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Protein Table T-test and Av.Ratio:H /C
Pos. I Master ho, | Protein.., / IAppearance | T-test IAv. Ratio I 1-ANOYA I Pick IPickzd In I Pick Spot Yol | POI Ipl I M I Name
1 214 001 9(9) 000033 -2.83 Pick Lt 1
2 237 002 9(9) 0.018 -2.27 Pick L I
& 207 003 9(9) 0.00011  -3.91 Pick L I
4 165 004 9(9) 00035  -2.32 Pick L I
S 140 005 9(9) 00028  -2.63 Pick L I
6 274 006 9(9) 000027 585 Pick L I
i 21 007 9(9) 000083 3.85 Pick L I
8 306 008 9(9) 000010 -4.54 Pick L I
9 312 009 9(9) 000010 -4.33 Pick L I
10 33 010 9(9) 0.0084 219 Pick L I
1 392 o1 9(9) 0.00040 374 Pick L I
12 3% 012 9(9) 000068 -2.24 Pick L I
13 378 013 9(9) 0.00011  -2.25 Pick L I
14 455 014 9(9) 1.5e-005  -4.11 Pick L I
15 43 015 9(9) 0.00047  -2.06 Pick L I
16 499 016 9(9) S.2e-005 -4.21 Pick L I
17 53 017 9(9) 00056 310 Pick L I
18 540 018 9(9) 6.8e-005 554 Pick L I
19 549 019 9(9) 1.4e-005 513 Pick L I
20 628 020 9(9) 4.8e-007 365 Pick L I
21 608 021 9(9) 7.6e-005 740 Pick L I
22 619 022 9(9) 000016 6.20 Pick L I
23 680 023 9(9) 6.9e-005 -2.14 Pick L I
24 689 024 9(9) 000012  -3.66 Pick L I
25 75 025 9(9) 25005 444 Pick L I
2% 798 026 9(9) 00010  -2.43 Pick L I
PR o s Wnenne  nam ril. ‘e '
DI& No: 273 Master No: 214 Pick Pos.: 286, 106 (286, 106) DI& No: 273 Master No: 214 Pick Pos.: 286, 106 (286, 106) { |
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Reset Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
12 001 9(9) 0.00033  -2.83 Pick L 1
2 237 002 9(9) 0018 227 Pick 1 I
3 w7 003 9(9) 000011 -39 Pick 1 I
4165 004 9(9) 0.0035 232 Pick 1 I
5 140 005 9(9) 0.0028 263 Pick 1 I
6 o4 006 9(9) 0.00027  5.85 Pick 1 I
7o 007 9(9) 0.00083  3.85 Pick 1 I
8 306 008 9(9) 0.00010  -4.54 Pick 1 I
9 3 009 9(9) 0.00010 4.3 Pick 1 I
10 3 010 9(9) 0.0084 219 Pick 1 I
1o ot 9(9) 0.00040  3.74 Pick 1 I
12 375 012 9(9) 0.00068  -2.24 Pick 1 I
13 378 013 9(9) 0.00011 225 Pick 1 I
14 455 014 9(9) 156005 -4.11 Pick 1 I
15 43 01 9(9) 0.00047 206 Pick 1 I
16 459 016 9(9) 5.26005 421 Pick 1 I
17 5% 017 9(9) 0.0056  3.10 Pick 1 I
18 540 018 9(9) 6.8:-005  5.5¢ Pick 1 I
19 549 019 9(9) 14005 5.3 Pick 1 I
0 628 020 9(9) 486007 365 Pick 1 I
21 608 021t 9(9) 766005 7.40 Pick 1 I
2 619 022 9(9) 0.00016  6.20 Pick 1 I
23 680 023 9(9) 696005 -2.14 Pick 1 I
24 689 024 9(9) 0.00012  -3.66 Pick 1 I
% 77 025 9(9) 256005 4.44 Pick 1 I
% 79 026 9(9) 0.0010 243 Pick 1 I
= o i PP o) ' .
DIA No: 265 Master No: 207 Pick Pos.: 461,100 (461, 100) DI& No: 265 Master No: 207 Pick Pos.: 461, 100 (461, 100) \ |
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Protein Table T-test and Av.Ratio:H /C

Pos. | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotol. |POI |l | Mw
214 001 9(3) 000033 283 ik Ll I
2w 002 9(3) 0018 227 ik L I
3w 003 9(3) 000011 391 ik Ll I
4165 004 9(3) 0005 232 ik Ll I
5 140 005 9(3) 0008 263 ik L I
6 o 006 9(3) 000027 5.5 ik L I
7 o 007 9(3) 000083 385 ik Ll I
T 008 9(3) 000010 -4.5¢ ik Ll I
9 3 009 9(3) 000010 433 ik Ll I
0 3B 010 9(3) 00084 2.9 ik Ll I
TR o1 9(3) 000040 374 ik Ll I
2 35 012 9(3) 000068 2,24 ik Ll I
13 013 9(3) 000011 225 ik Ll I
1445 014 9(3) 156005 -4.11 ik Ll I
15 434 015 9(3) 000047 2,06 ik Ll I
6 459 06 9(3) 520005 -4.21 ik Ll I
17 5% 07 9(3) 0005 3.0 ik Ll I
18 50 018 9(3) 686005 5.5¢ ik Ll I
19 509 019 9(3) 142005 5.13 ik Ll I
2N 628 020 9(3) 486007 365 ik Ll I
21 608 021 9(3) 766005 7.40 ik Ll I
2 619 022 9(3) 000016 620 ik Ll I
2 680 023 9(3) 696005 2,14 ik Ll I
2% 639 024 9(3) 000012 366 ik Ll I
575 025 9(3) 256005 4.4 ik Ll I
% 79 026 9(3) 00010 243 ik Ll I

DIA No: 332 Master No: 274 Pick Pos.: 615,125 (615, 125) DIA No: 332 Master No: 274 Pick Pos.: 615,125 (615, 125) \ |
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ﬂl ﬂl Protein Table T-test and Av.Ratio:H /C
Pos. | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotol. |POI |l | Mw
214 001 3(9) 0.00033  -2.83 Pk Ll I
2 o 002 3(9) 0018 227 ik L I
3w 003 3(9) 0.00011 <391 ik L I
4165 004 3(9) 00035 232 ik L I
5 140 005 3(9) 00028 -2.63 ik L I
6 o4 006 3(9) 0.00027 5.8 ik L I
7 m 007 3(9) 0.00083  3.85 Pk L I
8 306 008 3(9) 0.00010  -4.5¢ Pk L 1
3 a2 009 3(9) 0.00010  -4.33 Pk Ll I
S 010 3(9) 00084 219 ik L I
TR o 3(9) 0.00040 374 ik L I
22 35 02 3(9) 0.00068  -2.24 ik L I
13 7 013 3(9) 00011 2.2 ik L I
14 455 014 3(9) 156005 411 ik L I
15 43 015 3(9) 0.00047 2,06 ik L I
6 459 016 3(9) 526005 -4.21 ik L I
7 5% 07 3(9) 0.00% 3.0 ik L I
18 540 018 3(9) 6.8e-005 5.5¢ ik L I
19 549 019 3(9) 146005 5.13 ik L I
20 68 00 3(9) 486007 3,65 ik L I
20 608 021 3(9) 766005 7.40 ik L I
2 619 022 3(9) 0.0006  6.20 ik L I
23 680 023 3(9) 69005 2,14 ik L I
2% 689 024 3(9) 000012 -3.66 ik L I
5 7 025 3(9) 256005 4,44 ik L I
% 7% 0% 3(9) 00010 243 ik L I
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DIA No: 410 Master No: 331 Pick Pos.: 239,159 (239, 159)

DIA No: 410 Master No: 331 Pick Pos.: 239,159 (239, 159)

Protein Table

T-test and Av.Ratio:H / C

Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
1 24 001 9(3) 000033 283 ik Ll I
2w 002 9(3) 0018 227 ik L I
3w 003 9(3) 000011 391 ik Ll I
4165 004 9(3) 0005 232 ik Ll I
5 140 005 9(3) 0008 263 ik Ll I
6 o 006 9(3) 000027 5.85 ik Ll I
7 o 007 9(3) 000083 385 ik Ll I
T 008 9(3) 000010 -4.5¢ ik Ll I
9 3 009 9(3) 000010 433 ik L I
0 3B 010 9(3) 00084 219 Pk LI I
T o1 9(3) 00040 374 ik Ll I
2 35 012 9(3) 000068 2,24 ik Ll I
13 013 9(3) 000011 225 ik Ll I
1445 014 9(3) 156005 -4.11 ik Ll I
15 434 015 9(3) 000047 2,06 ik Ll I
6 459 06 9(3) 520005 -4.21 ik Ll I
17 5% 07 9(3) 0005 3.0 ik Ll I
18 50 018 9(3) 686005 5.5¢ ik Ll I
19 509 019 9(3) 142005 5.13 ik Ll I
2N 628 020 9(3) 486007 365 ik Ll I
21 608 021 9(3) 766005 7.40 ik Ll I
2 619 022 9(3) 000016 620 ik Ll I
2 680 023 9(3) 696005 2,14 ik Ll I
2% 639 024 9(3) 000012 366 ik Ll I
575 025 9(3) 256005 4.4 ik Ll I
% 79 026 9(3) 00010 243 ik Ll I
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Protein Table T-test and Av.Ratio:H /C

Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
214 001 9(3) 000033 283 ik Ll I
2w 002 9(3) 0018 227 ik L I
3w 003 9(3) 000011 391 ik Ll I
4165 004 9(3) 0005 232 ik Ll I
5 140 005 9(3) 0008 263 ik Ll I
6 o 006 9(3) 000027 5.85 ik Ll I
7 o 007 9(3) 000083 385 ik Ll I
T 008 9(3) 000010 -4.5¢ ik Ll I
9 3 009 9(3) 000010 433 ik Ll I
0 3B 010 9(3) 00084 2.9 ik Ll I
TR o1 9(3) 000040 374 ik Ll I
2 3 012 9(3) 000068 -2.24 ik L I
13 3 013 9(3) 000011 225 Pk LI I
14 45 014 9(3) 156005 -4.11 ik Ll I
15 434 015 9(3) 000047 2,06 ik Ll I
6 459 06 9(3) 520005 -4.21 ik Ll I
17 5% 07 9(3) 0005 3.0 ik Ll I
18 50 018 9(3) 686005 5.5¢ ik Ll I
19 509 019 9(3) 142005 5.13 ik Ll I
2N 628 020 9(3) 486007 365 ik Ll I
21 608 021 9(3) 766005 7.40 ik Ll I
2 619 022 9(3) 000016 620 ik Ll I
2 680 023 9(3) 696005 2,14 ik Ll I
2% 639 024 9(3) 000012 366 ik Ll I
575 025 9(3) 256005 4.4 ik Ll I
% 79 026 9(3) 00010 243 ik Ll I

DIA No: 453 Master No: 378 Pick Pos.: 452, 180 (452, 180) DIA No: 453 Master No: 378 Pick Pos.: 452, 180 (452, 180) \ |
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Protein Table T-test and Av.Ratio:H /C

Pos. | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotol. |POI |l | Mw
1 a4 001 3(9) 0.00033  -2.83 Pk Ll 1
2 o 002 3(9) 0018 227 ik L I
3w 003 3(9) 0.00011 <391 ik L I
4165 004 3(9) 00035 232 ik L I
5 140 005 3(9) 00028 -2.63 ik L I
6 o4 006 3(9) 0.00027 5.8 ik L I
7 m 007 3(9) 0.00083 3.8 ik L I
8 306 008 3(9) 0.00010  -4.5¢ ik L I
3 a2 009 3(9) 0.00010  -4.33 ik L I
S 010 3(9) 00084 219 ik L I
TR o 3(9) 0.00040 374 ik L I
22 35 02 3(9) 0.00068  -2.24 ik L I
13 7 013 3(9) 00011 2.2 Pk L I
14 455 014 3(9) 156005 4,11 Pk L 1
15 43 015 3(9) 0.00047 2,06 Pk Ll I
6 459 016 3(9) 526005 -4.21 ik L I
7 5% 07 3(9) 0.00% 3.0 ik L I
18 540 018 3(9) 6.8e-005 5.5¢ ik L I
19 549 019 3(9) 146005 5.13 ik L I
20 68 00 3(9) 486007 3,65 ik L I
20 608 021 3(9) 766005 7.40 ik L I
2 619 022 3(9) 0.0006  6.20 ik L I
23 680 023 3(9) 69005 2,14 ik L I
2% 689 024 3(9) 000012 -3.66 ik L I
5 7 025 3(9) 256005 4,44 ik L I
% 7% 0% 3(9) 00010 243 ik L I
DIA No: 523 Master No: 455 Pick Pos.: 620, 203 (620, 203) DIA No: 523 Master No: 455 Pick Pos.: 620, 203 (620, 203) \ |
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Reset Protein Table T-test and Av.Ratio:H /C
Pos. | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotol. |POI |l | Mw
1 214 001 9(9) 000033 -2.83 Pick Lt I
2 237 002 9(9) 0.018 -2.27 Pick Lt I
3 207 003 9(9) 0.00011  -3.91 Pick Lt I
4 165 004 9(9) 00035  -2.32 Pick Lt I
S 140 005 9(9) 00028  -2.63 Pick Lt I
6 274 006 9(9) 000027 5.85 Pick Lt I
7 21 007 9(9) 000083 3.85 Pick Lt I
8 306 008 9(9) 000010 -4.54 Pick Lt I
9 312 009 9(9) 000010 -4.33 Pick Lt I
10 33 010 9(9) 0.008¢ 219 Pick Lt I
1 3%2 o1 9(9) 000040 374 Pick Lt I
12 375 012 9(9) 000068 -2.24 Pick Lt I
13 378 013 9(9) 0.00011  -2.25 Pick Lt I
14 455 014 9(9) 1.9¢-005  -4.11 Pick Lt I
15 434 015 9(9) 0.00047  -2.06 Pick Lt I
16 459 016 9(9) 5.2e-005 -4.21 Pick Lt 1
17 53 017 9(9) 0,006 310 Pick Lt I
18 540 018 9(9) 6.8e-005 554 Pick Lt I
19 549 019 9(9) 1.4e-005 S.13 Pick Lt I
20 628 020 9(9) 4.8e-007 3.65 Pick Lt I
21 608 021 9(9) 7.6e-005 7.40 Pick Lt I
22 619 022 9(9) 0.00016  6.20 Pick Lt I
23 680 023 9(9) 6.9e-005 -2.14 Pick Lt I
24 689 024 9(9) 000012 -3.66 Pick Lt I
2% 75 025 9(9) 2.5e-005 444 Pick Lt I
2% 79 026 9(9) 00010 -243 Pick Lt I
DI& No: 532 Master No: 459 Pick Pos.: 830, 206 (830, 206) DI& No: 532 Master No: 459 Pick Pos.: 830, 206 (830, 206) \ |
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
124 o1 9(9) 000033 -2.83 Pick L 1
2 27 002 9(9) 0.018 227 Pick L 1
3 a7 003 9(9) 0.00011 391 Pick L 1
4 165 004 9(9) 00035 23 Pick L 1
5 140 00s 9(9) 00028  -263 Pick L 1
6 24 006 9(9) 0.00027  5.85 Pick L 1
7 007 9(9) 0.00083  3.85 Pick L 1
8 306 008 9(9) 0.00010 -4.5¢ Pick L 1
9 a1 009 9(9) 0.00010 -4.33 Pick L 1
10 331 010 9(9) 0.008¢ 219 Pick L 1
132 o1 9(9) 0.00040 374 Pick L 1
12 375 012 9(9) 0.00068 -2.24 Pick L 1
13 378 013 9(9) 0.00011 225 Pick L 1
14 455 014 9(9) 1.5e-005 411 Pick L 1
15 43 015 9(9) 0.00047  -2.06 Pick L 1
16 459 016 9(9) 526005 -4.21 Pick L 1
17 5% 017 9(9) 0.0056 3.0 Pick Lt 1
18 540 018 9(9) 6.86-005 5.5¢ Pick L 1
19 549 019 9(9) 1.4e-005 5.13 Pick L 1
0 628 020 9(9) 4.8e-007 365 Pick L 1
2 608 021 9(9) 7.6e-005  7.40 Pick L 1
2 619 022 9(9) 0.00016  6.20 Pick L 1
23 680 023 9(9) 6.9e-005 -2.14 Pick L 1
%4 69 024 9(9) 000012  -3.66 Pick L 1
%5 75 025 9(9) 256005 4.4¢ Pick L 1
% 79 026 9(9) 0.0010  -243 Pick L 1
o poy fin Py i, i .
DIA No: 605 Master No: 540 Pick Pos.: 283, 241 (283, 241) DIA No: 605 Master No: 540 Pick Pos.: 283, 241 (283, 241) \ |
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Reset Protein Table T-test and Av.Ratio:H /C
Pos. | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotol. |POI |l | Mw
124 o1 9(9) 000033 -2.83 Pick L 1
2 27 002 9(9) 0.018 227 Pick L 1
3 a7 003 9(9) 0.00011 391 Pick L 1
4 165 004 9(9) 00035 23 Pick L 1
5 140 00s 9(9) 00028  -263 Pick L 1
6 24 006 9(9) 0.00027  5.85 Pick L 1
7 007 9(9) 0.00083  3.85 Pick L 1
8 06 008 9(9) 0.00010 -4.5¢ Pick L 1
9 a1 009 9(9) 0.00010 -4.33 Pick L 1
10 331 010 9(9) 0.008¢ 219 Pick L 1
132 o1 9(9) 0.00040 374 Pick L 1
12 375 012 9(9) 0.00068 -2.24 Pick L 1
13 378 013 9(9) 0.00011 225 Pick L 1
14 455 014 9(9) 1.5e-005 411 Pick L 1
15 43 015 9(9) 0.00047  -2.06 Pick L 1
16 459 016 9(9) 526005 -4.21 Pick L 1
17 5% 017 9(9) 0.006 3.0 Pick L 1
18 540 018 9(9) 6.8e-005 5.5¢ Pick L 1
19 549 019 9(9) 1.4e-005 5.13 Pick Lt 1
0 628 020 9(9) 4.86-007  3.65 Pick L 1
2 608 021 9(9) 7.66-005  7.40 Pick L 1
2 619 022 9(9) 0.00016  6.20 Pick L 1
23 680 023 9(9) 6.9e-005 -2.14 Pick L 1
%4 69 024 9(9) 000012  -3.66 Pick L 1
%5 75 025 9(9) 256005 4.4¢ Pick L 1
% 79 026 9(9) 0.0010  -243 Pick L 1
i pos Al Py i, i .
DIA No: 700 Master No: 628 Pick Pos.: 330, 288 (330, 268) DIA No: 700 Master No: 628 Pick Pos.: 330, 288 (330, 268) \ |
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Secondary: ROJA140219 Gel-1 (H1)... Ll

ROJA140219 Gel-3 (C3) Cy3.gel

DI& No: 678 Master No: 608 Pick Pos.: 528, 277 (528, 277)

DI& No: 678 Master No: 608 Pick Pos.: 528, 277 (528, 277)
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Protein Table T-test and Av.Ratio:H /C
Pos. | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotol. |POI |l | Mw
1 a4 001 3(9) 0.00033  -2.83 Pk Ll I
2 o 002 3(9) 0018 227 ik L I
3w 003 3(9) 0.00011 <391 ik L I
4165 004 3(9) 00035 232 ik L I
5 140 005 3(9) 00028 -2.63 ik L I
6 o4 006 3(9) 0.00027 5.8 ik L I
7 m 007 3(9) 0.00083 3.8 ik L I
8 306 008 3(9) 0.00010  -4.5¢ ik L I
3 a2 009 3(9) 0.00010  -4.33 ik L I
S 010 3(9) 00084 219 ik L I
TR o 3(9) 0.00040 374 ik L I
22 35 02 3(9) 0.00068  -2.24 ik L I
13 7 013 3(9) 00011 2.2 ik L I
14 455 014 3(9) 156005 411 ik L I
15 43 015 3(9) 0.00047 2,06 ik L I
6 459 016 3(9) 526005 -4.21 ik L I
7 5% 07 3(9) 0.00% 3.0 ik L I
18 540 018 3(9) 6.8e-005 5.5¢ ik L I
19 549 019 3(9) 146005 5.13 ik L I
20 68 00 3(9) 486007 3,65 Pk L I
2 608 021 3(9) 766005 7.40 Pk L 1
2 619 022 3(9) 0.0006  6.20 Pk Ll I
23 680 023 3(9) 69005 2,14 ik L I
2% 689 024 3(9) 000012 -3.66 ik L I
5 7 025 3(9) 256005 4,44 ik L I
% 7% 0% 3(9) 00010 243 ik L I
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Reset Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
10 3 010 9(3) 0.0084 219 Pick U 1
Tk 8! 9(3) 0.00040 374 Pick U 1
2 3 012 9(3) 0.00068 224 Pick U 1
13 378 013 9(3) 0.00011 225 Pick U 1
14 455 014 9(3) 156005 -4.11 Pick U 1
15 43 015 9(3) 0.00047 206 Pick U 1
16 459 016 9(3) 5.2e005 -4.21 Pick U 1
17 5% 07 9(3) 0.005 310 Pick U 1
18 540 018 9(3) 6.8e-005 554 Pick U 1
19 549 019 9(3) 146005 5.13 Pick U 1
0 628 020 9(3) 4.8e-007 365 Pick U 1
2 608 021 9(3) 7.6e-005  7.40 Pick U 1
2 619 022 9(3) 0.00016  6.20 Pick 5 1
23 680 023 9(9) 6.9e-005 214 Pick U 1
24689 024 9(3) 000012 -3.66 Pick U 1
% 775 025 9(3) 25e-005 444 Pick U 1
: % 7% 026 9(3) 0.0010 243 Pick U 1
7 8% 027 9(3) 4.0e-006 307 Pick U 1
28 81 028 9(3) 5.9e-005 287 Pick U 1
29 829 029 9(3) 0.0023 206 Pick U 1
30860 030 9(3) 00025 252 Pick U 1
31 815 031 9(3) 0.00019 256 Pick U 1
2 87 032 9(3) 0.0040 219 Pick U 1
3 8 033 9(3) 1.56-005 -2.51 Pick U 1
34 884 034 9(3) 000027 -5.00 Pick U 1
3 800 035 9(3) 0.00012 258 Pick U 1
DIA No: 749 Master No: 680 Pick Pos.: 668, 314 (668, 314) DIA No: 749 Master No: 680 Pick Pos.: 668, 314 (668, 314) \
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
10 3 010 9(3) 0.0084 219 Pick U 1
Tk 8! 9(3) 0.00040 374 Pick U 1
2 3 012 9(3) 0.00068 224 Pick U 1
13 378 013 9(3) 0.00011 225 Pick U 1
14 455 014 9(3) 156005 -4.11 Pick U 1
15 43 015 9(3) 0.00047 206 Pick U 1
16 459 016 9(3) 5.2e005 -4.21 Pick U 1
17 5% 07 9(3) 0.005 310 Pick U 1
18 540 018 9(3) 6.8e-005 554 Pick U 1
19 549 019 9(3) 146005 5.13 Pick U 1
0 628 020 9(3) 4.8e-007 365 Pick U 1
2 608 021 9(3) 7.6e-005  7.40 Pick U 1
2 619 022 9(3) 0.00016  6.20 Pick U 1
23 680 023 9(3) 6.9e-005 214 Pick 5 1
24 689 024 9(9) 000012 -3.66 Pick U 1
% 775 025 9(3) 25e-005 444 Pick U 1
% 7% 026 9(3) 0.0010 243 Pick U 1
7 8% 027 9(3) 4.0e-006 307 Pick U 1
28 81 028 9(3) 5.9e-005 287 Pick U 1
29 829 029 9(3) 0.0023 206 Pick U 1
30860 030 9(3) 00025 252 Pick U 1
31 815 031 9(3) 0.00019 256 Pick U 1
2 87 032 9(3) 0.0040 219 Pick U 1
3 8 033 9(3) 1.56-005 -2.51 Pick U 1
34 884 034 9(3) 000027 -5.00 Pick U 1
3 800 035 9(3) 0.00012 258 Pick U 1
P pos nim nnnan  mn ph e .
DIA No: 751 Master No: 689 Pick Pos.: 729, 320 (729, 320) DIA No: 751 Master No: 689 Pick Pos.: 729, 320 (729, 320) \
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
10 3 010 9(3) 0.0084 219 Pick U 1
Tk 8! 9(3) 0.00040 374 Pick U 1
2 3 012 9(3) 0.00068 224 Pick U 1
13 378 013 9(3) 0.00011 225 Pick U 1
14 455 014 9(3) 156005 -4.11 Pick U 1
15 43 015 9(3) 0.00047 206 Pick U 1
16 459 016 9(3) 5.2e005 -4.21 Pick U 1
17 5% 07 9(3) 0.005 310 Pick U 1
18 540 018 9(3) 6.8e-005 554 Pick U 1
19 549 019 9(3) 146005 5.13 Pick U 1
0 628 020 9(3) 4.8e-007 365 Pick U 1
2 608 021 9(3) 7.6e-005  7.40 Pick U 1
2 619 022 9(3) 0.00016  6.20 Pick U 1
23 680 023 9(3) 6.9e-005 214 Pick U 1
24 689 024 9(3) 000012 -3.66 Pick 5 1
5 775 025 9(9) 256005 4.4 Pick U 1
% 798 026 9(3) 0.0010 243 Pick U 1
7 8% 027 9(3) 4.0e-006 307 Pick U 1
28 81 028 9(3) 5.9e-005 287 Pick U 1
29 829 029 9(3) 0.0023 206 Pick U 1
30860 030 9(3) 00025 252 Pick U 1
31 815 031 9(3) 0.00019 256 Pick U 1
2 87 032 9(3) 0.0040 219 Pick U 1
3 8 033 9(3) 1.56-005 -2.51 Pick U 1
34 884 034 9(3) 000027 -5.00 Pick U 1
3 800 035 9(3) 0.00012 258 Pick U 1
P pos nim nnnan  mn ph e .
DIA No: 833 Master No: 775 Pick Pos.: 225, 359 (225, 359) DIA No: 833 Master No: 775 Pick Pos.: 225, 359 (225, 359) \ |
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RO1A140219 Gel-2 (C2) Cy3.gel ROJA140219 Gel-3(C3) Cy3.gel v ||| Graph View Master No: 884 Protein ID: 034
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Protein Table T-test and Av.Ratio:H/C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
10 31 010 9(9) 0.008¢ 2.9 Pick Ll 1
135 011 9(9) 0.00040 374 Pick u 1
12 375 012 9(9) 0.00068  -2.24 Pick u 1
13 378 013 9(9) 0.00011 2.2 Pick u 1
14 455 014 9(9) 156005 -4.11 Pick u 1
15 434 015 9(9) 0.00047  -2.06 Pick u 1
16 459 016 9(9) 5.26-005 421 Pick u 1
17 5% 017 9(9) 0.005% 3.0 Pick u 1
18 540 018 9(9) 6.86-005 5.54 Pick u 1
19 549 019 9(9) 148005 5.3 Pick u 1
0 6% 020 9(9) 486007 3.6 Pick u 1
2 608 021 9(9) 766005 7.40 Pick u 1
2 619 02 9(9) 0.00016  6.20 Pick u 1
B 6 023 9(9) 6.0e-005 -2.14 Pick u 1
% 6 024 9(9) 0.00012  -3.66 Pick u 1
% 7 05 9(9) 256005 4.44 Pick u 1
% 7% 026 9(9) 0.0010 243 Pick u 1
) 027 9(9) 408006 3.07 Pick u 1
% a1 028 9(9) 5.0e-005 -2.87 Pick u 1
2 89 029 9(9) 0.0023 206 Pick u 1
30 860 030 9(9) 0.005 252 Pick u 1
3t als 031 9(9) 0.00019 256 Pick u 1
2 032 9(9) 0.0040 219 Pick u 1
B 033 9(9) 15e005 -2.51 Pick u 1
M e 034 9(9) 000027 -5.00 Pick U 1
A 1] 035 9(9) 0.00012 258 Pick U 1
DIA No: 962 Master No: 884 Pick Pos.: 688, 415 (688, 415) DIA No: 962 Master No: 884 Pick Pos.: 688, 415 (688, 415) \
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ROJA140219 Gel-3 (C3) Cy3.gel L‘ Graph View Master No: 914 Protein ID: 041
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Protein Table T-test and Av.Ratio:H /C

Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
8¢ 034 9(3) 000027 5.0 ik Ll I
B 80 035 9(3) 000012 258 ik L I
% 915 0% 9(3) 000023 292 ik Ll I
7w 037 9(3) 000018 2,24 ik Ll I
B 90 03 9(3) 000088 223 ik Ll I
B9 039 9(3) 000081 221 ik Ll I
W0 %1 040 9(3) 000012 285 ik L I
4 914 041 9(3) 156005 7,78 Pk LI I
@2 9 042 9(3) 00084 221 ik Ll I
4 %l 043 9(3) 226005 416 ik Ll I
44 964 044 9(3) 000017 280 ik Ll I
5 930 045 9(3) 000092 327 ik Ll I
4% 971 046 9(3) 142005 5.7 ik Ll I
a7 9 047 9(3) 766005 13,59 ik Ll I
4 978 048 9(3) Bde005 295 ik Ll I
49 939 049 9(3) 226008 .11 ik Ll I
50 9 050 9(3) 73006 555 ik Ll I
51102 o5t 9(3) 002 24 ik Ll I
2103 0 9(3) 000031 490 ik Ll I
55104 053 9(3) 00012 302 ik Ll I
5 1048 05¢ 9(3) 79006 2.9 ik Ll I
5 1R 05 9(3) 386005 5.27 ik Ll I
S 1085 0% 9(3) 000056 223 ik Ll I
g w0 9(3) 00010 245 ik Ll I
55 10% 058 9(3) 000013 339 ik Ll I
591087 059 9(3) 000022 330 ik Ll I

DIA No: 990 Master No: 914 Pick Pos.: 119, 435 (119, 435) DIA No: 990 Master No: 914 Pick Pos.: 119, 435 (119, 435) \ |
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ROJA140219 Gel-3 (C3) Cy3.gel v ||| Graph view

Master No: 961 Protein ID: 043
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
34 884 034 9(3) 000027 -5.00 Pick U 1
3 800 035 9(3) 0.00012 258 Pick U 1
%915 036 9(3) 0.00023 292 Pick U 1
37 891 037 9(3) 0.00018 224 Pick U 1
B/ 903 038 9(3) 0.00088 223 Pick U 1
39 953 039 9(3) 0.00081 221 Pick U 1
40 93t 040 9(3) 0.00012 285 Pick U 1
4 o4 041 9(3) 156005 -7.78 Pick U 1
42 9 042 9(3) 0.0064 221 Pick 5 1
43 9%t 043 9(9) 226005 4.16 Pick U 1
44 954 044 9(3) 0.00017 280 Pick U 1
45 930 045 9(3) 0.00092 327 Pick U 1
46 o7t 046 9(3) 14e-005 5.78 Pick U 1
47 93 047 9(3) 7.6e-005 1359 Pick U 1
49 978 048 9(3) 8.4e-005 295 Pick U 1
49 939 049 9(3) 226008 811 Pick U 1
50 983 050 9(3) 7.3e-006 555 Pick U 1
51 1029 051 9(3) 0020 242 Pick U 1
52 1023 052 9(3) 0.00031 490 Pick U 1
53 1044 053 9(3) 0.0012 302 Pick U 1
5 1048 054 9(3) 7.9e-006 2,99 Pick U 1
55 1132 055 9(3) 3.8e-005 5.27 Pick U 1
56 1085 056 9(3) 0.0005  -2.23 Pick U 1
57 1152 057 9(3) 0.0010 245 Pick U 1
58 109 058 9(3) 000013 -3.39 Pick U 1
59 1087 059 9(3) 000022 -3.30 Pick U 1
DIA No: 1035 Master No: 961 Pick Pos.: 273, 451 (273, 451) DIA No: 1035 Master No: 961 Pick Pos.: 273, 451 (273, 451) <|
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ROJA140219 Gel-3 (C3) Cy3.gel L‘ Graph View Master No: 971 Protein ID: 046
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
34 884 034 9(3) 000027 -5.00 Pick U 1
3 800 035 9(3) 0.00012 258 Pick U 1
%915 036 9(3) 0.00023 292 Pick U 1
37 891 037 9(3) 0.00018 224 Pick U 1
B/ 903 038 9(3) 0.00088 223 Pick U 1
39 953 039 9(3) 0.00081 221 Pick U 1
40 93t 040 9(3) 0.00012 285 Pick U 1
4 o4 041 9(3) 156005 -7.78 Pick U 1
42 9 042 9(3) 0.0064 221 Pick U 1
43 %1 043 9(3) 226005 416 Pick U 1
44 9g4 044 9(3) 0.00017 280 Pick U 1
45 930 045 9(3) 0.00092 327 Pick 5 1
46 o7t 046 9(9) 14e-005 5.78 Pick U 1
47 93 047 9(3) 7.6e-005 1359 Pick U 1
49 978 048 9(3) 8.4e-005 295 Pick U 1
49 939 049 9(3) 226008 811 Pick U 1
50 983 050 9(3) 7.3e-006 555 Pick U 1
51 1029 051 9(3) 0020 242 Pick U 1
52 1023 052 9(3) 0.00031 490 Pick U 1
53 1044 053 9(3) 0.0012 302 Pick U 1
5 1048 054 9(3) 7.9e-006 2,99 Pick U 1
55 1132 055 9(3) 3.8e-005 5.27 Pick U 1
56 1085 056 9(3) 0.0005  -2.23 Pick U 1
57 1152 057 9(3) 0.0010 245 Pick U 1
58 109 058 9(3) 000013 -3.39 Pick U 1
59 1087 059 9(3) 000022 -3.30 Pick U 1
o el e nim P iy ph e .
DIA No: 1045 Master No: 971 Pick Pos.: 501, 455 (501, 455) DIA No: 1045 Master No: 971 Pick Pos.: 501, 455 (501, 455) ‘l
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
34 884 034 9(9) 0,00027  -5.00 Pick Lt 1
35 800 035 9(9) 0.00012 2,58 Pick Lt 1
3% 915 036 9(9) 0.00023 -2.92 Pick Lt 1
7 89 037 9(9) 000018 -2.24 Pick Lt 1
3 903 038 9(9) 000088 -2.23 Pick Lt 1
39 953 039 9(9) 0.00081 221 Pick Lt 1
40 931 040 9(9) 0.00012  2.85 Pick Lt 1
41 914 041 9(9) 1.9¢-005  -7.78 Pick Lt 1
42 985 042 9(9) 0.0064  -2.21 Pick Lt 1
43 961 043 9(9) 22005 4.16 Pick Lt 1
44 964 044 9(9) 0.00017 2,80 Pick Lt 1
45 930 045 9(9) 0.00092 3.27 Pick Lt 1
46 971 046 9(9) 1.4e-005 5.78 Pick Lt 1
47 923 047 9(9) 7.6e-005 13,59 Pick Lt 1
48 978 043 9(9) 8.4e-005 2,95 Pick Lt 1
49 939 049 9(9) 22008 811 Pick Lt 1
S0 983 050 9(9) 7.3e-006 5.55 Pick Lt 1
51 1029 0s1 9(9) 0.021 -2.42 Pick Lt 1
52 1023 052 9(9) 0.00031  4.90 Pick Lt 1
93 1044 053 9(9) 00012 3.02 Pick Lt 1
94 1043 054 9(9) 7.9e-006 -2.99 Pick Lt 1
85 1132 055 9(9) 3.8e-005 527 Pick Lt 1
56 1085 056 9(9) 0.000%6 -2.23 Pick Lt 1
57 1182 057 9(9) 00010 245 Pick Lt 1
58 109 058 9(9) 000013  -3.39 Pick Lt 1
59 1087 059 9(9) 0.00022  -3.30 Pick Lt 1
P . - e s Py oy o, e .
DIA No: 993 Master No: 923 Pick Pos.: 516, 437 (516, 437) DIA No: 993 Master No: 923 Pick Pos.: 516, 437 (516, 437) \ |
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Reset Protein Table T-test and Av.Ratio:H /C
Pos. | Master No. | Protein... [ T-test | av. Ratio | 1-anova [ pick
34 884 034 000027 -5.00 Pick 1
3 800 035 0.00012 258 Pick 1
%915 036 0.00023 292 Pick 1
37 891 037 0.00018 224 Pick 1
B/ 903 038 0.00088 223 Pick 1
39 953 039 0.00081 221 Pick 1
40 93t 040 0.00012 285 Pick 1
4 o4 041 156005 -7.78 Pick 1
42 9 042 0.0064 221 Pick 1
43 %1 043 226005 416 Pick 1
44 9g4 044 0.00017 280 Pick 1
45 930 045 0.00092 327 Pick 1
46 o7t 046 14e-005 5.78 Pick 1
47 93 047 7.6e-005 1359 Pick 1
49 978 048 8.4e-005 2.9 Pick 1
49 939 049 226008 8.1 Pick 1
50 983 050 7.3e-006 555 Pick 1
51 1029 051 0020 242 Pick 1
52 1023 052 0.00031 490 Pick 1
53 1044 053 0.0012 302 Pick 1
5 1048 054 7.9e-006 2,99 Pick 1
55 1132 055 3.8e-005 5.27 Pick 1
56 1085 056 0.0005  -2.23 Pick 1
57 1152 057 0.0010 245 Pick 1
58 109 058 000013 -3.39 Pick 1
59 1087 059 000022 -3.30 Pick 1
DIA No: 1005 Master No: 939 Pick Pos.: 572, 440 (572, 440) DIA No: 1005 Master No: 939 Pick Pos.: 572, 440 (572, 440) \ |
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
884 03¢ 9(9) 0.00027  -5.00 Pick 1 I
" ® 800 035 9(9) 000012 2.58 Pick u I
% 915 036 9(9) 000023  -2.92 Pick u I
7 037 9(9) 0.00018  -2.24 Pick u I
® 903 038 9(9) 0.00088  -2.23 Pick u I
H 953 039 9(9) 0.00081  2.21 Pick u I
@ % 040 9(9) 000012 2.85 Pick u I
4 94 041 9(9) 15¢005 778 Pick u I
4@ %5 042 9(9) 00064 -2.21 Pick u I
43 %! 043 9(9) 226005 4.16 Pick u I
4 94 044 9(9) 0.00017 2,80 Pick u I
% 930 045 9(9) 000092 3.27 Pick u I
% 971 046 9(9) 14005 5.7 Pick u I
4@ 047 9(9) 766005 13.59 Pick u I
4% 978 048 9(9) B4e-005 2,95 Pick u I
49 939 049 9(9) 226008 8.1 Pick u I
50 983 050 9(9) 736006 5.55 Pick 1 I
st 1029 08t 9(9) 0021 242 Pick u I
2108 0% 9(9) 000031 4.90 Pick u I
55104 053 9(9) 00012 3.02 Pick u I
S 1048 054 9(9) 796006 -2.99 Pick u I
% 1R 05 9(9) 386005 5.27 Pick u I
5% 1085 056 9(9) 0.000%  -2.23 Pick u I
5 u% 057 9(9) 00010 2.4 Pick u I
S 0% 08 9(9) 0.00013  -3.39 Pick u I
5 1087 059 9(9) 000022 -3.30 Pick u I
DIA No: 1060 Master No: 983 Pick Pos.: 638, 463 (638, 463) DIA No: 1060 Master No: 983 Pick Pos.: 638, 463 (638, 463) \ |
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Master No: 1023 Protein ID: 052
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Protein Table

T-test and Av.Ratio:H / C

Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
34 884 034 9(9) 0,00027  -5.00 Pick Lt 1
’ 35 800 035 9(9) 0.00012 2,58 Pick Lt 1
3% 915 036 9(9) 0.00023 -2.92 Pick Lt 1
7 89 037 9(9) 000018 -2.24 Pick Lt 1
3 903 038 9(9) 000088 -2.23 Pick Lt 1
39 953 039 9(9) 0.00081 221 Pick Lt 1
40 931 040 9(9) 0.00012  2.85 Pick Lt 1
41 914 041 9(9) 1.9¢-005  -7.78 Pick Lt 1
42 985 042 9(9) 0.0064  -2.21 Pick Lt 1
43 961 043 9(9) 22005 4.16 Pick Lt 1
44 964 044 9(9) 0.00017 2,80 Pick Lt 1
45 930 045 9(9) 0.00092 3.27 Pick Lt 1
46 971 046 9(9) 1.4e-005 5.78 Pick Lt 1
47 923 047 9(9) 7.6e-005 13,59 Pick Lt 1
48 978 043 9(9) 8.4e-005 2,95 Pick Lt 1
49 939 049 9(9) 22008 811 Pick Lt 1
S0 983 050 9(9) 7.3e-006 5.55 Pick Lt 1
51 1029 051 9(9) 0.021 -2.42 Pick Lt 1
52 1023 052 9(9) 0,00031 4.90 Pick Lt 1
93 1044 053 9(9) 00012 3.02 Pick Lt 1
94 1043 054 9(9) 7.9e-006 -2.99 Pick Lt 1
85 1132 055 9(9) 3.8e-005 527 Pick Lt 1
56 1085 056 9(9) 0.000%6 -2.23 Pick Lt 1
57 1182 057 9(9) 00010 245 Pick Lt 1
58 109 058 9(9) 000013  -3.39 Pick Lt 1
59 1087 059 9(9) 0.00022  -3.30 Pick Lt 1
. e Pt P Ara il " .
DIA No: 1094 Master No: 1023 Pick Pos.: 373, 475 (373, 475) DIA No: 1094 Master No: 1023 Pick Pos.: 373, 475 (373, 475) \ |
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
34 884 034 9(9) 0,00027  -5.00 Pick Lt 1
35 800 035 9(9) 0.00012 2,58 Pick Lt 1
3% 915 036 9(9) 0.00023 -2.92 Pick Lt 1
7 89 037 9(9) 000018 -2.24 Pick Lt 1
3 903 038 9(9) 000088 -2.23 Pick Lt 1
39 953 039 9(9) 0.00081 221 Pick Lt 1
40 931 040 9(9) 0.00012  2.85 Pick Lt 1
41 914 041 9(9) 1.9¢-005  -7.78 Pick Lt 1
42 985 042 9(9) 0.0064  -2.21 Pick Lt 1
43 961 043 9(9) 22005 4.16 Pick Lt 1
44 964 044 9(9) 0.00017 2,80 Pick Lt 1
45 930 045 9(9) 0.00092 3.27 Pick Lt 1
46 971 046 9(9) 1.4e-005 5.78 Pick Lt 1
47 923 047 9(9) 7.6e-005 13,59 Pick Lt 1
48 978 043 9(9) 8.4e-005 2,95 Pick Lt 1
49 939 049 9(9) 22008 811 Pick Lt 1
S0 983 050 9(9) 7.3e-006 5.55 Pick Lt 1
51 1029 0s1 9(9) 0.021 -2.42 Pick Lt 1
52 1023 052 9(9) 0.00031  4.90 Pick Lt 1
93 1044 053 9(9) 00012 3.02 Pick Lt 1
94 1043 054 9(9) 7.9e-006 -2.99 Pick Lt 1
95 1132 055 9(9) 3.8e-005 5.27 Pick Lt 1
56 1085 056 9(9) 0.000%6 -2.23 Pick Lt 1
57 1182 057 9(9) 00010 245 Pick Lt 1
58 109 058 9(9) 000013  -3.39 Pick Lt 1
59 1087 059 9(9) 0.00022  -3.30 Pick Lt 1
.- e Pt P Ara il " .
DIA No: 1222 Master No: 1132 Pick Pos.: 614, 537 (614, 537) DIA No: 1222 Master No: 1132 Pick Pos.: 614, 537 (614, 537) \ |
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
58 109 058 9(9) 0.00013  -3.39 Pick Lt 1
59 1087 059 9(9) 0.00022 -3.30 Pick Lt 1
60 1127 060 9(9) 0,026 -2.54 Pick Lt 1
61 1043 061 9(9) 0,026 -2.03 Pick Lt 1
62 1179 062 9(9) 4.6e-005 3.24 Pick Lt 1
63 1191 063 9(9) 2,8e-005 -2.18 Pick Lt 1
64 1224 064 9(9) 0.0071 2,13 Pick Lt 1
65 1161 065 9(9) 000096 -2.81 Pick Lt 1
66 1143 066 9(9) 4.5e-005 2.61 Pick Lt 1
67 1274 067 9(9) 00017 -2.16 Pick Lt 1
68 1252 063 9(9) 0.0043  -2.02 Pick Lt 1
69 1516 069 9(9) 0.003¢  -4.04 Pick Lt 1
70 1295 070 9(9) 8.7e-006 7.48 Pick Lt 1
71 129% 071 9(9) 000016  7.67 Pick Lt 1
72 1282 072 9(9) 0.00041 -2.28 Pick Lt 1
73 1266 073 9(9) 0,00030 -2.31 Pick Lt 1
74 1283 074 9(9) 0.00019  -3.94 Pick Lt 1
75 1404 075 9(9) 4.7e-005 -2.85 Pick Lt 1
76 1443 076 9(9) 000013  -2.15 Pick Lt 1
771410 077 9(9) 0,009  -2.03 Pick Lt 1
78 1389 078 9(9) 7.2e-005 -2.39 Pick Lt 1
79 1424 079 9(9) 6.2e-005 -2.36 Pick Lt 1
80 1369 080 9(9) 0,026 -3.38 Pick Lt 1
81 1347 081 9(9) 0.00012  -2.13 Pick Lt 1
82 1407 082 9(9) 00028  -23.72 Pick Lt 1
83 1521 083 9(9) 0.076 -2.03 Pick Lt 1
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Master No: 1224 Protein ID: 064
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
58 109 058 9(3) 000013 -3.39 Pick U 1
59 1087 059 9(3) 000022 -3.30 Pick U 1
60 1127 060 9(3) 0.026 254 Pick U 1
61 1043 061 9(3) 0.026 203 Pick U 1
62 1179 062 9(3) 4.6e-005  3.24 Pick U 1
63 1191 063 9(3) 2.8e-005 218 Pick 5 1
64 124 064 9(9) 00071 213 Pick U 1
65 1161 065 9(3) 0.0009% 281 Pick U 1
66 1148 066 9(3) 4.5e-005 261 Pick U 1
67 1214 067 9(3) 0.0017 216 Pick U 1
68 1252 068 9(3) 0.0043 202 Pick U 1
69 1516 069 9(3) 0,004 404 Pick U 1
70 1295 070 9(3) 8.7e-006  7.48 Pick U 1
7 12% i 9(3) 0.00016 767 Pick U 1
72 1282 072 9(3) 0.00041 228 Pick U 1
73 1266 073 9(3) 0.00030 231 Pick U 1
74 1283 074 9(3) 0.00019  -3.94 Pick U 1
75 1404 075 9(3) 4.7e005 285 Pick U 1
76 1448 076 9(3) 0.00013 215 Pick U 1
71410 077 9(3) 0.0059 203 Pick U 1
78 1385 078 9(3) 7.26005 239 Pick U 1
79 1424 079 9(3) 6.2e005 236 Pick U 1
80 1369 080 9(3) 0.026 338 Pick U 1
81 1347 081 9(3) 0.00012 213 Pick U 1
82 1407 082 9(3) 0.0028 2372 Pick U 1
83 1521 083 9(3) 0.0% 203 Pick U 1
DIA No: 1311 Master No: 1224 Pick Pos.: 719,576 (719, 576) DIA No: 1311 Master No: 1224 Pick Pos.: 719, 576 (719, 576) \ |
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
5% 10% 08 9(9) 0.00013  -3.39 Pick 1 I
5 1087 059 9(9) 000022 -3.30 Pick u I
80 1127 080 9(9) 0026 254 Pick u I
61 1043 06l 9(9) 0026 -2.03 Pick u I
g2 179 0R2 9(9) 466005 3.24 Pick u I
3 191 083 9(9) 286005 -2.18 Pick u I
64 1224 04 9(9) 00071 213 Pick u I
65 161 065 9(9) 0.000%  -2.81 Pick 1 I
8 1148 066 9(9) 456005 2.61 Pick u I
6 1274 087 9(9) 00017 216 Pick u I
8 1252 08 9(9) 00043 -2.02 Pick u I
69 1516 089 9(9) 00034 -4.04 Pick u I
01295 00 9(9) B7e-006 7.48 Pick u I
no2% on 9(9) 0.00016  7.67 Pick u I
Y ) 9(9) 0.00041  -2.28 Pick u I
B o166 0% 9(9) 000030  -2.31 Pick u I
#1283 0M 9(9) 0.00019  -3.94 Pick u I
M4 0% 9(9) 476005 -2.85 Pick u I
% 1448 0% 9(9) 0.00013  -2.15 Pick u I
7o o7 9(9) 0.0059  -2.03 Pick u I
185 07 9(9) 726005 -2.39 Pick u I
H 44 09 9(9) 626005 -2.36 Pick u I
B 139 080 9(9) 0026 -3.38 Pick u I
Bl 1347 08l 9(9) 000012 -2.13 Pick u I
B2 407 R 9(9) 00028 2372 Pick u I
8 152 083 9(9) 007 -2.03 Pick u I

DIA No: 1254 Master No: 1161 Pick Pos.: 850, 548 (850, 548) DIA No: 1254 Master No: 1161 Pick Pos.: 850, 548 (850, 548) \ |
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
55 10% 0% 9(9) 0.00013  -3.39 Pick Ll 1
59 1087 059 9(9) 0.00022 330 Pick u 1
80 127 080 9(9) 0.026 254 Pick u 1
61 1043 06l 9(9) 0.026 203 Pick u 1
82 179 082 9(9) 468005 3.24 Pick u 1
3 1191 063 9(9) 286005 218 Pick u 1
84 1224 084 9(9) 0.0071 213 Pick u 1
85 1161 065 9(9) 0.00006 281 Pick u 1
8 1148 066 9(9) 4.5e-005 2,61 Pick U 1
67 124 067 9(9) 0.0017 216 Pick U 1
8 1252 068 9(9) 0.0043 202 Pick u 1
69 1516 069 9(9) 0.0034 404 Pick u 1
0 1295 070 9(9) 8.7e-006 7.48 Pick u 1
no12% oA 9(9) 0.00016  7.67 Pick u 1
71 0 9(9) 0.00041 228 Pick u 1
7B 1266 073 9(9) 0.00030 231 Pick u 1
74183 0M4 9(9) 0.00019  -3.94 Pick u 1
B4 075 9(9) 476005 285 Pick u 1
7% 1448 076 9(9) 0.00013 215 Pick u 1
740 o 9(9) 0.008 203 Pick u 1
78135 078 9(9) 7.26005 239 Pick u 1
79 144 079 9(9) 6.26-005 -2.36 Pick u 1
80 139 080 9(9) 0.026 338 Pick u 1
8 137 08l 9(9) 0.00012 213 Pick u 1
82 407 082 9(9) 0.0028 2372 Pick u 1
83 1521 083 9(9) 0.07% 203 Pick u 1

DIA No: 1227 Master No: 1148 Pick Pos.: 878, 538 (878, 538) DIA No: 1227 Master No: 1148 Pick Pos.: 878, 538 (878, 538) \ |
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Master No: 1516 Protein ID: 069
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Protein Table

T-test and Av.Ratio:H / C

Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
58 109 058 9(9) 0.00013  -3.39 Pick Lt 1
59 1087 059 9(9) 0.00022 -3.30 Pick Lt 1
60 1127 060 9(9) 0,026 -2.54 Pick Lt 1
61 1043 061 9(9) 0,026 -2.03 Pick Lt 1
62 1179 062 9(9) 4.6e-005 3.24 Pick Lt 1
63 1191 063 9(9) 2.8e-005 -2.18 Pick Lt 1
64 1224 064 9(9) 0.0071 2,13 Pick Lt 1
65 1161 065 9(9) 000096 -2.81 Pick Lt 1
66 1143 066 9(9) 4.5e-005 2.61 Pick Lt 1
67 1274 067 9(9) 00017 -2.16 Pick Lt 1
68 1252 063 9(9) 0.0043  -2.02 Pick Lt 1
69 1516 069 9(9) 0,003  -4.04 Pick Lt 1
70 1295 070 9(9) 8.7e-006 7.48 Pick Lt 1
71 129% 071 9(9) 000016  7.67 Pick Lt 1
72 1282 072 9(9) 0.00041 -2.28 Pick Lt 1
73 1266 073 9(9) 0,00030 -2.31 Pick Lt 1
74 1283 074 9(9) 0.00019  -3.94 Pick Lt 1
75 1404 075 9(9) 4.7e-005 -2.85 Pick Lt 1
76 1443 076 9(9) 000013  -2.15 Pick Lt 1
771410 077 9(9) 0,009  -2.03 Pick Lt 1
78 1389 078 9(9) 7.2e-005 -2.39 Pick Lt 1
79 1424 079 9(9) 6.2e-005 -2.36 Pick Lt 1
80 1369 080 9(9) 0,026 -3.38 Pick Lt 1
81 1347 081 9(9) 0.00012  -2.13 Pick Lt 1
82 1407 082 9(9) 00028  -23.72 Pick Lt 1
83 1521 083 9(9) 0.076 -2.03 Pick Lt 1
. i po nim oo ph e .
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ROJA140219 Gel-3 (C3) Cy3.gel v ||| Graph view

Master No: 1295 Protein ID: 070
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Protein Table

T-test and Av.Ratio:H / C

Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
S 10% 056 3(9) 0.00013  -3.39 Pk Ll 1
S 1087 059 3(9) 000022 -3.30 ik L I
60 127 080 3(9) 0026 2.5 ik L I
6 1043 06l 3(9) 0026 -2.03 ik L I
2 1’ 08 3(9) 466005 3,24 ik L I
63 191 063 3(9) 286005 2,18 ik L I
6 1204 064 3(9) 00071 2.3 ik L I
65 161 06§ 3(9) 0.0009%  -2.81 ik L I
6 1148 066 3(9) 45¢005 2,61 ik L I
67 124 087 3(9) 00017 2.6 ik L I
68 125 06 3(9) 00043 202 ik L I
69 1516 089 3(9) 00034  -4.0¢ Pk L I
0 1295 00 3(9) 8.7e-006 7.48 Pk Lt 1
1w o 3(9) 0.00016  7.67 Pk Ll I
ZET 3(9) 0.00041  -2.28 ik L I
73166 0% 3(9) 000030  -2.31 ik L I
#1283 oM 3(9) 0.00013  -3.94 ik L I
B4 05 3(9) 476005 -2.85 ik L I
% 1448 0% 3(9) 000013  -2.15 ik L I
7 40 o 3(9) 00059  -2.03 ik L I
78 185 0% 3(9) 726005 2,39 ik L I
79 1424 0 3(9) 626005 2.3 ik L I
80 139 080 3(9) 0026 3.3 ik L I
81 1347 08l 3(9) 000012 -2.13 ik L I
2 47 0w 3(9) 0008 2372 ik L I
8 1521 083 3(9) 007 203 ik L I
DIA No: 1395 Master No: 1295 Pick Pos.: 239, 621 (239, 621) DIA No: 1395 Master No: 1295 Pick Pos.: 239, 621 (239, 621) \ |
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[ DeCyder - BVA: ROJA140219

File Edit View Process Help

Master No: 1282 Protein ID: 072
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
5 1006 058 9(9) 0.00013  -3.39 Pick u I
5 1087 059 9(9) 0.00022 -3.30 Pick u I
80 1127 060 9(9) 0.026 254 Pick u I
61 1043 061 9(9) 0.026 203 Pick u I
g2 1179 082 9(9) 462005 3.24 Pick u I
63 1191 063 9(9) 286005 -2.18 Pick u I
64 1224 064 9(9) 0.0071 213 Pick u I
85 1161 05 9(9) 0.000% 281 Pick u I
g6 1148 066 9(9) 456005 2.61 Pick u I
67 1214 087 9(9) 0.0017 216 Pick u I
8 1252 068 9(9) 0.0043 202 Pick u I
89 1516 069 9(9) 0.0034 404 Pick u I
01205 070 9(9) 872006 7.48 Pick u I
71 129% 071 9(9) 000016  7.67 Pick Lt 1
72 1282 072 9(9) 000041 -2.28 Pick Lt 1
73 1266 073 9(9) 0,00030 -2.31 Pick Lt 1
74 1283 074 9(9) 0.00019  -3.94 Pick Lt 1
75 1404 075 9(9) 4.7e-005 -2.85 Pick Lt 1
76 1443 076 9(9) 000013  -2.15 Pick Lt 1
771410 077 9(9) 0,009  -2.03 Pick Lt 1
78 1389 078 9(9) 7.2e-005 -2.39 Pick Lt 1
79 1424 079 9(9) 6.2e-005 -2.36 Pick Lt 1
80 1369 080 9(9) 0,026 -3.38 Pick Lt 1
81 1347 081 9(9) 0.00012  -2.13 Pick Lt 1
82 1407 082 9(9) 00028  -23.72 Pick Lt 1
83 1521 083 9(9) 0.076 -2.03 Pick Lt 1
e oy Pt PO il " .
DIA No: 1371 Master No: 1282 Pick Pos.: 461, 608 (461, 608) DIA No: 1371 Master No: 1282 Pick Pos.: 461, 608 (461, 608) \ |
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
58 109 058 9(9) 0.00013  -3.39 Pick Lt 1
59 1087 059 9(9) 0.00022 -3.30 Pick Lt 1
60 1127 060 9(9) 0,026 -2.54 Pick Lt 1
61 1043 061 9(9) 0,026 -2.03 Pick Lt 1
62 1179 062 9(9) 4.6e-005 3.24 Pick Lt 1
63 1191 063 9(9) 2.8e-005 -2.18 Pick Lt 1
64 1224 064 9(9) 0.0071 2,13 Pick Lt 1
65 1161 065 9(9) 000096 -2.81 Pick Lt 1
66 1143 066 9(9) 4.5e-005 2.61 Pick Lt 1
67 1274 067 9(9) 00017 -2.16 Pick Lt 1
68 1252 063 9(9) 0.0043  -2.02 Pick Lt 1
69 1516 069 9(9) 0.003¢  -4.04 Pick Lt 1
70 1295 070 9(9) 8.7e-006 7.48 Pick Lt 1
71 129% 071 9(9) 000016  7.67 Pick Lt 1
72 1282 072 9(9) 0.00041 -2.28 Pick Lt 1
73 1266 073 9(9) 000030 -2.31 Pick Lt 1
74 1283 074 9(9) 0,00019 -3.94 Pick Lt 1
75 1404 075 9(9) 4.7e-005 -2.85 Pick Lt 1
76 1443 076 9(9) 000013  -2.15 Pick Lt 1
771410 077 9(9) 0,009  -2.03 Pick Lt 1
78 1389 078 9(9) 7.2e-005 -2.39 Pick Lt 1
79 1424 079 9(9) 6.2e-005 -2.36 Pick Lt 1
80 1369 080 9(9) 0,026 -3.38 Pick Lt 1
81 1347 081 9(9) 0.00012  -2.13 Pick Lt 1
82 1407 082 9(9) 00028  -23.72 Pick Lt 1
83 1521 083 9(9) 0.076 -2.03 Pick Lt 1
e oy Pt PO il " .
DIA No: 1375 Master No: 1283 Pick Pos.: 617, 611 (617, 611) DIA No: 1375 Master No: 1283 Pick Pos.: 617, 611 (617, 611) \ |
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- v | RO1A140219 Gel-2 (C2) Cy3.gel v | [R01A140219 Gel-3 (C3) Cy3.gel v ||| Graph view Master No: 1410  Protein ID: 077
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Protein Table T-test and Av.Ratio:H/C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
58 10% 058 9(9) 0.00013  -3.39 Pick L 1
59 1087 059 9(9) 000022 -3.30 Pick L 1
60 1127 060 9(9) 0026  -25¢ Pick L 1
61 1043 061 9(9) 0.026  -2.03 Pick L 1
62 1179 062 9(9) 466005 3.2¢ Pick L 1
63 1191 063 9(9) 286005 -2.18 Pick L 1
64 1224 064 9(9) 0.0071 213 Pick L 1
65 1161 065 9(9) 0.0009  -2.81 Pick L 1
66 1148 066 9(9) 4.5e-005 261 Pick L 1
67 1214 067 9(9) 0.0017 216 Pick L 1
68 1252 068 9(9) 0.0M43 202 Pick L 1
69 1516 069 9(9) 0003 -4.0¢ Pick L 1
01295 070 9(9) 8.7e-006 7.48 Pick L 1
712% 071 9(9) 0.00016 767 Pick L 1
2 128 072 9(9) 0.00041 -2.28 Pick L 1
73 1266 073 9(9) 000030 231 Pick L 1
74 1283 074 9(9) 000019 -3.9¢ Pick L 1
75 1404 075 9(9) 476005 -2.85 Pick L 1
76 1448 076 9(9) 0.00013 215 Pick Lt 1
71410 077 9(9) 00059 2,03 Pick L 1
781385 078 9(9) 7.26005 -2.39 Pick L 1
79 1424 079 9(9) 6.26005 -2.36 Pick L 1
80 1369 080 9(9) 0026  -338 Pick L 1
8l 1347 081 9(9) 0.00012 213 Pick L 1
82 1407 082 9(9) 00028  -23.72 Pick L 1
8 1521 083 9(9) 0076  -2.03 Pick L 1
o pons s A oo nne i, i .
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ROJA140219 Gel-3 (C3) Cy3.gel v ||| Graph view
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
58 109 058 9(9) 0.00013  -3.39 Pick Lt 1
59 1087 059 9(9) 0.00022 -3.30 Pick Lt 1
60 1127 060 9(9) 0,026 -2.54 Pick Lt 1
61 1043 061 9(9) 0,026 -2.03 Pick Lt 1
62 1179 062 9(9) 4.6e-005 3.24 Pick Lt 1
63 1191 063 9(9) 2.8e-005 -2.18 Pick Lt 1
64 1224 064 9(9) 0.0071 2,13 Pick Lt 1
65 1161 065 9(9) 000096 -2.81 Pick Lt 1
66 1143 066 9(9) 4.5e-005 2.61 Pick Lt 1
67 1274 067 9(9) 00017 -2.16 Pick Lt 1
68 1252 063 9(9) 0.0043  -2.02 Pick Lt 1
69 1516 069 9(9) 0.003¢  -4.04 Pick Lt 1
70 1295 070 9(9) 8.7e-006 7.48 Pick Lt 1
71 129% 071 9(9) 000016  7.67 Pick Lt 1
72 1282 072 9(9) 0.00041 -2.28 Pick Lt 1
73 1266 073 9(9) 0,00030 -2.31 Pick Lt 1
74 1283 074 9(9) 0.00019  -3.94 Pick Lt 1
75 1404 075 9(9) 4.7e-005 -2.85 Pick Lt 1
76 1443 076 9(9) 000013  -2.15 Pick Lt 1
771410 077 9(9) 0,009  -2.03 Pick Lt 1
78 1389 078 9(9) 7.2e-005 -2.39 Pick Lt 1
79 1424 079 9(9) 6.2e-005 -2.36 Pick Lt 1
80 1369 080 9(9) 0.026 -3.38 Pick Lt 1
81 1347 081 9(9) 000012 -2.13 Pick Lt 1
82 1407 082 9(9) 00028  -23.72 Pick Lt 1
83 1521 083 9(9) 0.076 -2.03 Pick Lt 1
e oy Pt PO il " .
DIA No: 1450 Master No: 1347 Pick Pos.: 831, 647 (831, 647) DIA No: 1450 Master No: 1347 Pick Pos.: 831, 647 (831, 647) \ |
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ROJA140219 Gel-2 (C2) Cy3.gel j ROJA140219 Gel-3 (C3) Cy3.gel L‘ Graph View Master No: 1407 Protein ID: 082
'o B VIV AT (P L 4
' .3 b ! .\ b D - 4o
. » s 4 X ! -~ , . 02
) . : . ‘ 01
: 0
04
02
03
8 04
(=
2 05
(=
g.u.s
o .07
Secondary: R0JA140219 Gel-1 (H1)... v || ROJA140219 Gel-2 (H2) Cy5.gel v ||| Ro3A140219 Gel-3 (H3) Cys5.gel | 3 08
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
82 1407 082 9(3) 0.0028 -23.72 Pick U 1
8 1521 083 9(3) 0.0% 203 Pick U 1
84 1551 084 9(3) 0.00015  3.04 Pick U 1
85 1557 085 9(3) 34005 218 Pick U 1
8 159 086 9(3) 0.00012 247 Pick U 1
87 1462 087 9(3) 0.00047 560 Pick U 1
8 154 088 9(3) 196005 2,39 Pick U 1
89 1559 089 9(3) 2.5¢-005  -3.08 Pick U 1
90 1506 090 9(3) 9.4e-005 260 Pick U 1
91 1478 091 9(3) 0.0012 351 Pick U 1
92 1477 092 9(3) 29005 437 Pick U 1
93 1654 093 9(3) 0.00046 378 Pick U 1
94 1660 094 9(3) 0.00025 247 Pick U 1
9%5 1713 095 9(3) 0.0066 213 Pick U 1
% 1706 0% 9(3) 4.9e-005 2,03 Pick U 1
97 1653 097 9(3) 0.00086 26,24 Pick U 1
9% 1617 098 9(3) 0.00011 6.6 Pick U 1
99 1662 099 9(3) 4.6e-006 2848 Pick U 1
100 1618 100 9(3) 9.0e-005 249 Pick U 1
101 1640 101 9(3) 0.00064 291 Pick U 1
102 1583 102 9(3) 0.0011 257 Pick U 1
103 1577 103 9(3) 0.00047 436 Pick U 1
104 1759 104 9(3) 21005 370 Pick U 1
105 1752 105 9(3) 2.8e-005 416 Pick U 1
106 1773 106 9(3) 0.020 291 Pick U 1
107 1750 107 9(3) 25e-005 341 Pick U 1
DI& No: 1515 Master No: 1407 Pick Pos.: 934, 675 (334, 675) DI& No: 1515 Master No: 1407 Pick Pos.: 934, 675 (334, 675) ‘T
B - -
Spolbaps E;;e'”'o IP'“'"AE l“”"e IC""""E"‘ A rPM PRk UL Chengeli. o
Confirm
| ﬂ Mw Da V¥ POl Pick spot map: Y
Ready Focus: Secondary 3D Yiew
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
82 1407 082 9(9) 0.0028 -23.72 Pick Lt 1
8 1521 083 9(9) 0076 203 Pick L 1
8 1551 084 9(9) 0.00015  3.0¢ Pick L 1
85 1557 085 9(9) 34005 218 Pick L 1
8  159% 036 9(9) 0.00012 247 Pick L 1
87 1462 087 9(9) 0.00047  5.60 Pick L 1
88 1524 088 9(9) 1.9e-005 2,39 Pick L 1
89 1559 089 9(9) 2.5e-005 -3.08 Pick L 1
90 1506 090 9(9) 9.4e-005 -2.60 Pick L 1
91 1478 091 9(9) 00012 -351 Pick L 1
2 1477 092 9(9) 296005 -4.37 Pick L 1
93 165¢ 093 9(9) 0.00046 378 Pick L 1
94 1660 094 9(9) 000025 247 Pick L 1
9%5 1713 095 9(9) 0.0066 213 Pick L 1
% 1706 0% 9(9) 4.9e-005 -2.03 Pick L 1
97 1653 097 9(9) 0.00086 26,24 Pick L 1
9% 1617 098 9(9) 0.00011  6.16 Pick L 1
9 1662 099 9(9) 4.6e-006 2848 Pick L 1
100 1618 100 9(9) 9.0e-005 249 Pick L 1
101 1640 101 9(9) 0.0006¢ 291 Pick L 1
102 1583 102 9(9) 0.0011 257 Pick L 1
103 1577 103 9(9) 0.00047 436 Pick L 1
104 1759 104 9(9) 216005 370 Pick L 1
105 1752 105 9(9) 286005 4.16 Pick L 1
106 1773 106 9(9) 0.020 291 Pick L 1
107 1750 107 9(9) 256005 311 Pick L 1
el - nn s PO o, e .
DIA No: 1617 Master No: 1521 Pick Pos. 198, 728 (198, 728) DIA No: 1617 Master No: 1521 Pick Pos. 198, 728 (198, 728) ‘T
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File Edt View Process Help

Graph View Master No: 1462 Protein ID: 087
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Protein Table T-test and Av.Ratio:H /C

Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
2 47 0w 3(9) 0008 2372 Pk Ll 1
8 1521 083 3(9) 007 -2.03 ik L I
8 1551 084 3(9) 0.00015  3.0¢ ik L I
8 1557 085 3(9) 346005 2,18 ik L I
% 15% 086 3(9) 0.00012 247 Pk L I
& 62 087 3(9) 0.00047 560 Pk Lt 1
8% 154 088 3(9) 196005 2,39 Pk Ll I
8 159 089 3(9) 256005 -3.08 ik L I
90 1506 090 3(9) 946005 -2.60 ik L I
9 147 091 3(9) 00012 351 ik L I
% 147 0 3(9) 296005 4,37 ik L I
9 1654 093 3(9) 0.00046  3.78 ik L I
% 1660 094 3(9) 00005 247 ik L I
% 1713 0% 3(9) 00066 213 ik L I
% 1706 0% 3(9) 49005 -2.03 ik L I
9 1653 097 3(9) 0.00086 26,24 ik L I
% 1617 0% 3(9) 0.00011 6.6 ik L I
9 1662 099 3(9) 466006 28.48 ik L I
00 1618 100 3(9) 9.0e-005 2,49 ik L I
00 1640 101 3(9) 0.00064 291 ik L I
02 1583 102 3(9) 00011 257 ik L I
03 157 103 3(9) 0.00047 436 ik L I
04 1759 104 3(9) 21005 370 ik L I
05 1752105 3(9) 286005 4,16 ik L I
06 1773 106 3(9) 0020 291 ik L I
07 1750 107 3(9) 256005 3.1 ik L I
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
82 1407 082 9(9) 00028  -23.72 Pick Lt I
83 1521 083 9(9) 0.076 -2.03 Pick Lt I
84 1991 084 9(9) 000015  3.04 Pick Lt I
85 1557 085 9(9) 34e-005 218 Pick Lt I
8 159 086 9(9) 0.00012 247 Pick Lt I
87 1462 087 9(9) 0.00047  5.60 Pick Lt I
88 1524 088 9(9) 1.9¢-005 2,39 Pick Lt I
89 1599 089 9(9) 2,5e-005 -3.08 Pick Lt 1
90 1506 090 9(9) 9.4e-005 -2.60 Pick Lt I
91 1478 091 9(9) 00012 -3.51 Pick Lt I
92 477 092 9(9) 2.9e-005 -4.37 Pick Lt I
93 1654 093 9(9) 0.00046 3.78 Pick Lt I
94 1660 094 9(9) 000025 247 Pick Lt I
9% 1713 095 9(9) 0.0066 213 Pick Lt I
9% 1706 0% 9(9) 4.9e-005 -2.03 Pick Lt I
97 1653 097 9(9) 000086 26,24 Pick Lt I
9% 1617 093 9(9) 0.00011 616 Pick Lt I
99 1662 099 9(9) 4.6e-006 2848 Pick Lt I
100 1618 100 9(9) 9.0e-005 249 Pick Lt I
101 1640 101 9(9) 0.00064 291 Pick Lt I
102 1583 102 9(9) 0.0011 -2.57 Pick Lt I
103 1577 103 9(9) 000047 436 Pick Lt I
104 1759 104 9(9) 2.1e-005 370 Pick Lt I
105 1752 105 9(9) 2.8e-005 4.16 Pick Lt I
106 1773 106 9(9) 0,020 -2.91 Pick Lt I
107 1750 107 9(9) 25005 311 Pick Lt I
R .- e Pt Pl il " '
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
B2 1407 082 9(9) 0.0028 2372 Pick u I
83 1521 083 9(9) 0076 -2.03 Pick u I
B4 1551 084 9(9) 0.00015  3.04 Pick u I
85 1557 085 9(9) 348005 2.18 Pick u I
B8 1506 086 9(9) 0.00012  2.47 Pick u I
87 1462 087 9(9) 0.00047  5.60 Pick u I
B 1524 088 9(9) 196005 239 Pick u I
89 1559 089 9(9) 256005 -3.08 Pick U I
o 1506 090 9(9) 9.4e-005  -2.60 Pick i I
of 1478 091 9(9) 00012 351 Pick i I
% 47 0w 9(9) 206005 437 Pick u I
93 1654 093 9(9) 0.00046 3.7 Pick u I
9 1660 0% 9(9) 0.00025 2.47 Pick u I
o5 1713 0% 9(9) 0.0066 213 Pick u I
% 1706 0% 9(9) 498005 -2.03 Pick u I
97 1653 097 9(9) 0.00085 26,24 Pick u I
9% 1617 0% 9(9) 0.00011 .16 Pick u I
9 1662 099 9(9) 460006 2848 Pick u I
100 1618 100 9(9) 908005 2.49 Pick u I
101 1640 101 9(9) 0.00064 2,01 Pick u I
102 1583 102 9(9) 00011 257 Pick u I
103 1577 103 9(9) 0.00047 436 Pick u I
104 1759 104 9(9) 216005 3.70 Pick u I
105 1752 105 9(9) 286005 4.16 Pick u I
106 1773 106 9(9) 0020 291 Pick u I
107 1750 107 9(9) 256005 3.1 Pick u I

DIA No: 1603 Master No: 1506 Pick Pos.: 705, 720 (705, 720) DIA No: 1603 Master No: 1506 Pick Pos.: 705, 720 (705, 720) ;T '

Browse PoenlD  FPiotendC N Comment : . :
Spothaps o |u[;uem |'° i lame I°’"me" ol TFTM |V Fick  LI-Listl Changelst.
4 v -/

Confim
Mw Da ¥ POl Pick spot map:

Ready Focus: Protein Table




[ DeCyder - BVA: ROJA140219

File Edit View Process Help

ROJA140219 Gel-2 (C2) Cy3.gel v || ROJA140219 Gel-3(C3) Cy3.gel v || Graph View Master No: 1477 Protein ID: 092
. “ ) 'S : a \ N "I ‘ y - a
’ ' = - ’ 2 E
" y ’ ‘ ! : . 025
) | i
02
4
[ 015
.‘ 0. .‘ - 01
A :
' . g13.05
» A .g 0
q
] P ]| clans
g’
Secondary: R0JA140219 Gel-1 (H1)... v || R0JA140219 Gel-2 (H2) CyS.gel v | |R0JAL40219 Gel-3 (H3) CyS.gel v ||| 3 o
. A e A =l o L (- F9%
v v - ’ ' " . ¢ v ’ ‘ = E
. 4 s =
| % 02
025
03
-0.35
-04
-045
Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
82 1407 082 9{(9) 0.0028 -23.72 Pick L1 1
83 1521 083 9{(9) 0.076 -2.03 Pick L1 1
8¢ 1551 084 9{9) 0.00015 3.04 Pick L1 1
85 1557 085 9{9) 3.4e-005 2,18 Pick L1 1
86 159 086 9{9) 0.00012 247 Pick L1 1
87 1462 087 9{9) 0.00047 5.60 Pick L1 1
88 1524 088 9{9) 1.9e-005 2,39 Pick L1 1
89 1559 089 9{9) 2.5e-005  -3.08 Pick L1 1
90 1506 090 9{9) 9.4e-005 -2.60 Pick L1 1
9 1478 091 9{(9) 0.0012 -3.51 Pick L1 1
92 1477 092 9(9) 2.9e-005 -4.37 Pick L1 1
93 1654 093 9{9) 0.00046 3.78 Pick L1 1
94 1660 094 9{9) 0.00025 247 Pick L1 1
95 1713 095 9{9) 0.0066 2.13 Pick L1 1
9% 1706 09 9{9) 4.9e-005  -2.03 Pick L1 1
97 1653 097 9{9) 0.00086 26,24 Pick L1 1
9 1617 098 9{9) 0.00011 6.16 Pick L1 1
99 1662 099 9{9) 4.6e-006 28.48 Pick L1 1
100 1618 100 9{9) 9.0e-005 2,49 Pick L1 1
101 1640 101 9{9) 0.00064 291 Pick L1 1
102 1583 102 9{9) 0.0011 -2.57 Pick L1 1
103 1577 103 9{9) 0.00047 436 Pick L1 1
104 1759 104 9{9) 2.1e-005 3,70 Pick L1 1
105 1752 105 9{9) 2.8e-005 416 Pick L1 1
106 1773 106 9{9) 0.020 -2.91 Pick L1 1
107 1750 107 9{9) 2.5e-005 3.1 Pick L1 1
DI4 No: 1585 Master No: 1477 Pick Pos.: 921, 705 (321, 705) DI4 No: 1585 Master No: 1477 Pick Pos.: 921, 705 (321, 705) :T
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DIA No: 1783 Master No: 1706 Pick Pos.: 268, 821 (268, 821)
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Protein Table T-test and Av.Ratio:H/C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
2 47 0w 3(9) 0008 2372 Pk Ll 1
8 1521 083 3(9) 007 -2.03 ik L I
8 1551 084 3(9) 0.00015  3.0¢ ik L I
8 1557 085 3(9) 346005 2,18 ik L I
% 15% 086 3(9) 000012 247 ik L I
& w62 087 3(9) 0.00047 560 ik L I
8% 154 088 3(9) 196005 2,39 ik L I
8 159 089 3(9) 256005 -3.08 ik L I
90 1506 090 3(9) 946005 -2.60 ik L I
9 147 091 3(9) 00012 351 ik L I
% 147 0 3(9) 296005 4,37 ik L I
9 1654 093 3(9) 0.00046  3.78 ik L I
% 1660 094 3(9) 00005 247 ik L I
% 1713 0% 3(9) 0.0066 213 Pk L I
% 1706 0% 3(9) 496005 2.0 Pk Lt 1
9 1653 097 3(9) 0.00086 26,24 Pk Ll I
% 1617 0% 3(9) 0.00011 6.6 ik L I
9 1662 099 3(9) 466006 28.48 ik L I
00 1618 100 3(9) 9.0e-005 2,49 ik L I
00 1640 101 3(9) 0.00064 291 ik L I
02 1583 102 3(9) 00011 257 ik L I
03 157 103 3(9) 0.00047 436 ik L I
04 1759 104 3(9) 21005 370 ik L I
05 1752105 3(9) 286005 4,16 ik L I
06 1773 106 3(9) 0020 291 ik L I
07 1750 107 3(9) 256005 3.1 ik L I
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
82 1407 082 9(9) 0.0028 2372 Pick Ll 1
83 1521 083 9(9) 0.0% 203 Pick u 1
84 1551 084 9(9) 0.00015  3.04 Pick u 1
85 1557 085 9(9) 346005 218 Pick u 1
8 159 086 9(9) 0.00012 247 Pick Lt 1
87 1462 087 9(9) 0.00047  5.60 Pick Lt 1
88 1524 088 9(9) 1.9¢-005 2,39 Pick Lt 1
89 1599 089 9(9) 2.5e-005 -3.08 Pick Lt 1
90 1506 090 9(9) 9.4e-005 -2.60 Pick Lt 1
91 1478 091 9(9) 00012 -3.51 Pick Lt 1
92 477 092 9(9) 2.9e-005 -4.37 Pick Lt 1
93 1654 093 9(9) 0.00046 3.78 Pick Lt 1
94 1660 094 9(9) 000025 247 Pick Lt 1
9% 1713 095 9(9) 0.0066 213 Pick Lt 1
9% 1706 09 9(9) 4.9e-005 -2.03 Pick Lt 1
97 1653 097 9(9) 0.00086 26,24 Pick Lt 1
9% 1617 093 9(9) 0.00011 616 Pick Lt 1
99 1662 099 9(9) 4.6e-006 2848 Pick Lt 1
100 1618 100 9(9) 9.0e-005 249 Pick Lt 1
101 1640 101 9(9) 0.00064 291 Pick Lt 1
102 1583 102 9(9) 0.0011 -2.57 Pick Lt 1
103 1577 103 9(9) 000047 436 Pick Lt 1
104 1759 104 9(9) 2.1e-005 370 Pick Lt 1
105 1752 105 9(9) 2.8e-005 4.16 Pick Lt 1
106 1773 106 9(9) 0,020 -2.91 Pick Lt 1
107 1750 107 9(9) 25005 311 Pick Lt 1
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
82 1407 082 9(9) 00028  -23.72 Pick Lt 1
83 1521 083 9(9) 0.076 -2.03 Pick Lt 1
84 1991 084 9(9) 000015  3.04 Pick Lt 1
85 1557 085 9(9) 34e-005 218 Pick Lt 1
8 159 086 9(9) 0.00012 247 Pick Lt 1
87 1462 087 9(9) 0.00047  5.60 Pick Lt 1
88 1524 088 9(9) 1.9¢-005 2,39 Pick Lt 1
89 1599 089 9(9) 2.5e-005 -3.08 Pick Lt 1
90 1506 090 9(9) 9.4e-005 -2.60 Pick Lt 1
91 1478 091 9(9) 00012 -3.51 Pick Lt 1
92 477 092 9(9) 2.9e-005 -4.37 Pick Lt 1
93 1654 093 9(9) 0.00046 3.78 Pick Lt 1
94 1660 094 9(9) 000025 247 Pick Lt 1
9% 1713 095 9(9) 0.0066 213 Pick Lt 1
9% 1706 0% 9(9) 4.9e-005 -2.03 Pick Lt 1
97 1653 097 9(9) 000086  26.24 Pick Lt 1
9% 1617 093 9(9) 0,00011  6.16 Pick Lt 1
99 1662 099 9(9) 4.6e-006 2848 Pick Lt 1
100 1618 100 9(9) 9.0e-005 249 Pick Lt 1
101 1640 101 9(9) 0.00064 291 Pick Lt 1
102 1583 102 9(9) 0.0011 -2.57 Pick Lt 1
103 1577 103 9(9) 000047 436 Pick Lt 1
104 1759 104 9(9) 2.1e-005 370 Pick Lt 1
105 1752 105 9(9) 2.8e-005 4.16 Pick Lt 1
106 1773 106 9(9) 0,020 -2.91 Pick Lt 1
107 1750 107 9(9) 25005 311 Pick Lt 1
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
82 1407 082 9(9) 00028  -23.72 Pick Lt 1
83 1521 083 9(9) 0.076 -2.03 Pick Lt 1
84 1991 084 9(9) 000015  3.04 Pick Lt 1
85 1557 085 9(9) 34e-005 218 Pick Lt 1
8 159 086 9(9) 0.00012 247 Pick Lt 1
87 1462 087 9(9) 0.00047  5.60 Pick Lt 1
88 1524 088 9(9) 1.9¢-005 2,39 Pick Lt 1
89 1599 089 9(9) 2.5e-005 -3.08 Pick Lt 1
90 1506 090 9(9) 9.4e-005 -2.60 Pick Lt 1
91 1478 091 9(9) 00012 -3.51 Pick Lt 1
92 477 092 9(9) 2.9e-005 -4.37 Pick Lt 1
93 1654 093 9(9) 0.00046 3.78 Pick Lt 1
94 1660 094 9(9) 000025 247 Pick Lt 1
9% 1713 095 9(9) 0.0066 213 Pick Lt 1
9% 1706 0% 9(9) 4.9e-005 -2.03 Pick Lt 1
97 1653 097 9(9) 000086 26,24 Pick Lt 1
9% 1617 093 9(9) 000011 6.16 Pick Lt 1
99 1662 099 9(9) 4.6e-006 28.43 Pick Lt 1
100 1618 100 9(9) 9.0e-005 249 Pick Lt 1
101 1640 101 9(9) 0.00064 291 Pick Lt 1
102 1583 102 9(9) 0.0011 -2.57 Pick Lt 1
103 1577 103 9(9) 000047 436 Pick Lt 1
104 1759 104 9(9) 2.1e-005 370 Pick Lt 1
105 1752 105 9(9) 2.8e-005 4.16 Pick Lt 1
106 1773 106 9(9) 0,020 -2.91 Pick Lt 1
107 1750 107 9(9) 25005 311 Pick Lt 1
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
82 1407 082 9(9) 0.0028 -23.72 Pick L 1
8 1521 083 9(9) 0076  -2.03 Pick L 1
8 1551 034 9(9) 0.00015  3.0¢ Pick L 1
85 1557 085 9(9) 34005 218 Pick L 1
8  159% 036 9(9) 0.00012 247 Pick L 1
87 1462 087 9(9) 0.00047  5.60 Pick L 1
88 1524 088 9(9) 1.9e-005 2,39 Pick L 1
89 1559 089 9(9) 2.5e-005 -3.08 Pick L 1
90 1506 090 9(9) 9.4e-005 -2.60 Pick L 1
91 1478 091 9(9) 00012 -351 Pick L 1
2 1477 092 9(9) 296005 -4.37 Pick L 1
93 165¢ 093 9(9) 0.00046 378 Pick L 1
94 1660 094 9(9) 000025 247 Pick L 1
9%5 1713 095 9(9) 0.0066 213 Pick L 1
% 1706 0% 9(9) 4.9e-005 -2.03 Pick L 1
97 1653 097 9(9) 0.00086 26,24 Pick L 1
9% 1617 098 9(9) 0.00011  6.16 Pick L 1
9 1662 099 9(9) 4.6e-006 2848 Pick L 1
100 1618 100 9(9) 9.0e-005 249 Pick L 1
101 1640 101 9(9) 0.0006¢ 291 Pick L 1
102 1583 102 9(9) 0.0011 257 Pick Lt 1
103 1577 103 9(9) 000047 436 Pick L 1
104 1759 104 9(9) 216005 370 Pick L 1
105 1752 105 9(9) 286005 4.16 Pick L 1
106 1773 106 9(9) 0.020 291 Pick L 1
107 1750 107 9(9) 256005 311 Pick L 1
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DIA No: 1676 Master No: 1577 Pick Pos.: 961, 759 (361, 759) DIA No: 1676 Master No: 1577 Pick Pos.: 961, 759 (361, 759) ‘T
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Reset Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
100 1618 100 9(9) 908005 2.49 Pick u I
01 1640 108 9(9) 0.00064 2,01 Pick u I
102 1583 102 9(9) 00011 257 Pick u I
103 157 103 9(9) 0.00047 436 Pick U I
104 1759 104 9(9) 246005 3,70 Pick i I
05 1752 105 9(9) 286005 4.16 Pick i I
06 1773 106 9(9) 0020 291 Pick u I
07 1750 107 9(9) 256005 3.1 Pick u I
108 1704 108 9(9) 648005 -2.01 Pick u I
09 1730 109 9(9) 0.0025 9.7 Pick u I
1o 1923 10 9(9) 1.1e-005 509 Pick u I
11941 9(9) 0.00028  4.45 Pick u I
12 1947 12 9(9) 186005 3.23 Pick u I
13 1909 13 9(9) 0.0091 287 Pick u I
14 1900 114 9(9) 0.0025  -3.29 Pick u I
15 1959 115 9(9) 0.00053 3.2 Pick u I
16 186 116 9(9) 0.0020 364 Pick u I
17 1881 17 9(9) 736005 -2.57 Pick u I
13 2012 18 9(9) 0.00020 -2.07 Pick u I
19 2123 19 9(9) 186005 935 Pick u I
120 2130 120 9(9) 0.00037  5.89 Pick u I
121 0% 128 9(9) 0.0067 435 Pick u I
122 19%4 12 9(9) 0.00014  -2.02 Pick u I
123 2161 123 9(9) 0.0010 376 Pick u I
124 215 124 9(9) 106005 -2.97 Pick u I
125 2162 125 9(9) 0.0066 2.1 Pick u I
DIANo: 1844 Master No: 1759 Pick Pos. 311, 854 (311, 854) DIANo: 1844 Master No: 1759 Pick Pos. 311, 854 (311, 854) q
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Protein Table T-test and Av.Ratio:H /C

Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
00 1618 100 9(3) 90005 249 ik Ll I
00 1640 101 9(3) 0.0006¢ 291 ik L I
02 158 9(3) 00011 257 ik Ll I
03 157 103 9(3) 00047 436 ik Ll I
04 1759 104 9(3) 216005 370 ik L I
05 1752 105 9(3) 286005 416 ik L I
06 173 106 9(3) 0020 291 ik Ll I
07 170 107 9(3) 25¢005 301 ik Ll I
08 1704 10 9(3) fde-005 2,01 ik Ll I
09 1730 109 9(3) 0005 977 ik Ll I
o 1923 1o 9(3) L1e005  5.09 ik Ll I
o9 1 9(3) 000028 445 ik Ll I
2 1947 12 9(3) 182005 3.23 ik Ll I
3 99 13 9(3) 00091 287 ik Ll I
14 1900 14 9(3) 0005 329 ik Ll I
s 1959 1S 9(3) 000053 312 ik Ll I
16 185 116 9(3) 00020 364 ik Ll I
w7 s 17 9(3) 73005 257 ik Ll I
s 2072 s 9(3) 000020 2.7 ik Ll I
s 22z 19 9(3) 186005 9.35 ik Ll I
20 2:1 12 9(3) 000037 5.9 ik Ll I
21 258 121 9(3) 00067 435 ik Ll I
122 1% 12 9(3) 000014 202 ik Ll I
123 261 123 9(3) 00010 376 ik Ll I
124 215 124 9(3) 1L0s005 2,97 ik Ll I
15 262 125 9(3) 00066 211 ik Ll I
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DI4 No: 1820 Master No: 1730 Pick Pos.: 621, 842 (621, 842)
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Protein Table T-test and Av.Ratio:H /C
Pos. | MasterNo. | Protein... /[ Appearance [ T-test [ av.Ratio | 1-anova [Pk [Pickedin [ pickspotvol. | Pl [
100 1618 100 9(9) 908005 2.49 Pick u I
01 1640 108 9(9) 0.00064 2,01 Pick u I
102 1583 102 9(9) 00011 257 Pick u I
03 157 103 9(9) 0.00047 436 Pick u I
104 1759 104 9(9) 216005 3.70 Pick u I
05 1752 105 9(9) 286005 4.16 Pick u I
06 1773 106 9(9) 0020 291 Pick u I
07 1750 107 9(9) 256005 3.1 Pick u I
108 1704 108 9(9) 648005 -2.01 Pick U I
09 1730 109 9(9) 0.005 9.7 Pick i I
1o 1923 10 9(9) 1.1e-005 509 Pick i I
11941 9(9) 0.00028  4.45 Pick u I
12 1947 12 9(9) 186005 3.23 Pick u I
13 1909 13 9(9) 0.0091 287 Pick u I
14 1900 114 9(9) 0.0025  -3.29 Pick u I
15 1959 115 9(9) 0.00053 3.2 Pick u I
16 186 116 9(9) 0.0020 364 Pick u I
17 1881 17 9(9) 736005 -2.57 Pick u I
13 2012 18 9(9) 0.00020 -2.07 Pick u I
19 2123 19 9(9) 186005 935 Pick u I
120 2130 120 9(9) 0.00037  5.89 Pick u I
121 0% 128 9(9) 0.0067 435 Pick u I
122 19%4 12 9(9) 0.00014  -2.02 Pick u I
123 2161 123 9(9) 0.0010 376 Pick u I
124 215 124 9(9) 106005 -2.97 Pick u I
125 2162 125 9(9) 0.0066 2.1 Pick u I

DI4 No: 1820 Master No: 1730 Pick Pos.: 621, 842 (621, 842)

il

Browse Pratein 1D Pratein AC Name Comment
SpotMaps 4 |109 | | |

4 v
Ready

o TPM W ik
Mw [ Dal POl

Pick spot map:

Confirm

L1-List!  Change list...
e

Focus: Secondary 3D Yiew




[ DeCyder - BVA: ROJA140219

File Edit View Process Help

BE sturerar &z P4 e BER02%BRdnn 888
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
100 1618 100 9(3) 9.0e-005 249 Pick U 1
101 1640 101 9(3) 0.00064 291 Pick U 1
102 1583 102 9(3) 0.0011 257 Pick U 1
103 1577 103 9(3) 0.00047 436 Pick U 1
104 1759 104 9(3) 21005 370 Pick U 1
105 1752 105 9(3) 2.8e-005 416 Pick U 1
106 1773 106 9(3) 0.020 291 Pick U 1
107 1750 107 9(3) 25e-005 341 Pick U 1
108 1704 108 9(3) 6.4e-005 2,01 Pick U 1
109 1730 109 9(3) 0.005 977 Pick 5 1
1o 1923 110 9(9) 1.1e-005 5.09 Pick U 1
11 1984 1 9(3) 0.00028 445 Pick U 1
12 1947 12 9(3) 186005 3.23 Pick U 1
13 1909 13 9(3) 0.0091 287 Pick U 1
A 114 1900 114 9(3) 0.0025  -3.29 Pick U 1
15 1959 1s 9(3) 000053 3.2 Pick U 1
116 1856 116 9(3) 00020 364 Pick U 1
17 1881 17 9(3) 7.3e005 257 Pick U 1
e 2072 118 9(3) 0.00020 2,07 Pick U 1
19 2123 119 9(3) 1.86-005 -9.35 Pick U 1
120 2130 120 9(3) 0.00037 5.89 Pick U 1
121 2058 121 9(3) 0.0067 435 Pick U 1
122 1964 122 9(3) 0.00014 202 Pick U 1
123 2161 123 9(3) 0.0010 376 Pick U 1
124 2215 124 9(3) 108005 -2.97 Pick U 1
125 2162 125 9(3) 0.0066 211 Pick U 1
DIA No: 2030 Master No: 1923 Pick Pos.: 61, 941 (61, 941) DIA No: 2030 Master No: 1923 Pick Pos.: 61, 941 (61, 941) \ [
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
9 1653 097 3(9) 0.00086 26,24 Pk Ll 1
% 1617 0% 3(9) 0.00011 6.6 ik L I
9 1662 099 3(9) 466006 28.48 ik L I
00 1618 100 3(9) 9.0e-005 2,49 ik L I
00 1640 101 3(9) 0.00064 291 ik L I
02 1583 102 3(9) 00011 257 ik L I
03 157 103 3(9) 0.00047 436 ik L I
04 1759 104 3(9) 21005 370 ik L I
05 1752105 3(9) 286005 4,16 ik L I
06 1773 106 3(9) 0020 291 ik L I
07 1750 107 3(9) 256005 3.1 ik L I
108 170¢ 108 3(9) 64005 2,01 ik L I
09 1730 109 3(9) 0005 977 ik L I
o 1923 110 3(9) 116005 5.09 ik L I
1194 111 3(9) 000028 445 ik L I
10 1947 1 3(9) 186005 3.23 ik L I
3 1909 113 3(9) 00091 2,87 ik L I
14 1900 114 3(9) 0005 3.29 ik L I
s 1959 115 3(9) 0.00053 312 ik L I
6 1856 116 3(9) 00020 364 ik L I
7 18117 3(9) 736005 257 ik L I
s w72 118 3(9) 000020 -2.07 Pk L I
9 2123 119 3(9) 186005 -9.35 Pk Lt 1
120 2130 120 3(9) 0.00037  5.89 Pk Ll I
121 2% 121 3(9) 00067 435 ik L I
12 194 12 3(9) 0.00014 2.0 ik L I
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Reset Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
15 1959 115 3(9) 0.00053 312 Pk Ll 1
16 1856 116 3(9) 00020 364 ik L I
7 18117 3(9) 736005 257 ik L I
s a2 18 3(9) 000020 -2.07 ik L I
w9 2123 119 3(9) 186005 -9.35 ik L I
120 2130 120 3(9) 0.00037 589 ik L I
121 2% 121 3(9) 00067 435 ik L I
12 194 12 3(9) 0.00014 2.0 ik L I
123 2160 123 3(9) 00010 376 Pk L I
124 215 124 3(9) 106005 -2.97 Pk Lt 1
125 262 125 3(9) 00066 2.1 Pk Ll I
126 218 12 3(9) 26006 19.08 ik L I
27 A% 17 3(9) 0.0005  7.18 ik L I
128 23 128 3(9) 00012 2,39 ik L I
129 25 129 3(9) 0.00013 1145 ik L I
130 2% 130 3(9) 00018 232 ik L I
131 282 131 3(9) 0.00053 -2.29 ik L I
12 2% 1R 3(9) 00023 7.98 ik L I
133 2289 133 3(9) 0.00020 469 ik L I
13¢ 2310 13 3(9) 0047 2.0¢ ik L I
135 236 13 3(9) 0.00040  5.07 ik L I
136 2459 1% 3(9) 00023 2.5 ik L I
13 505 137 3(9) 0.005¢ 2.5 ik L I
138 2324 138 3(9) 0.00056 242 ik L I
139 2423 139 3(9) 0.00057 442 ik L I
40 2435 140 3(9) 00023 639 ik L I
DI& No: 2331 Master No: 2215 Pick Pos.: 300, 1118 (300, 1118) DI& No: 2331 Master No: 2215 Pick Pos.: 300, 1118 (300, 1118) \
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\Primurv: ROJA140219 Gel-2 (C2) Cy... v ||| ROJA140219 Gel-1 (C1) Cy3.gel v | Ro1A140219 Gel-3 (C3) Cy3.gel v ||| Graph view Master No: 2218 Protein ID: 126
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Protein Table T-test and Av.Ratio:H /C

Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
s 1959 1S 9(3) 000053 312 ik Ll I
16 185 116 9(3) 0000 364 ik L I
w7 s 17 9(3) 73005 257 ik Ll I
s 2072 s 9(3) 000020 2.7 ik Ll I
s 22z 19 9(3) 186005 9.35 ik Ll I
20 2:1 12 9(3) 000037 5.9 ik Ll I
21 258 121 9(3) 00067 435 ik Ll I
122 1% 12 9(3) 000014 202 ik Ll I
123 261 123 9(3) 00010 376 ik Ll I
124 215 124 9(3) 1L0s005 2,97 ik Ll I
15 262 125 9(3) 00086 211 ik L I
126 218 1% 9(3) 266006 19,08 ik L I
27 asx 17 9(3) 000055  7.18 ik Ll I
128 2m 128 9(3) 00012 239 ik Ll I
125 2259 129 9(3) 000019 1145 ik Ll I
130 22 13 9(3) 00018 232 ik Ll I
1Bl 282 13 9(3) 000053 229 ik Ll I
2 2% 1w 9(3) 00023 798 ik Ll I
13 28 1% 9(3) 000020 469 ik Ll I
13 210 134 9(3) 0047 204 ik Ll I
135 2% 135 9(3) 00040 507 ik Ll I
1% 259 1% 9(3) 0003 2.5 ik Ll I
37 55 13 9(3) 00054 2.5 ik Ll I
138 224 13 9(3) 000056 242 ik Ll I
13 243 1% 9(3) 000057 442 ik Ll I
40 2435 140 9(3) 0003 639 ik Ll I

DIA No: 2334 Master No: 2218 Pick Pos.: 857, 1119 (857, 1119) DIA No: 2334 Master No: 2218 Pick Pos.: 857, 1119 (857, 1119) \
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Protein Table T-test and Av.Ratio:H /C

Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
115 1959 115 9(9) 0.00053 -3.12 Pick Lt I
116 1856 116 9(9) 00020  3.64 Pick Lt I
17 1881 17 9(9) 7.3e-005 -2.57 Pick Lt I
18 2072 18 9(9) 0.00020 -2.07 Pick Lt I
19 2123 119 9(9) 1.8e-005  -9.35 Pick Lt I
1200 2130 120 9(9) 000037 5.89 Pick Lt I
121 2058 121 9(9) 0.0067 435 Pick Lt I
122 1964 122 9(9) 0.00014 -2.02 Pick Lt I
123 2161 123 9(9) 00010  -3.76 Pick Lt I
124 2215 124 9(9) 1.0e-005  -2.97 Pick Lt I
125 2162 125 9(9) 0.0066 211 Pick Lt I
126 2218 126 9(9) 2.6e-006 19.08 Pick Lt I
127 2135 127 9(9) 0.00055 7.18 Pick Lt 1
128 2133 128 9(9) 00012 -2.39 Pick Lt I
129 2059 129 9(9) 000019 1145 Pick Lt I
130 2132 130 9(9) 0.0018 232 Pick Lt I
131 2282 131 9(9) 0.00053 -2.29 Pick Lt I
132 2293 132 9(9) 00023  7.98 Pick Lt I
133 2289 133 9(9) 0.00020  4.69 Pick Lt I
134 2310 134 9(9) 0.047 2,04 Pick Lt I
135 2368 135 9(9) 0.00040 -5.07 Pick Lt I
136 2459 136 9(9) 00023  -2.58 Pick Lt I
137 2505 137 9(9) 00054 215 Pick Lt I
138 2324 138 9(9) 0.000%6 -2.42 Pick Lt I
139 2423 139 9(9) 0.00057 4.42 Pick Lt I
140 2435 140 9(9) 00023 639 Pick Lt I
R . Pt s nn il " '
DIA No: 2186 Master No: 2135 Pick Pos.: 930, 1077 (330, 1077) DIA No: 2186 Master No: 2135 Pick Pos.: 930, 1077 (330, 1077) \
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Protein Table T-test and Av.Ratio:H/C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
115 1959 15 9(9) 0.00083 3.2 Pick Ll 1
116 185 116 9(9) 0.0020 364 Pick u 1
17 1881 17 9(9) 736005 257 Pick u 1
18 2072 18 9(9) 0.00020  -2.07 Pick u 1
19 2123 119 9(9) 186005 -9.35 Pick u 1
120 2130 120 9(9) 0.00037 589 Pick u 1
121 205 121 9(9) 0.0067 435 Pick u 1
122 1964 122 9(9) 0.00014  -2.02 Pick u 1
123 2161 123 9(9) 0.0010 376 Pick u 1
124 2215 124 9(9) 1.0e005 -2.97 Pick u 1
125 2162 125 9(9) 0.0066 211 Pick u 1
126 2218 126 9(9) 268006 19.08 Pick u 1
127 2135 127 9(9) 0.00085 7.1 Pick u 1
128 2133 128 9(9) 00012 -2.39 Pick U 1
129 2059 129 9(9) 0.00019 1145 Pick U 1
130 2132 130 9(9) 0.0018 232 Pick u 1
131 2282 131 9(9) 0.00083  -2.29 Pick u 1
132 2293 132 9(9) 0.0023 7.9 Pick u 1
133 2289 133 9(9) 0.00020 469 Pick u 1
134 2310 134 9(9) 0.047 204 Pick u 1
135 2366 135 9(9) 0.00040 507 Pick u 1
136 2459 136 9(9) 0.0023 258 Pick u 1
137 2505 137 9(9) 0.005 215 Pick u 1
138 2324 138 9(9) 0.00086 242 Pick u 1
130 2423 139 9(9) 0.00057  4.42 Pick u 1
140 2435 140 9(9) 00023 639 Pick u 1
DIA No: 2183 Master No: 2133 Pick Pos.: 1012, 1077 (1012, 1077) DIA No: 2183 Master No: 2133 Pick Pos.: 1012, 1077 (1012, 1077) \
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Reset Protein Table T-test and Av.Ratio:H/C
Pos, | Master No. | Protein... / | Appearance | Ttest | Av.Ratio | 1-ANOVA [ Pick | PickedIn | PickSpotVol. |POI |l | Mw
115 1959 15 9(9) 0.00083 3.2 Pick Ll 1
116 185 116 9(9) 0.0020 364 Pick u 1
17 1881 17 9(9) 736005 257 Pick u 1
18 2072 18 9(9) 0.00020  -2.07 Pick u 1
19 2123 119 9(9) 186005 -9.35 Pick u 1
120 2130 120 9(9) 0.00037 589 Pick u 1
121 205 121 9(9) 0.0067 435 Pick u 1
122 1964 122 9(9) 0.00014  -2.02 Pick u 1
123 2161 123 9(9) 0.0010 376 Pick u 1
124 2215 124 9(9) 1.0e005 -2.97 Pick u 1
125 2162 125 9(9) 0.0066 211 Pick u 1
126 2218 126 9(9) 268006 19.08 Pick u 1
127 2135 127 9(9) 0.00085  7.18 Pick u 1
128 2133 128 9(9) 0.0012 239 Pick u 1
129 2059 129 9(9) 0.00019 11,45 Pick U 1
130 2132 130 9(9) 0.0018 232 Pick U 1
131 2282 131 9(9) 0.00083  -2.29 Pick u 1
132 2293 132 9(9) 0.0023 7.9 Pick u 1
133 2289 133 9(9) 0.00020 469 Pick u 1
134 2310 134 9(9) 0.047 204 Pick u 1
135 2366 135 9(9) 0.00040 507 Pick u 1
136 2459 136 9(9) 0.0023 258 Pick u 1
137 2505 137 9(9) 0.005 215 Pick u 1
138 2324 138 9(9) 0.00086 242 Pick u 1
130 2423 139 9(9) 0.00057  4.42 Pick u 1
140 2435 140 9(9) 00023 639 Pick u 1
DI& No: 2137 Master No: 2059 Pick Pos.: 1121, 1044 (1121, 1044) DI& No: 2137 Master No: 2059 Pick Pos.: 1121, 1044 (1121, 1044) \
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Protein Table T-test and Av.Ratio:H /C

Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
15 1959 115 3(9) 0.00053 312 Pk Ll 1
16 1856 116 3(9) 00020 364 ik L I
7 18117 3(9) 736005 257 ik L I
s a2 18 3(9) 000020 -2.07 ik L I
w9 2123 119 3(9) 186005 -9.35 ik L I
120 2130 120 3(9) 0.00037 589 ik L I
121 2% 121 3(9) 00067 435 ik L I
12 194 12 3(9) 0.00014 2.0 ik L I
123 2160 123 3(9) 00010 376 ik L I
12¢ 215 124 3(9) 106005 -2.97 ik L I
125 262 125 3(9) 00066 2.1 ik L I
126 218 12 3(9) 26006 19.08 ik L I
27 A% 17 3(9) 0.0005  7.18 ik L I
128 23 128 3(9) 00012 2,39 ik L I
129 25 129 3(9) 0.00013 1145 ik L I
130 2% 130 3(9) 00018 232 ik L I
131 282 131 3(9) 0.00053 -2.29 Pk L I
12 2% 1R 3(9) 00023 798 Pk Lt 1
133 2289 133 3(9) 0.00020 469 Pk Ll I
13¢ 2310 13 3(9) 0047 2.0¢ ik L I
135 236 13 3(9) 0.00040  5.07 ik L I
136 2459 1% 3(9) 00023 2.5 ik L I
13 505 137 3(9) 0.005¢ 2.5 ik L I
138 2324 138 3(9) 0.00056 242 ik L I
139 2423 139 3(9) 0.00057 442 ik L I
40 2435 140 3(9) 00023 639 ik L I
DIA No: 2322 Master No: 2293 Pick Pos.: 441, 1164 (441, 1164) DIA No: 2322 Master No: 2293 Pick Pos.: 441, 1164 (441, 1164) \

Browse PuteinlD  PotendC N Comment e - 1l
Spothaps o h’;;'" I'° i Ia’"e |°"""e" ol TFTM |V Fick  LI-Listl Changelst.
| v :I'

Confim
Mw Dalv POl Pick spotmap:

Ready Focus: Secondary 3D Yiew




ﬁ DeCyder - BVA: ROJA140219
File Edit View Process Help

D@ sturprar|Sz i ¢ &

BRL99%aguna8w

]primury: ROJA140219 Gel-1 (C1) Cy... v | | R0JA140219 Gel-2 (C2) Cy3.gel

Kl Kl

Secondary: ROJA140219 Gel-1 (H1)... Ll ROJA140219 Gel-2 (H2) Cy5.gel

Reset

DIA No: 2324 Master No: 2289 Pick Pos. 1104, 1165 (1104, 1165)

v | Ro1A140219 Gel-3 (C3) Cy3.gel v

|
F ——r 4&

ROJA140219 Gel-3 (H3) CyS5.gel

V

Graph View

Master No: 2289 Protein ID: 133

J

035
03
025
02

(= o
= 2 =
o & = o

Standardized Log Abundance
2 =
&

DIA No: 2324 Master No: 2289 Pick Pos. 1104, 1165 (1104, 1165)

0

01

045

02

025

03

035

04

045
Protein Table T-test and Av.Ratio:H /C
Pos. | MasterNo. | Protein... /[ Appearance [ T-test [ av.Ratio | 1-anova [Pk [Pickedin [ pickspotvol. | Pl
15 1959 115 3(9) 0.00053 312 Pk Ll I
16 1856 116 3(9) 00020 364 ik L I
7 18117 3(9) 736005 257 ik L I
s a2 18 3(9) 000020 -2.07 ik L I
w9 2123 119 3(9) 186005 -9.35 ik L I
120 2130 120 3(9) 0.00037 589 ik L I
121 2% 121 3(9) 00067 435 ik L I
12 194 12 3(9) 0.00014 2.0 ik L I
123 2160 123 3(9) 00010 376 ik L I
12¢ 215 124 3(9) 106005 -2.97 ik L I
125 262 125 3(9) 00066 2.1 ik L I
126 218 12 3(9) 26006 19.08 ik L I
27 A% 17 3(9) 0.0005  7.18 ik L I
128 23 128 3(9) 00012 2,39 ik L I
129 25 129 3(9) 0.00013 1145 ik L I
130 2% 130 3(9) 00018 232 ik L I
131 282 131 3(9) 0.00053 -2.29 ik L I
12 2% 1R 3(9) 00023 7.98 Pk L I
133 2289 133 3(9) 0.00020 469 Pk L 1
13¢ 2310 13 3(9) 0047 2,04 Pk Ll I
135 236 13 3(9) 0.00040  5.07 ik L I
136 2459 1% 3(9) 00023 2.5 ik L I
13 505 137 3(9) 0.005¢ 2.5 ik L I
138 2324 138 3(9) 0.00056 242 ik L I
139 2423 139 3(9) 0.00057 442 ik L I
40 2435 140 3(9) 00023 639 ik L I
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ﬂ ROJA140219 Gel-3 (C3) Cy3.gel L‘ Graph View Master No: 2368 Protein ID: 135
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Protein Table T-test and Av.Ratio:H /C
Pos, | Master No. | Protein... /| Appesrance | Ttest | Av.Ratin | 1-ANOVA | Pick | Pickedln | PickSpot¥ol |POL | pl | Mw |
15 1959 115 3(9) 0.00053 312 Pk Ll 1
16 1856 116 3(9) 00020 364 ik L I
7 18117 3(9) 736005 257 ik L I
s a2 18 3(9) 000020 -2.07 ik L I
w9 2123 119 3(9) 186005 -9.35 ik L I
120 2130 120 3(9) 0.00037 589 ik L I
121 2% 121 3(9) 00067 435 ik L I
12 194 12 3(9) 0.00014 2.0 ik L I
123 2160 123 3(9) 00010 376 ik L I
| 12¢ 215 124 3(9) 106005 -2.97 ik L I
125 262 125 3(9) 00066 2.1 ik L I
126 218 12 3(9) 26006 19.08 ik L I
27 A% 17 3(9) 0.0005  7.18 ik L I
128 23 128 3(9) 00012 2,39 ik L I
129 25 129 3(9) 0.00013 1145 ik L I
130 2% 130 3(9) 00018 232 ik L I
131 282 131 3(9) 0.00053 -2.29 ik L I
12 2% 1R 3(9) 00023 7.98 ik L I
133 2289 133 3(9) 0.00020 469 ik L I
13¢ 2310 13 3(9) 0047 2.0¢ Pk L I
135 238 135 3(9) 0.00040 507 Pk Lt 1
136 2459 13 3(9) 00023 2.5 Pk Ll I
13 505 137 3(9) 0.005¢ 2.5 ik L I
138 2324 138 3(9) 0.00056 242 ik L I
139 2423 139 3(9) 0.00057 442 ik L I
40 2435 140 3(9) 00023 639 ik L I
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