyll a/b-binding protein (Lhca3*1)
	
	-1.33
	
	4.20
	 
	1.1.2.1 - PS.lightreaction.photosystem I.LHC-I

	AT1G67110
	CYP735A2: member of CYP709A
	
	
	-1.91
	4.10
	Down Regulated
	26.10 - misc.cytochrome P450

	AT1G74470
	catalyze the reduction of prenylated geranylgeranyl-chlorophyll a to phytyl-chlorophyll a and free geranylgeranyl pyrophosphate to phytyl pyrophosphate.
	
	
	
	4.30
	 
	16.1.1 - secondary metabolism.isoprenoids.non-mevalonate pathway

	AT1G76730
	COG0212: 5-formyltetrahydrofolate cyclo-ligase family protein
	
	
	
	3.60
	 
	25.4 - C1-metabolism.5-formyltetrahydrofolate cyclo-ligase

	AT1G79040
	PSBR: Encodes for the 10 kDa PsbR subunit of photosystem II (PSII)
	
	-1.35
	
	1.50
	 
	1.1.1.2 - PS.lightreaction.photosystem II.PSII polypeptide subunits

	AT2G06520
	PSBX: Encodes a protein with sequence similarity to the spinach photosystem II subunit PsbX.
	
	
	
	4.80
	 
	1.1.1.2 - PS.lightreaction.photosystem II.

	AT2G26500
	cytochrome b6f complex subunit (petM), putative
	0.81
	
	
	6.70
	 
	1.1.3 - PS.lightreaction.cytochrome b6/f

	AT2G30570
	PSBW: Encodes a protein similar to photosystem II reaction center subunit W.
	
	
	
	6.40
	 
	1.1.1.2 - PS.lightreaction.photosystem II.PSII polypeptide subunits

	AT2G34420
	LHB1B2: Photosystem II type I chlorophyll a/b-binding protein
	
	-1.00
	
	
	
	1.1.1.1 - PS.lightreaction.photosystem II.

	AT2G39730
	RCA: Rubisco activase. Required for the light activation of rubisco.
	
	
	
	3.70
	 
	1.3.13 - PS.calvin cycle.rubisco interacting

	AT2G42430
	LBD16: LOB-domain protein gene LBD16. This gene contains one auxin-responsive element (AuxRE).
	
	
	1.11
	-1.70
	Up Regulated
	27.3.37 - RNA.regulation of transcription.AS2,Lateral Organ Boundaries Gene Family

	AT3G26570
	PHT2;1: low affinity phosphate transporter
	
	
	
	3.10
	 
	34.7 - transport.phosphate

	AT3G26650
	GAPA: Encodes one of the two subunits forming the photosynthetic glyceraldehyde-3-phosphate dehydrogenase
	
	
	
	7.40
	 
	1.3.4 - PS.calvin cycle.GAP

	AT3G47470
	LHCA4: Encodes a chlorophyll a/b-binding protein
	
	
	
	3.60
	 
	1.1.2.1 - PS.lightreaction.photosystem I.LHC-I

	AT3G50820
	PSBO2: Encodes a protein which is an extrinsic subunit of photosystem II
	
	
	
	2.00
	 
	1.1.1.2 - PS.lightreaction.photosystem II.PSII polypeptide subunits

	AT3G56940
	CRD1: Encodes a putative ZIP protein
	
	
	
	1.10
	 
	19.12 - tetrapyrrole synthesis.magnesium-protoporphyrin IX monomethyl ester (oxidative) cyclase

	AT3G61870
	unknown protein
	
	
	
	2.70
	 
	35.2 - not assigned.unknown

	AT4G04640
	ATPC1: One of two genes encoding the gamma subunit of Arabidopsis chloroplast ATP synthase.
	
	-1.06
	
	2.90
	 
	1.1.4.4 - PS.lightreaction.ATP synthase.gamma chain

	AT4G05180
	PSBQ-2: Encodes the PsbQ subunit of the oxygen evolving complex of photosystem II.
	
	
	
	5.50
	 
	1.1.1.2 - PS.lightreaction.photosystem II.PSII polypeptide subunits

	AT4G10340
	LHCB5: encoding the light-harvesting chlorophyll a/b binding protein CP26
	
	
	
	6.30
	 
	1.1.1.1 - PS.lightreaction.photosystem II.LHC-II

	AT4G34190
	37135: Encodes a stress enhanced protein that localizes to the thylakoid membrane
	
	
	
	1.80
	 
	20 - stress

	AT4G37930
	SHM1: Encodes a protein with mitochondrial serine hydroxymethyltransferase activity
	
	
	
	3.20
	 
	25.1 - C1-metabolism.glycine hydroxymethyltransferase

	AT4G38970
	FBA2: Protein is tyrosine-phosphorylated
	-3.17
	
	
	6.20
	 
	1.3.6 - PS.calvin cycle.aldolase

	AT5G01530
	LHCB4.1: chlorophyll A-B binding protein CP29
	
	
	
	5.50
	 
	1.1.1.1 - PS.lightreaction.photosystem II.LHC-II

	AT5G14880
	potassium transporter, putative
	-1.80
	
	
	-2.20
	 
	34.15 - transport.potassium

	AT5G17170
	ENH1: enhancer of sos3-1
	
	
	
	4.80
	 
	29.8 - protein.assembly and cofactor ligation

	AT5G54270
	LHCB3: component of the main light harvesting chlorophyll a/b-protein complex of Photosystem II
	
	
	
	6.80
	 
	1.1.1.1 - PS.lightreaction.photosystem II.LHC-II

	AT5G54770
	THI1: Encodes a thiamine biosynthetic gene
	
	-1.02
	
	5.50
	 
	18.2 - Co-factor and vitamine metabolism.thiamine

	AT5G64040
	PSAN: Encodes the only subunit of photosystem I located entirely in the thylakoid lumen
	
	
	
	4.20
	 
	1.1.2.2 - PS.lightreaction.photosystem I.PSI polypeptide subunits

	AT5G66570
	PSBO1: Encodes a protein which is an extrinsic subunit of photosystem II
	
	
	
	4.40
	 
	1.1.1.2 - PS.lightreaction.photosystem II.PSII polypeptide subunits




