Supplemental Table ST1: Methylation level in the ART and control groups in CpG sites associated with imprinted genes
	#
	TargetID
	Symbol
	Chrom.
	Maternal/
Paternal
	ART
(mean±STD)
	Control
(mean±STD)
	Difference
	P-value

	1
	cg17895149
	PLAGL1
	6
	Maternal
	0.60±0.04
	0.55±0.05
	0.05
	0.026

	2
	cg27027803
	GNAS
	20
	Maternal
	0.70±0.04
	0.65±0.02
	0.04
	0.012

	3
	cg01656470
	ZIM2
	19
	Maternal
	0.72±0.02
	0.68±0.02
	0.03
	0.006

	4
	cg25268451
	GNAS
	20
	Paternal
	0.60±0.01
	0.57±0.03
	0.03
	0.003

	5
	cg16148270
	DIRAS3
	1
	Maternal
	0.66±0.02
	0.63±0.03
	0.03
	0.021

	6
	cg01026744
	NAP1L5
	4
	Maternal
	0.70±0.02
	0.60±0.23
	0.09
	NS

	7
	cg27519373
	ZIM2
	19
	Maternal
	0.62±0.12
	0.56±0.22
	0.06
	NS

	8
	cg02657360
	H19
	11
	Paternal
	0.50±0.08
	0.54±0.04
	-0.04
	NS

	9
	cg21808053
	DIRAS3
	1
	Maternal
	0.46±0.05
	0.48±0.04
	-0.03
	NS

	10
	cg19107595
	PEG10
	7
	Maternal
	0.54±0.03
	0.52±0.05
	0.03
	NS

	11
	cg07284407
	GNAS
	20
	Maternal
	0.64±0.04
	0.61±0.02
	0.03
	NS

	12
	cg07077459
	PLAGL1
	6
	Maternal
	0.75±0.07
	0.72±0.06
	0.02
	NS

	13
	cg22901840
	DIRAS3
	1
	Maternal
	0.62±0.05
	0.60±0.03
	0.02
	NS

	14
	cg09118625
	DIRAS3
	1
	Maternal
	0.61±0.03
	0.59±0.03
	0.02
	NS

	15
	cg19771589
	ZIM2
	19
	Maternal
	0.39±0.05
	0.37±0.07
	0.02
	NS

	16
	cg17663463
	ZIM2
	19
	Maternal
	0.64±0.03
	0.62±0.03
	0.02
	NS

	17
	cg22378065
	PLAGL1
	6
	Maternal
	0.68±0.06
	0.66±0.03
	0.02
	NS

	18
	cg00702231
	PLAGL1
	6
	Maternal
	0.75±0.04
	0.73±0.02
	0.02
	NS

	19
	cg18619398
	GNAS
	20
	Paternal
	0.57±0.06
	0.59±0.05
	-0.02
	NS

	20
	cg20091959
	L3MBTL
	20
	Maternal
	0.65±0.02
	0.63±0.02
	0.02
	NS

	21
	cg02611863
	L3MBTL
	20
	Maternal
	0.52±0.05
	0.50±0.04
	0.02
	NS

	22
	cg19098268
	PEG3
	19
	Maternal
	0.73±0.04
	0.71±0.01
	0.02
	NS

	23
	cg13697378
	DIRAS3
	1
	Maternal
	0.57±0.01
	0.56±0.02
	0.02
	NS

	24
	cg25283297
	GNAS
	20
	Maternal
	0.74±0.05
	0.72±0.04
	0.02
	NS

	25
	cg18668753
	PEG3
	19
	Maternal
	0.51±0.08
	0.53±0.06
	-0.02
	NS

	26
	cg21988465
	GNAS
	20
	Maternal
	0.74±0.05
	0.72±0.02
	0.02
	NS

	27
	cg08263357
	PLAGL1
	6
	Maternal
	0.73±0.06
	0.72±0.06
	0.01
	NS

	28
	cg27119222
	KCNQ1
	11
	Maternal
	0.65±0.05
	0.66±0.03
	-0.01
	NS

	29
	cg02793099
	ZIM2
	19
	Maternal
	0.56±0.02
	0.55±0.03
	0.01
	NS

	30
	cg06695761
	PEG10
	7
	Maternal
	0.67±0.02
	0.66±0.02
	0.01
	NS

	31
	cg18183281
	MEST
	7
	Maternal
	0.75±0.03
	0.73±0.02
	0.01
	NS

	32
	cg19335327
	PEG3
	19
	Maternal
	0.57±0.03
	0.56±0.02
	0.01
	NS

	33
	cg00943909
	GNAS
	20
	Maternal
	0.56±0.03
	0.54±0.05
	0.01
	NS

	34
	cg19114595
	DIRAS3
	1
	Maternal
	0.69±0.03
	0.70±0.02
	-0.01
	NS

	35
	cg22555495
	SNRPN
	15
	Maternal
	0.59±0.03
	0.58±0.02
	0.01
	NS

	36
	cg17769238
	H19
	11
	Paternal
	0.64±0.02
	0.63±0.01
	0.01
	NS

	37
	cg14597908
	GNAS
	20
	Paternal
	0.49±0.04
	0.50±0.06
	-0.01
	NS

	38
	cg02162069
	ZIM2
	19
	Maternal
	0.71±0.02
	0.70±0.02
	0.01
	NS

	39
	cg02125271
	SNURF
	15
	Maternal
	0.63±0.04
	0.62±0.02
	0.01
	NS

	40
	cg10011623
	GNAS
	20
	Maternal
	0.46±0.04
	0.45±0.03
	0.01
	NS

	41
	cg07427065
	MEST
	7
	Maternal
	0.65±0.02
	0.64±0.04
	0.01
	NS

	42
	cg12757684
	PLAGL1
	6
	Maternal
	0.68±0.03
	0.67±0.04
	0.01
	NS

	43
	cg18139769
	SGCE
	7
	Maternal
	0.57±0.02
	0.56±0.03
	0.01
	NS

	44
	cg12903171
	GRB10
	7
	Maternal
	0.49±0.05
	0.48±0.05
	0.01
	NS

	45
	cg25350411
	PLAGL1
	6
	Maternal
	0.56±0.04
	0.55±0.03
	0.01
	NS

	46
	cg22500004
	DIRAS3
	1
	Maternal
	0.61±0.01
	0.60±0.04
	0.01
	NS

	47
	cg14203179
	GNAS
	20
	Maternal
	0.67±0.03
	0.66±0.02
	0.01
	NS

	48
	cg02317907
	DIRAS3
	1
	Maternal
	0.64±0.02
	0.65±0.03
	-0.01
	NS

	49
	cg16492735
	PEG10
	7
	Maternal
	0.53±0.03
	0.52±0.02
	0.01
	NS

	50
	cg20897667
	PEG3
	19
	Maternal
	0.53±0.03
	0.54±0.04
	-0.01
	NS

	51
	cg12759554
	NAP1L5
	4
	Maternal
	0.57±0.04
	0.57±0.04
	0.01
	NS

	52
	cg22956483
	IGF2
	11
	Paternal
	0.36±0.06
	0.36±0.04
	0.01
	NS

	53
	cg22354595
	ZIM2
	19
	Maternal
	0.69±0.03
	0.69±0.03
	0.01
	NS

	54
	cg23626798
	L3MBTL
	20
	Maternal
	0.63±0.02
	0.63±0.02
	0.01
	NS

	55
	cg14654875
	ZNF597
	16
	Paternal
	0.49±0.04
	0.48±0.04
	0.01
	NS

	56
	cg21625881
	GNAS
	20
	Maternal
	0.69±0.03
	0.70±0.03
	-0.01
	NS

	57
	cg03682823
	SGCE
	7
	Maternal
	0.49±0.02
	0.50±0.04
	0.00
	NS

	58
	cg01169624
	SGCE
	7
	Maternal
	0.58±0.08
	0.59±0.04
	0.00
	NS

	59
	cg11465163
	DIRAS3
	1
	Maternal
	0.55±0.04
	0.55±0.03
	0.00
	NS

	60
	cg08291000
	PEG10
	7
	Maternal
	0.57±0.02
	0.58±0.02
	0.00
	NS

	61
	cg24346429
	GNAS
	20
	Maternal
	0.57±0.05
	0.58±0.03
	0.00
	NS

	62
	cg05558390
	GNAS
	20
	Paternal
	0.50±0.05
	0.49±0.06
	0.00
	NS

	63
	cg07310951
	ZIM2
	19
	Maternal
	0.62±0.02
	0.62±0.02
	0.00
	NS

	64
	cg24975842
	GNAS
	20
	Paternal
	0.54±0.02
	0.54±0.02
	0.00
	NS

	65
	cg05392265
	DIRAS3
	1
	Maternal
	0.56±0.03
	0.56±0.04
	0.00
	NS

	66
	cg13917504
	MEST
	7
	Maternal
	0.67±0.01
	0.67±0.02
	0.00
	NS

	67
	cg01071811
	L3MBTL
	20
	Maternal
	0.58±0.03
	0.58±0.01
	0.00
	NS

	68
	cg18506672
	SNURF
	15
	Maternal
	0.63±0.06
	0.63±0.02
	0.00
	NS

	69
	cg14849423
	PEG3
	19
	Maternal
	0.63±0.02
	0.63±0.02
	0.00
	NS

	70
	cg14161241
	PLAGL1
	6
	Maternal
	0.46±0.07
	0.46±0.05
	0.00
	NS



Only 5 of a total of 70 CpG sites that are associated with imprinted genes CpG sites were significantly differentially methylated between the ART and control groups (marked in bold).


