valData=read.csv('Expt2_ChoiceData.csv', header=TRUE)

valData$val=factor(valData$val,levels=c("hv","lv","dist"))



aggregate(valData$prop,list(Reward=valData$val),mean)
  Reward          x
1     hv 0.69298767
2     lv 0.28055098
3   dist 0.02646135


aggregate(valData$prop,list(Reward=valData$val),sd)
  Reward         x
1     hv 0.1827164
2     lv 0.1749723
3   dist 0.0381703

CHOICE PROPORTION ANALYSIS
No random factor with interactions: BEST MODEL
m=glm(cbind(numbers, (total-numbers))~val*firstTrain,data=valData,family=binomial(link="logit"))

summary(m)

Call:
glm(formula = cbind(numbers, (total - numbers)) ~ val * firstTrain, 
    family = binomial(link = "logit"), data = valData)

Deviance Residuals: 
    Min       1Q   Median       3Q      Max  
-4.0026  -0.9173  -0.2673   0.8630   4.2908  

Coefficients:
                         Estimate Std. Error z value Pr(>|z|)    
(Intercept)                0.4726     0.1839   2.570 0.010174 *  
vallv                     -1.1181     0.2632  -4.248 2.15e-05 ***
valdist                   -3.6507     0.4921  -7.419 1.18e-13 ***
firstTrainlowVal           0.7156     0.2731   2.620 0.008788 ** 
vallv:firstTrainlowVal    -1.3849     0.3922  -3.532 0.000413 ***
valdist:firstTrainlowVal  -1.3368     0.7898  -1.693 0.090521 .  
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

(Dispersion parameter for binomial family taken to be 1)

    Null deviance: 408.280  on 44  degrees of freedom
Residual deviance:  96.306  on 39  degrees of freedom
AIC: 200.23

Number of Fisher Scoring iterations: 5

SEQUENCE INDEX ANALYSIS
valSwitch=read.csv('Expt2_TransitionData.csv')

mean(valSwitch$seqInd)
[1] 0.6878224

sd(valSwitch$seqInd)
[1] 0.1975258

wilcox.test(valSwitch$seqInd,valSwitch$randRef)

Wilcoxon rank sum test with continuity correction

data:  valSwitch$seqInd and valSwitch$randRef
W = 187.5, p-value = 0.0007946
alternative hypothesis: true location shift is not equal to 0


