Supplemental Material.

An initial 10 samples were analyzed for preliminary data. The 10 samples sent for the original pilot differed from the 60 sent one year later for analysis and contributed a significant batch effect due to technical improvements with NanoString detection sensitivity. From the initial 10, we found that within batch technical replicates were highly correlated (r=0.98). 



Supplemental Material, Figure 1. Top 100 expressed miRNAs in a pair technical replicates obtained from cervical swabs (Pearson correlation r=0.984).   


Supplemental Tables 						
Table S1. List of the 74 miRNAs and the unadjusted linear association with gestational age. Table includes corresponding beta coefficient, 95% confidence interval, p-value, FDR q-value, and number/percentage of samples that were detectable for each miRNA.

<Attached excel file: SupplemetalTable_S1 UnAdj_formatted.xls >
	
Table S2. List of the 74 miRNAs and the subanalysis of preterm (n=4) and term (n=25) birth using a Cochran t-test. Table includes corresponding beta coefficient, 95% confidence interval, p-value, FDR q-value, as well as mean log2 expression levels for the term and preterm groups, and the difference between the means.

<Attached ex<Attached excel file: SupplementalTable_S2 PTB.xls >

Table S3. Subanalysis results when restricted to women with no evidence of inflammation on the Pap smear. Associations of miRNA expression with the length of gestation from linear models adjusted for maternal age, parity, education, pre-pregnancy BMI, and smoke exposure in the home (n=30).
	miRNA
	Effect estimatea (95% CI)
	p-value
	q-value

	hsa-miR-21-5p
	-0.82 
	(-1.44, -0.20)
	0.009
	0.019

	hsa-miR-30e-5p
	-1.22 
	(-2.30,  -0.13)
	0.027
	0.047

	hsa-miR-142-3p
	-1.56 
	(-2.31, -0.80)
	0.00005
	0.0004

	hsa-miR-148b-3p
	-0.91 
	(-2.00,  0.17)
	0.1
	0.129

	hsa-miR-29b-3p
	-1.56 
	(-2.28, -0.84)
	0.00002
	0.0003

	hsa-miR-223-3p
	-1.33
	(-2.05, -0.60)
	0.0002
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Table S4. List of 219 the experimentally observed downstream mRNA targets associated with miRs 21, 30e, 142, 148b, 29b, and 223. Table includes the mRNA target corresponding miRNA, prediction category, prediction source database, and the identified molecular pathway, if any.

<Attached excel file: SupplementalTable_S4_mRNATargets.xls >
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