[bookmark: _GoBack]Table S1. Expression values (log2 values) in GCs, galls and syncytia of the genes positively co-regulated with LBD16 that are differentially expressed in at least one of the plant-nematode transcriptomes. The regulation by auxins13 and the Mapman category assigned are indicated for each gene.

	Positive correlation
	Description
	3dpi GC
	3dpi Gall
	7dpi
Gall
	Syncytia
	IAA Regulation
	Mapman Category

	AT1G51170
	UCN: protein kinase family protein 
	
	
	
	-1.70
	Up Regulated
	29.4 -protein.postranslational modification

	AT1G80240
	DGR1: unknown protein 
	
	
	
	-1.10
	Up Regulated
	35.2 - not assigned.unknown

	AT2G23170
	GH3.3: IAA-amido synthase that conjugates Asp and other amino acids to auxin in vitro.
	0.96
	
	
	
	Up Regulated
	17.2.3 - hormone metabolism.IAA Reg.induced-regulated-responsive-activated

	AT2G25790
	leucine-rich repeat transmembrane protein kinase, putative 
	1.11
	
	
	1.30
	Up Regulated
	30.2.4 - signalling.receptor kinases.leucine rich repeat IV

	AT2G28690
	unknown protein 
	
	
	
	-1.00
	Up Regulated
	35.2 - not assigned.unknown

	AT2G39370
	MAKR4: unknown protein 
	2.85
	1.65
	
	
	Up Regulated
	35.2 - not assigned.unknown

	AT2G42430
	LBD16: LOB-domain protein gene LBD16
	
	
	1.11
	-1.70
	Up Regulated
	27.3.37 - RNA.regulation of transcription.AS2,Lateral Organ Boundaries Gene Family

	AT2G42440
	LBD17
	
	1.26
	0.80
	
	 
	27.3.37 - RNA.regulation of transcription.AS2,Lateral Organ Boundaries Gene Family

	AT2G45420
	LBD18
	
	
	
	-0.50
	Up Regulated
	27.3.37 - RNA.regulation of transcription.AS2,Lateral Organ Boundaries Gene Family

	AT2G47860
	SETH6: phototropic-responsive NPH3 family protein 
	
	
	
	-1.10
	 
	30.11 - signalling.light

	AT3G19200
	unknown protein 
	 
	 
	1.36
	 
	Up Regulated
	35.2 - not assigned.unknown

	AT3G24240
	leucine-rich repeat transmembrane protein kinase, putative 
	 
	1.73
	 
	-1.00
	Up Regulated
	30.2.11 - signalling.receptor kinases.leucine rich repeat XI

	AT3G26760
	short-chain dehydrogenase/reductase (SDR) family protein 
	 
	 
	 
	-0.60
	Up Regulated
	26.22 - misc.short chain dehydrogenase/reductase (SDR)

	AT3G49380
	iqd15
	 
	1.06
	 
	 
	 
	30.3 - signalling.calcium

	AT3G54000
	unknown
	 
	 
	-0.98
	 
	 
	35.2 - not assigned.unknown

	AT4G27260
	WES1:  IAA-amido synthase that conjugates Asp and other amino acids to auxin in vitro
	0.75
	 
	 
	-0.60
	Up Regulated
	17.2.3 - hormone metabolism.IAA Reg.induced-regulated-responsive-activated

	AT4G37295
	unknown protein 
	-1.43
	 
	 
	 
	Up Regulated
	35.2 - not assigned.unknown

	AT4G37890
	EDA40
	 
	 
	 
	-1.10
	Up Regulated
	29.5.11.4.2 - protein.degradation.ubiquitin.E3.RING

	AT5G06080
	LBD33
	 
	1.35
	 
	 
	Up Regulated
	27.3.37 - RNA.regulation of transcription.AS2,Lateral Organ Boundaries Gene Family

	AT5G65320
	basic helix-loop-helix (bHLH) family protein 
	 
	 
	 
	-0.50
	Up Regulated
	27.3.6 - RNA.regulation of transcription.bHLH,Basic Helix-Loop-Helix family



