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Table S2. Identification data of the proteins listed in Table 2. 

Aβ-GFP 

Mass-spectrum (MS/MS): 
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Identification: 
gi|253723204    Mass: 2176     Score: 137    Matches: 1(1)  Sequences: 1(1) 

Chain A, Zinc-Binding Domain Of Alzheimer's Disease Amyloid Beta- Peptide In Water 

Solution At Ph 6.5 

gi|177958    Mass: 3429 Score: 98 Matches: 1(1)  Sequences: 1(1)

amyloid beta protein, partial [Homo sapiens] 

http://www.matrixscience.com/cgi/protein_view.pl?file=..%2Fdata%2F20121114%2FFtEtfxTTe.dat&hit=gi%7C253723204&db_idx=1&px=1&ave_thresh=56&_ignoreionsscorebelow=0&report=50&_sigthreshold=0.05&_msresflags=1025&_msresflags2=2&percolate=-1&percolate_rt=0&_minpeplen=7&sessionID=guest_guestsession
http://www.matrixscience.com/cgi/protein_view.pl?file=..%2Fdata%2F20121114%2FFtEtfxTTe.dat&hit=gi%7C177958&db_idx=1&px=1&ave_thresh=56&_ignoreionsscorebelow=0&report=50&_sigthreshold=0.05&_msresflags=1025&_msresflags2=2&percolate=-1&percolate_rt=0&_minpeplen=7&sessionID=guest_guestsession
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PrP-GFP 

 

Mass-spectrum: 
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Identification:  
gi|240104235    Mass: 13201    Score: 310    Expect: 2.7e-24  Matches: 4 

 
  

 

 

http://www.matrixscience.com/cgi/protein_view.pl?file=..%2Fdata%2F20130629%2FFtETOrcwt.dat&hit=1
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Rnq1 

 

Mass-spectrum: 
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Identification:  
gi|408368764    Mass: 18836    Score: 94     Expect: 0.0091  Matches: 10 

 

 

 

 

 

  

 

 

http://www.matrixscience.com/cgi/protein_view.pl?file=..%2Fdata%2F20121224%2FFtEAIGHnT.dat&hit=1

