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Table S1. List of the 270 S. pombe deletion strains more sensitive to 5FU. Mutants from Bioneer Sets ver 2.0 and upgrade ver 3.0
were used. Genes were grouped according to GO biological process categories. The absorbance measurements at 595 nm, after
the addition of 0, 25, 50 or 150 mM 5FU were indicated for each time. Controls ED668 and ED666 were also included.






